
CrIκB        1: -------MRKSKEFKVSSEKEKSSVPHEKQGIHVRSEGTRSVVSSHSHHSPQKEYKTGYKRTMVSNQVLCDENECLSSIS 
DmCactus     1: MPSPTKAAEAATKATATSDCSCSAASVEQRAPSNAAN-------------PSSSLATSGKIGGKTQDQTAAINKQKEFAV 
Human IκBα   1: -------------------------------MFQAAE-------------RPQEWAMEGPRDG-----------LKKERL 
                                                                                                 
                                                                                                  
CrIκB       74: YETVFDSGYSSTSFQSSSSILQGDNAFFDSGMSIGTSELGIHFPEHEYFIDSDFKKE---SE------------------ 
DmCactus    68: PNETSDSGFISGPQ---SSQIFSEEIVPDSEEQDKDQQESAPQKEQPVVLDSGIIDEEEDQEEQEKEEEHQDTTTATADS 
Human IκBα  26: LDDRHDSGLDSMK-------------D---EE-----------YEQMVKELQEIRLE--PQE------------------ 
                                                                                                 
                  Serine rich region                          
CrIκB      133: --------------------TKCGDVDVCTKFDSGLGIELGSDVDNALYSKEK------TTLTPHLSETVVEDFQWQSAF 
DmCactus   145: MRLKHSADTGIPQWTVESHLVSRGEQLNNLGQSSSTQITGRSKVQSSTASTGNANPSGSGATSSAPPSSINIMNAWEQFY 
Human IκBα  59: --------------------VPRG---------------------------------------SEP---------WKQQL 
                                                                                                  
                                                                                                 
CrIκB      187: HQDQDGDTLLHLAIVQETVEISLALVRFAM-HPDMLDIFNHLSQTPLHLAVLTGQYRIVRRLIVAGATVDMRDRHGNTAF 
DmCactus   225: QQNDDGDTPLHLACISGSVDVVAALIRMAP-HPCLLNIQNDVAQTPLHLAALTAQPNIMRILLLAGAEPTVRDRHGNTAL 
Human IκBα  71: TE--DGDSFLHLAIIHEEKALTMEVIRQVKGDLAFLNFQNNLQQTPLHLAVITNQPEIAEALLGAGCDPELRDFRGNTPL 
                                                                                                  
                             Ankyrin repeat 1                         Ankyrin repeat 2 
CrIκB      266: HIACERGDMECLRALTTPVTENEVIEANLQYP---------VDLQYLSPDFLEHRNYEGQTCLHLAVQQGHMDVIRYLVQ 
DmCactus   304: HLSCIAGEKQCVRALTEKFGATEIHEAHRQYGHRSNDKAVSSLSYACLPADLEIRNYDGERCVHLAAEAGHIDILRILVS 
Human IκBα 149: HLACEQGCLASVGVLTQ------------------------SCTTPHLHSILKATNYNGHTCLHLASIHGYLGIVELLVS 

 
                Ankyrin repeat 3                                                 Ankyrin repeat 4
CrIκB      337: CDADVNGKEGKSGRTSLHLAVEAQRDDLVQFLLNTCHADVN-IQNYAGHSPLHVAWSVYQLEPTCSKLKNIVIILKNHGG 
DmCactus   384: HGADINAREGKSGRTPLHIAIEGCNEDLANFLLDECEKLNLETATYAGLTAYQFACIMNKSR--------MQNILEKRGA 
Human IκBα 205: LGADVNAQEPCNGRTALHLAVDLQNPDLVSLLLKCGADVN--RVTYQGYSPYQLTWGRPSTR--------IQQQLGQLTL 
                                                                                                  
                               Ankyrin repeat 5                                
CrIκB      416: EPRRPPESDVD -DSDSSGDEVRAV------------------------- 
DmCactus   456: ETVTPPD----

S
-DYDSSDIEDLDDTKMYDRFGDPRYFVSYNGGNPMTVA 

Human IκBα 275: ENLQMLPE---SEDEESYDTESEFTEFTEDELP---YDDCVFGGQRLTL- 
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