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Fold change in the abundance of 8 transcripts between trypsin-
treated extracts and extracts obtained with hot phenol. Fold
change represents the difference in abundance between samples
treated with trypsin during total RNA extraction versus total RNA
extracted using hot phenol. Measurements were obtained by
quantitative RT-PCR. Error bars represent the standard deviation
of 3 measurements. The dark, horizontal bar at Fold Change =1
indicates no change in transcript abundance. Values greater
than 1 indicate a higher abundance of mRNA in the trypsin
treated samples.



