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Supporting Information

Table S1: Cross-validation performance of SVMs trained on different ncRNA sets.

Negative part

Coding prediction

Non-coding predicition

of the training F- | Specificity | Sensitivity F- | Specificity | Sensitivity
set measure measure

NONCODE-E 98.2% 97.9% 98.4% 95.2% 95.8% 94.7%
RNAdb 98.4% 98.0% 98.7% 87.8% 90.2% 85.5%
NONCODE-E 97.4% 97.1% 97.8% 94.5% 95.2% 93.8%
and RNAdb
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