
H. sapiens         1 MDFPQHSQHVLEQLNQQRQLGLLCDCTFVVDGVHFKAHKAVLAACSEYFKMLFVDQKDVV 
M. musculus        1 MDFPQHSQRVLEQLNQQRQLGLLCDCTFVVDGVDFKAHKAVLAACSEYFKMLFVDQKDVV 
F. rubripes        1 MEFPWHSGKVLDQLNHLRKQGLLCDCTFVVDGVDFKAHKAVLAACSVYFRTLFLEQKDVV 
T. nigroviridis    1 MEFPWHSGKVLDQLNHQRKQGLLCDCTFVVDGVDFKAHKAVLAACSAYFRALFLEQKDVV 
D. rerio           1 MDFPWHSGKVLGQLNEQRQLGLLCDCTFVVDGVDFKAHKAVLAACSSYFRTLFLDQKDVV 
G. gallus          1 ----LKSLTVLAESPVESRE-LLTELGVEKVIVEGKTAAAVTQGDSDKPKQVPPNQEGKE 
X. tropicalis      1 ------------------------------------------------------------ 
 
 
H. sapiens        61 HLDISNAAGLGQVLEFMYTAKLSLSPENVDDVLAVATFLQMQDIITACHALKSLAEPATS 
M. musculus       61 HLDISNAAGLGQVLEFMYTAKLSLSPENVDDVLAVASFLQMQDIVTACHTLKSLAEPSST 
F. rubripes       61 HLDISNAAGLGQVLEFMYTAKLSLSPQNLEDVLAVANFLQMQEIVNACSAYQSMATPAVS 
T. nigroviridis   61 HLDISNAAGLGEVLEFMYTAKLSLSQQNLEDVLAVANFLQMQELVNACSAYQSMAAPAVS 
D. rerio          61 HLDISNAAGLEQVLEFMYTAKLTLNAQNIEDVLAVATFLQMQEIVNACSAFQSLTVSSAP 
G. gallus         56 EAPVGTAAQPKEPAEQPDAKEGPAEGQ------------QPGGVDNAAEASPAAVSPS-- 
X. tropicalis      1 --PAGEKGAPGLAEEILAPTRVAKAET-------------PAEQEVSCEQGQAGPTPP-- 
 
 
H. sapiens       121 PGGNAEALATEGGDKRAKEEKVATSTLSRLEQAGRSTPIGPSRDLK-----------EER 
M. musculus      121 TGESADASAVEGGDKRAKDEKAAATMLSRLDQARGSSSTGPGRELK-----------EER 
F. rubripes      121 LLT--LDFDVADGEQKEEVEINVTEVISQSEDSHPSTSPEEQEPKEPQENTDPSAETEQP 
T. nigroviridis  121 LLT--LDFDIADVEQKEEVEIDVTEVVSQTEDGHPSVSAEDPGPKHPRETVNPPAETQPP 
D. rerio         121 KP---EEPDSHSVTQKAGPEEKEAQSQSKTEETHEAVSN--------------------- 
G. gallus        102 ---------------RPQPAESEVGNSSPGEKGSDAPST--------------------- 
X. tropicalis     44 --------------------AGQTDKLGAQEEG--------------------------- 
 
 
H. sapiens       170 GGQAQSAASGAEQTEKADAPREPPPVELKPDPTSGMAAAEAEAALSESSEQEMEVEPAR- 
M. musculus      170 GGQAESASSGAEQTEKADAPREPPPVELKPDPTSSMAAAEAEA-LSESSEQEMEVEPAS- 
F. rubripes      179 VSQATSNKSNIEPEESSNSALASPQKAASVKKEDSCTVQVVAECYDDPCDSDYLPKD--- 
T. nigroviridis  179 VTEATSPRSKLEPEEKSQSALALSQKTLSVKKEDASTVHVVPESCDDPSDTDYMPNNDSE 
D. rerio         157 VAEKQSTKT-LRAVSKISGPLKTRQKDSKSESEAERATKELPQFQDDPNDADYTPINDG- 
G. gallus        126 ----EAREMELEGKEE--------EGEAMVEDEEEAKIPKAAQPKSESKEN--------- 
X. tropicalis     57 --------------------------EGQTEEDPGSENREATEENELATDS--------- 
 
 
H. sapiens       229 ------------KGEEEQKEQEEQEEEGAGPAEVKEEGSQLENGEAPEENENEESAGTDS 
M. musculus      228 ------------KGE------DGQEEEGAGPATVKEEGMHLDNGEPPEEN--EESAGTDS 
F. rubripes      236 ---------------------AENYPEESSNATDDEEGTVKVDNNACEHVGGGGVNSEGE 
T. nigroviridis  239 DEGTTIKVRRRMTGATEGASQPEDDPEETCNAADDEESTGKVDGDTCEHVGG---VSEEE 
D. rerio         215 ---------------------EESVSKVESMVEEENEDDGGEEDLEDDQTDGEEEMETED 
G. gallus        165 --------------------------------AEDNESGSTDSGQE----------NSGE 
X. tropicalis     82 ----------------------------------------------------------GD 
 
 
H. sapiens       277 GQELGSEARGLRSGTYGDRTESKAYGSVIHKCEDCGKEFTHTGNFKRHIRIHTG------ 
M. musculus      268 GQELGMEGQNLRSGTYGDRTESKAYGSIIHKCEDCGKEFTHTGNFKRHIRIHTG------ 
F. rubripes      275 GRQTDSGS-------MSSRSESKPYSSVTHKCEDCGKKFTHTGNFKRHMRIHTG------ 
T. nigroviridis  296 SRQTDSGS-------MSSRSESKPYSSVTHKCQNCGKKFTHTGNFKRHMRIHTGSFTSGF 
D. rerio         254 GEMMDSEDRKFAI--GAERTESRSYGSITHKCEVR-----DSVILWIHKTIFTA------ 
G. gallus        183 TRLLRSGT-------YSDRTESKAYGSVTHKCEDCGKEFTHTGNFKRHIRIHTG------ 
X. tropicalis     84 SQHLGSGATP-----YPDRNESRPYGSTTHKCKYCGKEFTHTGNYTRHIRTHTG------ 
 
 
H. sapiens       331 --EKPFSCRECSKAFSDPAACKAHEKTHSPLKPYGCEECGKSYRLISLLNLHKKRHSGEA 
M. musculus      322 --EKPFSCRECSKAFSDPAACKAHEKTHSPLKPYGCEECGKSYRLISLLNLHKKRHSGEA 
F. rubripes      322 --EKPFSCRDCHKAFSDPAACKAHEKTHSPLKPYTCSTCGKSYRQISLLNLHRKRHTGEA 
T. nigroviridis  349 HWREFPSCRDCNKAFSDPAACKAHEKTHSPLKPYTCSTCGKSYRQISLLNLHRKRHTGEA 
D. rerio         301 ------LCSFFSHKFLR--NNNNHFCSCSPVKPYCCSTCGKSYRQISLLNLHRKRHTDEA 
G. gallus        230 --EKPFSCRECNKAFSDPAACKAHEKTHSPLKPYGCEECGKSYRLISLLNLHKKRHTGEA 
X. tropicalis    133 --EKPFSCRECNKAFSDPAACRAHEKTHSPLKPYGCEDCGKSYRLVSLLNLHKKRHTGDA 
 
 
 
 
 



H. sapiens       389 RYRCEDCGKLFTTSGNLKRHQLVHSGEKPYQCDYCGRSFSDPTSKMRHLETHDTDKEHKC 
M. musculus      380 RYRCGDCGKLFTTSGNLKRHQLVHSGQKPYQCDYCGRSFSDPTSKMRHLETHDTDKEHKC 
F. rubripes      380 RYSCRLCGKTFTTSGNLKRHQLVHSGEKPYQCDYCDKAFSDPTAKMRHLETHDTDKGNKC 
T. nigroviridis  409 RYTCRLCGKTFTTSGNLKRHQLVHSGEKPYQCDYCDKAFSDPTAKMRHLETHDTDKGNKC 
D. rerio         353 RYSCEDCGKLFTTSGNLKRHQLVHSGEKPYQCDHCDRAFSDPTAKMRHLETHDTDKGHKC 
G. gallus        288 KYRCDDCGKLFTTSGNLKRHQLVHSGEKPYQCDYCGRSFSDPTSKMRHLETHDTDKEHKC 
X. tropicalis    191 RYRCTDCNKHFTTSGNLKRHQLVHSGEKPYHCEYCNRPFSDPTSKMRHLETHDTNKEHKC 
 
 
H. sapiens       449 PHCDKKFNQVGNLKAHLKIHIADGPLKCRECGKQFTTSGNLKRHLRIHSGEKPYVCIHCQ 
M. musculus      440 PHCDKKFNQVGNLKAHLKIHIADGPLKCRECGKQFTTSGNLKRHLRIHSGEKPYVCTHCQ 
F. rubripes      440 PHCDKRFSQIGNLKAHLKIHITDGPLKCKECGKQFTSSGNLKRHVRVHSGEKPYICVHCK 
T. nigroviridis  469 PHCDKRFSQMGNLKAHLKIHITDGPLKCKECGKQFTSSGNLKRHVRVHSGEKPYICVHCK 
D. rerio         413 QHCDKKFNQVGNLKAHLKIHIADGPLKCKECGKQFTTSGNLKRHLRVHSGEKPFICMHCQ 
G. gallus        348 PHCDKKFNQVGNLKAHLKIHIADGPLKCRECGKQFTTSGNLKRHLRIHSGEKPYVCVHCQ 
X. tropicalis    251 PHCDKKFNQVSG---------ASWGLKGNLCGGQNGATGAQSPCYLIIG---FILYMNRS 
 
 
H. sapiens       509 RQFADPGALQRHVRIHTGEKPCQCVMCGKAFTQASSLIAHVRQHTGEKPYVCERCGKRFV 
M. musculus      500 RQFADPGALQRHVRIHTGEKPCQCVICGKAFTQASSLIAHVRQHTGEKPYVCERCGKRFV 
F. rubripes      500 RAFSDPGALQRHERIHTGEKPCVCSICGKAFTQASSLIAHVRQHTGEKPYVCDRCGKRFV 
T. nigroviridis  529 RAFSDPGALQRHERIHTGEKPCVCAICGKAFTQASSLIAHVRQHTGEKPYVCDRCGKRFV 
D. rerio         473 RAFADPGALQRHVRIHTGEKPCLCLICGKGFTQASSLIAHVRQHTGEKPYVCDRCGKRFV 
G. gallus        408 RQFADPGALQRHVRIHTGEKPCQCLICGKAFTQASSLIAHVRQHTGEKPYVCERCGKRFV 
X. tropicalis    299 TQYSWQGELPKNVQVNQPFNPLMVLVA---------LFNPLRPWRGGALMPLICCSHRFV 
 
 
H. sapiens       569 QSSQLANHIRHHDNIRPHKCSVCSKAFVNVGDLSKHIIIHT------------------- 
M. musculus      560 QSSQLANHIRHHDNIRPHKCSVCSKAFVNVGDLSKHIIIHT------------------- 
F. rubripes      560 QSSQLANHIRHHDNVRPHKCHMCNKAFVNFGDLSKHIIIHT------------------- 
T. nigroviridis  589 QSSQLANHIRHHDNVRPHKCHMCSKAFVNFGDLSKHIIIHTGKHMLISYLRKGCSLSHHV 
D. rerio         533 QSSQLANHIRHHDNIRPHKCQTCNKAFVNVGDLSKHIIIHT------------------- 
G. gallus        468 QSSQLANHIRHHDNIRPHKCTVCNKAFVNVGDLSKHIIIHT------------------- 
X. tropicalis    350 QSSQLANHIRHHDNIRPHKCSVCNKAFVNVGDLTKHVIIHT------------------- 
 
 
H. sapiens       610 ---------GEKPYLCDKCGRGFNRVDNLRSHVKTVHQGKAGIKILEPEEGS-------- 
M. musculus      601 ---------GEKPYLCDKCGRGFNRVDNLRSHVKTVHQGKAGIKILEPEEGG-------- 
F. rubripes      601 ---------GEKPFLCDKCGRGFNRVDNLRSHVKTVHHGKAGMKRLVVAGDG---AEEVI 
T. nigroviridis  649 DIVFFFSLSGEKPFLCDKCGRGFNRVDNLRSHVKTVHHGKAGMKRLVVAGEG---AEEVI 
D. rerio         574 ---------GEKPFLCDKCGRGFNRVDNLRSHVKTVHHGKAGMKRLVVAEDDDXEDKLLA 
G. gallus        509 ---------GEKPFLCDKCGRGFNRVDNLRSHVKTVHQGKAGMKILEPEDGS-------- 
X. tropicalis    391 ----------------------VYRAGRVRSGVGVVYT---------------------- 
 
 
H. sapiens       653 -------------EVSVVTVDDMVTLATEALAATAVTQLTVVPVGAAVTADETEVLKAEI 
M. musculus      644 -------------EVSVVTVDDMVTLATEALAATAVTQLTVVPVGAAVTADETEVLKAEI 
F. rubripes      649 DACTEVSTSENQLNIVTVTSEDIVT----TLANGTVAQLTVVPVTTSVSADETEALKAEI 
T. nigroviridis  706 DACTEASTSENQLNIVTVTSEDIVT----TLTNGAVAQLTVVPVTASVSADETEALKAEI 
D. rerio         625 DSNPDSELDSNEVNIVTVTTDDIVTLATEALAATTVAQLTVVPVAASVSADETEALKAEI 
G. gallus        552 -----------ELNIVTVASDDMVTLATEALAATAVTQLTVVPVAAAVTADETEALKAEI 
X. tropicalis    407 ------------------------------------------------------------ 
 
 
H. sapiens       700 SKAVKQVQEEDPNTHILYACDSCGDKFLDANSLAQHVRIHTAQALVMFQTDADFYQQYGP 
M. musculus      691 SKAVKQVQEEDPNTHILYACDSCGDKFLDANSLAQHVRIHTAQALVMFQTDADFYQQYGP 
F. rubripes      705 TKAVEKVQEADPNTQILYACDSCGDKFLDASSLAQHVRIHTAQALVMFQADSDFYQYTAA 
T. nigroviridis  762 TKAVEKVQEADPNTQILYACDSCGDKFLDATSLAQHVRIHTAQALVMFQADSDFYQYTAA 
D. rerio         685 TKAVEKVQEADPNTQILYACDSCGEKFLDASSLAQHVRIHTAQALVMFQADSDFYQQYTG 
G. gallus        601 TKAVKQVQEADPNTQILYACDSCGEKFLDATSLAQHVRIHTAQALVMFQADTDFYQQYGA 
X. tropicalis    407 ELIVPLLPPADPNTQILYACDSCGEKFLDANSLAQHVRMHTAQALVMFQADTDFYQQYSA 
 
 
 
 
 



H. sapiens       760 GGT-------WP--AGQVLQAGELVFRPRDGAEGQPALAETSPTAP-ECPPPAE 
M. musculus      751 GST-------WP--AGQMLQAGELVFRPRDGTEGQPTLAESPPTAP-DCLPPAE 
F. rubripes      765 ASTDGDSATTWQPSAEQVIQEGELIFHAQN------------------------ 
T. nigroviridis  822 TATDGDSATTWPPSAEQVIQEGELIFHAQNEEGAE------------------- 
D. rerio         745 DAT-------WQ-TTEQVIQGGELLFRTRD------------------------ 
G. gallus        661 AAAT------WQ--TEQVIPATELLFRPRDSPQEAPAAPLAPVPLAGEGQAPAE 
X. tropicalis    467 PTT-------WH--TEQVIQSGELIFRARDGADEHPQA---------------- 
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