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Q9Z1T4/1-69
096652/1-69
095381/1-67
KDGH_HUMAN/1-67
Q20320/1-67
Q20696/1-70
CAB43368/1-69
MG11_MOUSE/1-69
017801/1-68
060277/1-68
BYR2_SCHPO/1-67
Q94071/1-67
075336/1-67
075337/1-68
075336_1/1-68
Q21049/1-70
BOBT_YEAST/1-68
BOI2_YEAST/1-68
074653/1-67
035867/1-67
P91146/1-67
Q64028/1-68
046097/1-68
CAB38943/1-70
Q24191/1-69
AAD34018/1-68
076866/1-66
075334_1/1-73
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035711_2/1-73
Q94071_2/1-73
094830/1-66
BAA77392/1-66
064649/1-67
AAD34784/1-67
095271/1-66
Q24009/1-67
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076699/1-64
Q23972/1-64
094033/1-65
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Q91734/1-68
Q91735/1-68
EPB5_CHICK/1-68
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EPA7_MOUSE/1-68
EPA4_MOUSE/1-68
EPA8_MOUSE/1-68
073878/1-68
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008644/1-68
094885/1-68
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EPA3_RAT/1-68
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Q94071_1/1-68
Q21049_1/1-68
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Q23973/1-64
YPC4_CAEEL/1-67
ST11_YEAST/1-68
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1pk1 A
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1pk3 A
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