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Figure S2
van der Graaff et al. - Arabidopsis natural and induced senescence transcriptome

Figure S2: Autophagy genes
The expression profiles of 15 senescence-associated autophagy genes are shown. The averages
of the normalized signal values (see Materials and Methods) were plotted against the sampling
time points. The time scale of the x-axis is not linear and different for the NS, DIS and DET
senescence experiments. For the developmental senescence (NS) curve the signal ratio between
the last sampling time point (75y; see Table I) and the 4 weeks old reference sample (4w/0d) is
indicated.


