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Figure S4. Graphical analyses of the distribution of active RNA polymerase Il
sites within CTs and areas of intermingling. The number of serine 2-
phosphorylated Pol Il sites (as shown in Fig. 3) colocalizing with chromosome 3
territory (A) or with areas of intermingling between chromosome 3 and all other
chromosomes (B) were plotted for each section (blue line). The average site
density of each nuclear section was used to predict the number of sites in each
of these areas, as expected from a uniform distribution (yellow line). Good
correlation is observed with the experimental values (R=0.913 for chromosome
3 and R=0.776 for the intermingling area), showing that there is no enrichment
or depletion of active Pol Il sites in the CT or intermingling areas.



