Supplemental Data. Nucleotide sequence and deduced amino acid sequence of the 4BA2 gene.
The predicted amino acid sequence was confirmed by comparison of the genomic and cDNA
sequence of ABA2. The coding region of the ABA2 gene is written in uppercase. The —492 to 459
nucleotide deletion found in the aba2-14 allele is underlined. The 737 to 789 nucleotide deletion
found in the aba2-11 allele is indicated in bold. An in-frame TAA stop codon is found 18
nucleotides upstream from the ATG translation initiation codon. Nucleotide numbering begins at
the ATG start codon.

-540 acaactttcactagagaaat at cggaaaacataaattacatttgtgaaaattcgtagaaa -481
-480 cacat gt gcgaagat caat cat gacccat gaat gaat gt aat cgat ct cacggatgatct -421
-420 acagaaagt gaaaccacaaat aacccaacactatactgtaattctgtatcatggacggtt -361
-360 togatacggtttggatttcggttcgattacgaatcataattgtatccttaattttctaaat -301
-300 cggatcggtttggtttggtgcaaattggatcggtctaacttaacgtctctaaaatccgca -241
-240 aaatgtgcttatagtcaaatccgttagtcttttattgggcttacaatttaaggcccataa -181
-180 aaacccaat gacgaagcaqggacttgcttttt gat agccgt at agagaccgacaccaaata -121
-120 gccgagaaacaacgcaaact ccgatt gagaggtgtttgcatgattcctgagettgtctgt -61
-60 gt caat agt gaggcact acat cgaggaat aagaaagaagat ct aaggagct aaagct att -1
1 ATGICAACGAACACTGAATCTTCTITCTTATTCTTCTCTTCCTAGICAAAOt at aagct t 60
M S T NTE S S S Y S S L P S QR
61 tctccaactttttcctctgatccaactctttttgtttgatcttcgtttactttacctttt 120
121 tttccttcttgggtcattctaaatactgaaattttgttctttgagggt caaattaacagt 180
181 tgataatcagaccatggagttttttcagtttcatgagtgtctttgetctgcetcacgacag 240
241 atttgagatctagtcatggttctgtttgatttattgatgtcaaatcttgaaatgtttatg 300
301 atctctaggtttcagtctctttgctttttattatgatcttcaaacatttggattagtttt 360
361 atcagttctgattcaataaactagtgatatacatttggcttttgtttacaaatctctcaa 420
421 cttcagatttgttattttgtgtcccatttgattcatctttacctcctttgcacgttctgt 480
481 ttcaaaactggatttgtggtcctttcttttcaccattgtagttttgtggcccagatcttt 540
541 ttttttttattttgtggcccagatcaatttatgaataaagttctttttttttctgttgca 600
601 ttttctttcactggtcttaagtttgatgtaacatctcaaccttattattaggagactatg 660
661 gtgcgattggtttaatccaatttaattacttgcttttaatctcttgtgttcttgatgtga 720
721 cagCCTTTTGGEGTAAAGT GCCATTGATCACT GGAGGAGCCACAGEGATAGGTGAGAGCAT 780
L L GKVALI TGGATGI GE S I
781 TGITCGICTGI TCCACAAGCACGGTGCCAAAGTCTGCATTGT TGATCTGCAAGATGATCT 840
V RL FHKHG GAIKWVTCI VDL QDUDIL
841 CGGAGGTGAGGTGTGTAAAAGTCTCCTTCGTGGTGAGT CCAAGGAGACGECTTTTTTCAT 900
G GEV CKSLLRGESKETATF F I
901 CCATGGECGATGITAGAGTGGAAGATGACATTAGCAATCCGGTTGACTTTGCAGTICAAAAA 960
H GDVR RV EUDU DI SNAVDUFAVYVY KN
961 TTTTGGGACGCTTGATATACTTATCAACAATGCAGGATTATGTGGAGCACCGTGCCCTGA 1020
F G T L DI LI NNAGLTCGAUPTCUZPD
1021 TATTCGTAATTATAGI TTGAGTGAGT TCGAGATGACCTTTGATGTGAATGTGAAAGGAGC 1080
I R NY S L S EFEMTFDVNYVIKGA
1081 TTTTCTAAGCATGAAACATGCAGCTCGTGTAATGATACCGGAGAAGAAAGGGT CGATAGT 1140
FL S MKHAARVMI P EIKIKUGSII V
1141 TTCCTTATGTAGTGTGCGAGGTGT TGTGEGAGCCGT TGGTCCACATTCTTATGITGGTTC - 1200
s L CSVGGVY GGV GPHSY VG S
1201 CAAGCATGCTGITCTAGECTTGACTAGGAGT GT TGCAGCGGAGCT TGGACAGCACGGEGAT 1260
K HAV L GL T RSV AAEL G QH G I
1261 ACGIGTGAACTGIGITTCGCCTTACGCCGGTTGCAACTAAACTCCCTTTGECTCATTTGCC 1320
RV NCVSPY AV AT KULA AL AHTULP
1321 GGAGGAAGAAAGAACGCAGGATGCATTTGTTGGTTTCAGGAATTTTGCTGCTGCAAACGC 1380
E EERTEUDAFVYVY GFRNFAAANA
1381 GAATCTAAAAGGCGGTGGAACTGACGGTTGATGATGTAGCGAACCCTGITCTGITTTTGEC 1440
N L K GV ELTVDWDVANAVYVILEFUL A
1441 TAGCGATGACTCGCGGTACATAAGCGGAGATAATTTGATGATTGATGGAGCGATTCACTTG 1500
S bbSRYIlI S GDNLMI DGGUZFTC
1501 CACTAACCACTCCTTTAAAGTICTTCAGATGAt gcatttt gct aaagaatgttgtttaatg 1560
T NH S F KV F R *
1561 tttattgtccgccaatttatcatgtctatcaaataatttaactgtggagcttattgtggt 1620
1621 tttaattgttacttttagcattgtagaaatgtttgatgttaactacatttcttactggta 1680
1681 gacattgaacaaaat cagattctcat aat gattaaaaagatt gagt agcaaaaat at cat 1740
1741 aatgatgtattgatgtttcttgaattagagaggactacaactttgacgagaaattgtctg 1800
1801 attaacagtatctactagaatcccacatgccacttttgcctgttcatcaagataattata 1860
1861 aaacaaaattccattaatctgattagaaactgcatacattttctatgattatataatcta 1920




1921 gaaagtcaaatt caaat gat gagaaagt at aaagttt gat aaaccaaat aat t gagt aaa 1980
1981 aactcaagttccttacctttaaagggaaacggaagaacaaaacgccaagtt 2031



