Table 8. Primer sequences used in this study

Locus 5’ flanking primers 3’ flanking primers

INTO1 5-CTTATGTAACGTTTTTGGTCATGTAARGT-3' 5-TTATGATGTGGTTATTAATGATTATGAAA-3'
5-TATTAATGATTATGAAAARGCCAAGTCRCT-3'

INT0657 5'-AGAGCTCCYCAGACACCCCTGATG-3' 5'-GAAAGTAATGGCTGATGTGGTTCCAGKTCC-3'

INT0990 5-ATCTACTGCCAAAACCTGTGCCTKTTG-3' 5'-RAGCATCTTGCCATAGCCCTGTCTCAT-3'

INT1026 5-GATRCTGTACACATTATCTCGGACCCA-3' 5-TGCAWCAGACCATCCTGTGCCATCAG-3'

INT1067 5-GTTACCTCYCTGAAAGTATATAATTGGTTTGCTAA-3' 5-GACTCTGYACATCTATCCCATGACTCTC-3'

INT1075 5-TTCCTTTGATCGAACCTGTGACCACAT-3' 5'-TGCTGGGCAGGTACACTGRTAGCTG-3'

INT1095 5'-AAGCSATTTAACTGGWGGTTTCACAAGAA-3' 5'-CAAKKGACTTTGAAAAMAGCATGAAGAGATATTTG-3'

INTI111 5'-AGGAGGCCAGGCATGCTTGTACCAAA-3' 5'-ATAYTTAACACAGCCAATTTCACAAGGGAGGAAG-3'

INT1124 5'-TGCCATRACCTCAGACATGATCTCTCCA-3' 5'-TTACGARAAAATGCTTAAGCTGCGMCGVGAT-3'

INT1167 5'-ARGGTCTTCCTGGTCWGSCTGGTACAG-3' 5'-GMWGACCATCTGATCCAGGGTTTCCC-3'

INT1189 5-TTCACTTCCGAGAGAACKGATCGCT-3' 5'-GAACARTTRAAAGAGATYCCATACACTAAARTAGAGT-3'

INT1068 5-TGCTRAAGAAGCCAAACTATAAGAARCTAGAACT-3' 5-TTCCATCTTCTAGDACTCTTAATTTTGTTTTCCT-3'

INT1098 5-ATGGHTGTGAAAATGGYCGCTGTGTGAG-3' 5-ACTTGGCRTTCTTGCAGAGAGACATCCG-3'

INT1122 5'-AGAAGGAGTTGGAACCAGGTGATGGAC-3' 5'-CTCCATATACGGCCACTGATCGAAGATTAT-3'

INT1151 5'-CASKTCTTCAGATTGCGTTTGGTAGTT-3' 5'-AAATGAACAAAGAGAATGAAGTRTTGMAAATCA-3'

INT1233 5'-AAGTGATGGGCCCTCAGAGACCTAGAT-3' 5'-YAAAGGTATTTCTTCTCCAGTATCCAGGTTCTTA-3'
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S-CTTTTCTTCTCTTGATGTGCAAYGGTTCAT-3'
5'-GTGGCAATTTGAGAAYATCYAGACAA-3'
5-GTTTAYTCCTGTGCWGGCTACTGTGTGG-3'
5'-CCATKATGANTGCTGGGTTCACTCCA-3'
5-GTGTTTCACCAATAGARTCTCCACCTCG-3'
S'-TGTCTCGTCATAAGCATCTAGCCAAGGA-3'
5'-GCYGTGTTAGGTTTGTAGAAGATTGGATTGTC-3'

5'-GTGBTCATAAGCCACAAATTCATTGAAGAA-3'
5'-ATAGTAGAGAACACCCAGYTCATTGAGGG-3'
5'-GAAATAGAACTATTAAARCGGCARCAGAA-3'
5'-AGTAAACTTGGGTATAACTGTTGTGTTGTT-3'
5-TGTCAGTYCCTTCATGRTAATGTTCAAA-3'
5-ACTYTCCATCCCTTTGCTGGCATCATA-3'
5'-CACTRAAVAARATGATGGAGGTGGATGT-3'
5'-TTAGCAACCAAAGCAMGAGAGGGTAAACT-3'
5-TACTCCTGCAGGACTCATCACACCTATTGT-3'
5'-ATGGAGAAGAGCTTGTTAAAATTGGAAAG-3'
5'-AGAAGGGCTTTTTAGGAARTCAGGATCTGTT-3'
5'-GTGGCGAGTAAGAAAAGAAGCYATGATGGG-3'
5'-GCAGTTCGWCCYACTCGATGGATRTAATC-3'
5'-GGTTAGATACATCGGCATGATCCTTYCTGGT-3'
5-ATCTGATGCYAGTGACTGAATTTCTGAA-3'
5'-AGGCTCTTCCMTGRCCACAGCAATTCA-3'
5'-CATAAAATGTGTATCTATCCATAAGRTGG-3'
5-AATGYTTCTGCTTTYCTCAAATGTATGGAG-3'
5'-ACCCYAAAGGAGCCATGCTRACCCAT-3'
5'-TGGCTATCATCATARCCAGTTGTAAGGTC-3'
5'-GAAYGTGGTTGAAAAACTGAATGCCAATGT-3'

5'-TACTGGAGAATTTTGGCTGARGAYAACCTT-3'
5'-GTGGAGCCAAYACACCTTATGARAAAG-3'
5'-GCACTCTCTCTTTATTRATGCCCAGGAAAC-3'
5'-GCCCCAATTTACTATGCAAATAGCGACTT-3'
5'-CAGGCTCAAAAATATGGGATCCTACACC-3'
5'-TSACTAACTCTACCACTGCATTCCCACCATA-3'
5'-CTATHATTGCAGGCATGCCAGTCCTTGA-3'
5'-CAAGAAGAYCCCAAYTCTATWATTGCAGGCAT-3'
5'-ATGTTYGACTACCCACAGCTGAGTTTTGA-3'
5-TTTTTAAGATATGAACAAGCTGAACATTTTAGGAA-3'
5'-TGAGATTKCCTTTMACCTTCACAAACTC-3'
5'-ATCTTATTTAGTCCACCATGGGTACTGT-3'
5'-AGCACCACAGTTATCCAAAATGTAAATA-3'
5'-ACCAACATTGCTGAGACATCCATAACCA-3'
5'-GAYAGGATCTATBACACCATGAGGRAACT-3'
5'-CCTCTGAAGCACCAATTGCCAAAATAC-3¢

S'-TTAGTTTAGATTCTCGATAAGGAACATGAG-3'
5'-GAAAAGTGCTTCATGCAAATCAGCTGG-3'
5'-AAGCATTTCATTCTCTCTTCTGTTTCCAGGTT-3'
5'-AGCAARCGCCTAGGATCCCTTAATAAGTT-3'
5'-ATATCACTCACCCCATCCCTGACYTGACT-3'
5'-TTGCAGATAAATGGTACTGTGACAGAAAATA-3'
5'-CTGTCTTTCATCCATGATTTGGGACCA-3'
5'-"TAGCTAGTAGCCAAGTGGGAGAAGATTC-3'
5'-ACCTGTACAATCCTYTCAAACATATGA-3'

5'-AGAATTTGTCTTTGTCTCAGCARCTAAA-3'
5'-CTTGGGCCTTGACCATTACTCTGGCTC-3'




