
                                                                                                  
CrRelish       1 :-------------------MATYAQCFFPATRPQNEGTSSFFINPFEFCEPVKGRYMPSVMGEPSSLLLPEQETPGLSAI 
Human p100   1 :--------------------------------------------------------------------MESCYNPGLDGI 
DmRelish     1 :MNMNQYYDLDNGKNVMFMNDASSTSGYSSSTSPNSTNRSFSPAHSPKTMELQTDFANLNLPGGNSPHQPPMANSPYQNQL 
                                                                                                  
                                                                                                 
CrRelish     62 :VSDCVSMSNTESSFQHSFPITTNCSPASPLQPTTPMAQPVGVSSSPPLHQIQNGISPSISPEHIHTLQPPCPDHPYLSVL 
Human p100   13 :IEYDD--------------FKLNSSIVEPKEP-----------------------------------APETADGPYLVIV 
DmRelish     81 :LNNGGICQLGATNLINSTGVSFGVANVTSFGNMYMDHQYFVPAPATVPPSQNFG-----YHQNGLASDGDIKHVPQLRIV 
                       DNA binding motif
                                                                                                 
CrRelish    142 :EQPTNR-IRYRYKSEKG-SHGGLTGEFSSSSKKTYPTVKLENYRPQNNQVFIKATLYTVDDQQKPHVHKLMGKHCQDG-V 
Human p100   44 :EQPKQRGFRFRYGCEGP-SHGGLPGASSEKGRKTYPTVKICNYEG---PAKIEVDLVTHSDPPRAHAHSLVGKQCSELGI 
DmRelish    156 :EQPVEK-FRFRYKSEMHGTHGSLNGANSKRTPKTFPEVTLCNYDG---PAVIRCSLFQTN-LDSPHSHQLVVRKDDRDVC 
                                                                                                  
                                                                                                 
CrRelish    219 :CSVILG----EDMVASFQNLGILFVGKKEVPDILYKKKLEDQHLLRCLMQNGSLHITEADKNQLKKDAEQEAKNMDLNRV 
Human p100  120 :CAVSVGP---KDMTAQFNNLGVLHVTKKNMMGTMIQK------LQRQRLRSRPQGLTEAEQRELEQEAKELKKVMDLSIV 
DmRelish    231 :DPHDLHVSKERGYVAQFINMGIIHTAKKYIFEELCKKK-----QDRLVFQMNRRELSHKQLQELHQETEREAKDMNLNQV 
                                                                                                    
                                                       Rel Homology Domain 1 (RHD)           
CrRelish    295 :KIRFEAFAVS-QGHLYPICDAVFSNIIANQKCPDVGELKIVKMDKCSGVCTGSDEVFLLCEKVNKKDVKVIFFEEDENGM 
Human p100  191 :RLRFSAFLRASDGSFSLPLKPVTSQPIHDSKSPGASNLKISRMDKTAGSVRGGDEVYLLCDKVQKDDIEVRFYEDDEN-- 
DmRelish    306 :RLCFEAFKIEDNGAWVPLAPPVYSNAINNRKSAQTGELRIVRLSKPTGGVMGNDELILLVEKVSKKNIKVRFFEEDEDGE 
                                                                                                  
                                                                                                 
CrRelish    374 :IQWQDFGSFTEADVHHQVAIVFKTPPYRDLMIKQPVKVKLQLYRYRDGECSKPKDFVYFPIDHDRDGIERKRKKLNQCQN 
Human p100  269 :-GWQAFGDFSPTDVHKQYAIVFRTPPYHKMKIERPVTVFLQLKRKRGGDVSDSKQFTYYPLVEDKEEVQRKRRKALPTFS 
DmRelish    386 :TVWEAYAKFRESDVHHQYAIVCQTPPYKDKDVDREVNVYIELIRPSDDERSFP--ALPFRYKPRSVIVSRKRRRTGSSAN 
                                                                                                  
                          Rel Homology Domain 2 (IPT)                                      NLS
CrRelish    454 :FSGFDGEYFRSTQSFGFSGGSGSSGIRNTSFYDHGQDSVGFQSKKMLNASQKKGTEVRTFNLKDDRQGNVETVKGFEPSG 
Human p100  348 :QP-FGGGSHMGGGSGGAAGGYGG---------AGGGGSLGFFPSSLAYSPYQSG---------------AGPMRCYPGGG 
DmRelish    464 :SSSSGTESSNNSLDLPKTLGLAQP--------PNGLPNLSQHDQTISEEFGREKHLNEFIASED---------------- 
                                                                                                  
                                                                                                 
CrRelish    534 :STDSGKWSEVNNNQELPSDKSVSTDKPLENSFDRLCISKLKEEDENTNVSKSRNSRSEILCGKSTLASQVPQNKRANATK 
Human p100  403 :-------------------------------------------------------------GGAQMAATVP--------- 
DmRelish    520 :-------------------------------------------------------------FRKLIEHNSSD-------- 
                                                                                                  
                                                                                                 
CrRelish    614 :TKCTELHMSTSCESTQGDLELNSRTELSYEQNNVFSPDTAEQDYQQNKLCKSSGPWLVEKLALRMSLSGREFVCSGDLAK 
Human p100  413 :--------SRDSGEEAAEPSAPSRTPQCEPQAPEMLQRAREYNARLFGLAHAAP-------------SPTRLLRHRGRRA 
DmRelish    531 :-------LEKICQLDMGELQHDGHNRAEVPSHRNRTIKCLDDLFEIYKQDRISP----------------IKISHHKVEK 
                                                                                                 
                                                                                                  
CrRelish    694 :ILMTMHHLVAIQDSNGDNLFHLAMIHHSGSQADHLELVRCLLNALKEETRDAINQCNNLKQTPLMLAVLTRNPYVVQELL 
Human p100  472 :LLAGQRHLLTAQDENGDTPLHLAIIHG---QTSVIEQIVYVIHHAQDLG--VVNLTNHLHQTPLHLAVITGQTSVVSFLL 
DmRelish    588 :WFIEH----ALNNYNRDTLLHEVISHK--KDKLKLAIQTIQVMNYFNLKDVVNSTLNADGDSALHVACQQDRAHYIRPLL 
                           
                                             Ankyrin repeat 1                        Ankyrin repeat 2
CrRelish    774 :FHGANLNVADAEGNTPLHIATQIGDDYCLSILLDSKMYEAQQSPISPNLNALNNAGYAALHLAVRHNHSDCVMVLCARG- 
Human p100  547 :RVGADPALLDRHGDSAMHLALRAGAG---APELLRALLQSGAPAVPQLLHMPDFEGLYPVHLAVRARSPECLDLLVDSG- 
DmRelish    662 :GMGCNPNLKNNAGNTPLHVAVKEEHLSCVESFLN------GVPTVQLDLSLTNDDGLTPLHMAIRQNKYDVAKKLISYDR 
                                                                                                  
                                              Ankyrin repeat 3                    Ankyrin repeat 4
CrRelish    853 :ADINVMDGTSGHTPLHLAVEWNPQ-IVQFITKISHVNIN----VQNFAGNTPLHLACAHRDENVVRILINAHANPLVENY 
Human p100  623 :AEVEATERQGGRTALHLATEMEELGLVTHLVTKLRANVN----ARTFAGNTPLHLAAGLGYPTLTRLLLKAGADIHAENE 
DmRelish    736 :TSISVANTMDGNNALHMAVLEQSVELLVLILDAQNENLTDILQAQNAAGHTPLELAERKANDRVVQLLKNVYP---EKGE 
                                                                                                  
                                  Ankyrin repeat 5                             Ankyrin repeat 6 
CrRelish    928 :DVYS---SSKRHERDIEVLKNKGKTPLDFAGNK-KQLRCILAGIVTSPKAKSQDLKSSFSISKPSHSSSTHNDKKVS--- 
Human p100  699 :EPLCPLPSPPTSDSDSDSEGPEKDTRSSFRGHTPLDLTCSTLVKTLLLNAAQNTMEPPLTPPSPAGPGLSLGDTALQNLE 
DmRelish    813 :LAMTWIPCKVKEEIDSSSDESSDAGQLEIKSEE-----------MDIETKDEDSVELDLSSGPRRQKDESSRDTEMD--- 
                                                                                                 
                                                                                                  
CrRelish   1001 :--RKRSEDEIKYSEGKHHLNNEHLSTNKEAVSN------EFIPFDSGYASGEIKTEDKNRMDHLCTKLDKKQQWKQLGMA 
Human p100  779 :QLLDGPEAQGSWAELAERLGLRSLVDTYRQTTSPSGSLLRSYELAGGDLAGLLEALSDMGLEEGVRLLRGPETRDKLPST 
DmRelish    879 :-----------NNKLQLLLKNKFIYDRLCSLLN--------QPLGHGSDP----------QDRKWMQLARQTHLKQFAFI 
                                                                                                  
                                                                                            
CrRelish   1073 :LGFENSVINSLERLCGKEKSPAKAIIDRFLQE---NPDCDLMKTLKNALVAAELQEPLEVIQMIEV--------- 
Human p100  859 :EVKEDSAYGSQSVEQEAEKLGPPPEPPGGLSHGHPQPQVTDLLPAPSPLPGPPVQRPHLFQILFNTPHPPLSWDK 
DmRelish    930 :WLGAEDLLDHVKRKGASVEFSTFAR-------------------------ALQAVDPQAYALLVNPT-------- 
                                                                                             
                                        Death Domain 


