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A.  Winter flounder AFP (type I) 
 
Pa_pancreas  MALSLFTVGQLIFLFWTMRIT?EASPDPAAKAAPAAAAAPAAAAPDTASDAAAAAALTAAN 60 
Pa_M28337    MALSLFTVGQLIFLFWTMRIT?EASPDPAAKAAPAAAAAPAAAAPDTASDAAAAAALTAAN 60 
             ********************* *************************************** 
Pa_pancreas  AKAAAELTAANAKAAAAATARG 82 
Pa_M28337    AAAAAKLTADNAAAAAAATARG 82 
             * ***:*** ** ********* 
 
 
B.  Herring AFP (type II) 
 
Ch_pancreas  MLTVSLLVCAIVALTRA?ADECPSDWKMFNGRCFLFNPLQLHWADAQESCMKEGAYLASIH 60 
Ch_liver     MLAVSLLVCAMMALTRA?ADECPTDWEMFNGRCFLFNPLQLHWADAQESCMKEGANLASIH 60 
Ch_S65819    MLTVSLLVCAIVALTRA?ADECPTDWKMFNGRCFLFNPLQLHWADAQESCMKEGANLASIH 60 
             **:*******::***** *****:**:**************************** ***** 
Ch_pancreas  SLEESTFVKELTSADLIPSWIGGTGCQISTRWFWMDSTSMDYADWCAAQPDTTLTECCIQ 120 
Ch_liver     SLEESTFIKELTSADLIPSWIGGTDCQVSTRWFWMDSTSMDYADWCAAQPDTTLTECCIQ 120 
Ch_S65819    SLEESTFVKELTSADLIPSWIGGTDCQVSTRWFWMDSTSMDYADWCAAQPDTTLTECCIQ 120 
             *******:****************.**:******************************** 
Ch_pancreas  MNVGIGKCWNDTPCTHLHSSICAKPLK 147 
Ch_liver     MNVGIGKCWNDTPYTHLHSSICAKPVK 147 
Ch_S65819    MNVGIGKCWNDTPCTHLHSSICAKPLK 147 
             ************* ***********:* 
 
 
C.  Rainbow smelt AFP (type II) 
 
Om_pancreas  MLAALLVCAMVALTRA?ANGDTGKEAVMTGSSGKNLTECPTDWKMFNGRCSLFNPLQLHWA 60 
Om_M96154    MLAALLVCAMVALTRA?ANGDTGKEAVMTGSSGKNLTECPTDWKMFNGRCFLFNPLQLHWA 60 
             **************** ********************************* ********** 
Om_pancreas  HAQISCMKDGANLASIHSLEEYAFVKELTTAGLIPAWIGGSDCHVSTYWFWMDSTSMDFT 120 
Om_M96154    HAQISCMKDGANLASIHSLEEYAFVKELTTAGLIPAWIGGSDCHVSTYWFWMDSTSMDFT 120 
             ************************************************************ 
Om_pancreas  DWCAAQPDFTLTECCIQINVGVGKCWNDTPCTHLHASVCAKPATVIPEVTPPSIM 175 
Om_M96154    DWCAAQPDFTLTECCIQINVGVGKCWNDTPCTHLHASVCAKPATVIPEVTPPSIM 175 
             ******************************************************* 
 
 
D.  Pouts and wolffish AFP (type III) 
 
Ma_pancreas1  MKSVILTGLLFVLLCVDHMSSA?NQESVVATQLIPINTALTLVMMTTRVIYPTGIPAEDIP 60 
Ma_pancreas2  MKSVILTGLFLVLLCVDHMSSA?NQESVVATQLIPINTALTPIMMKGKVVTPMGIPFKEMS 60 
Ma_M11790     MKSVILTGLLFVLLCVDHMT-A?SQ-SVVATQLIPINTALTPAMMEGKVTNPIGIPFAEMS 58 
Am_pancreas   MKSAILTGLLFVLLCVDHMSSA?HQASIVANQLIPINTALTPIMTKAQVVTPLGIPAEDIP 60 
Am_liver      MKSAILTGLLFVLLCVDHMSSA?HQASIVANQLIPINTALTLIMMKAQVVTPLGIPAEDIP 60 
Pb_pancreas   MKSVVLTGLLFVLLCVDHMSSA?TK-SVVASQLIPINTALTPAMMKAKEVSPKGIPAEEMS 59 
Pb_liver      MKSVVLTGLLFVLLCVDHMSSA?TK-SVVASQLIPINTALTPAMMKAKEVSPKGIPAEEMS 59 
Ld_pancreas   MKSVVLTGLLFVLLCVDHMSSA?NKASVVANQLIPINTALTLIMMKAEVVTPMGIPAEDIP 60 
Ld_liver      MKSVVLTGLLFVLLCVDHMSSA?NKASVVANQLIPINTALTLIMMKAEVVTPMGIPAEDIP 60 
              ***.:****::********: *  : *:**.**********  *   .   * ***  ::. 
Ma_pancreas1  RLVSMQVNQAVPMGTTLLPDMVKGYPLT- 88 
Ma_pancreas2  QIVGKQVNRAVPLGTTIMPEMVKGYAPN- 88 
Ma_M11790     QIVGKQVNTPVAKGQTLMPNMVKTYVAGK 87 
Am_pancreas   RIIGMQVNRAVALGTTLMPDMVKGYPPN- 88 
Am_liver      RIIGMQVNRAVALGTTLVPDMVKGYPPN- 88 
Pb_pancreas   KIVGMQVNRAVNLDETLMPDMVKTYQK-- 86 
Pb_liver      KIVGMQVNRAVNLDETLMPDMVKTYQK-- 86 
Ld_pancreas   KLMGMQVNRAVPLGTTLMPDMVKNYEK-- 87 
Ld_liver      RIIGMQVNRAVPLGTTLMPDMVKNYEK-- 87 
              :::. *** .*  . *::*:*** *     
 
 
 
 
 
 



 
E.  Longhorn sculpin AFP (type IV) 
 
Mo_pancreas   MKFSLVATIVLLALAQGSFA?QGAADLESLGQYFEEMKTKLIQDMTEIIRSQDLANQAQAF 60 
Mo_AF026525   MKFSLVATIVLLALAQGSFA?QGAADLESLGQYFEEMKTKLIQDMTEIIRSQDLANQAQAF 60 
              ******************** **************************************** 
Mo_pancreas   VEDKKTQLQPLVAQIQEQMKTVATNVEEQIRPLTANVQAHLQPQIDNFQKQMEAIIKKLT 120 
Mo_AF026525   VEDKKTQLQPLVAQIQEQMKTVATNVEEQIRPLTANVQAHLQPQIDNFQKQMEAIIKKLT 120 
              ************************************************************ 
Mo_pancreas   DQTMAIEN 128 
Mo_AF026525   DQTMAIEN 128 
              ******** 
 
 
F.  Saffron cod AFGP  
   
Eg_pancreas   MAFLMRVLQLALLLAVGSQVHAYRLVLAGPQQHQQSLSEQLELLIAT?PATAATPATAATP  60 
              ATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATA  120  
              ATAATAATAATAATAATAATAATAATAATAATAAAAAAAVF 161 


