Table S1: Known floral regulatory genes identified as differentially expressed in the
experiment. Gene identifiers and gene names are listed. Literature describing the

expression of the genes during flower development is referenced.

Gene Identifier Name Reference
Atdg18960 AGAMOUS [1,2]
At4g24540 AGAMOUS-LIKE 24 [3]
At4g36920 APETALA2 [4]
At3g54340 APETALA3 [5]
Atlg26310 CAULIFLOWER [6]
At2g27250 CLAVATA3 [7]
Atlg69180 CRABS CLAW [8,9]
At3g15170 CUP-SHAPED COTELYDONI1 [10]
Atlg76420 CUP-SHAPED COTELYDON3 [30]
Atlgl12980 ENHANCER OF SHOOT REGENERATION/ DORNROESCHEN [11]
At4¢35900 FD [13,14]
At2g45190 FILAMENTOUS FLOWER [15]
At5g24860 FLOWERING PROMOTING FACTORI [16]
Atlg68480 JAGGED [17,18]
At5g14010 KNUCKLES [19]
At5961850 LEAFY [20]
At4g27330 NOZZLE/SPOROCYTELESS [21,22]
At1g13400 NUBBIN [32]
At1g68640 PERIANTHIA [23]
At5820240 PISTILLATA [24]
At3g59380 PLURIPETALA [41]
At2g28610 PRESSED FLOWER [25]
At5g06070 RABBIT EARS [26]
At1g24260 SEPALLATA3 [27]
At2g03710 SEPALLATA4 [28]
At2g42830 SHATTERPROOF?2 [29]
At2g22540 SHORT VEGETATIVE PHASE [31]
At5g35770 STERILE APETALA [12]
At3g23130 SUPERMAN [33,34]
At2g45660 SUPPRESSOR OF OVEREXPRESSION OF CO 1 [35]
At5g03840 TERMINAL FLOWER 1 [36]
Atlg30950 UNUSUAL FLORAL ORGANS [37]
Ar2g17950 WUSCHEL [38,39,40]

At4g00180 YABBY3 [15]
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