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270:
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426:
447:
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DNA binding motif

~MDTSVSHVTSKMVJg- -~ = === === === =—=——=——=——————— TTP
MFPNQNNGAAPGQGHE - - AVDGQQSLNYNGLPAQQQQQLAQSTKNVRK
-MAGYVNGADAAFI|ETEGILGESDLLDDI IHVIGKDIREEMPPVPNQ

(€Y KCIRAVVVVS CVTKDYNPERYR PHPHN L VGKEGCKKGMC TR T NERMIFNYFRINT.G T O CVKKKDE ERVAL KRBT RVD PEK TG FigHI

\ SAVVVVSCVTKHe PIIR PHPHNLVGREGCKKGECTM INIPMERGSIESISIT G T QCVKRKDIESILKIFRENI T KVD P¥RTGFB/HIS
HG INAVVVVSCVTKNE PIHsIKPHPHNLVGKEGCKKGV C TV T NISEMNMSNENFINNT.G T QCVKKKDVEINALRIFSROIN T RVDPERTGEE

Rel Homology Domain 1
LTS VRLCFQVFIEEZ0OCKY T\YPL D)2 T EDKKA L@ i TINKT [z Apac GS D| D)
F PSSIDLNEXRLCFQVFMESE GRETEPLIE lop= T EDK KAMSINT ¥ T [8R 1 [offe ‘TVF T E 3D IVRFEE
aE)=lelS 1 DL NIWRLCFQUFLEEOORGRETIHD L i DT e SDM THC s DCaiPsEc E J3D T

W ESFETFIzSNNVHKOWYA TISFRT P) RDEN’QQ IPA @R YINHSING S SSIDPR PIRO LSRN RDPEGIRSINENON T EDG - - - - - - - - - - - - -
IWFKTPINYIzNNRD TN FEQLINR PSDEVANS 2NN ENV P MDISInIsiVzTINR KR O KN € €0

GDIJQHTDYz8e)]
IS S ENS PMR T TBRES DIF VRO EIISISN T YISIEARDIFO FRgny T - - VDIRRESONONT TGSSNVFLPVVTAPLP
—

Rel Homology Domain 2 NLS
-------- ClIDRFLKENIFGARRDAGGPLTP- - - - - - - -HTIPRTIKQATINTVLKPETVLEGKSNEMPELFL§- - - - - - - - - - - - -[8SQL
- - - - PMHLL#OOQOKQQLQONDHODGRQTNMN - - - - - CWNTQNIPPIKTEPEDTSPQPFGLSYRAPEELTPSPEPLSPSSNYNHNSTIESPY

GPSPPSSLG@PGNIPNLSQLDATGGQSASTSGLPRGIYTYHNASAFQQMPEEEIKNEPGDSPSH SNQYQL{@PMQP-MFTAQSTS|EGPD

PHLPVEg- -~ - - -—=--=--—--- |-~ EL --S TVGVASTVTTCSGLSATS TVEH®DRVG- - - - — - - - = === ———— - -
NMASA TNGQQQLMSPNHP - - - -Q0QQQ0Q0 - - DLESNYNPFAQQVLAQQQQHQQQQQQHEHOHOQQHQ - - -Q0Q00Q000000Q
RSPATLiESPGIGGPISPLDPGNVTP{ PPAYTTLECHGCTMENLFGOFGTGFSNAATQPNASVPMFHTNL PGPSNGWVQPVPSHTONGPS

Polyglutamine, polyalanine or polyasparagine region
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