
Figure 16: Marginal posterior distributions estimated with MCMCMC for the chains data
with reversed chronological order of statements. The first row of the figure shows posterior
for α, ρ, and ν, ordered from left to right. The bottom row of the figure show similar plots
for ι, β, and ν.

information for most of the parameters is derived from all patterns combined.

Exactly the same logic applies to the shuffled-data experiments shown in the following
figure 17).

14 Looking only at variable chains (chains with both

zeros and ones)

To illustrate the fact that the order of statement within chains does matter, we have ana-
lyzed separately only chains that have both zeros and ones. While these experiments serve
as a good control, the full model including the uniform chains is absolutely necessary to
represent the data in the published literature. In general, selecting a non-random subset of
data can lead to parameter estimates that are severely biased,2 but it is very useful to see

2The closest analogy that we are aware of is in the inference of phylogenetic trees: if one has an alignment
of homologous nucleotide sequences, in a typical reliable alignment, most of the homologous nucleotide sites
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