
 

 
1  *Os8N3      QMGLYF-WYRKPRNTAVLPTTSDSMSPISAAAAATQRVIELPAGTHAFTILSVSPIPILGVHKVEVVAAEQAADGVAAAA 
2  *Os11g31190 QMGLYA-MYRNSTPKAVLTKEVEAATATGDDDHSAAGVKEHVVNIAKLSAAVDVVKTRE—-VHPVDVESPPAEAPPEEDDKAAAATAAAVA
3  *Os12g29220 QMGLYV-FYMNATPVAGEGKEGKGKLAAAEELP-------VVVNVGKLAAATPDRSTGAVHVHPVPRSCAAEAAAAEPEVLVDIPPPPPP 
4  *Os03g22590 QMVLYV-VYKNPKKNSAVSEAAAAQQVEVKDQQQLQMQLQASPAVAPLDVDADADADLEAAAPATPQRPADDDAIDHRSVVVDIPPPPQP 
5  *Os02g30910 QMALYM-AYRSKKPLVASSSSAVVAAGLEIKLPEHVKEVQAVAKGAVAAAPEGRISCGAE-VHPIDDVMPSEVVEVKVDDEETNRTDEMA 
6   Os03g22200 QLALYM-AYRRTKKPAGKGGDDDEDDEEAQGVARLMGHQVEMAQQRRDQQLRKGLSLSLPKPAAPLHGGLDRIIKSFSTTPIELHSILHQH
7   Os01g65880 QLILYA-IYRNHKGATPAAAAGKGDAADEVEDAKKAAAAVEMADAKTNKVVADDADADADGKSADDKVASQV 
8   Os05g35140 QLVLYA-IYRNNKGA-GGGSGGKQAGDDD----------VEMAEGRNNKV-ADGGAADDDSTAGGKAGTEV 
9   Os01g50460 QLALYA-YYSRKWRGQDSSAPLLLA 
10  Os12g07860 QLILYAIYYRTTPKKQDKNLELPTVAPIAKDTSIVAPVSNDDDVNGSTASHATINITIEP 
11  Os09g08030 QLILYVIYYRTTPKKQNKNLELPTVTPVAKDTS-VGPISKDNDLNGSTASHVTIDITIQP 
12  Os01g42110 QLILYACYYRTTPKKTKAAKDVEMPSVVVSGTGAAAAAGGGNTGGGSVSVTVER 
13  Os01g42090 QLILYACYYRTTPKKTKAAKDVEMPSVI-SGPGAAATA----SGGSVVSVTVER 
14  Os05g51090 QLILYFCYYDGSTAKNKGALELPKDGDSSAV 
15  Os02g19820 QLILYAIYYKSTQQIIEARKRKEADHVAMTDVVVDSAKNNPSSGAAAAAANGRY 
16  Os01g12130 QLVLYCIYRKSHKEAEK-LHDIDQENGLKVVTTHEKITGREPEAQRD 
17  Os05g12320 QLVVYCIYSKC-KEAPKVLHDIEQANVVKIPTSHVDTKGHNP 
  
Fig. S1.  Alignment of the 3’-terminal amino acid sequences of the MtN3 family of rice.  Asterisks indicate 
the five most related proteins including Os8N3.  Names derived from TIGR Rice Genome Annotation Project 
[http://www .tigr.org/tdb/e2k1/osa1/index. shtml].  The portion included in the 3 ’ gene-specific probe and 
gene silencing fragment is underlined.  Red letters indicate conserved sequences of entire family.  Blue 
sequences indicate possible conserved residues between several members or subgroups within family. 
Alignment of portions of representative related proteins of the MtN3 family.  Sequences were using 
CLUSTALW (3 5) and displayed using BOXSHADE (K. Hofmann and M. D. Baron; unpublished). 

 
 
 
 
 


