
PtPCBER   MADK---SKILIIGGTGYIGKFIVEASAKAGHPTFALVRES--T  39 
MsIFR     MATE---NKILILGPTGAIGRHIVWASIKAGNPTYALVRKTPGN  41 
TpPLR     MDKK---SRVLIVGGTGYIGKRIVNASISLGHPTYVLFRPE--V  39 
ObEGS1    MEENGMKSKILIFGGTGYIGNHMVKGSLKLGHPTYVFTRP----  40 
PhIGS1    MTTG--KGKILILGATGYLGKYMVKASISLGHPTYAYVMPL--K  40 
 
PtPCBER   VSDP---------VKRELVEKFKNLGVTLIHGDVDGHDNLVKAI  74 
MsIFR     VNKPKLITAANPETKEELIDNYQSLGVILLEGDINDHETLVKAI  85 
TpPLR     VSNID---------KVQMLLYFKQLGAKLIEASLDDHQRLVDAL  74 
ObEGS1    -NS----------SKTTLLDEFQSLGAIIVKGELDEHEKLVELM  73 
PhIGS1    KNSDD--------SKLQLLKEFESLGVTIFYGELSEHDKLVAVF  76 
 
PtPCBER   KQVDVVISAIG----SMQIADQTKIIAAIKEAGNVKRFFPSEFG 114 
MsIFR     KQVDIVICAAG----RLLIEDQVKIIKAIKEAGNVKKFFPSEFG 135 
TpPLR     KQVDVVISALAGGVLSHHILEQLKLVEAIKEAGNIKRFLPSEFG 118 
ObEGS1    KKVDVVISALA----FPQILDQFKILEAIKVAGNIKRFLPSDFG 113 
PhIGS1    KEVDIVISTLA----VPQYLEQLKVIEAIKEAGNIKRFVPSEFG 116 
 
 
PtPCBER   MDVDHVN-AVEPAKTAFAMKAQIRRAIEAAGIPYTYVPSNFFAA 157 
MsIFR     LDVDRHE-AVEPVRQVFEEKASIRRVIEAEGVPYTYLCCHAFTG 168 
TpPLR     MDPDIMEHALQPGSITFIDKRKVRRAIEAASIPYTYVSSNMFAG 162 
ObEGS1    VEEDRIN-ALPPFEALIERKRMIRRAIEEANIPYTYVSANCFAS 156  
PhIGS1    NEVDRVR-ALPRFQAVLDNKKKIRRATEAAGIPFTFVSANSLTA 159 
 
 
PtPCBER   YYLPTLAQFG-LTAPPRDKITILGDGNAKLVFNKEDDIGTYTIK 200 
MsIFR     YFLRNLAQLD-TTDPPRDKVVILGDGNVKGAYVTEADVGTFTIR 211 
TpPLR     YFAGSLAQLDGHMMPPRDKVLIYGDGNVKGIWVDEDDVGTYTIK 206 
ObEGS1    YFINYLLRPY----DPKDEITVYGTGEAKFAMNYEQDIGLYTIK 196 
PhIGS1    YFVDYLLHPR----QKSEQVTIYGSGDAKAVLNYEEDVAAYTIK 199 
 
 
PtPCBER   AVDDARTLNKTVLIKPPKNTYSFNELIDLWEKKIGKTLEKTFVP 244 
MsIFR     AANDPNTLNKAVHIRLPENYLTQNEVIALWEKKIGKTLEKTYVS 255 
TpPLR     SIDDPQTLNKTMYIRPPMNILSQKEVIQIWERLSEQNLDKIYIS 250 
ObEGS1    VATDPRALNRVVIYRPSTNIITQLELISRWEKKIGKKFKKIHVP 240 
PhIGS1    AADDPRAANRVLIIKPPKNIVSQLDLVSSWEKTTGSTLKMTHIS 243 
 
 
PtPCBER   EEKLLKDIQESPIPINIVLSINHSALVNGDMTNFEIDPSWGLEA 288 
MsIFR     EEQVLKDIQESSFPHNYLLALYHSQQIKGDAV-YEIDPAKDIEA 298 
TpPLR     SQDFLKDMKDKSYEEKIVRCHLYQIFFRGDLYNFEIGPN-AIEA 293 
ObEGS1    EEEIVALTKELPEPENIPIAILHCLFIDGATMSYDFKEN-DVEA 283 
PhIGS1    EQEIIKLSESINFPENIHASILHNIFIAGAQLSFELTQDHDLEA 287 
  
 
PtPCBER   SELYPDVKYTTVEEYLDQFV---------------- 308 
MsIFR     SEAYPDVTYTTADEYLNQFV---------------- 318 
TpPLR     TKLYPEVKYVTMDSYLERYV---------------- 313 
ObEGS1    STLYPELKFTTIDELLDIFVHDPPPPASAAF----- 314 
PhIGS1    SELYPNYNYTSVDEYLKICLVNPPKPKLATYAQPST 323 
 
 
 


