
NBP1             1 MLKSVQGLWKDFFGIRDDGRKREYGSLDEVRK--------------------RSALRSRR
Candida          1 MFETIKDLFAGVVTTSDRRKKEHGSLADIKRRSMNKRKRALGHNKSITNTDQRNAEYLNK
Kluyveromyces    1 -MENLKQYWNSWWYENDGRKSDKYPLKTRYRG-------------------TKTSDRYYK
Ashbya           1 MLEPLKNIVSDFWLKTDTRKRE-YGSLDEWKQ-------------------QRGQERIGR
YPR174c          1 ------------------------------------------------------------

NBP1            41 KQMRPTGKS-VLKRPRKVTDRKTEEKIRTNRRKTPKRRLTKIFQTIRDVFSNDNENMSKM
Candida         61 LKMRNSIRG-KVGKPPLRGGYMNSVDIKPDTKESR---ARMVLNAVKSIFSNEDQTLMNM
Kluyveromyces   41 VQKPNTTRASRLRREPEVSEYRKPNPAEN-GS------QPSTWSKIKSLFDSNRRDITEL
Ashbya          41 PRRRASTRY-KVTKPSAVHQSALPLPVERPGAAAVRRNERTWWDRLCGVFSAEQRDLHGM
YPR174c          1 -----------------------------------------------MGIQEKTLGIRKE

NBP1           100 QNVCGDMTRILKKRSQGRPSYMDTDTAKSRILRSDAFKRKISELKYNKQRISELRSGS--
Candida        117 ASTDINKLLRNQGYDKNQE------NLKDSILRSNAFKKKVTELEYNKRMLRDLRRSG--
Kluyveromyces   94 KQAYLDYRLPNTEPSNTQ-------ADIDRLVVNERFKKKLLERKYERNMLNELRRGRQP
Ashbya         100 RDAFANYRLPPTEELEGRR---RRGTASQRIARSETFKKRVLEKMYDDRMLEQLRAGS--
YPR174c         14 RKLVVVPRERNHVRHASQR--------TRSKNYKNISKKRAQQHAFGFNIAKTLAKIQ--

NBP1           158 ---SDGSSGKDRNQSLYLDREILLQRQIKKRDEKIKALESKLQSLQEALNYSNEKYRILE
Candida        169 ---VSGNYNIIRDDDLEEDRYLLLQKKYQKIKKRLYEVEQELKSVQDSLRYSQEMNALLQ
Kluyveromyces  147 YRRNREHRPSVNSPINHADEVILLRKKLDELEQRLSDAVEELVITKKKLEFVQQKNNLLE
Ashbya         155 -RGRRPERPAL--PGSDADQVVLLQNRLHKLERQLFETQKELELAKKKLMFAHEKTKLFE
YPR174c         64 -AFVWGSPADEEEESVVPLSKNSQDCVPLQWQAKFAQLRQQLHSTQKELQFVKEKCHLLQ

NBP1           215 DLLDSSNIHPSYTKSRRTMSNLARENDEIKPLKIDLSPSPIR--RTNSLFTSSPMKTYN-
Candida        226 ETLDKANIDDAYLKSRRQIKNLQKE---NVLPERELSPSPRR--PIDPLFTSSPVRKSRN
Kluyveromyces  207 ELFDDGKMETEYVKSRRNITNLQNS--ERKPELKQLPRSPSPVLHVDPMFTSSPIRATNN
Ashbya         212 SLLDDANVDDDYVKSRRRITNLRATT-DNQPALRSLSPSPQRPYPVNPLFTSSPIRQVN-
YPR174c        123 SVLDDANIDQRYLESRRDMKNIERD---NLKPTENLPPSPVR--AVNPLVTSSPIHMSPL

NBP1           272 --RDGNIP------EMQPLQENISPACPTPPYRSRETEKED---------------ETLS
Candida        281 GEENGSKPKTDYKHSPIKETSNFYDKYPKLPETEQLAQDKG-------------N-HSLS
Kluyveromyces  265 ILGEGSPQ-------HVQQHDNFYEKYPRIPKTERLDNYRSSLANHEDDYQDRHAENSLS
Ashbya         270 ----DSPRK------QINKPDDFYAKYPTIPKTELLNKQPS-----ENAAAGR-AKESLS
YPR174c        178 QSRQRPVSS-----LQPPKGPNFYAKYPKLPQTNILRESPT---------------EDSV

NBP1           309 PISVDFSSYLS----
Candida        327 PIRIDYSRYSS----
Kluyveromyces  318 PVRVDYSKYSSGV--
Ashbya         314 PVRIDYSKYSSPRRK
YPR174c        218 PHAE-----------


