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MAYSKSYLFL
MAYSKSYLFL
MGYSNSYLFL
MVYSKSYLFL
MDHSKLYLFL
MPYSKSYLFL
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SEFKEAFSLF
SEFKEAFSLF
SKIKAYFSLI
SKIKAYFSLI
SKIKAYFRLL
SKIKAYFSLI
SEFKKAFNLF
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NGT IDFPEFL

NGT IDFPEFL
NGTIDF. ...
NGTIDF. ...
NGTIDF. ...

NSVIDF. . ..

NGLVNYKEFF
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TNLGEKLTDE
TNLGEKLTDE
TNQGIKMTIE
TNQGIKATNE
TNHGTKVTKE
TYIGQKVTYE

GLNLFVFLSF
SINLFVFLSS
GLNLFVFLSS
GLNLFVFLSS
GFGLYVISSS
CLVFFVIIFS

EVLADIHVPP
QVLADIHVPP
QALADIHVLP
QALADIHVSP
QILADSYVPL
LVAADIHVPP

DKDGDGCITT
DKDGDGCITT
DKDGDVSIDN
DKDGDVSIDN
DKDQDFSIDN
DKDEDGF IDN
DKDGDGCISA
DKDQDGFFSA

KELGTUMRSL
KELGTVMRSL
EELDTUIRST
EELDTUIRST
DELQTUIRSL
KEFGTUMWSL
AELRHMIITL

NLMARKMKDT
NUMARKMKDT

NIMCKGWGFI

DSEEELKEAF
DSEEELKEAF
-TKEELLIVF
-TKEELLIAF
-TEEDFIISF
- - -ENFVAVF
-SEFLNLAAR
CDh*

MLTVEPNLPS
TLTVEPNLPS
MLTVEPNLPS
MLTVEPNLPS
TLTIEPNLPP
PPIPKINLSP

GQNPTEAELQ
GQNPTEAELQ
GLNPTDFGLM
GLNPTDFGLM
GLNPTFFGLM
GQNPTEFDLL
GKNVTHEEVN

MADQLTDDQI
MADQLTDEQI
MADQLNDKQI
MADQLNDKQI
MTDQLNDKQI
MADQLNHNQI
MDDQLNDKQV
MINPLTDKQI
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DMINEVDADG
DMINEVDADG
VARSKSATDG
VARNKSATDG
VAMNKRDADG
ATMNKRDTDG
E1 1KEADVDG
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RVHDKDQONGF
RVHDKDQNGF
SKPDTDHNGF
SKPINTDHNGF
PKPDKDHNGF
HMCDKDQNGF

1SAAELRHVM
1SAAELRHVM
VTASELHCYF
VTASELHY)YL
VSASELHY)YL
VSTSELHYFM

M*

v

EVDEMIREA
EVDEMIREA
EANEYVRAA
EVSDFVREA
EVDEYVREA
DVEEFVREA

VDGDGQINYE
VDGDGQINYE
SDGDGHLSFK
SDSDGHLSFK
VDGDGQINFE
FDGDGQINIE

EFVKVMMA~~
EFVKVMMA~~
EFVR...LGR
EFVR...LGR
EFVKAVTMGG
EFVKDLSRSG

FTVE*
FTVE*
SIVW*
SNT*~




