
CLUSTAL X (1.83) multiple sequence alignment

gi3548805       MKFGKDFS----SEWQQAYVDYKYLKTLVKDINRFKRKTNLHG----------------- 39
gi3548806       MKFGKEFSSQMVPEWHEAYMDYDYLKSQLKEIIKFKRKTNPHGPHHHHHHLLHRKMTLHR 60
gi7487574       MRFGKEFVSQMIPEWQEAYIDYAYLKTILQDIQASRNRSDSNNQ---------------- 44
gi4324975       MKFAEHLSAHITPEWRKQYIQYEAFKDMLYSAQDQAPSVEVTDEDT-------------- 46
gi4176766       MKFAEHLSAHITPEWRKQYIQYEAFKDMLYSAQDQAPSVEVTDEDT-------------- 46
gi6093320       MKFAEHLSAHITPEWRKQYIQYEAFKDMLYSAQDQAPSVEVTDEDT-------------- 46
gi22832470      MKFAEHLSAHITPEWRKQYINYEEMKAMLYLAVEEAPSVESVEDDV-------------- 46
gi3880858       MKFGEQLASHLTPEWRKQYIDYERLKNLLYDDMMEVP----ADDDR-------------- 42
gi22946878      MKFGKTLDNLMVPEWRYQYMNYNELKQMIRNAVEKAPSGSRPSNDV-------------- 46
gi7290442       MKFGKTYESHLTIEWRQQYMRYGDLKELIKQGVENAPSPLTSSDYE-------------- 46
gi5832411       MKFGKVIEGQSVAEWASAYFDYKKGKKIIAGIAKNPSEGLYG------------------ 42
gi28922701      MKFAKELEQEAVPEWRVKYLNYKLGKKLIKSVTRAIQRASTTPNLARRPDSLHAAPAALF 60
gi731805        MKFADHLTESAIPEWRDKYIDYKVGKKKLRRYKEKLDAEEEQSSSYR------------- 47
gi731951        MRFSHFLKYNAVPEWQNHYMDYSELKNLIYTLQTDELQVGDNEEGFG------------- 47
                *:*..        **   *. *   *  :                               

gi3548805       ---GQISLSS-------------------------------------------------- 46
gi3548806       AFSGLISTSPKKKKHHGHGGGHGGGHQIGH------------------------------ 90
gi7487574       --SSTPSFARNLTRRYN------------------------------------------- 59
gi4324975       ------------------------------------------------------------
gi4176766       ------------------------------------------------------------
gi6093320       ------------------------------------------------------------
gi22832470      ------------------------------------------------------------
gi3880858       ------------------------------------------------------------
gi22946878      ------------------------------------------------------------
gi7290442       ------------------------------------------------------------
gi5832411       ------------------------------------------------------------
gi28922701      HHLHHKRTPTQHRWSDTTPGSHEGSPGADQLQSGGPELDRTPTKNNRNSKGSIEARGERS 120
gi731805        ------------------------------------------------------------
gi731951        ------------------------------------------------------------
                                                                            

gi3548805       ------------------------------------------------------------
gi3548806       ------------------------------------------------------------
gi7487574       ------------------------------------------------------------
gi4324975       ------------------------------------------------------------
gi4176766       ------------------------------------------------------------
gi6093320       ------------------------------------------------------------
gi22832470      ------------------------------------------------------------
gi3880858       ------------------------------------------------------------
gi22946878      ------------------------------------------------------------
gi7290442       ------------------------------------------------------------
gi5832411       ------------------------------------------------------------
gi28922701      GLTTLPDNEVQYGSILPPSRSSDRTEFELPAPAMKIASRTGGRRDSIVASPTSPVSNRFG 180
gi731805        ------------------------------------------------------------
gi731951        ------------------------------------------------------------
                                                                            

gi3548805       ------------------------------TVLEIEDGITTATIQVSS-TASQRYETTFL 75
gi3548806       ---------------------------FSDSDDDIEEGIKHVTAPILINSASHGYETTFL 123
gi7487574       ---------------------------RDALVSENHDIVVNTVTRLEEGLETAAYETTFL 92
gi4324975       ------------------------------------------------------------
gi4176766       ------------------------------------------------------------
gi6093320       ------------------------------------------------------------
gi22832470      ------------------------------------------------------------
gi3880858       ------------------------------------------------------------
gi22946878      ------------------------------------------------------------
gi7290442       ------------------------------------------------------------
gi5832411       -----------------------------------------------TSGILGETPEEAI 55
gi28922701      PRRTKSMMAGADGQSTATESSVELPPSATIAQRSPHRLSRVLSNSSHLSRTMSNRDSTAL 240
gi731805        -----------------------SWMPSVSVYQTAFQQREPGKSRSDGDYRSGPAFKKDY 84
gi731951        ----------------------AGKSSNITDRFKNKFSFKNAKEDTSSGMNKDAGIVEET 85
                                                                            

gi3548805       MTAEKGGEYELVFFRRLDDEFNKVEKFYREKVDEVVKEAAVLNKQMDALIAFRLKMK--- 132
gi3548806       MASEEGGEYETVFFRRLDDEFNKVEKFYKEKVEEVMKEAVMLEKQMDALIAFRVKVEHPD 183
gi7487574       KAGEAGGDFEVTFFRTLDREFNKVNNFYRLKVETARTEALALNKQMDALIAFRHKVMD-- 150
gi4324975       -VKRYFAKFEEKFFQTCEKELAKINTFYSEKLAEAQRRFATLQNELQSSLDAQKESTG-- 103
gi4176766       -VKRYFAKFEEKFFQTCEKELAKINTFYSEKLAEAQRRFATLQNELQSSLDAQKESTG-- 103
gi6093320       -VKRYFAKFEEKFFQTCEKELAKINTFYSEKLAEAQRRFATLQNELQSSLDVQKESSA-- 103
gi22832470      -LKRHFANFDENFFHYCDKELKKINTFYSEKLAEATRKFATLNAELKTSIEESERSAK-- 103
gi3880858       -REEHISRLDEKFFNECDQELTKINLFFSQKIAEGQGKHHELQTELQVFKDVLGSRSD-- 99
gi22946878      -AIGYYRNFEELFFNSCRVELTKVNYFFAHKQAEAHRKLATLNYQLDRRRAQQDPRGS-- 103
gi7290442       -VQAYYKAFEETFLTECQSELTGVNNFFLEKLLEARRKHGHLKLQLLAYSREPGHTGS-- 103
gi5832411       VKRGQIHRFHPLFQEFLDQQANKVEEFFENLVSDARERMDLISDQVDIYEKLRAFKKG-- 113
gi28922701      QNLESVRTAETEFFSFLDNELDKIETFYKQKEDQATKRLAALREQLHEMRNRRTTEIA-- 298
gi731805        SALQREFVADFIEDWLISFQLSKCNEFYLWLLKECDKKFEVLQSQLHYYSLQKNYERDNL 144
gi731951        IELRELPTAQTVAAKPSPFRRMKEKIFYKRRSSSASSVSSTANENLQLDTYDTFVGDLTA 145
                         .         .    : *:                ::              

gi3548805       ----EESTVEMARFALHGVVSPAELAKNP---------SMKVHMEAIEEGGSSRAGRRSD 179
gi3548806       GWPWEERTVEMTQLASDVANSAAAVAASTPAGARSMKVGAQAHMEAIQEGGSSKAGKSSD 243
gi7487574       ----------------------------------------------QNQKNPSVFDSVSE 164
gi4324975       --------------------------------------------------VTTL------ 107
gi4176766       --------------------------------------------------VTTL------ 107
gi6093320       --------------------------------------------------VTAL------ 107
gi22832470      --------------------------------------------------KSKG------ 107
gi3880858       --------------------------------------------------TTGI------ 103
gi22946878      --------------------------------------------------TASR------ 107



gi7290442       --------------------------------------------------DSSL------ 107
gi5832411       --------------------------------------------------TLES------ 117
gi28922701      --------------------------------------------------DAKQRKEMER 308
gi731805        NRSSSNVDMSTSLYAAG---------------------------LAGRSDSRVNSIDSDS 177
gi731951        E-------------------------------------------KQKVDDFYKRTEAKFY 162
                                                                            

gi3548805       E-DDYYTDEEDHNDVFFTPANNLSKMKSSSSAFIEVLDSIKINNTKEAL-QSNTKSVLKV 237
gi3548806       EEDDDDAEKEEDNGVSGEVSGDVRKMKAGRPPPIEVLDRVKFNHTKETP-RSTIKSVLQA 302
gi7487574       DINGSASEVGSSSKCTEHNVALADLMRNEDTSNESILERIRMNKTREITPLSAIKTILKV 224
gi4324975       --------------------------------------------------------RQRR 111
gi4176766       --------------------------------------------------------RQRR 111
gi6093320       --------------------------------------------------------RQRR 111
gi22832470      --------------------------------------------------------HKR- 110
gi3880858       --------------------------------------------------------RRRF 107
gi22946878      --------------------------------------------------------GSAS 111
gi7290442       --------------------------------------------------------SQRA 111
gi5832411       ------------------------GSVVLIQKQHSKLRQRLDSILNFSRLQPAYHIPARK 153
gi28922701      GSGSKSHPGDGGGSNGKDSGTDWIGPLRTKFMKPGPNSKALQKMTETPVMAPQKPEEGRD 368
gi731805        RSVMYGSMPCTKEAKKPRLSLLAYCQKVLKDNRLLPSWPKRGFSLLQDLRQDASSRGRET 237
gi731951        DKFDALVKDLKKIGVIEYDIDDDTLFNEPIASTNDEVPPLDLDDDEDDDEFYDDQSNIED 222
                                                                            

gi3548805       SNHTELKFSRDNLRKIEEKLICAFVEFHRKLWYLKSYRLV-----FISENVFYQIT-SRD 291
gi3548806       SNLTELKFSRENLRKVEAKLRRAFVEFYQKLRLLKSY----------------------- 339
gi7487574       HKQDELKFTRDNLKEVEKRLQVAFIEFYQKLRHLKNYSFLNASAVSKIMKKYDKIA-KRN 283
gi4324975       KPVFHLSHEERVQHRNIKDLKLAFSEFYLSLILLQNYQNLNFTGFRKILKKHDKILETSR 171
gi4176766       KPVFHLSHEERVQHRNIKDLKLAFSEFYLSLILLQNYQNLNFTGFRKILKKHDKILETSR 171
gi6093320       KPVFHLSHEERVQHRNIKDLKLAFSEFYLSLILLQNYQNLNFTGFRKILKKHDKILETSR 171
gi22832470      --------HAALPDRKARELKLAFSEFYLSLILLQNYQNLNHTGFRKILKKHDKLLRVDT 162
gi3880858       G---GKDKFHKETTRNEQQLKLAFSEFYLSLVLVQNFQQLNATGFRKILKKHDKLTGNER 164
gi22946878      SWSRQPEGKRKFPP--IKKLRLAMSEFYLSLIMLQNYQTLNMTAFRKICKKYDKNLKSEA 169
gi7290442       ERS-----QKKLMT--TRQLRYAYAEFYLSLVLIQNYQSLNETGFRKICKKYDKNMRSVA 164
gi5832411       SVPTDAYTPMVSYRKLKSKLKTTLLDFYDYLKLVSQYQHLNQQAFRKIVKKYDKTLHTDL 213
gi28922701      YVRRPPNKDDVSYRVAKRKLKLALQEYYRGLELLKSYALLNRTAFRKLNKKYDKAVNARP 428
gi731805        FAFGASFLETMTTTQARNLLSNAIIEYYLYLQLVKSFRDINVTGFRKMVKKFDKTCHTRE 297
gi731951        NTALLHHSQYNIKSQKKSLLKKSIVNLYIDLCQLKSFIELNRIGFAKITKKSDKVLHLNT 282
                                   *  :  : :  *  :..:                       

gi3548805       AAKSYMKMVDKSCLGSSDEVMKLMENVEATFIKQFT------------------------ 327
gi3548806       ---------------SSDEVTRLVERVEATFIKHFS------------------------ 360
gi7487574       AAKLYMEMVDKSFLSSSEEVHKLLLKVESIFIEHFS------------------------ 319
gi4324975       GADWRVAHVEVAPFYTCKKINQLISETEAVVTNELE------------------------ 207
gi4176766       GADWRVAHVEVAPFYTCKKINQLISETEAVVTNELE------------------------ 207
gi6093320       GADWRVIHVEVAPFYTCKKINQLISETEAVVTNELE------------------------ 207
gi22832470      GAKWRQEYVEASHFFTNKDIDNIINETETTVTGELE------------------------ 198
gi3880858       GLDWRINKVEKSSFFLNREIETLITNVETSVINDLE------------------------ 200
gi22946878      GFAWYEKYVLKSTLAITLQLDRMISTTENMYTDYLA------------------------ 205
gi7290442       AGRWFVENVLDAPFTDVRLLQRMTIEVEDLYTTHLA------------------------ 200
gi5832411       QG-FWVDYMSRYTFTDFSITTNWQLHVEDIYARLFT------------------------ 248
gi28922701      TYRYMNEKVNKTWFVNSDVVDGHIRTVEDLYARYFE------------------------ 464
gi731805        LTTFMSYARTHYTLFKHADANVQLVAQKMQQITSSQPTPTSELSSAQRDKEPITWLETQI 357
gi731951        RTELIESEQFFKDTYAFQAETIELLNSKISQLVTFYARITDRPHN-------------IS 329
                                           :                                

gi3548805       --------------NGNRTKGMNILRPKPKRERHRLTFS-----------TVALVAIVRT 362
gi3548806       --------------NANRSKGMNILRPKAKRERHRITFST----------VVALFAIIRT 396
gi7487574       --------------NSNRREGMSHLRPKINKERHLITFSTGFFFGCGISLIVALGLIIHA 365
gi4324975       --------------DGDRQKAMKRLRVPPLGAAQPAPAWTTFRVGLFCGIFIVLNITLVL 253
gi4176766       --------------DGDRQKAMKRLRVPPLGAAQPAPAWTTFRVGLFCGIFIVLNITLVL 253
gi6093320       --------------DGDRQKAMKRLRVPPLGAAQPAPAWTIFRVGLFCGIFIVLNITLVF 253
gi22832470      --------------GGDRQRAMKRLRVPPLGEQQSP--WTTFKVGLFSGSFIVLVIVVVV 242
gi3880858       --------------AGNRQAGMKRLKVPPLSEKQKP--LTTFSLGLFIGASIILLLAILL 244
gi22946878      --------------NGDRSEAMAKLRVPPLGHPTPP--VHVFSAGLFLGLFLVSAILCFI 249
gi7290442       --------------NGDRSLAMEKLRVPPLGEPTPP--SMVFRAGIALGMLIMLLVATAI 244
gi5832411       --------------NHNKKLALEHLKS--FRQKE-HFSANSMRFGLLFGAGLPLAIEAAC 291
gi28922701      --------------KGNHKVAAGKLRN--ILRRPGDASGSAFRSGLLIGFGAVFAVQGLI 508
gi731805        TEWFTTALTNSPKDRKHNTHKLKKLTIQYSISEQMVHRNNRSIVQMLVVGLGIGVSMTLI 417
gi731951        HSKQELKSYLHDHIVWERSNTWKDMLGLLSQADELTPKETEYNANKLVGKLDLEYYRWPL 389
                                ..      :                                   

gi3548805       RNILQDDGQ----KQYMNTMFPLYSLFGFIMLHMTMYAANIYFWRQYRVNYSFIFGFKQG 418
gi3548806       RNILQEEGQ----KQYMNTMFPLYSLFGFVVLHILMYAGNIYYWRRYRVNYSFIFGFKHG 452
gi7487574       RNIMGTPGQ----RTYMETMFPLYRFFGFVVLHMDVYAANIYFWRRYRVNYSFIFGFKQG 421
gi4324975       AAVFKLET-----DRSIWPLIRIYRGGFLLIEFLFLLGINTYGWRQAGVNHVLIFELNPR 308
gi4176766       AAVFKLET-----DRSIWPLIRIYRGGFLLIEFLFLLGINTYGWRQAGVNHVLIFELNPR 308
gi6093320       AAVFKLET-----DRTVWPLIRIYRGGFLLIEFLFLLGINTYGWRQAGVNHVLIFELNPR 308
gi22832470      SAIFHEIS-----GENLKVTFRLYRGPLLIIEFIFLIGVNIYGWRSSGVNHVLIFELDPR 297
gi3880858       TWIASPARP----QEPKWVAVRLFRGPLLLFLSIFLCGVNMAGWAAAGVNHVLIFEVDPR 300
gi22946878      SYFAVDTS-----PEFRYTFVSLFRGPISGVTFGFCLAINIKVYETVGVNQVLIFEVERR 304
gi7290442       SYWKRAPL-----EDHTPGLMRLFRGPFTWVIFNFYMAANVAGWQQAGVNHILIFEIDPR 299
gi5832411       Y---------YNATEQSSYLLQIWGGFFLVIFAFVLFDLDCYVWEKTRVNYMLIFEFNQR 342
gi28922701      YGSELLFQDDHTLKENTSYLLQLYGGYFLMILLFALFTLACRIWTLNKINYPFIFELDTR 568
gi731805        TYTLYLGISSEETSFTHKILFPLWGGWYMVLLIAFLFLVNCFIWHRTGINYRFIMLGEIQ 477
gi731951        PRPINLKFTSINNVALPKLFFTKKAYKIYFIILVTGLLLGIKTFNDAAQHRCMALVECVA 449
                                    .         .            :     :  : :     

gi3548805       T-------ELGYKQVLFVGFSIGALALLCVLANLDMETDPKTKDYQALTELLPLFLLIAM 471
gi3548806       T-------ELGYRQVLFVGLSIGVFALLCILANLDMEVDPETKDYQALTELLPLFLLTGM 505
gi7487574       T-------ELGYRHVLLLSFGLGTLSLCAVLLNLDMEMDAQTKDYRLVTELIPLFLLV-- 472
gi4324975       S-------NLSHQHLFEIAGFLGILWCLSLLACFFAPISVIP-TYVYPLALYGFMVFFLI 360
gi4176766       S-------NLSHQHLFEIAGFLGILWCLSLLACFFAPISVIP-TYVYPLALYGFMVFFLI 360



gi6093320       N-------NLSHQHLFEIAGFLGILWCLSLLACFFAPISIIP-IYVYPLALYGFMVFFLI 360
gi22832470      N-------HLSEQHLMELAAIFGVIWTLSMLSFLYSASLAIP-AFINPLTLTLIMVLFLA 349
gi3880858       N-------HLSYQTLMQIASFMIMLWSFAVLAYLYAHMLHIP-PFAPPLALMVVCLILLL 352
gi22946878      N-------AIGAMRALEISSFFGYMCTLSILLYLLHKEFFIEDPIYIPLVQVAFVVVLFL 357
gi7290442       S-------HLQPATFLEIACTFGILWALSMLGFLYNDLIGVSDPYVFPLGLILIMVGLLV 352
gi5832411       K-------SLNWRQHLEIVGAVFFIFSLFFFLCMR--NFFPGFTIYFPALFLGVVGTFLI 393
gi28922701      H-------NLDWKQVAEFPSFFFALLGVFLWLNFSRFGHWEEMYLYYPALLIGLSLLILF 621
gi731805        SKNGTQFFNNDFATSKIPLKLYFLTFFIVPCAVCSMLSFALEKLTPLGFLYIGIVSFLFL 537
gi731951        FLWASEAIPLHITAFLVPLLVVLFKVLKTSDGAIMSAASASSEILAAMWSSTIMILLAGF 509
                                                                     .      

gi3548805       FVVLVVPFNIFYRSSRFFFLTTLFHMLAAPLYKVTLPDFFLADQLCSQAQTLRSIEFYIC 531
gi3548806       FVVLVLPFNIFYRSSRFFFLTCLFHCLAAPLYKVTLPDFLVGDQLTSQVQALRSIQFYIC 565
gi7487574       ---------------------------------VHLPDFFLGDQLTSQVQALRSLEFYIC 499
gi4324975       N-----PTKTFYYKSRFWLLKLLFRVFTAPFHKVGFADFWLADQLNSLSVILMDLEYMIC 415
gi4176766       N-----PTKTFYYKSRFWLLKLLFRVFTAPFHKVGFADFWLADQLNSLSVILMDLEYMIC 415
gi6093320       N-----PTKTFYYKSRFWLLKLLFRVFTAPFHKVGFADFWLAGQLNSLSVILMDLEYMIC 415
gi22832470      N-----PFHVLYHDARFWLWRITGRCVSAPFFHVGFADFWLGDQLNSLATAILDFEYLIC 404
gi3880858       NPI-AKPDSVFHRNSRFWLLKHCYKCFTSPFHFVTFTDFWLGDQMNSLTTAFLDFQYFVC 411
gi22946878      N-----PFRILFYSGRIWLLTVMGRILLSPFFFVNFADFWVADQWTSLVVTIVDHYYLVR 412
gi7290442       V-----PLPIMNWPARWWTIKLVGRVITAPLHYVGFADFWMGDQMNSLVSCIVDHYYTVR 407
gi5832411       AP-----VIVPYWRMRRYLIIQLIRVFLSGLSTVHFQDFFFADQMVSLTYACGNISLFFC 448
gi28922701      FP-----APIFYHRARRWFLYSHYRLLLAGLYPVEFRDFFLGDIWCSLTYSAANIPMFFC 676
gi731805        CPSGLIPYWDKVVHTRKWLVVTLIRLMMSGFFPVEFGDFFLGDIICSLTYSIADIAMFFC 597
gi731951        TLGEVLAQYNIAKVLASWLLAFAGCKPRNVLLMAMCVVFFLSMWISNVAAPVLTYSLLSP 569
                                                 .    * ..    .             

gi3548805       YYGWGDFKQRK----------------------NTCKDSQVFNTFLFIVSAFPFFSRFLQ 569
gi3548806       HYGWGDYKHRI----------------------NTCTESDAYNAFLFIVAVIPYVSRLLQ 603
gi7487574       YYGFGDFRYRRR---------------------NTCTSNIGFRTFYFIVAVIPYWLRFLQ 538
gi4324975       FYSLELKWD-------------ESKGLLPNNSEESGICHKYTYGVRAIVQCIPAWLRFIQ 462
gi4176766       FYSLELKWD-------------ESKGLLPNNSEESGICHKYTYGVRAIVQCIPAWLRFIQ 462
gi6093320       FYSFELKWD-------------ESKGLLPNDPQEPEFCHKYSYGVRAIVQCIPAWLRFIQ 462
gi22832470      FYFTNGNWT-------------EAR--------DASICMEKDFIIRPIVNCLPAWFRFAQ 443
gi3880858       FYATEVDYSNGWIEVKGINSTTGSVPWGSVELSNGKDQCASAAGLRSLMSIIPAMIRFLQ 471
gi22946878      FYVRYFLDRS-------------------------------------------------- 422
gi7290442       FYAISWLRYDR------------------------VNNCFEPDVMVPITMCLPGWFRFAQ 443
gi5832411       LYKRLWRQPQ--------------------------LCNSSHSPLLGFFTTLPGILRVFQ 482
gi28922701      LYANEWDQPG--------------------------MCNSSHSRLQGFFNALPPIWRALQ 710
gi731805        VYSHTPNNLCG----------------------------SSHSRAMGVLSCLPSYWRFMQ 629
gi731951        LLDAMDADSPFAQALVLG------------------VALAANIGGMSSPISSPQNIISMS 611
                                                                            

gi3548805       CMRRMLEE--KNIEQGYNGFKYIVIVVAVCLGMAYEVDDE---KDRQIIWRLLGGITSAM 624
gi3548806       CLRRLFEE--KNPEQGYNGLKYFLTIVAVCLRTTYSVDE-----DNQFIWRILAGIFSAI 656
gi7487574       CIRRMVED--RDLSHGYNGIKYLLTIVAASLRTAYTLNR-------GSNWNITAWVFSGV 589
gi4324975       CLRRYRDT-KRAFPHLVNAGKYSTTFFMVTFAALYSTHKE-RGHSDTMVFFYLWIVFYII 520
gi4176766       CLRRYRDT-KRAFPHLVNAGKYSTTFFMVAFAALYSTHKE-RGHSDTMVFFYLWIVFYII 520
gi6093320       CLRRYRDT-RRAFPHLVNAGKYSTTFFTVTFAALYSTHKE-QNHSDTVVFFYLWVFFCII 520
gi22832470      CLRRYRDS-REAFPHLVNAGKYSTTFMVVIFATLKSFHSPNYASTFDNPYTWLWIIASIV 502
gi3880858       CLRRYRDT-KRVHPHLVNAGKYSTTFFVVACGALNKYYEA-TDPNTTSIFFYIWILSYIM 529
gi22946878      ------------------------------------------------------------
gi7290442       CLRRFRDSGSKSMSYLINAGKYSTTFLVVLFSTLRRNSEGGYANTFSNPYTWLFLSSCVV 503
gi5832411       CFRRYSDS-LKSFPHLVNALKYIFNILAQMFLSLWRIHPG-------LKYRVLYTIFAGV 534
gi28922701      CIRRYHDT-KNVFPHLVNCGKYIMTITTAVILSLYRLNRS-------QPILAAYITFATI 762
gi731805        CLRRFADS-GDWFPHLLNAAKYTLGIAYNATLCAYRLSDR------SEQRRTPFIVCATL 682
gi731951        YLKPYGIGWGQFFAVALPSGILAMLLVWILLFTTFKMNKTKLEKFKPIKTKFTVKQYYII 671
                                                                            

gi3548805       AVVFCTYWDLVYDWGLLNRTSK--------------NPWLRDNLLIPHKEVYVLAMILNV 670
gi3548806       AAIFCTYWDLVYDWGLLNRTSK--------------NPWLRDKLLVPQKKVYFIAMILNI 702
gi7487574       ATFYGTYWDIVLDWGLLQRGCK--------------NSFLRDKLLVPHKTVYYAAMVLNV 635
gi4324975       SSCYTLIWDLKMDWGLFDKNAG-------------ENTFLREEIVYPQKAYYYCAIIEDV 567
gi4176766       SSCYTLIWDLKMDWGLFDKNAG-------------ENTFLREEIVYPQKAYYYCAIIEDV 567
gi6093320       SSCYTLIWDLKMDWGLFDKNAG-------------ENTFLREEIVYPQKAYYYCAIIEDV 567
gi22832470      SSCYAYTWDIKMDWGLFDKNAG-------------ENTFLREEVVYSSTGFYYFAILEDL 549
gi3880858       SFTYTFLWDIFMDWGLIDPRAPK------------EARFLREEMIYGSKWYYYMAIAQDF 577
gi22946878      -------------------------------------DAFEFEPDYAVAWFYYFVIVENT 445
gi7290442       ATIYCYLWDVIRDFGLFRIMRG--------------ERIFLRKQLVYPQAFYYFVIVENL 549
gi5832411       NSLFSYTWDILMDWNLLVRKDG--------------RWQFREHRILKQLWPYIIAMILNF 580
gi28922701      NACYTTIWDLFMDFSLLQKNVR--------------YPFLRDITALKSKWIYYVIMVVDP 808
gi731805        NSILTSAWDLVMDWSFAHNTTSYNWLLRDDLYLAGKKNWENGSYSFSRKLVYYFAMIWDI 742
gi731951        TVTVATILLWCVESQIEGAFGSSGQIAIIPIVLFFGTGLLSTQDLNAFPWSIVILAMGGI 731
                                                                          . 

gi3548805       VLRFAWMQTVLDFK--FESIHTQTVVAVVASLEIIRRGIWNFFRLLLRTIH--------- 719
gi3548806       LLRFAWLQTVLDFN--FSFMHRQTMVAVVVSLEIIRRGIWNFFRLENEHLNNVGKYRAFK 760
gi7487574       LLRLVWLQTVLDLK--FSFLHRETMVALMACLEIIRRGIWNFFRLENEHLNNVGRYRAFK 693
gi4324975       ILRFAWTIQISITSTTLLPHSGDIIATVFAPLEVFRRFVWNFFRLENEHLNNCGEFRAVR 627
gi4176766       ILRFAWTIQISITSTTLLPHSGDIIATVFAPLEVFRRFVWNFFRLENEHLNNCGEFRAVR 627
gi6093320       ILRFAWIIQISIT-----AHVGDIIATVFAPLEVFRRFVWNFFRLENEHLNNCGEFRAVR 622
gi22832470      ALRFIWALSFYLT--EMKIVSSDIMTSVTGILEVFRRFVWNFFRLENEHLNNCGKFRAVR 607
gi3880858       VLRLAWVLNVSLG--EAWTLDSDFLTTVTAPFEVFRRFIWNYFRLENEHVNNCGQFRAVR 635
gi22946878      LLRCVWILEFALVH--QELIAPYNGKSLICFSEIARRFFWNFLRLENEHLYNCGQFRATR 503
gi7290442       VLRLFWAVEFTILY--HNLMTPYNMRTISSILEITRRFIWNYVRLENEHLFNCGNFRATR 607
gi5832411       IVRSSFIFYCIFPN---HIQHSSGISFFVTLAEIMRRCMWNILRVEHEEIYNRENLRAAR 637
gi28922701      LLRFNWIFYAIFTH---DTQHSTIVSFFVAMAEVIRRGLWLILRVENEHCANVSQYKASR 865
gi731805        LIRFEWIVYAIAPQ---TIQQSAVTSFILALLEVLRRFVWIIFRVENEHVANVHLFRVTG 799
gi731951        ALGKAVSSSGLLSTIAKALQKKIENDGVFAILCIFGILMLVVGTFVSHTVSAIIIIPLVQ 791
                 :                         .     :    .     .  .            

gi3548805       ------------------------------------------------------------



gi3548806       TVPLPFNYDEDDDKGN-------------------------------------------- 776
gi7487574       TVPLPFNYEEDGDHHNN------------------------------------------- 710
gi4324975       DISVAPLNADDQTLLEQMMDQDDGVRNRQKNRSWKYNQSISLRRPRLASQSKARDTKVLI 687
gi4176766       DISVAPLNADDQTLLEQMMDQDDGVRNRQKNRSWKYNQSISLRRPRLASQSKARDTKVLI 687
gi6093320       DISVAPLNADDQTLLEQMMDQEDGVRNRQKNRSWKYNQSISLRRPRLASQSKARDTKVLI 682
gi22832470      DISIAPLDSSDQALILRLMDEADGVINRYTKANRPKPKKVKDPEKRSLLQTRGSLPDLRI 667
gi3880858       DISVKPIRKGDLESLLSKMDQMDGVTHRGQDLMERVKKQKKSAKASRQLLRKNRFNRMIA 695
gi22946878      DIFITRLDPQEERFLESVMDNTEDLG-------REKLNKKYF------------------ 538
gi7290442       DIHLAALNPRQERMLESMMDESDGVSNRRKSNERIRLGKEYF------------------ 649
gi5832411       ELKPLDFVKPHSDVFVSHQISSDKNYTDDEDSMDDQTDVDEAQFS--------------- 682
gi28922701      DTPLPYQLDQFVERPSQETSAGELEAETGTTTGAVQQERRGTISSMAASIRERIRGSVGA 925
gi731805        DAPLPYPIAQVGDDSMDSSDLGSKAFSSLNDIPITPSHDNNPHSFAEPMPAYRGTFRRRS 859
gi731951        EVGDKLGNPKAAPILVFGCALLSSCGMGLASSGFPNVTAISKVDRKGDRYLSVMTFLTRG 851
                                                                            

gi3548805       ------------------------------------------------------------
gi3548806       ------------------------------------------------------------
gi7487574       ------------------------------------------------------------
gi4324975       EDTDDEANT--------------------------------------------------- 696
gi4176766       EDTDDEANT--------------------------------------------------- 696
gi6093320       EDTDDEANT--------------------------------------------------- 691
gi22832470      DMDSKKL----------------------------------------------------- 674
gi3880858       AAPVVTTTFIDTTNT--------------------------------------------- 710
gi22946878      ------------------------------------------------------------
gi7290442       ------------------------------------------------------------
gi5832411       ------------------------------------------------------------
gi28922701      GATSPWAASPSPATGAAHPEEEGAISPHAESGAISGEGATGTGTGFSLSGGGTFRRRHVE 985
gi731805        SVFENISRSIPWAHATDFQRPTVNTVDDRSPETDSESEVESIM----------------- 902
gi731951        VPASILAFLCVITLGYGIMASVVKGNATSA------------------------------ 881
                                                                            

gi3548805       ------------------------------------------------------------
gi3548806       ------------------------------------------------------------
gi7487574       ------------------------------------------------------------
gi4324975       ------------------------------------------------------------
gi4176766       ------------------------------------------------------------
gi6093320       ------------------------------------------------------------
gi22832470      ------------------------------------------------------------
gi3880858       ------------------------------------------------------------
gi22946878      ------------------------------------------------------------
gi7290442       ------------------------------------------------------------
gi5832411       ------------------------------------------------------------
gi28922701      SMGKKSILQVMAEAHKQDFEKRRPSEAVREQGLGRGGSSSLVDEDDEEDDDDDPDLRSEV 1045
gi731805        ------------------------------------------------------------
gi731951        ------------------------------------------------------------
                                                                            

gi3548805       ------------------------------------------
gi3548806       ------------------------------------------
gi7487574       ------------------------------------------
gi4324975       ------------------------------------------
gi4176766       ------------------------------------------
gi6093320       ------------------------------------------
gi22832470      ------------------------------------------
gi3880858       ------------------------------------------
gi22946878      ------------------------------------------
gi7290442       ------------------------------------------
gi5832411       ------------------------------------------
gi28922701      EDDDEDDDDSDRRSVQQDRMEAREAEMLVKRARGEPDDSVSE 1087
gi731805        ------------------------------------------
gi731951        ------------------------------------------
                                                          


