Table 2 Oligonucleotides used for RT-PCR, EMSA, and ChIP in the identification of of HNF4a target genmes in the liver

RT-PCR Oligonucleotides EMSA ChIP Oligonucleotides
Gene Symbol Entrez ID| Forward Reverse H4 site' Position  Sequence shift Oligo Forward Reverse
cdn1 12550 n/a 64530 agtcccaaggeca n/a n/a n/a
n/a 64469 aggttacagttca n/a n/a n/a
n/a 3875  ggcttaaaggtca n/a n/a n/a
/a 11616 agtctaaaggtca n/a n/a n/a
H4.120 25249
n/a 33399 aggcccaaggeca n/a n/a n/a
n/a 20005 agggcttagttca n/a n/a n/a
/a 45165 aggtcagaggcca n/a n/a n/a
H4.182  -6134
ceacaml 26365 n/a 3914  gtcacaaaggcca n/a n/a n/a
H4.114  -2681
cldn1 12737 H4.29 13561
n/a 11654  tgatcaaagagca n/a n/a n/a
Hi.161 2488
H4.60 3566
n/a -2290 n/a n/a
cldn2 12738 n/a 5317  aggataaagtcca n/a n/a n/a
n/a -1995 n/a n/a
n/a 7617  aggtcaaaaggca n/a n/a n/a
cldniz 64945 /a n/a n/a n/a n/a n/a
crb3 224912 H4.172  -5505
Cxadr 13052 H4.183  -6919
n/a 24374 aggttagagggca n/a n/a n/a
n/a 25276  agagcaaaagtce n/a n/a n/a
n/a 23557 agttcaagggttg n/a n/a n/a
n/a 10720 agtccaaagttct n/a n/a n/a
n/a 9740  aggtcaaagggca n/a n/a n/a
n/a 6477  ggggcaatggtca n/a n/a n/a
/a 45616 agttcaaagttct n/a n/a n/a
H.184  -2346
Dpsc2 13506 HA.41 16746
Dusp16 70686 n/a 30529  agtccagagtcca n/a n/a n/a
n/a 38519 aggtcagaggaca n/a n/a n/a
n/a 42667 gggccaaagagca n/a n/a n/a
n/a 43092  agaacagagtcca n/a n/a n/a
Eppk1 223650 n/a 1668  ggggcaaaggcca n/a n/a n/a
n/a 8002  tgggcaaggtcea n/a n/a n/a
n/a 6490  aaagcagagtcca n/a n/a n/a
n/a -2364 n/a n/a
H4.81 14313
Eval 14012 n/a -1284 n/a n/a
Fllr 16456 n/a 18695 ggtccagagttca n/a n/a n/a
H4.35 4038
n/a 11117  agtccaaagattt n/a n/a n/a
/a 25793 tgggcaagagtce n/a n/a n/a
Gjb1 14618 H4.185  -6501
n/a 2598  aggttaaagtcca n/a n/a n/a
n/a 9066  aaagcagagtcca n/a n/a n/a
Gjb2 14619 n/a 2845  agtccacagtgca n/a n/a n/a
Gpldl 14756 /a 43085 aggtcagagggca n/a n/a n/a
H4.186  -2056
n/a 14257 gggtcacagttca n/a n/a n/a
n/a 17157  tgtccagagtcca n/a n/a n/a
n/a 29057 tgatcaaaggcaa n/a n/a n/a
Gsn 227753 n/a 22663  cgggcagaggtca n/a n/a n/a
H4.77 1821
n/a 1512 aggccaggetcct n/a n/a n/a
n/a 21780 gggtcaagggttt n/a n/a n/a
Krt2-8 16691 n/a -916 n/a n/a
Lgals9 16859 /a 20648 aaactaaagtcca n/a n/a n/a
H.187  -4626
H4.49  -1077
Ha.41 11946
n/a 1257  aggcagagctgac n/a n/a n/a
n/a 1747  ggggccaagggea n/a n/a n/a
/a 3182  ggtccagagttca n/a n/a n/a
H4.94 11830
n/a 15433 gggccaaaagtct n/a n/a n/a
Mb12 17195 n/a n/a n/a n/a n/a n/a
Npnt 114249 /a 65513  agctcaagggeca n/a n/a n/a
H4.188  -7251
n/a 3474 aggccagagggea n/a n/a n/a
n/a 7127 ggttcaaagtgca n/a n/a n/a
n/a 30353 ggggaaaagttca n/a n/a n/a
n/a 33332 agaccaaaagtca n/a n/a n/a
n/a 36727 ggggaaaagtcca n/a n/a n/a
n/a 15434 aggccaggggeca n/a n/a n/a
n/a 44363  aaaccaaaggcca n/a n/a n/a
H4.189  -8995
ocln 18260 n/a 50280 aggtttaaggtca n/a n/a n/a
n/a 43957  tgggaaaaggtca n/a n/a n/a
n/a 8225  aggtcagaggaca n/a n/a n/a
n/a 29446  tgggagagctgac n/a n/a n/a
n/a 23816 aggtcaaaattca n/a n/a n/a
n/a 19626 aggctaaagttca n/a n/a n/a
/a 29149 ggggcagagggea n/a n/a n/a
Hi.169 15440
H4.95 2254
n/a -464 n/a n/a
Pkp2 67451 n/a 50688 agaacaatgttca n/a n/a n/a
n/a 47823  agtgtaaaggtca n/a n/a n/a
/a 25371 gtaccaaaagcce n/a n/a n/a
H4.190  -7328
Rhpn2 52428 /a 32117 ggtccagagttca n/a n/a n/a
HA.191 =672
n/a 22671  aggtcaaaggect n/a n/a n/a
n/a 9347  aggtcaaagaget n/a n/a n/a
/a 19640 agtcctagggtca n/a n/a n/a
HE.191  -6371
n/a 36043  aggtcaaaggtca n/a n/a n/a
n/a -8018 n/a n/a
sdc1 20969 n/a 17186  tgggcaaggggea n/a n/a n/a
n/a -3879 n/a n/a
n/a -1417 n/a n/a
n/a 9320  gggtcagggtcea n/a n/a n/a
Spp1 20750 /a 3317 aggtcaaagtcta n/a n/a n/a
HA.172  -7406
Timd2 171284 n/a -69 n/a n/a
n/a 20526 agtccaaagattt n/a n/a n/a
n/a 25317 aggttagagttca n/a n/a n/a
/a 1009  agcttaaaggttg n/a n/a n/a
ven 22370 H4.192  -6793
H4.193  -4419
Ter ! 22139 n/a n/a n/a n/a n/a ttttqttqactaaqtcaataatcadaatcad n/a n/a
apocs3 345 n/a n/a H4.21 n/a  tqaqcaaaqqtca / n/a n/a
apoc3 11814 n/a H4.21 n/a n/a n/a
Hprtl 15452 agcgcaagttgaatctge agcgacaatctaccagag n/a n/a n/a n/a agcgcaagttgaatctge agcgacaatctaccagag
Hnfda 15378 cttccttcttcatgecag acacgtccccatctgaag n/a n/a n/a n/a n/a n/a
afp 11576 tegtattccaacaggagg aggcttttgettcaccag n/a n/a n/a n/a n/a n/a
a1b1 11657 n/a n/a n/a n/a n/a n/a
apoal 11806 acacacgtagactctctg ctgggetttggtettaag n/a n/a n/a n/a n/a n/a
apoa2 11807 n/a n/a n/a n/a n/a n/a
Apob 238055 cttcagggaacaaagcag tcaagggtgagetgatty n/a n/a n/a n/a n/a n/a
apoc2 11813 n/a n/a n/a n/a n/a n/a
apocd 11425 n/a n/a n/a n/a n/a n/a
Apoh 11818 n/a n/a n/a n/a n/a n/a
apom 55938 n/a n/a n/a n/a n/a n/a
Acoxl 11430 n/a n/a n/a n/a n/a n/a
Aagpat3 28169 n/a n/a n/a n/a n/a n/a
aldh3az 11671 n/a n/a n/a n/a n/a n/a
Amacr 17117 n/a n/a n/a n/a n/a n/a
Dpecr1 67460 n/a n/a n/a n/a n/a n/a
Echl 51798 n/a n/a n/a n/a n/a n/a
Eloviz 54326 n/a n/a n/a n/a n/a n/a
Fapbl 14080 n/a n/a n/a n/a n/a n/a
Acsl1 14081 n/a n/a n/a n/a n/a n/a
Leat 16816 n/a n/a n/a n/a n/a n/a
ip 15450 n/a n/a n/a n/a n/a n/a
Ehhadh 74147 n/a n/a n/a n/a n/a n/a
Mttp 17777 n/a n/a n/a n/a n/a n/a
Pemt 18618 n/a n/a n/a n/a n/a n/a
Phyh 16922 n/a n/a n/a n/a n/a n/a
Ponl 18979 n/a n/a n/a n/a n/a n/a
cp2 20280 n/a n/a n/a n/a n/a n/a
slc27a2 26458 n/a n/a n/a n/a n/a n/a
slc27a5 26459 n/a n/a n/a n/a n/a n/a
Thb 235674 n/a n/a n/a n/a n/a n/a
Aldob 230163 n/a n/a n/a n/a n/a n/a
Fbpl 14121 n/a n/a n/a n/a n/a n/a
6pc 14377 n/a n/a n/a n/a n/a n/a
slc37a4 14385 n/a n/a n/a n/a n/a n/a
Galkl 14635 n/a n/a n/a n/a n/a n/a
Pex 18563 n/a n/a n/a n/a n/a n/a
Pckl 18534 n/a n/a n/a n/a n/a n/a
PEkED1 18639 n/a n/a n/a n/a n/a n/a
F5 14067 n/a n/a n/a n/a n/a n/a
F9 14071 n/a n/a n/a n/a n/a n/a
F10 14058 n/a n/a n/a n/a n/a n/a
Fi12 58992 n/a n/a n/a n/a n/a n/a
Flib 14060 n/a nla n/a n/a n/a n/a

Foxabinding site in the mouse Ttr gene

used as a negative control for EMSA

Hnfdabinding site in the human APOC3 qene used as a positive control for EMSA

Hnfdabinding site in the mouse Apoc3

gene used as a positive control for ChIP
Binding site numbers were assigned according to the nomenclature previously given to the 169 known binding sites (C.Y. and F.M.S., submitted).

Sites designated with numbers beyond 181 represent novel binding sites identified in this






