TableS 1a :43 De-regulate at SSH and cDNA base on average fold change > 2 or < 0.5 and p value< 0.01 (t te

P value in

Gene Name Symbol Uni Gene | D Cytoband
copgnememnmbneom 9 Co9 Hspl H$R220 0 0.50006 O0.0010
tyrpph a B - Zyigonga s TDO2 Hs . 18 @63 2 40.0000 O0.00209
REV3; Icigtkieacl s u b upoymte r afs eDdARAt a REV3L 021 Hs. 2320220 ®. 0087
interl eptbrnl 1keede I L1RL1gl12 Hs. 66&. 0025 0.0039
UDRI-u cooyste s ovlr as e UGP2 Hs . 413138 B 20. 0001 0.00083
pr otpe @wmat a el € omrh i) bsiutborni t 3 PPP1R3CR23IHE. 3030900 DOOO0OO0O3
met al | ot(fhu romteii oin dlF MT1F Hs . 438¥ 37 16. 0002 0.0072
t ub,uphianugbi t ous K- ALPHA-1 gHZX.. 42 66008. 00329 0. 000C
hypt heot obtaln FLJ33641 FLJ3&64 P Hs04@0386 0.5001
CDNA FLJ12z8bhef NE2RP2DIT254 Hs. 27621 0.0029 O.
Similar t opr4Q 2 (Pd)@4Vs &8 Kk D Hs. 448M&8 19.0001 0.0015
fetal Aloehei mer ant.i FALZ Hs . 4 428 .43 1D. 0074 0.001
apgha- 2gydHadB ot ei n AHSG Ha2 B24748.0047 0.0068
UDBRBIyvc glst r ansf eyrpayseat | d @f @@&@T 1 A10 Hs. 278896 0.0004
4 ythr olxeylp y uv atye neis o x HP D Hs. 289&@ 4t-re120. 0029 0.0001

cat ermidrher i npr @ ¢ gdl@i-dti ke 1 CTNNAL10g3MHs2 584808. 0044 O0.005
COX15 hboimnotlbr ome ¢ yyoyx€OH$8® asslemBP @HA81 100 0001 O0.0020
t hpuoi neyl 3-rmentsif er as e TPMT p22 H3. 377002025 0.000
lpoyl t ransferase 1 LI PTqll. 2 Hs . 101 20305160 02 000
f ytdci dgprba tnediinmns 8 | e (mamdh ABBP8Br t Hs . 1 1p2 $3629 10. 0019 0.0020
tyrpph a 8 - dyigonega s TDO2 Hs . 18 §6LB 2 40.0003 0.0007
vil [eizy i VI L2 Hs. 4039 82%6- 60. 0024 0.0000
t ub,uphianugbi t ous K- ALPHA-1 gHZx.. 4266 008. 0039 0. 004
4 ychr olxeylp y u v atye nehis o x HP D Hs. 289& 4t-re120. 0000 0. 0055

copgnememnmbneom 9 Co9 Hspl H$R220 0 0.50003 0.0000O0
met al | o t(fhd mateii oan dlF MT1F Hs . 43&Y37 16. 0000 0.0001
hypt hept otal n FLJ23235 FLJ2B2A35 HGs.. ®QALG 0. 0 37 5
zingepfotnein 5109 ZNF519 pl1Hs2.13526035000108 0. 000C
solute gaZF8meebef amil SLC38A2 0gHs. 29082070510 1022 0031

met al |l otthiuoalki ondlA MT1A Hs . 44002 39 1®. 0000 0.0001
hypt heot otal n LOC51244 LOC5p2%.41 Hs.236260 03000
c hemd&- -eC) daintdi f2 CXCL2 Hsg215765 0.9062 0.00009
go di reassteagpblot @ i5/Ek D GORASP2 Hs. 634031>-. @. 0096 0.0049

Transcawehed weth motohedttaT e si Hisl #adi7t471 0.0062 O
met all ot hi onein 2A MT A3 H s0.. 401080204 10 . 01061 5
chromosmme rddhd@ me 6 C20o0rf 64 Hs . 430263 02.00003 0. 003
hypt heot obtaln FLJ20445 FLJ2 @23.53 2 0Hs0 B7408 74.80 0 819D

i nsulagr owt hk & aprtootre ibni nldi n | GFBP1 pl B2 401B.16002Z 0. 0070
met all ot hi onein 1X MT IgX3 H s0.. 307040915 00 . 01060 8
met all ot hi onein 1K K Hs . 1 8\T514183 16 0.0000 O0O.00709
PR domaig 1cOont ai ni n PRDM1O s.@2h5086 0.101046 0.0003
t ub,uphianugbi t ous K- ALPHA-1 gHZ3.. 42 66008. 0033 0. 000C
stathmprno tle/ionn clo8 STMN1 p3tbsp312-0 9988090 0. 0034




TableS 1b : 69 De-regulate at cDNA base on average fold change > 2 or < 0.5 and p value < 0.01 (T test)
P_value

n

Gene Name vmb o | S Uni Gewmebhbd C SSH c DNA

transl|l atipooted4n®mhi bitor UK114 Hsg2128426 0.80133 0.0081
copgnememnmbneom 9 Co9 Hspl H$R220 0 0.50006 O0.0010
hi st,olhde 1 HI ST1H43J Hs .p2 23483 6.0272 0.003
pat ey pxé $§sed 3 PEG3 Hs. 201776 0.0
hempeoxin HP X Hs . 42641886 0. D117 O0.00009

tyrpph a 8 - 2yigonga s TDO2 Hs . 18 §6LB 2 40.0000 0.0029
REV3; Icistkieacl s ubuppymte rafseDMdAt a REV3L 021 Hs. 2320220 ®. 0087
interl eptbrnl i1 keede Il L1RL10l2 Hs. 66. 0025 0.0039
UDRI-u cporsie s olr a%s e UGP2 Hs . 413138 3 20. 0001 0.0003
pr otpe @Wwat a el &€ ovrh i) bsiutbouni t 3 PPP1IR3CRR23IHE. 3030900 DOOOO0O3
met al | ot(fhd mateii oman dlF MT1F Hs . 43&Y37 16. 0002 0.0072
def ommear reagl | g ufoaocdDeaoms i ADEAF 1 Hs . 4181 52 100. 0108 O0.000O0
t ub,uphianugbi t ous K- ALPHA-1 gH3.. 42 66008. 0029 0. 000C
hypt heot obtaln FLJ33641 FLJ3&a64 P Hs04@0386 0.5001
solute a3&iinecpo ritaamesmber 14 SLC39A1421H3.301004B1738 0.001
CDNA FLJ1283Dhef NE2RP2DDPT254 Hs. 27621 0.0029 O
Transcaouehedsse EST Hs. 459670 0.041
MRNACDNA pPKEFZE O D2 cl| pBh®T DKFZHs . 321261 0.8839 0.
der mat apgnogyw b ha Be DSPG3 Hsog24356800. 01726 5 0. 0026
Similar topr4Q % (P @4Ns @l D Hs. 4488 &8 19.0001 0.0015
fet al Aloehei mer anti FALZ Hs . 4 428 .43 1DP.0074 0.001
apgha- 2gydHadB ot ei n AHSG Ha2 B24748.0047 0.0068
pl ei phmaocr a deenneo-mai ke 1 PLAGL1 Hs. 132911 0
ser(@necéeprme ei nasel iamdes BARPIONA3 Hs. 3538 1@. 0323 0.001
jum@n domai g 2 nt ai ni n JMJID2A Hs p346B2338 3 a. 0291 0.003
UDBlyc olst r ansf egmaysea | d@&f @x@T 1 A10 Hs . 278896 0.0004
4 yhrwoikeyip ¥y u v atye nehis o x HPD Hs. 289@® 4t-re120. 0029 0.0001

cat ermidrher i npr @ ¢ g@l@i-dti ke 1 CTNNAL10g3MHs2 584808. 0044 0.005
COX15 hbonotlbr ome ¢ yyoyx€OHEB asslemBPl @HA81 100 0001 O0.0020
poyme r RNA (IDNA di)pog et edd OIL R2 | Hs . 4 9106 2 9 0171 0.0022
manvi@gh a6Haycr ot ei 2 - bl elaMGEGAT 2 Hs . 93388 140.2976 0.0043
t hpuoi neyl 3-rmentsif er as e TPMT p22 H3. 37702025 0. 000
lpoyl t ransferase 1 LI PTqgl 1. 2 Hs . 10120305160 02 000
f ytdci dgprba tnediinmns 8 | e (mamdh AIBP 8T t Hs . 1 1p2 $3629 10. 0019 0.0020
tyrpph a B - yigonga s TDO2 Hs . 18 @63 2 40.0003 0.0007
vil (eizy i & VI L2 Hs. 4029 §2- 60. 0024 0.0000
t ub,uphianugbi t ous K- ALPHA-1 gH3.. 42 66008. 00329 0. 004
t ub,uphianugbi t ous K- ALPHA- 1 agH3.. 4242 6608. 0184 0. 005
CD48geafBt cel | mmemiern aneCD4 8 Hs. 902102341 0. 0302 0.00809

4 yhr olxeylp y uv atye néis o x HP D Hs. 289&@ 4t-re120. 0000 0. 0055

copgnememnmbneom 9 Co9 Hspl $22 0 0.50003 0.0000O
met al | ot(fhd ma}teii oan dlF MT1F Hs . 43&737 16. 0000 0.0001
hypt heot otal n FLJ23235 FLJ2R@E2A35 HG.. ®0aLG 00L. 0 Bt7 5
zingepfomein 519 ZNF519 pl1Hs2.1352603.5000108 0. 000C
solute a3 8meebef ami l SLC38A2 qHs.29D82070510 102 0031

metall otthiwao)ki an dlA MT1A Hs. 44002 39 1®. 0000 0.0001
hypt hept otal n LOC51244 LOCS5 p»2%.41 Hs.(2.3(03026307 03000
c he md&-i Xx-eC) daintdi f2 CXCL2 Hsg215765 0.9062 O0.00009
go di reaysstegubloit @ i5mek D GORASP2 Hs. 634 031>-. @. 0096 0. 0049

Transcawehed weth motohedttaT e si MHisl ddi7t471 0.0062 O
heoloo b iphha 2 HBA?Z2 Hs . $1439.633 0 061836 0.002
CDNA c¢clone MGC:5226@8 meEtMAGE: 4 H33 24671 66 4 0.0268 0.
Transcawehed weth motdedtdaT e si Hisl. drdi7471 0.0184 O
Clone | MAGENRMINS 24631 EST Hs. 385640 0.0065 0
Clone | MAGENREN2 72798 EST Hs. 131463 0.0817 0
Similar to Nonhriostteod nne HMQ@-olmo sk Sk | 02 1H3.14693P7D39K8 0. 00C
met all ot hi onein 2A MT A3 H s0.. 401080204 10 . 01061 5
chromosmme redd@ me 6 C20o0rf 64 Hs . 430263 02.00003 O0.003



hypt heot obtaln FLJ20445 FLJ2 @m23.53 2 0Hs0 B7408 74.80 0 818D

hypt heot otaln BC011204 LOC112828 Hs 0197€800. D8
miQem-acmriO\Iaet|md ki nase 6 MA P Kz 1 Hs .02 D11HU&B0O 0.10050
i nsulagr owt hk& aprtootre ibni nid i n | GFBP1 pl B2 4018B.166002Z 0. 0070
KI AAlpl @B e i KI AA1173 S. 225486 30. 2857 0.002
metall ot hi onein 1X MT 1gX 3 H s0.. 307040915 00 . 01060 8
met all ot hi onein 1K K Hs . 1 8\1514183 16 0.0000 0.0079
PR domaig 1cOont ai ni n PRDM1O s.2h5086 0.101046 0.0003
Similar, betL®CH g 7mBEN EST Hs . 45 142 2 8 0.0330 0.0075
t ub,uphianugbi t ous K- ALPHA-1 gHZF.. 42 66008. 0033 0. 000C
st at hmprno tle/ionn clo8 STMNI1 p3Hbsp312-0 9988090 0. 0034




TableSic: 701 Deregulate at SSH base on average fold change> 2 or < 0.5 and p value < 0.01 (t test)

P value in

Gene Name vmb o | S Uni Gewmebhbd C SSH c DNA

Transcoawehed wedihmistraaodireti n EST Hs. 485572 0.00
copgnemembneom 9 Co9 Hspl H$R220 0 0.50006 O0.0010
ag nasever ARG1 Hg2.34409308. 0613 0.0140
hah moylori @untuc | e o sop mha IMa IHIMGNiI4n Hs . 23®@77 & 6 0.0000 O0.267
generalptomnsaxtidkD | | AGTF2 A2 Hs . 272523 1%.0019 0.251
hptad obi n HP Hs . 42023.913 1 060050 0.1083
chromosmme re& da me 1 Cl8o0r f1 pl Hs2 285®M9D05K8 0. 071
ri bosproontaclé n L 37 RPL37A Hs . 4@83%701 R. 0055 0.0584
t ubuphian6al TUBAG Hs . #5478 0. 0D21 0.0574
hydryex e d i ¥ el doon Ads e HSD17B4 Hs . 3086894 05. 0000 0.9241
cymovy ®i rfc ad decr i n CTRC Hs. 8703% . 211 0.0061 1.000C
t umor necr@aoips rsfua,ameorbTeleRIeF1 1B Hs .0847 91 080050 0.0249
pancr @asd-crpdditad iemd 1 PNLI PRP1g2®s3 739R3003100 0. 854
v-evishreom| ast osaenev ihgo @OrNIEP2 6 o0 nHeso. 2 9 22427.73 210. 0000 0.040
RAB1l,1lAember oRAS8 vbambl RAB11A Hs. 75081 831 50084 0. 3632

alagt @f t i wyffl aaomtmart ol Al F1 pPHs 376368. 00B83 0. 138
c apshien S CTSS Hsg21813010. A083 0.1859
tyrpph a 8 - dyigonega s TDO2 Hs . 18 §6LB 2 40.0000 0.0029
h e ooo b ikee t HBB Hs. 1558176 5 11 0.0092 0.036
ga mnoh 4 ylaydhr o (c ajaa@ s efylpoly 8 mG G H Hs. 786012. 3 8 0.0033 0.15¢6
hpga obin HP Hs . 42023.913 1 060017 0.014
ma |l a tydergecheals lADo Il Jubl e MDH1 Hs . 75®17%. 3 2 0.0001 O0.184
REV3; Icistkieacl s ub uppoymte r afs eDMdAt a REV3L 021 Hs. 2320220 ®. 0087
CD6 9ceaitDieva Mk c el | aecit ICD&®Oi on Wt B249DFRE2 120.0032 0.1757
interl eptbirnl 1Lkeede l L1RL10gl2 Hs. 66. 0025 0.0039
fibennbike 1 FGL1 p2Hs2.11 B7 0.8015 0.015
LanC | ayntt ihkeit gdsriegcnct (T actt IANEC L 1L Hs . 1 8B%WWH 20. 0019 0.1221
MRNAchr omopsomei ¢t sKlamsk5d7. EST Hs. 497770 0.
sol ut e a3@cykatrCofAoomirlamSsL. C3 3 A1 Hs . 28%.135b 30.0021 0.014
titin TTN Hs. 434384 0.001
24 - dylemCo A redutbdeentiDE @GR1 Hs. 410215 38 8 0.0004 0.0409
chromosmme rdeddame 45 Cl4o0orf 4524 H3. 2605996314 . 202
hypt hept otal n MGC10854 MGC1062%4. 1Hs. 4000@2A0 02024
mgor hipat oyboghietxc | a PR blet a 3 HLA- DRB3 Hs. 308026 (
translin-associated factor X 4 2.1 TSNAX 00 4Fs .09 6025497
UDIRl-u cporsie s olr a%s e UGP2 Hs . 413138 3B 20. 0001 0.0003
heat s haotcikont rfaancstcorri 2 HSF2 22. H53 . 1591 DH 606 0. 169
hps i(thr ans mernobtrreasinseg i ne IHPN Hs. 432502 2. 109. 0006 0. 6065

Transcawehedsse EST Hs. 37138 0.002°
solute wgaZ@meembef a@i | SLC26 A3 og3Hs. 16500 00278 0.4946
ups t r e am tbri aindsoomr, i R &NBYMerUB T F Hs. 897mM81. 3 17 0.0063 0.397
siviat r anqédhanadg aeev g3BiIBetAT7 B Hs . 2 8832.1155 1. 0006 0.041
pr otpe @wat a el € omrhi) bsivtbourni t 3 PPP1R3Co23H4 . 3030900 D00003
met al | ot(thu romteii oin dlF MT1F Hs . 438¥37 16. 0002 0.0072
guani ne nuabreoot{@iprdaet) dahl@mGINiAN 1 Hs. 2m3B 6 2 70. 0004 O0.8412
car bovdira saeemuispelt e f 58 ¢c CA3 Hsol 3222129 0. 8006 0. 3632
B-celptlorr-ecspsot éebhedl BCAP31 0028s.38102302062X 0.1813
ser mi pgeirmei/nseyl NT -ammcsdter as e SAT p2 2Hsl. 284010004 0.077
capaqpr ot(@d tni n ) fmul sacmeeptliZCAPOAR2 Hs . 3639150329-. 37 0. 0083 O0.812
enol,tbeg @B scl e ENO3 Hs . 22 4ol 1 1 12.0001 0.2470
ri bonuBNaaseA4 f ami | RNASEA4 Hs. 283749 0.0060
Data mot foun EST Hs. 446682 0.0028 0.
acti nprrogled tnd & ks3du boudnkk BRP C3 Hs . 43@%1 111 12 0. 0007 0. 34069
pr otpe wmat affeor IMErCingae s i PiR-Md 6 Hs . 1702 833 2 0.0075 0.261
met hi oniymeh ¢ RiN#Ae s MARS Hi 332586 70. aa@®11 O0.107
enhancer od @zregdstidd ah o meZ ld 2 Hs . 4 48 @8 B8 70. 0068 0.1898
stratifin SFN pHG..11184510. 0D65 0. 022
forkhead box M1 FOXM1pl 3 Hs . D7 VPBS 01283632



retinobl @prtootnea nbi7ndi n RBBP7 pRlg. 20607B. 0OX0O9 0.031
hypt heot otal n MGC5178 MGC517p81. Pls. 45908 0800V 1 106 056
sortilin 1 SORT1 p21pis3-.39400904%Y 0. 210
zingepfotmein 211 ZNF211 0ql3Hs4d 44907003890. 133
ri boproomaele n L 18 RPL1S8A Hs . 3373 66 90072 O0.0137
poyme r RNA I(DNA di)eedtDe dRPC6 2 Hs . 29017456 1 0.0089 0.188
pri@mmt ei ngpr it € act i n PRNPI P pBs2. 15108620087 0.1869
ulmii tin of adabnodel-1i ke UFDI1dl 1. 2Hs. 4046268 @210 2
N- gtrhal ei mi de- sensprtoitveHNMPACcCt orHsat7thafc32mxth 19 0. 0006 0. 059
MCM7 minichromosome (SmHCMT enamsce 4887 2@RRedMt d. 0078 0.029
CUGDpterpe artRNA bprodienn 1 CUGBP1 pHg . 3218%®9001210. 2712
r gnfge pr ot(@3 HG4 B8 RNFS8 Hs . 202439 6 0.0075 0.121
K1 AAOQOg2 Apé o dl u c KI AA0296 Hs . 9518.48 9 D6 0022 0.282
c AMPpomesd ve elgernoetneti nb-ilnidkien 1 CREBL1 Hs. 42853

H2A hi syvomembamiV H2 AV W3 3010®M5 00772 0. 00009
sl egrnosti ne ki nase K Hs SY9 2 1a8 2 9 0.0000 O0O.0526
eukoatri ¢ transl ati damoifroirtm alt iEd rF 4fAdlc tpb3H s4 Al 209.607032 8 107. 1147
Transcawehbhed wedihmwistraodiretki n EST Hs. 478508 0.00
pr ogtaammdipar eyl ke ad ®gtasandi n PTGS1 Bs388874 0. ®057 0. 050
hypt hept otalin LOC153561 LOC1dA 351 HsO 503D 70. 99
midem- acpriokaetiend ki nas eiMAIPB&Ks7d PKLi nHass. e41033. 912n7t e 220057 0. 001
t ub,uphianugbi t ous K- ALPHA-1 gHZ3.. 42 66008. 00329 0. 000C
ph @sayliskr ipmpr@ r ece PTDSR Hs . 7 2 @60 1. 0059 0.3632
c hemd&- -eC) daontdmEll a mroanat h CXCL 1 Hg2.17 8 9 0.40000 0. 7466
pr ot edwomemapaino26S sobBS8SKD?2 Hs. 3808%21 3 0.0001 O0.519
barrierogtad i @t diactt o r 1 BANFL3. 1 Hs. 4330®%% 011085
nicastrin NCSTN eme34788. 0020 0.0799
RNA bg mog mf ei n 6 RB M6 pPs1..138 88 7V . 031038 0. 363
CAPadleantycel acs e - s ctpeiy@s BAP 2 Hs. 29®24 B 6 0.0038 0.279
praE on @tcii rc e PNOC Hs. B2711 809 080008 0.06109
docopi mmt ei6R kIbavn st yrecasminbOK & i Hs . 10 B1835 4 20.0077 0.4240
Cl one CB1Alldbulmimumni@e av vari abl e EST Hs. 448830

mgor hipat oyboghietxc | a PR blet a 3 HLA- DRB3 Hs. 308026 (
mani g fhroortborl aasigl a MF NG Hs. 37118 220.0064 0.1492
di s h e vdeslh ehd@mogisad! a DVLS3 Hs . 384972 8 30.0007 0.3319
mgor hipat oypophetec | a DPh rIl 1 HLA- DPA1 Hp2 .19 B4 . 0012 0.016
mgor hipat oyboghietxc | a PP bleta 1 HLA- DPBpP1 .Hxs . 36840909% 0. 014
CD72¢geann't i CD72 Hs . 1p1 84 81 90. 0016 O0.682
zingerfiamd BTB dobfnain cOHBTBY ni nHs . §1638.22 9 0.0015 0.052
K1 AAOQOp7 416 e i KI AA0O746 Hs . pL%5 @20 40. 0063 0. 435
SWI / SNF, ma&tl rait e,da s p@omd edrete dr SMARCD3 g3t6364448040902HF 0. 0562
nidgemofixation cluster-1like 2 4NLFU 0. (H3 8 50.70120
sol ut e ooazmiiteorc hfoanmphlpsSIL C2abrAr3i erHs . 2@ ®B4 0 4 0L.20000 O0.0084
somgtnenxin 17 SNX17 MR 2278660042 0.0090
guani ne nuabreoot{@prdaet) dbi entdsi Br3 Hs . 37 59 3 120.0088 0.0078
Transcawehed weth motohedttaT e si Hisl #adi7t471 0.0023 O
CD79Boe ginnimglnoobul i n- a)s s@GR7T B ed Het 8@89¢B5 1.0081 0.0512
dynact(d 3 DCTN3 Hs . 51p1 36 8 90. 0006 O0.1301
anwptphbc | aterfaveldscheomss esm@& ALS2CR&3 Hs. 1640a@88 Q. 0449
bacul ov peraatl- cloA® arieni n Bl RC2 Hs. 282107 010093 0.2858
sol ut e ooal(€roide ru nf/abmilder tac EHCtO0OALanHIRDS5DR a40019 0.097
bet ai nyst bomlec man ©if er as e BHMT ql 3 Hl145- 8 00/.5660045 0. 0195
Transcawehbhedsse EST Hs. 271280 0.002
hypt heot otaln FLJ33641 FLJ3@a4 r Hs04@08bB 0.5001
visinin-1like 1 VSNLp24. 3 Hs. 2@88B09920. 445
acti nprrogledtnd i ks3u boudnick BRP C3 Hs. 43@%1 111 12 0. 0007 0. 153
i nhi bitor godd DNiAgadbritneriehel i x-1 1 D2 p25 Hs. 108.000000W1 @®@. 0160
tamkse dprbitepdiB Xk D TNKS1BP1 Hs. 906 25 1 110. 0011 O0.363
pyi doxh meatbe eoxi das PNPO Hs. 327083853217 0.0007 0.076
solute gatheueotfamemtiaeB8leC6 Alr anHs . pPRKRHAU3 B. 0085 0.1950
pr ot ei h AMPRrasga mmat & dvidPR-KAaGtlal Hs. 313&t4 120.0010 0.9741



syndecBwsBe)c an SDC3 Hs. 15@23282. 31 0.0055 0.1409
Rhauani ne nucogeedttcHFe5r e x ARHGEF 5 Hs .a3 33%5 D. 0080 0.9139
esdemno r elpphtp®manr ec e ESRRG Hs. 1564017 10. 0016 O0.3632
Kl AA0635 Kl AA0O635 glHs. 185090028 O0.2419
hy pt heot otaln FLJ10597 FLJ1@B%¥a7 Hs0906878 0.1363
CDNA FLJ12z8bhef NE2RP2DIT254 Hs. 27621 0.0029 O
i dur onphlda & e | DUA Hs pl869. 536 0 a.0017 0.092
c a pshi en(lynsdh pa i) n CTSW Hs. 416283881 11 0.0000 O0.052
hypt heot obtain LOC283578 LOC2 8B46.738 Hs0 .2028®® 20 . A48
HLA-B assoepialted transcBAT1 Hs . @254 B4 2 ®. 0096 0.754
cvt ochr ome yRUDWObyf Aponi et i de CYP2A13 Hg 31219730 . 010907 0.020
PTPRF igpt@tr eébicdpodm ne¢lprni eRPH1 BP 1 Hs . 3p8 2 m2B30. 0RP01 O0.1088

i nsulaoar nwt hk & aprtootre ibni n7d i n | GFBP7 qlEIs.43507.9050444 0.4481
anyki peate domain 15 ANKRD@m@4 . Hs . 77054060259 0. 228
ri bonuBNaaseA4 f ami | RNASEA4 Hs. 283749 0.0033
pericentrin 1 PCNT1 g25.Hls. 18838P591D. 363
chr omoyy®mergbhbame 133 C60rf13p31 Hs . 130..80429 0 60. 363
r etoge grion ei n RFP 80221 403820. 06055 0.3632
YY1l tptamsncrfiact o YY1 Hs. 388® 27 104 0008 O0.1766

mi tochondrprat ernbbh9omal MRPL9 Hs. 288936 0.
cal ci um vooH apala d,lgannima s ubuni t 2 CACNGRAL3 . Hs. 2650010 2®. 363
cullin 4B cuL 4B oH3 . 155976022 0. 9485
acid ppcbustar 33 ACP33 oHE2.224205B04250. 7496
non- met asgr att(MM 3 Bptxk ssBRME 2 Hs. 4332163 17 0.0097 0.103
put at i veprnoetnebirna n e LOC54499 @2HR5938B200M14 0.05609
platel eq -factyloya tajce $ e f, ®PrArA AIHA B 1 Hs. 70231 8 1p.0001 1.000
FAST kinase K AAST508035 7 0.0041 0.2716
myo - i noph ipls @ yretllsas e Al | SYNA1 plH3s.. 141058 7083. 00LM®4 0. 077
chr omoyy®mergdabame 19 Clorf 19 25 Hs. 44006080370 11.0000
ph @sory lmond noi mi dlaazphep® oPcAd rClBo x Hs . 4 $t4e42319 H.0063 1.0000
acidecci)neruoliaeaspr ot ei nyANP 3f28Bmi | Hs . 4 §2929. 8372 9 0.0015 0.131
siobne-strandep o@DMA nbilndi n SSBP1 g3H#s . 923 0. 0076 0.4752
ph s oph 6 e, arAcRul (lPat,evh eV 8 APL A2 @2 A Hs . 70382 2 D. 0001 O0.1002
met ast ai ge-naes ¢ pavdinlt eerd 2 MT A2 Hd 233D 430. 010126 0. 363
F-box and peewci eenrbch re FBXLS pH . 3% 4 8 0.9H014 0. 168
adenosi ne RiN@geacsi fniacs e ADAR Ha 7T2®-7 0. 01019 0. 0463

ATRBntshak+ ppraanmei t ochomATPRG2 FO Hso. 8B3913 12 0. 0006 0. 058
hypt heot otal n MGC3047 MGC304376. 3HtBs . 762300121 0. 687
ATPade pordjgbso s o malypactceiss ATP6 AP 2 @sl. 1834B.40043 0.4121
CDNA FLJ1t3®hef HEMBA1000501 EST Hs. 127797

cvt ochr ome yRUDBWbyYf Apni gt i de CYP3 A7 HR 13»865380.02013 0.313
hypt heot otal n FLJ22625 FLJ2@6z245 Hs01066840. 309
kpt i(anc t i ngprba thedii m KPTN Hs. 25498 3. 3219 0.0014 O0.197
gerviomrvh mpdols a tyret lsas e 1 GGPS1 8. 5549. 00B1 0.9557
CDNA FLJ3Tt123ef BRACEZ2BD2MR 45 Hs. 337266 0.0014 0
ssndechmr2an mpobatmeck | ISDLCR2r fa Hs. 15223 8 0.0019 0.0667
bi funpghtpispannatlet hegvi nér adePiCer adHes/. 296481292117 0. 0016 0.5192
AD2p ot ei n AD24 Hs2 34899 01.00008 0. 363
hi stonleasieaget HDAC®G H pl. 16. 72634 X. 0033 0. 363
mel anogna f aymmih iL O MAGEA10 Hs .a28048 0.X0073 1.0000
mevyl mavl o €gvreen zZA mut as e MUT 4. 15520.2006G0 0. 0356
kall i,draesffiaeB c h)yet f act oKLKB1 Hs . Io9® 4315 40.0001 0.0484
MAWD bdpndr ai MA WB P Hs. 163pd25.230 0. 0004 0.034
COMM domaiag 1dontainin COMMDI10 Hs .0a2%.1458 ®. 0006 0.064
copgnememnpbneomdm Epomeaom C1sS Hs. 458m® 85 1D.0098 0.0012
Transcaoumehedsse EST Hs. 35125 0. 008!
fuglotsr angdméaas eph & d b yl2tFadT sl Hs. 69 84%¥. 3 19 0.0076 0.455
acti nprroeled tnd 8 xs3u boudiriek BRP C5 Hs. 1206222 1 0.0002 O0.457
TBC1 doma,inte mbaemi I15 TBC1D15 0g2Hs13104€22000122 0. 048
Transcaoumehedsse EST Hs. 164221 0.002
midem- acpriowaetiend ki nase 10 MAPR 2 0213- HD.. DDDB9 0. @039



fi boehmo bogtphi de FGB Hs . 280774 040082 0.0366
cal ci um/ cpelnche dott leii m- ke nas ephiHs . 1 TawXa .| Na | 0.0039 0.0014
Data mot foun EST Hs. 133262 0.0000 O
fl avi ngcmoomiaoixns en 3 FMO3 H¥.232868760. 0020 0.3632
cal ci um/ cpelnche doit leii niC akd OkaMVsKe2 G Hs . 1242326 10. 0058 0.1560
myo s,i dhipoy et i d ea I;&kaatl reivebiri ¢ MYL 4 Hs . 35®-7%170. A@94 0. 3632

hy pt heot obtain PRO1580 PRO15880. 3 Hs. 20.0B®B9 5. 000
Transcoawehed wedihmistraaodireti n EST Hs. 527260 0.00
Gpr ot epl re-dgtaaerc e8 6 GPR86 HR4130400. 0885 0.2186
parpas k| @ neam 1 PSPC1 HE2 168364 0.103039 0. 044
Transcawehed wmedihmwisthraodireti n EST Hs. 320018 0.00
hypt heot otal n BCO09073 LOC90B2013Hs. D1DP®D49 01 B 6 3
Similar top 402 (P (B54Ns @@l D Hs. 4488 @8 19. 0001 0.0015
fetal Aloehei mer anti FALZ Hs . 4 408 .43 1D. 0074 0.001
agha- 2gydHilE ot ei n AHSG Hs2 B24748@. 0047 0.00638
hypt hept otal n FLJ31842 FLJ3p@8423 Hs08@622 0.1000
DndHs4a D homod wbyf gmielmber 3 DNAJC3 Hs. 6019 0. 0
t RNApe ngletnr ansferase 1 TRI TpB 5 p334-H4 . 305.60505044 01. 02 8
Wil ms tumor 1 WT 1 plBs. 1145 000181 0. 0824
zingepfomein 226 ZNF226 0ql3Hs2 145056057T90. 152
tr apts omiall @tfienct or 1 TRERF1 Hs. 50102 0.
f amiwi tuhe nscee ysBmemhert C FAM3C RL2.03MBA4D5PH. 000 0. 363
hi sti dlycnoee tr & ic HRG Hsqg2T7 498 030015 0.2984
ag ni ng ewasaoAr elc e AVPR1A Hs. 218 ®H:5 12.0005 0.0493
serprateease Kaghilbitt or SPI NK5 Hs .0331555 0.50003 0.6628
mar hipat oyboghietxc | aDsbeétda OBHL AHsD 4092343 6 0.0043 0.464
aorpt ece vepixeismleldt ei n 1 APEGI1 oHS . 216309 00R9 0.0204
Hypt heste hepapbuye BCHO5P668B3IT Hs. 448680 0.0000 O
transl ocase of outer MOMMTE ho nHsr.ilall@gl3ie8hb r7an®. FOMO® md.l 200
t umor ne dlogporsdeaur ffya,mritelonTeN F SLF 1 0 Hs. 3 g871 030021 0.7828
SAyaartension- ag(cwtci at 8AHhomoHse . 51218738 1116 0.0009 0.170¢C
Parti al gvwRiINAmdobu I © hyEdSa v Hs. 448936 0.0008 O
Similar to[fAmivin e@ g&¥rod@asd Bi n Hs . 522842 0.0053 0.
ADP- yliabtoison f actor 3 ARF 31 3 Hs 01 D9D27 0.1I353
CCAAT/ enhagmrcet(@ /ibB)Bpedéi nCEBP A Hs. 76%1731. 1 19 0.0018 0.119
copsliapones nmeditatar 1 CRMP1 pH6 pl1556 530.20046 0. 1777
chitinase 3-1ike 2 C Hll 33.L32 HOs.. 01053491 308. 3 613
START domadgmB containinSTARDS3 Hs . 07 §1228 0L70048 1.0000
NudE nucl egrm ediEsahtoinfod fbD B In 1 Hs. 38p103. 1 17 0.0062 1.000
bacul ov peraatl- clgA® arieni n BI RC1 Hs . 1980 119 50.0046 0.204
l ecithin-ycthohdresftera@ade ac LCAT 02 2Hs. 387@.3®000 60. 145
ATPadde pragbsosomal V13rnp®6V1G2 Hs . §2419.232 7 60. 0011 1.000
ATP- bgi od§ sseutbtyefDa Imp /me mMASICD 1 Hs. 15@38B4 6 X0. 0004 1.0000
ser(@necoprme ei nasel a(@ei BERPI NG1 HsqlZ83598 0.10070 0. 009
Clone | MAGETRMN2 49217 EST Hs. 296141 0.0001 O
cl us(t ednée megsnits |i,nHR4b2 9 tolrlf Hs . 4 3 608 pF2 8 0.0045 0.0705
c he md&-i @ emdatinidf 1 3 cCCcL13 Haol 12629 0.0D0D05 0. 038
hypt hept otaln LOC118987 LOC14yB8®@.8171 Hs 01 3DdDB83F4 0. B3® 3
pi m- 1gemrec o PI M1 Hs . 2111 720 60. 0082 O0.197
UDBRBIyc glst r ansf eyrpayseet i d@f @@&@T 1 A10 Hs. 278896 0.0004
protein disul fpddleathomemadpe ErRPI7THDt ed3 Hs . 93 D5D02F 0.0256
jag ¢ d (Algal yned r © me JAG1 Hs. 40 922011« 00094 0.0321

ph @sorybpm psa tyret lset as egPRPSAP2at s . 1@3APP- 010018 0. 3632

APEX n udntulletaisfeunc paiorgnagl nAZzBEX 1r e Hs.7311712q:£2—0140058 0.3632

4 yhr olxeylp vy uv atye néis o x HP D Hs. 289&@ 4t-re120. 0029 0.0001

Humandturteamd na 3¢ mRNAG &5 at edHsr.e4d58353 0.0002 O
pr otlye @a n sk o oreataourl PRG1 Hs. 19@®@832. 110 0.0036 O0.138
ph@ososerine aminotransferase 1 21l. PSATI10. 00B89D. D8 A BB
g ut amatromnde bk 2 GLUD2 HR 452 58602 0034 0. 0424
E4F ttaowscfiactor 1 E4F1 pl3.Hs. 1504.1000601 116. 000
TARHI)WRNA bo odZenn TARBP2 Hs. 320623 120. 0037 0.3632



ADP- yliabtoison f actor 4 ARF® 1p221-H4& . 403.50603094 03. 006
t hryeonRINAhet ase TARS plls3..824 131 0. 6053 0.042
godi pesci fic brefeldin A resistance f@dtor 10. 003GBF1 018 M™H
cal nexin CANX HI5 15556000 00501 0. 0042
MCM3 minichromosome (SmACM3 enamce 1dPHEHBESI epbt0.30000 0. 3632
Gener abpt itorna nfsascetigedme IMRENS T Hs. 169921 0.0062 O
zinc ribbongdbmain conZ&RDiln Hs . %78.13 6 0.0082 1.000
chromosmme ree®d@ame 45 Cl10orf 45p13 Hs. 10383080 Q00791
solute oaGodeydmdbramdokyiBda C9 A3 R1 Hs. 302678 3 07 0067 0.006
K1 AAQOg8 6pB o d uc KI AA0O0OG6 3 Hs . 3103 .41 2. 0075 0.185
JumiormT rich i nt éRBaPc2t}ilviteRédDIna i nH4 Clph 3 B R -02X0 020 0. 0500

abl interactor 2 ABlo23 H s0.. 308070910 60 . 022 3 3
Phghs s eph iolmaet as e - | ichhdee tmneERNcAd s EST Hs. 490626 0.0
cat €rmidiher i npr @9 gdhlai-dti ke 1 CTNNAL103MHs2 584808 . 0044 0.005
pl asgeinno PLG Hs . 14236 36 ®@. 0009 0.7675
adenosi nnero A2b rece ADORA2B Hs. 457 B2. 01.70056 1. 0000

Eph A7 EPHA7Y Hs . d1369.612 60. 0039 0.2509
mi cr ot ububpreo-taesisnoc2i at ed MAP 2 843567 0. 013 0.3632
NADH vyd rgaehn awstmi i n)o h leraostoe B\ND UIF V 1 Hs . 7748 110. 0071 0.2273
zingepfomein 398 ZNF398 gQ36H4. 169@5Q000 0. 464
dCMP deami nase DCTD 0o35Hd. 76894 00%7 0. 363
t umagerc triegend @& tl i TRA1 Hs . 18622430224-. 31 Q2. 0023 0.001
me mbr appen eaqodmr 0 mq ssountef aMIel Snlar k Hs . 2 7@ 87 2 0L 0006 O0.0779
tymiyid aynet hset as e TYMS Hd 183291 0.1B078 0. 272
tr aptd ormja teil om (B hiclt or A TCEA1 Hs . 71818.620 80.0037 0.049
d o lyli phihdols 0 golsia c cdr @rtodyd eist r a DDOST Hsp33%011882 010004 0. 363
MUF@® ot ei n MUF 1 Hp3 4414941 0.10001 1.000
cel |l dg lve 82 onocIM and GPCPo Hs. 33456521 100.0029 0.005
i ot ien betgp 0lt ebiinn dli n | TGB1BPI1p25H®2. 200666002 1.000
gal act,ophliadase GLA Hs . 6902 8 9 X0.0021 1.0000
d ucosibgdadiend Iguude ase r a)yndBdAa s e Hs. 28202 2 7 1 0.0065 0.3632
RI O ki(wasée 3 RI OK3 Hs. 2086 P 180. 0083 0.491
umophyr ige o deyt asbox UROD Hs . 7 8 @41 1 0.0005 O0.3632
| euyk ecpt ec e (LIR)KCsnteemmb er 4 LENG4 Blls3..748 76 80 . 01096 6 0. 363
r et ipjgmetnitso s a aGlITPtacre r e RPGR Hspl B78949 0.X0013 1.000
pr oty iomsphtp®sa t, arsgeow @ Ft PTPRF Hs . 7 %924 6 10.0015 1.0000
cl at hepy et i (He CLTC Hs . 18 798 It6e 070063 0.3632

interleukim fabidaked2 bLR2i n Hs. 7502173 1 0.0000 O0.051
act igvtart gtmsocrr ift axgommm s4 e enhan ATF4 gl Hs1l 181P48300220. 829
d utgdmitriRNtAh et as e OARS Hs.793)2]20231-.31 0.0025 0.118
epr t CRM1 hovwma)ls o XPO1 Hs. 15@13%6 7 20. 0006 0.0483
nucl eol in NCL tls-re 910000622 0. 8787

similar to RI KENac DNAMBGEBIPADZ BOHG . 83913.615 9 5.0003 0.429
tym oi d @t o &iutDigemt i G22P1 Hs. 1600341231 B2 D032 0.3632

hypt heot obtal n MGC11061 MGC11p2B813 Hs. @6 3DMD7 @. 295
Data mot foun EST Hs. 308680 0.0005 O
hi stonleasieatet HDAC1 Hs3.4885560. 01029 O0.9745
ur acidye @idads e UNG Hs. 708 85%4. 1 12. 0005 1.000
agyc er yd aphdpls at ed rgeenka s GAPD Hs. 169476 0.0078 O
cyt ochrome ¢ okidase sCOMB8it VHsl. 4 3 309 B3 10.0019 0.0337
Si mi | awyottioc eturkaanrs | at,i oBESITni t i aHtsi.odmBpBf@gaBdDt or2 ®. 0015 0. 173
pr ot ed®momemapai os ub breitgaP S MB 7 Hs. 19939 /034z-®. 0031 O0.0571

Similar t(bOBERDCRMRN3I EST Hs. 448226 0.0027 O
l amin A/C L MNA lMz1 A6 8410. 002 0. 096
K1 AAO06 Bpg o d uc KI AA0652 Hs . $1110.00 2 D1 0007 0.424
ATRBAnshak+ pporaanmei t ochomATPAC1 F1 Hso. 1 55338 1®.0015 0.389
cl au@rans mernobtreainne del «€tLedDN5i n Hel. dd@w@OMWi321 22 0. 0003 0. 011
COX15 hbownotlbrome ¢ vox€OHA$8® asslemBPR 5481 100 0001 O0.0020
insular owt hk(famaboim@di nGR?2 Hs. 3491009 0.0033 C
mesodpec mf 8 o thogfmelosie MEST Hs . 4 4 63425 9 70.0033 0.0065
euklkoatri ¢ transl at,ioomb,umiEtt F@6Bon fHac PB1B.1%H 3 060038 0.723



RNA bg moggmfein 1 RBM1O Hs . 34@27&® 3 X 0.0001 O0.4309
i nt e gafnmenraoptr cefc 2 e gafnemrao ot FAGR 2 Hs. 4@®2.0D1 210. 0002 0.02¢9
i mmedivatpessear P | ER2 Hspl 33%3 109. 0022 0. 047
AD- MOGrt e AD- 003 Hs. 2842183 0Q 9 0.0074 0. 418
ri bosproomaeli n L27 RPL27 HPIMO59D85 D7 02009

tymiyd a ynet hset as e TYMS Hi 1834291 0.1BB009 0.071
s ucci ydadgen adehecx® mb y 1 ilptaSyAH A Hs . 4 4 91457 5 50.0030 0.9241
pr otpe mwat gfscer ydeXr, d sttiacl tsRIBRAC Hs. 2902 p11618. 0097 0.0317
U5 snpeNPpf & tce2i0n0 - KD U5-200KD 0glHis..22 461102 00256 0. 084
poyme r WNA di)rpect W7 3s u PWOrLIEL3 Hs. 1 @33 12 .0011 0.1426
pr ot epc bt e e ngafl arc t pali acatsoesi al i PP GB gl Hs1l 11802601B00. 088
ph ®soph s e D3 PLD3 HsgqlB3572008 0.1®018 0. 374
chr omoyemergfetbd me 2 C7orf 24 Hs M1 %$%48840 070022 0.2163
hypt heot otaln FLJ205109 FLJ2@812 Hs04664810. 037
hypt heot otaln FLJ20254 FLJ2@B5 B Hs0168686656 0.2330
degdhrogmnase E1 and tr anDiHetKdDlla s eHsd.o5n0qdl %6 5c onl00a 00604 0. 9509
advmsucyaiseat e | ADSL Hs. 788321 2PD. 0006 0.240
chromosmme rehda& me 5 C21lorf56 Hs . 221314 02210000 0. 199
diyhr of ol ate reduct ase DHFR Hs. 464813

mi tochondrpraternbb8 & mal MRPL51 plBglx33558407 0082 0. 048
hy pt heot otal n MGC2603 MGC260336. 1HIs. 140306833 10. 3809
retinobl aprtootnea nbid4ndi n RBBPA4 pH5. 1 60030. ODO0O5 O0.118
hypt heot otaln FLJ10597 FLJ1@B%A 71 Hs090686%58 0.1294
ADP- yliabtoison f acdpoort €1 KAeRL2 BlPi ndiH®. 9 505 2 1®. 0004 0.66914
smal | nuclpea@tpevirgit b ddreu Gl eo SNRPG Hs. 436656 0.00
hydryvet e@d 0 ¥ ewddpon s e HSD17B4 Hs. 308656894 05.0014 0.8628
H2A hi syvomembamiV H2 AV W3 3010®M5 00730 0. 0227
i nsular owt hk & ayprtootre ibni n3d i n | GFBP3 pl B2 450R.3W005& 0. 0132
pr ot edwomemapanlo026S sobBS8SKD13 Hs. 2702558 110. 0067 0.363
A ki(RRKAanerhootrei n 1 AKAP1 6s2B389201. 00DA 0. 7900
hayl enhamcier -néltated with YRPW mothfZl HE WY1 0 0 2 8H s0..223747403
bi f un odoti costad & ta® BFAR Hs. 355361216 0.0007 0. 766
umophyr ige o deyt asbox UROD Hs . 8 3P4 1 0.0028 0.4628
pr otpe @wmat asykesmeehase-1 PME-l gl 3Hg. 6330M.40065B51 0. 020
NADH vdrgehn gustmi i nNNohphal s phNDUOUMA7 Hs. 1981 2 190. 0009 0.001
Raderviomrvh h r ansphlar ata BunRABGGTA Hs. 3797 29 2 140. 0029 0.697
MCM3 minichromosome (SmACM3 enamce 1LdPHEHBSEI epbt0.30097 0.0079
UDRI-u croxste @fs olr azs e UGP2 Hs . 417138 3B 20. 0015 0.0185
ripporli n |1 RPN2 Hs. 40&abA8123. 120 0. 0001 0.010
i nhi bitor go3d DNiAgadbritnedriehel i x-1 | D3 p36.pRBz-0r.60808249 01 2039

chr omoy®merggbb®& me 2 C70rf 20 Hs .l @7 387 P.0068 0.210
prol i feratiqqn38kshsoci atPAdR GAG4 Hs . 37189 1 1022 0024 0.2208
FK506 gbriontdeiirh 2K B FKBP1A Hs. 374638 0.0045

NI Cpr-adtt ei n NI CE- 4 A4.8127 0.D0001 0.056
ri bosproomaeli n S3 RPS3 o 8 g1338.755 706. 0 01011 0. 04 3
KI AAlpb 8B e i KI AA1536 Hs. 153%3.6163% 1®. 0050 0. 1414
|l ivk ®lr  hoofl onouse membrane bound C2 db3na2 n MBCDO037 HG. B3D
tubulin beta MGC4083 MGE@140 23 HO. PD4398® . 01 &
v-er lyt-thr2olelrasti ¢ demek dhmima EvR BrBa3l OnHEp33062H1 00DB 0. 2690
pr ol aagutl igrt eolre meat bi ndiPREB Hs . 2782738 43 2 0.0086 0.454
hypt hept otal n si mi bm ot eMGCRINOAS-7bli n #is n 492 9 9 4 a.10072 0.2370
Gardner - Rasheed(v freloinpaci®eGR ar cofa. 14 286 p32614 1 0.0054 0.836
t ubuphiano6al TUBAG Hs . #a @478 0.0D08 0.0112
nudnwc | e phsaische edil iyn Kg@NthDT 2t Hs . 420 34 2 90. 0001 1.0000
ribosroomlaelln S16 RPS16 0l Bls13976009206109 0. 008
SR e ded geomy hYorn 7 SOX7 Hs. 213194 0. 00
nucleostemin NS p2Hs 131358440038 0.066
Similar, beL®CH glZibBEN EST Hs . 45 ®142Z 2 8 0.0001 0.1179
prot edmosmemeaepano26S sAkKBP8EMES Hs . 25017288 100. 0000 0. 11409
nucl eol in NCL - 910000427 0. 0378

exonucl ease 1 EXO1l 424H8s . 4 05M®HL0010. 0394



Kl AAOog @pg o d uc KI AA0O121 Hs . 255384 ®.0040 0.196
MEP®00t ei n MEP50 Hd34265510. 0023 0.363
TARHI)WRNA bo odZenn TARBP2 Hs . 3206223 120. 0022 0.8380
cycl ippendent ki nase 4 CDK4gl4 Hs.O9560X9 0123632
hypt heot obtaln FLJ10579 FLJ1@®mb¥ 91 Hs0808%4 01890
zingepomein 551 ZNF551 0l 3Hs4.31848046000199 0. 246
POM121 mgymirroated tn POM121 Hs. 3809614 0.0005

GABA) rgomag - aspsotebhedi ke 1 GABARMBL2? Hs. 83608028 01231
foll yvpudma Mari ant translocation 1021.3FVT10. 006i8. 3402649
NP DOpb @rt e i NPDOO?7 Hs. 7q188 23 7 0.0066 O0.306
carvgtx dase Z CcCpPz b6 . 78068 0.94019 0.030
myoge nfmyoge ni ¢ Y act or 4 MY OG Hs. 283141 1 0.0006 O0.3632
CDNA clone MGC: 1316gmEMRAGE: 3H50DP®3d81 0.0015 0.
NCK padmot ein 1 NCK1 tPsl. 54580. 00315 0.0313
g ut amatroomndebk 2 GLUD2 HR 452 58602 0040 0. 3204
me s gmalh s tpeont €ieh | DSC9 2 NEUGRI N26 H$ . 12043DD021%D. 270
hy pt heot obtal n MGC14425 MGC14425 Hs. 122655

ph @iz oph § eca @md s ayl ii ch o icPtLodG2s Hs. 51@29 8 160. 0001 0.125
hypt hept otal n MGC45731 MGC4 50T 31 Hs03804050. D978
hypt hept otalin LOC339903 LOC3®229Qa3 HsO .11®G®B6t60. B16
hypt heot obtaln FLJ13852 FLJ1®3%5 23 Hs01660860. 8381
F-bowr onéin 7 FBXO7 s 39120. 03R4 0. 4692
Clone | MAGHETREN1 69682 EST Hs. 334714 0.0095 0.
chr omoy®mmerg®thcba me 8 3 C9o0r f 83 pl3 H3. 415034029 0. 003
met all ot hi onein 2A MT A3 H s0.. 401080204 10 . 01269 3
t hpuoi neyl 3-rmentsif er as e TPMT p22 H3. 37702025 0.000
lpoyl t ransferase 1 LI PTall. 2 Hs . 101 20305160 02 000
seruynoamcAéasti tutive SAA4 pl5pH4-. 501.20607475 01.102 8 4
f ytdci dgprba tnediinmns 8 | e (mamdh AIBP 8T t Hs . 1 1p2 $3629 100. 0019 0.0020
PTDOL 6t ei n LOC51136 0oM3.30154€9.00%2 0.105
hempeoxin HP X Hs . 4p26418856 0. DD11 O0.0087

titingdiommdnagr od@awwani)nl i @ TI D Hs. 840345 50.0017 0.1735
divthmao i mi dydnomned 8 h DPYD Hs . 16 0222 1 0.0080 O0.0337
Data mot foun EST 0.0018 0.0084
tywpoph a B - Zyigonga s TDO2 Hs . 18 @63 2 40.0003 0.0007
carybgx dalea sBn2aay dptoixd a s€@P B2 Hs. 2210104261113 0.0047 0.007
fibennbi ke 1 FGL1 p2Hs2.11 B7 0.8009 0.025
gemi,nDNA ireation inhi bGMMN Hs. 2343362 6 0.0062 O0.363
Data mot f oun EST Hs. 334568 0.0094 0
st er obr octaerirni e2r SCP2 pBg. 75760M. 0029 0.0310
hi stamivie rMnmdtelr ase HNMT og22H4. 4216100722 0. 177
vil [eizy i VI L2 Hs. 4039 62%6- 60. 0024 0.0000
t ub,uphliarit Especgf 6c TUBA1 Hs.75318 0.0064 O
Huntin iagptetkatchin HYR Hs . 119d8 . 315 0.0075 0.291
myo - i n oph ipis @ yretllsas e Al ISYNAl le:S..141058703.001594 0. 1372
CAPatdleantcel acs e - asctocy myd BAP 1 Hs. 108423 1 0.0091 O0.136
t ub,uphianugbi t ous K- ALPHA-1 gHX.. 4266 008. 0039 0. 004
ma |l a tydergecheals &l ADo I Ju bl e MDH1 Hs . 753%I7%. 3 2 0.0001 O0O.056
retinoblastoma-associated factor O . 13 ORBAKBBO M. 5HS
i mtien betgar o4t ebii ndi n | TGB4BP Hs . 5425 2000 0039 0.0338
mel anocopt fagna 1meyteer e® tcaMTUWIRat i nHs . 43502853 16 0. 0007 0.053
Data mwot f oun EST Hs. 239307 0.0054 0
tub,ubefha TUBBS Hs . 1138 37 1®. 0000 O0.017
tubube®Ba TUBB?2 Hs. 433615 0.0005
mitochondrippl i damser medi atMl PEP Hgl.26 85830. 0DB87 0. 3632
d o lyli plhdols 0o @olsia c ciin @nggd efist r a DDOS T Hs p33%0 118 8 2 01 0065 0. 305
PAGEx 6t ei n PAGE-5 Hisl 2245 4310. X087 0. 087
ser mi peirmel/nseyl NT -ammcsdter ase 2 SAT2pl3. Hs. 108494® 35 1F. 938
hypt heot otal n FLJ20345 FLJ2@B352 Hs04088430. 3283
hyd rovxo @ taan d vdnomdheels(SAD 5 - HP GD Hs. 77834485 4 0.0009 0.2653
smal | ivhd kc h &y sEunbef nelfeeit8 ClY E 1 Hs. 1005456 40. 0062 0.1868



tesppcspf atcein TSP-NY TSP-NY0o24 . Hsl. 976043001320. 65 3
poyme r RNA I(DNA di)posd et edeP XKR3 Hs . 437 18163. 316 0.0060 0.312
cer e b(8 whspso avye s u bafl aalytet: eCsSa Hs. 1790 .222 0.0058 0.377
mgor hipat oyboghetxc | aPDsbétda OBHL AHsD 4092343 6 0.0002 O0.083
hy pt heot obtal n MGC20255 MGC20@81535. 2 Hs . H3 VHA74A 01 A19
smal | nucl earc RN gat ¢ tdseN AP C b Hs. 1702312 D40069 0.2722
tyr osine kinase 2 TYK2pl3. 2Hs. 7850628 109. 213
chr omo®merg8th A me C8orf 4 Hs . »1813.68 3 80. 0054 0.074
ag nasever ARG1 Hg2.3440938. 0602 0.0185
RN Aoymer ase | |1 subuni t RPCS8 aRP C3 OH s0. 022062 500.50 6 22
as ideclaoot e ptno rr e2c e ASGR?2 Hsp 1259 0. 01029 0. 0253

Transcawehed weth motdedtdT e si Hisl. drdi7471 0.0066 O
Gpr ot en anlglsniond u (Aa&So3r; Q. dk &P SeM 1 Hs. 23083878 9 0.0023 0.013
zingepomnmein 481 ZNF481 g33H2.5638. 0099 0.521
mut S lga2woodloon npoghwsege (MSH?2 Hs . 4 4 2322 4 20.0054 0.0230
hypt heot otal n HSPC138 HSPC13B4. 2Hs . 2833225 01341
pl ei phmocr a deenneo-mai ke 2 PLAGL2 a0l Hs21541M0.40020 0. 627
t poon i, ns kle Ifteatsa | TNNI 2 Hs. 83, &0 5 110.0000 1.000
mal iyinee NAB®P peendeyindsol i ¢ ME 1 Hgl.2147320. 06032 0.0601
raul at opor ob @niafal&in RGS5 Hs . 2295 0Q 1 0.0074 0.022
4 ychr oixeylp vy u v atye neis o X HPD Hs. 289& 4t-re120. 0000 0. 0055

duaéd cisyfvi oB()meds glrat igwlndtYd® K1 B Hs. 13q12883.19 0.0021 1. 0(¢
ph s o0 epnyoulv at gk icrea(steed lb | RCK 1 Hs. 18823 . 320 0.0022 O0.067
popeye domai m ontainin POPDCS3 Hs .ge948336 060043 0.3003
tub,ubeta TUBB2 Hs. 433615 0.0027
histatin 1 HTN1 gl His. 25009.5090 034 0. 5349
zingepfotri@2 HR2e t277 ZNF277 Hsg3 82536 07 0006 O0.569
chr omoyy®mergbhbame 165 C6orf 1645 Hs . 2 9D105 6. 3632
ficlobdemd fdelmr idmonai ) @d&CtNBi ni n Hs. 33®8%¥83 1 1 0.0048 0.141
i nt el(end taict of ugmanos e bli ThidN 1n Hs. 50813 0.0042 1
Data mot f oun EST Hs. 2388 0.0004 O0O. :
traymnefmhemal bamo ndyops)ils T TR Hs. 427(d®2 1 18 0. 0008 0.025
sul fotramwsw esal Adedfngne BdL T2 A1 Hs . 8 @1838 43 190. 0062 0.298
copgnememnpbneom 9 Co9 Hspl H$R20 0 0.50003 0000
f i boe h Aphapby et € d FGA Hs . 351058 3 4 0.0014 0.0135
me ¥l mav o € pi Aneer as e MCEE H 9l 39.439 4 9 020020 0.005
fi clobdemd fdelmr i dmonai ) lconRGNIni n Hs . 4088898 ®. 0000 O0.3632
cyt ochr ome yRUDBWhyf onfieht i de CYP2C8 Hg2.32.83238 71 0.100055 0. 0209
pr e- B-cyelehhmadlacm or 1 PBEF1 2Hs329346400T3 0.046
met all ot hi onein 1G MT 10153 H s0.. 403030309 10 . 01161 2
Opa - i ntgprroatcetiinn 2 Ol P2 ts3.2174170. 0Ad7 0. 315
met al | o t(fhd mateii oan dlF MT1F Hs . 43&Y37 16. 0000 0.0001
hypt hept otal n FLJ23235 FLIJ2RB2A35 HGs.. ®QLALG 0aL. 0 &7 5
hypt hept otal n MGC27345 MGC2703252 Hs. 1 10H9®M4 07 009
zingepfotnein 5109 ZNF519 pl1Hs2.13526035000108 0. 000C
solute waF8meebef ai l SLC38A2 0gHs. 2990820510 1022 0031

met al |l otthiowao)ki an dlA MT1A Hs. 44002 39 1®. 0000 0.0001
dewx bonucl ease | DNASHL3. 3Hs. 436®0®@2B3 06121
ATPadde ppragbso somal , ValASRIENDA B1 Hs . 61431. 713 20. 0008 0.181
RNAwani)nmelBthr ansf er asrdRGAMMDiln EenbdbdBRa B 3 0.0023 0.084
Transcawehed wedihmwisthraodireti n EST Hs. 480552 0.00
sol ut e azdud reirc faadiriltoenSEtEC224A1 3 Hs p2212.539 4 1 03. 0007 O0.010
cycl ippendent kinase 4 CDK4aqal 4 Hs. 056068 0123961
ripporli n | RP N2 Hs. 40&ab8123. 120 0. 0014 0.171
tubulin beta MGC4083 MG@L40 23 HO. DPD9398® . 3TV B

CDNA cl one | MAGE: 81628791
Similar, betL®CHS g7 hRAN EST
verl owydlegnet ¢ ptmo r ec e VLDLR
Data mot f oun EST
homeo box A4

CDC20 celytl di 2 0g$Sh. o moelyr6eDvG 2s0i

EST Hs. 98028 0.
Hs . 458472 2 80.0001 0.0903
Hs . 3702422 90. 0070 0.3632
Hs. 166697 0.0076 O

HOXA4 pl $is4d 147074070067 0. 3675

ae Hs. 8228461 1 0.0032 0.363



CDC20 celytl di 2 0g¢Sh. o moelr6eDvCG2s0i ae Hs . 8 p94 61 1 0.0015 0.363
hypt hept otal n LOC51244 LOC5p2%.41 Hs.Q236260 03000
c hemd&- -eC) daintdi f2 CXCL2 Hs215765 0.94062 0.00009
solute gaZFbmeebef amidl SLC35A4 g31Hs3 173100300552 0.330
Transcawehed weth motohedttaT e si MHisl. #Bi31430 0.0091 O
Transcawehed wmedihmwisthraodiretki n EST Hs. 450326 0.00
ri boproontaeli n L 12 RPL12 Hs. 408054 0
CDNA FLJ42998 ef BEESTN2BDIO75 Hs. 41688 0.0012 O.
Pl N2-igpretechi t PI NX1 p2H3s . 400DP5901% 0. 0033
Clone | MAGETRENG6 16855 EST Hs. 225083 0.0064 O
guani ne nuabreootteiidne- |biikned iln GNL1 p21.Bs. 830400366 0.6114
PP120dt ei PP1201 Hs . 424847 1 20. 0040 O0.167
hypt heot obtaln FLJ13852 FLIJ1®3%5 23 Hs016688860. 895
hypt heot otaln LOC157567 LOC157567 Hs. 11506

KI AAlpd OrR e i KI AA1102 Hs . di1836 761 040006 O0.1291
bonephpeonrept otei n 1 BMP1 pPsl. 12740. 0813 0.4172
Transcauehed wedihmistraodireti n EST Hs. 478508 0.00
Transcawehbhed wedihmwistraodiretki n EST Hs. 460344 0.00
chr omo®merg6htba me 83 C6orf 83027 Hs. 28042080508 60.1429
Uulguii priont-epepni dassdd i KI AA0O0O1O Hs . 8%5 38 7 D. 0034 0.016
LOC89231 LOC89231 Hs. 487918 0.
agovh apeitn dl@mipewtoi ddase BRNPEP Hs. 283867 10. 0007 0.0363
interl|l epployt@ 111 r ece I L1R2 Hel 252333 0. @025 0. 4657
diychr oor oyt meresa =d e h DHODH Hs. 40583 9 16.0021 0.2008
zingrfiamd BTB domain cdHODBTBLI ni nHs. 502 3938 14. 0051 0. 122
RN Aoymer ase | associated factor 53 pl3.2 PAF63000 1HsO0..2546848
CDNA FLJIJ2Ct49Nhef6iTSTO54BST Hs. 205439 0.0011 O
LOC40 (L6 0)0,6n0AN EST Hs. 408434 0.0014 O
cvt ochr omeayRPUB O byf Aponi @t iICdv P19 Al Hs . 1&714 711 16. 0075 0.038
godi reassteapbloit @ i5/Ek D GORASP2 Hs. 634 0@312-. 2. 0096 0.00409

mitochondppeaedgesmdermbr su MTSG1 Hsp2 2946 080003 0.0373
tyr osine aminotransferase 02T2A T1 HsQAB71 601.023 2
caoal at i on(lpfassartao g ksl mmlalnt eceds . 14 8305 4 0.0027 0.4032
ma nn o s phtlaacslea, sme MmbAe r 2 MAN1A?2 pH3 . 367603.800416 0. 0230
hy ot hept ot al pr 62KCEAEZ 1 DKMmZ62C11Hs. 88%93 8 0.0022 0.144
Transcawehed wet hy wwakE8ST mi | aHist 3731 0.0061 0. :
chromosmme rde@® da& me 7 Cl0o0r f76 Hs ..244 382 10. 0049 0. 0265
ATRntshase mit oo heoxn daysiGAgTnPoRIE2 conHs . 1 3p4 842 170. 0035 0.363
cel | délve s25@ c cbcCcz25¢cC é8sl. 656 0. B®OOO 0.0212
al do|l dsacholsat 6i s ALDOA Hs . 22415 0.106058 0.5172
novel 508 08B e KD A LOC91614 Hs. pP83545 01000 0.6823
cerpuadoimenr gxi dase CP Hs. 282225 3 0.0001 0.0300
Clone | MAGHETRMNG 71447 EST Hs. 382687 0.0001 O
Transcawehed weth motdedtdaT e si Hisl. ddi7471 0.0062 O
Kl AAOpS 62 e i KI AA0692 Hs . 524 .83 3 1®. 0037 0. 058
pent i dmisteoc hopoodggad n PMPCA Hs. 758893 3 9 0.0100 0.679
ri bosproontaeli n S 3 RPS3 o 8 g1338.755 706. 001011 0. 024
Transcawehed weth motdedtdaT e si Hisl. @6ild 08 0.0013 O
Clone | MAGETRENO 15646 EST Hs. 385483 0.0001 O
e ngyo an PODL X2 Hs. 145416 15 0. 00
C-termigqpabdbt i ndln CTBP1 pH& . 196 ®M83 004 0.0731
ane M Imel anoma) a dsemy insbtheeld2 b Hs. 252 &3 % 30.0085 0.4161
mevylit ransferase | i ke 3 MATTIL3 Bs 0DELR7 DI 3 613
| KK i ngtprea taecitn n | KI P Heg2.34.016 1990. @208 0. 088
Clone BAK8ABiJrVpodiptos aphd&E ST Hs. 356699 0.0049 0
sema domagumibul i (g )dtormea® &MA 4 G Hs. 44R3A5382 100.0018 0. 363
Similar, betL®CH g 7mBEN EST Hs . 45 142 2 8 0.0003 0.0260
Clone | MAGENREN6 46 97 7 EST Hs. 162880 0.0000 O
Transcawehed weth mothedttdT e si Hisl. @#m6iltd 12 0.0001 O
zingepfotnei n 584 ZNF584 0l 3Hs4.34395051005189 0. 152
epr t CRM1 hovwma)ls o XPO1 Hs. 15@13%6 7 20. 0001 0.3566



hypot hept otain FLJ10851 FLJlQ}BB.lZ?: Hs .01.70806001 11000

dvc er yd edppdmplsa t @d rgeenha peer MGABDS Hs . 24 8§1031.71 190.0062 1.000
nawdiiM-cami ne di basic ANRDUAert alde. 4093 p322-11 0.0009 O0.533
gyc er ad edphdmis a t &d rggenka s GAPD Hs. 169476 0.0056 O
Hy ot hept otal n LHOTG3BIDBHFAS T Hs. 398203 0.0006 O
CDNA FLJ4t406nhef BRSTN2017995 EST Hs. 147878

kel ch«{0Orighsad!l lal KLHL11 Hs.13q21382 170. 0024 0.023
acti nprrogledtnd i ks3u boudnick BRP C3 Hs . 341111 12 0.0060 0. 420
510 - megltthegtinr @ h gnltaht g& -asspet Mt HF S Hs . 1 82153.11 150. 0030 0.363
Clone | MAGETRMIN8E 26 26 3 EST Hs.250839 0.0000 O
zi ngegrfDIHHC domad 1cont aiZDHHC2 1 Hs p221 338 8 ®. 0003 0.710
Clone | MAGHETRXMN8 2466 8 EST Hs. 385720 0.0002 O
Clone | MAGETRMINS 23013 EST Hs. 400608 0.0046 0
| eukot ryd emlea fAd h LTA4H HR281118. 020 0.3632
zingepfomneHMF) 2 ZNF9 2 Hs. 99P1Nn. 21 7 0.0075 0.025
hypt heot otal n MAC30 MAC30 gl s 2199609.5004167 0. 101
Simil ar prootreiipné L& nBaalpriddd ST ma | Hs. 4468373 13 0.0044 0.363
st at hmprno tle/ionn clo8 STMN1 p3Hbsp312-0998B03%Y 0. 1880
MRNACDNA pD&E&EZAL BBEM cl pB8TDKFZ Hs. 504592 0.0005 O
Si mi lyaprt hteot ot al n L @QC lo6k3S2T2A ™ Hs. 428579 0.0098 0.
Clone | MAGENTREIN294815 EST Hs. 385636 0.0000 O
hypt heot otal n MGC33993 MGC33m 9 3 Hs01009840. 922
Data mot f oun EST Hs. 511920 0.0013 O
neur al cel | adhesion mol ecul e 2 21.1 NCG\MQOOlH:ﬁ)..]Z:S)H:
hypt hept otal n MGC48625 MGC4861235. 4 Hs . 2050®05 119 00OC
hy ot hept ot al p83 1BKVEZ 2 DKMmZ13 M6 . 4109 4112 12 0.0005 0.5539
similppa tabalin LOC11270248. IHs. 4303303041 20. 128
t unpp 0 tp® 8 n bdpma t eli n TP53BP1 Hs . g8 32019680. 08608 1.0000
ph plsavliiidhosi t,od stt4 addkeotyham ¢ K4 CB Hs . 1248 46 Qa.0014 0.3632
actigvtart atmsocrr ift axgommm 84 e enhan ATF4 gl Hsl 181P4800220. 366
aopt osi sprrod leathe APR- 3 38MBP.Bs. 95D7 00823 0. 363
t ub,ubeoant i de TUBB Hs .pp342712 0.60069 0. 2335
t ub,uphlian 8 TUBAS Hs .ql37400 2.20037 0.043
Clone | MAGETREN2 96 353 EST Hs. 34068 0.0003 ©O.
ADP- yliabtoison f actor 4 ARF@ 1p221-H4 . 403.50603092 (3. 207
Transcawehed wed ihmistraaodireti n EST Hs. 486676 0.00
s ecyectaorrr i e mpr anteanbmr ad e SCAMP3 gHls. 200®00052 0.3505
Transcawehbhed wedihmwisthraodiretki n EST Hs. 447673 0.00
hetotem®ous nucpreoardCdnf)ECBINRPLCeo Hs . 47 61310.22 140. 0023 0.339
ol icif@acdrmi ne/ serine-rich 3 SEFRS3 OH®#040504863@
pept Vig 9ll | songacl@ds d)ih HPPI H Hs. 98p8@8. 1 1 0.0065 1.000
mel anooma f aymmih L 2 MAGEA1?2 Hs 029246 0.X0002 0.4592
sul fotramwsv es,akhefmomiPULT1IAL Hs. 142 .1 16 0. 0001 0.572
sul fotramwsy es,akhefomi®UrT1AL Hs. 142 .1 16 0. 0005 0.006
tramsd omateill om (Bkidti kre A TCEAL1 gde.a252430. 0009 O0.183
KI AAlpb 6B e i KI AA1068 Hs . gL BE P @.0018 0.4491
ri boproontacli n S13 RPS13 plBs. 446588101 D. 0037
DKFZP5 8 @rAdt5e&i2 DKFZP586 AQ 88 7 @13 . 1122 0.0028 0. 955
mi tochondrprat ernbbgd6mal MRPL15 ol 1H323-18849018 0.0271
epi t heli al agellleédndctce genedoclT 2 Hs . B29630216-7 0. 8070 0. 3632

PROO fr5o% e i PRO0O659 Hs. 460663 0.0053
hyoxi a- ipmnot ei ml & HI G2 Bg.217620.01024 0.0638
hy pt heot otal n MGC5576 MGC55 706 3. Hs. 1 M3 8030483 102 366
gal actppmey D - GALE Hs .p3 @35 7 010014 0.3632
dCMP deami nase DCTD o35Hd. 768940046 0. 363
t ub,uphianugbi t ous K- ALPHA-1 gHZ3.. 4266 00B. 00428 0. 08 3
SWI / SNF, ma&tl rait e,da s p@omd edrete dr SMARCC2 0oH3:4£23603000820.8371
zingepone(KOXI25 ZNF22 Hs. 1044842 0 0000 0.0710
met all ot hi onein 2A MT A3 H s0.. 401080204 10 . 01061 5
ph s olr a, gye gen br ai PYGB Hs. 14508 2p021-.210 0. 0020 0.010
chromosmme redd@ me 6 C20o0rf 64 Hs . 430263 02.00003 O0.003



NADH vydrgahn aslmi i nNfoh eb et gh e sNuDbUcFoBn Hs. 033485 1&%. 0041 0.000C
coiled-coilgdomain conC&DKi/n Hs. 407833 0.0001
hypt heot otal n PRO1580 PRO15@0. 3 Hs. 20.0B®B88 &. 186
put ati ve smadtl eime miir &tz NI D67 o33 .Hls. 29404.4005% 0. 363
ATP- bgi od§ sseutbty&flDa Imp Ime ntABIC D 3 Hs. 76p2 41 10.0025 0.3801
hypt heot otal n FLJ20445 FLIJ2 @23.93 2 0Hs0 B740 704.80 0 818D

ewt hroid differentiation-related fabos2@D. 0075 HDR3F613 2

chromosmme rdedadalne 13 Cl4o0r f 130 Hs 03628. 7173 14. 0075 0. 082
mel anogmma famhddi r exr €5 s eMANG EAAfL Hs . 720289 X0.0003 0.2240
lga peur fvaomo t ei n Z391 G H$ 211830.04 0.X0092 1.000
Clone | MAGENTRMNL51631 EST Hs. 350552 0.0011 O
ser(@nyecéprme ei nasel a@ki BRI NG1 Hsalz83598 0.10001 0.010
K+ channel ppeteamerizati o@MRP-1 H4d 53223820. 010112 0. 004
aueui ne tlRtNrAa i tflRdNgaesrei AERT T a Hs. 3230843 190.0005 0.092
chr omo®mmerogSh i€ me 1 C3o0rf10 Hs . p2316854 8.0011 0.926
pr otlye @a n sk o oreataourl PRG1 Hs. 19®B82. 110 0.0029 0.057
TEA domgime mhbaeni |4 TEADA4 pils3.p928-8 8 50 . 010272 1. 000
X-1lipnbéedin DJ79P11. 1022Hs. 3986968078X0.3180
pr ocoe hyb b,n2-dou bar aytgen abgsed Pa ©D Hs. 7086 98332. 01 0064 O0.3632

taxol resi gdmencEr associ atRAGS3 Hs@28584840. X015 0. 3632
mel anooma f ayimA P MAGEA?2 Hs. 338 80 X. 0041 1.0000
a anul in GRN Hsg21868277 010049 0. 363
homeo box C11 HOXC1109gl3HS8. 127056020021 21. 000
as(a@abnomnmad Il gsske oh dlcass s daS RARMe d Hs . 12 3012 8 10.0088 0.5421
nucl eopiad| &@ndosstoeiimt  d NUSAP1 gHS . 2799®M5 001050 0. 106
ulgii tpe mipfsotcease 24 USP24 p32HsS3. 72430. 00120 1.000
hypt heot otal n MGC34831 MGC34@®31 1 Hs. 36 DDDH O0X 062
H1 hi stygmembami D H1FO Mis3.2261102. 01 O0.127
ser(@nseceprmeg ei nasel daleSEFERPIONF 2 Hs. P b®509 010009 O0.0685
ri bospgroontaeli n L 27 RPL27 RCHRRIMO059D81 D7 0215

TAP bgiprnadtitepd )i n TAPBP Hs. 370D 933 6 0.0004 0.117
tywm oi d @eut & &lutDigemt i G22P1 Hs. 160341231 B D017 0.2876

rippborin | RPN1 Hs. 2280 0. 00C
pr ot ei ncAMpansdeequel  tyoer, I® RKAR1A Hs . 2 &2 32442 @a70026 O0.3037
copnemembneoim 4A C4 A Hs. 150833 0.00
carybext dmoanyoee /1mlager serrCkE&lest eHs . 27819372 . 116 0. 0035 0.092
Transcauehbhed wedihmistraodireti n EST Hs. 490146 0.00
CGGplterpe arte dpr adenn 1 CGGBP1 plHs: .14 448 108 00310 0. 534
CDNA cl one | MAGE: #1156d4 8 EST Hs. 382184 0.
cat al ase CAT Hgl.33957 701 001118 0. 0655
f ms-rwlostiende tki nase 4 FLT4 Hs. 415048

pr ot iosphtypea t, arsgeow e At PTPRA Hs. 306676 0.0033 C
Clone | MAGHETRMN4 20333 EST Hs. 382039 0.0075 1
Clone | MAGEITREN9 23185 EST Hs. 354068 0.0069 O
guani ne nuabreoot{@iprdmet) b encdliB2 L 1 Hs . 5 63652. 3 5 0.0001 0.203
manvi@gh a3Hdycr ot ei A - bleglaMGEGAT 4 B Hs . 43277 50. 0082 1.0000
m@or hipat oyboghetxc | aDsbétda OBHL AHsD 4092343 6 0.0010 1.000
hypt hept otaln FLJ22595 FLI2®2%5938 3 Hs .02.807071042 0 .33 6 3
Clone | MAGETRMN7 53178 EST Hs. 382631 0.0059 0
transgogoowtim batctph ofaecdt e vin A TGFBR1 g22Hs. 280060559 0. 3632
Data mot f oun EST Hs . O 0.0000 O0.12
i nsula owt hk & aprtootre ibni nid i n | GFBP1 pl B2 401B.16002Z 0. 0070
i nsulaoar nwt hk & aprtootre ibni nld i n | GFBP1 pl B2 401B.16600L 0. 0214
cl us(t ednée megsnits |i,nHR4b2 9 tolrlf Hs . 4 3 6B /2 8 0.0010 0.17283
godi memwbrodere n SB140 SMAP-5031 . Bs.56020028 0.457
myel oi d vi G/tpt b ietcdrnipnte | i kb CrLece Hs. 19 ®bH393112 0.0083 0. 457
sul fotramwsv es,akhefoomi®ULT1IAZ2 Hs . 3 1925 316 16. 0003 0.044
DNA- damianducipbl 4 transcbDI T4 Hs .t ®m2@442 DOO0O0O0O0O 0. 845
met all ot hi onein 1X MT 1gX 3 H s0.. 307040915 00 . 01060 8
chromosmme reddame 28 Cl4o0rf28021 H5. 82098®05940. 449
g ucosbgdadiend Iquad@ase r a)ndBdAa s e Hs. 28202 9 7 1 0.0009 1.0000



succi ydargon adsegphecx®mb unintaéC SDHC Hs g2B833982 0.10000 0.3632
metall ot hi onein 1K K Hs . 1 8MTH514183 16 0.0000 0.00709
Clone | MAGENREN2 09417 EST Hs. 171192 0.0003 O
midem- acpriouetiend ki nase kinase 3 aVMA.P2 K 3 OHEGONLBOB3B4 1
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