Supporting Materials and Methods

DNA sequence and deduced amino acid sequence of His-tagged
human methionine synthase (hMS) reductase (hMSR) expressed
from pFBHT(hMSR'Y). The underlined “CATCACCATCACCATCAC”
sequence specifies the His-6-tag. The underlined “ATG” with
italic letters indicates the original translational start

site. The stop codon “TAA” is shown in underlined bold type.

ATGTCGTACTACCATCACCATCACCATCACGATTACGATATCCCAACGACCGAAAACCTG 60
M S Y Y H H HHHKUHD Y D I P T T E N L 20
TATTTTCAGGGCGCCATGGGATCCATGAGGAGGTTTCTGTTACTATATGCTACACAGCAG 120
Yy F o G A MG S MU RURPF L L L Y A T Q Q 40
GGACAGGCAAAGGCCATCGCAGAAGAAATATGTGAGCAAGCTGTGGTACATGGATTTTCT 180
G 0 A K A I A E E I CE QA VYV V HG F S 60
GCAGATCTTCACTGTATTAGTGAATCCGATAAGTATGACCTAAAAACCGAAACAGCTCCT 240
A°D L H CI S E s D K Y D L K T E T A P 80
CTTGTTGTTGTGGTTTCTACGACGGGCACCGGAGACCCACCCGACACAGCCCGCAAGTTT 300
L vv v Vv s TTGT G D P P DT A R K F 100
GTTAAGGAAATACAGAACCAAACACTGCCGGTTGATTTCTTTGCTCACCTGCGGTATGGG 360
v X E I 9 N o T L P V D F F A H L R Y G 120
TTACTGGGTCTCGGTGATTCAGAATACACCTACTTTTGCAATGGGGGGAAGATAATTGAT 420
L L. 66 L GD S E Y T Y F CN G G K I I D 140
AAACGACTTCAAGAGCTTGGAGCCCGGCATTTCTATGACACTGGACATGCAGATGACTGT 480
XK R L.  E L G A RHUPF Y D TG H A D D C 150
GTAGGTTTAGAACTTGTGGTTGAGCCGTGGATTGCTGGACTCTGGCCAGCCCTCAGAAAG 540
v G L E L V.V E P W I A GTL W P A L R K 180
CATTTTAGGTCAAGCAGAGGACAAGAGGAGATAAGTGGCGCACTCCCGGTGGCATCACCT 600
H F R S S R G Q E E I s G A L P V A S P 200
GCATCCTTAAGGACAGACCTTGTGAAGTCAGAGCTGCTACACATTGAATCTCAAGTCGAG 660
A°S L R T DL V K S E L L H I E S Q V E 220
CTTCTGAGATTCGATGATTCAGGAAGAAAGGATTCTGAGGTTTTGAAGCAAAATGCAGTG 720
L L. R F DD S G RKD S E VL K QN A V 240
AACAGCAACCAATCCAATGTTGTAATTGAAGACTTTGAGTCCTCACTTACCCGTTCGGTA 780
N S NQ SsS NV V I EDF E S S L T R S V 260
CCCCCACTCTCACAAGCCTCTCTGAATATTCCTGGTTTACCCCCAGAATATTTACAGGTA 840
P P L S Q A S L NI P G L P P E Y L Q V 280
CATCTGCAGGAGTCTCTTGGCCAGGAGGAAAGCCAAGTATCTGTGACTTCAGCAGATCCA 900
H L ¢ E s L G Q E E S Q@ vs VvV T S A D P 300
GTTTTTCAAGTGCCAATTTCAAAGGCAGTTCAACTTACTACGAATGATGCCATAAAAACC 960

v F Q v P I S K A V Q0 L T T N D A I K T 320



ACTCTGCTGGTAGAATTGGACATTTCAAATACAGACTTTTCCTATCAGCCTGGAGATGCC
T L L v E L D I S N T D F S Y Q P G D A

TTCAGCGTGATCTGCCCTAACAGTGATTCTGAGGTACAAAGCCTACTCCAAAGACTGCAG
F s v I ¢C P N S D S E V Q0 S L L Q R L 0

CTTGAAGATAAAAGAGAGCACTGCGTCCTTTTGAAAATAAAGGCAGACACAAAGAAGAAA
L E D K R E H C V L L K I K A D T K K K

GGAGCTACCTTACCCCAGCATATACCTGCGGGATGTTCTCTCCAGTTCATTTTTACCTGG
G A T L P Q H I P A G C S L Q F I F T W

TGTCTTGAAATCCGAGCAATTCCTAAAAAGGCATTTTTACGAGCCCTTGTGGACTATACC
¢c L E I R A I P XK K A F L R A L V D Y T

AGTGACAGTGCTGAAAAGCGCAGGCTACAGGAGCTGTGCAGTAAACAAGGGGCAGCCGAT
s b sS A E KR URUL Q E L C S K Q G A A D

TATAGCCGCTTTGTACGAGATGCCTGTGCCTGCTTGTTGGATCTCCTCCTCGCTTTCCCT
Yy S R F v R DA CACTULULDILL L A F P

TCTTGCCAGCCACCACTCAGTCTCCTGCTCGAACATCTTCCTAAACTTCAACCCAGACCA
s ¢ o p P L S L L L E HL P KL Q P R P

TATTCGTGTGCAAGCTCAAGTTTATTTCACCCAGGAAAGCTCCATTTTGTCTTCAACATT
y s ¢ A s S s L F H P G K L HF V F N I

GTGGAATTTCTGTCTACTGCCACAACAGAGGTTCTGCGGAAGGGAGTATGTACAGGCTGG
v E F L S T A T T E V L R K G VvV C T G W

CTGGCCTTGTTGGTTGCTTCAGTTCTTCAGCCAAACATACATGCATCCCACGAAGACAGC
L AL L VA S VL Q P NI H A S H E D S

GGGAAAGCCCTGGCTCCTAAGATATCCATCTCTCCTCGAACAACAAATTCTTTCCACTTA
G K AL A P K I 8 I S P R T T N S F H L

CCAGATGACCCCTCAATCCCCATCATAATGGTGGGTCCAGGAACCGGCATAGCCCCGTTT
Pp D D P S I P I I M V G P G T G I A P F

ATTGGGTTCCTACAACATAGAGAGAAACTCCAAGAACAACACCCAGACGGAAATTTTGGA
I G F L Q H R EIKULOQEQH P D G N F G

GCAATGTGGTTGTTTTTTGGCTGCAGGCATAAGGATAGGGATTATCTATTCAGAAAAGAG
AAM WL F F G C R HKDIRUD YL F R K E

CTCAGACATTTCCTTAAGCATGGGATCTTAACTCATCTAAAGGTTTCCTTCTCAAGAGAC
L R H F L K H GG I L T HL K Vv S F S R D

GCTCCTGTTGGGGAGGAGGAAGCCCCAGCAAAGTATGTGCAAGACAACATCCAGCTTCAT
AP V G E E E A P A K Y V Q0 DN I Q L H

GGCCAGCAGGTGGCGAGAATCCTCCTCCAGGAGAACGGCCATATTTATGTGTGTGGAGAT
G 0 g VA RI L L Q E NG H I Y V C G D

GCAAAGAATATGGCCAAGGATGTACATGATGCCCTTGTGCAAATAATAAGCAAAGAGGTT
AKX NM A KDV HDAUL V Q I I S K E V

GGAGTTGAAAAACTAGAAGCAATGAAAACCCTGGCCACTTTAAAAGAAGAAAAACGCTAC
G v E K L EA M KT UL A T L K E E K R Y

CTTCAGGATATTTGGTCATAAGTCGACGAGCTCACTAGTCGCGGCCGCT
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