Additional file 2: All motifs detected in the promoter regions of genes mor e highly expressed in resistant animals

Motif (length) | E value Logo Bit score | No. of sites| TRANSFAC Description Score | Pvalue
hit

1(12) 47 CCC CQ CCTCQ 151 |27 SRF serum response element 2.0915 | 0.063
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2 (11) 73x10 | A AII;TI I I x| 18 n PAX5 paired box gene 5 3.3317 |0.007
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3(12) 2.4x 105 I A A AC Ag AC AQ A 19.4 8 HFH4 forkhead box J1 1.6232 |0.009

4(11) 6.1x 10° A A AI 7\ I I IC Al 194 6 PAX5 paired box gene 5 3.1281 |0.009

5(11) 4.9 x 10¢ ";"C A A A 155 17 EGR early growth factor 2.1310|0.000
. XAV 2=

6 (10) 2.7x 10° }QQQC CQQQC 13.1 36 SP1 Spl transcription factor 0.6101 |0.038

7(12) 33x10° | A A AA A AA A 18.4 9 IRF muscle specific ring finger protein 1 2.4637 10.155
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8(12) 33x100 | ¥ A A A A AG 107 7 PAX9 paired box gene 9 2.7644 | 0.04




Motif (length) | E value Logo Bit score | No. of sites| TRANSFAC Description Score | Pvalue
hit
9(12) 1.3x10° | ¥ - CQC 18.7 7 HOX13 homeo box B13 3.2295 |0.048
10 (12) 34x100| & A A A TTTTTT 171 5 STAT5A signal transducer and activator of transcription 5A | 2.1485 | 0.001
11 (6) 1.3x 108 # ‘ :‘ : I 11.1 5 CAAT CCAAT box 3.0462 | 0.214
12 (6) 16x 101 ¥ A A ‘ : I I 121 |5 CAAT CCAAT box 3.0722 | 0.069
13 (8) 19x10= A o~ < %—"—T 13.0 5 HNF4 transcription factor 1, hepatic 2.3839|0.226
14 (6) 34x 101 A A ‘ ‘ I 12.0 5 TAACC TATA box 2.2700|0.120
15(8) 2.8x 10" | A A CCTT 11.2 5 HNF4ALPHA | hepatocyte nuclear factor 4, alpha 1.6697 | 0.098




