Supplemental Figure 5. Gene fragment accounting for “rearrangement” detected by
hybridization-based mapping.
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ACCCTGCTTGGTTCTACATTCTAATTTTTCTGCCAGGATTCTGCTTACATCACTGGCGTG 582

PLEERRRRenn e 0 e et il 1 1l
ACCCTGCTTGGTTCTACATTC--ACGTTTCTGCCAGGCTTCTGCTTACATCATCGGTGTT 800

GCCGGATGGGCCACTAGACTCAAACTCAGATTGCGACTCACCAGGGATTAAGTATAGCAC 522

PEERLEReenne e e 0 r L ey it il
GCCGGATGGGCCACTGGTCTCAAACTCGG-TGGCGACTCACCAGGGATTCAGTACAGCAC 859

CCACCATTCTATCGGGATTGATCCCTTCTCTCTAG 487

R N A iy
CCACCGTGCCATCGGGATCGCTCTCTTCTCTCTAG 894



