
         10       20        30       40       50       60       70        80
 ATGCCAGTTACAATAAACAACTTCAACTATAACGATCCTATTGATAATAACAACATCATCATGATGGAACCTCCATTTGC
 TACGGTCAATGTTATTTGTTGAAGTTGATATTGCTAGGATAACTATTATTGTTGTAGTAGTACTACCTTGGAGGTAAACG
 MetProValThrIleAsnAsnPheAsnTyrAsnAspProIleAspAsnAsnAsnIleIleMetMetGluProProPheAla

         90      100       110      120      130      140      150       160
 AAGAGGTACTGGAAGATATTATAAGGCTTTCAAGATCACAGATAGAATTTGGATAATACCAGAAAGATATACTTTTGGTT
 TTCTCCATGACCTTCTATAATATTCCGAAAGTTCTAGTGTCTATCTTAAACCTATTATGGTCTTTCTATATGAAAACCAA
  ArgGlyThrGlyArgTyrTyrLysAlaPheLysIleThrAspArgIleTrpIleIleProGluArgTyrThrPheGly

        170      180       190      200      210      220      230       240
 ATAAACCTGAGGATTTCAATAAGAGTTCCGGTATTTTCAATAGAGATGTTTGTGAATATTATGATCCAGATTACTTAAAT
 TATTTGGACTCCTAAAGTTATTCTCAAGGCCATAAAAGTTATCTCTACAAACACTTATAATACTAGGTCTAATGAATTTA
TyrLysProGluAspPheAsnLysSerSerGlyIlePheAsnArgAspValCysGluTyrTyrAspProAspTyrLeuAsn

        250      260       270      280      290      300      310       320
 ACCAATGATAAGAAGAATATCTTCTTACAAACAATGATCAAGTTATTCAATAGAATCAAATCAAAACCATTGGGTGAAAA
 TGGTTACTATTCTTCTTATAGAAGAATGTTTGTTACTAGTTCAATAAGTTATCTTAGTTTAGTTTTGGTAACCCACTTTT
 ThrAsnAspLysLysAsnIlePheLeuGlnThrMetIleLysLeuPheAsnArgIleLysSerLysProLeuGlyGluLys

        330      340       350      360      370      380      390       400
 GTTATTAGAGATGATTATCAATGGTATACCTTATCTTGGAGATAGAAGAGTTCCATTAGAAGAGTTTAACACAAACATTG
 CAATAATCTCTACTAATAGTTACCATATGGAATAGAACCTCTATCTTCTCAAGGTAATCTTCTCAAATTGTGTTTGTAAC
  LeuLeuGluMetIleIleAsnGlyIleProTyrLeuGlyAspArgArgValProLeuGluGluPheAsnThrAsnIle

        410      420       430      440      450      460      470       480
 CTAGTGTAACTGTTAATAAGTTAATCAGTAATCCAGGTGAAGTGGAGAGAAAGAAAGGTATCTTCGCAAATCTAATAATC
 GATCACATTGACAATTATTCAATTAGTCATTAGGTCCACTTCACCTCTCTTTCTTTCCATAGAAGCGTTTAGATTATTAG
AlaSerValThrValAsnLysLeuIleSerAsnProGlyGluValGluArgLysLysGlyIlePheAlaAsnLeuIleIle

        490      500       510      520      530      540      550       560
 TTTGGTCCTGGACCAGTTCTAAATGAAAATGAGACTATAGATATAGGTATACAGAATCACTTTGCATCAAGAGAAGGCTT
 AAACCAGGACCTGGTCAAGATTTACTTTTACTCTGATATCTATATCCATATGTCTTAGTGAAACGTAGTTCTCTTCCGAA
 PheGlyProGlyProValLeuAsnGluAsnGluThrIleAspIleGlyIleGlnAsnHisPheAlaSerArgGluGlyPhe

        570      580       590      600      610      620      630       640
 TGGAGGTATAATGCAAATGAAATTCTGTCCAGAATATGTTAGTGTATTCAATAATGTTCAAGAAAACAAAGGTGCAAGTA
 ACCTCCATATTACGTTTACTTTAAGACAGGTCTTATACAATCACATAAGTTATTACAAGTTCTTTTGTTTCCACGTTCAT
  GlyGlyIleMetGlnMetLysPheCysProGluTyrValSerValPheAsnAsnValGlnGluAsnLysGlyAlaSer

        650      660       670      680      690      700      710       720
 TATTCAATAGAAGAGGTTATTTCTCAGATCCAGCCTTGATATTAATGCATGAACTTATACATGTGTTGCATGGTTTATAT
 ATAAGTTATCTTCTCCAATAAAGAGTCTAGGTCGGAACTATAATTACGTACTTGAATATGTACACAACGTACCAAATATA
IlePheAsnArgArgGlyTyrPheSerAspProAlaLeuIleLeuMetHisGluLeuIleHisValLeuHisGlyLeuTyr

        730      740       750      760      770      780      790       800
 GGTATCAAAGTCGACGATTTACCAATTGTTCCAAATGAAAAGAAGTTCTTCATGCAATCTACAGATGCTATACAGGCAGA
 CCATAGTTTCAGCTGCTAAATGGTTAACAAGGTTTACTTTTCTTCAAGAAGTACGTTAGATGTCTACGATATGTCCGTCT
 GlyIleLysValAspAspLeuProIleValProAsnGluLysLysPhePheMetGlnSerThrAspAlaIleGlnAlaGlu

        810      820       830      840      850      860      870       880
 AGAACTATATACATTTGGTGGTCAAGATCCAAGTATCATAACTCCTTCTACAGATAAGAGTATCTATGATAAAGTGTTGC
 TCTTGATATATGTAAACCACCAGTTCTAGGTTCATAGTATTGAGGAAGATGTCTATTCTCATAGATACTATTTCACAACG
  GluLeuTyrThrPheGlyGlyGlnAspProSerIleIleThrProSerThrAspLysSerIleTyrAspLysValLeu

        890      900      910       920      930      940      950       960
 AGAATTTCAGAGGTATAGTTGATAGACTTAACAAGGTTCTAGTTTGTATATCAGATCCTAGTATTAACATCAACATCTAT
 TCTTAAAGTCTCCATATCAACTATCTGAATTGTTCCAAGATCAAACATATAGTCTAGGATCATAATTGTAGTTGTAGATA
GlnAsnPheArgGlyIleValAspArgLeuAsnLysValLeuValCysIleSerAspProSerIleAsnIleAsnIleTyr

        970      980      990      1000     1010     1020     1030      1040
 AAGAATAAGTTTAAGGATAAGTACAAGTTCGTTGAAGATTCTGAAGGTAAGTATAGTATAGATGTTGAAAGTTTCGATAA
 TTCTTATTCAAATTCCTATTCATGTTCAAGCAACTTCTAAGACTTCCATTCATATCATATCTACAACTTTCAAAGCTATT
 LysAsnLysPheLysAspLysTyrLysPheValGluAspSerGluGlyLysTyrSerIleAspValGluSerPheAspLys

       1050     1060     1070      1080     1090     1100     1110      1120
 GTTATATAAGAGTTTAATGTTCGGTTTCACAGAAACTAATATAGCAGAGAACTATAAGATAAAGACTAGAGCTTCTTACT
 CAATATATTCTCAAATTACAAGCCAAAGTGTCTTTGATTATATCGTCTCTTGATATTCTATTTCTGATCTCGAAGAATGA
  LeuTyrLysSerLeuMetPheGlyPheThrGluThrAsnIleAlaGluAsnTyrLysIleLysThrArgAlaSerTyr

       1130     1140     1150      1160     1170     1180     1190      1200
 TCAGTGATTCCTTACCACCAGTAAAGATCAAGAATCTATTAGATAATGAAATCTATACTATAGAGGAAGGTTTCAACATA
 AGTCACTAAGGAATGGTGGTCATTTCTAGTTCTTAGATAATCTATTACTTTAGATATGATATCTCCTTCCAAAGTTGTAT
PheSerAspSerLeuProProValLysIleLysAsnLeuLeuAspAsnGluIleTyrThrIleGluGluGlyPheAsnIle

       1210     1220     1230      1240     1250     1260     1270      1280
 TCTGATAAAGATATGGAGAAAGAATATAGAGGTCAGAATAAAGCTATCAATAAGCAAGCTTATGAAGAAATCAGCAAGGA
 AGACTATTTCTATACCTCTTTCTTATATCTCCAGTCTTATTTCGATAGTTATTCGTTCGAATACTTCTTTAGTCGTTCCT
 SerAspLysAspMetGluLysGluTyrArgGlyGlnAsnLysAlaIleAsnLysGlnAlaTyrGluGluIleSerLysGlu

       1290     1300     1310      1320



 GCATTTGGCTGTTTATAAGATACAAATGTGTAAAAGTGTTAAATGA
 CGTAAACCGACAAATATTCTATGTTTACACATTTTCACAATTTACT
  HisLeuAlaValTyrLysIleGlnMetCysLysSerValLys***


