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Suplementary Figure 1: Formation of the protein-RNA complex defines a highly positive 

and deepcleft that accommodates the RNA oligo nucleotide. Electrostatic potential has been 

calculated with the APBS program (Baker et al., 2001) and mapped into the surface of the 

Hrp1 RNA binding domain. Blue and red colours indicate positively and negatively charged 

areas respectively. The RNA molecule has been depicted as spheres model representing 

individual atoms colour-coded by atom type (protons in white, carbons in grey, nitrogens in 

blue, oxygens in red and phosphorous in yellow). Most of the ribose and base moieties are 

highly buried into the protein structure while the hydrophilic phosphate backbone appears 

highly exposed. A detail of the Ade2 and Ade4 binding pockets is shown on the left panel.
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