
Table A. Description of array elements on the microarray platform.

Legend
(1) best representation of a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment - with no other gene meeting either criterium in the respective genome
(2) best hit by a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(3) additional hit(s) by gene(s) fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(4) hit(s) by gene(s) fulfilling ONE of the two criteria - > 97% sequence identity over a 100bp window OR > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(5) best representation of a gene by the given spot
only the top two hits for each spot are detailed over a 100bp window, and over the entire fragment, for each genome

SPOTTING_ORDERCHIP_ID SPOT_SPECIFICITY(5) BEST_STM_GENE(5) BEST_STY_GENEFORWARD_PRIMER_SEQ_WITHOUT_TAILREVERSE_PRIMER_SEQ_WITHOUT_TAILAMPLIFIED_SEQ(1) GENE_OCCURS_ONCE_LT2
1 CTRL001 none LT2_gDNA_Cy3_labeled0
2 CHIP0785 STM/STY STM1968 STY2176 ATGGCAGCAATACAGGGGATTAAACCTGCATGGACATGACTTATGGCAGCAATACAGGGGATTGAAGGGGTTATTAGCCAGTTACAGGCGACGGCGATGGCCGCGCGCGGGCAAGACACGCACTCGCAGTCGACGGTGAGTTTTGCCGGCCAGCTACATGCTGCGCTGGATCGTATTAGCGACAGACAAGCGGCGGCGCGCGTTCAGGCGGAAAAATTCACTCTGGGTGAGCCGGGCATTGCGCTTAATGACGTGATGGCCGATATGCAAAAAGCGTCCGTCTCTATGCAAATGGGGA1
3 CHIP0801 STM/STY STM3172 STY3349 ATGTCATTCAGTCGGCGTCATTACCAGCATTTGCCCAATCATGTCATTCAGTCGGCGTCAGTTTCTTCAGGCATCGGGAATCGCACTATGTGCAGGCGCGATTCCCCTCAGGGCGAATGCTGCCGGTCAGCAACAGCCGTTGCCTGTTCCGCCGTTGCTGGAGTCCCGTCGCGGGCAGCCGTTGTTTATGACGCTACAGCGAGCGCACTGGTCCTTTACGCAAGGCACGCGCGCGCCGGTCTGGGGAGTGAACGGTCGTTATCTGGGGCCGACAATCCGCGTCTGGAAAGGCGATG1
4 CHIP0817 STM/STY STM2021 STY2224 ATGACCGGGCTTGATCGATTACAGGTGAAAATCACCCTGATACAATGACCGGGCTTGATCGACTCAGCTATCAAAGCCGCTGGGCACACGTTGCGCCGCAGCGCAAGTTTTTGCTGTGGCTGGCGATGATGATACTGGCGTTTGTTCTGCCGCCTGTAGGGCAGGGCATTGAGCTGCTGATCATTGCCGGATTGAGCTGTTGGCTATTGCGCATATCCCTCTGGCGCTGGTGTCGATGGATGGCGATACCTTTTAGATTTTTGTTGGTCGGCGTGATAACGATTATCTTCAGCATCAGCC1
5 CHIP2648 STM/STY STM0086 STY0101 ATGGATAGCCATACTCTACTGCAGGTTAGATTGACGGTTTGACCTCGATGGATAGCCATACTCTACTGCAGGCGCTGATCTATCTTGGTTCGGCGGCGTTGATTGTGCCGATTGCGGTACGTTTGGGCTTAGGATCGGTGCTGGGGTATCTGATTGCGGGTTGCATTATCGGTCCCTGGGGGCTACGGCTGGTGACGGACGCCGAATCTATTCTGCATTTTGCGGAAATCGGCGTCGTGCTGATGTTGTTTGTTATTGGACTTGAGCTGGACCCGCAACGGTTATGGAAGCTGCGCGCCTCGG1
6 CHIP2672 STM/STY STM0141 STY0163 ATGCGTATTGAAGAAGATCTGAAGTTAGTTAGAGGCTATTGAAAATGCGGTATGCGTATTGAAGAAGATCTGAAGTTAGGTTTCAAAGACGTTCTTATCCGTCCTAAGCGTTCTACCCTCAAAAGCCGTTCCGATGTCGAACTGGAACGTCAATTCACCTTTAAACACTCAGGTCAGACCTGGTCTGGCGTACCGATTATCGCGGCCAATATGGATACCGTCGGGACGTTTGAAATGGCGCAAGCATTGGCCGGGTTTGATATTCTGACTGCTGTACATAAACATTATACCGTTGAAGAATGGGCAG1
7 CHIP2666 STM/STY STM0128 STY0148 ATGAGTGGTCAACCGAAGCGTTATGTCCGGGCAACCCGATGAGTGGTCAACCGAAGCGGTTAATGGTGATGGCGGGCGGTACCGGCGGGCACGTGTTCCCGGGACTGGCCGTTGCGCATCATTTAATGGCCCAGGGCTGGCAGGTTCGCTGGCTGGGTACCGCCGATCGTATGGAAGCGGATTTAGTGCCGAAGCATGGCATCGACATTGACTTTATTCGGATCTCCGGTCTACGCGGTAAAGGCGTAAAAGCGCTTCTGGCGGCGCCGCTGCGGATTTTTAACGCCTGGCGGC1
8 CHIP2682 STM/STY STM0161 STY0183 ATGAACATCAAAAAAGCAATAGAGCGTTATGCGTTTTTCTCCAAAGAAGCATGAACATCAAAAAAGCAATAGAGCGCGTACCCGGCGGCATGATGGTCGTACCGCTCGTTATTGGCGCAGTCATTAACACCTTCGCCCCGCAGGCGCTTGAGATCGGCGGTTTTACCACTGCCTTATTTAAAAACGGCGCGGCACCGCTGATTGGCGCTTTTCTGCTGTGTATGGGAGCCGGTATCAGTGTGAAAGCCGCGCCCCAGGCGTTATTGCAGGGCGGGACGATTACGCTCACTAAGTTGCTTGTCGCCA1
9 CHIP2698 STM/STY STM0183 STY0208 ATGACGATCGCGTATATCGCTTACCAGTGGGCGGGTTTTGATGACGATCGCGTATATCGCGCTTGGCAGTAATCTGGCCTCTCCGCTGGAGCAGGTCAATGCCGCCCTGAAGGCTATCGCCGACATTCCCGATAGCCGTATCGTCGCGGTTTCTTCGTTTTACCGCACGCCGCCGCTTGGCCCACAGGATCAGCCCGATTACCTGAACGCTGCGGTGGCGCTGGATACCGCTCTCGCCCCCGAAGAATTGCTTAACCATACCCAGCGCATTGAGCTGCAACAGGGCCGGGTGCGCA1

10 CHIP2714 STM/STY STM0215 STY0238 ATGGCTATCTCTATCAAGACATCTGAAGTTATTCGTCGTGTGTGATGATCGATGGCTATCTCTATCAAGACATCTGAAGACATCGAAAAAATGCGCGTCGCGGGCCGTCTGGCAGCCGAAGTGCTGGAAATGATCGAACCGTATATCAAACCGGGCGTCACCACCGGCGAACTGGACCGTATCTGTAACGATTACATCGTTAACGAACAACACGCGATCTCCGCCTGCCTCGGCTATCACGGTTATCCGAAATCCGTCTGTATCTCTATTAATGAAGTGGTGTGCCACGGCATTCCGGATGACGCTA1
11 CHIP2730 STM/STY STM0247 STY0274 ATGATTAAACTTTCGAATATTACCAAAGTGTTTAGACATAACCCAGTACCTCTACTTTCACATGATTAAACTTTCGAATATTACCAAAGTGTTCCAGCAGGGGACGCGCACCATTCAGGCGCTAAATAATGTCAGCCTGCACGTTCCTGCCGGGCAGATTTATGGCGTCATTGGCGCCTCCGGCGCCGGTAAAAGTACGCTTATCCGCTGCGTTAACTTACTTGAACGCCCAACCGAAGGTAGCGTTCAGGTCGGCGGTCAGGAGCTAACAACGCTTTCAGAGTCTGAGTTGACCAAAGCTCGCCGTCAAATCGGCA1
12 CHIP2746 STM/STY STM1532 STY1531 ATGCAAAGATTGACCGTCTATTCTCTTATTCAACAATATTTACGGCGACAGTGCAAAGATTGACCGTCTATTCTCACCCGCTACGGATTATCTGGCAGGAGGCGCCGATCGGTCGTTTGTTACAGGGCGCAACGCCGGTATACGCAAAAACGCTTATTTCACGTTTGTTTACGTTGTGCGCTCAGGCGCACAGCGCGGCGGCGGCTTTACTGTTGTTTCCTGAAAAGAAGCCAGATATGCAGGCCGCACAACAAGAGCTGGCGCGAGAAACGCTCCGTCGCGCGTTGACAGACTGGCTCCCCCTGT1
13 CHIP3308 STM/STY STM0685 STY0723 ATGAATATTTTAGGTTTTTTCCAGCGTTATTTGCTCTTGATCTCGTACAGTGATGAATATTTTAGGTTTTTTCCAGCGGCTGGGTAGGGCGTTGCAGCTCCCTATCGCCGTGTTGCCGGTGGCAGCGTTGTTGCTGCGATTCGGCCAACCAGATTTGCTGAATATGCCGTTTATCGCGCAAGCGGGCGGGTCTATTTTCGATAACCTGGCGCTGGTTTTCGCTATCGGCGTGGCCTCCAGTTGGTCTAAAGATAGCGCGGGCGCGGCAGCGCTGGCGGGAGCCGTGGGTTACTTCGTCATGACCAAAG1
14 CHIP3324 STM/STY STM0711 STY0751 ATGAAAAACACCGAGCTGGATTATGCCGGGTTAGGGATATCAATGAAAAACACCGAGCTGGAACAACTGATTAACGACAAGCTGAACAGTGCGGCAATAAGCGATTATGCGCCGAATGGTTTACAGGTCGAAGGAAAAGAGACGGTACAGAAAATCGTTACCGGCGTGACCGCAAGTCAGGCGCTGCTCGATGAGGCGGTGCGTTTGCAGGCCGATGCGGTCATTGTTCATCATGGTTACTTCTGGAAAGGCGAGTCTCCGGTTATTCGCGGCATGAAACGCCGTCGCTTAAAAACGT1
15 CHIP0790 STM/STY STM4456 STY4796 ATGCTAAAAATCATTACCCGCCTTACTGCCAGCCATAACGTCTGATGCTAAAAATCATTACCCGCCAGCTTTTTGCCCGGCTTAATCGTCATTTGCCTTATCGTCTGGTTCACCGCGATCCGCTGCCCGGCGCGCAGACCGCGGTAAATGCGACTATCCCGCCTTCGCTGAGCGAGCGCTGTCTGAAAGTCGCGGCAATGGAGCAGGAGACTCTCTGGCGCGTTTTTGATACGCACCCGGAGGGATTAAACGCTGCCGAGGTGACGCGCGCGCGTGAAAAGCATGGCGAAAACCGCCTTC1
16 CHIP0806 STM/STY STM2032 STY2237 ATGAGCGAGCTTTCTTTTGACGTTAGCATTGCAGCTCCTTAGCAATGAGCGAGCTTTCTTTTGACGCGCCGGTCTGGCACCACGGTAAAGCGTTACGTAAAGGATATACCACCGGTTCCTGCGCGACGGCGGCGGCAAAAGTCGCCGCGCTGATGGTATTACGTCAACATCTGATTCATCAGGTCTCCATCGTCACGCCGTCGGGCGTCACGCTATGCCTGAACGTGGAGTCGCCGCACATTGAAGGCCAGCAGGCGATAGCCGCAATTCGTAAAGATGGCGGCGATGACGTGGATGCCA1
17 CHIP0822 STM/STY STM1998 STY2206 ATGGAATTTTTCAGACCTACAGAGTTGTTAACTGACCGCTTTAATGATAAAGGTATGGAATTTTTCAGACCTACAGAGTTGCGCGAAATTATTCCTCTCCCATTTTTCAGTTACTTAGTGCCGTGTGGATTCCCCAGCCCCGCGGCGGACTACATTGAGCAGCGTATCGATCTTAATGAGTTGCTCGTTTCTCATCCCAGCTCAACATATTTTGTCAAAGCCTCGGGGGATTCAATGATTGAAGCAGGCATCAGCGACGGTGACCTGCTGGTGGTGGATAGCTCACGGAACGCTGACCACGGTGACATTG1
18 CHIP0846 STM/STY STM1004 STY1010 ATGACACAATTCGCTTCTCCTGTTAACTTGCTTTACGCACCTGCATGACACAATTCGCTTCTCCTGTTCTGCACTCGTTGCTGGATACAGATGCTTATAAGTTGCATATGCAGCAAGCCGTTTTTCACCACTACTATGATGTGCAGGTAGCGGCTGAGTTTCGTTGCCGTGGCGACGACCTGCTGGGTATTTATGCCGATGCTATTCGCGAGCAGGTGGACGCGATGCAGCACCTGCGCCTCCTGGAGGACGAGTTCCAGTGGCTCTCCGGCCTGCCCTTTTTTAAACCGGATTATCTGA1
19 CHIP2583 STM/STY STM3842 STY3938 ATGGATTCGCAACGCAATCTTAGGATTTTTTCTTCTCGCGGATGGATTCGCAACGCAATCTTTTAGTCATCGCTTTGCTGTTCGTGTCTTTCATGATCTGGCAAGCCTGGGAGCAGGATAAAAATCCGCAACCTCAGACTCAACAGACCACGCAGACAACGACCACCGCAGCGGGTAGCGCCGCCGACCAGGGCGTACCAGCCAGTGGCCAGGGGAAAATGATTACGGTGAAAACCGATGTGCTTGATTTGACTATCAACACCCGTGGTGGTGATGTCGAGCAGGCCTTGCTCCCGG1
20 CHIP2599 STM/STY STM3867 STY3911 ATGCAACTGAATTCCACCGATTACCAGGACTGGGTTGCTTTGATGCAACTGAATTCCACCGAAATCAGCGAACTGATCAAGCAGCGCATTGCTCAGTTCAATGTGGTGAGCGAAGCTCACAACGAAGGTACTATTGTTTCTGTCAGTGACGGTGTTATCCGCATTCACGGCCTGGCCGATTGTATGCAGGGTGAAATGATCTCCCTGCCGGGTAACCGTTACGCTATCGCACTGAACCTGGAGCGCGACTCCGTGGGTGCGGTAGTCATGGGTCCATACGCTGACCTTGCCGAAGGCA1
21 CHIP2631 STM/STY STM0050 STY0059 ATGCCTACAGGGATAAGGGAAATGTTATTGTTTTATATCTTCATACTCAGCGATGCCTACAGGGATAAGGGAAATGGGCAAAATAAAATATGGATTGCCAACGTTACTCGCCATCGGCTTTTGGATGGACGCAACAAGCGCCACGGTGCTGGAGCTACCTGCCTGGGAGCGAAACTATACCGGGACTATCGCGGGGAAACCGGTAAACGTTAATATCACGCGATTTGGTAACTCTCTTAATGGGTATTACTGCTATGAACCTTGCAATCAGCACAAGGCAGTGATTGTTCTACGCGGCTCACTCCAGG1
22 CHIP2655 STM/STY STM0098 STY0113 ATGAAATATCGCTACATCATCAGAATCGTTAGGGGGTAATACTGTTATTTTGTACAGGATGAAATATCGCTACATCATCAGAATCGCGGCAGGCATAATTCTCATTATGGCTACGGTGTTTATCCATAATGCCATCGCTATTTATCAGTTCAGTCAGCAAAACCAGACGCGCGTAGCTGACTGCGCGATTGTCGCAGGAGCAGGCGTTAGCGGAAAAACGCCTTCTCCCGTTTTTCAGGCCAGACTGGATCATGCCATCTGGCTTTACCAACAACACATTGTCCGCGCGTTGGTATTAACCGGCGGCTACGGCG1
23 CHIP3247 STM/STY STM3334 STY3514 ATGCAGAACAATAACATCACCATTCTTAACGCTTAAACGTCACGGCATGCAGAACAATAACATCACCATTCGTCAGACGCGTCTGCAGGGACACGAAGGATTATGGCAGATTACGATTGAAAACGGGCGCTTTAGCCGGATTGAGCCTCAGGAAGCCGCATCGTTACCGCAGGGCGAAGTGCTTGATGCCGAAGGCGGTCTGGCTATTCCACCGTTTGTTGAGCCACATATCCACCTGGATACCACGCAAACGGCGGGTGAACCGAGCTGGAACCAGTCCGGCACACTGTTTGAAGGGATTG1
24 CHIP3263 STM/STY STM3370 STY3550 ATGACGGCTGAATTGTTGGTTTACATCATTACGACGTCAAACTGCATGACGGCTGAATTGTTGGTAAACGTAACGCCATCGGAAACGCGCGTGGCGTACATTGATGGCGGTATTCTTCAGGAAATCCATATTGAGCGCGAAGCGCGACGCGGAATCGTAGGCAATATCTACAAAGGTCGTGTAAGTCGTGTACTTCCAGGTATGCAGGCGGCTTTTGTAGATATTGGGCTGGATAAAGCCGCATTTCTTCACGCTTCCGACATTATGCCGCATACCGAATGCGTGGCGGGCGACGAGCAAA1
25 CHIP3817 STM/STY STM1098 STY1130 ATGCAAGTAGATGAACAACGTCTGTTAAACAGGCGCTTCCATCTCATGCAAGTAGATGAACAACGTCTGCGTTTTCGCGATGCGATGGCAAGTCTGGCGGCAGCGGTCAACATCGTAACCACGGCGGGTCACGCCGGACGCTGCGGTATCACCGCAACAGCGGTCTGTTCCGTCACCGATACGCCGCCCTCCGTAATGGTATGTATTAATGCCAATAGCGCCATGAACCCCGTTTTTCAGGGTAACGGCAGGCTGTGCATTAATGTACTTAACCATGAGCAGGAGCTGATGGCGCGCCACT1
26 CHIP3833 STM/STY STM1130 STY1167 ATGGGGATGCAGATGAAAAATTTTAAGTTATTTTATTAATAAATTACCATCACGCATGGATGGGGATGCAGATGAAAAATTTTAAGAAAATGATGACGCTAATGGCGCTATGTTTCTCAGTTGCTATCACCACATCAGGATATGCAACGACGCTTCCTGATATACCAGAACCACTGAAAAATGGTACTGGCGCTATTGATAATAATGGCGTGATTTATGTCGGCTTAGGTACCGCAGGGACATCCTGGTATAAAATTGATCTTAAAAAGCAACATAAAGACTGGGAGCGTATAAAGTCGTTTCCTGGTGGAGCTC1
27 CHIP3849 STM/STY STM1168 STY1206 ATGAAATATGAATTAACCGCCACTGTTACTCTCCCAGGTGAGCTAACAAATGAAATATGAATTAACCGCCACTGAAGCGCGAGTGATTGGCTGTCTGCTGGAAAAGCAGGTGACAACGCCGGAACAGTATCCGCTTTCCGTCAACGGCGTGGTGACAGCCTGTAATCAGAAAACCAACCGTGAACCGGTGATGAACCTGACGGAACAAGAGGTACAAGAACAGCTCGATAACCTGGTGAAACGCCACTTTTTGCGTACGGTCAGCGGGTTTGGCAACCGCGTCACCAAATATGAACAGCGTTTCT1
28 CHIP2425 STM/STY STM3510 STY4286 ATGCTAACAGTACCGGGATTATGCTTACAAGGTTCGACACAGGCAATGCTAACAGTACCGGGATTATGCTGGCTATGCCGAATGCCGTTGGCGTTAAGCCACTGGGGGATTTGTTCCGTATGCGCGCGCGCTGTTCGTCAGCGCGTCAGCCTGTGTCCGCAATGCGGATTACCTGCCGCGCATCCTTCGCTCCCCTGCGGTCGCTGCCTGCAAAAACCTCCGCCCTGGCAGCGTCTGGTGAGCGTCAGTGACTATACACCGCCCTTGAGTTTACTGGTGCATCAGCTTAAATTTACCCGCC1
29 CHIP2441 STM specificSTM3532 ATGACTCAGATTACGAAATTTCACGGTTAAAGTCCCGCACGCTGATGACTCAGATTACGAAATTTCACGGCGTATTTCCGCCAGTTCCGACCATTGTTAATGCGCAGGGAGAGTTAGATAAAGTCGGCATGGCAACCTTGCTGGATCATCTTATTGCAAGCAAGGTCAATGGCGTATTACTGCTGGGCAGTGGAGGGGAATTTTGCCATATGACCAATGCGCTGCGTCTGGAAACCGCAGAGTTTTGCGTCCGTCATATTAACCGCCGTATTCCAGTACTATTAGGTATTAGCAGCACCA1
30 CHIP2457 STM/STY STM3571 STY4240 ATGGCAAAACAGAAAAAACGTGTTAATCCTCTCGGGCAAAAAGTATGGCAAAACAGAAAAAACGTGGCTTCTTTTCCTGGTTGGGCTTCGGTGATAAAGAGCAGAAGCAGGAACAGACCGAAGAACAGCAGATTGTTGAGGAACAACGACCGGTTGAGCCCCCTGTTGAAACGGCGGCAGACGTAGACGCGCAAACGCCCGCGCACAGCAAAGCAGAAACAGAAGCCTTTGCGGAAGAGGTGGTGGACGTTACTGAGAAAGTTCAGGAGAGCGAAAAACCGCAGCCGGTAGAGCCGGAGC1
31 CHIP3851 STM specificSTM1188 ATGCGCTCATTTACTCAGCGTTAATTAACGCCGCCAGCAATGCGCTCATTTACTCAGCGTTGGGGAAAATACGTTATCGTGCCGCTCGTGATCGCGATGCTGACCGGTTGCGAAGGGAAGGGCGATAGTTCACGACGGGCTTTCGTTGAGTATTTGAATACGCAAATCATTACGTCTCCCGTGGTGGGCGTCTGTGAGTTGACGCCAGCCCAACGTCAGGCTTTTGGTCATTACGCCGATGACTACGATGTACTATTAACTGCCTACGGGCAAATCTTTGCTGTGGTGTATGAGA1
32 CHIP2427 STM/STY STM3515 STY4281 ATGTTGATTCCGTCTAAATTAAGTCGTTTAAACCCCGTACCCCATCAATGTTGATTCCGTCTAAATTAAGTCGTCCGGTTCGTCTCGACCATACCGTGGTTCGTGAGCGGCTGTTGGCTAAACTTTCCGGCGCGAACAATTTCAGGCTCGCCCTGGTAACCAGTCCTGCTGGCTATGGGAAAACCACGCTTGTCTCACAGTGGGCGGCGGGCAAAAATGAATTAGGCTGGTACTCTCTCGACGAAGGCGATAACCAGCAAGAGCGATTCGCCAGTTACTTAATTGCCGCTATCCAACAGGCCA1
33 CHIP2443 STM/STY STM3534 STY4276 ATGAATGCTCCGTTTACTTATGCTTACAACCGCACCGGATCAATGAATGCTCCGTTTACTTATGCATCGCCCACTCTCAGCGTTGAGGCGCTTAAGCATTCTATTGCCTATAAGCTGATGTTTACGATTGGTAAAGACCCGGTCATTGCCAATAAACACGAATGGCTGAACGCCACGTTGTTCGCGGTGCGCGATCGTCTGGTGGAGCGCTGGCTGCGTTCTAATCGAGCCCAATTATCGCAGGAAACCCGGCAGGTTTATTACCTGTCGATGGAGTTTTTGATTGGTCGTACTCTCT1
34 CHIP2459 STM/STY STM3573 STY4238 ATGATGTTGATTAATCTGGGCCGTTATTTTTTGTTCTTAAACTTCTTCTGCCATGATGTTGATTAATCTGGGCCGCTTATTAATGCTCTTCGTGTGGGCATTTTTGATTCTTAATCTGGTGCATCCCTTCCCGCGCCCGCTCAATATCTTCGTCAACGTGGCGTTGGTGTTCATGGCGCTGATGCACGGTATGCAACTGGCGCTGCTGAAATCAACGATACCGAAAGCGGGTCCGCAGATGACGACGGGAGAGAAAATCCGCATTTTCCTGTTCGGCGTGTTTGAGCTGCTGGTCTGGCAGAAGAAGT1
35 CHIP3724 STM/STY STM4568 STY4919 ATGTTTCTCGCACAAGAAATTATTCGTTATTCAGTAATTCGACGATAGACCGGTGTTTCTCGCACAAGAAATTATTCGTAAAAAGCGTGATGGTCATGCGTTGAGTGACGAAGAAATTCGTTTCTTTATTAATGGTATTCGTGACAATACTATCTCTGAAGGGCAGATTGCCGCCCTGGCGATGACCATCTTCTTCCACGATATGACCATGCCGGAGCGTGTTTCGCTGACCATGGCGATGCGGGATTCCGGTACTGTCCTTGACTGGAAAAGCCTGAATCTCAATGGCCCGATTGTCGATAAGCATT1
36 CHIP4036 STM/STY STM2723 STY4628 ATGAGTGAACTCGAAGCCTTAACCTTATATTACTTCAAGAATGTATGCTTTGAATTTAATGATGAGTGAACTCGAAGCCTTAACCAGCTCAACGCCAACAGAAGCTACGGTGCCTAAAAACGCAGGCGTAACTGCCGAGGCTTTCAGCTTTGGTGACCCGATCCCGGTGCTGGACCGCCGCGAGCTGCTGGACTATGTGGAATGCGTACAGATGGACAGATGGTATGAGCCGCCAGTAAGCTTTGACGGGCTGGCGCGAACCTATCGCGCCGCCGTGCATCACAGCTCACCGATAGCAGTGAAACGCAACATTCTGA1
37 CHIP2453 STM/STY STM3556 STY4255 ATGTCATCATCCCGTCCGTTATTGGTAACGCACCTTACTTTCCATGTCATCATCCCGTCCGGTGTTCCGCTCGCGCTGGCTGCCGTATTTACTGGTTGCCCCGCAGTTGGTTATCACCGTTATTTTCTTTATCTGGCCTGCGGGCGAAGCGCTGTGGTATTCGCTGCAAAGCGTCGATCCGTTTGGTTTTTCCAGCCAATTTGTCGGGCTGGAGAATTTCGTCGCGCTTTTTCACGACAGTTATTATCTCGACGCCTTCTGGACGACGATTAAATTCAGCGCGCTGGTCACGTTTAGCG1
38 CHIP3718 STM/STY STM4547 STY4900 ATGCTGCCAGGATGCTGCTTACGAGCGCAACATTTCTCTTATGCTGCCAGGATGCTGCAAAAATGGACTTATTATCAGTAAAACCCCTCTTATACAGGAAGGCCTTAAAGGGGCTATAACAGGTAATTTCCCCGATTATAAACTGGCGTATTGTCGTACGATAGAAGAGCTAACGCTGCTACAGCTACGCCGAAGTAATTTAGTTATTGCTGATTTAGCAGTTAACAATGCCTCTCCCCGCGCTATCTGCGAATATTTTTATAGCTTACTCTCGCAATATCGCGACATACATTGGG1
39 CHIP3734 STM/STY STM4588 STY4935 ATGCAGCAACCGCAGGTCTTAGACGCTCCTCAGGCTATGCAGCAACCGCAGGTCTGGTTAGTCGAGGATGAACAGGGAATCGCCGATACGCTCATCTACACCCTGCAACTGGAAGGGTTTACCGTTGAGCTATTCGCTCGCGGGCTGCCCGCGCTGGAAAAAGCGCGTCAGCAACGGCCGGATGCGGTGATTCTCGATGTGGGACTACCGGATATCAGCGGCTTTGAGCTGTGTCGGCAGTTGCTGGAACGCCATCCTGCGCTGCCGATTCTTTTCCTGACTGCCCGTAGCG1
40 CHIP4046 STM/STY STM2738 STY4644 ATGAGTTTAATCAAGGCGGGGTTAGAGGCTCTTGATTACTTTGACTGCATGAGTTTAATCAAGGCGGGGAATGATAGTGGTGGGCGCGATGCGATTAACAGGCTTATTAAGGCTTACAATTTCAGCTCACGACAGCAGCTCTGCGAACATCTGGAAGTATCAAAAAGCACTATGGCTAACAGATACTTAAGGGATAGTTTCCCTGCTGAATGGGTAATTCAATGCGCTCTTGAAACAGGAATTTCCCTTCTATGGCTGGCTACGGGACAAGGAGATATGTATGCGTGTGAGAACGAAGAAAGAA1
41 CHIP4062 STM specificSTM2755 ATGAAATTACAGCTTGCCCTGGTTAGTGATGCTGTAACAACACCTGATGAAATTACAGCTTGCCCTGGACGAGTTAACCCTGCCTGAAGCGATGGTATTTATGGATAAGGTGGTTGATGACGTTGATATTATTGAAGTGGGAACACCCTTTCTTATTCGGGAAGGCGTGAACGCGATTAAAGCCATTAAAGAAAAATACCCGCATAAGGAAGTACTGGCGGATGCGAAAATTATGGATGGCGGCCATTTTGAATCGCAGCTGCTTTTCGACGCCGGGGCAGACTATGTCACGGTGTTAGGTG1



42 CHIP4078 STM/STY STM2776 STY2893 ATGTATGGTCGCCAGTACCACATTAATGGCAGCGTGGTTTTTGATGTATGGTCGCCAGTACCACAACAAGCGCTATCGCATGGCGCTATTTTTAGTGAGTTTTTGTTTTAGCGCGCTGAGTTATGCGCAGCCGGATATGCAGCCATTAGGGCCGAATATCGCTGATAAAGGTTCGGGATATTACCATTTCAGGGTCAATGACTTTCAATCTGCCGATGGCGCAAGACATTACCGGGTATGGACCGCTATCCCCAATAAAGCCGCCCCGCCGTCGGGTTATCCTGTCTTATATATGCTGG1
43 CHIP4128 STM/STY STM4103 STY3766 ATGTGGCCGGACTATCGCTTAAATGTGATTCCATTGTGAATTATATTTTTCGTGTGGCCGGACTATCGCCTGGGTTATCCGGCATTGCATTGTCGAGCCTGCGGCAGTTATCCGCCGCTCTTCAACGAGGGGGAATTTCGCCGCTGGGCGTCTGCTTATATCGCGCAATATGCCAAAGAGCATGGTCACTTTTGCCCCGACTGCTATCAAAAAACATGGATTCGTTATGGACGTAATCCCGGCGGAACGCAGCGACTTCAGTGCCAGTACTGTAAGAAAGTCTGGACGCCAAAACAGCACGCGCTGA1
44 CHIP4152 STM/STY STM2858 STY2980 ATGCAACAGTTGATTAATAGCCTGTTTTAGCATATACGAGGTAATGGTTCGGATGCAACAGTTGATTAATAGCCTGTTTATGGAGGCCTTTGCCAACCCGTGGCTGGCGGAACAAGAAGATCAGGCGCGTCTGGAGCTGGCGCAGCTGACGGCGGAGGGCGACCGTCTGGCGTTTTCTACCGATAGCTATGTGATCGATCCGCTCTTTTTCCCCGGCGGCAATATCGGCAAACTGGCGATTTGCGGTACGGCGAACGACGTTGCGGTGAGCGGCGCGATCCCCCGCTATCTCTCCTGCGGCTTTATCC1
45 CHIP4176 STM/STY STM2927 STY3052 ATGCGCATATTGCTGAGTAACGTTACCATTGCGTGCCAACTATGCGCATATTGCTGAGTAACGATGACGGGGTTCACGCGCCCGGTATACAAACGCTGGCGAAAGCGCTGCGTGAGTTTGCTGATGTACAGGTCGTAGCCCCGGATCGTAACCGCAGCGGCGCGTCTAATTCCCTCACGCTGGAATCTTCGCTTCGTACTTTTACCTTTGATAATGGCGATATCGCTGTACAGATGGGGACGCCGACCGATTGCGTCTATCTGGGCGTTAATGCCTTAATGCGTCCGCGTCCGGATA1
46 CHIP3432 STM/STY STM0882 STY0915 ATGCAGTGCGCACTCTATGATTATATTGACCTGCGCAGTAACGATGCAGTGCGCACTCTATGACGCGGGTCGCTGCCGTTCCTGTCAATGGATTACGCAGTCGGTTAACGAACAACTTTCCGCAAAAACAGCCGATTTACATCGTTTGCTCGCCGGGCTGCCTGTTGAACAGTGGTGCGCGCCGATTGGCGGCCCGGAACAGCATTTCCGCAACAAAGCGAAAATGGTCGTGAGCGGTAGTGTAGAAAAACCGCTCTTCGGGATGCTGCATCGCGACGGTACGCCGGTCGATCTTTGCG1
47 CHIP3448 STM specificSTM0904 ATGCCAGGATACTATAAAATCAGTCATAGTTTTATGTTTCTTTAAGCTTGTTACGTTTGTGATGCCAGGATACTATAAAATCAGTCATAGTTGGGAGTACAGGAGACGTACATGCCAGGATGATGTCCTTCTGGAAGCTGTTATCACTTCAGATACAAATCTGAATACAGAAAAAACACTTCTACAATGGCTGAATGACAAGAATAAAAACAAGGGAACCAATACTGTCGATTATAAAGATATCACGTGCTGGTACTACGGTGGAGTATGGCTACATTATGCTATTAACAATAACGCCCTGTCTTTATATATGCATT1
48 CHIP3088 STM/STY STM2489 STY2727 ATGTTCACGGGAAGTATTGTCGTTACAGCAGGCCAGCATGCATGTTCACGGGAAGTATTGTCGCGCTTGTTACGCCGATGGATGAGAAAGGTAACGTCAGTAGGTCTTGCCTGAAAAAACTCATTGATTATCATGTCGCCAACGGTACCTCGGCGATTGTTTCGGTTGGCACTACCGGCGAGTCTGCCACGCTAAGCCATGATGAACATGGCGATGTCGTGATGATGACGCTGGAACTGGCTGACGGACGTATTCCGGTTATCGCCGGCACGGGCGCAAACGCGACCGCGGAAGCGA1
49 CHIP3442 STM specificSTM0898 ATGTTTGTGAAAGTGGGACAAAAGTTAGGCGTGGCGTCGAATTTGATGTTTGTGAAAGTGGGACAAAAGATTCGTGAATTACGCAAAGCCCGAAAAATGACTATTACGCAGTTAGCAGCTTTGACTGACTGGGATGTAGGAAACATTTCTCGACTTGAGCGAGGCATGCAGGGCTACAGTGCGCAAAGCATACAAAAAATTGCGGAAGCTCTCCAAGTGCCTGTATCTGAGCTATTTTCAACTGAAACAGATAGTGATACTGTAAATAAATACAGTGTTCTTTCACTCTCACATCAGAGGA1
50 CHIP3082 STM/STY ATGAATCGTTTTATTATGGCCAATAGCTTATTTAGCTAACCAGTCGAGTATCCCATGAATCGTTTTATTATGGCCAATAGCCAGCAGTGTCTGGGCTGCCATGCCTGCGAGGTCGCCTGCGTAATGGCTCACAATGATGAGCGACATGTCCTGACGTCACAGCGCTATCAGCCCCGAATTACTGTCATTAAACATCAGCACCAGCGCAGCGCGGTTACATGTCACCATTGCGAAGATGCGCCCTGCGCCCGTAGCTGTCCGAACGGCGCGATCGCGCATATTAACGACAGCGTGCAGGTCAATGCGCAGA0
51 CHIP3482 STM/STY STM0954 ATGTTTTCGGCACATTTTTTATTGTTACGCGGAACATGGTATTAGGATGTTTTCGGCACATTTTTTATTGGGGTGTTATAATTGCTGCCGCAGAATTGGTTTAGCTCATTATCCCGCAGCCCGTTGTCAGGTAACGCCCATCGTTTATTTCACCGTTCCCTTATATGTTGCGCTTATGTCGATACATCAGGCGGTAGTATCAGGGAAAAGGTGTATAACGCGGCGTTGTCGTGTGTCGCGGAATCATGTGCTAAACCTGGTTTGCTGTGTTTTAAACGCACAAATCTTTACTTATCAAAAGA1
52 CHIP3498 STM/STY STM0983 STY0984 ATGAAGATAACGACGGTCAGCGTTACCCGTTATCCTCGGACAATGAAGATAACGACGGTCAGCGTATGCGTAGTATGCGGCATACTTCCACTCATGATATTGCCAGTATTACCTGATACGTGGATTCTCGCGGTGCTGTTTTGTCTGGCATGTTTGCTTTGCCTCATACCCCATCACTATGCGCGCTACGCGGCATTAACTTTGCTCTTTTTCATGTGGGGGATATTTGCCGCCAGGCAGGCCATCTGGGCGGGAAACGTCCTGCCCGCCGCGACGCAGGAGGCGACAGTCGTCATTA1
53 CHIP3523 STM specificSTM1032 ATGGAAGAGCGCGTTATCGTTACTGCTTCCCTCCCCGATGGAAGAGCGCGTTATCGGGGCTAAGGGGATCATCGTTGAGCCACAACCACTGACGGTGGCCGGAACGCTGAATAACGCGCTGGCGGAACAAATCCGCGCCAGATGGGCAGAGTGGTCCGTGTCGCCGGACGTGACCGGACAATATACGCGCCCGGTACTGGAGCGCCTTTTGTTACGCACATGGTTGCGGGACGGGGAGGTGTTCTCCCAGATGGTGGCGGGAAAAATGCCGGGGCTTGAGCCGGTGGCGGGCG1
54 CHIP4115 STM/STY STM4077 STY3793 ATGGCAAGACACAGCATTAAAATGTTAGAAATCATATTTGTCGATATTGTCTTATGGCAAGACACAGCATTAAAATGATCGCCTTACTCACTGCGTTTGGTCTGGCATCTGCGGCAATGACCGTGCAGGCGGCAGAGCGGATTGCTTTTATTCCCAAACTGGTTGGCGTGGGCTTTTTTACCAGCGGCGGCAATGGCGCGCAGGAAGCGGGAAAAGCGCTGGGCATTGACGTAACTTACGATGGCCCTACAGAGCCCAGCGTCTCAGGCCAGGTTCAACTGGTGAATAACTTTGTCAATCAGGGGTATG1
55 CHIP4141 STM/STY STM4119 STY3754 ATGAACGAACAATATTCCGCTTAGCCGGTGTTGCGCATATGAACGAACAATATTCCGCGTTGCGTAGTAATGTCAGTATGCTCGGCAAGGTGCTGGGAGAAACCATCAAGGATGCGCTGGGAGAACACATTCTTGATCGCGTAGAAACAATCCGTAAGCTATCCAAATCTTCACGCGCCGGCAATGAAGCTAATCGCCAGGAGCTGCTCACCACGCTACAAAATTTGTCTAATGACGAGCTGCTGCCAGTTGCGCGCGCGTTTAGTCAGTTCCTGAACCTGGCCAATACTGCCG1
56 CHIP3597 STM/STY STM4310 STY4511 ATGCGTTACGACATCAGTCGTTTAGTCATTCTGTATATCACACGAAAATTTATAAAACATGCGTTACGACATCAGTCGTGACGCGATCTGCTATGGATTTTTTATGAGATTACTAAAACGCGTTATTGTGGTTGTACTCTTGGGCGTGATTTTATTTATGGTCAGGGACGATATACGCTATGTTTATCAACTGATCCTCAAATATGGTGATAAACCCTCGGCGCTGGCACTGAGTAGCTATAAAGCGGTTATTCAGCAAAAACCAGTCGCAGGAGTTAAGAGTAACCTTTCAGGTTTGACCTACTCCGCCGAAG1
57 CHIP3429 STM/STY STM0877 STY0910 ATGATGACCGCCTTAAAGAAAAAATGTTACTTACCGCTTTTCACCTTCGATGATGACCGCCTTAAAGAAAAAATGGCTATCGGGTCTGGTTGCGGGTGCTCTGATGGTCGTCTCTGTCGGCACGCTCGCTGCCGAACAAAAAACGCTGCACATTTATAACTGGTCAGATTATATCGCGCCGGACACGGTGGCGAACTTTGAAAAAGAGACCGGGATTAACGTTATCTATGATGTCTTTGACTCTAACGAAGTGCTGGAAGGCAAGTTAATGGCAGGCAGCACCGGGTTCGATCTGGTGGTGCCAT1
58 CHIP3453 STM specificSTM0910 ATGACGGGGAATAAATATGGCTTTATAACCAGCCTCCGCCGATGACGGGGAATAAATATGGCTCTGCAGCGGCAGTACGCCGGGAGGTTGCTGAATATCTCAGGCCTCCACGCAGAATGCCGGTAGCGGAAGGAATAAAACAATTTATGTTTGTTCCCCGCGGCGCCAATACGGCGGTTCCCTGGGATGACACGTTAACGCCCTACATGAATGAAGCGATAAATACACTGTCAAAACGGGAATATGACGCAGTGATCTTTGCCGGGCCCGCGCGAACAGGTAAAACCCTCGGGCTGA1
59 CHIP3101 STM/STY STM2523 STY2768 ATGCATAACCAGGCTCCGATTATTTTTCAACCTGCAGCACGATGCATAACCAGGCTCCGATTCAACGTAGAAAATCGACACGTATTTACGTTGGGAATGTGCCGATTGGCGATGGTGCCCCTATCGCCGTCCAGTCGATGACTAACACGCGTACCACTGACGTGGAAGCGACGGTTAATCAGATCAAAGCGCTGGAGCGCGTTGGCGCAGATATTGTTCGTGTTTCTGTACCGACAATGGACGCCGCCGAAGCGTTCAAGCTTATCAAACAGCAGGTTAACGTCCCGCTGGTTGCCG1
60 CHIP3117 STM/STY STM2552 STY2799 ATGTCACAGAATTTTTATCGCGATTACTGACATTGCAAGGTCACCGGTGTCACAGAATTTTTATCGCGAGGAACAGATGAAGCCAGTGAAACGCAGCGCCTTAACACTATTTCTTGCCGTTTTATCTTTCGTGGCGGCGGCGCATCCGCACAGCTTCATCCGTCTGCAAACGCAGGTGGTCAGTGAAAATGAGCAATTTGTGGCGTTAAAAATGCGCTGGACAATGGACGCGCTGACGTCCGCAGATCTGCTGTATGACGCCGGAAACGCGGCACCGGGGTCAGAAATATGGAAAAAGTTGG1
61 CHIP3487 STM/STY STM0962 STY0960 ATGAGCAATCTGTCGCTCGTTAGCGGTAGCGTTTTGTGGGTGAGCAATCTGTCGCTCGATTTTTCTGATAATACGTTTCAACCGCTGGCCGCGCGAATGCGGCCGGAAAATTTAGCGCAGTATATCGGCCAGCAGCATTTGCTGGCCGCAGGTAAGCCGTTGCCTCGCGCTATTGAGGCCGGGCATCTGCACTCCATGATTTTATGGGGGCCGCCAGGGACGGGGAAAACCACGCTCGCTGAAGTGATCGCCCGCTACGCCAGCGCCGATGTCGAGCGTATTTCCGCCGTCACTT1
62 CHIP3127 STM/STY STM2575 STY2821 ATGAATATCAAACAACTACATTCCTTCCTTTATACGCCTATTTTCTGCTCGGATGAATATCAAACAACTACATTCCTTCCTGATATTGTGTGATGAATTACATTATGGTCGGGCAGCCAGTCGCCTGTTTATCACTCAGCCATCATTAAGTCAGCAAATCAAACAACTTGAGTCATCACTTAAAACAATATTATTTAAGCGAAAAGGTAGAGGAATTAAATTAACAAAAGCAGGCATTATTTTGCAACGACACGCTAACAAAATAATGCTGGATTTAAAAAATGCCGAAAATGAACTTCTTCCCTATC1
63 CHIP2960 STM/STY STM1992 STY2200 ATGCAGGAAAATATTTCAGTAACACACGTTATCGTGAACGTCCGCCATGCAGGAAAATATTTCAGTAACACACGCCCGGAACCTCATCGCCGACGACGCCGGAAGCGAGCTCCAGGCGATGCTGAGTCAATTGCTGGAAATCTACGATGTTAAAACGCTGGTGGCGCACCTTAACGGCCTGGGCGAACAGCACTGGAGCCCGGCCATCTTCAAGCGCGTAATGATGAACGCGGCATGGCATCGCTTGAGCGACAATGAACTCACCTGTCTTAAAACAGAGTTGCCGACGCCGCCAGCGCATC1
64 CHIP2984 STM/STY STM2270 STY2495 ATGAACAATATGAACGTAATTATTGCCGTTATTCTTTGTCTGTCGGACTCAGGATGAACAATATGAACGTAATTATTGCCGATGACCACCCGATTGTACTGTTCGGTATTCGCAAATCACTTGAACAAATCGAGTGGGTGAATGTTGTCGGCGAATTTGAAGATTCCACAGCATTGATCAACAACCTGCCGAAATTAGATGCGCATGTGTTGATCACTGACCTCTCCATGCCGGGAGATAAATACGGCGATGGGATCACCTTGATCAAGTACATCAAGCGTCATTTTCCGAGCCTGTCTATTATCGTTC1
65 CHIP3696 STM/STY STM4514 STY4870 ATGGCGCAACAAGTGGACTTATGATTGGGCTCCTTGCATGGCGCAACAAGTGGACGGGGCGGCCATGCCGCTTGATACAGAAAAGGTCGGGATAAAGGGATACCTGGCGTTTTTTCTCACCATTATTTTCTTTTCCGGCGTATTTTCCGGAAGCGAAGGCTGGTGGCGCGTTTTTGATTTTACCGTACTCAACGGGTCATTCGGTCATGTGACCGGTACGCAGACCTTTCGTGGCGCGGGCGGAACGGGCGCGAAAGATGGCTTCCTTTTTGCGCTGGAGCTGGCACCGTCGG1
66 CHIP2276 STM/STY STM1108 STY1142 ATGTGCCAACGTGCGATCTTAGTTGAGAAAAGAGGGAACTTCACGATGTGCCAACGTGCGATCGCCAATATTGATATCAGCAAAGAGTATGACGAAAGCATGGGCAGTAACGATGTGCATTATCAGTCGTTTGCTCGTATGGCGGATTTCTTTGGTCGTGATATGCAGGCGCATCGCCACGACCAGTTTTTTCAAATGCACTTTCTTGATACCGGGCAGATTGAGCTACAGCTCGACGATCATCGCTATTCGGTGCAGGCGCCGCTATTTGTGCTTACGCCGCCCTCGGTGCCGCATGCTT1
67 CHIP3026 STM/STY STM2346 STY2576 ATGGTGGAACAGCGTCGTTTATTCCGTCTCTTCCGGTTTCATGGTGGAACAGCGTCGTTTGGCAAGTACGGAATGGGTGGATATTGTGAATGAAGACAATGAAGTCATTGCACAGTCCAGCCGGGAACAGATGCGTGCGCAACGCTTACGGCATCGTGCGACGTATATCGTCGTTCATGATGGTATGGGTAAAATTCTGGTGCAGCGTCGTACCGAAACAAAAGATTTTTTGCCCGGTATGTTAGATGCTACCGCAGGCGGCGTGGTTCAGGCTGATGAGCAGCTACTGGAATCTG1
68 CHIP0203 STM/STY STM1956 STY2164 ATGAATTCACTGTATACCGCTGAAGGTTATAACTTACCCAGTTTGGTGCGGTGAATTCACTGTATACCGCTGAAGGTGTAATGGATAAACACTCGCTGTGGCAGCGTTATGTACCGCTGGTGCGTCACGAAGCATTGCGCCTGCAGGTGCGATTGCCGGCGAGCGTGGAACTGGACGATCTGCTACAAGCGGGCGGCATCGGGTTATTAAATGCGGTCGACCGATATGACGCTTTGCAAGGAACGGCATTTACCACTTACGCAGTGCAGCGTATTCGTGGGGCGATGCTGGATGAATTACGCAGCC1
69 CHIP0227 STM specificSTM0195 ATGAATACAGCAGTAAAAGCTGCGTTACAGATAGCTGATCGTGAAGTTTACGATGAATACAGCAGTAAAAGCTGCGGTTGCTGCCGCACTGGTTATGGGTGTTTCCAGCTTTGCCAATGCTGCGGGCAGTAATACTGGTACGGTGACTTTTACCGGTACTATTGAAGATTCACCGTGTTCAATCGTGGTTGGCGACGAACACCAGACCGTTAACCTGGGCCATATCGGTACCGGTTCTCTGATGGGCGGTAAAGAATCTTCAAAAGTCGATTTCCATATCGGTCTGGAAAACTGCGCATTCACCACTG1
70 CHIP2334 STM/STY STM1166 STY1204 ATGTCGCGCGTCTCGCAGTTAGGCGCCGGGTTCCAGATGTCGCGCGTCTCGCAGGCGAGGAACCTGGGTAAATATTTTCTTCTCATCGATAACATGTTGGTGGTGCTGGGTTTTTTCGTCGTCTTCCCGCTCATCTCTATTCGCTTTGTCGATCAAATGGGGTGGGCTGCCGTAATGGTAGGGATCGCGCTCGGCCTGCGCCAGTTTATTCAACAAGGTCTGGGCATTTTTGGCGGCGCCATCGCCGATCGCTTTGGCGCGAAACCGATGATTGTCACCGGTATGCTGATGC1
71 CHIP2358 STM/STY STM1368 STY1755 ATGGTTGTTACGCTCGCGTTAAGGTCTGTCAATAACCGCCGATGGTTGTTACGCTCGCGTATATCGCACTTTTTTTGGTTTTCTCGTGGGTCATCTTGAGAATTAATCAAAAAAGCGATTCCCTGTCGAAAAGCGTTTTTATCGCTATCTTTTTAGGGGCTGTTATTGGTTTATCCCTGCATTTTATTTCAGCAAATCACACTAAAACTATTATCGAATGGTACAGCATCGTCGGCAATGGTTACGTCCACCTGCTAAAACTGGTCGCTATACCGCTAATTTTTATTTCTATTCTTT1
72 CHIP3627 STM/STY STM4376 STY4732 ATGCTACGACACAACGTACCGTTAACCGGCAATATAATGTGGGATGCTACGACACAACGTACCGATACGTCGGGATCTGGATAAGATCGCCTGCGATCACGGTTTTGACTTTCATGTTATCGATAACGAAATTTACTGGGATGAAAGCCGGGCCTACCGTTTTACATTACGGCAAATTGAAGAACAGATCGAAAAACCGACCGCAGAGCTTCATCAGATGTGTCTGGAGATTGTCGAGCGGGCCGTCCGGGATGAGCAGAGCATGCAGCAGCTGGCGATCCCGCCATTGTACTGGGATG1
73 CHIP0269 STM/STY STM2862 STY2984 ATGAGTCAATCTGCGATTACCGTTATGACGATTTTCCTCCGCTATGAGTCAATCTGCGATTACCGTTGATCAAGTCACGGTGACGTATCGCAACGGTCATACCGCCCTACGGGACGCCACTTTTCAGGTGCCTGGCGGTTCAATCGCCGCGCTGGTAGGCGTAAATGGTTCCGGTAAGTCTACGTTATTTAAAGCGTTAATGGGCTTTGTGCATCTTGCGCAGGGCGATATCACTATCCTGCAACAGTCAGTCAACAAGGCACTGAAAAAAAACCTCATTGCTTATGTTCCGCAATCGG1
74 CHIP2368 STM/STY STM1451 STY1671 ATGAAACTGTTCTACAAACCGGGTTAATTCAGTCCTTCCGCTTTAAGCATGAAACTGTTCTACAAACCGGGTGCCTGCTCTCTTGCTTCCCATATTACCCTGCGCGAAATTGGCAAAGACTTTACGCTTGATGGCGTCGATCTCGCAAAAAAACGCCTGGAAAACGGTGATGATTACCTGGCAGTCAACCCTAAAGGACAGGTTCCGGCTCTGCTGCTGGATGACGGCACACTGTTGACTGAAGGCGTCGCCATTATGCAGTACCTCGCCGACAGCGTTCCCGACCGCCAGCTTCTGGCGCCGG1
75 CHIP2957 STM/STY STM1988 STY2195 ATGGTCTTTTCTGTCAGTGAGGAATTATCGGGCTTCGTCCCGATGGTCTTTTCTGTCAGTGAGGAAGTTACCGTGAAAGAGGGTGGGCCCCGGATGATCGTCACCGGTTATTCCAGCGGAATGGTAGAGTGTCGCTGGTATGATGGTTTTGGCGTAAAGCGGGAGGCATTCCATGAGAATGAGCTCGTGCCAGGCAAGGAAAGGCGCGTGCGGGACGAAGCCCGATGA1
76 CHIP2973 STM/STY STM2068 STY2277 ATGACCATGTCGCATAACGTTACTTACGCGACGTCTTCGTACTGATGACCATGTCGCATAACGTTACTCCAAACACCTCTCGCGTGGAATTACGTAAAACGCTTACGTTAGTTCCGGTTGTAATGATGGGTCTTGCCTATATGCAGCCGATGACGCTGTTCGATACATTTGGTATCGTTTCAGGCCTCACTGACGGTCACGTACCGACGGCGTATGCATTCGCGTTAATCGCGATTCTGTTTACGGCGTTGAGCTACGGGAAACTGGTGCGTCGCTACCCTTCCGCGGGTTCGGCGTATA1
77 CHIP2997 STM/STY ATGCTAAATGTGGAAATGCTATCCATTATGATGTCAATGATTCAACCACGATGCTAAATGTGGAAATGCTATCCACCGGGGATGAGGTGTTGCACGGACAAATCGTTGACACCAATGCCGCCTGGCTGGCTGATTTTTTCTTTCATCAGGGCGTTCCGTTATCACGGCGAAATACGGTAGGCGATAATCTGGACAGTCTGGTCGCTATCTTGCGTGAACGCAGTCAACATGCTGATGTTTTGATTGTTAATGGCGGGTTAGGGCCGACCAGCGATGATTTAAGCGCGCTCGCCGCGGCAACGGCAA0
78 CHIP3013 STM/STY STM2328 STY2558 ATGAGTATGTCAACATCCACTGAAGTCTTAGCGTTGACGATTAGCGATACTATGAGTATGTCAACATCCACTGAAGTCATCGCTCATCACTGGGCATTCGCTATCTTTCTTATCGTTGCCATTGGCCTGTGCTGCCTGATGCTGGTAGGCGGTTGGTTTTTGGGCGGTCGCGCACGCGCGAGGCACAAGAACGTTCCGTTTGAATCAGGTATCGATTCGGTCGGCACCGCCCGCTTACGCCTGTCTGCCAAGTTTTACCTGGTAGCCATGTTCTTCGTTATCTTCGACGTTGAAGCGCTGTATCTGT1
79 CHIP3663 STM/STY STM4440 STY4779 ATGGATAACGGAGCAGTAAAACACTTAGAGGTTGTCTTTCGCGACTTGTGGATAACGGAGCAGTAAAACACGATGCCGGTGAGCGAATTAACGAACTGGCTGAACAGGTGTTAACGCAGGTGGATGGCCTGCTGGGGCGGCATCACATTGTCCCCAATGCGGTACAGACGCAAATGCTGACCTCGCACGTTCGCGCGATGGCGCACCGGTCAATTACCGGCGAGCCTTTACCGGAAGTCGATGCCAGCTTGTTTGATGAAATCTCAGCCGAATCAATGGCGCTCGCCCGCGAAATCGTGGCGG1
80 CHIP3679 STM specificSTM4488 ATGGCGCTTACAGATCTCGCTTAAAGAGGCTCGCCACCCATGGCGCTTACAGATCTCGCAATCCGGCATGCCAGGCTGCCTGGCAAGGCATACAGGCTCTTTGACTGCCACGGTTTTTACATTCAGGTGAACCCCAGCGGATCCAAGCTGTGGTATCTGAAATTTCGCTTTGGAAACAAAAAGAACCGTATGGCATTAGGCCCTTATCCGCTCATTTCTCTTGCACTGGCAAGGGAGAAGCAAGCGGATATAAGAAGGCTTATTTTAGAAGGTATTAATCCGGCGGAAAAACGCA1
81 CHIP3695 STM/STY STM4506 STY4861 ATGATAAAAGACACCGTGTTTTTCGTTAAAGCTGAAAATCGGGCGATGATAAAAGACACCGTGTTTTTCGCCCCAGGCGTATCCGGGGGAAGCAACGCCTCCAGTTTGTCGAGCCGCCATCGCCGGGCAGCGATTATTCTGCATGAAATTTATGGTATTAACGCTCATATCCAACGCGCAGGCCATGAATGGATGACGCGCGGATTCGACATCTATATTCCCGCGCTGTTTCCTCACCATACCCCCTTTCGCTATGAACAGCAGGAGGAGGCTTACCGTCACTTTTCAGCAAATGTCGGCT1
82 CHIP3039 STM/STY STM2370 STY2601 ATGGGATGCATAATTAATTATCCTTTAACCTTAATGTGCCGGGTGATGAATGGGATGCATAATTAATTATCCTTTAACCATAAATCTGAGCAATATATGCCTGGCGGCCAGATTATGGCACACTTGTCCGGTTAACTCTCGTTCTCAAACAGGTACGACAGTCGTGAAAATTCTCGTTGATGAAAATATGCCTTACGCCCGCGAATTATTTAGCCGCCTGGGTGAGGTAAAGGCAGTGCCGGGTCGCCCGATCCCCGTTGAAGAATTGAACCATGCCGATGCGTTAATGGTGCGTTCGGTCACGA1
83 CHIP0216 STM/STY STM1257 STY1863 ATGCTCTATAATCCTGCCCCGTTAGCATACGTCACTCCTTAGCCAATGCTCTATAATCCTGCCCCGACGTTGTTTCGTCTGCTCCTCTCCGTTACCTGTCTGCTGTTTATTGCCGGATACGGTTATGCCACGTTGAGCCAGCCGCCAGAGGTTAATCTGCTTGCCCGGCATCTGTCGCCTGATATCCAGCACTGGTTTGGCACCGATAATCTGGGGCGTGATGTATGGCTTCGTTGCTTTCAGGGGGCCTTCACCAGTTTACAAATTGGCGTTGGCGCCGCGCTGTGCAGCGGCGTTATCG1
84 CHIP2315 STM/STY STM1479 STY1589 ATGCGAATTGGCATACCAAAAGTTAGTTTTTCCGGAACATTTTCAGCATGCGAATTGGCATACCAAAAGAGCGGTTACCCAATGAAACCCGTGTCGCTGCGACGCCGAAAACGGTAGAGCAGCTACTGAAGCTGGGGTTTAGCGTCGCTATCGAAAGCGGGGCGGGTCAACTGGCAAGTTTTGACGACAAAGCGTTTGCGCAGGCTGGCGCGGATATTGTAGACGGCAATGCTATCTGGCAGTCGGAAATTATTCTCAAGGTTAATGCGCCTGAAGAAGAGGAAATCGCTTTACTGAACCCCG1
85 CHIP1333 STM/STY STM0316 STY0361 ATGTCTGAACTGTCTCAGTTATCACCATTACTTCGCAGGAATCGCTTTCGTGTCTGAACTGTCTCAGTTATCACCACAACCTTTGTGGGATATTTTTGCCAAAATCTGTTCTATTCCTCACCCGTCCTATCACGAAGAGCAACTCGCGGAACATATTGTGAGTTGGGCCAAAGAGAAAGGCCTTTACGTGGATCGCGACCAGGTCGGTAATATTCTGATCCGTAAGCCCGCCACTGCAGGTATGGAAAATCGCAAGCCGGTCGTTTTACAGGCGCATCTGGATATGGTGCCGCAAAAAAATAGCG1
86 CHIP1349 STM/STY STM0164 STY0186 ATGAAAGGACAACACCGTCTGGTTACTCCGGCTGCACCAGATGAAAGGACAACACCGTCTGGATCTCATTGTGGCGTATCTGAAAAACCATACGCTGGTTACGGTAGAACAGCTGGTTGAGGCGGTTGACGCATCGCCAGCCACTATCCGTCGCGATTTGATCAAGCTGGATGAGCAGGGCGTGATCAGCCGTAGTCATGGCGGTGTGGCGCTGCGACGTTTTGAACCCGCCCAGCCCACCACCAATGAAAAACAACTGCGATCGCCCGCTGAAAAACGGGCGATCGCACGCGTTG1
87 CHIP1365 STM/STY STM0213 STY0236 ATGCAGCAGTTACAGAACGTTATTGTTAATCAATAGTGCGCAATAATTCGATGCAGCAGTTACAGAACGTTATTGAGACCGCTTTTGAGCGCCGCGCCGATATTACGCCGGCTAATGTAGATACCGTGACCCGAGAGGCAGTAAACCAGGTCATTTCTCTACTTGATTCCGGCGCGCTGCGTGTCGCAGAAAAAATCGACGGTCAGTGGGTCACTCACCAGTGGTTGAAGAAAGCGGTTCTGCTCTCTTTCCGTATTAACGATAACCAGGTTATCGACGGTGCGGAAAGCCGCTACTTCGATAAAG1
88 CHIP1389 STM/STY STM0130 STY0150 ATGGCTGATAAAATCGCGGTTAGTCCGCCAACTCCAGATGGCTGATAAAATCGCGGTCCTGTTGGGCGGAACCTCTGCGGAGCGGGACGTTTCGTTAAATTCCGGCGCGGCAGTGTTGGCCGGGCTACGTGAAGGCGGCATTAATGCGCATCCCGTCGATCCGCAAGAGGTCGATGTCGCGCAGCTTAAAGCAATGGGCTTTCAGAAGGTCTTTATTGCGTTGCATGGCCGTGGCGGTGAAGATGGCACCTTACAGGGAATGCTTGAACTGCTCGGCCTGCCTTATACCGGTA1
89 CHIP3906 STM/STY STM1303 STY1811 ATGTCTCTGTCAGTTACGCGCTTACCCGCATGGTACGCCATGTCTCTGTCAGTTACGCGCGAAAACTTTGATGAATGGATGGTGCCGGTATACGTTCCCGCGCCTTTTATTCCTGTACGCGGAGAAGGCTCACGCCTGTGGGATCAGCAGGGGAAAGAGTATATTGATTTTGCTGGTGGGATCGCGGTCAACGCCTTGGGACATGCGCATCCGGCGCTGCGCGAGGCGTTAAATGAACAGGCGAATCGCTTCTGGCATATCGGGAACGGTTACACCAATGAACCGGCGCTGCGAC1
90 CHIP3922 STM/STY STM1338 STY1772 ATGAAATTCAGCGAACTGTGGTTTAATCCCTCAATGATGCCTATGAAATTCAGCGAACTGTGGTTACGCGAGTGGGTTAACCCGGCAATTGATAGCGATGCGTTGGCTAACCAGATTACGATGGCTGGCCTGGAAGTAGACGGCGTTGAGCCGGTCGCGGGAAGCTTCAATGGCGTTGTGGTTGGGGAAGTGGTTGAGTGCGCCCAGCATCCGAACGCTGACAAATTGCGTGTAACGAAAGTCAACGTCGGCGGAGAACGCCTGTTGGATATCGTCTGCGGCGCGCCAAACTGTCGTC1
91 CHIP3932 STM specificSTM1354 ATGAAAATAATAACCTGCTTTAAGTTGGTGTTAGTTCAGGGATTTTTTCAAATGGATGAAAATAATAACCTGCTTTAAGTTGGTGCCTGAAGAACAGGACATTACCGTGACCCCGGAGCATTCGCTCAATTTTGATCGTGCCGAGGCCAAAATCAGCCAGTTTGATTTAAATGCAATTGAGGCCGCCGCGCAGTTAGCTGGCGGTGGCGACGAGATCGCCGCGCTCACCGTCGGCGGCTCTCTGTTACAAAATTCAAAAGTCCGCAAAGATGTGTTATCCCGCGGGCCAGATGCGCTTTTCATGGTTCAGG1
92 CHIP0525 STM/STY STM2146 STY2375 ATGCAACGAATTAACGCGCTTACCACCACGCGTGGAAATGCAACGAATTAACGCGCTGACGATTGCCGGCACCGATCCCAGCGGCGGGGCCGGTATCCAGGCGGATCTCAAGACCTTTTCCGCGCTGGGCGCATATGGCTGTTCGGTCATCACTGCGCTGGTGGCCGAAAATACCTGTGGCGTACAGTCGGTGTACCGGATAGAGCCGGACTTTGTTGCCGCTCAACTTGATTCCGTGTTCAGCGATGTGCGCATTGATACCACGAAAATCGGGATGCTGGCGGAAACCGATA1
93 CHIP3972 STM/STY STM1471 STY1651 ATGAAAAAGCTGTTTGTGCAGTTTTACTTAGGCAGCGGTCATGTCATGAAAAAGCTGTTTGTGCAGTTTTACCTTTTGCTGTTCGTCTGTTTTCTGGTCATGACCTTATTGGTCGGACTGGTGTACAAATTCACCGCCGAACGCGCGGGCAGGCAATCGCTCGACGATCTGATGAAAAGTTCGCTCTATCTGATGCGCAGCGAACTGCGGGAAATTCCGCCGCGTGAATGGGGGAAAACGTTAAAAGAGATGGACCTGAACCTCTCTTTCGATTTACGCGTTGAACCGTTAAATCACTATA1



94 CHIP0565 STM/STY STM1418 STY1702 ATGTTAAGAATAGCGAATGAAGAGCGTTACGCTGTATTTTTGCAAAGATACCATGTTAAGAATAGCGAATGAAGAGCGTCCGTGGGTGGAGATACTTCCAACGCAAGGCGCTACCATTGGTGAGCTGACATTGAGTATGCAACAATATCCAGTACAGCAAGGGACATTATTTACCATAAATTATCATAATGAGCTGGGTAGGGTGTGGATTGCAGAACAATGCTGGCAGCGCTGGTGTGAAGGGCTAATTGGCACCGCTAATCGATCGGCTATCGATCCTGAATTGCTATATGGAATAGCTGAATGGG1
95 CHIP1416 STM/STY STM3863 STY3915 ATGTCATTTCAGCCATCCTTTGTTAATTACGCGACATAAAAATCCGATGTCATTTCAGCCATCCTTTGCGGGTCCACAACCCGACTCAAGGATTGATCGTACTACCTTTATTCGTCGTGCTTATCTTCATCTCGCCGTCGCCATCGTCGGTTTTATCGTATTGAGCGCGGCGTGGAGTTTTATAGGGGTCGGGGAGTATGCGCTTGATGTGCTGCTGGCTGGTGGAAGATATAGCTGGTTGGTTGTTCTCGGCGCTTTTATGCTGGTGGGAATGCTGGCGACCCGTCTGGCGGATAATGCGG1
96 CHIP1344 STM/STY STM0281 STY0304 ATGAGCTGGAATGACCGCTTATTTATCGCGCACTCCCATGAGCTGGAATGACCGCGTAGTCTGGAGTGAAGGACAATTTTTACTGCCGCAGATGTTTCAGCAGCAAGAGCGTTATCTGGAACACGTCATGCATTACCGCAGCCTGCCGCTGACCCCCTTTTTCTGGGGATTCAGCCACTACAATATTGATGGCGAAGCGCTGAACATCGGTAAACTGATACTGAAAGAGGCATCAGGGATTTTTCCTGACGGCACGCCGTTTAACGCACCGGACCACACCCCGCTGCCGCCGC1
97 CHIP1354 STM/STY STM0219 STY0242 ATGATTAGCGATATCAGAAAAGATGCTTAGAACTGCATCAGTTCTGCTGTGATTAGCGATATCAGAAAAGATGCTGAAGTACGCATGGAAAAATGCGTTGAAGCGTTCAAAACCCAAATCAGCAAAGTGCGCACGGGTCGTGCTTCTCCCAGCCTGCTGGATGGTATTGTCGTAGAATACTATGGCACTCCGACCCCGCTGCGCCAGTTGGCAAGCGTAACGGTAGAAGACTCCCGTACCTTAAAAATTAACGTGTTTGACCGTTCTATGGGGCCAGCCGTTGAAAAAGCGATCATGGCGTCAG1
98 CHIP1378 STM/STY STM1982 STY2190 ATGTCAACGATTATTATGGATTTGTGCTTAGCGCATGTTAACAAAAATGATGTCAACGATTATTATGGATTTGTGCAGTTACACCCGGCTAGGGTTAAGCGGGTATCTGGTCAGCAGAGGGGTGAAAAAAAGGGAAATCAACGACATCGAAACCGTTGACGAACTCGCTATCGCTTGTGGCGCGCATCAGCCTTCGGTGGTGTTTATTAATGAGGACTGTTTCATTCATACGCCTTCAGACAGTCAACAAATAAAGCAAATCATTAATCAACATCCTGACACGTTATTTATTGTTTTTATGGCAA1
99 CHIP1490 STM/STY STM2402 STY2642 ATGGCTGACTTCCGCCCTTTACTCCGTGCTCGCTTCAATGGCTGACTTCCGCCCTGAACGTCGCTTTACGCGTATCGATCGCCTTCCGCCCTATGTTTTTAACATCACCGCTGAACTCAAAATGGCTGCGCGTCGGCGCGGTGAAGATATTATTGATTTCAGTATGGGTAATCCTGATGGCGCAACCCCTCCCCACATTGTTGAAAAACTTTGCACCGTCGCGCAGCGTCCGGATACGCACGGTTATTCCACGTCTCGCGGCATACCGCGTTTACGCCGCGCGATTTCTCACT1

100 CHIP1506 STM/STY STM2317 STY2547 ATGTTATTACCCTGGTTGATATTAATCCCTTACGGCCTTGTAGTAGTAACGGAATGTTATTACCCTGGTTGATATTAATCCCCTTTATCGGCGGCTTTCTGTGCTGGCAGACCGAACGCTTTGGCGTGAAGGTGCCGCGCTGGATAGCGCTGATTACCATGGGGCTGACGCTGGCGCTCGGTCTGCAATTGTGGTTGCAGGGCGGCTATTCACTGACGCAATCCGCCGGTATTCCGCAGTGGCAATCTGAATTTGTCCTGCCGTGGATCCCGCGTTTTGGCATCTCTATCCATCTGGCGCTCGACGGAC1
101 CHIP3927 STM/STY STM1349 STY1761 ATGTCCAACAATGGCTCGTCTTACTTCTTCAGTTCCGCCAGAATGTCCAACAATGGCTCGTCACCGCTGGTGCTTTGGTATAACCAACTCGGCATGAATGATGTAGACAGAGTTGGGGGCAAAAATGCCTCCCTGGGTGAAATGATTACTAACCTTTCCGGCATGGGCGTATCCGTTCCGAATGGTTTTGCAACCACTGCCGATGCGTTTAACCAGTTTTTGGATCAAAGCGGCGTAAACCAGCGCATTTATGAGCTGCTGGATAAGACAGATATTGATGATGTCTCCCAGCTGGCGA1
102 CHIP0536 STM/STY STM2871 STY2992 ATGATTCGTCGATATCTATATACTTTTCTGCTTATTCATTTGACGATTTCGCCATGATTCGTCGATATCTATATACTTTTCTGCTGGTAATGACCCTTGCCGGCTGTAAGGATAAGGATCTTTTAAAAGGACTGGACCAGGAACAGGCTAATGAGGTCATTGCCGTTCTGCAAATGCACAATATAGAGGCGAATAAAATTGATAGCGGAAAATTGGGCTATAGCATTACCGTTGCTGAGCCTGATTTTACCGCTGCGGTGTACTGGATTAAAACTTATCAGCTTCCTCCCCGGCCACGGGTGGAAATAG1
103 CHIP1541 STM/STY STM2443 STY2680 ATGCTTGCCGTTTCTTCCCTTAATGACCTACCACACGTCGAATGCTTGCCGTTTCTTCCCGACGCGTGCTGCCCGGCTTTACGTTAAGCCTCGGCACCAGTTTGCTGTTTGTCTGCCTGATCCTACTGTTGCCGTTGAGCGCGCTGGTGATGCAGCTCTCACAGATGAGCTGGGCGCAATACTGGGATGTCGTGACCAACCCTCAGGTGGTGGCTGCCTATAAAGTGACGCTACTGGCGGCATTTGTAGCGTCGATTTTTAATGGCGTGTTTGGCCTGCTGATGGCGTGGATTTTAA1
104 CHIP1565 STM/STY STM0503 STY0549 ATGAACGAGCATAATATTACCAATACCTCTTATGATTTCTTGAGCGGCAATGAACGAGCATAATATTACCAATACCTCGCTGGCGTTATCGATGCTGCTGGTGGTGGTCGCGATGCTCATCAGTCACAAGGAAAAGCTGGCGCTGGAAAAAGATATTCTGTGGAGCGTATGCCGGGCGGTGATACAGCTCATTATTGTCGGCTATGTACTGAAATACATCTTTGGCGTTAATCATGCCGCCCTGACGCTACTGATGGTGCTGTTCATCTGTTTTAACGCCGCATGGAACGCGCAAAAGCGCAGTA1
105 CHIP1042 STM/STY STM4003 STY3878 ATGAAAAAACCAACCTCTGCACCTTAGTTGCCGCCTCTTAGCAATGAAAAAACCAACCTCTGCACCGCGCAGTAAAGCCTTTGGCAAACAGCGTCGTAAAACGCGTGAAGAGTTAAACCAGGAGGCGCGCGACCGTAAACGCCTGAAAAAACATCGCGGTCATGCGCCGGGAAGTCGCGCGGCGGGCGGCAATTCCGCTTCGGGCGGCGGCAATCAGAATCAACAAAAAGATCCACGTATTGGCAGTAAAACACCTGTTCCATTGGGCGTGACTGAAAAAGTGACCCAACAGCATAAAC1
106 CHIP1989 STM/STY STM4348 STY4708 ATGTTAAACTCATTTAAACTTTCGCTACATTAGGTGTCGTCTTTTTTATTGTCAACCTTGTTAAACTCATTTAAACTTTCGCTACAATACATTCTGCCGAAACTATGGCTCACTCGCCTGGCGGGCTGGGGCGCAAGCAAACGAGCAGGATGGCTGACAAAACTGGTTATCGATCTCTTCGTAAAGTATTACAAAGTCGATATGACCGAGGCGCAAAAACCGGATACCGCCAGCTATCGTACGTTCAATGATTTCTTTGTTCGTCCGCTGCGTGATGACGTGCGTCCGCTCAATACCGATCCTAACATCCTGG1
107 CHIP3153 STM specificSTM2609 ATGAACGTGAATAAAAAAAAACTGGCTTATCGTGGCGCCCTGCCATGAACGTGAATAAAAAAAAACTGGCTGAAATTTTTGGTTGTGACGTCAGAACTGTCACAGCCTGGCAAAGCCAGGGGCTGCCACTTGTTTCCGGAGGAGGAAAAGGTAACGAAGCAGTGTTCGACACCGCGGCAGCGATTTCATGGTACGCGGAGCGTGATGCGTCTATTGAAAATGAAAAGCTGCGTAAAGAGGTTGATGATTTACGTGCCGCTGCGGAATCAGATCTTAATCCCGGCACCATCGACTATGAGC1
108 CHIP3177 STM/STY STM3184 STY3362 ATGAAGCGTTATACACCTGACTTCCTTAATAAACCGGAATCGCCATCATGAAGCGTTATACACCTGACTTCCCAGAAATGATGCGTTTGTGCGAAACCAATTTTTCGCAATTGCGCCGCCTGCTGCCGCGCAATGACGCCCCCGGTGAAACGGTGAGCTATCAGGTGGGCAACGTACAATATCGGTTAACGATTGTGGAATCGACCCGATACACTACGCTTGTAACGATCGAGCAAACGACGCCAGCCATCACCTACTGGAGCCTGCCGTCGCTGACGGTGCGCCTCTACCATGATGCGATGG1
109 CHIP2063 STM/STY STM3555 STY4256 ATGATAGAGAATCGTCGCGGGTTATTTCTCACTATCGACCAGGCATGATAGAGAATCGTCGCGGGCTGACAATATTCAGCCATACCATGCTGATTCTGGGGATCGCGGTCATTTTGTTTCCGCTGTATGTCGCGTTTGTCGCGGCGACGCTGGACGACCGTGCGGTGTTTGAGACGCCGATGACGCTGCTTCCCGGCACGCAGTTACTGGAGAATATCAAAACTATTTGGGTCAACGGCGTCGGTGTTAATAGCGCGCCATTCTGGCTGATGATGCTTAACAGTTTCATTATGGCGTTCA1
110 CHIP3227 STM/STY STM3290 STY3470 ATGACGACGATTCTTAAGCATCTTCTTATTTGCCTTTGTTTTCCAGATTCATGACGACGATTCTTAAGCATCTTCCAGCAGGTCAACGTATTGGTATCGCTTTTTCCGGCGGTCTGGACACCAGCGCCGCGCTGCTGTGGATGCGACAAAAAGGAGCTGTCCCATATGCCTATACTGCGAATCTGGGACAACCGGATGAGGATGACTATGACGCCATTCCTCGTCGCGCAATGGAGTATGGCGCAGAGAATGCTCGCCTGATTGATTGCCGCAAGCAGTTGGTTGCAGAAGGGATCGCAGCGATTC1
111 CHIP1520 STM/STY STM2349 STY2579 ATGATTGACCTTTACTACGCCCCTTACGCTTTCGTACTGTTACAGTGCATGATTGACCTTTACTACGCCCCCACGCCCAACGGGCATAAAATAACGCTGTTTCTGGAAGAGGCGGAGCTGGCGTATCGTTTGCTAAAAGTAGATATCAGCAAGGGCAATCAGTTTCGCCCTGATTTTTTGGCTATCTCTCCCAATAATAAAATTCCTGCCATCGTCGATCACGCCCCGGCAGACGGCGGTCAACCGCTTAGTCTTTTTGAATCCGGCGAAATTCTTCTCTACCTGGCGGAAAAAAGCGGCAAAC1
112 CHIP1568 STM/STY STM0512 STY0560 ATGGATGATTTATTGCCGGATTAGTGTCTGTCGCGCTTGTCGTGGATGATTTATTGCCGGATTTAACGCTGGCGTTCAATGAAACTTTCCAGATGTTGAGTATTTCAACGGTGCTGGCGATTCTTGGCGGTCTACCGCTCGGTTTTCTGATTTTTGTCACCGATCGTCATCTGTTCTGGCAGAACCGTTTTATTTATCTCGTCGCCTCGGTTCTGGTGAATATTATCCGCTCGGTGCCATTTGTTATTTTACTGGTGCTGTTACTGCCGCTAACGCAGCTTTTGCTGGGCAATACGA1
113 CHIP1992 STM/STY STM4396 STY4752 ATGCCCGGGCGCTTTGAATTACTGTGCGCGAATAAAACTGCATGCCCGGGCGCTTTGAATTAAAACCAACCCTGGCGAAAATCTGGCACGCGCCGGATAATTTTCGCATCATGGAACCGCTGCCGCCTATGCATCGTCGTGGCATTATCATTGCCGCTATCGTGCTGGTGATCGGTTTCCTGCTGCCCGCCAGCGAGACCAGCGACTCACCTGTCGTCACGCGGGAAGCGCAATTGGATCTGCAATCGCAATCACAGCCGCCGACGGAGGCCCAGCTTCAGGCGCAGCTGGTCGCGC1
114 CHIP2008 STM/STY STM4481 STY4819 ATGAGGAATCACAGAATTTCTTTGCTTATAACGTGCTGCCGTGATAAATCATGAGGAATCACAGAATTTCTTTGCAGGATATCGCTACGCTTGCTGGCGTGACAAAAATGACGGTGAGCCGTTACATCCGCTCGCCGAAAAAAGTCGCCAGGGAAACCGGCGAGCGTATTGCGCAGATCATGGAGGAAATTAACTACATACCAAATCGCGCGCCAGCTATGCTGTTAAACGCGCAAAGTTACACTCTGGGCGTGCTGATCCCCTCTTTCCAGAACCAGTTGTTTGCCGACATTCTTGCCGGGATTG1
115 CHIP1602 STM/STY STM2793 STY2913 ATGGGGCAATTGTCAGAATCATTAACGTAGGTTTTGCAGGGGATGGGGCAATTGTCAGAATCACATGCATTAGGGGGCGGGCTGAAATCACGCCACGTCACCATGTTATCGATCGCCGGCGTCATCGGCGCCAGCCTGTTTGTCGGTTCCAGCGTGGCGATTGCGGAGGCCGGCCCTGCGGTACTGCTGGCCTATCTGTTCGCAGGACTTTTAGTCGTCATGATTATGCGAATGCTGGCTGAAATGGCCGTCGCCACACCGGATACCGGATCTTTTTCCACCTATGCGGATAAAGCGA1
116 CHIP2010 STM/STY STM4511 STY4867 ATGGATGTAACTGGAGCAGGTTTGTTACAGCGCGGCCTGAAGATGGATGTAACTGGAGCAGGTTTGCACAATATTGAGACAAAATGGCTATATGATTTTCTGACGCTGGAAAAGTGCCGCAATTTCTCTCAGGCCGCCATTATCCGCAACGTATCGCAACCCGCTTTTAGCCGGCGGATTCGCGCCCTGGAACATGCCGTGGGCGTTGAACTGTTTAACCGACAGGTCTCGCCGCTACAGCTTTCCGAACAGGGTAAAATCTTTCACTCCCAGGTTCGCCACCTGTTACAGCAGCTGG1
117 CHIP2026 STM/STY STM4594 STY4943 ATGAAACACATAAAGAAATCCGTGTTTTAGAATGAACCGGAATGCGATGAAACACATAAAGAAATCCGTGTTGGCCGTATTACTGACAAGCCATGTTGCCCATGCCAGCATTGTTGTTGGCGGAACCCGACTGGTTTTCGACGGCAATAATGATGAGTCGTCAATCAATGTAGAGAATAAAGACAGCAAAGCGAATCTTGTTCAGTCATGGTTATCGGTTGCCGATCCCCAGGTCACAAATAAGCAGGCGTTTATTATCACCCCGCCTCTTTTTCGCCTTGATGCCGGGCAAAAGAACAGTA1
118 CHIP2042 STM/STY STM3657 STY4142 ATGATAATGAAGTATTTCTGTTCTGTGATGATTACCGCATAGAAAGATGTAAAAACTGCATGATAATGAAGTATTTCTGTTCTGTGATGATAGCCATCGCTCTGGTGGGATGCACAGCGACACCTCCACCGACGCAAAAAGCCCAGCAGAGTAAAGTGAGCCCAACACGCACGCTGGATATGGAAGCATTGTGTAAAGCTCAGGCGGCGCAGCGTTACAATACTGGCGCACAGAAAATTGCTGTTACCGGTTTCGAACAGTTTCAGGGGAGCTATGAGATGCGTGGTAATACTTTCCGTAAAGAGAGTTTTGTCT1
119 CHIP3206 STM/STY STM3252 ATGGCAAAACCATCTACCAGCTTATCTTGCCTGATGCAGGGGTGGCAAAACCATCTACCAGCCTGTTGAAAAGGCGTCTGGACATTGCCGAAATCGTCCGTAAAAACGGCGAAATAAAAGTAGACGATTTGGCTGAAATGTTATCGGTTTCAGGGGTAACGATCCGTAATGATCTCAATTACCTGGAGCAGCAAGGCTATCTGAAACGCTCCTTTGGCGGAGCGATTTACACGGCCCAACCCGTCAGAGCAGCGGTAAGCCATGAAGTGGTGCAGTCGCAGGCGTTAGAGCATAGCG1
120 CHIP3222 STM specificSTM3278 ATGAGTGAACCTGCTTCCTTTTTTCTTAAATAAAACCCTGTTTATTATAAAGTTCTTCGATGAGTGAACCTGCTTCCTTTTTTCTTCATGCACATATTACCGAGAGTAACCTCAAGAAATTTTTCCATTCACCGGCAACAAATATTAAAGACTATGACGACTGGTTGCCATGGTTTACTGAGGAGCAAAGGTTGTACGGCGATCCTGCAAAAATGCTTAACAATCTTGCCACATGTAATTCTGGTGAAAGTGAAAAGAATATTTATGCTGAACATATCAACTTTAATAAAGAAACACAGATAGTCACGATGGATC1
121 CHIP0618 STM/STY STM4106 STY3760 ATGAGCACGACCGACGATTTATTGCAGATCGAAACGGTCCATGAGCACGACCGACGATACCCATAACACGTTATCCACTGGAAAATGTCCTTTCCATCAGGGGGGGCATGACCGAAGCGCAGGCGCAGGGACTGCCAGCCGCGACTGGTGGCCGAACCAGCTTCGCGTGGATCTTTTGAATCAACATTCCAACCGTTCTAACCCGCTGGGTGAAGACTTTGACTACCGCAAAGAGTTTAGCAAGTTAGACTACTACTCCGCCCTGAAAGGGGATCTCAAGGCGCTGCTGACCGATT1
122 CHIP0730 STM/STY STM1824 STY1954 ATGATGAAGACGTTATCTCCCACTGTTAGTTCTCCAGTGGGTGCAGATGATGAAGACGTTATCTCCCACTGTTATCACCTTACCCTGGCGTCCGGACGCCGCTGAACACTATTTTGCGCCCGTAAACCATTTGCCCTGGGCGATGCTGCTGCATTCAGGTGATGCTATTCATCCCTATAACCGTTTTGATATTCTGGTCGCCGATCCTGTCACCACACTGACCACGCGCGCGCAGGAAACCACGGTATGTACTGCGCGCACGACTACCGTCACTCTCGACGATCCGTTACACGTTTTGCAGA1
123 CHIP0762 STM/STY STM0548 STY0595 ATGATCCTTCGGCGCGTTTTAATTGTAATTGATCAGGAAGGTCGATGATCCTTCGGCGCGTTTTCATCGCTATCGGTTGTGTTTTGTTCAGCCCGCTGAGTCAGGCCAACTCATCTCTGGGCGAAGTGAATATTGAACTGCGCGGTAACGTGGTGGATTTTACCTGCGCCGTGGTGGCGGGCGACAGTAACAAGTCGGTTAACCTCGGCACCTGGCCGACAAAACAGCTTCACGCCGCCGGTGACGCTACGCAACCGGTAGCCTTTAGCCTAAAACTTGAAGGTTGCCCGCCGGGGTCGG1
124 CHIP1821 STM/STY STM4027 STY3851 ATGCTAAAAACCGTTCACCAAAAAGTTATGGTTGGTCAGCTTCTTCATGCTAAAAACCGTTCACCAAAAAGCTGGACGCCATACGCGCCCTGTTCGGGCCTGGCTCAAGCTATTATGGCAGCGTATCGATGAGGATAATATGACGACTCTGGCGGGAAACCTCGCCTATGTCTCATTACTCTCCTTAGTACCGCTTATTGCCGTCGTTTTTGCCCTTTTCGCTGCTTTTCCGATGTTTTCTGATGTCAGCATTCAGTTACGCCATTTTATTTTTGCTAACTTTATGCCAGCCACCGGAGACG1
125 CHIP1853 STM/STY STM0630 STY0679 ATGTTACAGCTTCTTTTAGCAGTTTTTATCGTTAACGCGCCGCTGCGGCGTGTTACAGCTTCTTTTAGCAGTTTTTATCGGCGGTGGAACGGGGAGCGTAGCCCGGTGGATGCTCAGTATGCGTTTTAATCCGCTTCATCAGGCGATTCCCATCGGTACGCTAACAGCAAATTTGCTTGGCGCGTTTATTATCGGCATGGGGTTCGCCTGGTTTAACCGCATGACACATATCGATCCGATGTGGAAAGTGCTCATCACAACCGGCTTTTGCGGCGGCCTGACGACCTTTTCTACTTTTTCTGCCG1
126 CHIP1885 STM/STY STM3407 STY4390 ATGTCAGATTCACTACGTATTATTTTTGCTTAGGCAAGACGGTTACCAGTGTCAGATTCACTACGTATTATTTTTGCGGGTACACCTGACTTTGCAGCGCGTCATCTCGACGCGCTGTTAACTTCTGGACATAACGTTGTCGGCGTATTTACCCAACCCGATCGTCCAGCAGGTCGCGGCAAAAAGTTGATGCCCAGCCCGGTAAAAGTGCTGGCGGAAGAAAAAGGCCTGCCCGTTTTCCAGCCCGTGTCGCTTCGTCCTCAGGAAAACCAGCATCTGGTGGCTGACTTACATGCCGACGTCA1
127 CHIP0741 STM/STY STM1244 STY1880a ATGAAACATCATGCTTTTATGCTTTGTTATGTTCTGGAGAAAGTATTCCCTTTCATGAAACATCATGCTTTTATGCTTTGGTCATTACTTATTTTTTCATTCCATGTTTTGGCCAGTTCAGGCCATTGTTCTGGTTTACAACAGGCATCATGGGATATTTTTATCTACGATTTTGGTAGTAAAACCCCGCAACCACCTACAAATACTGATAAAAAGCAAGCCAGGCAGATTAGTTCACCGTCCTGCCCGACGACAAAACCCATGATGTCCGCACCAGTCAATGACGCCAGGAAAGGGAATACTTTCTCCA1
128 CHIP1800 STM/STY STM4127 STY3747 ATGATGGGTGTTAGAGCGCATTATTCGGAATGATGTGCTATTTTCTGTGATGGGTGTTAGAGCGCAACAAAAAGAAAAAACCCGGCGTTCGCTGGTGGAAGCCGCATTCAGCCAACTGAGCGCTGAGCGGAGTTTTGCCAGCCTGAGTTTGCGTGAGGTGGCGCGTGAAGCGGGCATTGCGCCAACGTCGTTTTACCGTCATTTTCGCGATGTCGATGAACTCGGTCTGACGATGGTGGATGAAAGCGGTCTGATGCTGCGTCAGTTGATGCGTCAGGCGCGACAGCGTATCGCGAAAGGCG1
129 CHIP1840 STM/STY STM0690 STY0728 ATGAAACAGCTTGAAAAATTAATCATTGTTAGTTGCCTGTATCCCCCATGAAACAGCTTGAAAAATTAATCATTGAGGCCACCGTGCTTACCGAACCGGAAGCCGAGGTCGAACGCGTCATGCAAGTGTGTAACGCGTGTCGCTACTGCGAAGGTTTTTGCGCGGTATTTCCGGCGATGACCCAGCGGCTCGAATTCGGTAAAGCCGATATTCATTATCTGGCGAATTTATGTCATAACTGCGGCGCCTGCCTGCACGCGTGCCAGTACGCGCCGCCCCATGAATTTGCCATTAACGTGCCGA1
130 CHIP1872 STM/STY STM0732 STY0775 ATGTGGGCGTTATTCATGATAAGATTACCATACGAGGACTCCTGCGATGTGGGCGTTATTCATGATAAGAAATGTGAAAAAACAAAGACCTGTCAATCTGGATCTACAAACGATTCGGTTCCCCATCACAGCGATAGCGTCCATTCTCCATCGCGTATCCGGTGTGATTACTTTCATCGCCGTCGGCATACTACTGTGGCTACTGGGCACCAGCCTCTCTTCTCCGGAAGGATTCCAGCAGGCCGCCGACATCATGGACGGCTTCATCGTTAAATTTATCATGTGGGGCATCCTTACCGCGC1
131 CHIP0590 STM/STY STM0977 STY0977 ATGGCTCAGGTCTTTAATTTTAGTTCATTAGCCGTGGCGACGCTCATGGCTCAGGTCTTTAATTTTAGTTCAGGTCCGGCGATGCTACCGGCGGAAGTACTTAAACTGGCGCAACAGGAACTGTGTGACTGGCACGGTCTTGGTACGTCGGTAATGGAAATTAGCCATCGAGGCAAAGAGTTTATGCAGGTCGCTGAAGAGGCGGAGCAGGATTTTCGCGATCTCCTTAATATCCCCTCCAACTATAAAGTTTTATTTTGTCACGGCGGCGGTCGCGGGACGTTTGCTGGCGTGCCGCTCA1
132 CHIP0718 STM/STY STM0584 STY0627 ATGCTGACATCTCATTTTCCCCTTATCGGGGTATTGCGCTAAGATGCTGACATCTCATTTTCCCCTTCCCTTTGCCGGACACAGGCTGCATATCGTCGACTTTGATGCGAGCAGCTTTCGCGAACACGACCTGCTATGGCTACCTCATCACGATCGGCTCCGGTCTGCCGGACGCAAGCGTAAAGCTGAACATCTGGCAGGCCGCATTGCCGCCGTTCATGCGCTACGCAGGTGGGCGTCAGGCGTGCCCGGTATTGGCGACAAGCGACAGCCGCTATGGCCGGACGGCCTATTTGGCA1
133 CHIP1891 STM/STY STM3475 STY4321 ATGAGTCAGTGGCAAAACATCTGTTAACCGCGCAACTGCACATGAGTCAGTGGCAAAACATCTGCAAAATCGATGACATCCTGCCGGGAACCGGCGTCTGCGCGCTGTCAGGCGGCGAGCAGGTGGCAATTTTCCGTCCTTACCATAGCGATCAGGTGTTTGCGATCAGCAACATCGACCCGTTCTTTGAGGCCAGTGTGCTGTCTCGTGGGCTGATTGCGGAACACCAGGGCGAACTGTGGGTCGCCAGCCCGTTGAAAAAGCAGCGCTTCCGCCTGAGCGATGGTTTATGCATGG1
134 CHIP0121 STM/STY STM4163 STY3722 ATGTATCAGCCTGATTTCCCCATTATTCATCGCCGACTCCTGATGTATCAGCCTGATTTCCCCACCGTGCCGTTCCGCCTCGGGCTTTACCCGGTGGTGGACAGCGTTGAATGGATTGAGCGTTTACTGGAGTCGGGCGTGCGCACGATCCAGTTGCGTATCAAAGATAAACGCGATGAAGAGGTGGAAGCCGACGTTATCGCCGCCATCGCGCTGGGGCGTCGTTATAACGCCCGGCTGTTTATCAACGATTACTGGCGTCTGGCAATTAAGCACCGCGCTTACGGCGTGCATCTGG1
135 CHIP0137 STM/STY STM3564 STY4248 ATGAAACGGAAAGCGAAAACATTACTTCGCGACGGTTGACGATGAAACGGAAAGCGAAAACAATAATCGCAGGGATTGTTGCATTAGCAGTCTCGCAGGGGGCAATGGCAGATGATATTAAAGTCGCCATAGTCGGGGCGATGTCCGGCCCGGTAGCGCAATGGGGCGATATGGAATTTAACGGCGCGCGCCAGGCCATTAAAGACATCAACGCGAAAGGCGGGATTAAAGGCGATAAGCTGGTCGGCGTAGAGTACGATGATGCCTGCGATCCAAAACAGGCGGTGGCGGTGGCCA1
136 CHIP4736 STM/STY STM2778 ATGATAGCACGGTTCAGGGTTCTTAAAAGACCTGGGGGTAACACAGGTATAGCACGGTTCAGGGTTCACCGCCGCTTCCCTGCCGACGGCGAACCATTCTTACAGTTTGCCAGCGACTTTCCGTCTGGGTAATGGCGGGATCGGATACGATTGTAGCCATTCGATATTTGATGATGAAAGTGATGTTGGCACCAACATACAAAGCGCCTGGTAATATTTATCAGGCGCTTTGCAGACAGAAAACCATCAAACATCAGTTTCTCGTTCTCCAGGAACTACTGGAAAATATGGCAACCCACAG0
137 CHIP1220 STM/STY STM1623 STY1441 ATGTTGAATCCCTCCATCCCTTATTCCAGACTAACGTGATGTTTCAATGTTGAATCCCTCCATCCCGTTGGTGGAGACGCGTCACGGTAAAATCGTGGGCGTCGTACAGGAAGAAATCCATATCTGGCGCGGTATACCTTATGCCGCGCCGCCAACAGGGGAGCTACGCTGGCGTGCGCCGCAGCCTGTTACGCCCTGGCACGACGTGCGCCAGGCGGATTGTTTCTCCTGCGCCAGTTGGCAGGATATTACCTGGTGTCGCGAACTCGGCGGCGGCGATCCGGGAAATTTTTCCGAAGACT1
138 CHIP0409 STM/STY STM1172 STY1211 ATGAGCATTGACCGTACCTCATTATTTACTCTGTAAGTAGCTCTGCGCCATGAGCATTGACCGTACCTCACCTTTGAAACCCGTTAGCACTGTCCAGACGCGCGAAACCAGCGACACGCCGGTACAAAAAACGCGTCAGGAAAAAACGTCCGCCGCGACGAGCGCCAGCGTAACGTTAAGCGACGCGCAAGCGAAGCTCATGCAGCCAGGCGTCAGCGACATTAATATGGAACGCGTCGAAGCATTAAAAACGGCTATCCGTAACGGTGAGTTAAAAATGGATACGGGAAAAATAGCAGACTCGC1
139 CHIP1278 STM/STY STM3376 STY3556 ATGCAGGCGTTGATCTTAGAACTTATTTTATCTTCACCAGCGTACGGATGCAGGCGTTGATCTTAGAACAGCAGGACGGTAAAACCCTCGCATCCGTGCAACATCTCGAAGAGAGTCAACTGCCGGCAGGTGATGTGACGGTGGATGTCCACTGGTCCAGCCTGAATTATAAAGATGCTCTGGCTATCACCGGAAAAGGGAAAATTATCCGTCATTTTCCGATGATTCCTGGTATTGATTTCGCCGGCACCGTTCACGCAAGCGAAGATCCTCGCTTTCATGCAGGCCAGGAAGTACTACTGA1
140 CHIP1294 STM/STY STM0033 STY0040 ATGGTTTATATGAACAAAAAGTTTTCGATTATTTGCTAATATCATCCACGCATGGTTTATATGAACAAAAAGTTTTCGATATCCCTACTGTCGCTGTGCATTGGTTTGTCTTCAGCCATTTCCTTTTCAGCCGATGCGCGTGACATCACAATTTATTATACAAACGATTTACATGCCCATGTAACCCCAGAAATTATCCCCTATGTATCCAAGACACGTCCGGTAGGCGGCTTTGCGCCCATCTCGAAAATTGTCAAAGATGCAAAAGCGAAAGAGAAAGATGTCTTTTTCTTTGATGCTGGCGACT1
141 CHIP4675 STM/STY STM0083 STY0096 ATGCTCCCGGGGACTCACTTATTTACAGGGGGTTAAGTTTCTTTTTAGCATGCTCCCGGGGACTCACTCCCTTGCCGCCTTTAAGCAACTCGAATTATTTTGGGTAATAACCTCGGTTGATTATCTGAAAATAGCCTTATTTGGTGTGACCGTCTTTTATCTTGTTATAGTCACCTCTTTATGTTGTTGTCAATGTAAAATAATGCACTGCCAGCTAAAAAGAAACTTAACCCCCTGTAAATAA1
142 CHIP4691 STM/STY STM1250 STY1873 ATGTTCCTGGTGGTCTTACCGTTATTGCCATTTCCGCTGTTGTTCCTGGTGGTCTTACCGCCAGTTGCTGAAAAAGACAACGATAATGTAACTGTTGCAGAGACTGACGAATACGACGACCGTGAATTTTATTTTTGGCGACCATATTTCCTCCCAAAAGGCCGCCCGAAGGCGGCGCTGGGTTTGATAATGGAGAAGGGCGTTGGTCACTGCCATAACCAACCTGTATACATTAATGCAATTGATAATCATTATCAATTTGGCTGGTGGAGAAAAATTGTAAAGATGAAGGGAC1
143 CHIP0140 STM/STY STM4021 STY3857 ATGAAATGGTTTAACACGTTGAGCTTATTTCGCGTTGATATCCAGGATGAAATGGTTTAACACGTTGAGCCACAACCGCTGGCTGGAGCAGGAAACCGACCGCATCTTTAATTTCGGTAAAAACGCCGTGGTGCCGACAGGCTTCGGCTGGCTGGGAAATAAAGGGCAAATCAAAGAAGAGATGGGCACCCATCTTTGGATCACGGCGCGTATGCTGCACGTTTATTCCGTGGCGGCGTCGATGGGCCGACCGGGCGCTTATGATCTGGTCGATCACGGCATCAAAGCCATGAACGGCGCGC1
144 CHIP3354 STM/STY STM3352 STY0064 ATGACCATTGCCATTACCGATTACGCCAGCGTCATCAGGACCGTTGCCATTACCGATGTCGTCCTGCGCGACGCCCACCAGTCCCTGTTCGCCACCCGCCTGCGCCTTGACGATATGCTGCCGATTGCCGCTCAGCTCGACGACGTGGGCTACGGCTCCCTCGAATGCTGGGGCGGCGCCACCTTTGACGCCTGCATCCGCTTTCTCGGCGAGGACCCGTGGCTGCGCCTGCGCGAGCTCAAAAAAGCCATGCCGAAGACTCCCCTGCAGATGCTGCTGCGCGGCCAGAACCTGC0
145 CHIP0166 STM/STY STM0023 STY0026 ATGCGTAATCAGCTTTTCATGACGTTAATGACACTCCGCATGTTGTATGCGTAATCAGCTTTTCATGACGCGATATTACTCCAGCGTAACTAAACCCGTATTAACCCCGCTGGCGTTGGCTATCGCACTGGCGCCTGCGCCGGGGTGGGCGGAAAACTATTTCAACCCGGCATTTCTGTCTGACGACCCGTCTGCGGTGGCCGACCTATCGACCTTTTCCCGTAATGCCCAGGCGGCGGGGATGTATCGCGTTGACGTTTACCTGAACAATACGTTTCTCGCAACCAGAGACATTGCCTTCC1



146 CHIP0182 STM/STY STM2043 STY2248 ATGCGATATATAGCTGGCATTGATTACTGTCCATGCGCAAACTCATGCGATATATAGCTGGCATTGACATCGGTAACTCATCAACGGAAGTCGCACTGGCGCGGCAAGATGAGACTGGCGCACTGACGATTACACACAGCGCGCTGGCGGAAACCACCGGGATCAAAGGCACGTTGCGTAACGTGTTCGGCATTCAGGAAGCGCTCGCCCTCGTCGCAAAGCGCGCGGGGATCAATGTCAGAGATATTTCGCTCATCCGCATTAACGAAGCCACGCCGGTGATTGGCGATGTGGCGATGG1
147 CHIP1225 STM/STY STM4300 STY4499 ATGTCGAAAAAAGAGTTTATCTATCAGGCTTATTTCGCGCAGTTAGCGATGTCGAAAAAAGAGTTTATCTATCAGGCGCCTTTCCCGATGGGAGAGGACAAAACAGAGTATTATCTGCTCACCTCCGATTATGTCAGCGTCAGTGAATTCAATGGAGAATCTATCCTCAACGTTGAGCCGCAGGCGTTAACGTTGCTGGCTCAACAGGCCTTCCATGATGCGTCTTTTATGCTCCGTCCTGAACACCAGCAGCAAGTCGCCGCCATTCTCCATGACCCCGAAGCCAGCGAAAACGACAAATATG1
148 CHIP1241 STM/STY STM1929 STY2138 ATGGTCTTTCTAAATGGCGAGCTTAGATACTACGACTAAACGACTCATAGCCATGGTCTTTCTAAATGGCGAGCAGCGTCACACTGTCTATACTTACATGACTAATGAGACCGTTTGTGAGTCTCAATATGATGATAAGGAGGAGACCAGGGTGGCAGAACCGTTAACCGTATCCCCCGAACTCACTGCGAACTATGCGTATTTTTTTGACCTTGATGGCACATTGGCAGAGATAAAGCCTCATCCCGATCAGGTAGTGGTACCGCATAAAATCCTTCAGTTGTTAGACCGTCTCGCGGCGCACAACG0
149 CHIP0430 STM/STY STM2502 STY2743 ATGCCAATTTACGATAAATCCCCTTACGCGGCGATCTCCGGATGCCAATTTACGATAAATCCCCTCGTCCGCAGGAGTTCGCTGCGGTCGATCTCGGCTCAAACAGCTTTCATATGGTCATTGCCCGCGTGGTTGACGGCGCAATGCAGATTATCGGGCGCTTAAAACAGCGCGTCCATCTGGCGGACGGGCTGGGCGCAGATAACAAACTCAGCGAAGAAGCCATGGAACGGGGGCTTAGCTGTCTGTCGCTGTTTGCTGAACGCTTACAAGGTTTCTCCCCTTCCAGCGTCTGTA1
150 CHIP0454 STM/STY STM4263 STY4461 ATGTTTTTAGCCAGCACGCTCTTAGGTCAGCACCATCGGCATGTTTTTAGCCAGCACGCTCAATATCCGTTTCCGTAAATCAGATTATATTGGTCTGGCGGTGATCAGTAGCGGTCTGGGCGTGGTATCCGCCTGCTGGTTTGCCACCGGTTTACTCGGTATTACCATGATGGATCTCGCTGCGATCTGGCATAACATTGAAGCCGTAATGGTCGAAACGATGAGCCAGACCCCGCCAGAATGGCCGATGGTGCTGACCTGA1
151 CHIP1283 STM/STY STM2671 STY2858 ATGCGTTTTTCTCACCGATTTATCTTATTCATGCTTTTGATTCCGTGATGCGTTTTTCTCACCGATTTATCCTTCTGTTATCGCTATTATTAGCAAGCTTGCCTCTGTATGCTCAACGCGTCACGGAAGAAGAGAAATCCGTACGCGCCATCGTCTCCGGTATCGTCAGTTATACACACTGGCCGGCGTTATCCGGGCCGCCAAGGCTATGCATATTTTCATCTGCGCGTTTTGTCAGGGTACTTAGCGAAGAGGCTGACTGGGCTTTCCCTTATCAACCGCTTGTCATCCGTACCACACAAG1
152 CHIP1299 STM/STY STM0062 STY0071 ATGAAGGGCACAGACCTGTTGTTAGTCACAACGCTCACGTTATGAAGGGCACAGACCTGTTGTACCTGGGCCAGGCAGTTACGCTGGAGGAGATGCTACAAGCGCGCGATAAACGTGCCGCCAGGCAGCGTCAGGCGTTGAACTGCTATCGGCTACCGTTGATTTCCCTCACGCTGGTTGCACCGGGCGCCGTTAAAAACTCAGCGGTCTGGCGGCGTGTCGCCGATTACGCAATTGCCGAAATACTGGCGCTTTGCGAACAGATGGAGTGGGTCAACGTCTGGGAAATGCAGGTAA1
153 CHIP1315 STM/STY STM3798 STY3981 ATGAAAAGGCAGAGAAACGTCATTAAACCGTCTGCCCCTGAATGAAAAGGCAGAGAAACGTCAATTTGTTGTTGATGTTGGTGTTACTGGTGGCCGTAGGGCAGATGGCGCAAACCATTTATATTCCCGCCATCGCCGATATGGCACAAGCGCTAAACGTCCGGGAAGGCGCCGTCCAGAGCGTAATGGCTGCTTACCTCCTGACCTACGGCGTCTCGCAACTGTTTTACGGCCCGCTTTCCGACCGGGTTGGGCGCCGCCCCGTAATCCTCGTCGGCATGTCTATTTTTATGGTAG1
154 CHIP0017 STM/STY STM3970 STY3589 ATGGTGGAAGATTCACAAGAAACGTTAGAATTTATAACCACGGTGCAATGATGGTGGAAGATTCACAAGAAACGACGCACTTTGGCTTTCAGACCGTCGCTAAAGAGCAGAAAGCTGACATGGTGGCCCACGTTTTTCATTCTGTGGCGTCAAAGTACGATGTGATGAATGACTTAATGTCATTTGGCATTCATCGTTTGTGGAAGCGCTTCACCATTGATTGCAGTGGCGTGCGTCGTGGACAAACCGTTCTCGATTTAGCGGGTGGTACGGGCGATCTTACCGCGAAATTTTCACGTATGGTCG1
155 CHIP0033 STM/STY STM3954 STY3605 ATGCCTCCCCTTGTAAGGGTTACTTGTTGAGTGAATTCGAATCCGATGCCTCCCCTTGTAAGGGGGGTAGCATATTGTCATGCTAACGACGTAACCCAACATATGGATGTGAAATTAATGTTAAGTGTTTTTATTCCTTCATCTGAGAGATGTGTTTCCAGATGTCGTTATTTATTATCATTCGCGCTAATAAATATAATATTTTCCATTTTGGTTGGGGTTTTATTATATTTAAGCTTTGTGATACTGGCAATTTTATTCACAATTTTACTACATTATCTCGTCATTAATTTAAACTGTC1
156 CHIP1656 STM/STY STM2086 STY2295 ATGGGTAAAAGTGGTACGGGAATGTGGTTATTGATTCCGCCAACCAATTGCCGGTAAAAGTGGTACGGGAATGTGGCAATACTCGATTAAATTTTTAACGGCACTGCGAGAAATAGCTGATGTTGACGCAATAATCTGTAGCAAGGTACACGCTGATTATTTTGAAAAGCTCGGTTATGCAGTAGTTACTGTTCCGAATATTGTTAGCAACACATCAAAAACATCGCGACTTAGACCATTAGTATGGTATGTATATAGTTACTGGCTTGCGCTGAGGGTTTTAATTAAGTTTGGTAATAAAAAATTGG1
157 CHIP3052 STM/STY STM2393 STY2625 ATGAAATTAACCGGCACAGCAGTGACCTTAAGCGCTGTTTTTCCGCTTAAATTAACCGGCACAGCAGTGACCTGGAAGTTGAAAGCGAAGAAAAACAAAGCGGTAAAGAGATTGAAGTGGATGAAGATCGTCTTCCTTCCCGCGCCATGGCGATTCATGAACATATTCGCCAGGATGGTGAAAAAGAGATGGAACGCGATGCGATGGCTTTGCTCTGGTCAGCTATTGCCGCAGGACTTTCTATGGGGGCATCACTCCTGGCGAAAGGGATTTTTCACGTGCAGCTTGAAAGCGTTCCCGGCGG1
158 CHIP1710 STM/STY STM1816 STY1946 ATGGCATTACTGGATTTTTTTCTCTCTTATTTTGACTCTTCGGCTTCCGATGGCATTACTGGATTTTTTTCTCTCGCGGAAAAAGAGTACCGCTAATATTGCAAAAGAGCGGTTGCAAATCATTGTCGCGGAACGTCGCCGTAGCGATGCCGAACCGCATTATTTACCGCAGTTACGTAAAGATATTCTTGAGGTCATTTGTAAATACGTACAAATCGATCCGGAAATGGTTACCGTCCAGCTTGAGCAAAAAGATGGTGATATCTCCATCCTTGAACTTAACGTAACGCTGCCGGAAGCCGAAG1
159 CHIP1726 STM/STY STM1736 STY1315 ATGACAACAATGGATAATACTCCTCAGGTTAACCCTGAACCGGGAGCATGACAACAATGGATAATACTCCTCAGGGCGAGCTGGTTTTACGTACATTGGCCATGCCTGCCGATACCAATGCGAACGGCGATATTTTTGGCGGCTGGCTGATGTCGCAAATGGATATTGGCGGCGCGATACTGGCCAAAGAGATCGCGCACGGTCGGGTTGTAACCGTACGCGTGGAAGGAATGACATTTCTGCGCCCCGTCGCGGTTGGCGATGTCGTATGCTGCTACGCGCGCTGCGTTAAACGCGGTACGA1
160 CHIP1742 STM/STY STM2982 STY3122 ATGTCAAAACGATTACCTCCTTTAAATGTTATTGTTCGTAACGAAAACGGAAATGTCAAAACGATTACCTCCTTTAAATGCGTTACGCGTTTTTGATGCTGCCGCGCGTCATTTGAGCTTTACGCGAGCAGCGGAAGAACTTTTTGTGACGCAGGCCGCAGTAAGCCACCAAATTAAGTCACTTGAGGATTTTTTGGGGCTAAAACTGTTCCGCCGCCGCAATCGTTCGCTGCTGCTGACGGAAGAAGGCCAAAGCTATTTTCTCGACATTAAAGAGATATTTTCCCAGCTCACGGAAGCAACGCGTA1
161 CHIP1758 STM/STY STM2914 STY3039 ATGCAGATTATCATTACCGGCGTTATGACCTCCCCTCCATATCATGCAGATTATCATTACCGGCGGGGGCGGCTTTTTAGGCCAGAAACTCGCAAGCGCCTTATTAAACTCATCGCTGGCGTTTAACGAACTGCTTCTTGTTGATTTAAAAATGCCTGCACGGTTATCAGATTCCCCTCGTTTACGCTGCCTGGAGGCTGACTTAACCCAGCCGGGCGTGCTGGAGAGTGTGATTACCGCTAATACCTCTGTTGTTTATCATCTCGCTGCGATTGTCAGCAGTCATGCGGAAGACGATT1
162 CHIP1774 STM/STY STM4097 STY3773 ATGAAAAATCTCTTTATCGCCTGGTTAGGGATAACAGTATTTGTTCAGACACAATGAAAAATCTCTTTATCGCCTGGATAAGTTTATTGCTATATGGCTGCACAACCTTTCCACAAGCCGTAAAACCTACGACAGGCGGACAGCCCTCCCCGACGGAAATCTATATCGTCAGTCATGGCTGGCACACGGGAATTATTGCGCCGGCCCATGATGTTAATACCGTTCTGCCACAGCTTAAAAAACGGTTCGCTCAGGAGACGCAGTGGTATGAAATCGGCTGGGGCGATAAGGGCTTTTATCAGTCACAAG1
163 CHIP0925 STM/STY STM0578 STY0620 ATGGATATCGTTTCTGTCGCCTTAAACTTCCGTCAGTGTGGTTTCATGGATATCGTTTCTGTCGCCTTACAGCGCTACTCCACTAAGGCGTTCGATCCCAGCAAAAAACTGACCGCCGAAGAAGCGGATAAAATAAAAACACTACTACAGTACAGCCCCTCCAGCACCAATTCCCAGCCGTGGCACTTTATTGTCGCCAGTACGGAAGAAGGCAAAGCGCGCGTAGCAAAATCCGCTGCCGGAAACTACACGTTCAACGAACGCAAAATGCTGGACGCCTCCCATGTGGTGGTCTTCTGCG1
164 CHIP1776 STM/STY STM4091 STY3779 ATGTCTGAAATGACCCCACGTTATAAGATAAAACGGCTTAGATCTTCATCTGATGTCTGAAATGACCCCACGCGAAATTGTCAGCGAACTGAACAAACACATTATCGGCCAGGATAACGCAAAGCGTTCCGTGGCGATTGCATTGCGTAACCGCTGGCGTCGTATGCAGCTTGATGAAGAGCTGCGCCACGAAGTAACGCCGAAAAATATTCTGATGATTGGCCCGACCGGCGTCGGTAAAACCGAAATCGCCCGTCGTCTGGCAAAACTCGCCAACGCGCCGTTCATTAAAGTCGAAGCCACCAAAT1
165 CHIP0192 STM/STY STM2053 STY2258 ATGATGAGCACCGCCATCAACTTAACCTCTTACAACAGTGATGGCCATGAGCACCGCCATCAACAGCGTTGAAATGTCCCTTAGCGCCGATGAAATTCGCGAGCGCGTTCGCGCAGCGGGCGTTGTCGGCGCGGGCGGCGCAGGTTTTCCCGCTCACGTCAAACTACAGGCGCAGGTAGAGATTTTTCTGGTGAACGCCGCCGAATGTGAACCGATGCTCAAAGTTGACCAGCAACTGATGTGGCAGCAAGCTGCGCGCCTTGTGCGCGGCGTACAGTACGCCATGACGGCAACCGGCGCGC1
166 CHIP0030 STM/STY STM3957 STY3602 ATGCGGGCGATTTTGAGATTAGAAGATATCGTTAAGCATCACGATGCGGGCGATTTTGAGAGGGTTGTTGCCAGCCACGCTACTGCCATTAGCGGCATATGCACAAGAAGCTACGATAAAAGAGGTTCATGATGCGCCTGCAGTACGGGGAAGTATCATCGCTAACATGCTACAGGAGCATGATAACCCTTTTACGCTTTACCCTTATGACACGAACTACTTGATCTACACGAACACCAGCGATCTGAACAAAGAGGCCATAAGTACCTACAACTGGTCTGAAAACGCACGTAAAGATG1
167 CHIP0054 STM/STY STM3928 STY3627 ATGAGTTTAATGCAATTCAGCGGTTATAGTTTTCCTTCCACCTGTGCATGAGTTTAATGCAATTCAGCGGGCTGCTGGTGGTCTGGCTGCTCTCTACGCTGTTTATCGCCACGCTGACCTGGTTTGAATTCCGCCGCGTGCGTTTTAACTTCAACGTTTTCTTTTCGTTGCTGTTTTTGTTGACCTTCTTTTTTGGTTTTCCGCTAACCAGCGTGCTGGTATTTCGTTTCGACGTTGGCGTCGCGCCGCCGGAAATCTTATTGCAGGCTCTATTATCCGCCGCCTGTTTCTACGGCGTGTATT1
168 CHIP2289 STM/STY STM1263 STY1858 ATGCTGACAATGCTTCTGGGAATGCTTAGTAGCATTTCGTCAACGACCTCCTGACAATGCTTCTGGGAATGCTGTTGGTAAATAGTCCTGCCTTCGCGCATGGTCATCATGCTCATGGCGCGCCGATGACGGAGGTTGAGCAAAAAGCGGCAGCGGGCGTGTTTGATGACGCTAATGTACGCGATCGCGCGCTCACCGACTGGGATGGTATGTGGCAATCCGTCTATCCTTATCTGGTCAGCGGCGAGCTGGACCCTGTCTTCAGGCAAAAGGCGAAGAAAGACCCGGAGAAAACGTTTGAGGATA1
169 CHIP1731 STM/STY STM3027 STY3175 ATGAAAAACAGCAGAAGAAGCCGTTATGATGTCGCCCCTGCGTGAAAAACAGCAGAAGAAGCCGTGTGATTTTACTCGCACTGGCGGCGGCATGGAGCCAGTACAGCCCGGCGGCCGTCAATGTTGACCGGACCCGTATTATCATGGATGCGCCGCAGAAAACGGTGGCCATCACGCTGAATAACGATGACAAAACCACGCCGTTCCTGGCGCAGTCCTGGGTGACGGATGCTGACGGGGTGAGAACCGATGCGCTGATGGCGCTGCCGCCGCTGCAGCGTATTGATGCCGGACAGA1
170 CHIP1747 STM/STY STM2963 STY3102 ATGGCGGAAATTGGTATTTTTGTTAGGAAAGTAAAGTTCCCCAGTTATGGCGGAAATTGGTATTTTTGTCGGGACCATGTATGGCAACTCACTGCTGGTGGCGGAAGAAGCGGAAGCGATCCTCGCCAGACAGGGCCACAGCGCGACCGTGTTTGAAGATCCTGAACTGTCCGACTGGCAGCAATATCAGGATAAGGTTGCGCTGGTCGTTACCTCGACGACCGGGCAGGGCGATCTACCGGATAGCATTGCGCCGCTCTTTCACGGCATTAAAGATACAGTCGGTTTTCAACCAAACCTGC1
171 CHIP0936 STM/STY STM0430 STY0469 ATGAAATCTATCCCGGGCGTTAGTGGGTATCTACCTCAATACGCAATGAAATCTATCCCGGGCGATATCCCGCAGTACCTGTTGATCAAGGCGCAGCTTCAGGCGCGTATTCAGAGCGGTGCGTTGAAAAGCGGTGATAAACTGCCGTCTGAACGCGAACTGTGCGCGATCTTCAACACCACGCGCATTACTATTCGCGAAAGTCTGGCACAGCTGGAGTCCAGTGGGCTTATCTGGCGCGCCGATCGTCGCGGTTGGTTCGTTACGCCGGAACGCCTGTGGCTGGATCCGACCCAGAACA1
172 CHIP0960 STM/STY STM3974 STY3585 ATGCCAGTAGCGGTAAAAACGTTACGGTTTATCACTCGACGAGGTTGCCAGTAGCGGTAAAAACGGTAGCGGGCTGGATTCGCGCGTTGCGGTCCCTTGCGACAACGGTTCAGAATGAACTGACTCAGGAACTGAAACTTCAGGAGTTCCAGGACAGTCTGAAAAAAGTCGAAAAGGCGAGCCTGGAAAATCTGACTCCCGAACTGAAAGCATCTATGGATGAACTGCGTCAGGCGGCGGAGTCGATGAAACGCACCTACAGCGCTAACGATCCCGAACAAGCGAGCGATGAAGCGCATA1
173 CHIP4408 STM/STY STM0516 STY0564 ATGCTCATATTTTGGGCCGTTAGGCTACAGGGGGTTTTAGCATGCTCATATTTTGGGCCGGAGTTAACGTAAATATGACGGAAGTAAGACGACGCGGCAGGCCAGGACAGGCAGAGCCGACTGCGCAGAAAGGCGCTCAGGCGCTGGAGAGGGGCATAGCGATATTGCAATATCTCGAAAGAAGCGGCGGCAGTTCATCAGTTAGCGATATTTCCGGCAGCCTGGATTTACCGCTTTCTACGACGTTTCGCCTGTTAAAGGTACTGCAAGCGGCTGATTTTGTGTACCAGGATAGCC1
174 CHIP4440 STM specificSTM0574 ATGAGTGAAGTGACGCAGACCTTAAAGCAGGCCCAGCGCATGAGTGAAGTGACGCAGACCCTGATCGACGACGCACAGGCTCACTCGCAAAGCGAAAGCCGCATCACCGCCCGCGATTTACGCAGCGTTTTCTGGCGCTCCTTTACGTTGCAAGGATCGTGGAACTATGAACGCCAGCAGCATATGGGCTATGCCTTCGCTATGTCGCCAGCGCTAAAGCGTATCTACCAGGACCCCGCCGAACTGGGGCGCGCCTTACAGCGTCATCTGGTGCTGTTCAATACCACGCCGCATC1
175 CHIP4434 STM/STY STM0564 STY0612 ATGACACAGTATCAGGCGCTCTTACTTAATGAGAGAGAAGAGATCGTTTAAAGAATGACACAGTATCAGGCGCTCATTATTGGTTTTGGCAAGGCAGGAAAAACGTTGGCGGCAACTCTGGCGAAGACGGGATGGCGCGTGGCGATTATCGAACAGTCCGCCAGTATGTTCGGCGGAACCTGCATCAACATTGGCTGTATTCCAACGAAAACGCTGGTGCATGATGCGGAACGTGAGGGCGATTTTTCTGTCGCCATGCAACGTAAAGCGGCGGTCGTAAATTTTTTACGCGACAAAAATTTTCATAATC1
176 CHIP4458 STM/STY STM0600 STY0644 ATGAATAAATCAGGGAAATACCTCGTTTAGTGCGCGCCTTTCGCATGAATAAATCAGGGAAATACCTCGTCTGGACAGCGCTCTCAGTATTGGGTGCGTTTGCCCTGGGCTATATTGCGTTAAATCGTGGGGAACAGATCAACGCGCTATGGATCGTGGTGGCGTCGGTCTGTGTCTATCTTATTGCGTATCGTTTTTATGGGCTCTATATCGCCAAAAAAGTGCTGGCGGTTGACCCAACGCGTATGACGCCCGCGGTACGTCATAATGATGGTCTGGATTATGTCCCGACCGATAAAA1
177 CHIP1214 STM/STY STM1614 STY1450 ATGTTTGATTACATCCTGTCTCTCGTTATTCCGGTAGTTCACGTTTACGATGTTTGATTACATCCTGTCTCTCGGCGGCACCGTTTTTGTGCCCATCATTATGATTATCATCGGCTTAATCTTTCGTATTCCCTGGCTGCAGGCAGTGAAAGCCGGGGTGACGGTCGGCATCGGTTTTGTCGGCATGGGGTTGGTGATCGTCATGGCGATCGACAGTCTCAGTCCGCCGATTAAAGTGATGATTGAGCGTTTTGGCCTGACGCTGCATGTGTTTGACGTCGGCGCCGGGCCCGCATCCGGCGTCG1
178 CHIP2762 STM/STY STM1556 STY1508 ATGAGTGCATCACAAAACAAGAAGTTATTCCGTCACTGACGATTGCATGAGTGCATCACAAAACAAGAAGAAAACGCTGTCATTGGGTTTAGCGCTAATCCCAGTCATCTCCATGTTGTTATTGTTGATTATCGGTTACGGCATTATGGGGCTACGTATCGAACCGCTCCTTCTGTGCTCTGCGGCGGTAGCGGCAGGCATTGCATGGTGGCAAGGATACTGTTGGGAAGACATCATCAACTCAGTGGTGGATAAGCTGGCTAAAGCAATGCCGGTTATCATGATCCTGATCTGCGTGGGCG1
179 CHIP2786 STM/STY STM1598 STY1466 ATGAAAAAATATCAACGTCTGGCGTTACACAAGGCTTTTAGCGCTCATGAAAAAATATCAACGTCTGGCGGAGCAAATTAGAGAACAAATCGCCTCTGGCGTTTGGCAACCCGGCGATCGATTACCCTCGCTGAGGGAGCAGGTCGCCAGTAGCGGCATGAGTTTTATGACTGTCGGTCATGCGTACCAGTTGCTGGAAAGTCAGGGACGGATTATCGCCCGTCCGCAATCTGGTTATTATGTCGCGCCGCATCCGGTTTGTCGGTCAGTCGCGACGGCAGCGCACGTTATTCGGGATGAAG1
180 CHIP2810 STM/STY STM1633 STY1438 ATGTTATCCAAAAAATTTGGCTTATCGTTATTTCATCCAGCTATCGACAATGATGTTATCCAAAAAATTTGGCTTATCGATGATAGTGTTGGGAATAATGTCGTCTTCAGCGTTTGCTGATAGCATCGTTGAAGGGAGAACACTCAATGTCGCAGTATCACCAGCCTCTCCCCCTATGTTATTTAAAAGTGCTGATGGCAAATTGCAGGGGATAGATCTGGAGCTTTTTTCGTCTTACTGTCAGTCACGGCATTGTAAGCTAAACATCACCGAATATGCCTGGGATGGAATGCTTGGCGCAGTGGCGA1
181 CHIP2812 STM/STY STM1635 STY1436 ATGGCTTTACTGAAACTAAAAGAGATAAGTAAGGTTATCGTTGTGCCTCGCTAAAAAAACATGGCTTTACTGAAACTAAAAGAGATAAGTAAGGAATATTCAGGAAAAAAGGTTCTTGATACGGTTAGTCTGAAAATTCAATCGGGAGACATGAAAGTAGTCATGGGGCCATCAGGTTGTGGAAAAACGACGCTTTTACGCTGTCTGCTTCGATTAGAAGAACCTGATTATGGCAATATTTATTTTCACGGGAAAAATATTTACGACAAAGAATTTACTATTCTTGAGTTCAGAAAAAAAGTTGGTTGTGTCTTCC1
182 CHIP2932 STM/STY STM1894 STY2102 ATGATAGAAGCAGATCGCCTGATTAAGGCATCTCTGGCGGCATGATAGAAGCAGATCGCCTGATTTCAGCAGGCGCCACGATCGCAGAAGACGTCGCCGATCGCGCCATTCGCCCGAAGTTATTGGCGGAATATGTCGGCCAACCGCAGGTGCGCTCCCAGATGGAGATCTTTATTCAGGCGGCAAAACGGCGTGGCGACGCACTAGATCACTTGCTGATTTTCGGCCCGCCAGGGTTAGGTAAAACGACTCTGGCGAATATCGTTGCCAATGAAATGGGCGTCAATCTCCGAACCA1
183 CHIP4397 STM/STY STM0492 STY0536 ATGCATCACGCTACCCCGTTAACTGGCGACGACTTCACCATGCATCACGCTACCCCGCTTATCACCACCATTGTCGGCGGCCTTGTGCTCGCTTTTATTCTCGGCATGATTGCCAACAAATTGCGTATTTCTCCACTGGTGGGATATCTGTTAGCGGGCGTTCTGGCGGGACCTTTTACCCCGGGTTTTGTTGCGGATACCAAACTGGCGCCGGAGCTGGCGGAGCTCGGCGTGATTCTATTGATGTTCGGCGTCGGGCTGCATTTTTCGCTGAAGGATTTGATGGCGGTAAAGT1
184 CHIP1153 STM/STY STM0627 STY0676 ATGCTAACAGTTATAGAGCTCCTTATCGGTTAGCCGCCAGTAACGCTATGCTAACAGTTATAGAGCTCCTTATCGGAGTCGTCGTTATTGTGGGTGTAGCGCGCTACATCATTAAGGGATATTCCGCCACTGGGCTTTTATTTGTCGGCGGTCTGGCTCTGCTTATTATCAGCGCGCTGATGGGGCATAAGGTATTACCTGCCAGCGAAACCAGTACCGGCTATACCGCAACAGATATTGTTGAATACATCAAAATTTTGCTTATGAGTCGCGGCGGCGATCTTGGCATGATGATCATGATGC1
185 CHIP1177 STM/STY STM3769 STY4016 ATGATGAGCAGTGACGTAATGCATTACAGCACTCCCAACAACGAATGATGAGCAGTGACGTAATGCAACATGAACTGGTTGAGCGCGCGCGGGAAAGCGGGGCGCTGACCAAAGCAGATATCACCAAAGCCTGGTTTATCTACTGGCTGGGCGCCGAGGTTTCCAGCTCCTATGAGCGCTTACAAAGCCTGATTTTCTGCGCCTCGATGACGCCGATCATCAAAAAACTTTACCCACAAAAAGAGGAGCAGGTAGAAGCGCTAAAACGCCACCTTAACTTCTTTAACTCCGAGCAGACCT1
186 CHIP4461 STM/STY STM0603 STY0647 ATGAGAAATAACCCACTGATTCCATTACAGTTTACACAGGCGCTCTGATGAGAAATAACCCACTGATTCCAAAAAGCAAATTGCCAAATCTTGGTACCACGATTTTTACGCAAATGAGCGCGCTGGCGCAGAAACATCAGGCAATAAATTTATCGCAAGGCTTCCCTGATTTTGATGGTCCTCGTTATTTGCACGAGCGGTTGGCTTATCATGTCGCGCAGGGCGCGAATCAATATGCGCCGATGACGGGGGCGCAGGCGCTGCGGGAGGCCATTGCCGATAAAACGGCGGAAATATATGGTT1
187 CHIP4455 STM/STY STM0596 STY0640 ATGCGTATACCTTTCACCCGTTTAGAGCGGTGAACGTGAATGCGTATACCTTTCACCCGTTGGCCGGATGAATTTGCCCGCCGTTATCGTGAAAAAGGCTACTGGCAAGACGTGCCGTTGACCGATATTCTGACCCGCCACGCTGACAGCGACAAGACGGCGGTCATTGAAGGCGAGCGCGCATTCAGCTATCGCCAGCTCAACCAGGCCGCAGATAATCTGGCCTGCAGTTTACGCCGTCAGGGCATCAAACCTGGCGAAACCGCTCTGGTACAACTGGGGAATGTACCGGAAC1
188 CHIP1211 STM/STY STM2739 STY4645 ATGAGCATCAGAAAACAGCCTAACTTAGCGTTTCCAATTGAGGTTGATGAGCATCAGAAAACAGCCTAACGGAAAATGGTTGTGTGAATGCTACCCGAACGGACGGGATGGCAAACGTGTACGCAAGCAATTTGCGACTAAAGGCGAGGCCATAGCATTCGAAAACCACACCATGGATGAGGTGAACAAAAAACCGTGGCTGGGGGAGAAGGAAGATCGGCGGCATTTGTCAGAAGTGATTGATCAGTGGCATTCACTTTATGGGCAGACGCTGGCAGACCCCAAACGCCTGATGGCAAAAC1
189 CHIP2863 STM/STY STM1750 STY1301 ATGGCACAGCTATATTTCTACTATTCGGTTATATGTGCCGATGACGCTCATGGCACAGCTATATTTCTACTATTCGGCAATGAATGCGGGTAAGTCGACTGCACTGCTGCAATCTTCATACAATTATCAGGAACGCGGGATGCGTACCGTCGTATATACGGCGGAAATCGACGATCGTTTCGGCGCAGGCAAAGTCAGCTCTCGTATCGGTTTGTCGTCGCCGGCAAAATTGTTTAACCAAAATACATCCTTGTTTGAAGAGATTCGTGCCGAGAGCGCGCGGCAGACAATACATTGCGTGTTAG1
190 CHIP2783 STM/STY STM1595 STY1470 ATGACAAAACCGTTAAACACCACCTTAGGCTATCAGGGCAATTAATTGCATGACAAAACCGTTAAACACCACCCAGGCTGTTATCGAGTGGGTTAACAACACGCGCCGTTACGCAACGCGACTGGATGACGAAGCCGACGCTCTGCTGGCGCAACTTACGCTTGCCGCGGCGGATGAGTCAGCGCTCAACGCCGCCTGCGCATCACATGGCTGCGTTGGTCTGTACGGGTATGCGCAATCCGCAAAAGCGCATCTGTTAACGACGCTATGCGGTAACGAGAATGGCAAGCTGGAAATTATCACGC1
191 CHIP2815 STM/STY STM1641 STY1428 ATGACTGAACAATCTACGTTGACGCTTAGGCCGTAATCTGATCCATGATGACTGAACAATCTACGTTGACGCTTCAGGTGTTACAGCAGCGGCTGGATGCACTGATGCTGCGCGACAAACAGCGCTTTGCGCGCCGCCTGCATGGCGTAAAGAAAGTAAAAAATCCTGATGCGCAACAGGCCATTTTCCAGACGATGGCGAAAGAAATTGAACAGGCTGCGGCGCAGGTCGCCCTCCGCGAAGCGGCGCGCCCCTCAATCACTTATCCGCAAAATTTGCCTGTTAGCCAGAAGAAACAGGACA1
192 CHIP2831 STM/STY STM1668 STY1396 ATGCGTATGTCGAAACATAATCTTATTATCTTATAGTCTTCCTCTGATGGAAATTTCTTTCGTGCGTATGTCGAAACATAATCTTATTATCTATAGCCTGCTTCTGGCGGCTGCGCCGATAAGCGTCTTGGCGGATTCGTCGACAACGTCCGCGGCAACCGTCGGGATGTTTTCTCCTCCTACGGCGCCGAGCGTTGGGCACAGGCCTGGAACACCTCGCGATAGCTACGAATTGCAGTTTAATGGACTTGGCTTTTTTATTGAAAAGTATACACCTTTTCCGGGAATGACTATTGCGAGGAATGCCAGAAATGTAG1
193 CHIP4665 STM/STY STM4390 STY4746 ATGTGGCAAAAAAGTGCGTTAAAGGTCGGCTGAAAAATGAGTGTGGCAAAAAAGTGCGCTGACCACAGTGTCAATTTCTCTGCCGCAACAGGCCGTTTATAGTGGCATGCGATATGAAGTTAATATCTCAGCAGCAAAATGTGACGGGACAGGCGTTACGTTCGGCACGATAAATAATTGTACAATCACCTTGAGTTTGCCCGCAGGCGCCAGTATTATAACGCGTCATTTTTCAGCCGACCTTTAA1
194 CHIP4298 STM/STY STM2660 STY2849 ATGCGTCTGGATCGTCTTACTAACTTACTGCACTGCCACAATACGAATGCGTCTGGATCGTCTTACTAACAAATTCCAGCTTGCTCTTGCCGATGCCCAGTCGCTCGCGCTGGGGCACGACAACCAATTCATCGAACCTCTTCATTTAATGAGCGCCTTGCTGAACCAGGAAGGGGGATCGATACGTCCTTTATTAACCTCCGCCGGCATTAATGCTGGCCAGTTGCGCACCGCTATCGATCAGGCGCTGAGCCGTTTACCGCAGGTGGAAGGCACCGGCGGCGACGTACAGCCTTCTTCGG1
195 CHIP4226 STM/STY STM3024 STY3169 ATGGGTGAATTTTCGACACTTCTTTACTGCATGATCCCGGTATAGCATGGGTGAATTTTCGACACTTCTTCAGCAAGGAAACGGCTGGTTCTTCATTCCCAGCGCCATTTTATTAGGTATTTTGCACGGGCTTGAACCAGGGCACTCCAAAACTATGATGGCGGCTTTTATCATTGCCATTAAAGGTACGGTTAAACAGGCCGTCATGCTCGGTCTGGCAGCAACGCTTTCTCATACCGCGATCGTCTGGTTAATCGCGCTGGGTGGGATGTATCTTAGCCGGGCATTCACCGCACAATCAG1
196 CHIP4338 STM/STY STM0381 STY0413 ATGAGAGGTAAGGGTTTTCTGATTATTGTTAACGACACACGCCGTAGCGTGAGAGGTAAGGGTTTTCTGATTATTGTGCTGTTGGGCGGCATTGGCGGGCTGGGATATCGTTATCTTCCCTCTTATTATAATCCTTTTGCTCCGCTACAACTTGCCGATCCGCCAGGCTGGATCACTACCTTCAAACTACAGCGCCTGACGCCGTCGCAGTGCCGGGAGCTTTTGACGGCGGCCAATCAACAGGGATTAATTTCATCACAACCTGTTGCGGATAGCGCTGGTGAATGTCCCTTATCCCATGTTG1
197 CHIP4266 STM specificSTM3119 ATGAACACGTTATTACCCGCTTATAAAACTTAATAAGCGGCGTCTTCTTCATGAACACGTTATTACCCGCTTATAAAACCATTAGCGAGGGGCGCTACCGAGAAATTTCGGGTCTTTACTGGGAGGATTTTCATCCCGGTGATGTTTTTGAACATCGTCCCGGCCGGACGGTTCTGGACGCCGATAATGTGTGGTTTACCCTGCTCACTCTCAATGTGCAGCCGGTCCATTTCGATGCGGCTTACGCCAGCAAAACGGAATGGAAAAAGTTACTGGTTGATTCAACGTTCACTCTGGCGCTTTTAA1



198 CHIP4378 STM/STY STM0459 STY0502 ATGTTAGATAAAATTGACCGTAAGCTGCTTATTCAATGGGCAGAGAGGTGATGTTAGATAAAATTGACCGTAAGCTGCTTTGCTTATTGCAGCAGGATTGTACCCTCTCTTTGCAGGCGCTGGCGGATGCCGTTAATCTGACGACAACGCCTTGCTGGAAGCGGCTTAAACGCCTGGAAGATGACGGTATCCTGCTTGGCAGGGTCGCGCTGCTGGACCCGGAAAAACTGGGGCTGGGATTAACCGCTTTCGTGTTGATAAAAACGCAGCACCACAGCAGTGAATGGTACTGTCGGTTCGTGACCG1
199 CHIP4612 STM/STY STM3096 STY3249 ATGAATTTACAGCATCACTTTCTTATTGCTTAGGCGTGCCCCGCAACATGAATTTACAGCATCACTTTCTTATTGCCATGCCTGCGCTCCAGGACCCGATTTTCCGCCGTTCCGTGGTGTATATTTGCGAGCACAACCAGGACGGCGCTATGGGGATTATTGTTAATAAGCCTTTGGAAAATCTGCAAATTGAAGGGATTCTGGAAAAACTAAAAATTACGCCGGAACCGCGCGATTCGGCAATTCGTCTTGATAAAGCCGTGATGCTCGGCGGCCCGCTGGCGGAAGATCGCGGATTTATTC1
200 CHIP2516 STM/STY STM3692 STY4104 ATGAACCTCTGGCAACAAAACTATGTTACGGAATCATCCAGGTTAAAACAATGAACCTCTGGCAACAAAACTATGACCCGGCGGGTAATATCTGGCTTTCCAGCCTGATCGCATCGCTCCCAATCCTGTTCTTCTTTTTCGCCCTGATTAAACTCAAGCTGAAAGGCTATGTTGCCGCTTCGTGGACGGTGGTTATCGCGCTCGCCGTCGCGCTGCTGTTCTATAAAATGCCGGTCGATCACGCGCTGGCATCGGTCGTGTATGGCTTCTTCTACGGGCTATGGCCGATAGCCTGGATAATCATCG1
201 CHIP2556 STM/STY STM3807 STY3971 ATGAGTGATATCGCATTGACGGTTAACCCATTCCCCAAAAAATCATGAGTGATATCGCATTGACGGTCAGCGTTCTGGCGTTGGTGGCGGTTGTCGGTTTATGGATCGGCAACATTAAAGTGCGCGGTGTCGGCTTTGGTATTGGCGGCGTTCTGTTCGGCGGTATTATCGTCGGCCACTTCGTCGATCAGGCTGGGGTGACGCTGAGTGGCGATATGCTGCACTTTATCCAGGAATTCGGCCTGATCCTTTTTGTTTATACCATCGGCATACAGGTGGGGCCGGGGTTTTTCGCCTCGC1
202 CHIP4213 STM/STY STM2993 STY3131 ATGACAATCCAGGAGCGGTTTATCCGGTACGACTGACTTCATCATGACAATCCAGGAGCGGTTGCTGGAGGCCGTTGAACAAAAACTCTTACGGCCCATTGATGCCCAGTTTGCTTTAACCGTCGCCGGTAACGACGATCCCGCCGTGACGCTGGCGGCAGCGCTGCTTAGTCATGACGCAGGTGAAGGTCACGTGTGTCTGCCGTTGTCGCGTTTAACGTTAACGGAGGAGGCGCATCCCTTACTGGTCGCCTGTATAAGCGAAACGGCTACGCCAATCGACTGGAAAAAGCGGTTAC1
203 CHIP4229 STM/STY STM3028 STY3176 ATGAAAATTACCCGGCTTGCTTATCTGCAGGGCAGTAACAGCATGAAAATTACCCGGCTTGCCATTCTGATTACCCTGACATTTTCCGTCCTGAAGTCGCAGGCCACGGAGTTCAATGCCAGCCTGCTGGACAGCGGGAACCTGTCTAACGTGGACCTCACGGCCTTCAGCCGCGAGGGGTATGTGGCGCCCGGTAACTATATTCTCGATATCTGGCTCAATGACCAGCCGGTACGGGAACAGTATCCGGTCAGGGTTGTACCGGTTGCCGGACTCGACGCGGCCGTCATCTGTGTGA1
204 CHIP4349 STM/STY STM0402 STY0440 ATGGTACTGGTTACTCGTCAGGCTTACAGGCTGGAAATGTTCTCAGATGGTACTGGTTACTCGTCAGGCCCCGGATTTCACCGCTGCGGCGGTACTGGGTAGCGGTGAGATTGTTGATAAATTCAACTTCAAACAGCACACCAATGGTAAAACGACCGTTCTGTTCTTCTGGCCGATGGACTTCACTTTTGTTTGCCCGTCTGAGCTGATCGCCTTTGATAAACGTTATGAAGAATTCCAGAAGCGCGGCGTTGAAGTGGTCGGCGTTTCTTTCGACTCTGAGTTCGTTCACAACGCATGGC1
205 CHIP2479 STM/STY STM3611 STY4192 ATGATAAAGCAGGTTATCCAGCAGTTACAGGGTCAGAATCACCTCTTCATGATAAAGCAGGTTATCCAGCAGCTACGCGTTCCTGATGCAGGTATAGAGAATTTGCAGGAACGGCGCTATTGGCTGCAATGCGAGCGTGCCTATACTTACCAGCCGATATACCAGACGGATGGCCGTCTGATGGCGGTTGAACTTCTCACTGTCGTCACCCATCCTGATAACCCTTCCAGACGTATTGCCCCGGATCGTTATTTCGCGGAGTTAGCGGTTCGACACCGCATTGACGTAGTGAAAGAACAACTTC1
206 CHIP2495 STM/STY STM3651 STY4151 ATGGGACGTGTAACAGCACCTTATTGAGGGAGCCTAAGGAACAGTGGGACGTGTAACAGCACCAGAACCTTTGTCCGCTTTTCATCAGGTAGCTGAGTTCGTCAGCGGTGAAGCTGTGCTCGATGACTGGTTGAAGCAAAAGGGCCTCAAAAACCAGGCTCTCGGAGCGGCCAGAACATTTGTGGTGTGCAAGAAAGACACGAAGCAAGTAGCCGGTTTTTACTCTCTGGCCACCGGTAGCGTCAACCATACAGAAGCGACAGGCAACCTTCGGCGTAACATGCCAGATCCCATCCCTG1
207 CHIP2511 STM/STY STM3682 STY4114 ATGATTATTGCAACTGCCGGATTATTCTTTTTGCGGAAATAATAACGCATGATTATTGCAACTGCCGGACACGTAGACCACGGTAAAACGACGTTGCTCCAGGCGATTACCGGGGTCAATGCCGATCGCCTGCCGGAAGAGAAAAAACGCGGGATGACTATCGATCTGGGCTACGCCTATTGGCCGCAGCCGGATGGTCGTGTGCTGGGCTTTATCGATGTGCCTGGGCATGAAAAATTCCTCTCTAACATGCTGGCGGGCGTAGGCGGTATCGATCACGCTTTGCTGGTGGTCGCCTGTGATG1
208 CHIP2527 STM/STY STM3729 STY4065 ATGGATACGTTGGACGAATTATTGTTAAATCCAGCCGCGTTCGATGGATACGTTGGACGAATTATTGCCGCGTGAAAAAATGCTCAGATCCGGCATTGCTTCCCTCAGCGACGTGGAGCTGCTGGCGCTTTTTTTACGTACCGGCACGCCGGGAAAAGATGTTATGACGTTGGCAAAAGAGATATTGCAGCACTTTGGGTCGCTGTATGGCCTGCTGTCGGCGGACTTTGCGCAGTTTCGCGGCGTAAACGGCATCGGCCTGGCGAAATTCGCGCAGTTGAAAGGCATTGCTGAGCTGG1
209 CHIP2543 STM/STY STM3771 STY4014 ATGGCCAATATCGTTTTATGCCTTAGAATTTTTTCAGGATATCGTCGAGATGGCCAATATCGTTTTATGCCGCATCGACAGCCGTCTCATTCATGGACAGGTTGTCACGAAGTGGGTCGGACAATCTCAGGCGAACCGGATAGCCGTTGTGAGTGATGAACTGGACGCCGATCCGTTTATGAAAAATATCTACCTGATGGCGGCGCCGCCAAATATCAAAGTGGATTGCTTCGGCAACCAGAGTTTTGCCGCTGCATGGAAAGAAAATCAGCTTGGCGACGGTAACGTGCTGGTGCTTTTTCCGT1
210 CHIP4496 STM/STY STM0704 STY0745 ATGATCGGTTTACGTCCTGCTTTATTTCGCTCTGTGTCCCTATGATCGGTTTACGTCCTGCTTTTTCGACAATGTTATTTCTGCTGTTATTGACTGGCGGCGTGTATCCGCTTCTGACCACGGCGCTGGGGCAGTGGTGGTTTCCCTGGCAGGCTAATGGCTCGCTGATTCATAAAGACAATGTGATACGCGGCTCAGCGCTTATCGGACAATCGTTTACCGCCGCGGGCTATTTTCATGGCCGGCCCTCCGCCACCGCCGATACGCCTTATAATCCACTGGCGTCGGGCGGAAGCA1
211 CHIP1973 STM/STY STM4564 STY4915 ATGAGCTGGCGCTTTATCGTTAGAGCCGAAACAAGGTAATGGTGAGCTGGCGCTTTATCGATACACACTGCCATTTTGATTTCCCGCCCTTTACGGGCGATGAGCGCGCCAGTATTCAGCGTGCCTGTGAGGCGGGCGTTGAAAAAATCATCGTGCCGGCGACCGAGGCGGCGCACTTTCCCCGCGTGCTGGCGCTGGCGGCGCGTTTCCCGTCGCTTTATGCTGCGCTGGGATTGCACCCCATTGTGATTGAGCGTCATGCCGATGACGATTCTGATAAGCTGCAACAAGCGCTGG1
212 CHIP1606 STM/STY STM2813 STY2939 ATGGATAGTTCGTTTACGCCCATTAGCGCAGCGCCTCAAGATGGATAGTTCGTTTACGCCCATTGAACAAATGCTAAAATTTCGCGCCAGCCGTCACGAAGACTTTCCTTATCAGGAAATTCTTTTGACTCGTCTTTGTATGCACATGCAAGGCAAGCTCCTGGAAAACCGCAATAAGATGCTGAAGGCTCAAGGGATTAACGAGACGTTGTTTATGGCGTTGATTACGCTGGAGTCTCAGGAAAACCACAGTATTCAGCCGTCTGAATTAAGCTGCGCGCTGGGTTCATCTCGCA1
213 CHIP1630 STM/STY STM2130 STY2343 ATGAAAGTCTGGCGGCCCTTATACTTCTCTCTGTAAATCGCGAATGAAAGTCTGGCGGCCCGGAATCACCGGCAAGCTGTTTCTGGCGATCTTCGCCACCTGCATCGTGCTGCTGATCAGTATGCATTGGGCCGTGCGCGTCAGTTTTGAACGCGGATTTATTGACTATATCAAACACGGCAACGAGCAGCGGCTACAAATGCTGGGCGATGCGCTGGGCGACCAGTACCAGCAACACGGCAACTGGCGTTTTTTACGCAACAACGATCGCTTCGTTTTCCAGATTTTGCGTTCATTTG1
214 CHIP1646 STM/STY STM2216 STY2452 ATGATTGCGCGCGTAATGTTACCTCCTGGCTGCCGGATGATTGCGCGCGTAATGCTTCTGCTTGTCGCACTGGTTAGCGCTGGCGCCCAGGCCCAGGAAATCAAAGAAAGCTACGCTTTCGCCGTACTCGGCGAACCTAAGTATGCTTTTAACTTTGAGCACTTTGATTATGTGAATCCTGCTGCGCCGAAAGGCGGTCAGATGACGCTTTCCGCCATTGGTACGTTCGATAATTTCAATCGCTATTCGCTGCGCGGCAATCCCGGCGTACGTACCGAAGCCCTTTACGATA1
215 CHIP1662 STM/STY STM2100 STY2310 ATGAAAGTCAGCTTTTTTCTGCTGTTATATCGTTTGTAGCAGGCTGGCATGAAAGTCAGCTTTTTTCTGCTGAAATTTCCACTCTCATCGGAAACCTTTGTGCTGAATCAGATTACTGCGTTTATTGATATGGGCCATGAGGTGGAGATTGTCGCGTTACAAAAAGGCGATACCCAACATACTCACGCCGCCTGGGAGAAGTATGGCCTGGCGGCGAAAACCCGCTGGTTACAGGATGAGCCCCAGGGACGGCTGGCGAAACTGCGCTACCGGGCATGTAAAACGCTGCCGGGGCTGCATCGGG1
216 CHIP1678 STM/STY STM2165 STY2395 ATGACGATCTCAAAGCTATGGGTTACTTCACCCACCCTTTTTGTCATGACGATCTCAAAGCTATGGGTAAGTTCGCTGGCGTTGCTGGCGACGGTGAGTTTACCTCTACAGGCGGCATCGCCCGTGACGGTCGGGTCAAAGATTGATACCGAAGGCGCACTGCTTGGCAACATGATTTTGCAGGTACTGGAAAGCCACGGCGTTAAAACGGTCAATAAAATTCAGCTCGGGACGACGCCAGTCGTTCGTGGCGCGATTACCGCCGGAGAGCTGGATATCTATCCGGAATACACCGGTAACG1
217 CHIP1640 STM/STY STM2197 STY2431 ATGAGCATTATTTATTTTATTACTACACAGGATATCGTTATAATTCATCTTCAATAAGAAAAAGAAGCAATGAGCATTATTTATTTTATTACTACACAGGATATCGATACGTTTCAGAAAAAATTACAGGAAACGTTATTTAATGCCGTCACCATGCCGTTTCCGCTATTATTTGATAAACGTTATGCCGCGCTTATCAATACCGCTTATTTAAAGCTTACGCTGCCAGCGGAATGTCTGACGCCTGAATTTTATCGCTATTTACGCGAACTCTCATTGCAATGGCAGTTTGATTTTTTTATTAAGCCGCAGCCACTGCCTGCTA1
218 CHIP4540 STM specificSTM2230 ATGAAGCAGGCTAACGAATGGTTACATCACCGGGCAGTCATGAAGCAGGCTAACGAATGGATCGAGTGGTATGTGACAACATTCCGCGATGTATCAACGCAGGAAGGGGAGACGTACCTTTCAGCTGTTCAATCCAAACGGAGGACTATAGCCATGGGCTTCCCTTCACCTGCCAGTGATTACGTTGAAACAAGGATCTCCCTCGATCAGCAGCTAATCAGCCAGCCCGCAGCGACTTATTTCATGCGGGCATCGCGTTCACATTTCAGGGAAGGGATAATCCAGGGGGCGCTAC1
219 CHIP1680 STM/STY STM2177 STY2407 ATGACCAAATATGTATTCCAGCCGTTAGACAATTTTCACAGCAATCGATGACCAAATATGTATTCCAGCCGCAGGCCCCGGTAACAGTACCCGTGGCGGGCAGTGATGAGCAGTTTCCGGTACGTCGCGTTTACTGCGTGGGTCGCAACTATGCCGCCCATGCCCGTGAAATGGGCTTTGATCCCGATCGCGAACCGCCGTTCTTCTTTTGTAAACCAGCGGACGCTGTGGTCCCGGTAGCGGCGGGGGATACCCTGGAACTGCCGTATCCGGCGCAGACCGATAACTACCATTATGAAATTG1
220 CHIP1896 STM/STY STM0933 STY0929 ATGGCGCAACGCATTCTGTTATTTTTCTGTGATTTGTTCTGCAGTGGCGCAACGCATTCTGGTTCTCGGCGCCAGCGGCTATATCGGCCAGCACCTGGTCTTTGCGCTAAGTCAGCAAGGGCATCAGGTGCGAGCGGCGGCGCGACGCATCGAACGTCTGGAAAAACAGCGCCTCGCCAACGTCAGTTGTCATAAGGTCGATCTGCACTGGCCGGAAAATTTACCCGCGCTGCTTCGCGACATTGATACCGTTTACTATCTGGTACACGGCATGGGCGAAGGCGGCGATTTTATCGCCC1
221 CHIP2104 STM/STY STM3642 STY4160 ATGCAGCGTTGCGACTGGTTACTCTGGGATTTGCGAAATGCAGCGTTGCGACTGGGTCAGCCAGGACCCCCTTTATATTGCCTATCATGATAACGAGTGGGGCGTACCGGAAACTGACAGCAGAAAGCTGTTTGAAATGATCTGTCTTGAAGGTCAACAGGCCGGTTTATCCTGGATCACCGTGCTTAAAAAGAGGGAGAACTACCGCGCCTGTTTTCATCAGTTTGATCCGGTACGCATCGCAGCTATGCAGGAGGAGGATGTCGAACACCTGCTGCAGAACACGGGCATCA1
222 CHIP2120 STM/STY STM3547 STY4264 ATGAAATTTGAACGCCATCATAGATTAGTGAGTAGAGATAGTTTGTTTGTAATGTGAAATGAAATTTGAACGCCATCATAGAATATTGAAGGAACTCAGTATTTCGGGAGTTGTAAAAGTTTCAAATCTGGCGAAAAGTCTCAAGGTAACAAAGGAAACTATTCGTTCAGATCTCAATGAACTTGCCGGACAGGGATATCTTACTCGCTGTCATGGTGGTGCATTTATTACCCTTGATTCTCTTGATAACGTCGCAAAAAATGAAATTGCTTATGTGCTGGAAAAATATGAATCAGCGCAGAAAATAAAAAAAG1
223 CHIP2098 STM/STY STM3669 STY4129 ATGATTTTTGGACATATCGCGCTTATAAAACGTCTATGGCGACTTTTACGATGATTTTTGGACATATCGCGCAGCCTGATCCGTGCCGGTTACCGTCGGCCATAGAGCAGGCGCTCGATTTCCTGCGTAATACGGACTTTCGCACGCTGGAACCTGGCGTAGTGGAAATCGACGGCAAAAATATCTTCGCGCAGATTATCGATATGACCACCCGCGATGCTGCTGAAAATCGTCCGGAAGTCCATCGCCGCTATCTGGATATTCAGTTTCTGGCATGGGGTGAAGAGAAAATTGGGGTTGCCATTG1
224 CHIP2114 STM/STY STM3580 STY4231 ATGCGCAATTTGGTTAAATATGCTTACTTAATAACCAACGTATTGATGATGTTTTCATGCGCAATTTGGTTAAATATGCCGGTATTGGCCTGCTGGTTATGGGGCTTGCGGCCTGTGATAACAACGATACAAAAGCGTCGGCAGAAAGCGCCGCCGCGGAAAGCCAGGCATCCGGTCAGCCCATCAGCCTGATGGATGGCAAACTCAGTTTCTCGCTGCCGGCGGATATGACCGATCAAAGCGGTAAGCTGGGCACCCAGGCGAATAATATGCACGTTTATTCTGACCCGACGGGCCAGAAAGCGGTGATTG1
225 CHIP2130 STM/STY STM3339 STY3520 ATGGCAAAAGCATTGCAAGGTTACGCCTTTTCTTCCATCAGTTATGGCAAAAGCATTGCAAGGCGTAATGGCGGCGTTGTTGACCCCATTTGATCATCAGCAGCAACTGGATAGCGAAAGCCTGCGCCGTCTGGTGCGTTTTAACATCGGGCAGGGTATCGACGGGCTGTACGTTGGCGGTTCCACCGGGGAAGCATTCGTACAGAGCCTTGCTGAAAGAGAGCAGGTACTGGAGATTGTCGCCGAAGAGGCGAAGGGAAAAATCACGTTGATCGCCCATGTCGGGACAGTAAGCACCG1
226 CHIP2154 STM/STY STM3238 STY3418 ATGTTTGAATCTAAAATAAATCCATTGTGGTTAATGCGCTTTACTGGCCAATGTTTGAATCTAAAATAAATCCATTGTGGCAAAGTTTTATTCTGGCCGTACAGGAAGAAGTAAAACCGGCGCTGGGGTGTACTGAGCCAATTTCACTGGCGCTGGCGGCAGCGGCGGCGGCGGCTGAACTTAACGGCACAGTTGAACGCATTGACGCGTGGGTTTCGCCCAATCTGATGAAAAATGGTATGGGCGTTACCGTTCCAGGAACGGGAATGGTAGGGCTACCGATCGCCGCGGCGTTGGGCGCGTTGG1
227 CHIP2170 STM/STY STM3141 STY3312 ATGCGAATACTGGCTGCGTTAGTTCTGCGAGTGCGTCATGCGAATACTGGCTGCGGGGAGCTTGCGCGTCGTCTGGCCGCAGCTAATGGCGGCGTTTCAGGCGGATGCGGTATGTGATTTCGGTCCGGCGGGGCTGTTACGTGAACGCATCGAAGCGGGCGAAGCGTGCGACTTTTTTGCTTCGGCGAACCTGGCGCATCCGCAGGCGCTGCTGGAAAGCGGGCGGGCGCTGCGGGTCGCGCCTTTTACGACGAACCGTTTGTGCCTGAGCGTGCGGGCACAGGCGATGCGTG1
228 CHIP1627 STM/STY STM2852 STY2974 ATGAATCGTTTTGTAATTGCTGACTCTTATGCATCCCCACTCTGAGCGTGAATCGTTTTGTAATTGCTGACTCCACTCTCTGTATCGGCTGCCACACCTGTGAGGCCGCCTGTTCAGAGACGCATCGCCAGCATGGCCTGCAGTCAATGCCGCGCCTGAAAGTGATGCTGAATGAAAAAGAATCTGCGCCGCAGCTTTGTCACCACTGTGAAGATGCGCCATGCGCCACGGTATGCCCGGTTAACGCGATTAATCGCGTTGACGGCGCTGTCCAGCTTAATGAAAGCCTGTGCGTGAGCTGCA1
229 CHIP2229 STM/STY STM3203 STY3382 ATGCCAAAATTACGCCTGATTGTTAGTTCATCCAGCGGTCTTTGATGCCAAAATTACGCCTGATTGGACTAACTTTACTTGCGCTTAGCGCCACCGCCGTCTCTCATGCTGAAGAGACGCGTTACGTTTCTGATGAACTGAATACCTGGGTCCGCAGCGGTCCGGGAGATAATTATCGCCTTGTGGGTACCGTCAACGCCGGCGAGGAAGTCACGCTCTTACAGAGCGATGCCAACTATGGTCAAATCAAAGACAGTTCTGGTCGTACTGCCTGGATACCGTTAAAAGAACTGAATACCA1
230 CHIP0362 STM/STY STM1401 STY1719 ATGGAAGCGAGTAACGTAGCACTTACCTCGTTAATGCCCGGATGGAAGCGAGTAACGTAGCACTGGTATTACCAGCGCCTTCCTTGTTAACACCTTCTTCCACTCCATCTCCCTCCGGGGAGGGAATGGGTACTGAATCAATGCTTCTGTTATTTGATGATATCTGGATGAAGCTAATGGAGCTTGCCAAAAAGCTGCGCGATATCATGCGCAGCTATAACGTAGAAAAACAACGGCTGGCCTGGGAACTGCAAGTCAATGTTTTACAGACGCAAATGAAAACAATTGATGAAGCGT1
231 CHIP0378 STM/STY STM1115 STY1151 ATGAAATACATGATTGTTTTACTGCTGGTTACCCGCCATTGGCAGAATGAAATACATGATTGTTTTACTGCTGGCGCTGTTTTCGACGCTGAGCATCGCGCAAGAAACCGCTCCTTTTACGCCGGATCAGGAAAAGCAGATTGAAAATCTGATCCATGCGGCGTTGTTTAACGATCCTGCCAGCCCGCGGATAGGCGCTAAACACCCTAAGCTGACGCTGGTGAACTTTACGGATTACAACTGCCCGTACTGCAAACAGCTCGATCCGATGCTGGAAAAGATTGTGCAGAAATATCCTGACG1
232 CHIP3353 STM specificSTM0765 ATGTTGGTTTTAGTGGTTGCAATAATTATCTTAATAGAAGGGATAAAATATCGGTAGTAAAATCATTGTTGGTTTTAGTGGTTGCAATAATTATCTTTGTTAGCGATCGTCTTCCTATGGGATTAGTTGCATTTATGGTCCCAATGGCACTTTATTTTACCGGTGTTATCGATGCTAAGGATATTTTTGCTTCAATCGTAAATGCGAATGTTATTCTTATCGTCGCCATGTGTGTACTCGGTGCGGCATTTTTTAAAACAGGTTTGGCATGGCAATCAAGTAAAATTTTACTAAAATATGCTAAAACAGAAAGAAGCCTTA1
233 CHIP3401 STM/STY STM0835 STY0876 ATGGGTCGTCGCGCAGGTTTATTCTGCAGATGTTCCATGCTATGGGTCGTCGCGCAGGTACGCCAACAACAAAAAAAGTGACGCAATTGGTGAACGTAGAAGAACACGTTGAAGGATTTCGTCAGGTCAGAGAGGCGCATCGCCGTGAGTTGATAGACGACTACGTTGAGCTGATTTCCGATTTAATTATTGAGGTAGGGGAAGCGCGTCAGGTGGATATGGCGGCGCGGCTCGGCGTCTCCCAGCCGACTGTGGCCAAAATGCTTAAGCGCCTGGCATCGTTAGGATTTATTCAAA1
234 CHIP0307 STM/STY STM1387 STY1733 ATGGCGACAATTCATCTACTGGTTATGGCTCATACGTTGTTCGTATTCATGGCGACAATTCATCTACTGGATGATGATACGGCGGTCACTAACGCGTGCGCGTTTTTACTGGAAAGTCTGGGATATGACGTAAAATGCTGGACGCAGGGGGCGGATTTTTTGGCGCAGGCCAGTCTGTATCAGGCCGGGGTCGTATTACTGGATATGCGAATGCCGGTACTGGATGGGCAGGGCGTTCATGATGCGTTGCGCCAGTGCGGAAGTACCCTGGCGGTTGTTTTTCTTACCGGGCATGGCGATGTAC1
235 CHIP3356 STM/STY STM0772 STY0804 ATGGCTGTAACTAAGCTGGTTCTGTTACTTCGCTTTACCCTGATTCGATGGCTGTAACTAAGCTGGTTCTGGTACGTCACGGTGAAAGTCAATGGAACAAAGAGAACCGTTTCACCGGCTGGTATGATGTTGACCTGTCTGAAAAAGGCGTAAGCGAAGCAAAAGCAGCGGGTAAACTGCTAAAAGAAGAAGGTTTCAGCTTTGATTTTGCCTACACTTCCGTACTGAAACGCGCTATCCATACGCTGTGGAACGTACTGGATGAACTGGATCAGGCGTGGCTGCCGGTGGAAAAATCCTGGA1
236 CHIP3388 STM/STY STM0816 STY0851 ATGAGTAAGTCTCTCTCCTGGCGTTAATCCAGCCGTCGTTTGGATGAGTAAGTCTCTCTCCTGGCGCCGCGTGCGTGCGTTGTGCGTCAAAGAGACGCGCCAGATCGTGCGCGATCCCAGTAGCTGGCTGATTGCGGTGGTGATCCCGCTGCTGTTGCTGTTTATTTTTGGTTACGGCATTAACCTCGACTCCAGCAAACTGCGGGTGGGGATTCTGCTTGAACAACAAAGCCAGGAGGCGCTGGATTTCACTCATGCGATGACCGGTTCACCCTATATCGACGCGACCATTAGCGATA1
237 CHIP3420 STM/STY STM0861 STY0894 ATGGCTAAAGTCGATGTGAAATGCTTAACGCGTGGCTGCAGGATGGCTAAAGTCGATGTGAAATGCCCGTTTTGCGCGCAAACGGCATCCGTTAAAAAGTATGGTCCGGGGAGTGCAGGGCACCAGCATTACCGCTGTCAGGTATGTTGCCGCAGCTTTCAGGTCGACTATGAATACCGCGCCTGTCAGCCCGGCATGAAAGAGCAGGTTGTTGATCTTGCCATGTACACTGCCGGTATTCGTAATCCGCAGGGGCTGGCCATCAATCCCTGGAGCGGCGCGCTATGGCTGCATGAAC1
238 CHIP2201 STM/STY STM3316 STY3495 ATGAGTAAAGCAGGTGCGTCGTTATATCGATTGCCCTTTGGATGAGTAAAGCAGGTGCGTCGCTTGCGACCTGTTATGGCCCCGTCAGCCCCCATGTCATGACCAAAGCGGAGAATATCCGCCTGCTCATCCTGGACGTGGATGGCGTATTGTCTGACGGCCTGATTTATATGGGCAATAACGGCGAAGAGCTGAAGGCTTTCAACGTTCGTGACGGCTATGGTATTCGCTGTGCTTTGACCTCCAATATCGAGGTTGCCATTATTACCGGACGAAAGGCTAAACTTGTAGAAGATC1
239 CHIP0334 STM/STY STM1973 STY2181 ATGGCACAACATGGCGCTTTATTCGGGTTTCCTCATTGCATGGCACAACATGGCGCTCTGGAAACACTCAAAGATCTGGCCGAAAAAGAGGTAGATGACGCGGCGCGTTTACTGGGCGAAATGCGTCGCGGCTGCCAACAGGCGGAAGAACAGCTCAAAATGCTGATCGATTATCAGAATGAGTATCGCAGTAATTTGAACACCGATATGGGCAACGGCATCGCCAGTAATCGCTGGATCAACTATCAGCAGTTTATTCAGACACTGGAAAAGGCGATAGAGCAGCATCGCCTCC1
240 CHIP2241 STM/STY STM3140 STY3311 ATGGCAGATAATACTTATCAACCCGTTAACTTTGACGTTTATCTTCGGTATGGATGGCAGATAATACTTATCAACCCGCAAAAGTCTGGACGTGGGATAAATCCGGCGGCGGCGCGTTCGCTAACATTAATCGCCCGGTTTCCGGCCCGACGCACGACAAAACGCTGCCCGTCGGCAAACATCCGTTACAGCTTTATTCGCTGGGGACGCCTAACGGCCAGAAAGTGACTATTATGCTGGAAGAGCTCCTGGCGCTGGGCGTGACCGGCGCCGAATATGACGCCTGGTTGATTCGCATCGGCGAGGGCG1
241 CHIP3383 STM/STY STM0809 ATGGTGATGATGGGTATAATGAGTAAATTATGTTATTTCCTTGTCTGTGAGGTGAGATTGGTGATGATGGGTATAATGAGTAAATTATGTGGCAAACAATTTTGGTTAGCGTTTTGTGAAGCTAAAGACGTCACTCGCGCCATTAAAAATGGCGGCGAGGATTTTAATAAGAAATGCCCACCAGCGCTGATTTCTCATTTCATTACCGGATTGTCATGGGAACATTCATTACCCAATCCTGCGCCTGTTTGCGCGTTTAGTTTTATGCTTCTTGTGGGAGGTGTGTGCAGTGCGCATTTTGTTTTTGATAAGT1
242 CHIP3415 STM specificSTM0856 ATGGCTTCTTTAGTTATTGCTGAACATTATAATTTATCGATAAGTTCAGGTACAGCTTTGATGGCTTCTTTAGTTATTGCTGAACATAACGGCAATACTCTTTTACCTTCAACACTCAGTACTATCACTGCGGCAAAAGCCATTAATAGTGATATAGATATACTTATGTTAGGATATGGTATAGAAAGTATTGCAGTTAAAGCCAGTCATATTCAGGGGATATCCACTGTATTTGTTGCTGACAGCCCACTATTCGAACACCTTCTGGCAGAGAATGTGGAAAAACAGATCAGCTATTTTTTGAATAGTGGGAAAA1
243 CHIP3648 STM specificSTM4421 ATGGAAACAGTCGGCAATTTTATTCTTAACCGAGAGTCGGCATACTGATGGAAACAGTCGGCAATTTTATTCATGGTAAAACGACACTGAGCAGCAGCGGCGAGACGCTACCGGTGACTAATCCGGCCACCGGTAAAGTAATTCGTCAGGTCACCCAGAGCACCCGAGAGGAGATGCTGGCGGCAATTCAAAGCGCACATGAGGCTTTTCCGGCATGGAGTAAAATGACTCCGCTACGCCGGGCACGTATCCTTTTTGAATTCAAAGTATTACTGGAAAAGCATCGGGACGAACTGGCGGCGC1
244 CHIP3664 STM/STY STM4441 STY4780 ATGGAACAGATTACCGTCGTGATTAGGCGCCGTATTTCTTTTGATGGAACAGATTACCGTCGTGATTGGCGATCGCCTGGGTAAAGGCCAGAAAGTGGCGGCAGGCGTGGAAAAAGCGGGCGGTCGCGCGGTCGTCGTGCCGGGCGTCGCGGCAGACATGAAGCTGGGCGATGTGATGAAAGCGGAAAACGCCACCTTCGGCATTTCATTTTGCGGCAGCGGCGGCGCGGGCGCTATCACCGCGCAAAACAAGCATGGCTACAAAGCCAAATATGGGATGCGGTCAGTAGATGAAGGCG1
245 CHIP4362 STM/STY STM0436 STY0475 ATGGCAATGAACGATTATAAAATGATTATCCTTTGCTGATAAGCTGTTCGTGGCAATGAACGATTATAAAATGACGCCAGGGGAGCTGCGCGCCACATGGGGTTTAGGGACCGTCTTTTCGTTGCGTATGCTGGGCATGTTTATGGTTCTACCAGTACTGACCACATACGGTATGGCGCTACAGGGCGCCAGCGAAGCATTAATCGGCATTGCGATCGGCATTTACGGGCTGGCGCAGGCTATCTTTCAAATTCCCTTTGGGCTGCTGTCCGACCGCATTGGCCGCAAACCGCTGATTGTCGGCG1
246 CHIP3649 STM specificSTM4422 ATGAAACAAAAATGCTATATAGATCATAATTTTTTCTTAAACCGATGTTGACGACGTATGAAACAAAAATGCTATATAGATCATAATTTTTTCCAAATCTTTCCTCGTCACAACAGACAACCATTGATGACACACCAAATAAAAACGATAAAAATCAATAAGTTAATTATATTTTTGATTTCTTGCTGCACATACCCTCGTATAAAAATCAGCCGTCAAACTTTCAAAATAAAATTTCATAAAAATAAATTTGAAATTTTTAATCCTAAAATTTACATTGAATACGGTATGCGTTTTAGGCTGAAGATAACCA1
247 CHIP4459 STM/STY STM0601 STY0645 ATGTTCGATACGCTTTCGAAAGCTTAGCAGCAACGCGCGCCATGTTCGATACGCTTTCGAAAGCCGGAAAATATCTGGGACAGGCCGCAAAAATGATGATTGGCGTGCCAGACTACGACAACTATGTTGAGCATATGCGCATAACGCATCCGGATCAGACGCCGATGACCTATGAAGAATTTTTCCGCGAGCGGCAGGATGCGCGCTATGGTGGAAAAGGCGGCGCGCGTTGCTGCTGA1
248 CHIP4413 STM/STY STM0521 ATGCGTGAAAAGAGGGATTTATGTTACCATCGCCGCCGCAAATGCGTGAAAAGAGGGATTTATGGAACATCAAAGAGAGCTATACCAGCAGCGCGGTTATAGCGAAGACTTATTACCTAAGACAGAAACCCAACGAAACTGGAAGGCATTTAACTATTTCACCTTATGGATGGGATCTGTACATAACGTGCCAAATTACGTTATGGTCGGCGGTTTTTTTATACTGGGGCTATCAACATTTAATATCATGTTGGCCATTATTATCAGCGCATTATTTATTGCGGCGGCGATGGTAA1
249 CHIP4430 STM/STY STM0556 STY0603 ATGAGCGGTAAACGTTATCCCGTTAACTCTTTCGGGAGTCGGATGAGCGGTAAACGTTATCCCGAAGAGTTTAAAATTGAAGCGGTAAGACAGGTCGTTGAGCGTGGCCATTCTGTTTCCAGCGCCGCAACACATCTCGATATTACTACCCACAGTCTTTACGCCAGGATAAAGAAGTACGGGTCGAACTCCTCCACCAATAAAGAAATAAAGAGCAGTCAGATGATCAGACCGGAATCCGCCGACTCCCGAAAGAGTTGA1



250 CHIP4446 STM/STY STM0581 STY0624 ATGACCATTTCCGCTCAGGTTAATGCGTACGGCCATGCATGACCATTTCCGCTCAGGTTATCGACACGATTGTCGAGTGGATTGATGATAATTTGAATCAGCCGTTACGTATTGATGATATTGCCCGTCATGCGGGGTATTCCAAGTGGCACCTGCAGCGCCTTTTTATGCAGTACAAAGGGGAGAGTCTGGGACGCTACGTGCGTGAACGGAAGCTAAAACTGGCGGCGCGCGACCTGCTCGACACCGACCAGAAGGTGTATGATATTTGTCTCAAGTATGGTTTTGATTCGC1
251 CHIP4447 STM/STY STM0582 STY0625 ATGAAACACCCGCTTGAATCATTAATCGGCCAGCGAAAACATGAAACACCCGCTTGAATCATTGATGACCGCTGCCGGTATTTTGCTGATGGCGTTGCTCTCCAGCCTGCTGCTGCCCGCCCCTTCGCTCGGCCTTGCGCTGGCGCAAAAACTGGTCGGGATCTTTCATCTTATGGATCTCAACCAGCTTTATACTTTGTTGTTTTGTTTATGGTTTCTGTTGCTCGGCGCGCTGGAATATTATGTCATTCGCTTTATCTGGCGGCGCTGGTTTTCGCTGGCCGATTAA1
252 CHIP1721 STM/STY STM1787 STY1914 ATGAGTAACCAGTATCAAACCCAGGTTAGCGTACCTGGACGGCAATGAGTAACCAGTATCAAACCCAGGGTTATACCGTTAACGACGCCGGCCGTCGTCTGATCGTGGACCCGATTACCCGCATCGAAGGGCATATGCGCTGCGAAGTGAACATTGATGAGCAAAACGTCATTACCAATGCCGTTTCCTGCGGCACAATGTTCCGCGGGCTGGAGATCATTCTGCAAGGCCGTGACCCGCGTGACGCCTGGGCGTTTGTTGAACGTATTTGTGGTGTATGTACCGGGGTACATGCTCTGG1
253 CHIP4632 STM specificSTM0334 ATGACGTTAAAACCAGGTGAGAAATCTTACGGAGCATCTTGCACAAATGACGTTAAAACCAGGTGAGAAATCCGGTAATAATGGAGGTATCTATGTGGAGGTTGGGCCTCGTGGTGGGATAAAAGATAACTTCGCCACGATAGCGGAAACAAAACCGCGCCACCAACGCAACGCCCTAAAAGCTACTGGGTGCTGGCAAAAAGAACACCTAACAGTAAACGTAAGTCAGAGCATCTGGCGCCACGACAGTTGGCGCCGACTGATCACAGTACGCCCGGTGCTTTACCGCCTGGCAAGCATTG1
254 CHIP4650 STM specificSTM2507 ATGTACTTAGAAGCAATTAATGTTACTGGAGTTTTAGGCCATGATCAGACGCTATGTACTTAGAAGCAATTAATGTTACTGGAGTTGTCCCACGAGGTTTACCCCTCGTAGGTAGAACTGGTTGCCCTGAACTGCTGAAAATTGGCTGTGCCAGCTACCGGGAGTTTAACCACGCTGAAGGCTATCGGGTTTTGTATTCGGTCGAGGGAATCTTAGTAACCGCGCATGTGATCTTATCACCCAGGCAGGATATCCCGCGGTTGCTCTTTAAGCGTCTGATCATGGCCTGA1
255 CHIP4651 STM/STY STM2279 STY2508 ATGGGACGCGTCACGCTGTTACATCTCGATTTCGATATCGCCATGGGACGCGTCACGCTGCGTATCACTGGCACACAGCTGCTGTGCCAGGATGAACACCCTTCTCTGCTGGCCGCGCTGGAATCGCATAACGTTGAGGTGGAGTATCAGTGCCGCGAAGGTTATTGCGGCTCCTGTCGTACCCGGCTGGTTGCCGGTCAGGTTGACTGGATTACGGAACCTTTAGCGTTTATCCAGCCGGGAGAGATTTTGCCCTGCTGCTGCAGGGCAAAAGGCGATATCGAAATCGAGATGTAA1
256 CHIP2165 STM/STY STM3151 STY3323 ATGGCCGGGTTGCACGCGTTAACCTTCGAGTCGATAACCGATGGCCGGGTTGCACGCGCCATATGCATATAGCGCGCATCATGCGGTGAATTTCTGTTCTGAGTATAAACGTGGCTTTGTATTGGGTTTTACACACCGTATGTTCGAAAAGACCGGCGATCGTCAACTTAGCGCGTGGGAGGCTGGAATTCTGACGCGTCGCTATGGTCTGGATAAAGAAATGGTGATGGATTTCTTTAAAGAGAATCATTCCGGGATGGCGGTTCGCTTCTTTATGGCCGGTTATCGACTCGAAG1
257 CHIP1124 STM/STY STM0885 STY0918 ATGAAAGATTCTGTAAATATTTTATTCGTATGCTTATTTGTTGAGCAGGTGCGATGAAAGATTCTGTAAATATTTTATTCGTATGCGGTTATGGTGTAGGCAGTAGCGTAATGTTACAGACTGTTGTTAAAAAAGCGTTAGCAAAATATGACTTCTCTTTTGATATGGAGCATACGGCAGCGGGAGAGGTCGGTGGATTTACCGACTGGGCAGATATTTATGCGATTTCGAAAAAATTGCTTGATGTTGTTAGCCTCGATCCTAAACACGGACAATATCTCATTCCCATTGAAAATATCATGGATGGCG1
258 CHIP1148 STM/STY STM0614 STY0662 ATGTATAAGACAATCATTATGCCGGTTTTAACGCACAACCAATACGGGATGTATAAGACAATCATTATGCCGGTTGATGTTTTTGAAATGGAACTTAGCGATAAAGCCATTCGCCACGCTGAGTTTCTGGCGCAACAGGATGGCGTCATTCATCTGTTGCATGTACTGCCTGGGTCCGCGAGCATGAGTCTGCACCGCTTTGCCGCCGACGTGCGTCGCTTTGAAGAACATTTACAGCATGAGGCGGAAACGCGTCTGCAAACGATGGTGGGACACTTCAGTATCGATCCTTCACGAATTAAAA1
259 CHIP2547 STM/STY STM3778 STY4005 ATGGATGCCATTCCCCAGTTATACCAGCACCTTTAGCCCGGTGGATGCCATTCCCCAGGAGACAATGCGCAGTTTTGACACGGCCTGCTTAAGCAGCATCAAAGACCTGCAGCCACTTGAAATAAAAGCGTTACGAGAAAAACTCAACGTTAGCCAGCCGGTTTTCGCTCGGTACCTGAATACCAGCGTATCAACGGTTCAAAAGTGGGAAAGCGGCGCCAAGCGTCCCAGCGGGATGTCACTGAAACTACTTAATGTTGTCCAAAAACACGGGCTAAAGGTGCTGGTATGA1
260 CHIP2524 STM/STY STM3708 STY4087 ATGAAAGCGTTATCCAAACTGAAAGTTAATCCCAGCTCAGAATAACTTTTCCATGAAAGCGTTATCCAAACTGAAAGCGGAAGAGGGCATCTGGATGACCGACGTTCCGGAACCGGAAGTCGGCCATAACGATTTGCTGATTAAAATCCGTAAAACAGCCATCTGCGGTACTGACGTTCACATCTATAACTGGGATGACTGGTCGCAAAAAACCATCCCGGTTCCGATGGTCGTGGGGCATGAATATGTCGGCGAAGTGGTCGGCATCGGTCAGGAAGTGAAAGGCTTTAAAATCGGCGATCGCGTCT1
261 CHIP2548 STM/STY STM3779 STY4004 ATGATTAGACAAAAAGTACGCGTTATGATTATACTGACTCACCAAAGCCATCAATGATTAGACAAAAAGTACGCGTTATGAACAGTACGGGGCTTCATGCGCGGCCAGCCGCTACGCTTGCGAAAATTGTCAAAAAATACCAGTCTTCATTAACGCTAGTTAATAATGACAAAGAAATTCCCATTAAAGGAATGATGAGTATTTTGGGGGCTGGCGTAAAGGGAAACACAATGATTGATTTAATTTGTGATGGACAGGATGAACTGGCTTTTATGGATGAATTAAAATCTGCATTTGCTGATGGCTTTG1
262 CHIP2557 STM/STY STM3808 STY3970 ATGCGTAACTACGATTTATCCCCATTAGCTATTTAATGCGGAGCGTTATGCGTAACTACGATTTATCCCCACTGCTGCGTCAATGGATCGGTTTTGACAAGCTGGCCAATGCGCTGCAAAACAGCGGCGAAAGCCAGAGCTTCCCGCCCTATAACATCGAAAAAAGCGACGATAACCATTATCGCATTACCTTAGCGTTAGCCGGTTTCCGTCAGGAAGATCTGGATATTCAACTGGAAGGCACGCGCCTGACGGTGAAAGGTACGCCGGAACAGCCGGAAAACGAGCCCAAATGGTTACATC1
263 CHIP2559 STM/STY STM3810 STY3968 ATGATGATAAAAAACGTGTGGTTAACGTTAGGGAGGAGGCATCTTCGGTGATGATAAAAAACGTGTGGTTAACGCTGATAATATGGAATGGGATGCTTTTATTAAGCGGTTGTTCAAGCGTCATGTCGCACACCGGCGGTAAAGAGGGTACTTATCCTGGCACGCGCGCCAGCGCTACGATGATCGGTAACGATGAGACAAACTGGGGCACCAAATCGTTGGCCATCCTGGATATGCCATTTACCGCCGTGATGGATACGATCCTTCTGCCGTGGGACATCTTCCGCAAAGACAGTTCGGTAA1
264 CHIP2429 STM specificSTM3517 ATGGCTGCAAATGCGCTTTTAGATCCCTAACTGGTCAAACAAATCATGGCTGCAAATGCGCTTGTTCGTGCCCGTATCGACGAAACGCTGAAGGACCAGGCGGCAGATGTCCTGGCTGAAATGGGGTTAACCATTTCTGATTTGATACGGATTACACTGACTAAAGTTGCGCGTGAAAAGGCATTGCCTTTTGATTTGCGCATACCCAATGAGTTAACGTCCCGAACGATAGAAAATAGCGAAGCTGGCGTTGATATTCATAAAGCCAAAGATGCTGATGATTTGTTTGACCAGTTAGGGA1
265 CHIP4502 STM/STY STM1120 ATGCAATATGATGTCTAATCTATGACGGTTACGACCTGCTTCTGATGCTCATGCAATATGATGTCTAATCTATGACGGAGGTCAGTAATGGCAAACCATCGTGGCGGTTCCGGTAATTTTGCGGAAGACCGCGAAAGAGCATCAGAAGCAGGTCGTAA1
266 CHIP4602 STM/STY STM4070 STY3800 ATGATACGCCAAAGCGATGTTATTTGATGACCTGTTGGTTCAGTGATACGCCAAAGCGATGGCTCTTTTGTCCTGCTGGCGACCGAGCGTAATTTACTGATCTTCAATCGCGCTTCTGCCGAGGAAATTCAGGATCATCAGTGTGATATCTTGAACCAACAGGTCATCAAATGA1
267 CHIP4658 STM/STY STM4124 ATGAGGTCCGCAAAAGTTCATTACGGAGCGGTTTCTCGTCAGAGGTCCGCAAAAGTTCACGTTGGCTTTAGTTATTTCGGGTTCGAGAGATACCCTCTGAACGGGCGGTGTCTTCAAGGGTTAAACGAGAAACCGCTCCGTTC1
268 CHIP4667 STM/STY STM4520 STY4878 ATGGTTGTCTGGGGCGGTTTAATTGCCCTCCTTATTTATCCAATGGTTGTCTGGGGCGGTTCTCGTAAAATTCCATACCGGCCTCCGCATAGAACAGAAAATGCGGGCATCATGAATGTCTGTACAAACAATACCGGGATAAAAAGCACGGTTAGTGCAACGTGGATAAATAAGGAGGGCAATTGA1
269 CHIP4629 STM/STY STM0467 ATGGCTCTGTTGGTTCTCCCTTAGGGTGGGGGCCCTGCGGGGCTCTGTTGGTTCTCCCGCAACGCTACTCTGTTTACCAGGTCAGGTCCGGAAGGAAGCAGCCAAGGCAGATGACGCGTGTGCCGGGATGTAGCTGGCAGGGCCCCCACCCATT1
270 CHIP4638 STM/STY STM1464 STY1657a ATGTTCGATTTTTCACAGGAAGTTGTTAGGTGCGGTGGCAAAATCATGTTCGATTTTTCACAGGAAGTTGACCGACGCGGGACATGGTGTACGTAGTGGGATTATGTCGCCGATCGTTTTGGCGAAGCCGATCTGCTCCCCTTTACGATCTCGGATATGGATTTTGCCACCGCACCGTT1
271 CHIP3395 STM/STY STM0823 STY0860 ATGAAAACCATTAAATATGCTGTTGCTTATTTATAAATCACCGCAGTGCCATGAAAACCATTAAATATGCTGTTGCAGCCATCGCGCTTTCCACCCTTTCTTTTGGCGCTTTTGCCGCAGAACCGGTTAGCGCGTCTCAGACGCAAAACCTGCATAAAATCGGCGTAGTGTCTGCCGATGGCGCCACCACGCTGGATGGCCTGGAAGCTAAACTGGCTGAAAAAGCCGCCGCTGCTGGCGCAAGCGCTTATAACATCACCTCCGCCGTAGGTAATGACAAAATGAGCGGCACTGCGGTGATTTATA1
272 CHIP3288 STM/STY STM0649 STY0700 ATGGCACGCCTTTTGATTAGGTTATTTCCAGTCACCACGTCCGATGGCACGCCTTTTGATTAGGGAAGACAGGACTAAAGCAAAGGAGTTAATCGTGAAAAAAAATGCAGTGGTGATTCACCCTCAGGATTGCGTCGCGACGGCTATTACGGCGCTCAAGGCTGGCGAAACCGCCACAATGTTCATTGGCGAACGCGAGATAAGCGTTGTGTTACATCAGGATGTGCCATTTGGCCACAAATTCGCCATCTGCGATGTGCCTTTTCATGGCGAAGTTTATAAATATGGCGAATCCATTG1
273 CHIP2944 STM/STY STM1934 STY2142 ATGAAGCCTCTTATTTTTACTCTTTCACTGTTAATAATAAAGCGGCATGATTTGCATGAAGCCTCTTATTTTTACTCTTTCACTGCTAGCCCTGACGGGATGCACCATTACTCGACAAGCGCAGGTCAGCGAAGCCAGCCCGATAAGCGGCATCGTGCGCCTGACGTATAACCAGCCGCTATTTTTTACTTCACGGACAGATGATTATGTATCTCACGGGACCGCAACACGCGAATGCCAGCAGATGGGCTATGCCGATGCCGTTTCGTTTGGTCAGCCGGTAGGAACCTGTAGCATTTATGCGGGCTCGT1
274 CHIP3028 STM/STY STM2350 STY2580 ATGCAGATTCTGATTACCGGCTTAGCGAATCACATCCGCCATGCAGATTCTGATTACCGGCGGTACAGGCCTGATAGGGCGTCATCTCATTCCCCGGCTGTTAACACTGGGGCATCAGGTGACGGTCGTTACGCGCAATCCCGATAACGCGCGTCAGATTCTCGATTCCAGAGTGACATTATGGAAAGGGCTGGCGGAACGTGAGCACCTCAATGAGATTGATGCCATCATCAATCTGGCGGGCGAACCGATTGCCGACAAGCGCTGGACGTCGCAACAAAAAGAACGGTTGTGCC1
275 CHIP0518 STM specificPSLT045 ATGGCACTTTACGGCTATGCCTTACGCCGGCTGCTCATAATTTTCATGGCACTTTACGGCTATGCCCGCGTTTCAACCAGCGATCAGGATCTTACTCTGCAGACACAAATTCTCCGCGCTGCTGGTTGTGAAATTATTCGTGCAGAAAAAGCCAGCGGAAGCGGCCGGACCGGAAGGAGCGAGTTGCAGCTGCTGCTGGAGTTCCTGCGCCCTGGTGATACGTTGATGGTGACACGCGTGGATCGCCTGGCCCGCAGCATTAAGGACCTGCAGGACATTGTGTATGCCCTGAATCAACAGG1
276 CHIP1029 STM specificPSLT049 ATGAAGCCAGCCCCTGGTTTAGGCCAGCCTGACTGACAATGAAGCCAGCCCCTGGTGCGGAACCGGTCAGAATGTACAAAAGTCCTTACGGCGGGAAATACGGCGTATGGCGGCTGGCTGACTGCGTCCCGATGCGGGCGAAACGCCCTCAGACAGAAAAACAGCGGCTGGCCAGCACACGTCTGGGCCTGCAGGCCCGGATGAAGAGTGAGCGTGGCAGGTTCGCCATGCTGGCACATACCTGGTTAGCACTGGGCCCCGTCTTCCTCGATACCGAAACGACCGGACTTGATG0
277 CHIP0168 STM specificPSLT076 ATGTTAATTAAGGCGCGCCATTAAATCTCTTTAAATGTGGACTCTGTTTCATGTTAATTAAGGCGCGCCATTTTTGGCGTGTTTTTTTTTGCCGTTTTCCGTGTAATCATAAGTTTATTAGTCGTGTAAGCAGAGGTGAATTTGTGAGGAGGAGAAACGCAAGAGAGGGGATAAGTCGAACTGTCTCAGTGTATCTCGATGAAGATACGAATAACCGTCTTATCAGGGCTAAAGATCGGAGTGGAAGAAGTAAAACAATAGAAGTTCAGATTCGTCTGAGGGATCATCTGAAACGATATCCGGATT1
278 CHIP0956 STM specificPSLT030 ATGACACGGTCACGCATCTTTATGTTTTTTCCCCGGAGTCAATGACACGGTCACGCATCTGTCCGGATACTGAATCCACCGGTCTCAGTCCGGCATCGGATGCCCTGCCGGTCAGGGAGACGACAGAACAGTTTGCACAGGTCTTTTTCGGAAAATCCGTGTCCCTGCTGACGCCGGAAGAGCGGTTCACGACGGTGTACGCCGGCTCCCGGGATATACCTGCGGATTTGCATCCGGCGAGCTGGTTTCCGGCCGACACCTGGTTTCGTAACGAACTTCGCGCCTGCGCGGCCTATG1
279 CHIP4620 STM specificPSLT047 ATGCCGCAGGATGAATCATTAATCCCCTGCGCCTTTCATGCCGCAGGATGAATCAGTCGTCAAACGGGCCAGGGAATACTTTTTCCGCCACCACCGGTATACAGAGGAAGACCTGGAATCCGACTACCAGGCAGAACTGTGTAACTACAGGGATGACACCTGGGAAGCACCACAACGGGCAGCCAGACTCAGTGCGGCCGTCAAGCGCTACAAAACGTATGAGATGCTGTACTTCTTCTTCCAGATCGCTGATGAGGCCGGGCTGGACTATACTCCGCTGGTTGTAAAGCGCC1
280 CHIP1075 STM specificPSLT060 ATGAACTATTCCGGACACGAAAAACTTAGTCTTTAAAACACTCATTGAGCATCAATGAACTATTCCGGACACGAAAAACTCCGCGCAGAAGTGGCGGCGCTGGCCAACAGCATGTGCGACCTGCGCGCCACCCTGAAAGTGCTGGAAGAGCGTTATCACTGGCAGCGTCACGGACTTACTGAACGACTGGCCGGGCAGAGTCTGCGGCGTATCAACACCCTGCTGGATGAAGCGTACAACGAAAGCCTGATGCTCAATGAGTGTTTTAAAGACTGA1
281 CHIP1054 STM specificPSLT020 ATGATGGGAGGATTTACAGGCCCTTATCTTTATACCATCCCAGCCTCGCAGGGAGGATTTACAGGCCCGGCCCCCACCCAGACATCGGTTTCACAGGCTAAAAAACAGTGGGATGATGCGTGGGTGGTACTGGAAGGCAACATTATCAGGCAAGTCGGTCACGAGCTTTATGAATTCCGTGACAGCAGCGGTACTGTTTATGTGGACATCGATAACAAATACTGGATGGGGCAAACAGCCTCGCCTGCGGATAAGATTCATATTAAAGGAGAAGTGGATCGAGGCTGGGATGGTATAAAGATAG0
282 CHIP0500 none R460023 ATGCTTGATATAACCACGATTACCCTTAGATTTCATGGCCCCCTTATGCTTGATATAACCACGATTACCCGCCAGAACGTCACTAGCGTTGTGGGCTACTACTCTGATGCAAAGGATGATTACTACAGTAAGGATTCATCATTCACGTCCTGGCAGGGAACCGGAGCTGAAGCCCTCGGCTTGTCCGGGGACGTTGAATCAGCCCGGTTTAAAGAGCTGCTTGTCGGTGAGATAGATACCTTCACGCATATGCAGCGACACGTGGGTGATGCCAAAAAAGAGCGTCTGGGCTACGACCTGA0
283 CHIP4777 STM specific CCCGGTTAAATACCCCAGTTACTTTCTCTTTGGCCTGACGCCCGGTTAAATACCCCAGTTGAAGTCGGTGGTGTGGAAGCCAACATGGCTGTGGCTGGCGCGTTAACGACGCCTGGATGCGACGCTCCGCTGGCGATCCTCGATTTAGGCGCAGGATCCACCGATGCCGCCATTATCAATAACGATGGCGTAGTGAAGGCGGTACACCTTGCCGGGGCGGGGAATATGGTCAGCCTGTTGATTCAAACGGAGCTTGGCTTAAGCGATCCGTTTTTGGCAGAGGAAATACCCGCTGG0
284 CHIP4781 STM/STY STM2293 STY2523 CACGGACAAATCGTTGACACCCAGCGCGAAATTAAGATGTCACGGACAAATCGTTGACACCAATGCCGCCTGGCTGGCTGATTTTTTCTTTCATCAGGGCGTTCCGTTATCACGGCGAAATACGGTAGGCGATAATCTGGACAGTCTGGTCGCTATCTTGCGTGAACGCAGTCAACATGCTGATGTTTTGATTGTTAATGGCGGGTTAGGGCCGACCAGCGATGATTTAAGCGCGCTCGCCGCGGCAACGGCAAAAGGCGAAGGATTAGTACTGCACCAGGCGTGGCTGACCGAAA1
285 CHIP4785 STM/STY AGGAGACCTTCGGCAATGAGTTCGCCAGCTTTTCGTAAGTAGGAGACCTTCGGCAATGAGCACTGGGCGCCGAAAGGGATTGAGATCGTCTCTTACCAGGGGCAGGACAACATTTATTCCGACCTGACGGCTGGCCGTATTGATGCGGCGTTCCAGGACGAGGTCGCGGCCAGCGAAGGTTTCCTTAAACAGCCCGTCGGAAAAGACTATAAATTCGGCGGCCCGGCGGTGAAAGATGAGAAGTTATTCGGCGTAGGAACCGGTATGGGGCTGCGCAAAGAGGATAACGAGCTGCG0
286 CHIP4789 STM/STY TGGGTATTACGTCCCGCTTACATCTGCGAAACTGAAAGCATGGGTATTACGTCCCGCTTAAAAGTCATGTCGTTCTTGCAATATTTTATCTGGGGGAGCTGGCTGGTTACCCTGGGCTCTTACATGATCAACACTCTGGATTTTACCGGCGCGAATGTCGGTATGGTCTACAGCTCAAAAGGACTGGCAGCGATTATCATGCCGGGTATTATGGGGATCATTGCTGATAAATGGCTGCGCGCTGAGCGAGCCTACATGCTTTGCCATCTGGTTTGCGCGGGGGCGTTATTGTACGC0
287 CHIP4793 STM/STY CAGCAGTGGCAGGAAAAGTTTATCCCGTCATGCCGATAATCAGCAGTGGCAGGAAAAGTTTGCTGCTTATGAGAAGGCTTATCCTGAGCTGGCCGCGGAGTTTACCCGCCGGATGAGCGGCGGACTGCCGGAGGCATGGGAATCCGCCACGCAAAAATTTATTAACGACTTGCAGGCTAATCCGGCCAAAATCGCCACCCGTAAAGCATCGCAAAATACGCTCAATGCCTACGGTCCCCTGTTGCCGGAACTGTTGGGCGGATCGGCAGATCTGGCGCCGAGCAACCTGACTATCT0
288 CHIP4797 STM/STY CAGCAGACCCTGAAAGTCGTGCATCCAGGTAGCGAGTAGCCAGCAGACCCTGAAAGTCGTTGAAAAGGTTGAAAACTATTACTTCACCCATGAGAAAGACAACATTATGTCGGTCTTCTCGACGGTAGGTTCCGGCCCTGGCGGGAATGGGCAAAACGTCGCGCGCATGTTTGTTCGCTTGAAAGACTGGGACGCGCGCGATCCCACCACCGGCTCCTCGTTCGCCATTATTGAGCGGGCGACAAAAGCATTTAACCAGATTAAAGAAGCTCGCGTCTTCGCCAGCAGCCCGCCGG0
289 CHIP4909 STM/STY ATGATTAAGTCAGCGCTATTGGTTCTTATTTTGCTGAAGAACGGTAGTGCTTGATTAAGTCAGCGCTATTGGTTCTGGAAGACGGAACCCAGTTTCACGGTCGGGCCATAGGGGCAACAGGTTCGGCGGTTGGGGAAGTCGTTTTCAATACTTCAATGACCGGTTATCAAGAAATCCTCACTGATCCTTCCTATTCCCGCCAAATCGTCACTCTTACTTATCCCCATATTGGTAATGTCGGCACCAATGAAGCCGATGAAGAATCTTCTCAGGTTCATGCGCAAGGTTTAGTGATTCGCGATCTGC0
290 CHIP4925 STY specific STY0307 ATGAAACCTTTATTCTCAGTGCTAAAGTCTTAGCGTAATTCCCAGAACCAAATGAAACCTTTATTCTCAGTGCTAAAGTCTAATCATAATTCATCATCTTTTGAAAGTCCTGATTTTGTTGATTCGAAAGATTTCTATGCAGGCATTGGTTATGACCAGGGGAAACTTGGTGCTCAGTTTGAAAATACCTGTGCGGCCCGTATGAGCGTGGCATTAATTAAATCAGGTGTGAAGTTTAAAGGCCGTCTTCTCCCGATAAAAGAGGGCAAGTGGAAGGGCCGGAGCATTGAAACAGGCGCTAAAAATC0
291 CHIP4941 STY specific STY0349 ATGACTGTGTATTTAGATGATAAAGATAAAGAATTATTGTTACACTGGCAGTTCGTTTGTTTCATGACTGTGTATTTAGATGATAAAGATAAAGAATTATTGAAAGAAATCCAAAAAGATTGTGCACAAACTTTATGGCAACTTGCATATAAAGTGGGACTTACGCCCACACCATGTTTCAAACGTTTAAAAAAACTTAAAGACAGGGGGGTTATCATTGGTCAGTTCGCTTTATTGGATAAAGAAAAACTAGGTCTTTCACTTAATGTCTTTATTATGATTAACATATCTGAGGAGCAATACGCTAGTATTTCTGAGA0
292 CHIP4957 STY specific STY1017 ATGAGCACAGCACTCGCATTATGCTTCCACCTTCTGTTCTGATGAGCACAGCACTCGCAACACTGGCAGGAAAACTGGCTGAACGTGTAGGAATGGATTCTGTAGATCCGCAGGAACTGATCACTACATTGCGCCAGACAGCGTTTAAAGGTGATGCCAGTGATGCGCAGTTTATTGCGTTACTGATAGTCGCCAACCAGTACGGTCTTAATCCGTGGACGAAAGAAATTTACGCCTTTCCTGATAAGCAGAACGGGATCGTCCCTGTGGTGGGCGTTGATGGCTGGTCCCGTATCA0
293 CHIP4973 STY specific STY1044 ATGTTTACAGTTAAAACCATCATCAACGTTACTTCACTGTTTCGATGGTCGATGTTTACAGTTAAAACCATCATCAACGGTGTTACGCATATTTGTGAGCAGCCATCCATCTCGATAGCCAGGGCCGGTTCTGAAACGTTCGCAGATACTTTAAAACTTACTCATAACTCAGCCTGCCCGGACTTCGCATACTGGCTCCCGGCTATCTATGAAGATCCAGAAATGACCAAAGCGCTGCAGGAGGAAGAACTGGTTATTAGTGACCGTACTGATGTGCTGGATACTGATGCTATTGCCATCATTATTG0
294 CHIP4988 STY specific STY1060 ATGGAATTCGAAATTAAAGGCGTTAGCCCTGTTGCAGGCTCATGGAATTCGAAATTAAAGGCGTGAAATATCGCACGGCAAAACTCAGCGTTTTTGACCAGCTGAAAGTGACCCGCAAACTTCTGCCGGTGCTGGCAGGAATGATGTCAGATTTCGGGAGTATTCGCTCCCGTTTGCCTGCTGACGGCAAAATCGACACCGTGAAATTCGAACAGTTAAAACCAGTGTTTGAAACCATGCTCCCGCGTATCGCTGAGGAACTGTCTTCCCTGACCGAAGATGACACCGATGCGATTA0
295 CHIP4935 STM/STY ATGGCTCGATTATGCGGGTTAAATCCCGCCTTCGAGCATGGCTCGATTATGCGGGATACTTACATACTCACGCGTTGAGAGACTTTCAGTTCGTTTGTACGGTGAATGGATGCCGCAGGCGGGGTTTATTAACGGGATGCCCGTCAAGGTGCGGGTAATGAGGGATTGCATCGTGATCACGCCGCAGCATACCCGCGGACTCTTTGTCTGTATTGAAGGGATGGGCGTGACTTTTATTAATCAAAAGAAGGTGAAAGCGTGGCTAAAAACCTTTCCGGGGGCGCTGAACGATA0
296 CHIP4951 STM/STY STY0793 ATGTCAAAGGCAACCGAACATTACAGTTTAAAGTCTAGTTTGGCATCCGTGTCAAAGGCAACCGAACAAAACGACAAGCTCAAACGGGCGATAATTATTTCAGCCGTGCTGCATATCATCTTATTTGCAGTGCTGATCTGGAGTTCGTTTGATGAGCATATAGAGGCTTCTGCCGGCGGCGGCGGCGGTTCCGCTATCGACGCGGTGATGGTCGATCCTGGCGCCGTTGTGCAGCAGTACAACCGTCAGCAGGATCAACAGGCCAGTGCCAGAGGCGCGGAAGAAGAGCGTAAAAAGCTGCAAC0
297 CHIP4967 STM/STY ATGAGAATTGAACTTGTTATCAGCCGTTAATATGCATAAAACCAGTCGTCAGCATGAGAATTGAACTTGTTATCAGCCGGACAAAACAGCTTCCGGAAGGTGCCGTGCCTGCACTTGAAAAAGAATTAATTACCCGTCTCCAGAATCAGTATGAAAACTGCAACTTAACCATCCGTCGAGGCAGTCAGGATGGTCTGAGTATCGTCGGTGCTGCTGATGGCGATAAAAAACGTATACAGAGCATTCTGCAGGAAACGTGGGAAAGCGCTGACGACTGGTTTTATGCATATTAA0
298 CHIP5077 STY specific STY2006 ATGTCCAGCCGCAGACACTTACCGGGAGGCGAAATCATGTCCAGCCGCAGACACCAGTTGACAGTGGAATATTCCTGGTGTTGTGAACAAGGCGACATTCACAACACGACTGTGCTCACGGAATTCAAATGCCAAACGGATGATTACGATATTCGCTACCTCTGCAAAGTTATATTATTCGATTTTCATGCAGATTTCGCCTCCCGGTAA0
299 CHIP5090 STY specific STY2029 ATGCCGCAGGGATTACCTTTAGCGAACGACGTTGATCTGATGCCGCAGGGATTACCTGTATCAAACGTCGTTAATGTCGACGTGATCATTGGGCCGCGCGCGGCTACTGGTCGAAATTTTGGTTCACTGCTTATTCTCGGGACATCCACGGTCATTCCGGTGAAAGAGCGTCTTCGCCTCTACTCCTCAAAGGAGGACATCGGATCTGATTTCGGCGTGGACAGCCCCGAATATGAAGCAGCAACAGTCTATTTCTCCCAGTCACCACGACCTAAAGAGGTGTATGTAGGTCGCT0
300 CHIP5199 STY specific STY3191 ATGCTGTCTTGCACCTTTATCATCTTAGAGTCCTCCCTTACGGCTCATGCTGTCTTGCACCTTTATCATCACTGGTCATCCCCGACCATCATCAATCCAATTCACTTTCGTTAAGCACTTTCGGCGGCTCCACTTGGTTGCGCTGAATTGGTGTGGATACCCGCAGGGGACGAGAGTGCTTTACCAAAGGAGTAACCTTTATATGTCTATCAAATTAACGACCATGCAGGCCGCTTACCTTACTCGTGCAATGACTACAGGCGGAGGATTAATCGAGCTTGGGGAATTGGCTAAGGGATTGG0
301 CHIP4945 STM/STY STY0477 ATGGATTATCAACTGGGGTTACTCATTACTTTGGGTAAAGCATCCGCATGGATTATCAACTGGGGTTACTCACCCTTAATGATTTCTCTGGCCATTATGTGGATGAGCCTTATAAAGCCAGGCCGGCCTCGTTGAAATGGTTTCGCGCCGCCGCGGAAAAAGGCGTCGTTGAGGCCCAATCTCTCTTGGGGGGTATTTATTCGGGGGGAGAGGGCGATGAGTGGGGGATTAAGCCAGACATTCAGGAAGCGCAAAAATGGTATGGGCAGGCGTCTGAGCAGGGGGACAGCGATGCACAGATTG0



302 CHIP4961 STY specific STY1026 ATGGAATCGCAATCTATTCTGGATTAGTCCTTCACAAAAATAATCCAGTGGATGGAATCGCAATCTATTCTGGATATGTGCTGCGGCTCGCGCATGTTTTGGTTTAATAAGCGCGATGAACGCGCCGTATTCGCCGATATCCGCGCCGAGGAGCATATATTGTGCGACGGTCGCCGCCTAGTCATCAGTCCTGACCTCATTGCTGATTTTCGTGCGCTACCGTTCGCTGATGCGTCGTTTCCGGTCGTGGTGTTTGATCCGCCTCACCTGGAACGTGTCGGCCAAACGGCCTGGATGGGCAAAAAGT0
303 CHIP4977 STY specific STY1048 ATGGCACGAAACAAACAAGCTTATTTGAACCATCGTAGCGACCATGGCACGAAACAAACAAGCCTCGCGACGAACGGTGCAGGCCACGGCCGACGGCTACGAGAACTTTGTCACCCGCGTGGGGATGCAGACGCCTAACCAGCACTCCGCATCGACCTACCGGGCGAACTTCACCAGCCGCAACCGTATGCTGGTGGAATGGTCCTATCGCTCATCCTGGCTCATCGGTGAAGCGGTAGATGCTATCCCCGACGACATGACCCGCAAAGGCATTCGCATCACTTCTGAGATTGACGCAA0
304 CHIP4992 STY specific STY1064 ATGTCACAGAACTGGATGAGACATTTCTTATCCTACCTCACGCTGTAAAGACGATGTCACAGAACTGGATGAGACATTTCGAGCTGCAGCTTGTGGACGGGAACGGTCAGGGAATTGAGCTAAGTGATTTTAAAGTCACCTTTACGATCGACTGGTTCAACATCAGCAGCGCGTCCCGGGTAGGGACTATCAAAATTTATAACCTCTCGGCAGATACTGTGAACCGAATCACCGGGCAGGAGTTTTCGAAAGTGCGTCTGATTGCGGGTTACGACGGTATCGCGCCGGAGGTGTCGGCAAGCGATGTCG0
305 CHIP5193 STY specific STY3089 ATGAAAAGGGTGCTTATCCTGACTTATTGGTAATCCACCTGTAACGTGGTGAAAAGGGTGCTTATCCTGACGCTTTTAATCACCCGGTTTGCCTGCGCCGACAATTTGACCTTTCACGGCAAACTGATAAACCCGCCCGCCTGTACTATCAATAATGGTGAAACGCTGGAGGTCAGTTTTGGTAGCGTGATTATTGATAATATTGACGGCGTCAATTACCTGACCGAGATCCCGTGGACCCTTACCTGCGACAGCAGCTTTCGCGATGACGCATTAACTTTTACGTTGAGCTATCTGGGCACGG0
306 CHIP5207 STY specific STY3288 ATGATTGTGTCATGGGTAATAACGATTAATGATAGTGATTTTTTTCATGGCTTGTGATTGTGTCATGGGTAATAACGAAAAAATTCATTTATATTGTGACAATCGCCATATTATTTTGTTCTGTTGTTATATACTTATGGTCAGGCAGACCAGTAGAAATCGTGGATGTCCATTATTATTCAGGTAAAGACATTAACATTCTTGCCAGGCATTTCCCCATTACGGACAGGGGAAAGCTGAATTGGTGGAGAGAAAATGAAAGAAAAATTCTGGAAAAATATAATCTCCCTAAAAATAATTTTTCGGTAT0
307 CHIP4963 STY specific STY1028 ATGCGAATAATAACCAGGAAGAAACCTTATGCCGGAGTTTTCCGAATGCGAATAATAACCAGGAAGAAACCTGCGTTCACTGACCTGTACCAGACTGGTGTTCTGACGCGTATAGCAGCCGTTAAGACTGACAGTGGCGGCTGGCGCCTGTTTGGAGTGTGGCGTGATCAGGATATCGCTGTATTTGTGGAAGCGGCGCGCGGCGGCATCCGGGAATGGTCCGGTTTAAATTATCTGGCTGAGTTTGTGTTCAGTTGCGGCATTAGTCTCTGGGAGGTTCACAACAAGACGGATCGGAAAA0
308 CHIP4979 STY specific STY1050 ATGAAATATTTTTTCAATACCCGGCTTACCCTTTACGGTTTGCCCATGAAATATTTTTTCAATACCCGGCTGGGAGAAACCCGCTACCAGCTGGCTGACGGCTCGTTGCTGTGCAAAGACGTGCCGATAGGACGAACAGGTAAGCAGCTCTATGGTGCTGATGACCTGCCAAAACTGAAACCCGATAAGTTCGGTGAAATAGTCGTCACACGTTCTCCTGAGCAGGTATTCCATCCGGCCACGCTTGCCTCATTTGAAGGGATGAGCATCACGATCCTGCATCCTGAAGATGAAAACGGGA0
309 CHIP4994 STY specific STY1066 ATGAGTTTAGCGCAGCCAAAATCTTAGAGTTCCCCGGCTTCAATGAGTTTAGCGCAGCCAAAATCAGGAGAACTGTTAGATCTTCTGACTCCTTCATTAACTAAGGGTGAAAACCTTCTGAGTGAGTTTGAAATCCATCGAATCATTCGTGAAGCGAAGAAACTACCTGAACGTTATCAGGGGTTATCAATTGAAGGCTTAGCTAAGCTTGTTCTTGGTGAAATAGATGAAGGATGTTCACTCTGTGAGCGGGGGTTGAGAATAGCGCCTAACGATCCAGTTTCTTTTTGTAACTATA0
310 CHIP5102 STY specific STY2042 ATGAGAAAAACAGGGCAGCATTAGTCCCGAACAAACGTAACCTTTGAGAAAAACAGGGCAGCACAAACCAATGGCACGATTAAACGTTGAAGTTATCCCACCAGACAGCGAAACGATGAACGGGATTTTTGCAGAGATTGAACGTAAATATGCGCATCAGCCGATGACGCAAAAAGTTATCGATGAAATGCAACGCGAAGCGGCGCGCCTTGTAAGGCGAGCGACAAACACGAAGGTTACGTTTGTTCGGGACTGA0
311 CHIP5117 STY specific STY2058 ATGAATAAAATAAATGTGCTGGGTGTAATAATAAAACTTAATTATCTAAAATTGTGCTAAATCTTTTTATTACCAATGAATAAAATAAATGTGCTGGGTGTAATAATAAAACACTACAAAACAATGTCAGATCAGCGTGGAACAATGTTGATGAGCGACATTATCGTACATTTTATTGTTCCGTTATCTCTTTCTTTCGTTCTGTGCTGGACATACGGAATAATGAAACCGGCAATTGCTTCCGTCTTTGTTAACTTCGGGGCTATTACAACAGCACTATTAATGAGTGCAGTAATAATGATTTATGAACAAAAACAAAAAACCATCACTA0
312 CHIP5223 STY specific STY3659 ATGCTAGAAATTATCCCTGCTCAGGTTAGACGCAGATATAAAAGCAAAAGTTATCATGCTAGAAATTATCCCTGCTCAGGGAAAAAGGGAGGTGTTTCTCACTGTACCTCAGATGGCAAATTCGTTTGCAATGATGGAACTATTAGTAAATCCAAAAAAATCTGTACTAAAAACTCACGATAACTTTTGCTTTTATATCTGCGTCTAA0
313 CHIP5424 STY specific STY4838 ATGAAGAAAACCACAATTACTCTATTTGTTTTAACTTATTTGCACACTCCATTTAAAAAGCATGAAGAAAACCACAATTACTCTATTTGTTTTAACCAGTGTATTTCACTCTGGAAATGTTTTCTCCAGACAATATAATTTCGACTATGGAAGTTTGAGTCTTCCTCCCGGTGAGAATGCATCTTTTCTAAGTGTTGAAACGCTTCCTGGTAATTATGTTGTTGATGTATATTTGAATAATCAGTTAAAAGAAACTACTGAGTTGTATTTCAAATCAATGACTCAGACTCTAGAACCATGCTTAACAAAAGAAAAAC0
314 CHIP5365 STM/STY ATGAATGCACAACTGACCGATTATACCGGACCTCCCGATGATGAATGCACAACTGACCGAAATCATGCGCCTTATCACCAACCTGATCCGCACCGGCACCGTGACCGAAGTGGACCGGGAAAACTGGCTGTGCCGGGTGAAAGTGGGCGAGCTTGAAACTAACTGGATTAACTGGCTGACGCTGCGTGCCGGTGGTGCCCGTACATGGTGGTGCCCGTCGCCGGATGAGCAGGTGGTGGTGCTGAGCATGGGCGGCAATCTGGAAACCGCTTTTGTGCTGCCCGCCATCTACTCCA0
315 CHIP5298 STY specific STY4522 ATGAGCCATAAATCTGTTTCTGCATTAGCCATAGCTCACCTCCCCATGAGCCATAAATCTGTTTCTGCAGTATCCATGCTGTTTAATGTCGGAGCTGAAACCGGTGTTCTGGGCGGACTGATGCTCGATAACGACCGCTGGGATGAAATTGCGCCGCTTCTGAATTCCGGAGATTTTTATTATGGCCAGCATCAGATCATTTTTCGGGAGATAGAACGGTTGGTCAGTGCTGGCCTGCCCATTGACCTGATAACCCTGTCCGAATCCATGGAGCGAAAAGATCTGCTGGAGCGGTGCGGGG0
316 CHIP5395 STY specific STY4669 ATGGAACAATGTAAAAATGACGCTTTAAAAGTTAAAAATTAACTTCATCCGGGATGGAACAATGTAAAAATGACGCTATATTAGAACATATCAAGAATTATAGTAAACATATTGATGAATTTAGATCTCAGGCAAACTCACAAGGGATTTGGTTATTTATTTCAACTCTTGGATGTTGGAGCGTAAATATACCACTAATTCAAGTTATCGCGGCAATCTTGTTATTCTGCATATTTATATTTAATTCCAAACAGGACATGACAGAAAAAAGAGCGTTTCATAAAATAGAAGAAGACATAGCAAAGGATA0
317 CHIP5410 STY specific STY4822 ATGATTGAAGTCGGAAGAATCATTGTTAATCTTTCCAAAGAATTACAGGGTGATGATTGAAGTCGGAAGAATCATTGCAGAACGCTATAAGATTTTATCTTATGTTGGTAAAGGTGGGATGCAAGACGTATATAAAGTTTTAGATCTAAAGCTGGATTTAGATTTAGCTTTAAAGACTCCACTTCCTGGTTTGGAAAGCAAAAGATTTCTTAAAAGTGCCAAAATCGCTGCAAAAATAAACCATCACAATATAGCAAAAACCTTTGATTATGTTGAAGATAATGGCAATATATTTTTAGCGGAAGAAT0
318 CHIP5425 STY specific STY4842 ATGGGTGAATCCATCATTACAAACTTAAAGCAGACGCCATAATCCGATGGGTGAATCCATCATTACAAACATCATCTCCATCATCCGGGAGCGTCAGAGTACGGACAACGCGCCTGTTAAAATCCGCGATATTGCTGATGCTGCCGGACTCAGTATCTACCAGGTCCGCTCATATCTTGAGCAACTCCGTGCTGTCGGGGTGCTTGAGAAAGTAAATGCCGGAAAGGGAGCGCCCGGATTATGGCGTCTGCTTTGA0
319 CHIP5331 STY specific STY4570 ATGCAAATTAAAGCCAATGGCTTAGTCAAGACCATAATGGCCTCCATGCAAATTAAAGCCAATGGCCTGATGAAGGTTTTACTTCCAGTATTGATCGTGGTGGTTTGTTTTATTGGCGTTAAAGCCTGTGGTTTAAAAGATACTACTGAACCTGAACCCGCTAAAACCACTAATGCATTGACTGAGTTGAGCCAGGATGATTTGAAAGCACTGGGTATTGAGGGGGATACGTCAGCAGACACGCTACGTACACTTATTGGAGCGTTGCGTGATGTCCGGGCCCGCCAGGCTGTGCTGGATG0
320 CHIP5347 STY specific STY4587 ATGGGAAATCTTCCCACTGTGTTAATCGGTCAGTTCCCAGGCGTGGGAAATCTTCCCACTGTGGCAGGTTTTATACCGGTATTCCGGGTACAGACTGTTGATCATTTTGGTCCAGTGTCTTCTTTGAAGGAGCGCTCGTTCGTATCGCTCGCTTTGAGACGTTTAAACCACAAATCTTACATCCTGCCCATCGGGGAAAGCCTCCCCGATACGGTGATGGTTTTCTCCGTTTTACTTCTGGAGAAAACTATGAACATCTTTCTGACTTCTCTGGTCAGTATTCTGCGTAAGGCACTTC0
321 CHIP5362 STY specific STY4609 ATGACAAAAATAACTTTATCTCCCCAGATTAGGGAGTGTATTGTATATATTTATTAGCAATGTTGTGACAAAAATAACTTTATCTCCCCAGAATTTTAGAATCCAAAAACAGGAAACCACACTACTAAAAGAAAAATCAACCGAGAAAAATTCTTTAGCAAAAAGTATTCTCGCAGTAAAAAATCACTTCATCGAATTAAGGTCAAAATTATCGGAACGTTTTATTTCGCATAAGAACACTGAGTCTTCTGCAACACACTTTCACCGAGGAAGCGCATCTGAGGGCCGGGCAGTGTTGACAAATAAAGTCGTTAAAGATT0
322 CHIP5381 STY specific STY4649 ATGGATATCAGTACTCTCATTTCTTCCTCTTAATTTACTCCTTTTTTTAGCTGTGTATTCAATGGATATCAGTACTCTCATTTCTTCCTCCGGTCGGCTGCAGCTGTCTGCAGCTGAAAGTAAAATACCCTGGGAAGAGCTGGCGTTTAGCCAGCGCATGCTGGAAAACCATCTGTCGCAGGATCATGACTGGGCCAGCCGCAGACAGATCGTAATTGAACAGCAGGTTGGGTGGATTGCCCGTCAGCTACTGGTTGGTGCACGCATTCTGGATATCGGCTGCGGCCCGGGTTTATACACCCACTTGCTGGCGGAGC0
323 CHIP5392 STY specific STY4666 ATGGAAACAAATATTACCTGGCAACTTATCTATTCTTTGTCAACCCACTGTAAATGATGGAAACAAATATTACCTGGCAACAATTGATAGATGAATATTTCTTCGCAAAACCTCTGCGCTCAGCATCTGAATGGAGTTACACCAAAGTCTTCAAATCATTTGTACATTATATGGGGCCGTTAAGCTGCCCTAATGATGTGACATATCACAAAGTGCTTGCCTGGCGCCGTTTTCTTTTAAAAGAGAAAAAGCTGTCCGGACGTACCTGGAATAACAAGGTGGCGCATATGCGGGCCATCTTTAACTACGGAA0
324 CHIP5332 STY specific STY4571 ATGACTGATAATCAGAAAATCACTTCACGTTACAGTGCCTCCGTCCGTTGACTGATAATCAGAAAATCACTTCACGTACAGTGAAAATAACTCCCGTTTTATTTTTTATAGCGGGCATGTTCAGTGTCGCGCTTGGTGGATGCTCATCCAGCAAAGATGAATTATTGCCTCCGGGAGACAGTTCAATGATGGAGCTCTGGCAGGGGAATGCTCCGACATCTCACGCCGTTGTCAAAGGGCGGGAGACTCTCAGGCGGAGTCTTTCGTCTCAGGAAACACTGGCTTCAGGGCGTATTGATGAAA0
325 CHIP2560 STM/STY STM3811 STY3967 ATGCAGTATGATGACGAGCATCGTTATCGCCCGGTTTCCGTGTGCAGTATGATGACGAGCATCGTCTCTTATCAGGACATCCCATGAAACAAATCACTTTTACGCCGCGCCATCACCAGCTTACCAACACCAATACCTGGACACCTGACAGCCAGTGGCTGGTCTTTGATGTACGGCCTTCAGGCGCGTCATTTACGGGCAAGACCATTGAGCGTGTCAATGTGCATACCGGCGACGTGGAGGTGATTTATCGCGCTGTGCAGGGCGCGCATGTCGGTGTGGTGACGGTGCATCCTG1
326 CHIP2576 STM/STY STM3831 STY3947 ATGGCTATTAAACTCATTGCTATCGAGTTATCGGGCGGGGAAATGATGGCTATTAAACTCATTGCTATCGACATGGATGGCACCCTTCTGCTGCCCGATCACACCATTTCTCCGGCGGTTAAAAACGCGATTGCCGCTGCGCGTGAAAAAGGGGTAAACGTGGTGCTGACCACAGGCCGTCCGTATGCGGGTGTGCACAGTTACCTGAAAGAACTTCACATGGAACAGCCCGGTGATTATTGCATCACCTATAACGGGGCGCTGGTGCAGAAAGCAGGGGACGGCAGTACGGTTGCGCAAA1
327 CHIP2592 STM/STY STM3854 STY3929 ATGAGTATGGTTGAAACTGCCCCTTAACCGTAACGACCGGTGAATGAGTATGGTTGAAACTGCCCCGAGTAAGATTCAGGTTCGTGATTTGAACTTCTACTACGGCAAATTCCATGCCCTGAAGAACATTAATCTGGATATCGCGAAGAATCAGGTAACGGCATTTATCGGGCCATCCGGCTGCGGTAAATCAACGCTACTGCGTACCTTCAATAAAATGTATTCGCTTTATCCGGAGCAGCGCGCGGAAGGTGAAATTCTGCTGGATGGCGACAATATTCTCACCAACACCCAGGATA1
328 CHIP0825 STM/STY STM3790 STY3992 ATGATCACCGTTGCCCTTATCTTACCAACCGTCAAACATGCGATGATCACCGTTGCCCTTATCGACGACCACCTTATCGTCCGCTCCGGCTTTGCACAGCTACTGGGGCTGGAACCTGATTTGCAGGTGGTCGCCGAATTTGGTTCCGGGCGCGAAGCGTTGGCAGGCTTACCGGGGCGCGGCGTACAGGTATGTATCTGCGATATCTCAATGCCGGATATTTCCGGACTGGAGCTGCTAAGCCAACTGCCAAAAGGGATGGCGACGATCGTGCTCTCGGTTCACGATAGCCCGGCGC1
329 CHIP3232 STM/STY STM3302 STY3481 ATGGTGATAGCGCAACTGAGCTTATTCGCCTGAGCGGGGATGGTGATAGCGCAACTGAGCGACTGGCAGCTCGCCTGTTTGATTTTCTGCGGGCTAAATACGCTGGTAGGATATGGCGCCCTGGCGGAAGCGATGGCGCGTTGGCAGGCGGCGCAGGTGAGCGCGATAATCACGCTTACACCGCTATTTACCCTGCTGTTTTCAGATCTTTTATCTATGGCCTGGCCCGATTTCTTCGCCAGACCGATGTTAAACCTTTTAGGTTATCTCGGTGCGTTTGTCGTGGTTGCGGGCG1
330 CHIP3248 STM/STY STM3337 STY3518 ATGTCGTTACTTGAACAACTGGATAAAAATATTGTTATGACGCCGCCTTTTTTAATGATGTCGTTACTTGAACAACTGGATAAAAATATTGCCGCTTCTGGCGGCCTGATTGTCTCCTGCCAGCCCGTTCCGGGCAGCCCGCTGGATAAGCCGGAGATTGTAGCGGCAATGGCGTTGGCAGCGGAACAGGCGGGCGCGGTTGCGGTGCGTATTGAAGGCATAGACAACCTGCGTATGACCCGCTCGCTCGTTTCGGTACCCATTATCGGCATTATCAAACGCGATCTGGATGAGTCTCCAGTGCGCATTACCC1
331 CHIP3242 STM/STY STM3318 STY3497 ATGAAATTCAAAACAAACAAACTCAGCTTAGTTACTCTTCTTTTGCGCCGATGAAATTCAAAACAAACAAACTCAGCCTTAATCTTATGCTTGCCGGCTCGCTGCTGGCCGCCAGCATTCCGGCTTTCGCCGTCACGGGCGATACCGAACAGCCTATTCATATTGACTCGGATCAACAGTCGCTGGATATGCAAGGCAACGTCGTGACCTTTACGGGCAACGTGGTGATGACCCAGGGCACGATTAAGATCAACGCCGATAAAGTCGTGGTTACCCGCCCTGGCGGCGAACAGGGGAAAGAGGTGA1
332 CHIP3258 STM/STY STM3356 STY3536 ATGTTTGTATGGGAAAAAGTGCCTTACGGATGAAAAGGGAAAAGGATGTTTGTATGGGAAAAAGTGCCACTGGCCGTCACTTCCATGATTGTCTGCGTGGCCTTAGTTATCACCGGCGTTCTGAATATCAAACAGGCCTTTGCTGGCTTTATCGACACTAACGTCATCCTCTTTGTCGCGATGTTTATCGTGGGCGGTGCGTTGTTCGAGACCGGTATGGCAAACAAAGTGGGCGGCGTCATCACGCGCTTCGCGAAAACAGAAAAACAGCTGATCTTCACCATTATGGTGGTGGTGGGTT1
333 CHIP3274 STM specificSTM3389 ATGGCGAAGAAAACGAAGGCTTAGGCTTCTTCCGCCTGTTATGGCGAAGAAAACGAAGGCGGATGCGCTTAAAACGCGGCAACATTTGATTGAAACCGCTATTGCGCAGTTCGCTTTGCGCGGCGTTGCCAACACGACGTTGAATGATATCGCTGATGCCGCTGATGTCACGCGGGGCGCCATCTACTGGCACTTTGAGAATAAAACGCAGTTGTTTAATGAGGTTTGGTTACAGCAACCACCTTTACGCGAACTTATTCAGGATAGGCTTACGGGATGCTGGAATGATAATCCTT1
334 CHIP3290 STM/STY STM0651 STY0702 ATGAAAATTAAAAAAACACTGGAACGTTTAACCGCCTGCGGCGGCATGAAAATTAAAAAAACACTGGAACGTTTTCCTGGTGGTATGATGGTTGTACCGCTAATCATCGGCGCATTGTTTAAAACTTTTGCGCCGGAGGCGCTGGAAATAGGCGGTTTTGTCACTTCTATTTCGCATGGCGCAATGGCGATTTTAGGCATGTTTTTAGTCTGTATGGGCGCGGATATCCAGTTTAAAGCCGCGCCGAAAGCGCTGAAAAAAGGCGCTGCGATCACCTTTGCGAAATTTGCCAGCGGCGTGA1
335 CHIP3306 STM/STY STM0683 STY0721 ATGTATGCTTTAACCCAGGGCCTTACTTACTCAAGTCAACGACCTCGATGTATGCTTTAACCCAGGGCCGGATCTTTACCGGTCACGAAATTCTTGATGACCATGCGCTTGTTGTCGCTAATGGCCTGATTGACCGCGTTTGTCCGATGGCCGAACTGCCGCCGGGAATAGAACAACGCTCATTGAATGGGGCCATTCTCTCCCCCGGTTTTATTGATGTGCAGCTAAACGGCTGCGGCGGCGTGCAGTTTAACGATACCGCAGAAGCCGTCAGCGTTGAAACGCTGGAAATTATGCAGAAAG1
336 CHIP3322 STM/STY STM0705 ATGAGTCGCAAGCAACTGGTTACGCCAGACCCAGCAGATGAGTCGCAAGCAACTGGCGCTGTTTGAACCTGTTTTACTCGTACAGGCGCTAACGGATGCCGTAAAAAAATTAAGCCCACGCGCCCAGTGGCGTAACCCGGTGATGTTTGTGGTCTGGGCCGGCAGCGTGCTAACCACTCTGTTAACGCTCGCTATGGTAACAGGACAAATAGCGGGAAGCGCCTTGTTTACAGGGATTATCAGCCTGTGGTTATGGTTCACCGTACTGTTCGCCAATTTTGCCGAAGCGCTGG1
337 CHIP2740 STM/STY STM1517 STY1543 ATGATGTCGCGTAAAGACGGTTATCCGCTGACACGCGCATGATGTCGCGTAAAGACGGTTTTTTGGCGTTACTGGTGGTTGTCGTATGGGGGCTCAATTTTGTTGTCATCAAAGTAGGCCTGCACCATATGCCGCCATTATTGCTGGCAGGATTACGATTTTTACTGGTGGCGTTTCCGGCAATTTTCTTTGTCGCCCGGCCTAAAGTCCCGCTTACGCTGTTGCTGGGCTATGGGCTGACGATAAGCTTTGGGCAGTTCGCCTTTCTCTTTTGCGCGATAAAGTTTGGTATGC1
338 CHIP0774 STM specificSTM3638 ATGACATGGACGCATCTTCCTTACCGGCAGACGGCATTCATGACATGGACGCATCTTCCTCTGGGCAATAAGACCTCGCGTTTCACGCAGTCTGCGCTTGCGCTGATGATAGCGGGTACGCTCCCCGCGTATGCGGGAACATTTAACCCGCGCTTTCTGGAGGATGTGCCGGGTATTGATCAGCACGTTGACCTTTCAATGTATGAATCCAATAAAGCTGAACACCTGCCAGGTAAATACCGCGTCTCGGTGGTGGTCAACGAAAAAAAAATGGAGTCTCGCACCCTGGAGTTTA1
339 CHIP2581 STM/STY STM3840 STY3939 ATGGTTAAGCTCGCATTTCCCTTAGGACCCGCGAGCCAGGTGGTTAAGCTCGCATTTCCCAGGGAGTTACGTTTGTTAACTCCCGCTCATTTCACATTCGTCTTCCAGCAACCTCAACGGGCTGGCACGCCGCAAATCACCATCCTCGGCCGCCTGAATTCGCTGGGGCATCCCCGTATCGGTCTTACCGTCGCCAAGAAAAACGTTCGACGTGCGCATGAACGCAACCGGATTAAACGTCTGACGCGTGAAAGCTTCCGTCTGCGCCAGCATGAACTTCCTGCAATGGATTTCG1
340 CHIP2597 STM/STY STM3859 ATGACAAAGCGCATTAATAAAGACATTACAGGCGTGACCAGGCATGACAAAGCGCATTAATAAAGACACTCAGGTCTGCATGTCCCTGGCGGCACGCCCAAGTAACTTCGGTACACGCTTTCACAACTATCTGTACGAAGCGCTGGATCTCAATTATCTCTACAAAGCTTTTTCGCCGACCGATCTTACGCAGGCCATTAGCGGCGTGCGCGGGTTGGGGATCCGTGGATGCGCGATCTCTATGCCGTTTAAAGAAGCCTGCATTCCGCTGGTGGATGAACTGGATGCTTCCGCTCAGG1
341 CHIP2613 STM/STY STM0011 STY0011 ATGCGATCTGTGTTAACGATTTCCTTAATCGTCGCCAATGACTTTAAGATGCGATCTGTGTTAACGATTTCCGTCGGCCTGCTTTTCGGCCTGGCGTTAAGTAGCGTCGCGCACGCGAACGACCATAAAATACTGGGTGTTATTGCCATGCCCAGAAATGAAACGAACGATCTCACGCTGAAAATTCCCGTCTGCCGCATCGTGAAGCGCATTCAACTCACGGCGGATCACGGCGACATCGAACTTAGCGGCGCATCCGTCTATTTTAAAACTGCGCGTAGCGCCAGCCAAAGCCTGAACGTCC1
342 CHIP0854 STM/STY STM1246 STY1878 ATGAAAAATATTATTTTATCCACTTTAGTTATTACTTAGAAACGGTATCCAACCCCGATGAAAAATATTATTTTATCCACTTTAGTTATTACTACAAGCGTTTTGGTTGTAAATGTTGCACAGGCCGATACTAACGCCTTTTCCGTGGGGTATGCACGGTATGCACAAAGTAAAGTTCAGGATTTCAAAAATATCCGAGGGGTAAATGTGAAATACCGTTATGAGGATGACTCTCCGGTAAGTTTTATTTCCTCGCTAAGTTACTTATATGGAGACAGACAGGCTTCCGGGTCTGTTGAGCCTGAAGGTATTC1
343 CHIP0800 STM/STY STM2640 STY2833 ATGAGCGAGCAGTTAACGGATTAACGCCTGATAAGCGGTTGATGAGCGAGCAGTTAACGGACCAGGTCCTGGTTGAACGGGTCCAGAAGGGAGATCAGAAAGCCTTTAACTTACTGGTAGTGCGCTACCAGCATAAAGTGGCGAGTCTGGTTTCCCGCTATGTGCCATCGGGCGACGTTCCCGATGTCGTACAGGAATCATTTATTAAGGCCTATCGCGCGCTGGATTCTTTCCGGGGGGATAGTGCTTTTTATACCTGGTTGTATCGTATTGCGGTCAATACCGCGAAGAACTACC1
344 CHIP2607 STM/STY STM3885 STY3892 ATGAAAACCGCAGGTAATCTCATTACCCCTGCTGATGTAAAAACGATGAAAACCGCAGGTAATCTCATCGTCCTTGGCAGCATTAATGCCGATCATATCCTTAATCTTGAGTCCTTCCCTACCCCGGGTGAAACGGTAACCGGTAGCCATTATCAGGTCGCGTTTGGTGGGAAAGGCGCGAATCAGGCGGTTGCTGCGGGACGTAGCGGGGCAAATATTGCGTTTATCGCCTGCACGGGCGATGACGATATTGGCGACAGTATTCGTAAACAATTAGTCAGCGATCGTATTGATATCGCGC1
345 CHIP2639 STM/STY STM0068 STY0078 ATGCTTATGTGTGAAAAATATGTTGAAAGTTAGCGACGCATACTCTTGGAGTGCTTATGTGTGAAAAATATGTTGAAAGACCGCTTTATTTGTTAATTGCTGACTGGATGATGGCAGAGAACCGATGGATCACTGCCAGGGAGATTTCCCGTCAATTTGATATTGAACATTGCAAAGCAATTAATACGCTCTCCTATATTCTGTCAGAAGTGGGGGAAATTGTTTGTGAAGTGAAGATGATCCCTAACCAAATTGCAGGACGAGGCTGCCAGTGCCAGCGTCTGGTGAAAGTCGTGAGTATCGACT1
346 CHIP2663 STM/STY STM0122 STY0142 ATGAAAGCAGCGGCAAAAACTTACGATCTGCCACCTGTTCCATGAAAGCAGCGGCAAAAACGCAAAAATCGAAACGCCAGGAAGAACAGACCAACTTCATCAGTTGGCGTTTTGCGTTGCTGTGCGGCTGTATTTTACTGGCGCTGGTTTTTTTACTTGGACGCGCGGCGTGGCTACAGATTATCGCCCCGGATATGCTGGTGCGTCAGGGCGATATGCGTTCGCTGCGTGTTCAGGAAGTCTCCACCTCACGCGGTATGATTACCGACCGTTCCGGGCGTCCACTGGCGGTCAGCG1
347 CHIP2679 STM/STY STM0157 STY0180 ATGACGTTGCCCTTTAAACCCTTAACGGCGATGAAATTCATGAATGACGTTGCCCTTTAAACCCCATCTCATTGCCCTTGTGTGCAGTGCCGGGTTATTTGCCGCTTCGGGCGTACTGTATGTTAAAAGCCGCGCTCCCGAAGCGCCCGCGCAGGCGGCAGCTCCCGCCTCTGAGCCAACGCAGACCGCTGTGCCCGCGCCTGTCGCGAAAACGACCTTTACCACTGCGCAAATTGATCAATGGGTCGCGCCTGTTGCGCTTTATCCCGATGCCCTGCTTTCGCAGGTGCTCATGGCCT1
348 CHIP3271 STM/STY STM3386 STY3566 ATGAAAGCGGAATGTGAACCTTTACTTCTCTGAAGATAGCGCGTTATGAAAGCGGAATGTGAACCTCAGTACTTTGGCGATGAATCGAAGAAGATTATTCACGGTGACGCGCTAACAGAACTTAAAAAACTGCCTTCTGAAAGCATTGACTTAATTTTTGCCGATCCGCCTTACAATATCGGAAAAGATTTCGACGGTATGGTGGAGTCCTGGGACGAAGCGTCTTTTCTGGCCTGGCTGTATGAATGCATTGATGAGTGCCACCGCGTACTGAAGAAACACGGCACCATGTACATCATGA1
349 CHIP2377 STM/STY STM1491 STY1573 ATGATAAAACTGGAAAATCTCACCAATTAGCTGTTTTCGTGAATATTTAGCGATGATAAAACTGGAAAATCTCACCAAACAATTTGTACAGAAAAAGGGTCAGCCGCTAAAAGCCGTCGACAACGTCAACCTGAACGTGCCGGAAGGCGAAATGTGCGTCTTACTCGGTCCCTCCGGCTGCGGCAAAACCACCACGTTAAAGATGATCAACCGGCTGATCGCGCCCAGCAGCGGTAATATTCTTATCAACGGCGAGAATACCAACGATATGGATGCGGTAACGCTACGCCGCAATATTGGGTATGTTA1
350 CHIP2393 STM/STY STM3449 STY4349 ATGCTGCATACCTTACCTCATTGCTTACCAGGCCATCTGGTTGGATGCTGCATACCTTACCTCATTGCGCTTCGAGCGTTGATTTTCCCGCTTTGCTGCGCCTGCTAAAAGAGGGCGATGCGCTTTTGCTGCTCCAGGATGGCGTTACCGTCGCGATTGAAGGTAACCGCTTCCTTGAAAGTCTGCGCGATGCCCCCATAACGGTCTATGCCTTGAAAGAAGACATTGACGCCCGCGGCCTGGGTGGTCAAATTTCAGACAGTGTCGTCAGGGTTGACTATACTGAGTTTGTCAGACTCA1
351 CHIP3857 STM/STY STM1201 STY1240 ATGAAATGGTATCCATGGTTACGGTTAAAGATGAGGAACAGGCAAATGAAATGGTATCCATGGTTACGGCCCGCCTATGAAAAACTGGTAGAAAGTTACCAGGCGGGACGTGGGCACCATGCGCTACTGATTCAGGCCTTACCTGGCATGGGCGACGAGGCGCTGTGCTATGCGCTGAGCCGTTATCTGTTATGCCAGCAGCCTGAGGGCCACAAAAGCTGTGGGCATTGCCGTGGCTGTCAGCTTATGCAGGCTGGCACGCATCCGGACTATTACACGCTGACGCCGGATAAAGGCAAAA1
352 CHIP3873 STM/STY STM1229 STY1269 ATGGAATACCAATTAACTCTTAACTGGCTTATCCTTCGAAGAACCAGTACCCATGGAATACCAATTAACTCTTAACTGGCCCGACTTTCTTGAACGCCACTGGCAAAAACGCCCGGTGGTCTTAAAACGTGGGTTTAGCAACTTTATCGATCCGCTCTCGCCGGATGAGCTGGCGGGGCTGGCGATGGAAAGCGAAATCGACAGCCGACTCGTTAGCCATCAGGATGGCAAATGGCAGGTCAGCCATGGTCCTTTCGAAAGCTACGATCATCTGGGTGAGAGCAACTGGTCGCTGCTGGTACAGGCGG1
353 CHIP3889 STM/STY STM1274 STY1846 ATGGGCATTCTTTCATGGATTATTTTTGTTAGCTTTTGATTTTTCTGTAGATTAACAGCATGGGCATTCTTTCATGGATTATTTTTGGACTTATTGCGGGTATTTTGGCTAAGTGGATCATGCCAGGTAAAGATGGCGGCGGATTCTTTATGACGATCATTCTGGGGATCGTTGGTGCGGTAGTCGGAGGATGGATCAGTACGTTCTTTGGCTTTGGCAAAGTGGATGGTTTCAACTTCGGCAGCTTTGCAGTCGCGGTGATCGGCGCGATTGTCGTGCTGTTAATCTACAGAAAAATCAAAAGCTAA1



354 CHIP4002 STM/STY STM2102 STY2314 ATGAGTTTACGACAAAAAACGATCATTATCCGACACGTAATAACTTTTTCAATGAGTTTACGACAAAAAACGATCAGCGGCGCTAAATGGTCGGCTATCGCCACGATAGTGATTATCGGTCTGGGGTTAATTCAGATGACGGTGCTGGCGCGGATCATCGACAACCACCAGTTTGGCCTGTTGACCGTCTCGCTGGTGATTATCGCGCTGGCCGACACGATCTCGGACTTTGGCATCGCGAACTCGATTATCCAGCGTAAAACGATTGGGCATCTGGAGCTGACCACGCTTTACTGGCTAAACGTTG1
355 CHIP2411 STM/STY STM3488 STY4308 ATGAAGCGATGGATAGCCATAATACTTATTCTGTCGCCACCAGTCTGATGAAGCGATGGATAGCCATAATACTGATAGCCTTGATGCCCGCCGCGCAGGCGGGAAAAGCGGCGAAAGTGACGCTGGTGGTTGATGACGTCCCTGTGGTGCAGGTTTTGCAGACTTTAGCCGAGCAGGAGCGGCAGAATCTGGTGGTGTCGCCGGACGTCAGCGGGACATTATCGCTACATCTGACGGATGTGCCGTGGAAACAGGCGCTACAGACGGTGGTCAATAGCGCGGGGCTGGTGCTACGTCAGGAGG1
356 CHIP3875 STM/STY STM1235 STY1275 ATGTTCAAGCCGCACGTGTTACTTGACACCCTCTGTAAACGGATGTTCAAGCCGCACGTGACCGTTGCCTGCATCGTACATGCCGAAGATAAATTTCTGGTGGTAGAAGAGACCATCAACGGTAAATCGTTATGGAATCAACCTGCCGGACACCTGGAGGCAGATGAAACGCTGGCGCAGGCCGCCGCGCGTGAACTGTGGGAAGAGACTGGCATCACGGCGCAACCACAGTATTTTATCCGTATGCATCAGTGGATTGCGCCGGATAAAACCCCGTTCCTGCGCTTTTTATTCGCTA1
357 CHIP3891 STM/STY STM1276 STY1842 ATGTTTCAGTTAAAGCCGGGCTTACGAGAGCTGTGATTGTCGTGATGTTTCAGTTAAAGCCGGGCGCGTTGGCAATAGTTATTGGCGCTAAAACACCCGCCGGACGGCAGAATATTGGTAAATCGGTTGAGCTATTTTGCCTGTGCCAACCCGGAGATGAATTCATTAATCCAGTAAATGGACACGTCACCTTACTGCCGAAAGAAGCGCCTCGGGCGCTGTGGCTGGTTACGGGCGACGTAGCCTCCGCCGATGGCCAGCACGGTTTTGCCTGGGTGCGGGCAGAACATTTGATGCCGT1
358 CHIP4004 STM/STY STM2105 STY2317 ATGATAATGCGTCAGACAAAACTTTACCTTAGACCCGCCCGTAACGATGATAATGCGTCAGACAAAACTTTACCCGGTTGTGATGGCCGGTGGCTCCGGTAGCCGATTGTGGCCGCTTTCTCGCGTGCTTTATCCAAAACAGTTTCTGTGCCTGAAAGGCGATCTCACCATGCTGCAAACCACCATTTGCCGTCTGAACGGCGTGGAGTGCGAAAGCCCGCTGGTGATCTGTAACGAACAGCACCGTTTTATCGTTGCCGAACAGCTCCGCCAGCTCAATAAGCTGACGGAGAACATTATTC1
359 CHIP4020 STM/STY STM2134 STY2347 ATGTTCTGGATTGTTCTTATTATTGCCTTAAATCGGCTCGAAAATTTTGAATGTTCTGGATTGTTCTTATTATTGCCGCCCTATTTTTTAGCTGGCGCAACTACAAAAAAAACAAACCGCTGATTGCAGCCCGTATCGCCGAGGAGAAAGAAAAAGATCGCCTGAAAGACCTGCGTCGCGATACCCGACGGCGGCAATGGGCGCTGGCGCTAGCTGATATCCTCGCCCGGCGCAACGGGCTACCGATCAAAGGCGTTGAGCTGGTATTTAAACTTGACGATGACAAACGCCGCTATCTGGCGCAGC1
360 CHIP4052 STM specificSTM2745 ATGAAACGCGCGCCCTTTCTTAGATACTGAGGATGCGGGATGAAACGCGCGCCCTTTCTCTGTAAGCAGTCTCCGGACCGCACGCTCGAAGTGGTGATCCTTGCCGGAAGCCTGGCATGGGAAACCTCACGCGTGTGGCGAAAAGATCCCGACCGGGAAGATGATGTTCCTCCGATGGTACTCGGCCCGAATGAACTGGCCGATCTGAGCAATCTGACCATTATCAGGCCCGACACGCTCTACGTCCGGGTACTTCGCACCGGCGATATCAGTGAAGAAGATCTGCTGAAAATTG1
361 CHIP3901 STM/STY STM1290 STY1825 ATGACTATCAAAGTAGGTATCAACGGTTTTGTTATTTGGAGATGTGAGCAATCAGGATGACTATCAAAGTAGGTATCAACGGTTTTGGCCGTATCGGTCGCATTGTTTTCCGTGCTGCTCAGAAACGTTCTGACATCGAGATCGTTGCAATCAACGACCTGTTAGACGCAGAGTACATGGCATACATGCTGAAATATGACTCCACTCACGGCCGTTTCGACGGTACTGTTGAAGTGAAAGACGGTCATCTGATCGTTAACGGTAAAAAAATCCGTGTTACCGCTGAACGCGATCCGGCTAACCTGAAATGGG1
362 CHIP4014 STM/STY STM2123 STY2336 ATGAGTAAACCATCCCAACATGTTTTAATGGATAGCGAAATAGCTGGATGAGTAAACCATCCCAACATGTTTTCGTTACCGTCCCCCACCCGCTATTGCGTCTGGTCAGTTTAGGCCTGGTCGCGTTTGTCTTTACGCTCTTTTCGCTCGTATTATCGCGTGTCGGCACCCAACTCGCGCCGCTGTGGTTCCCCACCTCCATTATGATGGTCGCGTTTTACCGCCATGCGGGCCGTCTGTGGCCAGGGATCGCGGTCGCCTGCTCGCTCGGCAGCATCGGCGCCTCACTGACTTTATTTCCTG1
363 CHIP3742 STM/STY STM0008 STY0008 ATGGATACCTTACGTATTGGCTTAGTTTCTTAGTCCGACATATTCTCACGTCATGGATACCTTACGTATTGGCTTAGTTTCTATCTCCGACCGCGCTTCAAGCGGCGTTTACCAGGATAAAGGCATTCCTGCGCTTGAGGAGTGGCTCGCTTCTGCGCTGACCACGCCTTTCGAGGTCCAACGGCGCTTAATTCCTGATGAACAGGAAATTATCGAGCAAACGTTGTGTGAACTGGTCGATGAGATGAGCTGTCATCTGGTGCTGACCACTGGCGGTACCGGTCCGGCGCGTCGCGACGTCACGCCGG1
364 CHIP3758 STM/STY STM0287 STY0316 ATGTCTGCCTGTGCAGGAATTACAGCGGTGGTGTACAACGATGTCTGCCTGTGCAGGAATGTTCCTGCCCGTATTTGCCTGGGGCGGAACAGATGTAAACATTGATAACCCGCTGGCGGAGTGTGTGGATATCCATCCCGTTCATCGTCAGGAAATGGATAACCTTACCATTCTGAAAACAACGGTCACACTGAAAAAAAGCACCGGTGAATGTGGCTGTTTCTCAACATTAATCAACTATACCAGCTTACTGGCGCAGGATGTTGAGGGTTACGGACGCGGAAGTGCATATTCCC1
365 CHIP3774 STM/STY STM0314 STY0359 ATGGGCAATTATATTCGTCCTTTATCTTACCCGGCTACCCATCCATGGGCAATTATATTCGTCCTTTATCAGATGTGGTATTTTCTATCGCATCAGATAACCTGTGGATCGAAGATTCCGCGATCCAACAATTATATACGACGGCTAAGTTAACCGGTATGAAACGCGTTATCGGGATGCCAGATCTGCATCCGGGGCGTGGCTATCCTATTGGCGCAGCCTTTTTCTCGCGTGGACGCTTTTATCCGGCGCTGGTCGGCAACGATATCGGCTGCGGCATGGCGTTATGGCAAACGGATA1
366 CHIP3790 STM specificSTM1047 ATGGCAACGACGGACACATTACTGCCGGATGACGACATGGCAACGACGGACACACTCAATATGGCGGCACCGGCAATGGTGCGAATCTGCCTTTACGGGGATTTACAACGATTTGGAAAGCGCATCAGCCTCAGCATAAAGACAGCGGCGGAAGGCATACATGCGCTGGCGATACAACTCCCCGGATTCCGGCAGCGAATGAATGAGGGCTGGTATCAGGTCCGGATTGCCGGGAGCGATATGGCGCCGGATACCCTTACTGCCAGACTGAACGAATCGTTACCGCCGGGGG0
367 CHIP4136 STM specificSTM4114 ATGACCCATCGTATTCAACGCTTACAACTGATGCGCGGTATGACCCATCGTATTCAACGCCTCAAAGCCGCTCTGTTTCAGAATCACCGTGAAATTTCTCTGGAGCGCGCGCTGCTTTATACCGCCAGCCATCAGCAGACGGAGGGCGAACCGGTCATTTTGCGCCGCGCCAAAGCGACGGCGTATATCCTTGAACATGTTGAAATTTCGATTCGTGACGAGGAGCTGATTGCCGGAAACCGAACCGTTAAGCCGCGCGCGGGTATTATGTCGCCGGAAATGGACCCGTATTGGC1
368 CHIP3584 STM/STY STM4281 STY4479 ATGCATAATCTGGACATCTTCCTTTTATTGTTCCCCCTCTCCTGTTGCATAATCTGGACATCTTCCTTCCTGAAGCCGGATTTCTGGCGCTGTTGTTGAGTCTCGGGGTCAACGTGCTGACCCCGCTGGCGACGTGGTGCGGGATGGGGCAGCACTGGCGCGGCGTCATGCGCCTGACGACCTGCGGCGCGTGGACGGCGTTCACGCTGCTGCTACTGGCGTTTGCGATTCTGGTTAGCTGTTTTCTGACCAGCGATTTTTCGGTCGTTTATGTTGCGCAGCATAGCCATAGTCAGTTGT1
369 CHIP4184 STM specificSTM2939 ATGTATCTCTCAAGAATAACGCTGCATTACGCGTCGTCTCCAGGGTGTATCTCTCAAGAATAACGCTGCACACCAGCGAGCTTTCGCCGGCACAGCTCTTGCATCTGGTGGAGCGCGGCGAGTACGTGATGCACCAGTGGTTATGGGATCTCTTTCCCGGCAGCAAGGAACGGCAGTTTCTTTATCGCCGCGAAGAGTTACAGGGCGCGTTTCGCTTTTTTGTTCTCTCACAGGAACAGCCTGCCGCCAGCGCGATTTTTGACGTGCAGACTCGCCCATTTGCGCCAACGCTGAGCGCGG1
370 CHIP3056 STM/STY STM2404 STY2645 ATGTTCCACCCGCGTGCCTTAGGGTTCGTGACGGTTGGATGTTCCACCCGCGTGCCCGAACGATGCTGCTGCTGTCGCTCCCCGCGCTGATTATTGGCGTAGCGTCAAGCCTGGTTTTAATCGCTGCGATGAAAGTCGCGTCGGTTTTTCAGCAATTTCTTTGGCAACGACTGCCCACCAGCATCGGCATCGCTTATGATTCGCCGTTCTGGATAGTGGGTATGCTCACGCTAACCGGGATCGTGGTGGGTTTGATTATCCGTTACAGTCCCGGACACGCTGGCCCCGATCCGG1
371 CHIP3072 STM/STY STM2448 STY2685 ATGAAGAGTACTGAGTTTCATCCAGCTTATTCTTTCTCAAGGGAAAAACAGGATGAAGAGTACTGAGTTTCATCCAGCCGATTATGATGTACACGGACGTTTACGCCTGCCGTTTCTGTTCTGGTGCGTACTGCTACTTCAGGCGCGCGCCTGGGTACTCTTTGTCATTGCCGGTTCATCCCGTGGACAGGGTAATACTTTGTTAAACTTTTTTTATCCCGACCATGACAATTTTTGGCTGGGGCTGTTGCCCGGCGTTCCGGCGGTAGTGGCATTTTTACTCAGCGGGCGGCGTGACGCGGTTCCTG1
372 CHIP3472 STM specificSTM0929 ATGGGTATCCAGACGTCGAATTAGCGTTTAAATATATGGCATATGACAGATGGGTATCCAGACGTCGAAGTTTATGCCTGAGAAAAGCAAGGCAAAAACGAAAAAAATTGTTGTCAGTACTCAGTCGGTTTTATTTAAAAAAAACAAACATATCCCCGTAATCTATTATACTGCAACAATTCAACGTAGAGAGACTTACTTACCACAATATCATTTGATAGCTACAATAAGTTTTCAATCCTTAAACTACTGTGGTTTTAACTTTACCCCTCATCCAGGCAACTGCGGATGGGATTTTTTAACAA1
373 CHIP3450 STM specificSTM0906 ATGAAAATGCACTTTGATCCCCTTAAACCTGTGGGGGGTTGATGAAAATGCACTTTGATCCCCATTCGTGGGACAGTTGGATCGAACTTTTTCAAAGCTGGTGGCGGGGAGACGTACCCATTGGCGGCGTTGTTATGGCAATCGTTGTTGCGTTTTTCCGCATGGTCTATAACGGCAGCAGCTGGAAAGAAACGCTGTTTGAAGGGTTGCTGTGTGGTTCCCTGACCCTGACGGCGGTTTCTGCGCTGGATTATTTTGATGTGCCGAAAAGTCTGACAATAGCCATTGGCGGCACTA1
374 CHIP3466 STM specific ATGGCAACGCCGCACACATTATCGACCGATGATCACCACATGGCAACGCCGCACACACTCGATATGGCGACACCGGGCATGGCACGAGTCTGCCTTCACGGGGATTTACAACGATTTGGCCGCCGCTTTAGCTTCAGTATAAAAACGGGGGCCGAGGCTATTTACGCGCTGGCCGTGCAGATACCGGGCTTCCGGCAGAAAATGAACGAGGGCTGGTATCAGATACGCATCGCCGGTCAGGATGTGGATGAAACCAGCGTGTCAGCCCGTCTGCATGAGCCGCTGCCGGACGGGG0
375 CHIP3106 STM/STY STM2530 STY2775 ATGGGTTTTTATTTGACGAGTCGTTATGCTTTAGCCACCTCCACCATGGGTTTTTATTTGACGAGTCGGATCATGAAAAATATAAAAAGCCAGGGAAATGGCGAACAGCCCGCTATTTCTCGCCGCCACTTTATCCAGGCCAGCTCCGCGCTTATTGCGTTACCGTTTGTCTCCTCGCCAGCTACCGCTCAGGCGCGCGCTGTGACGGCAACTGAAAACAGGCCTGCGGAAAAAGTCGTTCAGACATGCAGCACTTTTGACTGCGGGGGCAAATGCGATATTCGGGCGCATGTTAGTGACG1
376 CHIP3122 STM/STY STM2563 STY2810 ATGGGCATATCGTGTCTGGCTTATGGCGTTACCTCATCTTGTGGTGGGCATATCGTGTCTGGCGCTGACCGCATGTGTTCCCCATGCTTCACAGCAACTGCCCGGTAGCGCAGCGCAGGACACGCTCCCCCATTATCAACTGGCGGATTATCTCCCGACGGCGTGCGCGGATATCTGGTCGCTACGCGGGCAGGCGGTGGAGACGAATCCGCTGTACTGGCTACGCACGATTGACTGCGCCGATCGTCTGATGCCGGTTCAGTCGCGCGCAGAGGCGCGCGCGTTGACGGATGATAACT1
377 CHIP4099 STM/STY STM4030 STY3848 ATGAGAACTCATCGTCAGATGGATTACTCGATGAAGGCATCTGCTATGAGAACTCATCGTCAGATGGATGCAACCAGCGCAAAAAAGATCGTTGATACCTTCAGCGATGCGGTAAAAACCGTCCCACTGATGGGGGAAGACCGAAATGACAATGAGTATCGCAGGGCACTAGCGCTAGTGGAGTTTCTGGTCGACCACGACGATCTTGAAAACCCACTATTTGAATTGCTCTGTGCCCGAATCAGTGAATACGAAAAACATGCGCCGGAATTCAAAGCACTCAACCAACACCTGGAGAAAA1
378 CHIP3547 STM specificSTM4205 ATGAAAATTTCATTAGTGGTTCCCGTTATTCCATCATTGTTTTTTTGTTTTTCATGAAAATTTCATTAGTGGTTCCCGTCTTTAATGAAGAGGACGCGATCCCTATTTTCTATAAAACGGTCAGAGAATACAGTTCACTTAAACCTTATAACGTTGAGATTATCTTCGTTAATGATGGGAGTCACGATGCGACTGAATCAATCATCAGCGCATTAGCTGTTGCCGATCCTCTTGTTGTTCCGATCTCATTTACCCGCAATTTTGGTAAAGAACCTGCACTTTTTGCCGGATTAGATCACGCGACCGGAG1
379 CHIP4149 STM/STY STM2854 STY2976 ATGCACGAAATCACCCTCTGTTAATCTTCAGTTTCATCAATCTCTATGCATGCACGAAATCACCCTCTGCCAACGGGCACTGGAATTGATTGAACAACAGGCTTCAGCATACGGTGCAAAACGTGTGACAGCCGTCTGGATCAAAATTGGCGCATTTTCTTGCGTGGAAACCAGCGCTCTTTCCTTTTGTTTTGATCTGGTATGCCGCGGCACGATAGCAGAAGGTTGTAAACTGCACCTCGAAGAACAGGAAGCCGAATGCTGGTGTGAGCATTGTCAACAATATGTCACGTTGTTAACCCACC1
380 CHIP4181 STM/STY STM2935 STY3060 ATGGATCAAAAACGACTCACCCTTAGAAATACCCCTGACGTTTTTTAAGCATGGATCAAAAACGACTCACCCACCTGCGGCAACTGGAGGCGGAAAGTATCCACATTATCCGTGAAGTGGCAGCGGAATTCGCTAATCCGGTCATGCTGTACTCCATTGGTAAAGACTCCAGCGTCATGCTGCATCTGGCGCGTAAGGCGTTTTATCCGGGTACGTTGCCGTTCCCGCTATTGCACGTTGATACCGGTTGGAAATTCCGTGAGATGTACGCCTTTCGCGATCGTACCGCCAACGCATACGGCTGCG1
381 CHIP3437 STM specificSTM0893 ATGACGCTCTTGGACGCATTAAATAAAATTAAGCATGTTATCTTTTTGGGATGACGCTCTTGGACGCAGGAGGAATTATGGCTAAACCAGCCTATCCAACCGGCGTTGAAAAACACGGAGACAAACTCCGTATCTGCTTCCACTACAAGGGGAGGCGTGTTCGTGAAAATCTGGGGGTGCCTGATACCCCCAAAAATCGCAAGGTGGCCGGAGAACTCAGGGCTTCGGTCTGCTTTGCAATCAAGGTAGGTACTTTCGACTATGCGGCGCAATTCCCTGACTCACCGAACCTGAAACTATTCGGGA1
382 CHIP3077 STM/STY STM2473 STY2710 ATGAACCAGCTAGACGGCATCTTATAGTTTGGCGGCAAGCAATGAACCAGCTAGACGGCATCAAACAATTCACTACCGTCGTCGCCGATAGCGGCGACATCGAGTCCATCCGCCACTACCAGCCGCAGGATGCCACGACAAATCCCTCTTTACTGTTAAAAGCCGCCGGGCTTGAGCAGTATGGTCATTTGATTGAGGATGCGATTGCCTGGGGGAAAAAACACGGCGGTACGCAGGAACAGCAGGTTGCGGCAGCCAGCGATAAACTGGCGGTTAATTTTGGCGCGGAAATACTGA1
383 CHIP3485 STM/STY STM0958 STY0956 ATGGGCACGACCAAACACTTATTTGCTCGCGTCGGCATGGGCACGACCAAACACAGTAAGCTGCTTATTCTGGGCTCAGGACCGGCGGGATATACCGCGGCGGTGTATGCCGCGCGCGCAAATTTACAGCCGGTACTTATTACCGGTATGGAAAAAGGCGGTCAACTGACTACCACGACGGAAGTGGAAAACTGGCCCGGCGATCCAAACGATTTGACCGGCCCGCTGCTGATGGAACGCATGCATGAACATGCGGCAAAATTTGAAACCGAGATAATTTTTGATCACATCA1
384 CHIP3501 STM/STY STM0988 STY0990 ATGAGTTTCGTCGTCATCATTCCTTAACGCATTTCAGCGCGATGAGTTTCGTCGTCATCATTCCGGCCCGTTTTTCATCTACCCGACTGCCAGGCAAACCATTAGTGGATATTAATGGTAAGCCCATGATTGTTCATGTCCTGGAGCGGGCGCGCGAATCTGGCGCGGAACGCATTATTGTCGCGACCGATCATGAAGACGTGGCTCGTGCGGTAGAAGCGGCTGGCGGCGAAGTGTGCATGACGCGCGCCGATCACCAGTCCGGCACCGAACGGTTGGCGGAAGTGGTAGAGAAGT1
385 CHIP3495 STM/STY STM0975 STY0975 ATGACGCAAACATTTATTCCCGTTATTTTGACCAGTATGCCGCTATGACGCAAACATTTATTCCCGGCAAAGACGCCGCGCTGGAAGACTCCATCGCCCGCTTCCAGCAAAAGTTACTCGACCTCGGCTTTCACATCGAAGAGGCCTCCTGGCTGAACCCGGTGCCAAACGTCTGGTCAGTGCATATTCGCGATAAAGAGTGCGCGTTATGCTTTACCAACGGAAAAGGCGCGACCAAAAAAGCGGCGCTGGCCTCGGCGCTGGGCGAATACTTCGAGCGTCTGTCAACCAACTACTTCT1
386 CHIP3135 STM specificSTM2591 ATGGCGCCGGAGGACTGGTTACCTGCAGGCTGACGCATGGCGCCGGAGGACTGGCTGAGGGCTGAAACGCAGGGGGATATTGTGGCGCTGGTTCACAGCCATCCTGGCGGCCAGCCGTATCTGAGCGATGTGGACCGCAGGCTGCAGGTTCAAAGCGACCTGCCGTGGTGGCTGGTATGCGCCGGCCAGGTACATAAATTCCGCTGTGTGCCACACCTGACCGGACGGCATTATAAACATGGGGTTTTTGACTGTTACACGCTGTTCCGTGATGCCTATCATCTGGCGGGGA0
387 CHIP3640 STM/STY STM4406 STY4764 ATGAAAATTTTCCAACGCTACAACCTTACGCCATCTCAGTTTGCAATGAAAATTTTCCAACGCTACAACCCGCTACAGGTGGCGAAGTACGTGAAGATCCTGTTCCGTGGACGGTTATATATCAAGGATGTTGGCGCTTTTGAGTTCGATAAGGGTAAGATTCTTATCCCAAAAGTGAGAGACAAGCAGCACTTGTCTGTGATGTCTGAAGTTAACCGTCAGGTTATGCGTCTGCAAACTGAGATGGCGTAA1
388 CHIP2992 STM/STY STM2283 STY2512 ATGTTGAGTATTTTTAAACCAGCGCTTAGCCTCCGTTGCGTTTTAACATGTTGAGTATTTTTAAACCAGCGCCGCATAAAGCGCGCTTGCCAGCGGCGGAGATTGATCCGACCTATCGCCGATTACGCTGGCAGATTTTCCTGGGGATATTCTTTGGCTATGCCGCGTATTATCTGGTGCGCAAGAACTTTGCCCTCGCGATGCCCTACCTGGTAGAACAGGGTTTTTCACGCGGCGATCTGGGCTTTGCGCTGTCCGGGATTTCCATCGCTTATGGTTTTTCGAAATTTATAATGGGTTCGG1
389 CHIP3024 STM/STY STM2343 STY2573 ATGAAAATCATGGCAATTTGCGTTATTGTTTAGCGAACCATGCGATGAAAATCATGGCAATTTGCGGTTCCGGCCTGGGTAGTAGTTTTATGGTAGAAATGAACATTAAAAAAGTATTAAAGAAACTCAATATTGACGCCGAGGTGGAACACTCCGATCTTTCATCGGCCACGCCCGGGGCTGCCGATCTTTTTGTAATGGCCAAAGATATCGCGGCCAGCGCCAGCGTACCGGAAAGCCAACTGGTGGTGATCAATAACATCATCGACATCAACGAACTGGAAACGCAGCTGCGCGCAT1
390 CHIP0201 STM/STY STM1923 STY2132 ATGCTTATCTTATTAGGTTACCTGGTGGTTATGCTTCCTCAGTCGTCTGCGTGCTTATCTTATTAGGTTACCTGGTGGTTATCGGTACAGTTTTCGGCGGTTATGTCATGACCGGCGGACACCTTGGGGCACTCTATCAACCTGCTGAACTGGTCATCATTGGCGGCGCGGGGATAGGGGCGTTCATTGTCGGCAACAACGGGAAGGCCATCAAAGGCACGATGAAAGCTATCCCGTTGTTATTTCGTCGTTCGAAATACACAAAATCTATGTACATGGATTTGCTGGCGTTGCTCTATCGCCTGA1
391 CHIP3034 STM/STY STM2364 STY2595 ATGGCGAGTAAGTTTCAGAATCGTTAGTTCGGGCTATATCCCATCAGTGGCGAGTAAGTTTCAGAATCGTTTAGTCGGCACGATTGTGTTAGTCGCGCTGGGGGTTATTGTGCTTCCCGGTCTGCTGGACGGACAGAAAAAGCATTATCAGGATGAATTTGCTGCGATTCCACTGGTACCGAAGCCTGGCGACCGCGATGAGCCGGATATGATGCCTGCCGCAACGCAGGCGCTGCCGACACAGCCGCCGGAAGGGGCGGCTGAAGAGGTGCGGGCGGGAGATGCGGCAGCGCCGTCGCTGG1
392 CHIP2286 STM/STY STM1219 STY1259 ATGGCGTCGCCTTTATCATTACTGGCCGCTCAATACTCGATGGCGTCGCCTTTATCATTGTTAATTGGCTTGCGTTTCAGCCGTGGACGGCGGCGCGGCGGTATGGTTTCGCTCATTTCCGTCATTTCTACCATCGGTATCGCGCTGGGCGTGGCGGTGTTGATTGTCGGTTTAAGCGCGATGAACGGTTTCGAACGCGAGTTGAATAACCGTATTCTGGCGGTGGTTCCGCACGGGGAGATTGAAGCGGTCAATCAGCCGTGGACCAACTGGCGTGAAGCGCTGGCAAAAGTGC1
393 CHIP2310 STM/STY STM1426 STY1696 ATGTTTACGGGGATCGTACAGGTTAGCCAATGTCGGCCTGATGTTTACGGGGATCGTACAGGGTACCGCGAAACTGGTATCGATTGATGAAAAACCCAACTTTCGCACCCATGTGGTGACGTTACCTGACTACATGCTGGAGGGGCTGGAGACGGGGGCGTCGGTAGCGCATAACGGATGCTGTTTGACGGTGACTGAAATAAACGGTAACCAGATAAGTTTTGATCTGATGAAAGAAACGTTGCGCATCACCAATCTGGGCGCGTTGAGGGTAGGTGATGAGGTCAACGTAGAGC1
394 CHIP2342 STM/STY STM1237 STY1277 ATGTTTTGTAATGAGCATGTCAATACTACCTTATCTGTCTTTCTCCTGTGCGATGTTTTGTAATGAGCATGTCAATACTACCCTATTGTTTGCCGCCATGAAAGACACTCATTATTGCGCTATAATGCGGCAATTAATAAGTTCTGAAAACACCATGCAAAAAACTTCTTTTAGAAATCACTACGTTAAGCGATTCAGCTCACGACAAGCATCTAAATCACGGAAAGAAAACCAGCCAAAACGCGTGGTTTTGTTCAATAAACCTTACGATGTGTTGCCGCAGTTCACGGATGAAGCAGGTCGCCGCA1
395 CHIP0283 STM/STY STM0025 STY0030 ATGAACAGATCACACTGCGCTTTATTCATACTGCATATCGAAATACATGACATGAACAGATCACACTGCGCTCTTTTTGCCATGGGACTGATGCTGTGTCCACAAATCAATGCCAGCGCTGACGACCTCGCTTATAACCTCGAATTTACCGGCACTATTGTGGCGCAAACCTGCGACATAGATATTTCCAGTCTCAGTCAAAGTATTGATTTAGGGCAGTTTGCAGTTGGCGATTTCCCCTCGACGGGAACAACGACAAAATTTAAGCCCTTTAATATCAACCTCAAAAATTGTTCCCGAGGAATTA1
396 CHIP2955 STM/STY STM1986 STY2193 ATGCTCTCAATCCATGACCCCTTAGGAGCGGGAAAAGAAATAGTCATGCTCTCAATCCATGACCCCTTGCTGATTTTTACCGATCTGGACGGCACATTGCTGAACAGCCACACTTTTGAGTGGCAGCCCGCGGCCCCCTGGCTTACACGCCTGCATGAAAGCGGCGTGCCCGTGATCCTCTGTAGCAGTAAAACCGCGGCTGAAATGCTCCAGCTCCAGACGACGTTAAATCTACAGGGACTGCCGCTGATTGCGGAAAACGGCGCAGTGATCCAACTGGACGTTCATTGGGAAGACCATC1
397 CHIP2352 STM/STY STM1325 STY1786 ATGGCCAGTGGCGATATTACCTTATTGTGCGTTTTTACTCCACGATGGCCAGTGGCGATATTACCCGTTATGTTATTACCGTAACCTTCCATGAAGATTCCCTGACCGAGATTAACGAACTCAATAACCATCTGACGCGTAGCGGTTTTTTGCTGACATTAACGGACGATGAAGGGGATGTGCATGAGCTCGGCACCAATACGTTTGGCTTTGTTAGCGCTCAGAGCGCTGATGAAATCAAAGCGCTTGTCGCCGGACTTGCGAAAAGCGCGTTAGATAAGGATGTCGACATTACCGTGG1
398 CHIP3621 STM/STY STM4368 STY4725 ATGTCACAAGATCCTTTCCAGGTTACTCTGCCGCTTTTTTCTTATGTCACAAGATCCTTTCCAGGAACGCGAAGCAGAAAAATACGCGAATCCTATCCCGAGCCGGGAATTTATCCTCGAACATTTAACGAAACGTGAAAAACCGGCCAGTCGCGAAGAACTGGCCGTAGAACTGAATATTGAAGGCGAAGAGCAGCTTGAAGCCTTGCGTCGCCGCCTGCGCGCGATGGAGCGCGACGGACAACTGGTCTTTACCCGCCGCCAGTGCTATGCGCTGCCGGAACGCCTCGACCTGCTGA1
399 CHIP3637 STM/STY STM4401 STY4759 ATGATTGCTATCACTGGCGTTACAGTACGGAGCGAAGGCATGATTGCTATCACTGGCGCAACGGGCCAACTGGGCCAACACGTTATTGAAAACCTGCTAAAAACGACGCCCGCCAGCCACCTCGTCGCGATCGTCCGTAACCCGAAAAAAGCCGCCCCGCTCAGTCAGCGCGGGATTGCCGTTCGCCAGGCGGATTACGCTAACGAAGCCGCGCTGACCACCGCCTTACAGGGCGTTGATAAACTGCTGCTTATATCATCCAGCGAAGTGGGACAACGCACCGCGCAGCACCGCA1
400 CHIP3653 STM specificSTM4426 ATGAAAGGCAGACTCATCTCTTCCTTAGATCGACTCCTGCCGATGAAAGGCAGACTCATCTCTTCCGATCCGTATCGTCAGCAATTCCTTGTTGAGCGTGCGGTCTCTTTTTCGCATCGTCAGCGTGATTGCAGTGAATTAATCAGCGTCTTACCGCGCCACGCGTTACAGCAGATTGACGGATTCGGCGGCAGCTTTACCGAAGGTGCGGGCGTGGTATTCAACAGCATGAGCGAAAAGACGAAGGCGCAATTTCTTTCCCTTTATTTTTCTGCTCAGGAACATAATTACACTCTGG1
401 CHIP3677 STM specificSTM4485 ATGGCCGGGGAAAGCTATATTTTAATGTTAGGAAGCGCTGAGTGCATGGCCGGGGAAAGCTATATTTTAATGGGTGTTTCAGGTAGTGGTAAGTCTTTAATAGGCAGCAAAATTGCAACATTATTTTCTGCGAAGTTTATTGACGGCGATGATCTCCATCCGGCGAAAAACATTGATAAAATGTCTCAGGGAATACCGTTAACTGATGAAGACCGCTTACCCTGGCTGGAACGATTAAATGACGCTTCATACAGTCTTTATAAAAAAAATGAGACGGGATTTATTGTTTGCTCGTCATTAA1
402 CHIP3693 STM/STY STM4502 STY4858 ATGAAAGTCATATGGACTGTCACTCCTTATCGACAGGTCAGAACAATCCTATGAAAGTCATATGGACTGTCACTCCTGTGGGGTATCAGCGCATAGCGAAACGTTGCCCTTCATGCAGCGTAAAACGGGACTTCACGCCTTCTGGGGCATTTCGGGTTAATTCGCAAAAGAAGGTACTCGATGTCTGGAGTATCTATAAATGCACACACTGCGATTACACCTGGAATATCTCCCTGTTCTCACGCCTACCAGTCAGCAAAATTAACCGCGATCTTTATTGCCGGCTGATGGCGAATGATGCTGCCA1
403 CHIP2991 STM/STY STM2281 STY2510 ATGACACTAACCCAAATCCACGTTATAGCAACCCCTCATCGGTATGACACTAACCCAAATCCACGCCCTGCTTGCCGTACTGGAGTACGGCGGATTTACCGAGGCCAGCAAACGGCTATACATGACGCAATCCGCCGTCAGCCAGGCCATCTCCGCGCTTGAGGAGGAGCTCGGCGTTGACATATTGATTCGTGAGCGTCGTAAAGAGATCGAGCTTACCGCCGCCGGTAGCCGCATCGTCAGGCACTTACGCGCGATCCAGCGCGACGTCAACGCGGTAAAAGAGATTGCCGAACAAG1
404 CHIP3007 STM specificSTM2315 ATGCTTAACGGAAAAACATTAATGCTTAGTGAGACAAGCCTTCCGCATGCTTAACGGAAAAACATTAATGCTGTTGTTGGGTGGGGTTATTCTCTCGGGCTGTGGGCCGGAGCCCTCCGACCCGCAGGGAAATAATCCGGCTGAGTTAAAACAGAAGCGGACTATCCAGAAAGAAAATAGCGCTCAGGCCGGGGATGACACTGTCCAGAAAAGACAAGCCGAGGCCGCCCAACAGGCTGCGAAAAAAGCAGCCGAATATGCTGAAGCCAAAGCCCTGGCAGATGCCAAAGCGGCATCTCTGG1
405 CHIP3023 STM/STY STM2342 STY2572 ATGTTTATCCTTGAAACGCTGAATTTTGTTATTCTTTCGCTCCGCTATTTTCATGTTTATCCTTGAAACGCTGAATTTTGTTGTTGATATTTTAAAAGTGCCCTCGGTGCTTGTAGGGTTAATTGCGCTGATTGGTCTGGTGGCGCAGAAAAAAGCGTTTTCCGATGTGGTGAAAGGCACGATTAAAACCATTTTAGGTTTTATTGTGCTTGGCGGCGGCGCAACCGTACTGGTGGGTTCATTAAATCCGCTAGGGGGTATGTTTGAACACGCTTTTAATATTCAGGGCATTATTCCTAATAATGAAG1



406 CHIP0200 STM/STY STM1924 STY2133 ATGAGTGAAAAAAGCATTGTTCAGGTTAAACAGCCTGTTCGATCTGTTCATGAGTGAAAAAAGCATTGTTCAGGAAGCTCGCGATATCCAGTTGGCGATGGAGTTGATTAATCTTGGCGCTCGTCTACAAATGCTGGAAAGCGAAACACAGCTCAGCCGTGGTCGCCTCATCAGGCTGTACAAAGAATTACGCGGTAGCCCGCCGCCTAAAGGGATGCTGCCATTTTCGACAGACTGGTTTATGACCTGGGAGCAAAATATTCATGCCTCCATGTTCTGCAACGCCTGGCAATTTTTACTGAAGA1
407 CHIP0224 STM/STY STM2701 STY4607 ATGGCTCAGGATTACCACCATTATGCAGCGACACGGCTATGGCTCAGGATTACCACCACGGGGTGCGCGTTGTTGAAATCAACGAGGGCACCCGACCTATTACCACGTTGAGCACTGCCATCGTGGGCATGGTCTGCACCGGCGATGATGCTGATGCGTCCGTGTTCCCCCTCAATAAGCCGGTCCTGCTGACTGATGTGCTCACCGCCAGCGGTAAAGCGGGGGAGTCCGGCACGCTGGCCCGCTCGCTGGACGCGATTGCAGATCAGGCAAAACCCGTGACTGTCGTTGTGC1
408 CHIP0240 STM/STY STM2467 STY2703 ATGAACGATTTCATCACCGAATTATGGCTTCTCTCCCAACCGATGAACGATTTCATCACCGAAACGTGGCTCAGAGCGAATCATACGCTCAGCGAAGGATCGGAGATCCATCTGCCCGCTGACGCACGACTGACGCCCTCGGCCCGGGAACTGCTGGAAAGTCGCCGTCTGCGCATTAAGTTTCTGGATCCGCAAGGCCGGCTGTTTGTCGATGATGACGAACAGCAGCCGCAGCCGGTACATGGCTTAACCAGTAGCGATACGCACCCACAGGCCTGCTGTGAACTGTGCCGCCAGC1
409 CHIP1429 STM/STY STM2654 STY2847 ATGGCAGAAATTATTCAGCGTATAGATTAAAGGCGTAAGCCCTTTCCATGGCAGAAATTATTCAGCGTATAGATAAAAACAACGCTGAGGCTCCGGAGATGCGGCGACGCATATGGGCTATCGTGGGGGCCTCTTCCGGAAACTTAGTGGAATGGTTTGATTTCTACGTCTACTCTTTCTGCTCGCTCTATTTTGCACATATCTTCTTTCCTTCTGGTAATACCACTACTCAGCTTTTGCAAACGGCAGGCGTCTTTGCCGCCGGTTTTTTAATGCGGCCTATCGGTGGTTGGCTATTTGGAC1
410 CHIP1445 STM/STY STM0361 STY0393 ATGACCATCGATCTTCCGTTAGTGATATCCCTCACCATGTCATGACCATCGATCTTCCGGTTATCTGGTTTGCTATTATCGTGTTCGCCACGCTGATGTATATCGTAATGGATGGGTTCGATCTGGGCGTCGGTATCCTGTTTCCGTTTATTCGTGATAAACACGATCGCGATGTTATGGTGAACTCAGTCGCGCCGGTATGGGACGGGAACGAAACCTGGCTGGTGCTGGGCGGGGCCGGGCTTTTTGGCGCGTTCCCGTTGGCTTATGCCGTCATCACCGACGCGCTGACTATCC1
411 CHIP1373 STM/STY STM2017 STY2220 ATGAGTAAGCTGTTTTGGGCTTATAACAGAGCCAGCAGAAAGAATGAGTAAGCTGTTTTGGGCCATGCTCGCTTTTATTAGCCGCTTGCCCGTGCCGTCACGCTGGTCGCAGGGACTGGATTTCGAGCAGTATTCGCGTGGGATCGTGATGTTTCCCTTTATCGGGTTGATTCTGGGGGGCGTAAGCGGCCTGATTTTCATCCTCCTGCAACCCTGGTGTGGTATTCCGCTAGCGGCGTTGTTCTGTATTCTGGCGCTGGCGCTGCTGACCGGTGGTTTTCACCTGGATGGGCTGGCCG1
412 CHIP1485 STM/STY STM4220 STY4416 ATGACAGAGATCGTTGTTTCCAATTATTCAAATAAGTTCTGATGTAGCTTTTGCATGACAGAGATCGTTGTTTCCAAATTTGGCGGTACCAGCGTCGCTGATTTTGACGCCATGAACCGTAGCGCGGATATCGTACTTTCCGACACCAATGTTCGTTTAGTCGTGCTTTCCGCGTCTGCCGGCATCACTAACCTGCTGGTGGCGCTGGCCGAAGGGATGGAGCCCGGCGAACGTTTCGCTACGCTCGACGCCATCCGTAAAATCCAGTTCGATATCCTTGATCGTCTGCGTCATCCGAATGTCATTCGCG1
413 CHIP0483 STM/STY STM2818 STY2944 ATGATCCCGGACGTATCACATTAGGCGTGTTTTGCAAGCCTTGATCCCGGACGTATCACAGGCTCTGGCCTGGCTGGAAAAACATCCTCAGGCGTTAAAGGGGATACAGCGCGGGTTAGAGCGCGAAACGCTGCGTGTCAATGCTGATGGCACGCTGGCGACAACAGGTCATCCTGAAGCGTTAGGTTCAGCGCTGACCCATAAATGGATTACCACAGATTTTGCGGAAGCCCTACTGGAGTTTATTACGCCAGTCGATGGCGATATCCAGCATATGCTCACCTTTATGCGCGATC1
414 CHIP3930 STM specificSTM1352 ATGTCGGATGATAAATTTGACGCTTATAATGCCGTAGCCCCTATGTCGGATGATAAATTTGACGCTATTGTGGTGGGCGCAGGCGTAGCAGGAACGGTCGCCGCGTATGTGATGGCAAAAGCGGGACTGGATGTACTGGTTATTGAACGCGGAAACAGCGCGGGCAGCAAAAATATGACCGGTGGCCGGCTCTACGCTCACAGTATCGAAAGTATTATGCCGGGATTCGCAACGTCCGCCCCCATCGAACGCGTCGTTACCCGTGAAAAAATCTCCTTTTTAACCGAAGAAAGCGCCG1
415 CHIP0509 STM/STY STM1979 STY2187 ATGCGCCGTTTGTTATTCCTTAACTGTAAAAGCTTTGGGCCAATGCGCCGTTTGTTATTCCTTTCTCTGGCGGGTCTGTGGCTTTTTAGTCCCGCCGCCGCTGCGCAACTGCCGGGGCTTATCAGCCAACCATTAGCGGGCGGAGGCCAAAGCTGGTCATTATCCGTCCAGACGCTGGTTTTCATCACCTCGCTGACGTTTCTGCCGGCGATTTTACTGATGATGACGAGCTTCACGCGTATCATCATTGTTTTTGGCCTGTTGCGTAACGCGCTGGGCACGCCCTCGGCACCGCCAA1
416 CHIP0533 STM/STY STM2874 STY2995 ATGGAAACATCAAAAGAGAAGACGTTAAAGTGGGCTTGGGAAATACCATGGAAACATCAAAAGAGAAGACGATAACAAGCCCAGGGCCATACATAGTTCGATTACTTAACAGCTCACTGAACGGCTGTGAGTTTCCATTGCTGACAGGCCGAACACTCTTTGTGGTAGGTCAGAGTGATGCGCTCACTGCTTCAGGTCAACTCCCTGATATACCTGCCGATAGCTTTTTTATCCCGCTGGACCATGGCGGAGTAAATTTTGAAATCCAGGTGGATACGGATGCGACCGAAATTATACTCCATG1
417 CHIP0549 STM/STY STM1913 STY2122 ATGGCTAATCTGGTCGCGATTATTTTCCTCCAATGGTCGCATGGCTAATCTGGTCGCGATGCTGCGCCTGCCCAGCAACCTGAAATCGACGCAATGGCAAATTCTTGCCGGGCCGATCCTCATTCTGCTGATTTTGTCGATGATGGTGCTGCCGCTACCTGCTTTTATCCTCGACTTATTGTTTACCTTTAATATTGCGCTATCAATTATGGTGCTGCTGGTGGCGATGTTTACCCAGCGTACTCTGGATTTTGCCGCGTTTCCGACCATCCTGCTGTTTACCACGCTACTGCGTC1
418 CHIP3996 STM/STY STM2093 STY2303 ATGTCTCATATTATTAAGATTTTTCCATCAAATATTGTTATAAATTATCCTCAATATTATTAGATGCGGGTGTCTCATATTATTAAGATTTTTCCATCAAATATTGAATTTTCCGGTAGAGAGGATGAATCAATCCTCGATGCTGCGCTATCGGCTGGTATCCATCTTGAACATAGCTGCAAAGCGGGTGATTGTGGTATCTGTGAGTCCGATTTGTTGGCGGGAGAAGTTGTTGACTCCAAAGGTAATATTTTTGGACAGGGTGATAAAATACTAACCTGCTGCTGTAAACCTAAAACCGCCCTTGAGCTAAATGCGCATTTTT1
419 CHIP1424 STM/STY STM3881 STY3897 ATGAAGAAAGGCACCGTACTCATTAGAAAGTGACGCCAGCGATGAAGAAAGGCACCGTACTCAACTCTGAAATCTCGTCGGTCATTTCCCGTCTGGGGCATACTGATACTCTGGTAGTCTGTGATGCGGGTTTACCCATCCCGAATAGCACCGCGCGTATCGATATGGCACTAACCCAGGGCGTACCTTCTTTTATGCAGGTGGTGGATGTCGTGACCCGGGAAATGCAGGTTGAGGCGGCGATTCTTGCAACGGAAATCAAACAACAGAATCCGCAGCTCCACGAAACGTTGCTCA1
420 CHIP1352 STM/STY STM0217 STY0240 ATGGCCCCCTTTTTCACTTTTAGGACTGCTTAGACATCGCATGGCCCCCTTTTTCACTTTTATATCTGTGCGGTTTGATGCCGGGCAGATCAAATCTTTCGAGGATTTTAGAATGGCTGAAATTACCGCATCCCTGGTAAAAGAGCTGCGTGAGCGTACCGGCGCAGGCATGATGGATTGCAAAAAAGCGCTGACTGAAGCGAATGGCGACATTGAGCTGGCAATCGAAAACATGCGTAAGTCCGGCGCTATCAAAGCGGCGAAAAAAGCAGGCAACGTGGCTGCTGACGGCGTAA1
421 CHIP1450 STM/STY STM0384 STY0417 ATGAAAATAACATTACTGGTGACTTTACTTTTTGTTACGCCGCTTTTTTCAGGATGAAAATAACATTACTGGTGACTTTACTTTTTGGCCTAGTCTTTTTAACCGCCGTCGGCGCAACCGAGAAACCGTTAACGCCGCAACAGCAGCGCATGACGACCTGTAATCAGCAGGCGACAGCGCAAGCGTTGAAAGGCGATGCGCGTAAAACCTACCTTAGCGACTGCCTGAAAAACAGTCAGTCAGCCCCTGGCGAGAAAAGCCTGACGCCGCAACAGCAGAAAATGCGTGAATGCAATGTTCAGGCGACGG1
422 CHIP1474 STM/STY STM4193 STY4410 ATGCTGACCGACACATCTACCCTTAACGTCCTTTCTTCTTTCGTCCATGCTGACCGACACATCTACCCGGCTTAATAAATATATCAGTGAAAGCGGCATCTGTTCGCGTCGCGAGGCGGACCGTTTTATCGAACAGGGCAATGTCTTTATCAACGGCAAACGCGCCGCCATTGGCGATCAGGTAGTCGCAGGGGATATTGTTAAAGTAAATGGTCGGTTGATTGAGCCGCGAGAAGCGGATGATTTAGTGCTGATTGCGCTGAATAAACCGGTTGGCATTGTCAGTACCACTGAAGACGGCG1
423 CHIP1402 STM/STY STM0074 STY0084 ATGAAAAATGAAAAGAAAAAATCGGGTTACTTGTCTTTCCAGTGCACTTTGATGAAAAATGAAAAGAAAAAATCGGGAATTGAACCGAAGGTTTTTTTTCCGCCATTAATAATTGTCGGGATACTTTGCTGGCTAACAGTCAGAGATCTTGATGCCGCTAACGTCGTTATTAATGCGGTATTCAGTTATGTCACCAACGTCTGGGGTTGGGCATTTGAATGGTATATGGTCGTCATGCTCTTCGGCTGGTTCTGGCTGGTTTTTGGCCCCTATGCCAAAAAGAGATTAGGTGACGAAAAACCGGAGT1
424 CHIP3911 STM/STY STM1309 STY1804 ATGGTACGGCGTCAATCAGTTATGACTGGCGACAGTCGGGTGGTACGGCGTCAATCAGCCCCCCGCCTTGAGTTTGAAGCGGCGGCCATTTACGAATATCCAGAACATTTACGTCCTTTCCTCAGCGAAGCGCCAGCCTTACCGGGCGTCTATATATTTCATAGCGAAAGCGATACGCTGCCGCTTTATATCGGTAAAAGCGTGAATATTCGCAGCCGGGTGCTTTCACATCTGCGAACGCCTGACGAGGCCACTATGCTGCGACAGGCGCGGCGGATAAGCTGGATCTGCACCG1
425 CHIP3935 STM specificSTM1357 ATGCTCTCTGCACAAGAAGCATTAATGTGTTGCGTCAGGAAGCGTGCTCTCTGCACAAGAAGCAGTAAATTATATTCCAGATGAGGCCACTTTATGTATTCTGGGCGCAGGCGGCGGTATTCTCGAAGCGACAACATTAATTACCGCACTGGCAGATAAATATCAAACAACCCAGTCACCACGAGATTTATCTATTATTAGCCCTACCGGATTAGGTGACCGCGCCGATCGCGGCATCAGCCCGCTGGCGCAGGAGGGACTGGTAAAATGGGCGCTATGCGGACATTGGGGGCAATCTC1
426 CHIP3967 STM/STY STM1463 STY1658 ATGATTGATATTACGCTTCCTTTGACTTTACGCCTCGGCCACTTTTTCATGATTGATATTACGCTTCCTTTGACTGACATCCACCGCCACCTTGATGGCAACATTCGCGCCCAAACAATTCTGGATCTTGGTCGGCAGTTCAACATCGCCCTTCCCGCCCAAACGCTGGAAACGCTGATTCCGCATGTCCAGGTCACCTCAACCGAACCCGATTTAGTAAGCTTTCTCACTAAACTCGATTGGGGGGTAAAAGTCCTGGCATCGCTTGACGCCTGCCGCCGTGTGGCCTTTGAAAATATTGAAG1
427 CHIP1002 STM/STY STM1017 STY1025 ATGAGCAACATCGACAAACGGTTATTCCTCCTGCTGAGGTGCATGAGCAACATCGACAAACGGGCGCTTCGTGAAGTGGCTGAGAGGGCTACGCCGGGGAATTGGCGCCGCACCTCATCACTGTTCAATGGCATCACGGTAACGCCATTTTCTCTTTGCGGTGAAGAAGTGACGTTGGCCCATACTGTTGAGAAACGTGACGCGGAATTTATTGCCGCCGCTAACCCCGCCACCGTGCTGGCGCTGCTTGACGTGCTCTATGAGTTTGGAGAGGATGAGGTGGCCATCTCTGAATACG0
428 CHIP1026 STM/STY STM4473 STY4812 ATGAATAATGTCGCCTCGCCTTAGAGATCCTTTAACATCCTCACTTCGATGAATAATGTCGCCTCGCCAACGCTCACGGTGCGCCGAATCACTACCGCCGACAATGCCGCTATTGCCCGTGTCATCCGTCAGGTTTCAGCGGAATACGGACTTACCGCCGATAAAGGTTATACCGTTGCCGACCCCAATCTGGATGAACTGTATCAGGTTTATAGCCAACCGGGCGCGGCCTACTGGGTGGTAGAGCAAAACGGTTGTGTGGTGGGCGGCGGCGGCGTGGCGCCGTTATCCTGTAGCGAACCAG1
429 CHIP1589 STM/STY STM0542 STY0588 ATGGCAGCAAAGATTATTGACGTTATTTTCCTTGTGGATCGTGATATTCATGGCAGCAAAGATTATTGACGGTAAAACGATTGCGCAGCAGGTGCGATCTGAGGTTGCTCAAAAAGTTCAGGCACGCGTCGCAGCAGGTCTTCGCGCTCCCGGCCTGGCTGTGGTGTTGGTCGGCAGCAATCCGGCCTCACAGATTTATGTCGCAAGCAAACGTAAAGCGTGCGACGAAGTGGGGTTCGTCTCCCGCTCCTATGACCTGCCAGAAACCACCAGCGAAGCCGAACTGCTGGCGCTTATCGATACTC1
430 CHIP3137 STM specificSTM2593 ATGGAAACATTTAACTGGAAGATCCGTTAGATAACAACCTGTTCAAAAGTCGTGATGGAAACATTTAACTGGAAGATCCGCCCTGATATGACAGTGGAATCAGAACCAAAAGTCACCTCCATAAAACTGGGTGACGGGTATGAACAACGGCGTCCAGCCGGGCTGAACAACCATCTGGCGAAGTATAACGTAACGGTCCGGATTCGTAAGGGAGAACATCAGAACCTTGAGGCATTTTTATCCCGCCACGGTGGAGTGAAATCCTTTCTCTGGACGCCGCCTTATACCTGGACACAAATTCGGGTGATTT1
431 CHIP2021 STM/STY STM4565 STY4916 ATGAACAACAGATGCGCTTTAGTCTTACAAATATAGCGCCGGCAATGAACAACAGATGCGCTTTAGTCAGTAAGATCATTGCGTTTTCCTGCGTCGATGGGCCAGGCAGCCGCCTGGCATTATTCTTACAGGGCTGCAATTTGCGCTGCAAGAATTGCCATAACCCGTGGACGATGGGACGCTGTAACGACTGCGGGGAATGCGTATCGCAGTGTCCGCACCACGCCCTCAGCATTGATGGCGGGAAAGTGGTATGGCGGTCGGACGTCTGCGAGCAGTGCGATACCTGCCTGAAAATGT1
432 CHIP2037 STM/STY STM3701 STY4094 ATGTCAGAACAAAATAACACTGAAATGGTTAGGCATCCTGATGTTCTTCATGTCAGAACAAAATAACACTGAAATGGCTTTCCAGATCCAACGTATCTATACCAAGGATGTTTCTTTCGAAGCGCCAAACGCACCGCATGTTTTCCAGAAAGATTGGCAGCCAGAGGTTAAACTGGATCTTGATACGGCATCTTCCCAACTGGCGGATGACGTTTATGAAGTTGTGCTGCGTGTTACCGTAACGGCTTCCCTGGGGGAAGAAACCGCGTTCCTGTGCGAAGTTCAGCAGGCCGGTATTTTCTCCA1
433 CHIP2071 STM/STY STM3509 STY4287 ATGAATGACATCTGGTGGCATTACAGCGATGATTTTAGCGTCAATGAATGACATCTGGTGGCAGACCTACGGCGAGGGAAATTGTCATCTTGTGCTGCTGCACGGATGGGGATTGAACGCGGAGGTATGGCATTGCATTCGCGAGGAACTCGGCTCGCATTTTACGCTGCATCTGGTCGACTTGCCGGGCTATGGTCGCAGCTCGGGGTTTGGCGCCATGACGCTTGAAGAGATGACGGCGCAGGTAGCGAAAAACGCGCCGGACCAGGCTATCTGGCTTGGCTGGAGCCTGGGTGGCC1
434 CHIP0965 STM specificSTM4157 ATGATCCCACCATTAAATAGATATGTTCCTTACTGCACATGCCTCGCCATGATCCCACCATTAAATAGATATGTTCCCGCGCTTTCAAAAAATGAATTGGTTAAAACTGTTACCAACAGGGACATTCAGTTTACAAGTTTTAATGGAAAAGATTATCCCTTGTGCTTTTTAGATGAGAAAACCCCTCTTCTTTTCCAGTGGTTTGAGCGGAATCCTGCTCGCTTTGGGAAAAATGATATACCTATAATTAACACAGAGAAAAACCCCTACCTTAACAATATCATTAAAGCAGCAACAATTGAAA1
435 CHIP0981 STM/STY STM1774 STY1899 ATGACAATTGCAATGTTGCTCATTACCCCAGTAACGGTATTTTTGTGATGACAATTGCAATGTTGCTCACGCTTCATCTTATCTGTGTTGCGCTCTCCGTCAGTTTGTTTGTCGCTCGTTACTGGTGGCGCTATTGCGGCCATGCGTTGGCCGCCGCGCGCTGGACACGAATCGTGCCTCCCGTCATAGATACCCTGTTACTGCTTAGCGGTATTGGGTTAATCGTTAAAACGCACATCCTGCCATTCACGGAGTCGGGCTCATGGCTGACTGAAAAACTGTTTGGCGTTATCATCTACATCG1
436 CHIP1584 STM/STY STM0513 STY0561 ATGCAAGACAGACAAAAAGCACATTATTGCGCTTTTAGCCAGTTGATGCAAGACAGACAAAAAGCACAGGACTATCGCGCGCTCCTCCTTGCCGATACGCCTTTAATTGATGTACGCGCGCCGATTGAGTTTGAACAGGGCGCCATGCCGGGCGCTATCAACCTGCCATTGATGATGGATGACGAGCGAGCCGCCGTCGGCACCTGCTACAAACGTCAGGGCGCGGATGCGGCGTTAGCGCTGGGGCATCGGCTGGTTTGCGGCGACATTCGCCAGCAGCGGCTTGAGGCCTGGAAAGCCG1
437 CHIP3140 STM specificSTM2596 ATGTTTCTCAATACAGACACCTTTAACTACGTTAGGACTTTTCCGGCGTGATGTTTCTCAATACAGACACCTTTAACTACGGTGGGCATTCCATCGTGCTCAGTGAGCTTTCTGCCCTGCAACGTGTGGATTATCTGAAGTTTATTCAGCAGCGGACGGCAGACTATGACGCACAGCCTGAAACCCTGACGGAAGCAGAGCGTCAGACAGAATTTATGCAGATGGGGGTGGATATTAATGCATGGCTGGTATCCCGCTCCCTGTGTGAAAGCAAAAAAGAGGAGGAGGCCCGCGCCCTGTATGAGT1
438 CHIP3156 STM specificSTM1028 ATGATGAGAATCAGTGAAAAAGGCTTATGACAGGAACAGAGCACGCATGATGAGAATCAGTGAAAAAGGCATTACCCTAATCAAAGAGTTTGAAGGTTGTAGCCTGAAAGCTTATCCGGACCCGGGAACGGGGGGAGATCCCTGGACGATTGGTTATGGCTGGACCCACTCTGTTGACGGTAAGCCAGTTAAGCCCGGAATGATGATTGACGAGGCTACTGCCGAGCGCTTGCTTAAAACTGGTTTAGTCGGTTATGAAAATGATGTGTCCAGACTGGTTAAGGTCAAGTTGACGCAAGGCC0
439 CHIP1994 STM/STY STM4400 STY4758 ATGATTAGCGGCGTGCTATACGTTAGCGTTCCGTGACCGGATGATTAGCGGCGTGCTATACGCCCTGCTGGCAGGGCTAATGTGGGGATTGATTTTCGTCGGCCCGTTAATCGTGCCGGATTACCCGGCCCTCTTACAGTCAATGGGACGCTATCTGGCGCTGGGGCTGATTGCCCTGCCGATTGCCTGGTTAGGCCGCACGCGGTTACGCCAGTTAACGCGCAAAGACTGGTCCACCGCCCTGTCGCTGACCCTGATGGGCAATGTAATCTATTACGCCTGCCTCGCCAGCGCCA1
440 CHIP3158 STM specific ATGCCAGCAGGAATTAAACCATTAATTACTAGATTCGTAGGCGATTCTTGATGCCAGCAGGAATTAAACCAATATTTATCAATAATATGATGTCAATATATGGATTATCCAATCCTCATGACAGCAAGGTATTTCCAGACCTTCCAGAACACCAAGATAATCCTTCGCAATTACGCCTCCAACATGATGGTCTTGCTACCGATGATAAAGCCAGGCTGGAACCAATGTGTCTTGCTGAATACCTTATCTCTGGACCAGGAGGAATGGACCCTGATATCGAAATTGATGATGATACCTATGATGAAT0
441 CHIP3174 STM/STY STM2655 STY2848 ATGGCTATCAAACCTTTTAACTACCAGCTTATCCCCACCGTGCCTGTTGGCTATCAAACCTTTTAACTACCAGCAGGACTTTTCCAGCATCGACTTCCGCCAGCAGCCTGAATTGTATCAGGTTGGACGAGGCGAGCAGGGGGTGCTACTGGTTGAACCCTACAAAAGCGAAATTCTTCCTTTCTGGCGCTATAAAGATGAAGCATCGGCGATGAAATCCGCAGAACAGATCTACCAGTTGTTCGAAGCTTACCGGCAGCAGGATGATTTCGTTGGTATGGACATGGCGCGTAAATTTATTC1
442 CHIP3190 STM/STY STM3206 STY3385 ATGATGGATATTGTATTTATAGAGCAACTTTCGTTATTTCAGATTATTGCCACGCTCGTGATGGATATTGTATTTATAGAGCAACTTTCGGTAATCACCACTATCGGTGTTTACGACTGGGAACAGACTATCGAGCAAAAACTGGTGTTCGATATCGAAATGGCATGGGATAACCGCAAGTCGGCGAAAAGCGATGATGTCGCAGATTGTCTAAGTTACGCGGATATCGCCGACACGGTGATAAATCATGTTGAAGGCGGGCGTTTTGCTCTGGTCGAGCGTGTGGCGGAAGAGGTGGCGGATCTGCTGCTTA1
443 CHIP2066 STM/STY STM3535 STY4275 ATGCAGGTTTTACATGTATGTTCAGATTATTTCAAGCGATAGTACAGCTCGCATGCAGGTTTTACATGTATGTTCAGAGATGTTCCCCCTGCTGAAGACTGGGGGGCTGGCGGATGTGATAGGCGCGTTGCCTGCGGCACAAATTGCGGATGGTGTTGATGTTCGCGTTCTGCTTCCAGGGTTTCCCGATATCCGTCGGGGGATACCCGACGCGCATGTGGTGAGCCGCCGCGATACTTTCGCAGGTAAGATATCGCTGCTGTTCGGGCATTATAACGGCGTGGGCATTTATCTGATCGACGCGCCGC1
444 CHIP2082 STM/STY STM3738 STY4056 ATGCTGTTGCACGTTCTTTATTTAATTGTTAGTGCCCTTCATGGCGATGCTGTTGCACGTTCTTTATTTAATTGGCATCACTGCCGAGGCCATGACGGGCGCACTCGCTGCGGGTCGTCGTCGCATGGATACATTCGGCGTAATTATTATTGCTACCGCCACCGCCATTGGTGGAGGCTCAGTTCGCGACATTCTGCTCGGTCACTATCCGCTGGGTTGGGTGAAGCATCCCGAATATGTCATTATTGTGGCGACTGCCGCTGTATTGACCACCATTGTTGCCCCCGTCATGCCCTATTTAC1
445 CHIP0714 STM/STY STM2548 STY2794 ATGGCTATCAAAATTACGCCTGATTATGCCTCCTCTGCCAGCATGGCTATCAAAATTACGCCTGACGAGTTTAGTTTGCTTATCCAGCGATTAAACAAAAAATGGCGCGTGTTTGCCCCGTCCGCAGAGTTTCGCGGCGGACGTTTTTCCGACACTGACAACATTATTTATCAACGGATTAGCGGCTGGCGCGATCTCATCTGGCACGAGAAATCGCACATGTCGCCGAATACCATTATCGCCCCTATCACCGAAACGCTCTTTTATTTCGATAAAGACACCATTCAAATTGCCGAGA1
446 CHIP0642 STM/STY STM1203 STY1242 ATGTTTAAGAATGCATTTGCTAACCTGTTAGTGGTTACGGATGTACTCATCCAATGTTTAAGAATGCATTTGCTAACCTGCAAAAGGTCGGTAAATCGCTGATGCTGCCGGTATCCGTACTCCCTATCGCAGGTATCCTGCTGGGTGTCGGTTCCGCTAACTTCAGCTGGCTGCCAGCCGTTGTATCGCACGTTATGGCAGAAGCGGGCGGATCTGTTTTTGCCAATATGCCGCTGATTTTCGCTATCGGCGTGGCGTTGGGCTTCACCAACAACGACGGCGTTTCGGCTCTGGCGGCGGTAGTCGCGT1
447 CHIP1797 STM/STY STM4001 STY3880 ATGACTAACCTGAATTATCAACAGACGTTATTCCCCGTCCTGAATCTCTTTGACTAACCTGAATTATCAACAGACGCATTTTGTGATGAGTGCGCCTGATATTCGCCATTTACCTTCCGATTGCGGAATTGAAGTGGCTTTTGCTGGCCGTTCCAATGCAGGCAAATCCAGCGCCCTGAACACGTTGACCAACCAAAAAAGCCTGGCGCGCACCTCTAAAACGCCGGGCCGTACCCAATTGATTAACCTGTTTGAAGTCGTAGATGGCAAACGGTTGGTCGACCTGCCGGGCTATGGCTACGCGG1
448 CHIP1829 STM/STY STM0831 STY0870 ATGAGTACCGCTAAACTGGTAAAAACATTATTCGATGTTGGATTCGATAAACCATGAGTACCGCTAAACTGGTAAAAACAAAAGCGTCTAATCTGCTTTATACCCGTAACGATGTATCAGAGAGCGATAAAAAAGCGACGGTTGAGTTGCTTAATCGTCAGGTGATCCAGTTCATTGACCTGTCGCTGATCACGAAACAGGCCCACTGGAACATGCGCGGTGCTAACTTTATTGCCGTTCATGAGATGCTGGATGGCTTCCGTACCGCACTGACCGATCATCTGGATACTATGGCCGAGCGCGCCGTAC1
449 CHIP1861 STM/STY STM0802 STY0836 ATGACTCCGCCTCCCGTATTAACCGCCAATGTAAGATAAATTTTGATGACTCCGCCTCCCGTATTTGGAAAGGTGTACATGGCTTCACAACTTACCGATGCTTTCGCGCGTAAGTTTTACTACTTGCGTTTGTCGATTACCGATGTGTGTAACTTTCGTTGCACCTACTGTCTGCCGGATGGCTACAAACCTGGCGGCGTCACTAACAACGGTTTCCTTACCGTCGATGAAATTCGTCGCGTTACGCGCGCTTTTGCCAGTCTTGGCACGGAGAAGGTGCGTCTTACCGGCGGCGAGCCTT1
450 CHIP0579 STM/STY STM1421 STY1699 ATGGCACAACAGGTAAATGAGTGTTATACAGATGGAAACCAGTCTTTTAGAATGGCACAACAGGTAAATGAGTGGCTTATTGCATTGGCTGTGGCTTTTATTCGACCATTGAGCCTTTCTTTATTACTTCCCTTATTAAAAAGTGGCAGTTTAGGGGCCGCACTTTTACGTAATGGCGTGCTTATGTCACTTACCTTTCCGATATTACCAATCATTTACCAGCAGAAGATTATGATGCATATTGGTAAAGATTACAGTTGGTTAGGGTTAGTCACTGGAGAGGTGATTATTGGTTTTTCAATTGGGT1
451 CHIP0757 STM/STY STM2454 STY2691 ATGAAAAAGACCCGTACAGCGTTAAGCCCATTGCCGCATATGAAAAAGACCCGTACAGCGAATTTGCACCATCTTTATCATGAAGCGTTACCCGAAGACGTTAAACTTACGCCCAGAGTCGAGGTGGACAATGTTCATCAGCGACGGACGACGGATGTCTATGAACATGCTCTGACTATCACCGCCTGGCAGCAGATCTACGATCAGTTACACCCGGGTAAATTTCATGGCGAGTTCACGGAAATCCTGCTTGATGAGATTCAGGTGTTCCGTGAATACACCGGCCTGGCGCTGC1
452 CHIP1808 STM/STY STM4074 STY3796 ATGCAAATCAGTCACAATACTGCATTAACATGTTGCCTCCGAATGCAAATCAGTCACAATACTGCATCCCCTCTGATTTGTGTGCAGAACATTTATAAAAGTTATTCCGGCGTCGAAGTACTAAAGGGAATTGACTTTACTCTGCATGCGGGAGAGGTGCACGCATTGCTTGGCGGCAATGGTGCGGGTAAATCAACATTAATGAAGATTATTGCCGGTATAGTCCCGCCAGATGGAGGGACTATCGATATTGCTGGTGTGCGTTGCAGTCATTTAACGCCTCTGAAGGCGCACCAGT1
453 CHIP1848 STM/STY STM0642 STY0693 ATGCAGGGTAAAGCACTCCATTAACTCCAGAGTTTTTCCAGTTCATACTTGCAGGGTAAAGCACTCCAGGATTTTGTTATCGACAAAATTGATGACCTGAAAGGTCAGGACATCATCGCCTTAGATGTTCAGGGTAAATCCAGTATCACCGACTGTATGATTATTTGTACCGGCACCTCCAGCCGTCACGTTATGTCTATTGCCGACCACGTGGTGCAGTCGTCGCGCGCGGCCGGTATGCTGCCATTGGGCGTCGAAGGCGAAAATGCGGCTGACTGGATTGTCGTCGATCTGGGCGATGTGA1
454 CHIP1880 STM/STY STM0267 STY0288 ATGACCGGCGCTCTCAACTTAGTGGGTTAAGCCGTGTTATGACCGGCGCTCTCAACCAGGCGCAGAAAACCCCCTGGCGTTACGGATTCCTGAACCTGATGCGGCGCGTGGATGCCCAGCTCTGTGATACTCCGGCAGGCAGTATCTGGCAGCCACGGATGGAAAAATTCCGTCTGGGACAGACGCCGACGATGACCTTTGCGCCACGGGAAATCGCCCAGGTCAGCTGGCAGGATGGACGCCTGCACCTGAGCCTGTACAGCCTCGGACTATGGGGGCCAAACGGCCCGTTGC1
455 CHIP0694 STM/STY STM2073 STY2282 ATGAGCACTGAAAACACTCTCAGCTTATACTGGCTCCGCACGTAAGATGAGCACTGAAAACACTCTCAGCGTCGCTGACTTAGCCCGTGAAAATGTCCGCAACCTGGTACCGTATCAGTCTGCCCGCCGTCTGGGCGGTAACGGCGATGTCTGGCTGAACGCGAATGAATTCCCGACAGCGGTGGAGTTTCAGCTCACCCAACAAACGCTTAACCGCTACCCGGAATGCCAGCCAAAGGCCGTGATTGAAAACTACGCGCAATATGCTGGCGTAAAGCCGGAGCAGGTGCTGGTCAGCCGCG1
456 CHIP0630 STM/STY STM1696 STY1355 ATGGTGGAAACTCTGCTTGAAGTTAGCGATCCTTTCGCCAATGGTGGAAACTCTGCTTGAAGTGCGCAACCTGAGTAAAACCTTTCGCTACCGGACAGGATGGTTTCGTCGCCAGACCGTCGACGCCGTGAAACCATTAAGCTTTACGCTTCGTGAGCGTCAGACCCTGGCCATTATCGGCGAAAACGGTTCCGGCAAATCCACGCTGGCGAAGATGCTGGCCGGCATGATTGAACCCACCAGCGGCGAGCTTCTTATTGACGATCATCCCCTGCATTACGGCGACTATTCGTTTC1
457 CHIP0097 STM/STY STM0385 STY0418 ATGTTCCCAAAAATAATGAATGATGATTATGCCGCCACTTCGGTATGTTCCCAAAAATAATGAATGATGAAAATTTTTACCGAAAAGCGGTTGAACAGGCGGTAGCGCCGCCTGACCCTCCTGATGATCGTCAGCGCTCCGGGTTGCGCTTCGCCCGGCGCATCAGGCTACCGCGTGCGGTGGGGTTAGGGGGGATGTTTTTACCGGTGGCCGCCGTGTTAGTGACGCAACCTGTCTTTGGCGGCTGGTGGCTATTGCTGGTCGGCTGGTCTTTTGTCTGGCCGCATCTGGCATGGCAGT1



458 CHIP4704 STM/STY STM1810 STY1940 ATGTCTGAACGTCCTGATTTAGTCGTTATCTACGAGGATCTTCAACCTCATTCATGTCTGAACGTCCTGATTTAGTCGATCCATTACCAGAGGATGAGCCGCTTCCTGGTGAAAATATTCCGGATACACCAGAGGGAGACGATCCTCTCGACCCGGATACCCAGAATGAGGTTGAAGATCCTCGTAGATAG1
459 CHIP4720 STM/STY STM2132 ATGACAGAAACGTCATCTCACCGTTAAATCTCTTTCCATCGCCACAATGACAGAAACGTCATCTCACCGCTATAAACCACGCAATATAATAAATGCGCCAAATGTAAAATCGTCTATTTTTTCCCGGAGCCAACAACGCGGCGACAGCGAAATTATCCAGCGCTGGTTAAGCAACCATTTTTATCGTTGGATCATTGGTGACTTTCCTCATGTTTATCCTGTGCGCTCCGTCGCCGATTATGCCGTTTATTTTAGCGCTGATGCAGAAATCCCCGCCTGGCTGGCGCCAAAGCTGGGTGGCG1
460 CHIP0161 STM/STY STM0669 STY0715 ATGTTCAGCGTCCGGCGATTATTTCTGTTCCTGCTCCTGGGTGTTCAGCGTCCGGCGATACAGACACAAGAGGAACAGTTTGAATATAGACACTCGCGAAATTACCCTTGAGCCCGCAGACAACGCCCGTCTGTTGAGCCTTTGCGGGCCGTTTGATGACAATATTAAACAGCTCGAACGTCGTCTCGGTATTGAAATCAACCGCCGTGACAATCACTTTAAACTGACCGGTCGTCCGATTTGCGTGACCGCGGCGACAGATATTTTGCGAAGTCTGTATGTCGATACCGCACCGA1
461 CHIP1228 STM/STY STM4289 STY4488 ATGTCATTACCCCACTGCCCTTAGTTCTTTTTCACGAACTCGGATGTCATTACCCCACTGCCCGCAATGTAACTCCGAATATACCTACGAAGATAACGGCATGTTCATCTGCCCGGAATGCGCTCACGAATGGAACGATGCGGAACCCGCTCAGGAGAGCGATGAGCTGATTGTCAAAGACGCCAACGGCAACCTGCTGGCGGACGGCGATAGCGTCACCATCGTGAAAGATCTGAAAGTAAAAGGTAGCTCTTCCATGCTGAAAATCGGCACCAAAGTGAAGAACATTCGTCTGGTTG1
462 CHIP1244 STM/STY STM1908 STY2116 ATGGCGAACTGGCAACACTTAATGGGCCGCCTGTTCATGGCGAACTGGCAACACATTGATGAACTGCATGATATTTCCGCAGATTTACCGCGATTCACTCTGGCGTTCAGAGAACTTTCCACTCGCCTTGGTCTGCAGATTAGCGCCCTTGAGGCCGATCACATTTCATTGCGCTGTCACCAGAATACGACGGCGGAGCGTTGGCGTCGCGGTTTTGAACAATGCGGCGAGCTACTGTCGGAAAATATCATCAACGGCAGGCCGATTTGTCTGTTTAAACTGCATGAACCGG1
463 CHIP0451 STM/STY STM4261 STY4459 ATGCAGGGGACGGCGGAATTATGCGTGTTCTTCTTGATTATCTACAATGCAGGGGACGGCGGAAGCCAAATCTCAGCTAATAATAACCGATAGTGAGGGGAATACTTATACGTTAACCGTTCCTGATAATGGTAAATGGAGTATGGCTATCCCGTATCCATCAGAAGGGAAGTTTACCATTACGAGTGTGGATGCTATTGGTAACCGGAGTGATGATGTCCCTCTCGATATCATGAAAGAGGTTCCCGTTATTTCATTATCTCCAGACTCAGACAGTGGTACGGTGGGCGATAATATTACGC1
464 CHIP0467 STM/STY STM3717 STY4078 ATGGATTCATTTCCTGAGATAGAAATAGCTTATTTGTGGAAAAGTTTACGATAAAGATATGATGGATTCATTTCCTGAGATAGAAATAGCTGAATATAAAGTTTTTGATGAAAGTAATAATAATGATGATAACGTATTAAACATTTCTTATGGCGTTGATGAAAACTATCTTGATGGTGTGGGGGTATCAATCGCTTCAGTTGTATTAAACAATAATATCCCGCTCGCTTTTCACATTATTTGTGACTCATACTCCCCGTGTTTTGTAAAATATATAGAGCGTTTAGCCGTACAGCATCACATAAAAATTTCTCTTT1
465 CHIP0100 STM/STY STM1855 STY1987 ATGACTAACATAACACTATCCACCCAGCTTAGGAGGCATTCTGAAGATACTTATTCGGTGACTAACATAACACTATCCACCCAGCACTACAGAATCCATAGAAGTGACGTTGAACCAGTAAAAGAAAAAACAACGGAGAAGGACATTTTTGCAAAAAGTATTACTGCCGTTAGAAATAGCTTTATCAGCCTGTCGACGAGTCTGTCAGATCGTTTTAGCCTGCATCAACAAACAGACATACCGACTACCCATTTTCACCGTGGGAACGCTTCTGAGGGTAGGGCGGTATTAACCAGTAAAACTGTTAAAGATT1
466 CHIP0124 STM/STY STM4167 STY3718 ATGACCGAACTCAAAAACGATCGTTAGTTGTGATACTGCGCAGAAAGATGACCGAACTCAAAAACGATCGTTATCTACGTGCGCTGCTGCGCCAGCCCGTTGATGTTACGCCAGTGTGGATGATGCGCCGGGCGGGCCGTTATCTACCGGAGTACAAAGCCACTCGCGCTCAGGCGGGCGATTTTATGTCGCTGTGCAAAAATGCCGAACTGGCCTGCGAGGTCACTTTACAGCCGCTGCGCCGTTATCCGCTTGATGCGGCGATCCTTTTCTCGGATATCCTGACGATTCCGGACGCGATGG1
467 CHIP0156 STM/STY STM3866 STY3912 ATGGCCGGCGCAAAAGAGTTAAACCGCGGCGGCCCCATGGCCGGCGCAAAAGAGATACGTAGTAAGATCGCAAGCGTCCAGAACACGCAAAAGATCACTAAAGCGATGGAGATGGTCGCCGCTTCCAAAATGCGTAAATCGCAGGATCGCATGGCGGCCAGCCGTCCTTATGCAGAAACCATGCGCAAAGTGATTGGTCACCTTGCACACGGTAATCTGGAATATAAGCACCCTTACCTGGAAGACCGCGACGTTAAACGCGTGGGCTACCTGGTGGTGTCGACCGACCGTG1
468 CHIP0172 STM/STY STM2267 STY2493 ATGAAAGTTAAAGTACTGTCCCTCCTGTTAGAACTGGTAAACCAGACCCAGATGAAAGTTAAAGTACTGTCCCTCCTGGTACCAGCTCTGCTGGTGGCGGGCGCAGCGAATGCGGCTGAAATTTATAATAAAGACGGCAACAAATTAGACCTGTTTGGTAAAGTTGATGGCCTGAACTACTTCTCTGACGACAAAGGCAGCGATGGCGACCAGACCTACATGCGTATCGGCTTCAAAGGCGAAACGCAGGTTAACGATCAGCTGACCGGTTATGGCCAGTGGGAATATCAGATTCAGGGCAACCAGA1
469 CHIP3385 STM/STY STM0812 STY0847 ATGATGAAATGCGGCTGGCGTTTAGGGCTTCACTCCTGTATTTTCTGGATGAAATGCGGCTGGCGTGAAGGTAATCAAATTCAGCTACTGGAAAACGGCGACCAGTTCTATCCTGCCGTGTTTGAGGCTATCGCTCAGGCACAGCAAAAAATCATTCTGGAAACCTTTATCTTGTTTGAAGATGAGGTGGGTAAAAAACTCCATACCGCTCTGCTAAAAGCCGCACAGCGCGGCGTAAAAGCCGAAGTATTACTCGACGGCTACGGCTCTCCCGATCTCAGCGACGCGTTTGTCGGCGAATTGA1
470 CHIP4356 STM/STY STM0415 STY0453 ATGTGCATTGCCCATTTTGTTTCGCCGTTATTAGTCCTGTAGGCGAGCGATGCATTGCCCATTTTGTTTCGCCGTAGATACCAAAGTCATTGACTCTCGTCTTGTAGGCGAGGGCTCGTCCGTGCGCCGCCGTCGGCAGTGCCTGGTGTGTAATGAACGCTTTACGACCTTCGAAGTGGCTGAACTGGTCATGCCGCGCGTGATAAAAAGCAACGATGTGCGCGAACCCTTTAATGAGGATAAGCTGCGTAGCGGCATGTTGAGAGCGCTGGAAAAAAGACCCGTCAGCGCAGATGATGTTGAAAT1
471 CHIP0398 STM/STY STM4055 STY3816 ATGAGTTATACACTGCCATCCCTGTTATTTTAGCGCGAAACGCATGAGTTATACACTGCCATCCCTGCCGTACGCTTATGATGCACTGGAACCGCACTTCGATAAGCAGACGATGGAGATTCACCACACCAAACACCATCAAACCTATGTCAACAACGCTAACGCGGCGCTGGAAAACCTGCCTGAGTTTGCCAGCCTGCCGGTTGAAGAACTGATTACTAAACTGGACCAGGTGCCAGCGGACAAAAAAACTGTGCTGCGTAACAACGCGGGCGGCCATGCTAACCACAGCCTGTTCT1
472 CHIP0414 STM/STY STM2063 STY2269 ATGAATACTATCTGGGGAGCGGTTAGACGGCGGACTTATCCCATGAATACTATCTGGGGAGCGGAACTACATTATGCGCCAGATTATTGGCCGCTGTGGTTAATTTACGCAGGCGTCGTGGTGCTGCTCATGCTTGTTGGGCTGGTTATCCATGCGTTATTGCGCCGGATGCTGGCGCCAAAAACGGCGGGCGGTGAAGAACATCGTGACTATCTCTACTCGCTGGCGATTCGCCGCTGGCATTGGGGAAATGCGTTACTGTTTGTTTTATTACTGTTAAGCGGTTTATTTGGTCATT1
473 CHIP1265 STM/STY STM1690 STY1371 ATGGGTATTTTTTCTCGTTTTGCCTTATTGATTATCTTGCTTCATTTTGGCATGGGTATTTTTTCTCGTTTTGCCGACATCGTGAACGCCAATATCAATGCGTTGTTGGAAAAAGCGGAAGATCCGCAGAAGCTGGTGCGCCTGATGATTCAGGAGATGGAAGATACGCTGGTGGAGGTTCGCTCGAACTCCGCGCGAGCTTTAGCGGAAAAGAAACAGTTATCCCGTCGTATTGAACAGGCTACGGCTCAGCAGATCGAGTGGCAGGAAAAAGCGGAACTGGCCCTGCGCAAAGATAAAGACGATC1
474 CHIP1289 STM/STY STM2681 STY2868 ATGAGTAGTAAAGAACAGAAAACGCCTTTACTTCGCCTTCGCTACAGTCATGAGTAGTAAAGAACAGAAAACGCCTGAGGGGCAAGCCCCGGAAGAAATTATCATGGATCAGCACGAAGAGGTTGAGGCAGTTGAACCAAACGATTCTGCTGAGCAGGTGGATCCGCGCGATGAAAAAATTGCGAATCTGGAAGTTCAGCTTGCAGAAGCCCAGACTCGCGAACGCGACACCGTGTTGCGCATCAAAGCGGAAATGGAAAACCTGCGCCGTCGTACTGAACAGGATATCGAAAAAGCGCATAAAT1
475 CHIP0456 STM/STY STM3423 STY4375 ATGGCTCACATCGAAAAACAATTATTTCCCCAGAATTTCTTCAACGATGGCTCACATCGAAAAACAAGCTGGCGAACTGCAGGAAAAGCTGATCGCGGTAAACCGCGTATCTAAAACCGTTAAAGGTGGTCGTATTTTCTCCTTCACAGCTCTGACTGTAGTAGGCGATGGTAACGGTCGCGTAGGTTTTGGTTACGGTAAAGCGCGTGAAGTTCCAGCAGCGATCCAGAAAGCGATGGAAAAAGCCCGTCGCAATATGATTAACGTCGCGCTGAACAACGGCACCCTGCAGCACCCGGTTA1
476 CHIP0472 STM/STY STM3723 STY4071 ATGCGTTTTCATGGAGACATGTTATAGCAGGCTGTCCAAATCTATGGATGCGTTTTCATGGAGACATGTTACTTACCACCCCTGTCATCAGCACGCTGAAGCAGAATTATCCCGATGCAAAAATCGATGTGCTTCTTTACCAGAACACCATACCGATATTGTCGGAAAATCCGGAGATTAATGCACTCTACGGCATCAGTAACAAAGGCGCAGGAACAAAAGAGAAGATCAAAAACGCGCTATCGCTAATCAAAAAATTGCGTGCTAACTCGTATGATCTGGTCGTCAATCTCACCGATCAGT1
477 CHIP0001 STM/STY STM3987 STY3573 ATGAAAACATTGATTCTTTTCTCTACCCTTATTTTGCCGACGATTTGTTGGTGAAAACATTGATTCTTTTCTCTACCCGGGACGGACAAACGCGCGAAATTGCCTCTTATCTGGCTTCTGAACTCAAAGATATGGGGATCTGGGCCGATGTCGTTAATCTGCATCGCGCAGAAGAGCCTGACTGGGATAGCTATGATCGCGTAGTGATTGGCGCGTCTATTCGTTATGGTCATTACCACAGCGCCTTTCAGGAGTTTGTTAAGAAATATGCCACGCGGTTGAACGGAATGCCGAGCGCCTTTTATT1
478 CHIP0461 STM/STY STM2583 STY2829 ATGAAGAACATAAGAAATTTCTCCATCATTATTTATTGTCTTTACCGACATGCAGATGAAGAACATAAGAAATTTCTCCATCATTGCTCACATTGACCACGGTAAATCGACGCTGTCTGACCGTATTATCCAAATCTGCGGTGGCCTGTCTGACCGTGAAATGGAAGCTCAGGTACTTGATTCGATGGATCTTGAGCGTGAGCGCGGTATTACTATTAAAGCCCAGAGTGTGACGCTGGATTTTAAAGCGTCTGATGGTGAAACTTATCAACTGAACTTTATCGACACGCCGGGACACGTTGACTTTTCCT1
479 CHIP0041 STM/STY STM3946 STY3613 ATGAAAAACGTGTTTAAGACACTCGCTTAGTAATTGACCTGGGACGGATGAAAAACGTGTTTAAGACACTCGCTGTACTTCTGACTCTGTTCAGCCTGACGGGCTGCGGTTTGAAAGGGCCGCTTTATTTCCCGCCAGCCGATAAAAATGCGCCGCCGCCGACGAAAAAAGTCGATTCGCAAACGCAGTCCACGATGCCCGATAAGAACGATCGCGCAACGGGAGATGGCCCGTCCCAGGTCAATTACTGA1
480 CHIP0065 STM/STY STM3917 STY3638 ATGAATCTTACCGAATTAAAGAATACGCTTATGAGCGCTTCATCATCTCGATGAATCTTACCGAATTAAAGAATACGCCGGTTTCTGAGCTGATCACTCTCGGCGAAAGTATGGGGCTGGAAAACCTGGCCCGTATGCGCAAGCAGGACATTATTTTTGCCATCCTGAAGCAGCACGCAAAGAGTGGCGAAGATATCTTTGGCGACGGTGTGCTGGAGATATTGCAGGATGGATTTGGTTTCCTCCGTTCTGCAGACAGCTCCTACCTCGCCGGTCCTGATGATATCTACGTTTCCCCCAGCCAAA1
481 CHIP0867 STM/STY STM1977 STY2185 ATGAGTGACATGAATAATCCGTCCTTAACGACTCAAACGACGCAATGAGTGACATGAATAATCCGTCCGATGAGAATACTGGCGCATTGGATGATCTGTGGGCTGACGCGTTAAACGAGCAAAAAGCGACCACCACTAAAAGCGCCGCCGACGCGGTTTTCCAACAGCTTGGCGGCGGCGATGTCAGCGGTGCTATGCAGGATATCGATCTGATTATGGATATCCCGGTCAAACTGACCGTAGAGCTGGGCCGCACGCGAATGACCATTAAAGAACTGCTGCGTCTGACGCAGGGGTCGG1
482 CHIP0883 STM/STY STM1802 STY1930 ATGACCCGCCCTATACAGGCTTACGTTGTCACAAACGGCAATGACCCGCCCTATACAGGCCAGCCTTGATTTACAGGTAATGAAACAAAATTTGGCTATTGTGCGCCGGGCGGCCCCAGAGGCGCGCGTCTGGTCGGTAGTGAAAGCCAACGCCTACGGCCACGGTATTGAACGCGTCTGGAGCGCGCTGGGCGCCACAGATGGTTTCGCTATGCTCAACCTTGAAGAGGCGATTACCCTGCGTGAGCGCGGGTGGAAAGGGCCGATATTGATGCTGGAGGGGTTTTTCCATGCGC1
483 CHIP0899 STM/STY STM2384 STY2616 ATGGCAGGAAACACAATTGGTTACCAGCGTGGAATCTCTGTCATGGCAGGAAACACAATTGGACAACTCTTTCGCGTAACCACTTTCGGCGAATCACACGGGCTGGCCGTTGGGGGTATCGTCGATGGCGTGCCGCCCGGCATCCCGTTGACGGAGGCCGATCTGCAGCACGATCTCGACAGACGCCGCCCTGGCACCTCGCGCTATACTACTCAGCGCCGCGAACCGGACCAGGTAAAAATTCTCTCCGGCGTGTTTGATGGCGTGACGACCGGCACCAGTATTGGCCTGCTGATTG1
484 CHIP0915 STM/STY STM2324 STY2554 ATGAAAAACGTTATCCGTACTCCCTTAAATGGGTATTACTGAACGGCTGATGAAAAACGTTATCCGTACTCCCGAAACCCATCCGCTGACCTGGCGTCTGCGCGATGACAAACAGCCGGTCTGGCTGGATGAATATCGTAGCAAAAACGGCTACGAAGGCGCGCGTAAGGCGCTGACCGGCCTGTCTCCGGATGAAATCGTCAGCCAGGTAAAAGACGCCGGTCTGAAAGGGCGCGGCGGCGCGGGCTTTTCCACCGGTCTGAAGTGGAGCCTGATGCCGAAAGATGAATCCATGAACATCCGTT1
485 CHIP0931 STM/STY STM3733 STY4061 ATGAAACCGTATCAGCGCCTTACACGCCAAATTCTTCCCGATGAAACCGTATCAGCGCCAGTTTATTGAGTTTGCGCTTAACAAGCAGGTACTAAAGTTTGGCGAGTTTACGCTGAAATCCGGGCGCAAAAGCCCCTATTTCTTCAACGCCGGGCTGTTTAATACCGGGCGCGACCTGGCGTTGTTAGGCCGTTTTTATGCCGAAGCGCTGGTGGATTCCGGTATTGAATTTGATCTGCTGTTTGGCCCCGCGTACAAAGGTATTCCGATCGCGACGACGACGGCGGTTGCGCTGG1
486 CHIP0947 STM/STY STM2700 STY4606 ATGGCTTTACCACGCAAGTTAAAACTTAGAGGCCGAGGGCATTACATGGCTTTACCACGCAAGTTAAAACACCTGAACCTGTTCAACGACGGGAACAACTGGCAGGGGATCGTTGAGTCTCTGACCCTGCCGAAATTTACCCGCAAGTTTGAGAAGTATCGCGGCGGCGGTATGCCGGGCGCAGTGGATGTGGACATGGGGCTGGATGACGGTGCACTGGACACGGAATTTTCAATCGGCGGTACCGAGCTGCTGTTATTCAAGCAGATGGGCAAGGCAACCGTTGACGGCATCCAGCTGC1
487 CHIP1760 STM/STY STM2890 STY3013 ATGGGGAATGATATCTCATTAATTGCTTATGTTGCAATGTCCATATACTGTAATATCATGGGGAATGATATCTCATTAATTGCCTTACTGGCATTTTCCACCCTGTTGCCATTTATTATTGCGTCAGGAACCTGTTTCGTTAAATTTTCTATTGTATTTGTCATGGTGCGTAACGCCCTGGGATTACAGCAGATACCTTCAAATATGACGCTTAACGGCGTCGCATTGCTGCTTTCTATGTTTGTTATGTGGCCCATAATGCATGATGCCTACGTCTATTTTGAGGACGAAGATGTCACCTTTAATGATATTT1
488 CHIP1784 STM/STY STM4046 STY3827 ATGACCACTCAACTGGAACAAGCTTAGCTACGTTTGCTCAGGATCATGACCACTCAACTGGAACAAGCCTGGGAACTGGCAAAACAACGTTTCGCCGCAGTAGGTATTGATGTCGAGGAGGCGCTGCGCCAGCTCGATCGCCTGCCGGTTTCCATGCACTGCTGGCAGGGCGACGATGTTGCCGGATTCGAGAACCCGGAAGGTTCGCTGACGGGCGGAATTCAATCGACCGGCAACTATCCGGGCAAAGCGCGTAACGCCACCGAACTGCGCGCCGATCTGGAACAGGCGCTGCGTCTGA1
489 CHIP0014 STM/STY STM3973 STY3586 ATGGGTGGTATCAGTATTTGGCATTATACCTGCTCTTTATCTTGGCTTTTAGATGGGTGGTATCAGTATTTGGCAGTTGTTGATTGTTGCCGTTATCGTCGTACTGCTGTTCGGCACCAAAAAACTCGGTTCCATCGGTTCCGATCTTGGCGCGTCTATCAAAGGCTTTAAAAAGGCCATGAGCGATGATGATGCCAAACAGGATAAAACCAGTCAGGACGCTGATTTTACCGCTAAATCTATCGCGGATAAGCAAGGCGAAGCGAAAAAGGAAGACGCTAAAAGCCAAGATAAAGAGCAGGTATAA1
490 CHIP0852 STM/STY STM3174 STY3351 ATGGCAGAGCGCCTTGCGCTACATGAATTACTGTCGCCATGACTTACGCGCAGAGCGCCTTGCGCTACATGAATTTACGGAAAACGCCTACTTAAACTACTCCATGTACGTGATCATGGATCGTGCGTTGCCGTTTATTGGCGACGGCCTGAAGCCGGTACAGCGCCGCATCGTCTATGCGATGTCAGAGCTGGGGCTGAACGCCACCGCTAAATTTAAAAAATCCGCCCGTACCGTTGGTGACGTACTGGGTAAGTATCACCCGCATGGCGACAGCGCCTGCTATGAAGCCATGGTGCTGATGG1
491 CHIP1518 STM/STY STM2409 STY2650 ATGTCCTTCATTTTGTCCTGGCGTTAGGACAGTACGCTCACCAGCGTATCCTTCATTTTGTCCTGGCGCTTGCCGTTGTTGCGGTACTCGCACTGCTGGTTAGCAGCGACCGTAAAAAAATTCGCATTCGTTACGTCATTCAGTTACTTGTTATCGAAGTATTACTGGCCTGGTTCTTCCTGAACTCGGATGTTGGCCTTGGCTTCGTAAAAGGTTTCTCCGAGATGTTTGAAAAACTGCTCGGATTTGCCAACGAAGGGACAAACTTCGTCTTTGGCAGTATGAACGATCAAGGTTTGGCGTT1
492 CHIP0078 STM/STY STM3901 STY3656 ATGAACGGGGCACAGTGGTTATGATAATTTCTCCAGCATTTCAATGAACGGGGCACAGTGGGTGGTACATGCTTTGCGAGCGCAGGGGGTGAAAACCGTATTTGGTTATCCTGGCGGCGCAATTATGCCGGTTTACGACGCGTTGTATGACGGTGGTGTGGAGCATTTGTTGTGCCGACACGAGCAGGGTGCGGCAATGGCGGCAATCGGTTATGCCCGTTCTACCGGCAAAACCGGTGTTTGTATCGCCACTTCCGGCCCTGGCGCCACTAACCTGATCACTGGCCTGGCGGATGCGT1
493 CHIP0904 STM/STY STM0101 STY0118 ATGTTAGAAGATCTCAAACGCCAGTTACCGACCAGATTCATCAACGATGTTAGAAGATCTCAAACGCCAGGTACTGGAAGCTAATCTGGCGCTGCCAAAACACAACCTGGTCACCCTTACCTGGGGTAACGTTAGCGCCGTCGATCGCGAACGCGGCGTACTGGTGATTAAGCCGTCCGGCGTCGATTATAGCGTCATGACCGCTGACGATATGGTGGTGGTCAGCCTGGAGAGCGGTGAAGTCGTTGAAGGTCATAAGAAACCGTCGTCCGATACGCCAACCCACCGTCTGTTGTACCAGG1
494 CHIP1755 STM/STY STM2933 STY3058 ATGCGCTGGTACGCCGTCTTAGGATCTGATAATATCGCATGCGCTGGTACGCCGTCATTTTCCGCACTGGGACGCCCGAGATTTGCTGGGAGATAAACATGGCGCTGCATGATGAGAACGTGGTCTGGCACTCTCATCCCGTTACTGTCGCCGCCCGTGAACAGCTCCACGGCCACCGTGGCGTGGTGCTGTGGTTTACCGGACTCTCCGGTTCGGGAAAATCAACGGTGGCCGGCGCGCTGGAAGAGGCGTTACATCAGCGTGGCGTCAGTACCTACCTGTTGGATGGTGATA1
495 CHIP1771 STM/STY STM2921 STY3046 ATGAGATTGATTGTGGGGATGATTATCCATTCTCCTGTGAAAAATTTGATGAGATTGATTGTGGGGATGACCGGTGCGACCGGCGCGCCGCTTGGCGTCGAGCTACTCCAGGCATTGCGGGCGATACCTGATGTTGAAACGCATCTGGTAATGTCAAAGTGGGCGAAAACCACTATTGAACTGGAGACGCCCTACACGCCCGCTGAGGTAGCCGCCCTGGCAGATTATTGTCATAGCCCGGCCGATCAGGCGGCGACCATTTCCTCCGGCTCATTTCGTACCGACGGCATGATTATTATCCCCT1
496 CHIP1795 STM/STY STM4010 STY3870 ATGCGATATCGTTTAATCGCTTTTGTTATTCACGTTGAGAAAGGGATAAGGATGCGATATCGTTTAATCGCTTTTGATCTTGATGGAACGCTGCTAAACCGTAATAAACAAATTCTGCCAGAGTCGCTAACCGCCATCCGTCAGATGCAGGACATGGGCTGCCGAATAATGCTTGTCACCGGCCGCTCTCATCGTGAAGCCTATGCGTATTATCAAACGCTGGCGCTCACCGAACCGATGATCTGTTGTAACGGAAGCTATATTTATCAACCGGCTCAACAGCAGATCCTTCACCCGCTGCCGCTGA1
497 CHIP4416 STM/STY STM0525 STY0573 ATGAAGATTGTAATTGCGCCATTAACGAGTCCCGATGTCCTGATGAAGATTGTAATTGCGCCAGATTCATTTAAAGAGAGCTTAAGCGCTGATAAATGCTGTCAGGCTATTAAAGCGGGATTTTCAACCGTATTTCCTGATGCGCGCTATGTCTGTTTACCGATCGCCGATGGTGGAGAAGGAACCGTGGACGCGATGGTGGCAGCGACCGGCGGGAAACGGGTTTCTGTGGACGTTAGCGGGCCGATGGGGGAAAAAGTAAACGGATTTTATGGCCTGACCGGCGACGGCAAAACGG1
498 CHIP1180 STM/STY STM0965 STY0963 ATGACAACCCAGTATGGATTTTTTATTGTTATACCTCCTTCGGATTGGCATGACAACCCAGTATGGATTTTTTATTGATTCCAGCCGTTGCACCGGTTGCAAAACCTGCGAACTGGCCTGCAAGGACTACAAAGATTTGACCCCGGATGTCAGCTTCCGCCGCATTTATGAGTATGCGGGCGGCGACTGGCAGGAAGATAACGGCGTCTGGCACCAGAACGTCTTTGCCTACTATCTCTCCATCTCCTGTAACCACTGCGAAGACCCGGCCTGCACCAAAGTCTGCCCGAGCGGCGCGATGCACA0
499 CHIP4442 STM specificSTM0576 ATGATCAAATTAGTGCGCATTGATTAGAGTTTATCGTTAAGCAATTCGATGATCAAATTAGTGCGCATTGATTACCGCCTGCTGCACGGCCAGGTGGTCTTCGCCTGGACCCGGGCGCTGGATATCGACCATATCATCGTCGCTAACGCCAACGCCGCCGGCGACGCGTTTGTCTCTATGTCATTAAGTCTGGCAAAACCCGCTGGCGTGTCGCTGGACATTATCACGGTGGAACAGGCGGCGGAAAAACTCGCCAGCGGCAAGCTGGATCACAAAAAAGTGATGGTGGTGCTGGGAAATACCG1
500 CHIP1198 STM/STY STM1637 STY1434 ATGGCGCTACCACAACTATCATTATTGCATTTGACGCGCATGGCGCTACCACAACTATCAATATGGCAGCCCGGCGATGGGTTAAGAAAAATAAAGTATAAATATCATGTTTGTCTCATTGTCATATTCTCCGTCCTTATACGGTTGCTGTTTTTAACTGACCGCTACCTTTGGTGTGACGAAGCGTCCAGCGTGCTGATTAGTCGACATAGCGTAGATAATCTGCTCTTCCATGCCGCTTTTGACGTGCATCCTCCGCTTTATTATCTGTTACTGCATGACTGGATGATATTAT1
501 CHIP2850 STM/STY STM1714 STY1336 ATGGGTAAAGCTCTTGTCATCGTTATTTCTTGCCTTCAACCCACTATGGGTAAAGCTCTTGTCATCGTTGAGTCCCCGGCAAAAGCCAAAACGATCAACAAGTATCTGGGTAATGACTACGTGGTGAAATCCAGCGTGGGTCATATCCGTGATTTGCCGACCAGTGGCTCAGCAGCTAAAAAGAGCGCCGACTCTACCTCCACCAAAACGGCTAAAAAGCCCAAAAAGGATGAACGTGGCGCTCTCGTCAACCGTATGGGGGTTGACCCGTGGCACAACTGGGATGCGCACTATGAAGTGC1
502 CHIP2770 STM specificSTM1568 ATGAGTAAGTCGAAAATGATTGTGCGTTACTGAATACCTTCTTCGCTCTCTTTTTTTGATGAGTAAGTCGAAAATGATTGTGCGCACGAAATTTGTCGACCGCGCCTGTCACTGGACGGTGGTGATCTGCTTCTTCCTGGTAGCGCTGTCGGGGATTTCGTTTTTCTTCCCGACGCTACAATGGTTGACGCAAACTTTCGGCACGCCGCAGATGGGACGTATTTTGCACCCGTTCTTCGGTATTGCCATCTTCATCGCGCTGATGTTTATGTTCGTGCGTTTCGTCCACCACAACATCCCGGATAAAAAAGATA1
503 CHIP2890 STM/STY STM1817 STY1947 ATGAATTACCAAATGATTGAAACGGTTAAAGCGGATACTCCTGCAACATTGAATTACCAAATGATTGAAACGGACGATGCGCTGGCGAGCCTGTGTGAGGCTGTCCGCGCATGTCCGGCTATTGCTTTAGATACGGAATTTGTCCGTACCCGCACCTATTACCCGCAGTTAGGATTGATCCAGTTATTTGACGGGGCAAATGTCGCCCTGATCGATCCGCTCGGCATCAGCGACTGGTCGCCGTTAAAAGCGGTGTTGCGCGATACGGGAATCACCAAATTTCTGCACGCGGGTAGCGAAGATC1
504 CHIP2818 STM/STY STM1647 STY1422 ATGAAACTCGCCGTCTATAGTACCATTAGAACAGCGCGTTCGGATGAAACTCGCCGTCTATAGTACCAAACAGTATGACAAGAAATATCTACAGCAAGTGAACGAAGCGTTCGGTTTTGAACTGGAGTTTTTTGATTTTCTGCTAACCGAGAAAACGGCGAAAACCGCCAATGGATGTGAAGCAGTTTGTATCTTCGTGAATGACGACGGGAGCCGACCGGTACTGGAAGAGCTGAAAAAACACGGCGTGAAATACATCGCGCTGCGTTGCGCCGGATTTAATAATGTCGACCTGGATG1
505 CHIP2916 STM/STY STM1864 STY2002 ATGTGTATGAAAACGCATCATCATCTTATAACCGGAGAACTGTCCTCGGTGTGTATGAAAACGCATCATCATCCAACAACATTTGTTCATCTGATTAATCAGGTGGGACTCCTTGGGATATGCGTTGCTCTGGTTGTAGCCTTTTATTATCAACTCGTCAGGCATGAGCTGCCTTGTCCAATTTGCTTATTACAGCGGGCTGGCCTCATCATCGCCGGTTTTGGCTTTTTATTTAACCTCTGCTTTGGTCTACGAGGTATACATTACGGGATGGTAATTATTGGCAGTATCCTGACCGGAGTTA1
506 CHIP2836 STM/STY STM1674 STY1390 ATGACTACAAAACATAGCCGAACGTTAATCCGGCAGTAATCGCTCATGACTACAAAACATAGCCGAACGCCGGGTCGCCCTCGCCAGTTCGATCCGGAGCAAGCCATTGAAACCGCTCAACATTTATTTCATTCGCGCGGCTACGACGCGGTGAGCGTAGCGGATCTGACAAAAGCGTTCGGGATCAATCCTCCCAGTTTCTATGCGGCGTTTGGTAGCAAGTTGGGGCTGTATACTCGCGTATTAAAGCGTTACAGGATGACCGACGCGATTCCGCTCGGGGCGCTTCTGCGTCACGATC1
507 CHIP1137 STM/STY STM1895 STY2103 ATGATAGGCAGACTCAGAGGCATTATAACGCGGCGCGTAACGTGATAGGCAGACTCAGAGGCATTATTCTCGAAAAACAACCCCCGATCGTGCTGCTGGAGACAGGGGGCGTAGGCTATGAAGTACATATGCCTATGACCTGCTTTTACGAGCTGCCGGAGGCCGGGCAGGAGGCAATCGTCTTCACCCACTTCGTGGTGCGTGAAGATGCGCAGTTGCTGTACGGATTTAACAATAAGCAAGAGCGCACGCTATTTAAAGAGCTAATTAAAACGAATGGCGTCGGGCCTAAGCTGG1
508 CHIP4421 STM/STY STM0534 STY0582 ATGTCTTCCCGCAATAATCCGTTATAGCGTCCCCCGCGGATGTCTTCCCGCAATAATCCGGCGCGTGTCGCCATCGTGATGGGGTCCAAAAGCGACTGGGCTACCATGCAATTCGCCGCCGAAATTTTTGAAATTCTGGATGTCCCGCACCATGTAGAAGTGGTTTCCGCTCATCGCACCCCCGATAAACTGTTCAGCTTCGCCGAAACGGCGGAAGAGAACGGATATCAAGTGATTATTGCCGGCGCGGGCGGCGCGGCGCACCTGCCGGGAATGATTGCGGCAAAAACGCTGG1
509 CHIP4445 STM/STY STM0580 STY0622 ATGGCTCGTCCGAAGAGTGTTATTGCTCCTCGCGAGTCAGTGGCTCGTCCGAAGAGTGAAGACAAAAAACAAGCATTACTGGAAGCGGCAACCCAGGCGATAGCGCAATCCGGTATCGCCGCCTCAACGGCGGTGATTGCGCGTAACGCAGGTGTTGCAGAAGGAACATTGTTTCGCTATTTCGCGACCAAAGATGAGCTGATTAACACGTTGTATTTGCATTTAAAGCAGGATCTCTGCCAGTCAATGATAATGGAGCTGGATCGATCCATTACCGATGCCAAAATGATGACTC1



510 CHIP1201 STM/STY STM1654 STY1412 ATGCAAGAAATTCAAAAGAATACAAAGATTATTTCACTTCGATAACATCAAGCCATGCAAGAAATTCAAAAGAATACAAAGAAAGAGCAATACAACCTCAACAAGTTGCAAAAGCGCCTGCGCCGTAACGTTGGCGAAGCGATTGCCGATTTTAATATGATTGAAGAAGGCGATCGCATTATGGTTTGCCTTTCTGGCGGCAAAGATAGCTATACGATGCTGGAAATTTTACGTAATTTGCAGCAAAGCGCCCCGATCAATTTTTCACTGGTCGCCGTCAACCTCGATCAAAAGCAGCCAGGTTTCCCGG1
511 CHIP1195 STM/STY STM1583 STY1482 ATGCCATATACATCAGTTTCTACCTATGCTTAATAATTGTCCAAATAGTTATGGTAGCGATGCCATATACATCAGTTTCTACCTATGCCAGAGCTTTATCAGGAAATAAGCTACCTCATGTTGCTGCAGGAGATTATGAAAATAAATTATCAACAAAAATCATGAAAGGCATCTTGTATGTGCTTACCGCAGGACTGGCCTACGGATTTACGCGAGTAATTGAACATTATTGTAATGTTACGCCTAAAGTTGCGGAGTTCTGTGCCAATGCAGGGAATATCCATAATCACCTTGCTGATGCTGTACGTGATGGAC1
512 CHIP4479 STM/STY STM0343 STY0376 ATGTTGTTTATTGCCGTTCCACTTATTCAGCCACCAGATCGCATGTTGTTTATTGCCGTTCCACTGATCGTAATGATATTGGTGGGGTTACTCGCGGGTATCTTCCAGCTAAAACGAGATATCGCCGTCAGCGCCAATACGCTGCTGCGGTTTAGCGCGGATATATCCGCCGCCTCCTGGCAAGTCGCCGGAAAAGCCGCCAGACTGGCTGAGAGTTCCTGCACTGACACGCTGAAAGAACTGTCCAGAACGCGGGCCTTCACTCCTTATGTCCGTGACATTGGATTTCTGGAAAATG1
513 CHIP2871 STM/STY STM1769 STY1283 ATGCAAAATATCGTCATTATCGCTTTAAAATGTCAGCACTTTGTCCGATGCAAAATATCGTCATTATCGCTAACGGCGCCGCCTACGGCAGCGAATCATTATTTAATAGCCTGCGTCTGGCCATTGCGCTGCGCGAGCAGGAAAGCCATCTCGATTTACGCCTGTTTTTGATGTCAGATGCCGTAACCGCAGGGTTACGCGGTCAAAAACCAGCCGAAGGCTACAATATTCAGCAAATGCTGGAAATTCTGACCGCGCAAAACGTACCGGTAAAATTATGCAAAACCTGTGCGGACGGACGTG1
514 CHIP2791 STM/STY STM1606 STY1458 ATGCGTCTGTTATCACTGCCGTTAGCCAGACAACGATGGGCATGCGTCTGTTATCACTGCCGTTACCTACTGTATTATCTGGTCTGGTCGCCGTTCTGGTCGGCTATGCGAGTTCCGCCGCCATTATCTGGCAGGCGGCGCTTGCCGCTGGCGCAACACCCGCAGAGATCGCCGGCTGGATGACCGCCCTCGGTATAGCCATGGGCATAAGCACACTAACGTTAACCTTGTGGTATCGTGCGCCGGTTTTAACCGCCTGGTCAACGCCTGGCGCCGCTCTGTTGGTAACAGGGCTTC1
515 CHIP2919 STM specificSTM1871 ATGGCGCTTATTGAAAAACTAAAAGGTTAGAGCATCACGTAAGCTTTATTATCGGTGGCGCTTATTGAAAAACTAAAAGGAACGGACTCATTCACTGTGTCCGCATGGATTGATCGCTATGAGGTTTTATTACAGCGCCGGAATCTGTCGGTTAATACCTACAAGATTCGCAGTAATCAATTAGCGACCGTACGCGAAAAAATGGGAGAAATAATACTGGCAGAAGTAACAACCCGGCACATTGCCAAGTTTCTTGAGTCGTGGATAACCGAGGGAAAAAACACTATGGCGGGAGCAATGAGATCAGTTC1
516 CHIP2935 STM/STY STM1898 STY2106 ATGTCGATTATTCTCGGTATTGACCTTAGCGCAACCTTCCCCGGTGTCGATTATTCTCGGTATTGACCCCGGCTCGCGCATTACCGGTTATGGCGTTATCCGCCAGGTAGGCAGACAACTGACCTATCTGGGCAGCGGATGTATTCGCACCAAAGTCGATGATTTGCCGTCTCGTTTGAAGCTCATATACGCAGGCGTGACGGAAATCATCACGCAGTTCCAGCCGGACTATTTTGCTATCGAACAAGTGTTTATGGCGAAGAACGCCGATTCAGCCCTCAAGCTGGGACAGGCGCGCG1
517 CHIP2553 STM/STY STM3802 STY3977 ATGGAAAACATACAAAAGCTCATCGTTAGCGTCCTTTTGCCAGGATGGAAAACATACAAAAGCTCATCGCCCGGTATCCTTTGGTCGAGGATCTGGTCGCCCTCAAAGAAACCACCTGGTTTAACCCGGGCGCCACCTCTCTTGCACAAGGTCTACCGTATGTCGGCCTGACGGAGCAGGACGTAAACGCCGCCCATGACCGTCTGGCGCGCTTTGCGCCGTATCTGGCGAAAGCGTTTCCGCAAACCGCCGCCGCTGGCGGCATGATCGAATCTGACGTGGTCGCTATTCCGGCCATGC1
518 CHIP4210 STM/STY STM2987 STY3127 ATGTCAGTGGTGATAAGTGATGCCTTATTCTTGTCGCGCCGCATGTCAGTGGTGATAAGTGATGCCTGGCGCCAACGCTTTGGCGGCACCGCGCGTCTGTACGGTGAAAAAGCGCTGCAGCGGTTTGCTGAGGCGCATATCTGCGTCGTAGGAATCGGCGGGGTGGGATCATGGGCGGCAGAGGCGCTGGCGCGTACGGGCATCGGCGCGATTACGCTGATTGATATGGACGATGTCTGCGTGACCAATACGAACCGTCAGATCCATGCGTTGCGTGATAACGTCGGGTTGGCGAAAG1
519 CHIP4322 STM specificSTM2705 ATGGTATACCGTACAAGGGGGATTATTGTGGTAATGCAGGCCAGTGGTATACCGTACAAGGGGGAACGGCATAATGAAAAAATATCAGAATATCAAAAATTTCAGACTTATTGACGACCCCGTAAGCAGGGGTAAAACTCAGGCCGAAATAAATATAGGTGCATATTTCCTGGAATCGGAAGACGGGCAGGACTGGTATGAATGTCAGTCATTATTTTCTGATGATACTGCAAAAATTATGTACGATCCTGAAGGGGTTATCTGGGGTGTTGTTAATCATCCAGTCCCGCAACGTGGAA1
520 CHIP4250 STM specificSTM3084 ATGTTTACACTACCCTCAAGTGGAGTTAGGTGGCGAAGAAAAAATCTTGTTTACACTACCCTCAAGTGGAGCAATTGCTGTCTACATAGGTATGTGCATGGAACAAATTTTAACCAAGCGGCGCTATTTTGATATAGGGCTGCAAATAGAAGAACTACTCTATTCAGGGGTATTTAAAGCTGGCGAGCGACTTCCGGCGGAGAGAGAACTCAGCGAGCGTTTTCAAACCAGCCGCACGACGATTCGTGAGGCGATTATTATGCTTGAGCTGAAGGGAGTGGTAGAGGTTAAGCAAGGCGCAG1
521 CHIP4274 STM/STY STM3133 STY3303 ATGCCACGTAATTTTACTGTTTCAGCTTATTTAATGTGTGATGGCCAGATATTATATATGATGCCACGTAATTTTACTGTTTCAGCCTGTCAGTATATTGTTACCGAAATAAACACTTTTGAAGATTTCATAACAAAGGTAAGGATACTTCTTAATAAAAGTCAGGGAGCTGATGTCGTTATCTTCCCGGAGCTATTTACCATTGAGCTATTTACACTATTGAAAAAATGGCAAGAAAGACCCATTTCACACCTTACTTTAATTGATCAGTTCACGGATGCCTATAAGCAGCTTTTTCAACAGGAAGCGAAAGAAA1
522 CHIP4578 STM/STY STM3914 STY3640 ATGTGGCGACCGATGTCGTTAACCTGAACGACGACGATTACGTTGTGGCGACCGATGTCGGCGCGCGGGTTGCATATCCCCGCCGTAACGCACGTCTTTAACTACGATCTGCCAGACGATTGTGAAGACTATGTTCACCGTATCGGTCGTACCGGTCGCGCTGGCGCCAGCGGACATTCCATCAGCCTGGCTTGCGAAGAGTATGCGCTGAATCTGCCCGCCATTGAGAGCTATATCGGCCACTCGATTCCGGTCAGCAAATACAATCCGGAAGCGCTCATGAACGATCTGCCCAAGC1
523 CHIP2500 STM/STY STM3661 STY4137 ATGCAGGCTTATTTTGACCAACTTTATTTATCAAACAGATAACGGTTAACCAGATGCAGGCTTATTTTGACCAACTCGATCGTGTTCGCTATGAAGGCCCTCAATCGACTAACCCGCTGGCATTTCGTCATTACAATCCCGACGAGCTGGTTTTAGGTAAACGTATGGAAGATCACCTGCGTTTCGCGGCCTGTTACTGGCATACCTTCTGCTGGAACGGCGCGGATATGTTTGGTGTAGGCGCGTTTAATCGTCCGTGGCAGCAACCGGGCGAAGCGCTGGAGCTGGCGAAACGCAAAGCGGATGTGG1
524 CHIP4636 STM/STY STM1186 STY1226a ATGGTCGCCAACCTCACGTTAAAGCGATTGGCTCACGCCGCGTCGCCAACCTCACGGTTATCGTCAGCTCAAAGAGGCGCAGAGTGTCGGTTGCCTGTATTTCATACGGAAACACAGCGCAATTATCAGGGAAGCAGCCTGGGCATTACTCTCCAGAGAAGATCCTATCTACCGGTAAGGACTGCAACCCGCAGCCCGCTAACTGTCTGAAAAATCAATACGTCTTACGCCATTGCTGCGTTGATGATCGGTCAGACAAAATGGGTTATTCCGCTAAACTTTTTGTTTTAACAA1
525 CHIP4197 STM/STY STM2968 STY3107 ATGTCTTCTTATGAAAACCATCAGGCTTACTGTCGCGCCAGCCTATGTCTTCTTATGAAAACCATCAGGCTCTTGATGGCCTGACTCTCGGAAAATCAACGGATTACCGGGACAATTATGACGTCAGCCTGCTGCAGGGCGTACCGCGCAGTTTGAATCGTGACCCGCTCGGATTAACAGCCGATAATTTGCCGTTCCACGGCGCGGATATCTGGACGTTGTATGAACTTTCCTGGCTTAACAGCCAGGGTCTTCCGCAGGTCGCCGTCGGGCATGTCGAACTGGATTACACCAGCGTTA1
526 CHIP4309 STM/STY STM2687 STY2873 ATGGTATTATTTACACGATTTATGTTGATGGTTATCCGGCACGGTAAACCGTGGTATTATTTACACGATTTATGTTGATGGGAATTGCTATGCCTCAGATTAGTCGGACTGCTTTAGTCCCCTACAGTGCGGAACAGATGTATCAGTTAGTGAATGACGTGCAATCGTATCCCCAGTTTTTGCCTGGGTGTGTTGGTAGTCGCGTCCTGGAGTCATCGCCAGCACAGATGACGGCGGCTGTTGACGTGTCGAAGGCGGGTATCAGCAAGACGTTTACGACGCGTAATCAGCTAACGCGTAACCAGA1
527 CHIP4237 STM/STY STM3053 STY3209 ATGACACAGACGTTAAGCCAGCTTACTGGTAGTCGCTAATCGGTACGATGACACAGACGTTAAGCCAGCTTGAAAACCGCGGCGCTTTCATTGAACGCCACATCGGACCGGACGCCGCACAGCAACAAGAGATGCTGAATGCGGTTGGCGCCGAGTCGTTAAACGCGCTGACAGGTCAGATTGTGCCGAAAGACATTCAGCTCGCGACTCCGCCGCAGGTTGGAGAGGCGGCAACCGAATATGCCGCACTGGCGGAATTAAAAGCCATCGCCGGGCGTAACAAGCGCTTCACGTCGTACATTG1
528 CHIP4261 STM/STY STM3106 STY3259 ATGGAGTTTTTCAGGAAAACGGTTAATACTGATTGAACATCGTCTGGAATGGAGTTTTTCAGGAAAACGGCATTAGCTGCTCTGGTAATGGGTTTCAGCGGCGCAGCGTTCGCTTTACCGAATATCACCATCTTAGCGACCGGCGGAACGATCGCTGGCGGTGGTGATTCAGCAACAAAATCAAATTATACGGCAGGTAAAGTCGGCGTCGAAAATCTGGTGGATGCCGTTCCTCAATTGAAGGACATTGCGGTAGTGAAAGGCGAGCAGGTCGTTAACATTGGCTCGCAGGATATGAACGATG1
529 CHIP4599 STM/STY STM4131 STY3743 ATGGCTACCAAACTGCAGGATTAAACCGGCAGTTTTTCGAGATGGCTACCAAACTGCAGGACGAGAATACACCTTGTCTGGCAGCTACACCTTCTGAACCACGTCCCACCGTGCTGGTATTTGATTCCGGCGTCGGTGGATTGTCGGTCTATGATGAGATTCGGCGGCTCCTGCCGGATCTCCACTATATATATGCTTTCGATAACGTGGCTTTCCCCTACGGGGAAAAGAGTGAAACGTTTATCGTCGAGCGCGTTGTCGAGATTGTGACTGCGGTACAGCAGCGCTATCCCCTTT1
530 CHIP4615 STM/STY STM3109 STY3264 ATGAAAAACGACGTCATTTCACCTTATTTCACCCTCTCGAACATTAAGTCATGAAAAACGACGTCATTTCACCGGAATTTGATGAAAACGGTCGCCCGCTGCGCCGTATTCGTAGTTTTGTTCGTCGCCAGGGGCGACTGACAAAGGGGCAAGAGCACGCGCTGGAAAACTACTGGCCGGTGATGGGCGTCGAGTTCAGCGAAGCGCCGGTAGATTTCGCCACGTTGTTTGGTCGCGAAGCGCCGGTGACGCTGGAGATTGGTTTTGGCATGGGGGCGTCTCTCGTGGCGATGGCGAAAGCGCGCC1
531 CHIP4631 STM/STY STM0618 STY0667 ATGTCTTTATCCAAAGATAATATATGGAAGTTGTTAATTCCACATTGCCAAAATCGATGTCTTTATCCAAAGATAATATATGGAAGTTGTTGGCCCCATTAGTGGTGATGGGCGTCATGTTGTTAATTCCTGTTCCAGATGGTATGCCGCCGCAGGCCTGGCACTATTTTGCGGTTTTCGTCGCGATGATTGTCGGTATGATCCTGGAGCCGATCCCGGCGACAGCGATCAGTTTTATCGCCGTAACCATTTGCGTTATCGGCAGCAATTACCTGCTATTTGACGCTTCAGAACTGGCCGATCCGGCGTTTA1
532 CHIP4647 STM/STY STY2447 ATGCCCTCAGACATTCCGATTAATCCGCGCGCCCCATCTGCCCTCAGACATTCCGAAGACAAGGCTGGAAACAGAAGGGACAACACAGCACACTTCCCCCCTCCGGGCGACATGCCATCGCGTATTCTCGTTGAACGCGGGGCGGAAAGCGGGCGAACAGTATCACCTTTTTTGCACCAGCAAAAGTGACAATTCCACTTGCCTGGATGGCCCGGCGCGAGTAGTTTTACGCGATATTTTAGATAATCTCTACAACAGGATCTCCTCGATGCCAAGAGCGAACGAAATCAAAA0
533 CHIP1604 STM/STY STM2797 STY2917 ATGACAGAGCTTGAACAACTTCAGGTTATGGACAATAGAGATTCTTTAACGTGGATGACAGAGCTTGAACAACTTCAGGCCAGCGCAGAACAGGCGGCGGCCCTGCTCAAAGCGATGAGCCACCCAAAAAGATTACTGATTTTATGTATGCTTTGCGGTTCGCCAAAAACCAGCGCAGGCGAACTGGCGCGCATTACCGGGCTAAGCCCCTCCGCGACGTCGCAACATCTGGCGCGGATGCGGGAAGAAGGGCTGATTGATAGTCAACGCGATGCCCAGCGCATTCACTATTTCATTAAAAATGAGGCGG1
534 CHIP4504 STM/STY STM1691 STY1370 ATGGCTGAATTTAAAGATAACCTGCTTTAAAGCTGATGCTTTTTAAGCAAGGATGGCTGAATTTAAAGATAACCTGCTCGGCGAGGCAAACCGTTTTCTTGAAGTACTGGAACAAGTCTCCCGGCTCGCGCCGCTGGATAAGCCAGTGCTGATTATTGGCGAACGCGGGACGGGTAAAGAACTTATCGCCAATCGACTGCATTATCTCTCTTCACGCTGGCAGGGGCCGCTTATCTCGCTTAACTGCGCGGCGCTTAACGAAAATCTGCTGGACTCCGAACTGTTTGGCCATGAAGCGGGCGCTTTTA1
535 CHIP1981 STM/STY STM3039 STY3195 ATGACTGAGGAACATGTCGTTTTATTGTTAACGCTGGCAGTAATTGAGCATGACTGAGGAACATGTCGTTTTATTGGATGAGCAGGATAAGCCTTCCGGCACACTGGAAAAGTATGCGGCTCATACGCTTAATACGCCTTTGCATCTGGCTTTCTCCTGCTGGCTATTTAACGAAGATGGTCAGTTGCTGGTAACACGACGGTCGCTGAGCAAGAAAGCCTGGCCAGGCGTGTGGACGAATTCGGTTTGCGGTCATCCGCAACAAGGCGAAACCACCGAAGAGGCGATCATCCGCCGTTGTCGGT1
536 CHIP4490 STM/STY STM0365 STY0397 ATGGAGCCGTTTCATGCCTTAGCGGTGCGTCACGCCATGGAGCCGTTTCATGCCGTTGTGCTTACCGTCAGTCTGTTTGTGTTAACCTTTTTTAATCCCGGCGCGAATCTGTTTGTGGTGGTGCAAACCAGCCTCGCATCAGGACGCCGGGCGGGAGTCATCACCGGCCTGGGCGTCGCCACGGGAGACGCCTTTTATTCCGGGCTGGGGCTTTTCGGTCTGGCGACGCTCATTACGCAATGCGAAGCGGTATTTTCTCTTATCAAAATTGTCGGCGGCGCCTATTTATTAT1
537 CHIP4514 STM/STY STM3653 STY4148 ATGAAAATCAGAAGGTTCAGTAATGGGTTATTTCGCCAAACATTTCCTCAATGAAAATCAGAAGGTTCAGTAATGGGGATGAAATATCGTTATTCAGAGTTTTTTTCTCATCTGTACATACGATCGCATCACACTACTACACACGTGAACAAATTGATGCTTGGGCCCCAGCAGATATCGACCTGGAGCGATGGGCCAATCACATTAAGGAATTACAACCTTTTGTTGTAGAGCTGGATGGTGAAATAGCTGGATATGCAGATGTTCAACCAAATGGATACATTGATCATTTCTTTGTATCAGGAA1
538 CHIP4530 STM/STY STM2202 STY2437 ATGACAGAACTCACCTTGCAGAATTATGCGATAAGGCTATGGATTAGGATGACAGAACTCACCTTGCAGAATCATTGTCGTACAATGTGGCATTTTATACCGGGGCTCGCTCTGAGCGCCGTCATTACAGGAGTCGCCCTGTGGGGCGGCGCTATCCCTGCCGTTGCAGGCGCGGGGTTCAGCGCCCTGACCCTGGCTATCCTGCTGGGTATGGTTATCGGGAATACCATCTATCCACAAATATGGAAACAATGCGACGGCGGCGTGCTGTTTGCAAAACAACATCTGCTGCGTTTAGGGATTA1
539 CHIP4546 STM specificSTM2237 ATGCCTCATAACCCAAATACCTGTTAGATTGTGGTTTTGGCTGGCATGCCTCATAACCCAAATACCTGGCCTGATTTACTTGAATTGTTACAGAGCTGGTGGCGTGGAGACACACCGCTGGGCGCAGTCATTATGTCGATTGTTATGGCTGGTTTGCGCATCGCCTATTTTGGCAGTGGTGGCGGCTGGAAGCGAAAAATGCTCGAGATTTTGCTCTGTGGCGCTCTGACACTGACCTTTGCATCTGCTCTTGAGTATGTCGGATGGATGAGCCGCAACGAAGCACGCGCGTTTGAGGACA1
540 CHIP4562 STM/STY STM2159 STY2389 ATGTACGAGTTTAATCTGGTGTTGCTTTATGCGTCCTCCTCCAGATGTACGAGTTTAATCTGGTGTTGCTGCTGCTTCAGCAGATGTGCGTGTTTCTGGTCATTGCGTGGCTAATGAGTAAAACGCGCCTGTTCATCCCGCTTATGCAGGTCACGGTTCGTCTGCCGCACAAGCTTCTGTGTTACGTCACGTTTTCTATCTTCTGCATCATGGGCACTTATTTTGGGCTGCATATCGAAGATTCGATTGCCAATACCCGCGCAATTGGCGCGGTGATGGGCGGCCTACTCGGCGGGCCGG1
541 CHIP4524 STM/STY STM2194 STY2428 ATGGAAATGCTCGAAGAGCATTATCGGCCAGGCGGTTTGATGGAAATGCTCGAAGAGCACCGATGTTTTGGCGGCTGGCAGCAGCGCTGGCGTCATCATGCCGCCACGCTAAACTGCGCCATGACATTCAGCATTTTTCTTCCGCCGACTCAGGATAATGAACCGCCTCCGGTACTGTACTGGTTGTCTGGGTTGACCTGCAATGATGAGAACTTTACCACCAAAGCAGGCGCGCAGCGTATCGCAGCAGAACTGGGCATTGTATTGGTGATGCCGGATACCAGTCCACGCGGTG1
542 CHIP1664 STM/STY STM2106 STY2318 ATGAAGATCCTGGTCTATGGCATTATCCCCGAATATCTGCAATGAAGATCCTGGTCTATGGCATTAACTATTCGCCGGAACTGACCGGTATCGGCAAATATACCGGCGAAATGGTGGCGTGGATGGCGCAGGAAGGCCATGAGGTGCGGGTCATTACTGCGCCGCCGTACTACCCGCAGTGGAAGGTCGGTGAGCGCTATTCCGCCTGGCGCTATCGCCGGGAAGAGGGCGAGGCTACCGTCTGGCGCTGCCCGCTGTATGTGCCGAAACAGCCCTCCACCTTAAAACGACTGCTTC1
543 CHIP4564 STM/STY STM2164 STY2394 ATGAGTGATGCTGCCAAAAAAATCTTAATCATCGGTTGCTCCCGTGAGTGATGCTGCCAAAAAAATCACGGTTAATCGTGTGCTGTTGCTGTTGGTTGTTCTGACCTTGCTTGCTGTCGCGCTGCCTTTCATTAATTACGCCCCGAATCGTCTGGTGAGCGGCGAGGGGCGCCAGTTATGGGAGATCTGGCCGGCGACCATCTGGATGCTGACTGGCGCGGGATGCGCGCTGTTTACGCTGTGCTTTGTACCCGGTAAACGCGGTAGCGTACTGACGCTGATGATGGCGCAGACGCTTT1
544 CHIP2088 STM/STY STM3694 STY4102 ATGATTATTTCAGCAGCCAGCGTTAGGCGGCATCGCCTTTGATGATTATTTCAGCAGCCAGCGATTATCGCGCCGCAGCTCAGCGCACGTTGCCTCCTTTCCTCTTCCACTACATCGACGGCGGCGCGTATGCGGAATATACCCTGCGCCGAAATGTGGAAGACCTGTCGCAAGTCGCTCTGCGCCAGCGCGTGCTGAAAAATATGTCCGATTTAAGCCTGGAAACGACCCTGTTTAACGAAACGTTGTCGATGCCGGTGGCATTAGCGCCGGTAGGCCTGTGCGGCATGTACGCCC1
545 CHIP1920 STM/STY STM3440 STY4358 ATGATTGGTTTAGTCGGTAAAAAAGTGTTACGCCTTCACAGCTGGTTATGATTGGTTTAGTCGGTAAAAAAGTGGGTATGACCCGCATCTTCACTGAAGATGGCGTCTCTATCCCAGTAACCGTAATCGAAGTTGAAGCAAACCGTGTTACTCAGGTTAAAGACCTGGCTAACGATGGCTACCGCGCTGTTCAGGTTACTACGGGTGCTAAAAAAGCTAACCGTGTCACCAAGCCGGAAGCGGGTCACTTTGCTAAAGCTGGCGTAGAAGCTGGCCGTGGTCTGTGGGAATTCCGTCTGGCTG1
546 CHIP1936 STM/STY STM4358 STY4715 ATGATTTATCGCATCAAAAATGCCTTAATTCGCGGCGGTTATGATGATTTATCGCATCAAAAATGCCGTAATAGCAGCCTTAATCCTGCTGTGCGCGCAGGCGGGCGCCGCCAGTCTCTCTGATATTCAGGTGTCCAACGGCGAGCAGCAGGCGCGCATTACGCTGAGTTTTATCGGCGAGCCGGAATATGCTTACTCACAGGACGGTAAACGGACTGTGGCGCTGGATATCAGGCAGACCGGCGTGATTCAGGGGCTGCCGCTTCAGTTTAGCGGTAACAATCTGGTAAAAACGATCC1
547 CHIP1914 STM/STY STM3433 STY4365 ATGTTACAACCAAAGCGTACAAAATTCTTACATCACCGTCTTAGTTACAAAGGTGATGTTACAACCAAAGCGTACAAAATTCCGTAAAATGCACAAAGGCCGCAACCGTGGTCTGGCTGCAGGCGCGGATGTTAGCTTCGGCAGCTTCGGCCTGAAAGCTGTTGGCCGTGGTCGTCTGACTGCCCGTCAGATCGAAGCACGACGTCGTGCTATGACCCGTGCAGTTAAGCGTCAAGGTAAGATCTGGATCCGTGTATTCCCGGACAAACCGATCACTGAAAACGCGCTGGCAGTGCGTATGGGTAAAGGTA1
548 CHIP1930 STM/STY STM3038 STY3194 ATGGTTTTGAGCGCAGGATTAGCACTTCGGTTTACTCCCATGGTTTTGAGCGCAGGACGCCTGAACAAAAATAGCCTGGGTATTGCGGTGCTGTTATGCACAGGGCTGCTGCTGGCGGGGTGTTCCAGTAATTCCGGCTCAGGAACGTATTCCGGCTCCGTCTATACCGTTAAGCGCGGCGATACGTTGTATCGTATATCGCGCGCTACGGGAACCAGCGTGAAAGAACTGGCCCGACTGAATGGCATTTCTCCGCCTTATACTATTGAGGTGGGGCAGCGAATTAAAGTGCGCG1
549 CHIP1946 STM/STY STM4380 STY4736 ATGATAGCGATTGAAACACGACATTAAAGATGCTGTCGGAAAAACGATGATAGCGATTGAAACACGACAATTAGCCGGAGGCGTCGTACTACATGCCTTCCCGGAAGGGAAACGCGCCGTGCCGCTTCCCTGTGTGGTGTTCTATCATGGCTTCACCTCCTCCAGCCTGGTTTATAGTTATTTTGCCGTTGCCCTGGCACAGGCAGGATTCCGGGTAGTCATGCCGGATGCGCCGGAGCATGGCGCTCGCTTCGGCGGCGACTCACAGGGACGAATACACCGATTCTGGCAGATTCTGCACC1
550 CHIP1970 STM/STY STM4548 STY4901 ATGGAAAACAGAATCAGCAAGAGATTATACCCGATGCTGGAGCGATGGAAAACAGAATCAGCAAGAGAAATGTTGCGCTCGTAGAAAAATGCGTGATGAGCACCATTGGTATTAAAGGGCTATTTGATGCAATGCCGGATTGCCGACATACGCTTCATATTTTTTCAAAACCATCCGCGTTTTATAAGGCTGCGCTAACGACGCCGTTTTCTGCCGTTATTTTTTCTCTTTCTGCGTTAAGAACTGAACGCCGGACAGGATTATCCAGCCTGACGGAACTGGCGATAAATTATCCCCATA1
551 CHIP1986 STM/STY STM4333 STY4693 ATGGCGCATATTGTAACCCTAAATACTTAGCACTGCCGAAGCTGTAAATCATGGCGCATATTGTAACCCTAAATACCCCATTGCGAGAAGATTGGTTAGCGCAACTTGCCGATGTTGTGACCAATCCCGACGAACTGCTGCATCTTTTACAGATTGAAGCTGATGAAAACCTCCGGGCAGGACAGGACGCCAGGCGCTTGTTTGCCCTCCGCGTGCCGCGCGCTTTTATTGCGCGCATGGAGAAGGGCAACCCTGACGATCCTCTTTTACGTCAAGTGCTGACGTCCCGGGATGAATTTATTGTCG1
552 CHIP1635 STM/STY STM2156 STY2385 ATGAAAATTTCTGGCAAGTTATTGTCCTTATTTCGCTTCTTTAAAACCAGCAATGAAAATTTCTGGCAAGTTATTGTCCGCGGCTTTGGCTTCCGTACTGGTGTTCTCTCTTGCTGGCTGTGGCGATAAAGAAGAATCAAAGACCTTTAACGCAAACCTGGCGGGGACAGAAATTTCAATTACTTACACCTATAAAGGTGACAAAATCATTAAGCAGACGTCTGAAAGTAAAATCAGCTATGCCACTGTAGGCGCTAAAACGAAAGAAGATGCCGCCAAAATTCTCGATCCGCTGAGCGCGAAATATA1
553 CHIP0346 STM/STY STM0666 STY0711 ATGGCATTTGCCTCGTTAATTGTTATTTCCGTCGTTGTCGCAATGGCATTTGCCTCGTTAATTGAACGCCAGCGTATTCGCCTGCTGCTGGCGTTATTATTCGGCGCCTGCGGAACACTGGCTTTCTCTCCGTATGACGTCTGGCCCGCAGCGATAGTGTCGCTTATCGGGCTGCAGGCCTTAACGTTTAATCGCCGCCCGCTCCAGTCTGCCGCCATCGGCTATTGCTGGGGACTCGGACTTTTCGGTAGCGGGATTAACTGGGTTTATGTCAGTATCGCGCAGTTTGGCGGCATGC1
554 CHIP2253 STM/STY STM3092 STY3245 ATGAAAACCCCTCGTCTCCCTTACCCGGCGACCAGTGGATGAAAACCCCTCGTCTCCCTATCGCTATCCAGCAGGCCGTGATGCGTCGTCTGCGGGAAAATCTCGCCCAGGCGAACCTCAAGCTCGATAGACATTATCCGGAGCCGAAACTGGTGTATACGCAACGCGGCACCTCGGCGGGCACCGCCTGGCTGGAGAGCTACGAAATCCGCCTCAACCCGGTGTTACTGCTGGAAAACATCGACACCTTTATAGCAGAGGTCGTGCCGCATGAACTGGCGCATCTGTTGGTGT1
555 CHIP2269 STM/STY STM1075 STY1097 ATGGAACTGAAAGCAACTTCTCTTGTTAGGGCTTCCTCGCCACATGGAACTGAAAGCAACTTCTCTTGGAAAACGTCTGGCGCAACACCCGTATGATCGTGCCGAGATCCTCAACGCTGGGGTGAAAGTGTCTGGCGACAGGCATGAATATCTTATTCCATTCAATCAGTTATTGGCGATTCACTGTAAGCGTGGGCTGGTATGGGGCGAGCTGGAGTTTGTCCTGCCGGAGGATAAAGTCGTGCGTTTGCACGGTACCGAGTGGTCGGAAACCCAGCAATTCCATCGCTATCTGGACG1
556 CHIP3361 STM/STY STM0781 STY0814 ATGGCGCATTCCTGGTTACTTACTTCGTCGTAAATCCATAACGTTATGGCGCATTCCTGGTTACGCCTGGTCGCAGGGGCAACATTATCTTTCGTCATCGCCGGTCATGCGCTGGCGGATGAAGGCAAGATCACCGTATTTGCCGCCGCGTCGCTAACGAACGCGATGCAAGACATTGCGGCAGAATATAAAAAAGAGAAAAATGTGGATGTGGTCTCCTCATTCGCCTCCTCTTCAACGCTGGCGCGCCAGATAGAAGCGGGCGCGCCGGCGGATCTCTTCATCTCTGCTGATCAGAAAT1
557 CHIP3409 STM/STY STM0849 STY0888 ATGACGCAATTTATTACGCATAAATGTTACTTCAAATCCGCATCGTCAATGACGCAATTTATTACGCATAAATGGCTGGCGGCGCTGGGACTGGCCTCATCCATTGCGGCTTTTCCGGCCCTGGCGGCCAAAGATGTGGTGGTGGCGGTAGGGTCTAATTTCACCACGCTCGATCCGTATGACGCCAACGATACACTCTCGCAGGCGGTGGCGAAGTCATTTTATCAGGGGCTGTTTGGCCTGGATAAAGACATGAAGGTAAAAAACGTCCTGGCGGAAGGCTATACCGTTTCTGATGACGGTC1
558 CHIP2198 STM/STY STM3323 STY3502 ATGGTACTGATGATCGTCAGCGTTATGTTTTGCGTTTTTCCAGATGGTACTGATGATCGTCAGCGGGCGTTCCGGATCAGGTAAATCTGTCGCTCTGCGCGCGCTGGAAGATATGGGATTTTACTGCGTGGATAACCTCCCCGTCGTGCTGTTGCCCGATCTGGCGCGAACGCTGGCCGATCGCCAGATTTCCGCCGCCGTCAGCATTGATGTGCGCAATATGCCTGAATCACCTGAGATTTTTGAACAGGCGATGAATAATCTGCCTGGTGCTTTCTCGCCGCAATTGCTGTTTCTTG1
559 CHIP3364 STM/STY STM0786 STY0819 ATGAATACATTATCGGTTTCCCGTTACTGCTTAGGTTCCGCCAGTGAATACATTATCGGTTTCCCGTCTGGCGCTGGCACTGGCTTTTGGCGTGACGCTGAGCGCCTGTAGCTCTACGCCACCCGATCAGATCCCTTCCGATCAAACCGCGCCTGGCACCGCCTCGCGCCCAATTCTGTCGGCAAATGAAGCGAAAAACTTCGTTGCGGCGCGCTATTTTGCCTCCCTGACGCCGAATACCGCCCCGTGGTCGCCGTCGCCGATTACCCTGCCCGCACAGCCTGACTTTGTGGTGGGGC1
560 CHIP3396 STM/STY STM0826 STY0863 ATGTCCGCCCAGAAACCGTTAGCGTTTACGGGTGATAAAACGATGTCCGCCCAGAAACCGGGGTTACACCCGCGCAACCGCCATCAACACCGTTATGATCTCGCCGCACTGTGTCAGACCACGCCGGAATTGACGTCCTTTCTTATCCGCACGCCCGCCGGTGAACAGAGCGTTGATTTTGCTAATCCGCAAGCGGTAAAAGCGCTCAATAAGGCATTGCTGGCGCATTTTTATGCCGTCACACACTGGGACATTCCGCCAGGGTTTTTATGTCCGCCGGTGCCTGGTCGTGCGGATT1
561 CHIP2185 STM/STY STM3054 STY3210 ATGAGCAACGTACCCGCATTATTCGTCTTCTAACAATGCCTCAATGAGCAACGTACCCGCAGAACTGAAATACAGCAAAGAACACGAATGGCTGCGTAAAGAAGCGGATGGCACTTACACCGTTGGCATTACTGAACACGCTCAGGAGCTGTTGGGCGATATGGTTTTTGTTGATCTGCCGGAAGTCGGCGCGACCGTAAGCGCGGGCGACGACTGCGCCGTGGCGGAGTCCGTAAAAGCGGCGTCCGACATTTATGCGCCGGTAAGCGGCGAGATCGTGGCGGTAAACGATGCGCTGA1



562 CHIP0318 STM/STY STM0263 STY0284 ATGCTTAAACAGGTAGAAATTTTCACCTTAAGCTTCCGCCTGGTAGCATGCTTAAACAGGTAGAAATTTTCACCGATGGCTCTTGCCTGGGGAATCCAGGGCCTGGTGGTTATGGCGCTATCTTACGCTATCGCGGTCATGAAAAAACGTTTAGTGAAGGTTACACGCTGACCACCAATAACCGTATGGAACTGATGGCGGCGATCGTCGCGCTTGAAGCGTTAAAAGAACATTGCGAAGTAACATTGAGCACCGACAGCCAATATGTGCGGCAAGGAATTACCCAATGGATTCATAACTGGA1
563 CHIP2225 STM/STY STM3223 STY3403 ATGATACGTTTCGCTGTAATTGGGTTACGCAGTAAGGGGATGGGATGATACGTTTCGCTGTAATTGGGACTAACTGGATCACGCGCCAGTTTGTCGACGCCGCCCATGAAACCGGCAAATTCAGGCTCGCCGCCGTTTACTCCCGTAGTCTTGAACAGGCGCAGTCTTTCGCAAATGATTATCCCGTCGAGCATCTGTTTACCTCGCTGGAAGCGATGGCGCAAAGCGACGCGATTGAGGCGGTTTATATCGCCAGCCCGAATTCCCTGCATTTCTCCCAGACGCAGCGCTTTTTGCAGC1
564 CHIP0358 STM/STY STM1397 STY1723 ATGATGATAAAGAAAAAGGCTGCGTTACCTTTTTGTTTTTCCTGACGGATGATGATAAAGAAAAAGGCTGCGTTTAGTGAATATCGTGATTTAGAGCAAAGTTACATGCAGCTAAATCACTGTCTTAAAAAATTTCACCAAATCCGGGCTAAGGTGAGTCAACAGCTTGCTGAAAGGGCAGAGAGCCCCAAAAATAGCAGAGAGACAGAGAGTATTCTTCATAACCTATTTCCACAAGGCGTTGCCGGGGTTAACCAGGAGGCCGAGAAGGATTTAAAGAAAATAGTAAGTTTGTTTAAACAAC1
565 CHIP3391 STM/STY STM0819 STY0854 ATGAATATTCCCACCACGACCTTAGTCCAGACTCCTTTGCGTTAAACATGAATATTCCCACCACGACCACCAAGGGCGAGCAGGCGAAAAGTCAGCTCATTGCCGCCGCGCTGGCGCAGTTTGGCGAGTATGGCCTCCATGCCACCACGCGCGATATCGCCGCGCTGGCGGGGCAAAATATTGCCGCCATTACTTACTATTTCGGCTCAAAAGAGGATTTATACCTCGCCTGCGCCCAGTGGATTGCCGATTTTCTTGGCGAAAAATTTCGCCCGCATGCTGAAAAAGCGGAGCGTCTGTTTA1
566 CHIP3423 STM/STY STM0866 STY0899 ATGCAGAATCGTTTACAATCAGGCTTAGACTGTTTGCAAATTCCCCGATGCAGAATCGTTTACAATCAGGCGGCAGGCTGGGACGTCAGGCGCTGCTTTTTCCTCTCTGTCTGGTGCTGTACGAGTTTTCTACTTATATTGGCAACGACATGATCCAGCCGGGTATGCTGGCGGTGGTTGAGCAGTATCAGGCGGGCCTGGACTGGGTTCCGACGTCCATGACCGCTTATCTGGCGGGCGGTATGTTCTTACAGTGGCTGCTTGGCCCGTTGTCTGACCGGATTGGCCGTCGTCCCGTGATGC1
567 CHIP4353 STM/STY STM0409 STY0447 ATGATGCAGATATCGTTACGTCGTTACGCAGGTTGATGTAAACCGTGATGCAGATATCGTTACGTCGGGAAACCATGGATGGGGCGGACCTGGCCGTATTCCCGTATGCTGAACCCGGACCCGGCGGAGCGCTGATAAAGCAGGATGATGTCGCTCCAGTTGCGCAGGGAGTCGTTATTTATCTGCATACCGCCGATTTGTTAGCCTCGATTGAACGTGTCGTCCTTGCCGGTGGCAAGTGTGTTCTGGAACCCATGGTTCCCGGAGATGACATTGGAACCATCGCGTTGTTTATTGACA1
568 CHIP4306 STM/STY STM2682 ATGTGTCGTGAGTGCGGTGTTATGAATTTCTCCGCGTTTTTTTCATGTGTCGTGAGTGCGGTGGGATGACGCGGATGCCCCACAATGCCGATACACTTGAAATGATTATTCATTTTTCTGAGGTCCTTGTAGCGAAGATTGATGACAATGTGAGTACTTCCCTTGAAACCCTGAATCTGATCCCCATAATAAGCGAAGTTAGCGAGATGAATGCGAAAAAAACGCGGAGAAATTCATGA1
569 CHIP3688 STM specificSTM4497 ATGATCGATCCCGTGCTTGTTAACGAGGATTCAATGTCGCCGTGATCGATCCCGTGCTTGAATACCGCCTGTCACAGGTTCAGAGCCGCATTAGCGAAGAGCGCTTTCTCAAAAACAACGGCTCCGGTAATGAGATTGGGTTCTGGATTTTTGATTATCCTGCTCAGAATGAGCTGCAGGTGCGTGAACACCTGAAGTATCTGTTGCGTAATCTGGAAAAGGACCACAAGTTCGCGCACCTCAACATCTTTCAGATCATCGTCGACATGCTCACTGAACGTGGGTTATTTGACCGCG1
570 CHIP3706 STM/STY STM4528 STY4886 ATGCCGATGGAGTTTGAATGTTAACCATGCTCATAACGATTCCTATGCCGATGGAGTTTGAATGGGATGCGAACAAGGCTAAAAGCAACCTGAGGAAGCACGGTGTCCGTTTTGAGGATGCGGTACTGGTGTTTGACGATCCCCGACACCTGTCACGTCAGGAGCGTTATGAGAATGGAGAATATCGTTGGCAGACCCTCGGCCTTGTTCATGGCATTGTGGTCATTCTGGTTGCTCATAGCGTTCGGTTCGAAAGTGGTTTTGAAGTTATCCGTATCATCAGCGCCCGCAAGGCAGACA1
571 CHIP3600 STM/STY STM4318 STY4518 ATGATCTCCACCCCTGAGCTTAAACACTCTCCACCAAATCCCATGATCTCCACCCCTGAGCCGCTTCATGCCGGACATATTCTTACTCCGTTTTGCTGCGGTGTGGATTCTATAGATAACTGGCTGGAACAGCGGGCGATGAAAAATCAGACCACTGGCGCGTCCCGTACCTTTGTGTGTTGTGGCAGCGATTCGAACGTACTGGCCTATTACTCGCTGGCGTCCAGCGCGGTCACGACGAATACCTCCCCCGGTCGCTTTCGTCGCAATATGCCTGACCCGATTCCGGTTGTGGTAT1
572 CHIP3545 STM specificSTM4203 ATGAACACGAAAACACGACCCTTATCGCCATAACACCTCCGATGAACACGAAAACACGACCCTCGACCCTGCACTGGCAACCTGCCTTGCAACGTCCTGAAGAATACGTCTGCGGGCTGGATGATATTCATCAGGCAATACACATCATTCTGCGCACGCCGCGCGGCAGCGATCCCCACAGGCCGCTTTTTGGCAGCAATCTGTGGCGCTACATCGATTACCCGATCGAGCGGGCCATTCCGCACGTTGTTCGCGAATCGGTGGAAGCGATTCGCATGTGGGAACCTCGCTGCCGGT1
573 CHIP3562 STM/STY STM4222 STY4418 ATGAAAAAAGTACTGTATGGCATTTTTGTTACTGGGTACTGGTGGTCGTGATGAAAAAAGTACTGTATGGCATTTTTGCCATAACCGCGCTTGCGGCGACATCTGTCTCGGCAGCCCCCGTTCAGGTGGGTGAAGCGGCAGGGTCGGCAGCGACGTCGGTATCGGCGGGAAGCTCCTCCGCTACCAGCGTTAGCACCGTAAGTTCGGCGGTGGGCGTCGCGTTAGCGGCAACCGGCGGCGGCGATGGTTCCAATACCGGAACCACGACCACCACGACCACCAGTACCCAGTAG1
574 CHIP3539 STM specificSTM4197 ATGGATTACGGGAATACTGGCGTTATATTTTCATGGGGATATATAAAATAAGAGTTGATGGATTACGGGAATACTGGCGACATGAGATTATTCGCAGTAATGAATTTTTATTATATCGATTACTTATGCAGGCCAATAACAATCGCCGTCGTAATTTTTTTATTTTGGTGGCGTCTGGCAAATGAGATGTATATCTATGGTTCAAAAAAACAGAAAAAAACTGGATTATGGATTAATCGCAAGCTAAATTCCAAATTTGGAATTGATATAGAGCTGGGAGCAGTAAAAAGGGGAAATAAGATCACTCCCATCC1
575 CHIP3532 STM/STY STM4181 STY4399 ATGATGATTAACATTCGCCGTTTTACGGATAAATTAAATTCAATAATGGAATGATGATTAACATTCGCCGTTCAAGGCATGAGGAAGGGGAAAAACTGATTGCGATCTGGCGTCGCTCAGTCGATGCCACGCACGATTTTCTGTCAAACGCTTATCGGGCCGAACTGGAAGAACTGGTGAGCGATTTTCTGCCAGAAGCGCCACTATGGGTTGCCGTGACCGATCAGGATGAGCCGGTAGGGTTTATGCTGCTTACCGGTGAGCATATGGATGCTCTGTTTATAGATCCGGACGTGCGCGGTCAGG1
576 CHIP0787 STM/STY STM2016 STY2219 ATGAGCCGATTATTACGGACGTTATGTTGCGTTTGCGTTCCATGAGCCGATTATTACGGACGAGACATCTTATGCAGACACTACACGCTTTACTCCGTGACATTCCTGCGCCGGACGCCGAGGCGATGGCGCGTACGCAGCAACATATTGACGGCCTGCTCAAACCGCCGGGCAGCCTGGGCAGACTGGAAACCTTAGCCGTTCAGCTCGCGGGTATGCCGGGTCTTAACGGTACGCCGCAGGTAGGTGAAAAGGCGGTGCTGGTGATGTGCGCCGACCATGGCGTCTGGGATGAAG1
577 CHIP4051 STM specificSTM2744 ATGAAAATCCGTGCTGACAGTAACTTAACGGATGACGGTGCGATGAAAATCCGTGCTGACAGTAACGATGCTTTTCCCGAAAGCGGCAACGTGCGTATGCGGCAGGTGGTCCAGTTTCTGGCGATGAGTGAATCATCGGTTTACCGCCTGATTAAAGACACCGACTTTCCCCGCCCCGTCCACCTCTCTTCCCGACTGGTGGTCTTCGATGCTGCGGAAATCCGTCAGTGGCAACAGCGCCGCACCGTCATCCGTTAA1
578 CHIP4044 STM specificSTM2735 ATGCTGACTAGAGAACCATCTTTTGCTTAGCTTCCAGGAAAAGCTTTTCATGCTGACTAGAGAACCATCTTTTGCATCACTTCTCGTTAAGCAAAGCCCAGCAATGCACTACGGTCACGGCTGGATTTATTTACCTTGCGGAAAAAAGTGGCATCCATGTATTGAACTGTCTCCCCGGCAGCAGGCTGTCCGGGGAATAGGTAAAAAGAGATTGCTACAACGTCTAAGTTTTAACGTGGCAGGCATCCTGCAAACCAGGCGAAAAGCTTTTCCTGGAAGCTGA1
579 CHIP4045 STM/STY STM2737 STY4643 ATGAGTACTGATATTTCAATTCGTGTACCATTAACCAACAATGACGCGGATGAGTACTGATATTTCAATTCGTGTACCAAAAGAGATGGCAACGCCTGCTGAGTTCGCGGAGTGGGAAGGTATCTCCCGTGGCTCTGTGTATCAAAAAATTCACCATGGTCAGCTTGCTAAGTACATGGTGAAGAAAGAAAAAAATAAAGGACGTGTAAGCCTGCGGTACCTGATGTACAAAACCGACCAGGTTCGTGAGTCTCTTGGTCATTCCAACTTCCGCGTCATTGTTGGTTAG1
580 CHIP2145 STM/STY STM3283 STY3464 ATGTCTCTAAGTACTGAAGCTACAGCTAAAATCTTAGCGACGCAGACCCAGATGTCTCTAAGTACTGAAGCTACAGCTAAAATCGTTTCTGAGTTCGGTCGTGACGCAAACGACACCGGTTCTACCGATGTTCAGGTTGCTCTGTTGACTGCACAGATTAACCACCTGCAGGGTCACTTTGCAGAGCATAAAAAAGATCACCACAGCCGTCGTGGTCTGCTGCGTATGGTTTCTCAGCGTCGTAAACTGCTCGACTACCTGAAACGTAAAGATGTTGCACGCTACACCGCGCTGATTGAGCGTCTGG1
581 CHIP2188 STM/STY STM3047 STY3203 ATGGATATTCACAATAAAGCACGTATTCTTAGATTGCCACAGGACCAATGGATATTCACAATAAAGCACGTATTCACTGGGCATGTCGTCGCGGTATGCGCGAACTTGATATTTCCATCATGCCGTTTTTTGAACATGAGTACGATAGTTTAAGTGATGAAGAAAAGCGTATTTTTGTCCGTTTGTTGCAGAGTGATGACCCGGATTTATTTAACTGGTTAATGAATCACGGTAAACCGGCTGACGCTGAACTGGAACAGATGGTCCGACTCATTCAGACACGGAATCGGGAACGTGGTCCTG1
582 CHIP2209 STM/STY STM3259 STY3442 ATGAAACGTAAAGTAATTGTGGCCTTTACCCCATGAGAATGGACAGAATGAAACGTAAAGTAATTGTGGCCTGTGGCGGTGCGGTTGCAACCTCAACGATGGCTGCGGAAGAAATTAAAGAGCTGTGTGATGCCAACCATATTGAGCTCGACTTAGTGCAATGCCGGGTCACCGAAATCGAAACCTATATGGACGGCGCCGATCTTATCTGTACCACTGCCAGGGTCGATCGCGCCTTTGGCAATATTCCCGTCGTTCACGGTATGCCTTTTGTTTCCGGCGTGGGTATTGAAGCATTACAGC1
583 CHIP1194 STM/STY STM1591 STY1474 ATGAACCAGTCGCTGACGCTTAAAACTGGCGCTTCGCAATGAACCAGTCGCTGACGCTCATCTTTTTGATCGCCGCCGGTGTCGGGCTGGTGGTACAAAACAGTATTATGGTGCGTATTACGCAGACATCATCGACGATTCTGATCGCTATGCTGTTGAACTCGCTGGTAGGGATCGTTTTATTTGTGACGATATTGTGGTTTAAGCAAGGCGCTACGGGCTTCGGCGAGCTGGTCGCCAGCGTTCGCTGGTGGACATTGATCCCCGGTCTGCTGGGGTCATTTTTTGTATTTG1
584 CHIP1139 STM/STY STM1534 STY1529 ATGACTATCTCACCCCAAAATCCTTTATTGCGTGATAACGGGAATATCATGACTATCTCACCCCAAAATCCTGTTTGTCCACTGGCGGATAAAGGCTTTCTGGTTACCGATGCGCAAACGCTCCCGTCGTTGATTAATGCGCATCCGACTCTGCTGGTTTTGCTGCAAAGCGACCCCAACAAACATCCGGAAGTCGCCGACAGTTGGGTCATCATCCCGGAGATCCTCAAGCAATTTCCGGCGACGTCTTATACCGCGGCATTTGCGGATAGCGAACAGAGTGAACTGATCGCCCGGGAGTATC1
585 CHIP1219 STM/STY STM1611 STY1453 ATGGTGGAAATTATTCCTGTTAGCATTAATCCGCATCAATAATGCGATGGTGGAAATTATTCCTGTTAGCACGACGCTGGAACTGCGAGCGGCAGATGAAAGTCATGTTCCGGCGCTGCACCAACTGGTACTCAAAAACAAAGCGTGGCTACAACAGTCGCTCGACTGGCCGCAATATGTCACGTCGCAGGAGGAAACGCGTAAGCATGTGCAGGGTAATATACTGTTGCACCAGCGTGGTTACGCCAAAATGTACCTGATTTTCTGCCAGAATGAGATGGCAGGCGTACTCTCATTTAATG1
586 CHIP1274 STM/STY STM3392 STY3572 ATGAAAAGACTAATTCCAGTTGCATTGTTATTTAGAAAGCGCAATGATACCATGAAAAGACTAATTCCAGTTGCATTGCTTACCACCTTATTGGCAGGTTGTGCACATGATTCTCCCTGCGTACCGGTTTATGACGATCAAGGGCGGCTGGTTCATACCAATACATGTATGAAAGGTACAACGCAGGATAACTGGGAGACAGCAGGCGCTATTGCTGGCGGCGCTGCGGCGGTAGCAGGGTTGACGATGGGTATCATTGCGCTTTCTAAATGA1
587 CHIP1381 STM/STY STM0078 STY0088 ATGACATCTCCCGTTAATGTGGTTAGCCGTAGCGGAACTCTACGATGACATCTCCCGTTAATGTGGACGTCAAACTGGGCGTCAATAAGTTCAATGTGGATGAAGACAGCCCGCACATCATTCTCAAAACCGATCCTGATAAACAGGCGCTGGAGGTGCTGATTAACGCCTGTCCGGCGGGACTGTATAAAAAGCAGGACGACGGCAGCGTTCGTTTTGATTACGCCGGGTGCCTGGAGTGCGGAACGTGCCGGATCCTCGGCCTTGATACGGCGCTGGAAAAATGGGAATACCCGCGCG1
588 CHIP3988 STM/STY STM1500 STY1563 ATGATGAAAATCGCAACTGCATTATTGCGGTTCGGCGGAATGATGAAAATCGCAACTGCAATAGCCGCTCTGGCGTTAGTTAGCGCCCCCTCGCTGGTGATGGCGGCACCGGGATCGTGCGAGAGAGTAAAAAGCGATATTGAACAACGTATCATCAATAACGGCGTGCCGGCGGATAATTTTACGCTCACTATCGTTCCTAACGACCAGGCCGATCAGCCGGACTCACAGGTGGTGGGCCATTGCGCGAACGACACGCATAAAATTCTTTATACCCGCACCAGCAGCGGCAATG1
589 CHIP3120 STM/STY STM2561 STY2808 ATGAAAAAGATTGATGCGATTATTAAACCTTAGATAGCCGCGTCGTCTTCATGAAAAAGATTGATGCGATTATTAAACCCTTCAAGCTGGACGATGTCCGTGAAGCGCTGGCCGAGGTAGGTATTACCGGCATGACGGTCACTGAAGTCAAAGGTTTTGGCCGTCAAAAAGGCCACACCGAGCTGTATCGCGGCGCGGAATATATGGTGGATTTTCTGCCGAAGGTAAAAATTGAAATCGTTGTGCCTGACGACATCGTGGATACCTGTGTTGATACCATCATTCGTACCGCGCAGACGGGGAAAA1
590 CHIP3097 STM/STY ATGTATCTTGCCGTGGTCGTTTAAATACCCCTTATTTGGGCTGATTGTATCTTGCCGTGGTCGTTGATTTGTTCTCGTGCAAAGTTATCGGTTGGTCAATGCAACCACGAATGACAAAAGATATTGTTCTGAATGCGCTTCTGATGGCCGTGTGGCGACGTCATCCCCAAAAACAGGTGCTGGTTCAGTCTGATCAGGGTAGTCAGTACACCCGCTATGAATGGCTGAAATTGCACGGACTGGAGGGCAGTATGAGCCGTTGTGGCAACTGTCATGACAATGCGGTTGCAGAAAGCTTTT0
591 CHIP3075 STM/STY STM2452 STY2689 ATGCAAACAAATACACGGAAAGTAGTTTAACGGCCAACCGGATAGATGCAAACAAATACACGGAAAGTAGTAACCAGTGACGCCAAATGGCATCCCCATCTGGGTATAAGTTTTATTGGCTGCCTGCTTGCCATTACACTAGAAATATATTTTGAAGAAAGAATATTCATCCCTCATAGCGGAGGGGTGAGCTTCGGTCTGATCGTGCTTCTGGTTATCAATATGGTGACCATCCCTGTGGTCATGGCCCTGATAGCATTACTCTGCTTTATTATTCATATTCCGCGTAAAAGCGTTAACT1
592 CHIP3124 STM/STY STM2566 ATGGTGTGCGCAAGGGGTTAGTTAATTCTCTGGATCGTGCGTTGGTGTGCGCAAGGGGGGAAACGGCCGTCATTATAAAGAATCTGACGCGCCGACGAAACCGTTTGCGTAGAAATAAAATCACCGCTTTTTCTTGTCATACGGTGCGGCTATCGTTGCGAATAAGTTGCCAACTGGCGCATTGTTACGCAAAATGCCGCTCATTAATGACTTATCTATTGCAGCAAAACATCTTTTTCAGCCCGAGGCAACGCACGATCCAGAGAATTAACTAA1
593 CHIP3093 STM/STY STM2495 STY2736 ATGACCGACACGATTAAAATCTACCTTAACCGAGGATGTCCAGCAATGACCGACACGATTAAAATCTACCATAACCCGCGCTGCTCGAAGAGCCGCGACACGCTGAACCTGCTGAAATCTAACGGCGTGGAACCGGAAGTGGTGCTTTATCTGGATACGCCCGCCGATGCCGCCACCGTGCGGGAACTGCTGCGTATGTTGGGCATGTCCAGCGCGCGCGAACTGATGCGCCAGAAAGAAGATCTCTATAAAACGCTTCACCTGGCGGATAGTGAGCTGAGTGAAGAGGCGTTAATCCAGG1
594 CHIP3111 STM/STY STM2538 STY2784 ATGCCGAAGATTGTTATTCTGCCTTAATGCTCACGCGCATGATGCCGAAGATTGTTATTCTGCCTCATCAGGATCTTTGTCCGGATGGCGCAGTTCTGGAAGCTGAGACCGGTGAAACCATTCTTGACGTTGCGCTGCGCAACGGCATCGAGATTGAACACGCCTGTGAGAAATCGTGCGCCTGCACCACCTGTCACTGTATTGTACGTGAAGGCTTCGACTCCTTGCCGGAAAGTTCGGAAGAAGAAGACGATATGCTGGATAAAGCGTGGGGGCTGGAGCCGGAAAGTCGACTGA1
595 CHIP3332 STM/STY STM0724 STY0765 ATGTATTTTTTACTTCAAAAAGTAATTTTACCAAACTTAATATTTATCTTCAGATTTTTTATTGAATTTTTTATACCATGTATTTTTTACTTCAAAAAGTAATTTTACCAAACATTGATCTATGCACGGAAGAGCAGCTTTATTTCAGAACTCAGGGCGGGAAGTATAACTATACCTCACGTAACTTACTTGTTCCGCGTCATAAGGTTGCATATTTTGATACTTTTTTTAATGCATTCTCAATTAAGAAATGGAAAAAATATACAACCTTAACATCACTTTTTTTGCGGGTTAATATAATTGGTCGCGGAACTATAACTGTAAGGCATAAAG1
596 CHIP3281 STM/STY STM0636 STY0687 ATGAAAACCAAACTTAACGAACTGCTTACAATACCATTCGCACGATATCAATGAAAACCAAACTTAACGAACTGCTTGAATTCCCTACGCCATTTACTTACAAAGTAATGGGGCAGGCGTTACCTGAGCTGGTTGATCAGGTGGTTGAAGTGGTACAGCGCCATGCGCCTGGTGATTACTCTCCGACGGTAAAACCGAGCAGCAAAGGCAACTACCACTCGGTCTCTATCACCATTAATGCCACCCATATTGAACAGGTTGAAACGCTGTACGAAGAACTGGGCAATATTGATATCGTGCGAATGG1
597 CHIP3000 STM/STY STM2303 STY2533 ATGGGCGTAATGTGGGGATTATGATCTGGCGGGCAGATGGGCGTAATGTGGGGACTGATAAGCGTTGCGATTGCCTCCCTCGCCCAGTTGAGTTTAGGATTCGCCATGATGCGACTGCCATCGATAGCGCATCCACTGGCGTTTATTTCCGGGCTGGGCGCATTTAATGCCGCGACCCTGGCGCTATTCGCCGGTTTGGCGGGGTATCTGGTTTCCGTCTTCTGCTGGCAGAAAACATTACACACGCTCGCGCTCAGCAAAGCCTATGCGCTACTGAGTCTCAGCTATGTGC1
598 CHIP0769 STM specificPSLT048 ATGCGTCCGGCGACATACTTACGCATTCTGGCCACCATGCGTCCGGCGACATACGAACCAGAACAGATTATTGAAGCAGGGCTGGCCCTGCAGGCTGAAGGACGGAATATCACCGGGTTCGCACTACGTAACCAGGTGGGTGGCGGCAATCCGACACGTCTCCGCCAGATATGGGACGAATACCAGGCTTCACAGAGCACGGTCGTCACTGAACCCGTTGCCGAGCTGCCAGTGGAAGTGGCTGAAGAAGTGAAGGCCGTCTCCGCCGCGCTGTCCGAACGCATCACCCAGC1
599 CHIP0979 STM specificPSLT026 ATGAACACAGCATTACTTGCTCCTTAGGGACAGGTAGTTGATCCAGTTATGAACACAGCATTACTTGCTCCATTTATCTCAATTGCATTATCTGGAGTGGGCGTTTATACCCACTATTACTTTAAGAAATATCAGGCTTCCATGGATCAGTGCCAAAAGGTCCACAAAATGATGGTAGATACACTGCTCGGTACCAAAAGACTGTTCAGCCGGAGCGCCCCCGCGCAGGCGCTTAAATCAGAACTGAGAATCATGCAGCAGCAACTCTCTCAGGAGGCTCAAAAACTGGATAAAATGACGATAC1
600 CHIP1037 STM specificPSLT042 ATGCCGATCATAGCAGCAATTACCGCTCCACTTTAGCCAATGCCGATCATAGCAGCAATTCCTGATGAAGAACGACAACTGATGCGCAAAGAGGCCCAACAAACCCACGATAAAAACCATGCGCGACGGCTTATCGCCATGCTGATGCTGCATCAGGGAATGACCGTCACTGACGTTGCCAGATTACTCTGTGCCGCCCGTTCATCCGTTGGTCGATGGATAAACTGGTTTACTTTACATGGTGTTGAAGGACTAAAAAGCCTCAGACCCGGACGTGCTCCACGCTGGCCGGTCG1
601 CHIP0424 STM/STY PSLT012 ATGGCGTCTGCTCTGACCTTATCCGGCCTCCGGTCCATGGCGTCTGCTCTGACCGCTTTCCCGGAAGACGGGGATTTCAGCCGGATATGGTACGACCGGCTTTGTATCGAATTTAACAGCGACGGCGGACTGAGTCCGGCTGAGCTGCGGGTTATCCGGCTGCTGCTGCGGGGCTATAACAGCGGGCAGATTGCTGCCCTCTGTTTTCGCAGCGTCAAAACCATTTCTGCCCAGAAAGGCCAGGCTTTCAGGCGCCTCGGCGTCCGGAATGATGCAACCCTGTTGCCGACCC1
602 CHIP0426 STM/STY PSLT007 STY4846 ATGTCGCTGCACCGGGGATTAGGACGCTGCCGTGCGTCGCTGCACCGGGGACTCTGCGGCCTGCGAAGCGATATCCCGCAGGCGGAGGGGATAACCTCAGATGACCGGGACACGCTGTGGATAGTCAGTGAACCGAATCTGTTTTACCGCTTCACCCGCACGGCAGCGTCC0
603 CHIP0422 STM specificPSLT013 ATGAGTGAATCCATTGTTACAAAAATTATTTCTTAGAGCAGACGCCATAATCCGATGAGTGAATCCATTGTTACAAAAATTATTTCCATCGTCCAGGAACGTCAGAACATGGATGACGGCGCGCCAGTTAAAACCCGCGATATTGCCGATGCTGCCGGACTCAGTATCTACCAGGTCCGCTTGTATCTTGAGCAACTCCACGATGTCGGGGTGCTTGAGAAAGTGAATGCCGGAAAGGGAGTTCCCGGATTATGGCGTCTGCTCTGA1
604 CHIP1115 STM specificPSLT107 ATGATGGAAACCAGCGTATTTCTTTAGAATGATTCCCGTTCCTGCATGATGGAAACCAGCGTATTTCTCAGTAACCGCAGCCAGGCGGTCAGACTGCCAAAAGCAGTGGCTTTGCCGGAAAATGTAAAACGTGTGGAAGTTATCGCTGTCGGGCGAACCCGAATTATCACGCCGGCCGGAGAATCGTGGGATGAATGGTTCGACGGGAACAACGTCAGCGCCGATTTTATGGATAACCGGGAACAACCCTCTGTGCAGGAACGGGAATCATTCTGA0
605 CHIP1088 STM specificPSLT074 ATGCGGACACATAGGAACCTCTTAAGGCTGAAAACAATATAGTGTCTTTGTCGTCGGACACATAGGAACCTCCTCAAAGGATTCTATGGACAGTCGATGCAGGGAGTGACAGCTCCCTGTATCGGCGATTTAACTTGTTTTTTTAACGTAGCGTTAACTACAAAGACACTATATTGTTTTCAGCCTTAA1
606 CHIP1012 none R460002 ATGAAGTCAGTAACTATAGAAGCAAAAACATTTGTTATTTGTCTTTTAGTGATTCTATAAACCTCATTACATGAAGTCAGTAACTATAGAAGCAAAAACATTTGCTGAAATGTTAGGAATAACAGAAGGTGAGTTAATCTTTGCCATTAAGAAAACTGGCACATTCAAAAACAAGACAATCCCACAACCTCATGAGCCACATAAATCAAATAATAGATTTTTATATTCAGACGTAATGAGGTTTATAGAATCACTAAAAGACAAATAG0
607 CHIP4778 STM specific CCCGTTTTTGTGCTTGAAATGTCTACGGCCACCACCTTAGCCCGTTTTTGTGCTTGAAATGGGCTCGCACCTTATTCCTGGTATGCACGAGTGGGTGATAAAAACGATTGGCCTGCAACAAAGCTGGTACTGGCAATTTGCACTGACCCTGTTGGTGCTGACGATCCCCGGTCGCCGTTTTTACCTTAAAGGGTTCCCGGCGCTGGCGCGTCTGGCGCCGGACATGAACTCGCTGGTCGCCGTGGGAACCGCAGCGGCATTCGGCTACTCGCTGGTGGCGACCTTTACGCCCGACC0
608 CHIP4782 STM/STY GCAGCAGCTGGACCCTATTTTAAGACCTGGGCTGAGCAGCAGCAGCTGGACCCTATTTATGTCGATGTGACCCAGTCCAGCAATGACTTCCTGCGCCTGAAGCAGGAGCTGGCAAATGGTTCGCTGAAACAGGAAAACGGCAAAGCGAAGGTCGACCTGGTGACCAGCGACGGTATCAAATTCCCGCAGTCCGGTACGCTTGAGTTCTCCGACGTGACCGTTGACCAAACCACCGGGTCTATTACTTTGCGCGCCATCTTCCCTAACCCGGATCACACCTTATTGCCAGGAATG0
609 CHIP4786 STM/STY CGCGTTAATTGAAACCATCATTTTGCTGCGGAATAGGTTCCGCGTTAATTGAAACCATCAAACAAGCCGGGTATGGCGCGACGTTAAGCCACCCAAAGGCTAAACCGCTGACGGAGTCATCAATCCCGTCGGAAGCACTGGCAGCGGTTCCTCATGAGCTTCCGGTAGCGACGGCCGATGAAGAAAGCCAACAGTTGCTGTTAAGCGGCATGAGCTGCGCCAGTTGTGTCACCCGCGTACAACATGCGCTACAAAGCGTACCGGGCGTCACGCAGGCACGGGTAAACCTGGCGGAA0
610 CHIP4790 STM/STY GATCTGGCCAGGATTTCTGATCAATAGCGCATAAGCAACGGATCTGGCCAGGATTTCTGACATTAGGCGGAGATTTCAAGCTGCTGGGTCTTTCACTGCCAGGACTAATTACTTTTCTAATTTTTTGGATTATTAACGTTGGCATCGGTTTTGGCGGTGGTAAAGTATTAAATAAATTTACCGCTATCCTCAATCCATGTATTTACATTGTCTTTGGCGGCATGGCTATTTGGGCAATATCGCTGGTCGGCATTGGCCCGATTCTGGACTATCTGCCTTCAGGCGTGCAAAAAGCA0
611 CHIP4794 STM/STY CGCTCCGCATATGGACTTACCTGCCAATATATTCCCCAAGAACGCTCCGCATATGGACTTACATTGGATTGTTTATTGCAGGTATGTCATTCCTTTACGGTGCATGGATGATTATTGATAAATTAATATTTGGAAATAATGTTCCTGGCTACCCGTCTCTTCTTGTTTCTGTACTTTTTCTGGGTGGCGTTCAATTGATAGGAATAGGTATTCTTGGGGAATATATTGGCAG0
612 CHIP4798 STM/STY GCCGCGTGATTACCTCTCTAGATTTTCGCATCCGGACTAAGCCGCGTGATTACCTCTCTACCTTCCTGAAAATTGGTACGATTGTCGGTCTGGCGGTCGGGATTCTGATTATGCGTCCGACGCTGACTATGCCGGCGCTGACCAAATTTGTTGATGGTACCGGACCGGTCTGGACGGGCGACCTGTTCCCGTTCCTGTTTATTACCATCGCCTGCGGCGCGGTCTCCGGTTTCCATGCGCTCATCTCCTCCGGCACGACGCCGAAGATGTTGGCCAACGAAGGCCAGGCCTGCTTT0
613 CHIP5004 STM/STY STY1255 ATGTTCAACAATACGCGACTCTCTTACAGCGACTGATGAACTTCCAATGTTCAACAATACGCGACTCTCTCGCTGGTGGGCGTTGCTTGCGCTTACCGCGACCATCATGCTTGCCCTTCCCGCGCAGGCGAATACGTGGCCTCTTCCGCCCCCCGGCAGTCGACTGGTGGGAGAAAATAAATTCCATGTCGTTGAAGACGACGGCGGCTCGCTGGAGGCGATCGCCAAAAAATATAACGTGGGCTTTTTAGCCCTGTTACAGGCCAACCCCGGCATTGATCCTTACGTGCCACGCGCAGGCA0



614 CHIP5020 STY specific STY1595 ATGACAGACCAGGATAAGCACATTGTTATCTGGCCTCCAGTTTCTGCATGACAGACCAGGATAAGCACATTGAGAAACTGAAAAAGTTGCTGGCGCTGGCAGCATCCGGCAACCCGCATGAGGCTGCTCTGGCACTGCGCCGCGCCCGTAAACTGATGGATGTTCACGGCATCACACATTCCGACATCGCCATGAGTGATATTGATGAAACCATCAGTCACTACTGGCCGACAGGCAGCCTCCGTCCGCCGCGCTACATGCTGGGCCTGATGAACATCATCCGCGAGGCATTTGGTGTTAACT0
615 CHIP5036 STY specific STY1612 ATGACACTGCAGGTTGAATTCTGTTATTGACCTCCGGTATTGCGATGACACTGCAGGTTGAATTCTGGACGGTAGTGAGTTTTCTGCTCACCTTCATGGGGTTTGTGGGAGGGCTCGCCAAATGGTTGTTCAGTAAAACAGAAGAACGCCAGGCGGCACGATTCGCCTCCCTTGAACAGGCCCTGCAACAATCCGCCTCCAACTGGGGCGAGCTGGAAAAAGAATTTATGCGATTTAAAGCGGATTTACCGCTGAATTATGTCCGTCGAGAGGATTATATCCGTGGCCAGACAGTCATTG0
616 CHIP5051 STY specific STY1628 ATGTCACAGACCCAGTCCGATTAATCTCCCCCGGTTGAAATGTCACAGACCCAGTCCGATACTTTTACGCTGTCTTATCCTTTCACCACTGCTGCAGGTACCAGAATTGAACAGATTGAACTGAAACGCCTGACAGTAAAAGACCTGAAGCAGGTGCGCAAAATCAACAAAGACCCGGCAGACTGGGACGAACCACTGATTGCCCGTAGCACCGGTATCCTCCCGGAAGACCTCGATAACATGGATCTTGCCGACTATATGGAGCTGCAGAAACGATTTCAGAAAATCACTGGGC0
617 CHIP5067 STM/STY STY1853 ATGCTTATTCGTTTAAACTGGAGTGATTATATCATAAAACTGTAATAAAAAATCATAAAAACGTGATGCTTATTCGTTTAAACTGGAGTGAGAAAAAAGAACAGGCCGTTGATTCTGCGGAATCTTCACCTTCATTTAAAGTGTATAAAATATACAACAAATCACACAAATGTGATGCACATCACGTTTTTATGATTTTTTATTACAGTTTTATGATATAG0
618 CHIP4996 STY specific STY1068 ATGGCAGTATCTGACCAGACCCTTAGTTTACTCCGTCGGTATTGCTTATGGCAGTATCTGACCAGACCCGCAGCGGCGACCTTGCCGAAACATTTAAATCTGAACGGGAAACAACAAAGAACCAGATCCGTGTCGCCTTGCCTGGCATTGTTCAGTCATTGGCTCCTGATGCGGTGACGGCGGTTGTACAGCCTGCTATCCGTTACGTTGAAATTGATAACGACGGCAACCGCATTACCAAAAATTACCCATTGCTGGTGGATGTGCCAGTGGTATTCCCGCGTGGCGGAGGCTGTACGCTAA0
619 CHIP5030 STY specific STY1606 ATGATGCAAGCATCGACAAAATACTTAATATGCGCACAGTGTCTCAAATGATGCAAGCATCGACAAAATACTTATCCCCGGCGCTGAAACCAAATGTGCCAACGTTGGCACATTTGGGAAAAGCCAAACTTTTCGAATTAATGACAGAAGACGACGAAGAGCTTGCCGAACTGGCCGACGGCGGCACAGTTGCCGGCCTGACGCTTGACGACGTTGATCGCATGTCAGTACGCGAACTTCGCCAGGCCCTGCGCGAAGCGCGCGAAACCAACGCAGCACAACAGCGCGTACTCGCCGATAAAA0
620 CHIP5046 STY specific STY1622 ATGTACTGCACCCTGGAGGATTAGTATTTCTCCAGTAAACCGTCACGATGTACTGCACCCTGGAGGATTTGCTTGCGCAGGTGCCGGAACGAACGCTGATCGAGCTCACCAGTGAAGAGATGGACTTCGACTCGCCTGCAACAGTGAATACCCGTGTGGTGGACAGCTGTATCCGCTATGCCGACGAGCTGATTGATGCCCATCTGCGCGGACGCTATATCCTGCCACTGGCAGAGATACCGACTGTTCTGCGGGACATTGCCATCACGCTGGTCCGTTACCGGCTCTACGCCCGCCGCCCGG0
621 CHIP5061 STY specific STY1643 ATGCAAATTGGCTACATTCGTGTTACAACTCAGCTTGAGTTTGAAGTTCATGCAAATTGGCTACATTCGTGTGTCAACAAATGACCAGAATACAGATTTACAACGAAACGCACTGAACTGCGCAGGATGTGAACTGATTTTTGAGGATAAAATCAGCGGAACAAAGTCAGCCCGACCGGGATTGAAAAAGCTGCTCAGAACGTTATCAGAAGGAGATACGCTCGTTGTCTGGAAGCTGGACAGGCTGGGCAGAAGCATGAAACACCTCATCACTCTTATTGAGGAACTGCGGGAAAAAGGGGTTA0
622 CHIP4990 STY specific STY1062 ATGGATATTCTCTCTACACTTTTTCATCAGTTAGCCGCCCCCCAGTAATGGTGGATATTCTCTCTACACTTTTTCATCAGCAGAGCAGAAAAATAGGAATGATTGTTCCCAGTGTTGTTATTTCAGAGAAGCATACAGATATGCTTGAAATAACCGAGCATCCGGTAGAGGTCGGGGCCGCTGTCGCTGATCATGCCTATAAAAAACCGTCAGAAGTGGTGATGGAGGTTGGTTTCGCCGGTGGCGGCGCATTGCTGGATTTTGCCAGTAACCTGACGGCTACCAGCCTGCTCGGCCTGAGTCCTC0
623 CHIP5098 STY specific STY2038 ATGCGCAAGAATGATGAGCATTAGGCGGGATAAGATTGGGGTGCGCAAGAATGATGAGCAGTGGCGTAAACACAGCAAAACCATCAGCCGTGAGCTACGCAATCTGGTAAACAGTGCCCCTCCAGGGCAGGTGATGAAATCCATCGTTGCTGAACAGGTTAAGTACATCAAATCGCTACCCCTCGAGGCGGCTGACAGGGTGTACGACATCCAGAATCGGGCGATAGAAGCTGTTGTTACCGGTGGGAGAGCGGAACATTTTGCTAAAGAAATAGCCGCATCGGGTGATATAGCAA0
624 CHIP5113 STY specific STY2054 ATGAAGCAGCAAAAGGCGTTACTCTCTAGATTCGTAGTCTACGAAGACAATGAAGCAGCAAAAGGCGATGTTAATCGCCCTGATCGTCATCTGTTTAACCGTCATTGTGACGGCACTGGTAACGAGGAAAGACCTCTGCGAGGTACGAATTCGAACCGGGCAGACGGAGGTCGCTGTCTTCGTAGACTACGAATCTAGAGAGTAA0
625 CHIP5040 STY specific STY1616 ATGGCGAGGGGTATCTGGTTAGCCGTTGTCACGCTCAATGGCGAGGGGTATCTGGGTTTCACCCGATGAATTTGTTGCTTTTTCTGAGCCTCAGAAATCACTGACCGCGCAGATTGCCTCCCGCAGCCGCGCGATCGACTTTTACGGACTGGGCATGTATCTGCCCAATCCTGATCCCATTCTCAAGGCTCAGGGACGGGATATCCGTATCTACCGCGAACTGCGCACCGACCCGCTGGTTGGGGGCTGTATCCGCAGACGTAAAGCAGCGCTCAAATCACTGGAGCGTGGAC0
626 CHIP5055 STY specific STY1632 ATGGCTGAGATAAACAGTACTGCGTTATTTTTTCTTCTCCTTAATCACCGTCATGGCTGAGATAAACAGTACTGCGCAAGCCACATCAGCGTTAACCAGCGTCAGCGATGTGCTGACGCCGGTATTCACTCTGTGGTATCTGCAGAAAAACATCACCTCTGATATCGCGCCTTATGTCACCCGTGTGGTCTGGAGCGATAACATCAAAAATGAGTCCGATACCATTGAGGTGGAGCTGGATGACACCGATGGTCGCTGGCTGGATAAGTGGTATCCGGGCAAGGGTGACACGCTGACGCTGAAAATGG0
627 CHIP5071 STY specific STY1889 ATGACTAAAGATGAAATCTTTGCAGCTTACAATCTTACCCGTTCCTTTATCCATGACTAAAGATGAAATCTTTGCAGCTATCCTTAGTAGAGAAGGCGGTTACGTTGATCACCCTGACGACAGGGGGGGGCCAACGCATTGGGGTATAACCCTGACGACGGCCCGGGCTAATGGCTATATGGGGGATATGCGGAATCTTACCCGTAATCAAGCATTAAAAATCCTTGAGGCAGATTATTGGTATGGTCCACGACTTGATCAGGTTGCCATTATCTCTCACTCTATTGCAGCTGAGCTTTGTGATACTG0
628 CHIP5000 STY specific STY1072 ATGGCTAAAAATGATTTTAAACCGTTTTATCCATTAATTGTACGCCAGCCATGGCTAAAAATGATTTTAAACCGTTTGCGACGGGTAAGGGTGCTAATGTTACATCACAGCCTGACTGGGAAGCGCTGCCGGCGCTCCTGTCTGGTTTTACTGCGGGCAAGGCATCAAGTGCACAGGTAAATAAAGCGCTGCGTCAGGCGAGCTTCATCGCTGCAGCACTGGCACAGTACACAGCCAGTAAGAGCGGAAAGGATGTACTCGATGATGGTGACCTGAGCGGCTTTATCGCCAAAATGTCCGCTGCGT0
629 CHIP5108 STY specific STY2048 ATGACCACTCAAATCTCTGTTGAAACTTAAAGCTGCATCAACCTTTCCAATGACCACTCAAATCTCTGTTGAAACTCTCTCCCCGATCACCCATAACCAGATTCCTGTTATTACCACCGAACTTTTGGCGCAGCTTTACGGCACTGAGCCGGTGCGTATTCGCCAGAATCATCATGAGAACAAAGTACGCTTCGTTGAAGGGAAACACTTTTTCAAAGTTGTTGGTAATGACCTTAAAGAATTGCGGGTCGCTTTAAACTACTCACAAAATCCAGTTTCACCCAAAGCCCGCTCCCTCATCCTCT0
630 CHIP5123 STY specific STY2064 ATGAAAATCAGGCATGAGCACATTAATGCACTACGACAGAATCGCATGAAAATCAGGCATGAGCACATCGAATCAGTGTTGTTAGCCCTGGCAGCCGAAAAAGGGCAGGCGTGGGTCGCTAACGCAATTACTGAAGAATATCTGCGCCAGGGGGGCGGCGAATTGCCCCTTGTACCAGGCAAGGACTGGAACAATCAGCAGAATATCTATCACCGTTGGTTGAAAGGTGAAACGAAAGCGCAAAGGGAAAAAATTCAGAAACTGATCCCTGCGGTTCTGGCAATTCTTCCGCGCGAGCTGC0
631 CHIP5057 STY specific STY1635 ATGGCGCTGACAGAACCCTTAGCCATCGGACACCCCATGGCGCTGACAGAACCCGATTTTATTGAACGCGATGCCGATAAAATCACGGCAGAAATGATTGCGAAGTATGAAGCGGATACCGGAAAAACGCTGTACCCGGCACAGGCTGAACGTCTGCTGATTGACCTGTGGGCCTATCGCGAAATGCTGGTCAGGGTGGCAGTACAGGAGGCGGCGAAGCAGAATCTGGTCGCTTTTTCCCGTGAGCCGATGATTGATTACCTCGGTGAACTGGTCGACGTATACCGCCTTG0
632 CHIP5073 STY specific STY1891 ATGTATATGAGTAAGTATGTACCTGTTTATACATTATTAATTCTTTACTTGGGTCCAAAGCATTGTATGTATATGAGTAAGTATGTACCTGTTTATACATTATTAATTCTCATTTATTCTTTTAATGCCAGCGCTGAGTGGACAGGAGATAATACGAACGCCTACTACTCAGACGAAGTTATCAGTGAATTACATGTTGGTCAGATAGATACTAGTCCTTATTTTTGCATAAAAACGGTTAAAGCTAACGGTAGCGGTACACCAGTTGTTGCATGTGCGGTATCAAAGCAGAGCATATGGGCGCCCTCCTTTAAAGAACTTC0
633 CHIP5086 STY specific STY2025 ATGGATTTTTTATCTGTTTTGCTGCTTACCTTCCCAGAAATAAATTGCTCAATGGATTTTTTATCTGTTTTGCTGCAGCAGCGAACCCGCTCGATAGGAATAATTATTCCTGATGTGGTTATTACCGAAAAGCATACTGACGCTCTGGAAATTACGGAACATCCGGTTGAACAACCCACGAATGCTGGTGCCAGTGGTGAGGGCGCTGGTTACATATCAGAACACGCATTCAGGCGCCCTTCAGAAGTTGTGATGGAAACCGGATTTTCCGGAGGCGGATCGCTGCTTGATTTTGCTGATACTTCCG0
634 CHIP5195 STY specific STY3091 ATGGAAATAAAAAAAAGCATCTTGGTTTATTCATAGGGAAGCAATACTGTAATAGCGATGGAAATAAAAAAAAGCATCTTGGTTAGAAAAAATATACGCTTGTCAGGAATCATCATTGACATGCTCATTTTAACCATACTTTTAATCAGCACGTTTGATGCTGTATCTGACTCTTCCCCGGTAAAAGCAAGCGCTATCAATATTGCACTTCAAGGAACTCCCAACACAGATTATGAATTAAATGGCGATCTCCGCTCTAACGGAGGGATAATGCCAAAGACGCTTTATATGGTATGTTCAGGAGGAAAATTCA0
635 CHIP5125 STY specific STY2066 ATGGAAAAAGAAAACGAAAAAATTGCTTACTCCGGTGGGGGATTATCATGGAAAAAGAAAACGAAAAAATTGCCGCTAGTAGGCTCAATGACAAAATTGCAATGCGTCTTAAAGAGCGCAGGCAGAAGCTTGGTTTATCTCAAGGAAAACTTGCTGAAATCTGCGGATGGACGCAATCGCGTATAGGTAACTATGAGGCGGGCAGCAGAAATGTTGGAGTGCATGACGCTGTCGTATTGGGAAAGGCACTTGGCATATCTCCTCCTGAGCTCCTATTTGGAGAACAGGAATCTTCTGAATTGT0
636 CHIP5141 STY specific STY2296 ATGAAGGTATCATTTTGTATCCCAACGTTATGAAAATATTTTTTTTATTACCATTTTTGCATGAAGGTATCATTTTGTATCCCAACGTATAATCGAGTAAAATTCATTGAAGACCTTCTTGAAAGTATTAATAATCAATCTTCTCACTCCTTAATTGTAGAAGTATGTATTTCAGATAATGCATCAACTGATGGAACTGAAGAATCAATAAATATCTGGAGAGATAGATTTAATTTTCCAATTTTATATCAAAGGCATAACGAAAATATTGGGCCAGATAGGAATTATTTATCTGCAGTTAATATGGGGACTGGAG0
637 CHIP5350 STY specific STY4590 ATGATGGATATAATGGCGCTGCTTAACGATCGAAAGTGAGTGTCACATGATGGATATAATGGCGCTGCTGAGCAGCACGCCGCCGGCCGTCGCTATCGAGGAGCCGGTCTGGGAACAACTGGTAAAATACCCCCAGGCTCCGGACTGTGAAAACGAACGGCTGCAGCGGTTGATATACCACGGTTTTCAGGCACTCAGTCAGGCACCTTCGGGGCAGGGAATAGTGGAGTTTGGCTATTTCTGTCTCCCGCCTGATGGTGACCTCCATGCCCCATTGTGGCAGAACGTATGTATTAAACGTG0
638 CHIP5372 STY specific STY4629 ATGTCACAATTAAGATTGAAGTGGATGTTAAAATTTATCAATTTCCATACATGAAATAGCATGTCACAATTAAGATTGAAGTGGATGAGATTGAAAATCAGGACCAGCCCTGAAGCTGTCTTTGATTTTATCAAAAACACGCCTTATTCTGATGCTATTGGTGCTGGTTTTACTAAGTATGAAACCATTCATAATGGTATGACTGCAACTTTCAATAAAAAATCTGTTGTTTTAGAGCCGATTGCCGATCCATTTGGTGAGGTGCTGGAATTCGAAAGGGTTGTATTTGATCAGATTAGTTTTTCTATCCAAACCC0
639 CHIP5384 STY specific STY4652 ATGGAAAATTCAGAACGTATTAAAAAATGTTATTCACGCATCCGCCTGTGGAAAATTCAGAACGTATTAAAAAATGGAAAGAAGAAAGAGCGAAGGTAGCACAAGAAAGCCGAGCCTCGCGGCTACAACAAAAAGAGGATGAACGCGCCCTTCGCCAGACGGAAAAATCGGCCGATGCAAAAAGTCATCATAACCCAGACGCCGGGTGGTCTGCGACGGATGCTGATTCTGTCCGTAGAGCGTCATTAGTTATTAAAGAGCGACGTGTTCAGCAAGCCAAGCAATCGCTACGTCGGCTCTTTC0
640 CHIP5321 STY specific STY4557 ATGACGACAACGACGGCATTAGAGCGTTAAACGTTGTACCTGCATGACGACAACGACGGCATCTTCTGTCGATATTCCGTCAGATAATGATTTACCTTTATCCGCTCACCTCACTGAACCTGCCGAACCGGCTATTGATACGTCTGATATCACTGTTACACCAGATACTTCAGCACAGTCAGCTGCATACCGACTGGGGGGAAAGAGGAGTCGTCTGTGGCATCCTTCTTCAGACCGCCGTTCCCTCATATTTAAAGTGTCATCCGTTCTGGTGTACTGCTTATTACTGGGTGCTGTCT0
641 CHIP5335 STY specific STY4574 ATGAGCCTGTTAAAGCATGAGCTTACCTGATAAGCCACAGCGCATGAGCCTGTTAAAGCATGAGCAATGGTTAATTCTCGGTGAAGATGAATCGCATCGTATTCCGCCTGATGCGCTGCTGGGTTTGCCTCCGCAGGGTAAAGCGTGGATCCGCAAGGAACATGATGAGGATATGAGTCGTCTGACTTCTCATATTCAGGGAGCTCTTGGCAATACTTATCGTGGGGTTTGTCATCCACAGCGTATCGGGCATCGTGCCTGCCTGGCAATCCATCTTGAGAATTTACGCGGAAAAAAGC0
642 CHIP5351 STY specific STY4591 ATGAGCGTAATGACCACTAACGATTACGGTACCAGCCGACCAATGAGCGTAATGACCACTAACGAAACCCCTGCATCCACAGTAGCAGAACCGGAAGTTTTTCGAAGAACCCGTAACCGTTTCAACCAGTGGTTACAGGCGGAATTTGACCGACATTATCACACGATGAGGGATGGCGGTTATCGCAGCTTTCTGAAGAAGAACCATCCGACGGAGCTGCTGCGCTATGACGAGGCATGCGAGGCCTTAAGGCGGGAAGAATTTGCCCGCTTTGCCGAGCTGCAGACGCTGGGGCTGT0
643 CHIP5414 STY specific STY4826 ATGTTTCACTGTCCGTTCTGCTTAATGCCGAAACGGCGAATGTTTCACTGTCCGTTCTGCAAAAAGACCGCGCACGTCCGTACCAGCCGGTATCTGTCGGAAAACGTCAAACAGCGTTATCACCAGTGTACCAATATCGAATGTTCGGCCACTTTCCGCACCATTGAGTCGGTTGACGGTGTGATACGTGCTGCACCGGAGAAACCCGACCCCGCGCCGGTGACGCCACCGCCGCCGCGTAAAGTACAGGGCTGCTACAGCTCGCCGTTTCGGCATTAA0
644 CHIP5429 STY specific STY4851 ATGAGTCAGTCCGAATACGCATTATTTTTCAGTAACATTACGCAATAGACATTGAGTCAGTCCGAATACGCATCCATTCTAAAGTGTACCCCATGGCTAGCTAAATTCCTCACCCGCAGAGGATTGAAGCAACCAGACCATCGTCCGTTATATGAATACCACGCAACGAGTGAAGAATATGATGAATTGAAACGGCTGCTGCGAGCTATAGGGGTACCCGATGGTTATAAAAGTGATAAAGGGTACGCAGCCTGTTTCACATTGTTCTGCTCAGAGTGGTATCGAAGAGATTATGAAAGAGAGTATG0
645 CHIP5369 STM/STY STY4625 ATGAAAAAGAAAACCCGCTTTGTTATTCCCCACTTTCCGGTGATGAAAAAGAAAACCCGCTTTGCCTTTAACGCTTACCTGCAGCAGCTGGCGCGCCTGAATGGTGTGGATGTTGAAGAACTCTCCAGCAAGTTCACCGTGGAGCCGTCCGTGCAGCAGACTCTGGAAGACCACATCCAGCAGTCTGCTGCTTTCCTGACGCTGATTAACATCACGCCGGTCACTGAGCAGTCCGGTCAGTTGCTGGGGCTGGGCGTTGGCAGCACCATTGCCGGAACCACCGATACCACCACCAAAG0
646 CHIP5303 STY specific STY4528 ATGAGAGACGCATCGATAACAACTTATTGAGAGGAATTCATTCTCTGACGATGAGAGACGCATCGATAACAACAGAAAGAACGATGCAAACTCCGGCTCAGGTGATGGAAGAACCCGGTTCATCCGTTCACCGTTTGCCTGCAGATGATATCATTGACTACACCTTGTCGAAGATGCAGGCACGGCTTGACGGTACGCCGGGGTCGTCGGGGCAGGAGCGTAACGGGCTGCTGTTTACAGGTAATATTCACGACGCCTACCCGCGGGCGCTAATCCTGGATATGCGCCTTTCTCCTCTGGATAAAA0
647 CHIP5318 STY specific STY4552 ATGTCTCGCCCACAACGCTTAGGCAGCACTCAAAAGAGGAATGTCTCGCCCACAACGCATAAAAAAAATGTCTCTGTCGAAAGCCCTTGATAAATACTACGCCACTGTGTCTGTGCATAAACGGGGGCATCAGCAGGAATTCTATCGTGTTAGGGTCATTCAGCGACATCCTTTGGCAGAGAAGATGATGGATGAAATCACGACAGTGGATATTGCGTCTTACCGCGATGATCGGTTGTCTCAGGTGAATACGCGTACCGGCCGGTGTATTTCAGGAAACACAGTCCGGCTCGAAC0
648 CHIP5415 STY specific STY4827 ATGGCCAGCCGGTTTTTAAGTTAGCCCTCTGCCTGTTCGGTGGCCAGCCGGTTTTTAAGGTCTGTTTGTGCCAGCACTCTGACAACGGCAATGAATCGTGTTGTTGTGCAGGAGGCGTCAGAATCATTTCAGGTTGAACACACGGAGAGCCTGAACATGAAACCCGAACTCATTATCAAATCCATGCAGACCGTTATCAGTAAACAGGATGAAGGCGCGGAACAACGCATTGCCGGTGCGCTGGTCGCACTTAACGAAGCAAAAGACGCACACACGGCCAGCATGGGTAAACTCA0
649 CHIP0777 STM/STY STM3041 STY3197 ATGTTTGAAATTAACCCGGTGAATTATAGCCCTGCTTTCAAACTTGCATGTTTGAAATTAACCCGGTGAATAACCGCATTCAGGACCTCACGGAACGCACCAACGTTCTTAGGGGGTATCTTTGACTACGATGCTAAGAAAGAGCGTCTGGAAGAAGTAAACGCCGAGCTGGAACAGCCGGATGTCTGGAACGAACCTGAGCGCGCGCAGGCGCTGGGAAAAGAGCGTTCATCGCTCGAAGCGATCGTCGATACGCTTGATCAAATGACTCAGGGGCTGGACGACGTTTCCGGGCTGCTGGAA0
650 CHIP0793 STM/STY STM2397 STY2634 ATGAAGGGGAGATTATTGCAACGTTATTCAACATCATCGACATCCGATGAAGGGGAGATTATTGCAACGGCTTCGTCAGCTCAGTATCAGCAACAGTTTACGGGGCGCATTTTTAACGGGCGCATTACTGACGCTGATTGTCAGTATGGTCAGCCTTTATTCCTGGCATGAGCAAAGTTCGCAGGTTCGCTATTCGCTTGATGAATATTTTCCTCGCATCCACTCCGCTTTTTTAATTGAGGGGAACCTGAATCTGGCCGTGGATCAACTCAATGAATTTTTGCTGGCGCCGAACACGACGG1
651 CHIP0809 STM/STY STM2029 STY2234 ATGTCAGAGACATTTGATCCACGTTAGGCTTTACGGTATTCATGGCATGTCAGAGACATTTGATCCACGCTGTGTATGGTTCGTCGGCGCCGGGCCGGGCGATCGCGAGCTGATCACGCTTAAAGGCTACCGCCTGCTGCAACAGGCGCAGGTAGTTATCTATGCCGGTTCGCTGATCAATACCGAACTGCTGGATTACTGCCCCGCGCAGGCAGAACGCTACGACAGCGCCGAACTGCATCTTGAGCAGATTATCGAGCTGATGGCGGCGGGCGTGAAGGCGGGAAAAACGGTGGTGCGTT1
652 CHIP0833 STM/STY STM3577 STY4234 ATGAAAAATATCAAAGTCATCACCGGTTAGAAGCTTTCCCAGTTCGCATGAAAAATATCAAAGTCATCACCGGCGTTATCGCGACGCTGGGCATATTTAGCGCCTTATTGCTGGTGACAGGAATACTGTTTTATTCCGCCGTCAGCAGCGATCGGCTGAATTTCCAGAATGCGAGCGCACTGAGTTACCAACAACAGGAACTGGGCGGCAGTTTTCAGACATTGATCGAAACCCGCGTCACCATTAACCGCGTGGCGATACGCATGTTAAAAAATCAGCGCGATCCCGCCTCACTGGACGCCA1
653 CHIP2664 STM/STY STM0123 STY0143 ATGGCAGATCGTAATTTGCGTTATGCGATCACCCCCAGGTGGCAGATCGTAATTTGCGCGACCTTCTTGCTCCGTGGGTGGCTGGACTACCCGCGCGAGAACTGCGAGAGATGACGCTCGACAGCCGTGTGGCTGCGGCGGGCGATCTCTTTGTGGCAGTGGTGGGTCATCAGGCGGACGGGCGTCGATATATCCCGCAGGCGATAGCGCAAGGCGTAGCTGCCATTATTGCAGAGGCGAAAGACGAGGCGAGCGACGGTGAGATTCGCGAAATGCACGGCGTACCAGTCGTCT1
654 CHIP2680 STM/STY STM0158 STY0181 ATGCTAGAAGAATACCGTAAGCACGTTAAACCGCAGTCTGGAAAATCAGTGCTAGAAGAATACCGTAAGCACGTAGCTGAGCGTGCTGCCCAGGGGATTGTGCCAAAACCTTTAGACGCAACCCAAATGGCTGCGCTTGTCGAGCTGCTGAAGACCCCGCCTGTGGGCGAAGAAGAATTCCTGTTAGACCTGTTGATCAACCGCGTTCCTCCTGGCGTAGATGAAGCCGCTTATGTTAAAGCCGGTTTTCTCGCTGCTGTCGCGAAAGGCGACACCACCTCCCCGCTGGTCTCCCCAGAAAAAG1
655 CHIP2674 STM/STY STM0148 STY0170 ATGGCAAACTGGCCAAACCTTAGATCGTATCGGCTGGCGATGGCAAACTGGCCAAACCCGTTTATTGAACAACGTGCCGATCCGTTTATTTTACGCGACGGCAGCGATTACTACTTTATTGCCTCCGTACCGGAATATGACAGGCTGGAAATCCGCCGGGCTAATTCGCTGGAAGGGTTGCGCGCCGCCGACCCCGTTGTCGTCTGGCGTAAACCGGAAAGCGGCCCGATGAGCCAGCTCATCTGGGCACCGGAAATGCACCGCATCAACGGCAAGTGGTACATCTATTTTGCCG1
656 CHIP2690 STM specificSTM0174 ATGAAGAATTTATGGATGCTGCTGTTAGCGAATCTGAATCTCCAGCATGAAGAATTTATGGATGCTGCTGGCGCTATCGCTATTTTCAGGCCATGCGCTGGCAGACGGAACGATGGGCAACGGAAGCGGCTGGTGTCAACCCACCAGCGGCACGCATAATTTCTTTTTTCCCCTTGACCAGACCATTACCGATACGGATGAGAACCAGGCAGGGAAAATAGTCAAAGAGAGTTGGTCGGTCGGCGGCGAATACAGCGCCAGGTGCGACTGCGATAATAAAGATTATCAGGGCGTTAACTATT1
657 CHIP2706 STM/STY STM0193 STY0220 ATGCGTGATTTATATCCTCTTACTCGCTTACGCTTTGCCTCCCAAATGCGTGATTTATATCCTCTTACTCGCCGCCGTTTATTAACGGCGATGGCGCTCTCGCCGCTGCTGTGGCAAATGAATACGGCGCAGGCTGCCGCTATCGATCCCCGCCGGATTGTGGCGCTGGAGTGGCTGCCGGTTGAGCTGCTGCTGGCGCTCGGTATTACGCCGTATGGCGTGGCGGACGTGCCAAATTATAAGCTGTGGGTTAGCGAACCGCCGTTGCCGGATTCGGTGATTGATGTGGGTCTTCGCACTG1
658 CHIP2722 STM/STY STM0234 STY0259 ATGAACATCATCGCCATTATGGTTAGCAGGCGTGTTTTAAGACTCGATGAACATCATCGCCATTATGGGGCCGCACGGGGTTTATTATAAAGATGAACCCATCAAGGAGCTTGAGCGTGCATTACAATCCCTGGGATTTCAAATTATCTGGCCGCAAAATAGCGTTGACTTGTTGAAGTTTATTGAACATAACCCGCGCATCTGCGGCGTTATTTTTGACTGGGATGAATACAGTCTCGACCTTTGTAGCGAAATCAACCAGCTAAATGAATACCTTCCTCTCTACGCCTTTATCAATACCA1
659 CHIP2738 STM/STY STM1514 STY1547 ATGAGATTAGAACAGCACGATATTGTCTTATGCTTTCTTCGTTAACAGAAAAAGCATGAGATTAGAACAGCACGATATTGTCACCCTTGATGAAGCCGAATCCGTCGATAGCCTGACAAAAAAACTTGGTGATTTACTGGTTAACCAGAAACTCCGTCTGACCACTGCAGAATCCTGCACTGGCGGGAAACTGGCTTCAGCATTGTGCGCAGCAGAAGATACGCCCTCATTTTACGGTGTGGGGTATGTCACCTTTACTGATGAAGCCAAAGCAAAAATCTTACGCGTACAACGCCACAGTCTTGCCGAAC1
660 CHIP0772 STM specificSTM3640 ATGGAGTTTTTAATGAAAAAGGTTGTTTTTGTTATTCGTAGGACAGGTTGAAGTCCATGGAGTTTTTAATGAAAAAGGTTGTTTTTGCTCTGTCTGCTCTCGCTGTAGTTTCCACTTCTGCTTTCGCTGCTGAATCTGGTGACGGCACCATTAAATTCACCGGTGAAATCGTTGACGCGCCATGCGTCGTTTCTACTGACTCCCAGAACCAGGAAGTTGTGCTGGGTCAGGTTAAGAAAAATATCTTCAAAGCCATTGGCGACAAGTCTTCTTCTAAGCCTTTCCAGATCAAACTGGAAGACTGTGACATCA1
661 CHIP3316 STM/STY STM0697 STY0735 ATGAAAACGATTGAAGTTGATGATGTTAAATTGTTCCGCAAACCTTTTCATGAAAACGATTGAAGTTGATGATGAACTCTATAGCTATATTGCCAGCCACACCAAGCATATCGGCGAGAGCGCATCCGACATTTTACGGCGTATGTTGAAGTTTTCCGCCACGACACAGCCAACGGCTTCAGCGGTGAAGGGGACGCCTGCGGCGCAACCCGTTGCCGAAGCGAAACCGGTTAACCCGGTAAAAGACAAAGTTCGCGCGATGCGTGAGCTGTTGTTGTCTGACGAATATGCCGAGCAGAAAAAAG1
662 CHIP0782 STM/STY STM1965 STY2173 ATGTCATGGCAACACTTCAAGCTTATACAGATTCCTTAGCAGGCGTCATGTCATGGCAACACTTCAAGCAAACCTGGTTAATTAAATTCTGGGCGCCGGCCCCTGCGGTGATCGCAGCCGGTATTCTCTCTACCTACTATTTTGGCATCACCGGCACGTTTTGGGCCGTGACGGGCGAATTTACCCGCTGGGGCGGGCAAATTTTGCAGCTTTTTGGCGTTCATGCCGAACAGTGGGGCTACTACAAGCTGATTCATCTGGAAGGTACGCCGCTGACGCGTATCGACGGCATGATGATCCTCG1
663 CHIP0798 STM/STY STM3711 STY4084 ATGAAAATTTTGGTCATTGGCCTTAAACGCCCTCTTCCGACAATGAAAATTTTGGTCATTGGCCCGTCCTGGGTGGGCGACATGATGATGTCGCAAAGTCTCTATCGCACGCTTAAAGCACGCTATCCCCAGGCGATAATCGACGTGATGGCGCCAGCCTGGTGTCGTCCGTTATTATCGCGTATGCCGGAAGTTAACGAGGCGATACCCATGCCGTTGGGCCACGGCGCGCTGGAAATCGGCGAGCGCCGCAGATTGGGCCATAGCCTGCGAGAGAAGCGCTACGATCGCGCCTGGG1
664 CHIP0814 STM/STY STM2024 STY2228 ATGAACGGTAAATTATACGCATTAAGTACCTTATTCTGCATACTCCCACTGTTTATTGATGAACGGTAAATTATACGCATTAAGTACCGGGCCAGGCGCGCCCGACCTGATAACCGTCCGCGCAGCGCGGATTCTTGGCTCGCTGGACATTCTGTATGCGCCCGCCGGTCGTAAGGGGGGCGATAGTCTGGCGCTGTCGATTGTGCGCGACTATCTCGGCGAGCAGACGGAAGTACGTTGTTGCCATTTCCCTATGAGCGCTGACGGCGCCGAGAAAGAAGCGGTCTGGAACGAGGTTGCCGCCGCGCTTACCG1
665 CHIP0830 STM/STY STM1725 STY1326 ATGCAAACCGTTTTAGCGAATTAATATGCGCGCAGTGTCTGATGCAAACCGTTTTAGCGAAAATCGTCGCAGACAAGGCGATTTGGGTAGAAGCCCGCAAACAGCAACAGCCGCTGGCCAGTTTTCAAAATGAGATCCAGCCAAGTACACGCCATTTTTATGATGCGCTCCAGGGCGCGCGTACCGCCTTTATTCTGGAGTGTAAGAAAGCATCGCCATCAAAAGGCGTGATTCGCGACGATTTCGATCCGGCGCGTATTGCCAGTATTTATCAACATTACGCCTCGGCGATCTCGG1



666 CHIP2645 STM/STY STM0081 STY0093 ATGAAACCAATACCTTTTTATTTGCTCGTTAGTGCGCTTTTACCTGCCTATGAAACCAATACCTTTTTATTTGCTCGCGCTATTTTCTGCCGCCTCCGGGGCTACGGAGATAAACGTCTGCAAAGACCTGATCGGAACATGGAAAACCACGGCAGATAACCCGCCTTATACCATGACAATATCGCCGCCAGTAGAAAGCTGCGGGGAAAAATGTGTGAAACTGAACGTGCAGTATGAACTTGACGTGACTCACCGCAACGCGCTTTATTGCCATGAAGGACAAGAGGGGGTAAAAGGGCAGGGAC1
667 CHIP2591 STM/STY STM3853 STY3930 ATGGACAGTCTGAACCTTAATAAACATATTTCTTACTCTTTCGGATCTTTCCCCATGGACAGTCTGAACCTTAATAAACATATTTCCGGCCAGTTCAACGCCGAACTGGAAAGCATCCGCACTCAGGTAATGACCATGGGCGGCATGGTGGAGCAGCAGCTTTCTGACGCTATCACCGCCATGCACAACCAGGACAGCGAGCTGGCGAAGCGCGTGGTAGAAGGCGATCATCAGGTTAATATGATGGAAGTCGCCATCGATGAAGCCTGCGTGCGTATTATCGCCAAGCGCCAGCCGACGGCGAGCGATC1
668 CHIP2615 STM/STY STM0015 STY0015 ATGTCTATTCCCAACCATGTGTCGTTAATCTGAATTATTACCTTCGATAATTTTTTTAATCATGTCTATTCCCAACCATGTGTCGACAACGGAAGTTGTGCTATTGGAGCTAGAGATCTTACTCACTATTATTTCGATTGGCGCGTGGGGAGGCTTTGTCAGCTATCTTTTACGCAAAGATAAGACAGAATATAATAGTTCTCATGAAAGTATTAAATATTGCTTAACGCAGATCGTGATTTCCTGCTTCACCAGTTTCTTGTTAAGCGCGATTGCGATCGAAAAAGAATGCAGTTTCAACATTGTTCTGTTGGCGG1
669 CHIP0856 STM/STY STM3110 STY3265 ATGCAAGCGTCTCAATTTTCATTAAACTGGCGCTCCGGTATGCAAGCGTCTCAATTTTCAGCCCAGGTTCTGGACTGGTACGACAAATACGGGCGGAAAACGCTGCCCTGGCAAATTAACAAGACGCCTTACAAAGTATGGCTCTCGGAAGTCATGTTGCAACAAACGCAGGTGACGACGGTGATTCCTTACTTTGAGCGATTTATGGCGCGCTTTCCGACAGTGACGGATTTAGCGAATGCGCCGCTGGATGAAGTGCTCCATTTATGGACCGGGCTCGGCTATTACGCCCGCG1
670 CHIP3239 STM/STY STM3312 STY3491 ATGCTGTTAAATGCGCTGGCTTAATTCCCAAACATCAGTGCGATGCTGTTAAATGCGCTGGCAGCACTCGGACACAGCGGGATCAAAACCGTCAGGACGTTCGGGCGCGCCGGGTTAATGTTATTCAATGCGATTATCGGTAAGCCGGAGTTTCGCAAACATGCGCCGCTGCTGGTGCGCCAGCTTTATAATGTGGGCGTCTTGTCAATGCTTATCATTATTGTCTCCGGCGTATTCATCGGTATGGTGCTGGGGCTGCAAGGCTATCTGGTTCTGACCACTTACAGCGCGGAGACCA1
671 CHIP3255 STM/STY STM3347 STY3527 ATGTTCATGACCTGGGAATATGCTTAATCGCGCTTTGCGCCATGTTCATGACCTGGGAATATGCGCTAATTGGATTAGTCGTCGGTATCATCATTGGTGCCGTGGCCATGCGTTTTGGTAATCGTAAGTTACGTCAACAGCAGGCATTGCAGTACGAACTGGAAAAAAACAAAGCTGAGCTGGAAGAGTACCGTGAAGAGCTGGTTAGCCACTTTGCCCGCAGCGCGGAACTGCTGGATACCATGGCGCATGATTACCGCCAGCTGTATCAGCATATGGCGAAAAGCTCCAGCAGCC1
672 CHIP3279 STM/STY STM0632 STY0682 ATGGGTGAGATTAGTATTACCAAACTGCTTACTCTTTGTGCGAGAGTTTTTCAATGGGTGAGATTAGTATTACCAAACTGCTGGTGGTTGCCGCACTGGTTGTTCTGCTGTTTGGTACCAAGAAGTTACGTACGCTGGGCGGAGACCTGGGCACGGCGATTAAAGGATTCAAGAAAGCAATGAACGATGAAGACGCGGGCGTTAAGAAAGACGTCGACGGTAGCGTTCAGGCTGAAAAACTCTCGCACAAAGAGTAA1
673 CHIP3825 STM/STY STM1110 ATGGAATGGAAGGTCGTTGATTAAACTTTCTTATTATCTATTTGAATATTTCTGGTTAAACATGGAATGGAAGGTCGTTGATACAGTTATAAGTCCCTCTACCGGAGTGTCGTTCTCATGCATACATAGCCTAAAAAATCTTAGATTGACCTTATGGTATCAGGCAGATGTTTACATGCCTCCAGGTAGCATTATCATCCCCTTTAATAAGGGGGTCTTAATAAACGATAAACTTTATCCCGTTACTGTTTACAACGTTACCAGGTTTAATCCTGTTCTATGGAAATCGCTTAAAGAAAATAGCCATTGTCCTGGTA1
674 CHIP3841 STM/STY STM1152 STY1189 ATGGTGATTACCCTGAGCGGTTACTCATAAGGCCCGTGGTGATGGTGATTACCCTGAGCGGCTGCGGCAGTATTATCAGCAGAACGATCCCCGGACAAGGACACGGCAACCAGTATTACCCTGGCGTGCAGTGGGATATGCGTGATTCCGCATGGCGCTATATCACTATCCTCGATCTGCCCTTCTCACTGATCTTCGATACACTGCTACTGCCGCTCGATATTCACCACGGGCCTTATGAGTAA1
675 CHIP2417 STM/STY STM3497 STY4299 ATGAAAGAAAAGTCCTCCGTTGATTATTCGCTGTCGCCGTGATGAAAGAAAAGTCCTCCGTTGAGGTCAGACTGGATAAATGGCTGTGGGCCGCGCGTTTTTATAAAACCCGCGCGATGGCCCGCGAGATGATTGAAGGCGGTAAGGTGCATTACAACGGCCAGCGCAGTAAGCCGAGCAAAATCGTCGAGCTGAACGCAACCCTTACCCTGCGTCAGGGAAATGACGAACGGACGGTGATCGTTAAAGCCATCACCGAACAGCGCCGTCCGGCCAGCGAAGCCGTCGCTCTGTATG1
676 CHIP2433 STM specificSTM3522 ATGCGAAAAACGGTGGCCTTTAATTCTGTAAAACGTCCCACGTCATGCGAAAAACGGTGGCCTTTGGTTTTGTCGGTACGGTACTCGACTATGCAGGACGCGGCAGTCAACGTTGGGAAAAATGGCGCCCTACTTTGTGTCTGTGCCAGCAGGAGACGCTGGTCGTTCACCGCCTGGAACTGCTGTACGATGCCCGCTCTCGCTCGCTGTTTGAAGGATTAAAGAAGGATATCGCCAGCGTCTCGCCGGAAACGGAAGTCGTCGGCGTAGAAATCGCGATCCGCAACCCGTGGGACTTCG1
677 CHIP2449 STM/STY STM3544 STY4267 ATGATCTACTTACGCAAAGCAAACGTTAAACTGGCGGCAAGTCAATGATCTACTTACGCAAAGCAAACGACCGCGGTCATGCGAATCATGGCTGGCTTGACTCCTGGCATACCTTTTCTTTTGCCGATTATTACGATCCGAACTTTATGGGGTTCTCGGCGCTGCGTGTGATTAACGACGATGTGATCGACGCAGGCCAGGGTTTCGGCACGCATCCGCATAAAGACATGGAAATTTTGACCTATGTACTGGAAGGCGCCGTAGAACACCAGGACAGTATGGGCAATAAAGAACAGGTTC1
678 CHIP3714 STM/STY STM4541 STY4894 ATGCTGATATATGCCTGGAAGGTTAACTTTCAACATTCACCACTTTGAGTGCTGATATATGCCTGGAAGGCGGGCCGTAACACCTGGTGGTTTGCCGCCACTCTCACGGTGCTGGGACTTTTTGTCATTCTGAATATTACCCTGTATGCCAGCGACTATTTTACCGGCGACGGGATCAACGACGCAGTGCTTTATACGCTCACGAATAGTCTGACGGGAGCGGGAGTCGGCAAATATATTCTGCCGGGAATCGGCATTGCCCTGGCGTTAGTGGCGGTATTCGGCGCGCTGGGATGGGTACTAC1
679 CHIP3859 STM/STY STM1204 STY1244 ATGTCTTTCATTCAATACCGCCGTTAGAACTGATAATTGGCGGTGATGTCTTTCATTCAATACCGCCGGGACAAACACCTTCCGTCCACCGCCGCACCGTCGCTGTTAGCTATGGGTATGGCGATGGCATTTATGCCTGCCGCCTTCGCGGCTGAGGATACCGTTATTGTCGAAGGCGAGACGACCGCTGACGCCGTAAACCGTGAAGAACAGGATTACAGCATGAAAACGACCGCAGCGGGCACCAAAATGCCGATGACTCAGCGCGATATCCCGCAGTCGGTCAGTATTGTCAGCCAGC1
680 CHIP2435 STM specificSTM3527 ATGGAAGAGGTTAAATTATATGTGGAACGTTACTCGCCGGGTTTTGTACAATGGAAGAGGTTAAATTATATGTGGAACGGGTTGGCATAGACCCGGCCAGCGGCGCTGATATTCGTATTGCACGGCGTGAATCCACTTCGTGGCATAAAGATATTGTTGCTGAGCTGATTAATCAGGTCCTCCGGTGTGGTGCAGCATTAATCATCATCGCTGTGCTGACCGCCTGCGATGATCGCCAGGTAAGCTATTTTCCTGATTATGCCGCCATACCCGAGCAATCCGGTATCTGGACCTGGCTGCCTGTGT1
681 CHIP2451 STM/STY STM3552 ATGAAACGCTTACTACTTATTACGGCTTTTAAGGGCTGATGGTTTTCAGCATGAAACGCTTACTACTTATTACGGCTTTGTTACCCTTTGCTGTATTGGCCCAGCCAATTAACACTATGAATAATCCTAATCAGCCAGGTTATCAGATCCCCAGCCAGCAGCGTATGCAGACGCAGATGCAAACGCAGCAGATTCAGCAGCAGGGTATGTTGAAACAACAGATGCAAACGCAGGCGCGCAGCCAGCAGCAAAATCTACAGTCGCAGTTGAATGCCAATACGCAGCGGGTTCAGCAGGGACAGCCGG1
682 CHIP3716 STM/STY STM4545 STY4898 ATGGGTATAATCGACTTTTTACTGGCTTACACGCGGGGGCGTTTGATGGGTATAATCGACTTTTTACTGGCGCTAATGCAGGACATGATCTTGTCTGCGATCCCCGCCGTCGGGTTTGCGATGGTCTTTAACGTTCCCCACCGGGCGCTTCCGTGGTGCGCGCTACTGGGGGCGCTGGGTCATGGCTCGCGTATGCTGATGATGAGCGCTGGTTTTAATATCGAATGGTCAACGTTTATGGCTTCGCTGCTGGTCGGCAGTATTGGTATTCAGTGGTCACGCTGGTATCTCGCTCACCCTA1
683 CHIP3732 STM/STY STM4585 STY4932 ATGTTACAGGTATACCTTGTTCGCCTTAACGCTGTAGCTCATCCAATGATGTTACAGGTATACCTTGTTCGCCACGGTGAAACGCAGTGGAACGCCGAGCGACGTATTCAGGGCCAATCGGACAGTCCCCTGACAGCAAAAGGCGAGCAGCAGGCCATGCAGGTAGGAGAACGCGCCCGTAGCCTCGGCATCACCCATATCATCAGCAGCGATTTAGGCCGCACAAAACGCACGGCGGAGATTATCGCCCAGGCGTGCGGGTGTGATATCACCTTTGACTCCCGCCTGCGCGAGCTGGATATGG1
684 CHIP3764 STM specificSTM0295 ATGTTAACGAATGCAAATAAAATCAATGTTACACATTATTCATCCGGTTCCAGTGTTAACGAATGCAAATAAAATCAATGCTGTTGATGTTTTTACTACAGGAATAAGTATGGTTAACGATAAGGATACAGCTATATTAATTAGTGATTTAATGTTGAGATTCGGTAAGGAGCTTGATGAATCTGTTGCTGTTGTTCAGTCCCGTTGTGATGAGGATGAATTTAATGTATATCGAGAAACGGTTGGTTTTATCATGGGTGAAATGCTTATTAAAATAATGAATCCATTATATGAAAAACATCCAGAAA1
685 CHIP2461 STM/STY STM3576 STY4235 ATGTCGACCCCTGATACCGTTAGTTTTTACGCAGCAAACGTAGCATGTCGACCCCTGATACCGATGGCAAAAAAGTCCCGCCCTTTACCTCCTTCAGATTAGCCCCGGCAATACAGAAGGCCGATAGCTGCTGCTGCGAAGAACATTGCGCGTCCAGCGCGCCTGTTTCTACTGCCATGGCAGGCACGCGCTATACCTGGAAAATCTCCGGCATGGACTGCGCCGCCTGCGCCCGAAAAGTGGAGAATGCGGTACGCCAAATTCGCGGCGTCAACCAGGCGCAAGTGCTGTTCGCCACCG1
686 CHIP3726 STM specificSTM4572 ATGAAGTATTTAAAACTGCCGCTATACATTATTGACAGACTCCCTTTGCGTGAAGTATTTAAAACTGCCGCTATACATCAAAACTGCGCTTTATTGCTCACTGGCAACCACGACGTTTTCAGCTCTGGCGGAGGAGCTGAATTTTGACATGGGTATTCTCACCTCCAGAGGCATTAGCCCCAACGTCGCACAATATTTTTCCCGCGCGCCGCGCTTTCTACCAGGCAGCCACACCGTCATGGTAAAGATCAATGGCGTAAATAGAGGGTCGTTGGTCGCGCGTTTCGACACAGAAGGCCAGCTTT1
687 CHIP4038 STM specificSTM2726 ATGTCAATCAGATATCGCCTTGTTTTAGAACGTGACAGCCTTGTCAATGTCAATCAGATATCGCCTTGTTTTTCGTCAAGAAAAGAATAATAGGCTAAAAATGAAAATTAATAATGTAGCGTTAACAATATCTCTTGCTGTAATCCTAACTGGTTGCGTGCCACATGCTTCTAACCGAAATATCACTGCTATTGAAGTGGTGAAGCCTGCTATTGGGCAAAGTGCTACCGCCTACATGGGCGATCCCATTATCACATCTGCTACTGGATTTAAAACGGACGTACTAGAACTTGGTGCGGCTA1
688 CHIP4054 STM specificSTM2747 ATGCTTTTGCTTTTTAGATCACCATTAAATATTATGGCTATCTATTAAGCCCGAATGCTTTTGCTTTTTAGATCACCAAAATATAGCAGGAAGATTTTTTTCACTCTAGAAGGAGAAAGTGATATTAGATTTCTTAATACTCATTTTGCAGATGAGAGAATCCATTATGATTCGCCGTGTAGTGGTAAACCAGAAGTAATAAATGCTGTGCAATTATTGCGCTCTCATGGAAAACAAAACGTATATGGTTTATGCGATGCTGACTTTGATATTTTAGAAGGTAACAGCTACGAAAACATTCATTTTACGG1
689 CHIP4070 STM specificSTM2763 ATGGCAAAAATCGCTAAGAAGCTTATCTGCGGGTCAGCTCTTCATGGCAAAAATCGCTAAGAAGCTCACTGACACTGAAATCAAAAGCACTAAGCCAGCCGATAAAGAAATCAACTTGTTTGACGGTGATGGTCTGATTCTACGAATCGCTCCTTTGGCGAAGGGAGGGAAGAAAAATTGGTATTTCAGATATGCAGTGCCTGTGACCAAAAAGCGAACTAAGGTGAGCTTAGGAACCTATCCTCATCTTACACTTGCCAAGGCACGAGCTTTACGTGATGAATACTTGTCGTTGCTTG1
690 CHIP4086 STM/STY STM2788 STY2908 ATGGATACCTGGATATATCTTTCTCAGGTTAACCGGCGTCAACCTGATGGATACCTGGATATATCTTTCTCAGGGCTTTGCGGTGGCGATGACGCCGGAAAACCTGGTTATCGCGTTGATTGGCTGCTTCGTGGGCACGATCGTCGGTCTGCTGCCGGGTCTGGGACCGATCAACGGCGTGGCAATCTTACTGCCGCTGGCCTTTGCGTTGCATCTGCCTGCGGAGTCGGCGCTAATTCTGCTGGCGACGGTGTACATTGGCTGTGAGTATGGCGGCAGGATCTCCTCCATATTGCTCAACG1
691 CHIP3568 STM/STY STM4244 STY4440 ATGCTGGAACTACTTTTTGTGCTTGTTAGTAAAACCGACGGTTATTGCGATGCTGGAACTACTTTTTGTGCTTGGCTTTTTTCTGATGTTAATGGTGACGGGCGTCTCCTTGCTGGGCATTCTGGCCGCGCTGGTTGTAGCGACTGCCGTCATGTTCCTGGGCGGAATGTTCGCCCTGATGATCAAGCTGTTACCGTGGCTACTGCTGGCGGTGGCTGTGGTGTGGGTGATCAAAGCAGTAAAAACGCCAAAAATCCCACAGTATCAGCGCAATAACCGTCGGTTTTACTAA1
692 CHIP3592 STM/STY STM4295 STY4494 ATGAGGATTTGCAGCAACGATTAGGCAGCCGATCGTTCCATGAGGATTTGCAGCAACGAACCTTGCATAGTGTTATTAACCGAAAAAGATACATGGTTACGAGTAAATGGTAAGGAGCCAATCAGCTTAAAAGCGAATCATATGGCCATTCTGGCTTGTGAAAATAACGTTATTGACATTTCATCATTAAATAGCGTGCTAGTAATACAAGTGAGTCGCAATAATATTAAAGACTATTTACAATTCCTGAATAAAGATCTCTCACACCTTCCCGTCTGGCAACGCAACGCCGATC1
693 CHIP3424 STM/STY STM0868 STY0901 ATGACCGTCCTCTCCTCACGTTATGCGTTATGCTCCATCACCATGACCGTCCTCTCCTCACGTAACGCCTTAAAACGCCGTACCTGGGCGCTGTTTATGTTCTTCTTTTTACCCGGACTGCTGATGGCCTCCTGGGCAACCCGAACGCCTGCTATTCGGGATATTCTTTCCGTCTCTACCGCGGAAATGGGGGCGGTCTTATTCGGGCTTTCTATCGGTTCAATGAGCGGTATTCTTTGTTCCGCCTGGCTGGTGAAACGATTTGGCACCCGGAAGGTTATTCGCACGACGATGACCT1
694 CHIP3440 STM specificSTM0896 ATGGGCAGCCCGGTGGGATTACTCGCTCCATATCCGGAATGGGCAGCCCGGTGGGACGAAATGATGAAGCAGAAACCGTATTGAGGGAAGTGGAGATGGCTATGAAAACTGAATTAGCAACAGTGGCGGCGCGTGATTTACAGATCATTGAGTATCGCGGCCAACGCGTAGTCACTACTGAGCAACTGGCTGCGGGTTATGGCACCGATGCTGAGAATATTCGCCGCAACTTCAACCGCAATAAATCCCGCTTCATTGAGGGTAAACATTACTTCCAGATTACAGGCCCGGAAC1
695 CHIP3080 STM/STY STM2477 STY2714 ATGTCGCAAACCATTACGCTTTAGTCCATTAGATGAGACGTCTGTAAATAGATGTCGCAAACCATTACGCTTATTAAGGATAAAATTCTTTCTGATAATTATTTTACTCTGCGCAACATTACCTATGACCTGACCCGTCGTAATGGCGAGGTTATCCGTCACAAGCGTGAGGTTTACGATCGCGGGAATGGCGCAACCATTCTGCTTTACAACTCAACTAAAAAAACCGTGGTTCTGGTTCGCCAGTTTCGCGTGGCGACATGGGTCAACGGTAATCAAGACGGTATGTTAATTGAAACCTGCGCTG1
696 CHIP3480 STM specificSTM0948 ATGATGACTGAGTTCAAACGCATTATTTTGGGGGCCTGACTTATGATGACTGAGTTCAAACGCACCCAACGCGATTATCCTCTATCCTTTAAAATAGCCGTCGTTGAGCAGGTCGAAAAAGGCGAGATGACCTATAAACAGGCCCAGCAGCGATATGGCATTCAGGGGCGCTCCACCGTACTTGTCTGGCTGCGTAAATATGGCCGGCTTGACTGGAGACCCGGACTTCCTGACCTGGTGAAGAGGAAACTGCCTGTGGCTCAGACAACTATCCCGCTGACACCCGAGCAAAGAATCA1
697 CHIP3074 STM/STY STM2450 STY2687 ATGAGCACTTTTAAACTCCTAAAAACTCTCTTACCGTTTCTTCGTGTGTGCATGAGCACTTTTAAACTCCTAAAAACTCTCACATCGCGCCGCCAGGTACTCAAAACAGGTCTGGCGGCCCTGACGCTGTCAGGTATGTCGCACGCAGTAGCCAAAGAAGAAACGCTAAAAACCAGTAATGGTCACAGCAAACCCAAAACCAAAAAAACCGGCAGTAAACGGTTGGTGATGCTCGACCCCGGACACGGCGGCATCGATACCGGCGCGATTGGCCGCAACGGTTCTCAGGAAAAACACGTCGTACTGG1
698 CHIP3474 STM/STY STM0936 STY0932 ATGATGACGATGCCAACCTCTTATGCGAGAACAAGATCGCCATGATGACGATGCCAACCTCACAGTGTCCCTGGCGAATGCAGGTGCATCACATCCGTCAGGAGACGCCGGATGTATGGACAATTGCGCTATTATGCCATGACTACTACCCTTACCGCGCCGGGCAGTATGCGCTGGTGAGCGTGCGCAATTCAGCGGAAACGCTGCGCGCCTACACCCTTTCGTCTACGCCGGGCGTCAGTGAATATATTACGCTGACCGTTCGTCGGATTGACGATGGCACGGGTTCGCAGTGGT1
699 CHIP3490 STM/STY STM0969 STY0967 ATGCCGAATGTGCAGGAATTATGTGTTTCTACGCGCCAATGCCGAATGTGCAGGAAAAACAGTTGCGATGGTACAACATCGCCTTGATGTCGTTTATTACCGTTTGGGGATTCGGCAATGTTGTCAATAACTATGCTAACCAGGGGTTAGTGGTTGTCTTCTCCTGGGTGTTTATTTTTGCGCTCTATTTTATTCCTTATGCCTTAATCGTGGGGCAACTGGGCTCAACCTTCAAAGAGGGAAAAGGGGGCGTCAGTACCTGGATTAAGCATACGATGGGGCCGGGGTTGGCTT1
700 CHIP3506 STM/STY STM0994 STY0996 ATGATTGAACGCGGTAAATTTCGTTAACTCGCTTCTGAAGGCGATGATTGAACGCGGTAAATTTCGCTCGCTAACGCTGATTAACTGGAACGGTTTTTTTGCCCGCACTTTTGACCTGGATGAACTGGTCACGACGTTATCCGGGGGCAACGGCGCCGGGAAATCCACGACGATGGCGGCGTTCGTCACGGCGCTGATCCCGGATCTCACATTACTGCACTTTCGTAACACCACGGAAGCCGGCGCCACCAGCGGTTCGCGCGATAAAGGTCTGCACGGTAAGCTGAAGGCGGGTGTCT1
701 CHIP3531 STM specificSTM1041 ATGGACAGCAGTGATCTCGTTGTTATCGATATGCCCCGCTCGTGGACAGCAGTGATCTCGTTGAAAAACGCATCAAGCGATGTATGGAGTCCAGCGCCAGAAGTGTGGCGGCATCGGCAAAAAGTATCAGTGCCGCTATGGCGCAATCACAGGTTGCCACACGCACACAGAGTGACGCTATGGCACAACTGGCGCGTGAGGCGAACGAGGCCAGAGAAAGGGCTGTCGACCTGAATCAGAAGTTAAGGGCGGAAGCTGCGCAGGCAGCGGTGGTTGCACAGGCTCAGGATGCAGCCG0
702 CHIP4123 STM/STY STM4093 STY3777 ATGGCACAACGAGATTATGTACGTTAACCCCCGGTGGCGAGGTGGCACAACGAGATTATGTACGTCGCGGCCAACCGGCTCCTTCGCGGCGCAAAAAGAGCACCTCACGGAACTCACGGAAGAAGCAAAGCAACATGCCTGCCGTCTCGCCGGCAATGGTCGCGATTGCGGCAGCCGTCCTTGTGACCTTTATCGGCGGTCTGTACTTCATTACTCACCATAAGAAAGAAGAGTCCGAAACGCTACAAAACCAGAAAGTCACCGGCAATGGGCTTCCGCCAAAACCGGAAGAGCGCT1
703 CHIP4157 STM specificSTM2901 ATGGATACGACAGAAGAACTAAACGGTTAAAAGGATGTCCATTGTATACGAATGGATACGACAGAAGAACTAAACGGAACCTACTTCTACCACGGACAATCGAACCTGTCAGCAGGTGAACTATTTGATGTAATTTTCATTGAGCAATTTTGTGATGAACTTGGGATTGGCATTGAGTCAGGTGCTGCTATCCTCGCCGGGCAACCGTGGTTAAAAACCAGAACGAAACCGGGAGAGGCAATCAAAGGGACAAGTGTTATCTCCAGGTATGGGAGAATGCTTTTACGAAATGCACGAACTCCTTTTG1
704 CHIP3613 STM/STY STM4343 STY4703 ATGCAAACCTTTCAAGCCGTTAGCCATTCGCCTTCTCGTGCAAACCTTTCAAGCCGATCTTGCCATTATAGGCGCCGGTGGCGCGGGATTACGTGCTGCAATTGCTGCCGCACAGGCGAATCCCAATGCTAAAATCGCACTGATCTCAAAAGTGTACCCGATGCGCAGCCACACCGTCGCTGCCGAAGGGGGTTCAGCCGCTGTCGCCCAGGATCATGACAGCTTTGACTACCATTTTCACGATACGGTAGCAGGCGGAGACTGGCTGTGTGAGCAGGATGTCGTGGATTACT1
705 CHIP3061 STM/STY STM2420 STY2655 ATGATGGAACGAGCCCATCTTATACCGTCAACGCCGCGTGATGGAACGAGCCCATCGTATTGATCTAAAGCTATTACGTTATTTCCTCGCTGTTGCAGAAGAATTGCATTTTGGCCGGGCTGCTGCCCGGTTAAATATGTCACAACCTCCCTTGAGTATCCATATCAAAGAACTTGAACAGCAACTGGGTACATTGCTGTTTATTCGTCATTCCCGCAGCGTTGCATTAACCCATGCCGGGAAAGTTTTAATGGAGGAGTCACGTCGCTTGTTAGCCAGTGCAAATCAGGCGC1
706 CHIP3461 STM specificSTM0918 ATGGACCAGATAGCGAACCTGTTAGCTGTAAGCTCCACTTAAACGACATGGACCAGATAGCGAACCTGGTCATTGATTTAAGTGTCGATGCCGCAGACTTTAAAAATGAAGTGCCCCGCGTTAAAAAACTGCTGGATGAAGTCTCGGGTAAAACCGACCTCGTCACGCAGCGGCAAAAAAATCTTATTGAGACCCTGAAAAGTCAGGGGCGGGCATATGTGGACGGGAGCATCGCTGCGTCTGATGCCGGCACGCGCCAGAAACAGGCGATGGTCATGGCGGCGCAGGGATATGACCAGGTGG1
707 CHIP3109 STM/STY STM2533 STY2779 ATGACCACCGCCTTTTTTGTTAAGCGGGTTCAACCGGATGACCACCGCCTTTTTTGTCGCCGCCGACTGGCTTGCCGAACATATTGATGATCCGGAAATACAGATTCTTGACGCCCGTATGGCGCCGCCAGGACAGGAACATCGTGATATGGCGGGCGAATATCGCGCCGGACATATTCCCGGTGCGCTGTTTTTTGATATTGAAGCGCTCTCCGATCGCGCATCGCCGTTGCCGCATATGATGCCGCGCCCGGAAGCGTTTGCGGTAGCCATGCGTGAACTGGGTGTTCGTC1
708 CHIP3125 STM/STY STM2569 STY2815 ATGTTCGGCAGTTTTCTGCGTTATTCGAGCTGCTGCAACTCATGTTCGGCAGTTTTCTGCGTTATTTGCTGCGCCGTCAGCCGCTAAATGCGCTGCTCGTACTGCCGTTGTTGCCCATTATCGGTATCGGTTTACTGGTAAAAGGGCGTGCGGCCCGCTGGCCGATGAGTCTGTTGTTGTGGGGCTGTACTTTTGGCCATAGCGAAACGCGTTTGCAGGCGCATCAGGCGGATTTTGTCCGTTGGTTTCGCGCTAACGTCACGGCGTTTCCGGTTGTACAGGAGCGTCTGACCACCT1
709 CHIP3119 STM/STY STM2560 STY2807 ATGAAAACACCCTCACAACCGTTAATCGCCCTGCGGTAGCATGAAAACACCCTCACAACCGCGCGCGATTTTTTACATCGTGGCGATTCAAATTTGGGAATACTTCAGCTTTTACGGCATGCGTGCCTTACTCATCCTTTATCTTACCCACCAGCTTGGTTTTAATGACAGCCACGCGATCAACCTCTTCAGCGCCTACGCCTCTTTAGTTTACGTTACCCCTATTCTTGGCGGCTGGCTTGCCGACCGCCTGCTTGGCAACCGCGTGGCGGTTATCACCGGCGCCCTGTTGATGA1
710 CHIP3616 STM/STY STM4349 STY4709 ATGGGCGACCAGGAGCCATTAGTCGTCCGTATCAGAAAAGTTATGGGCGACCAGGAGCCAGTACGATTGAGCAAAAATAAACTCTCCAAAGGCCAGCAGCGCCGTGTGAACGCCAATCACCAGCGTCGTTTAAAAACGTCCGCGGAGAAAGCCGACTACGATGACAACCTGTTTGGCGAGCCTGCAGAAGGTATCGTCATTAGCCGTTTTGGTATGCATGCCGATGTGGAGTCTGCTGACGGCGAGGTTCACCGTTGCAATATCCGCCGCACTATCCGTTCGCTGGTGACGGGCGATC1
711 CHIP2968 STM/STY STM2009 STY2211 ATGGAAAATAAAGGCACAAACCTAACTTAGCGAAACGGTGGCTCAATGGAAAATAAAGGCACAAACCTAACGCCCGAGCAGGCGCTGGATCGCCTGGAGGAGCTATACGAGCAGTCGGTTAACGCGCTCCGTGAAGCCATCGCTGACTATGTTGATAACGGTACGCTGCCCGATCCCCACGCCAGGCTTAACGGACTGTTTGTTTATCCTTCGCTGTCTGTAAGCTGGGATGGCGCGACACCGAACCCGCCTAAAACACGCGCTTTTGGACGCTTTACTCATCCCGGCTGTTATACCACTA1
712 CHIP3008 STM/STY STM2316 STY2546 ATGATGCTCTCCATTGCGTGTTACATCAGCGGCATCGCGTGATGCTCTCCATTGCGTGGCGACGCAATCACTTCCTCAATGCCACGCTGTCGGTCATTGGGCTTAACGCTGCTCTGGTTTCGCTTTGGTTTGTCGGCCAGGCCGGGGCAATGGACGTCACGCCGCTGATGCGCGTTGACGGCTTTGCGATGCTCTACACCGGACTGGTGCTGCTGGCGAGCCTCGCCACCTGTACCTTTGCCTACCCGTGGCTGGAAGGCTATAACGATAACCAGGAAGAGTTCTACCTGCTGG1
713 CHIP3032 STM/STY STM2360 STY2590 ATGACTGACTCGATTATGCAGAATTACTTAATAAATGTCGTACTTGACCATATCTTCGATGACTGACTCGATTATGCAGAATTACAACCAGCTACGTGAGCAGGTAATCAACGGCGATCGCCGTTTCCAGCACAAAGACGGTCATTTGTGTTTTGAAGGGGTCGATCTGGACGCTCTGGCGCGCCAGTACCCCACGCCGTTCTATGTGTTTTCTGAGCCGGAGATTATTCGTAACATTCATGAAATCCAGCAGGCATTTGCGGCGCATAAAAATACCAAAACCTTCTTTGCGTCAAAAACCTGCTCGGTCATGG1
714 CHIP2284 STM/STY STM1198 STY1237 ATGTTTTTAATTAATGGCCATGCGTTAATTCGGATGCTCACAAAATGATGTTTTTAATTAATGGCCATGCGCAGGATCAACTTGCTGTAAGCGACCGGGCGACGCAGTTCGGCGATGGCAGTTTTACGACCGCACGTATTGTTGATGGCAACATTTGCCATCTGGAAGCGCATCTTCAGCGCTTGCAGGTTGCCTGTGAAAAATTACGGATCGCTTTTAGCCATTGGTCGACCCTTCGGCAAGAGATGACAATGTTGGCCACAGGGCATGATTCAGGCGTGTTGAAAGTGATCATTAGCCGTG1
715 CHIP0195 STM/STY STM2056 STY2261 ATGAAGCGTTTGATGTTTATCGGTTATTTTGTAAGACATAAAGGTTCCTTCGATGAAGCGTTTGATGTTTATCGGCCCCAGCCAGTGCGGAAAAACCTCGCTGACCCAAAGCCTGCGCGGCGAAGCGCTCCATTATAAGAAAACTCAGGCCATTGAATGGTCGCCGATGGCCATCGATACGCCGGGCGAATATCTGGAGAACCGCTGCCTGTACAGCGCCCTGCTGACCAGCGCCTGCGAGGCCGACGTCATCGCCCTGGTGCTGAATGCCGACGCCCAGTGGTCGCCCTTTTCTCCGGGTTTTACCG1
716 CHIP0219 STM/STY STM3445 ATGTCTAAAGAAAAATTTGAACGTACAAAACTTAGCCCAGAACTTTAGCAACAACGTGTCTAAAGAAAAATTTGAACGTACAAAACCGCACGTTAACGTCGGTACTATCGGCCACGTTGACCATGGTAAAACAACGCTGACCGCTGCCATTACTACCGTACTGGCTAAAACCTACGGCGGTGCCGCTCGCGCATTCGACCAGATCGATAACGCGCCGGAAGAAAAAGCGCGTGGTATCACCATCAACACTTCTCACGTTGAATACGATACCCCGACCCGCCACTACGCACACGTAGACTGCCCGGGGCACG0
717 CHIP2318 STM/STY STM1488 STY1576 ATGGTTGCTGATAGTCAGCCTGTTAACCCTGTAATAGACGAATCAACAAGTGGTTGCTGATAGTCAGCCTGGGCATATCGATCAAATTAAGCAGACCAATGCTGGCGCAGTGTATCGCCTGATTGATCAGCTCGGACCGGTATCGCGAATTGACCTGTCTCGTCTGGCGCAGTTGGCGCCTGCCAGTATTACGAAAATTGTTCGCGAAATGCTGGAAGCGCATTTGGTTCAGGAACTTGAAATTAAAGAGGCGGGCAGTCGTGGACGTCCCGCCGTCGGGCTGATGGTGGAAACGGAAGCCTGGC1



718 CHIP0267 STM/STY STM0304 STY0341 ATGATGGAACTGATCAATAATCGTGTTAATCATCATTCAGAAAATCAATTTGTGATGATGGAACTGATCAATAATCGTGGTATGCGAGACTGGATGATATTTATTAAAGTGGCGGAAGTAGGGAATCTTTCCCGGGCTGCGCGGGAATTAGATATTAGCATTTCTGCTGTCAGTAAATCGCTTAGTCGCCTTGAGAATTCTATTGAGGTTACTTTACTTCGGCGCGATTCACATCACTTAGAACTGACTGGAGCTGGTCAGACAGCCTATGCAAGCATGAAAAGGATAACATCTTCCTTTCAGTCCTTGC1
719 CHIP2366 STM/STY STM1441 STY1681 ATGAAACTCTCCCTGCCGTTACGCCTGCGGCGTCATATGAAACTCTCCCTGCCGGCCCTGCGAAATACGCCCTGGTTTAAAGCGACCTCCGGCCAGTGGCGTTACGCGTTGCGCAATACCATTGCCATGTGTCTCGCGCTGACATTCGCTTATTATCTCAATCTGGATGAGCCCTACTGGGCAATGACTTCGGCCGCAGTGGTGAGCTTTCCGACCGTAGGCGGCGTAATCAGTAAAAGTCTGGGGCGTATTGCCGGGAGTTTACTCGGCGCGACCGCCGCGTTAATTATTG1
720 CHIP3635 STM/STY STM4397 STY4753 ATGGCCACCCCGACTTTTGTTACAGAATTTCCAGCAGTTCCAATGGCCACCCCGACTTTTGACACTATTGAAGCGCAAGCGAGCTACGGCATTGGTTTGCAGGTAGGGCAGCAGCTCAGCGAATCCGGTCTTGAAGGGCTGTTGCCTGAAGCGCTGGTTGCAGGCATTGCTGATGCGCTGGAAGGTAAACACCCGGCGGTTCCTGTTGATGTGGTGCATCGTGCGCTGCGTGAAATTCATGAGCGTGCGGACGCGGTGCGTCGTGAGCGTTTCAAAGCGATGGCGGCCGAAGGCGTGA1
721 CHIP0277 STM/STY STM0115 STY0134 ATGCCAGAGGTCAAAACCGTTATCGCTTACAAACAGAGACTAATAAATCTTCATGCCAGAGGTCAAAACCGAAAAGCCGCATCTTTTAGATATGGGCAAACCACACGTTCGCATGGTTGATTTGAACCTATTGACCGTGTTCGATGCGGTAATGCAAGAGCAGAATATTACGCGCGCCGCCCACACGCTGGGAATGTCGCAGCCTGCGGTCAGTAACGCCGTAGCGCGTCTGGTGGTTATGTTTAATGACGTACTTTTTGTTCGATATGGACGAATTCAGCCGACTGCCCGTGCATTTCAGTTATTTG1
722 CHIP2949 STM/STY STM1941 STY2152 ATGCTGATATGTTTTATGCCTGCTTTAATTTGCATAAATACTCCACTGACCCATGCTGATATGTTTTATGCCTGCTTTATTAAAGAGAGTAGGTCTGCCAGTGAAATATACCGATAATGCAAAATTATTTATTAGCTTCATTAATATTGGGATTGTAGGTTGCGCTTTGCTACTTTTTTTTATTTTGTATGAGCCTGAGAGTGCAATCGTAACCTACTCTTTTCCAGGAGAGCTTTCCTCTTCGACATGTGATGCGCGTAATTTTATTGGCTACGTCGATGAAAACGACTTTGCAGAGTATATAAAAA1
723 CHIP2965 STM specificSTM2006 ATGGGCAAGTTAGGTGGTGATTATTCCGGGCATGTTCGATGGGCAAGTTAGGTGGTGAAATGAAGGCACTGGCAAAGCACTGTGGCGGTAGCCATAAAACGGTGAACGATTGCATTCATATCGTGCAGCGTTTCGATCACCACTTACGGGCTTTGAACGTCCATATCCAGCGGGTTGCGCAGATTAAGGTGCGCCACATTGAAAGCTATATTCATGAAAGGTTGGCGCAGGGGATCGGCAAACGCACGCTGCAAAATGAAATGGCCTCGCTGCGCGCTGTTCTGCAACAGGCCG1
724 CHIP3661 STM specificSTM4435 ATGAATATCGAAAAAACACGGTTTTGTTATTGCAGCAGCAATGACAATGAATATCGAAAAAACACGGTTTTGTATTAACCGGAAAATTGCACCGGGTCTAAGTATAGAAGCATTCTTTCGACTGGTTAAACGTCTTGAGTTTAATAAAGTGGAATTGCGTAATGATATGCCAAGCGGCAGCGTTACTGATGACTTGAATTATAATCAGGTGCGTAACCTGGCAGAAAAGTATGGACTTGAAATTGTCACAATTAATGCGGTCTATCCCTTTAACCAACTGACCGAGGAGGTAGTAAAAAAAA1
725 CHIP3005 STM/STY STM2313 STY2544 ATGGTGGAGATCCTGCCATTAAACCGGGAAAACAGAAAAATCATGGTGGAGATCCTGCCAGTCAATCATGATGCGCTCCTGTGTTGTGGTAATCTTGGGTTAAACGATAACCAAACGTGTATGGACAAGATGGAATTAATTTTTTTAGGTACGTCCGCAGGCGTTCCCACGCGCTCACGCAATGTAACGGCAATTTTATTACATCTGCAACATCCAACGCAGCCGGGAGTATGGCTTTTTGATTGCGGCGAAGGGACACAGCATCAAATGCTTAATACCGCGTTTCATCCCGGTAAGC1
726 CHIP3021 STM/STY STM2340 STY2570 ATGATTAAGCTTGCGCCCGTTAAAGCAGTGATTTCGCGGATGATTAAGCTTGCGCCCGCAGGGCTTAAAGACGATATCGAAATGCGCAAAGTTTACGCCGGTTTTATCGCCGGGCAGATTGAGGCCGGAAGCCCAATTATTGCGCTTGAGGCTGATTTAATGAGCTCAATGGCGATGGACAGCGTGGCGCGTGACTACCCGCAGCATGTCATTAACTGCGGTATTATGGAGGCGAATGTGATTGGCACGGCGGCGGGGCTGGCGCTGACCGGTCGTAAACCGTTTGTGCATACCT1
727 CHIP3671 STM/STY STM4464 STY4802 ATGGGTAAATTTAAATTTCCCACCGTTACATCATCGCTCCGATGCATGGGTAAATTTAAATTTCCCACCGCTTATACCATCCTGTTTATTCTTATTGCCCTGGTCGCAGTGATGACCTGGATTGTGCCGGCGGGAAAATACCAAATGGCGATGAACGCCACGCTGGGAAAAGAGGTGCCGGTGGCGGGAACGTATGCCCCCGTGGACGCGCATCCGCAAGGGATTACCGCTGTTTTACTGGCGCCGATTGACGGCCTCTATAACCACGAAACCTACACCGCCGGCGCCATTGACGTCGCGC1
728 CHIP3687 STM specificSTM4496 ATGAATATTGAACAGATCTTTGAGAAACGTTACTGAAGACGAATCCGGTCAATGAATATTGAACAGATCTTTGAGAAACGTCTGGACCGAAATATTAATGGCGTTGTGAAAGCCGAACAGACGGACGATGCCAGTGCCTGGATTGAGCTTGATGAATACGTCATCACCCGGGAACTGGAAGGGCATCTTCGCCACTTCTTTGAATCTTATGTTCCGGCAACCGGTCCGGATCGCATACGCATGGAAAACAAAATTGGCGTATGGGTGTCAGGGTTCTTTGGCTCAGGTAAATCACACTTTATCAAGA1
729 CHIP3031 STM/STY STM2359 STY2589 ATGAGTAACACGAATTCTGGCTTACTTTTATTTTCCTCCCGCCATGATGAGTAACACGAATTCTGGCTTACTTGGCATCAAAGACATTGTCTTTATGAATGTCATCGCTATTCTGAGTTTGCGGCAAATCCCTAACGTGGCGCCTTACGGGGCATCGGCCATGTTGTTATGGGTGATCGCCGCATTCTGCTTGTTTTTTCCTTTAGCGATGGTATGCGGCGAGCTGTCAACCGGCTGGCCGAAAGATGGCGGGATATTTGTCTGGATTAAAGAGGCATTTGGTAAACGTATTGCATGGATTG1
730 CHIP2283 STM/STY STM1190 STY1229 ATGCAAAAGGTAAAATTACCCCTGTTACTTACGCTTTAAGCTGGCTAATACGATGCAAAAGGTAAAATTACCCCTGACTCTTGATCCGGTTCGTACCGCTCAAAAACGCCTTGATTACCAGGGTATCTATACCCCCGATCAGGTTGAGCGCGTTGCCGAATCTGTAGTCAGTGTGGACAGTGATGTGGAATGCTCCATGTCGTTCGCTATCGATAACCAGCGTCTCGCCGTTTTAACCGGCGATGCGGTCGTTACGGTGTCGCTCGAATGCCAGCGTTGCGGGAAACCGTTTACCCATCAGGTTCACA1
731 CHIP2307 STM/STY STM1343 STY1767 ATGCGTTTTTGGCTTCTTGTTTTAAATTCGCCGTGCCTGATGCGTTTTTGGCTTCTTGTTATCACAGCATTGTTCCTGGCAGGATGCAGTACTCATCGGGCACCGGCGCCAAATGCCAGATTATCAGACTCCATTACCGTCATTGCGGGTCTGAACGATCAGTTGCAGTCCTGGCGCGGTACGCCATACCGTTACGGCGGCATGAGTCGCAGAGGCGTGGACTGTTCCGGCTTTGTGGTAGTCACTATGCGCGACAAGTTTGATTTGCAGTTGCCTCGTGATACGCGTGAACAAT1
732 CHIP2323 STM/STY STM1084 STY1111 ATGTTGATCTTTGAAGGTAAAGAAATCATTAAATACATTTTACCGGCTTGGGATGTTGATCTTTGAAGGTAAAGAAATCAGTACTGATAGCGAAGGCTATCTGAAAGAGACGACGCAGTGGAGTGAAGCGCTGGCAGTCGCTATCGCCGCCAATGAAGGCATTGAGCTCTCTGCGGAACACTGGGAAGTCGTGCGCTTCGTGCGCGAATTTTACCTGGAGTTTAATACCTCTCCCGCCATCCGAATGCTGGTAAAAGCGATGGCGAATAAGTTCGGCGAAGAAAAAGGCAATAGCCGCTATCTGTATC1
733 CHIP1341 STM/STY STM0301 STY0336 ATGAAGTTCAAACAACCTGCCTTTTATCTGCAGAGACCGCTCATTTGATGAAGTTCAAACAACCTGCCTTGCTACTGTTCATCGCGGGAGTGGTTCATTGCGCAAATGCGCACACTTACACATTCGATGCATCAATGTTGGGCGATGCAGCGAAAGGGGTTGATATGTCGCTCTTTAACCAGGGGGTACAACAGCCAGGGACTTATCGCGTGGACGTGATGGTGAATGGTAAACGTGTCGACACCCGTGATGTGGTGTTCAAATTGGAAAAGGATGGGCAAGGAACGCCTGTTCTGGCTCCTT1
734 CHIP1357 STM/STY STM0232 STY0255 ATGAGTCTGAATTTCCTTGATTTTGATTAGGCGTAACCGTAGCTCATCATGAGTCTGAATTTCCTTGATTTTGAACAGCCGATAGCAGAGCTGGAAGCGAAAATCGATTCTCTGACTGCGGTAAGCCGCCAGGATGAGAAACTGGATATTAATATCGATGAAGAAGTCCATCGCCTGCGCGAAAAAAGCGTAGAACTGACGCGCAAAATCTTCGCCGATCTCGGCGCATGGCAGGTAGCCCAACTGGCGCGCCATCCGCAGCGTCCGTACACCCTGGATTATGTCCGTCTGGCGTTTGATGAGT1
735 CHIP1469 STM/STY STM0443 STY0485 ATGAGACTCAGGAAATACAATAAAAGTTTGTTAACCCTTGGAGTTGGCGATGAGACTCAGGAAATACAATAAAAGTTTGGGATGGTTGTCATTAATTGCAGGCACTGCATTACTCAGTGGCTGTAATTCTGCGCTGCTGGATCCCAAAGGACAGATTGGACTGGAGCAACGTTCGCTGATACTGACGGCATTTGGCCTGATGTTGATCGTCGTTATTCCCGCCATCTTGATGGCTGTTGGTTTCGCCTGGAAGTATCGTGCGAGTAATAAGGATGCGAAGTATAGCCCGAACTGGTCACACTCCA1
736 CHIP1397 STM/STY STM0153 STY0176 ATGGCTATCGAAATCAAAGTACCGTTACATCACCAGACGGCGAATGGCTATCGAAATCAAAGTACCGGACATCGGGACAGATGAAGTTGAAATCACCGAGATTCTGGTCAAAGTGGGCGACAAAGTGGAAGCTGAACAGTCGCTGATCACCGTAGAAGGCGACAAAGCCTCTATGGAAGTCCCGTCTCCGCAGGCTGGCGTCGTGAAAGAGATCAAAGTCTCTGTCGGCGACAAAACCGAGACCGGTGCACTTATCATGATTTTCGATTCCGCCGAAGGTGCAGCCGACGCTGCACCTG1
737 CHIP3914 STM/STY STM1317 STY1796 ATGGAACGCGTGTTGATTGTTAAATATCAAGAAAACTGCCAGGACGATGGAACGCGTGTTGATTGTGAATGCCGATGATTTTGGCCTGAGTAAAGGGCAAAATTACGGCATTGTTGAAGCATATCGCAACGGCGTTGTGACCTCCACGACGGCGCTGGTCAATGGCGAGGCTATTGACCATGCGGCGCAGCTTAGCCGCGAGCTGCCTGCGCTTGGGGTGGGAATGCATTTTGTTTTGACGTTAGGCAAACCGGTGTCAGAGATGCCGGGCCTGACGCGAGACGGCCTGTTGGGGAAATGGA1
738 CHIP3938 STM specificSTM1360 ATGTCTCAGAACAAGGCTCGCTTACTGGAAATAATGCTCGCCAATGTCTCAGAACAAGGCTCGCAACATGCCATATTTGCTGGCTGTTATCTGCATTTATTTTAGTTACTTTCTCCACGGCATGAGTGTTATTACACTAGCCCAGAACATGACCTCCCTTGCACAGAAATTCTCCACGGATAGTGCCGGTATTGCCTATTTAATCTCTGGCATTGGTCTTGGTCGTCTGGTCAGTATTTTATTCTTTGGCGTACTGTCCGATAAATTTGGCCGTCGGGCAATAATACTGCTTGGCGCCG1
739 CHIP0517 STM/STY STM2782 STY2900 ATGAAAATACAAGAAGTTAAGCGTATATTAACCCTTAGCAAATCGATTTTCCGGTGTGAAAATACAAGAAGTTAAGCGTATATTAACCCGCTGGCAACCGTCTTCCTTTTCCCTATACCGGGAGGTGTTTACGCAATACGGCGGTAGTATCAATATGCACCCAGATATTGTGGATTATTTCATGAAGCGCTATAACTGGCATTTTAAATTCTTCCACTATAAAGAAGATGATAAGATTAAAGGCGCCTACTTTATCTGTAATGATCAGAATATTGGTATCCTGACGCGCAGAACCTTCCCGCTATCTTCAG1
740 CHIP3964 STM/STY STM1460 STY1662 ATGACTACAACACCGCCACATTACGGATTAACAAACGTTGTTTTAACGATGACTACAACACCGCCACAACGAATTGGAGGCTGGCTTCTTGGCCCGTTAGCCTGGCTGTTAGTCGCGTTGTTGAGCGCCTCGCTGGCGTTATTACTCTACGTTATGGCGCTTGCCACACCGCAAACGTTCAAGACGCTTAGCGGACAGGAAACCGGTAATTTACTGCTATGGGGCATTTCATTTATTACCGCTATCGCCATGTGGTACTATACCCTGTGGTTGACGATCGCATTCTTCAAGCGCAGACGCTGCG1
741 CHIP3980 STM/STY STM1486 STY1579 ATGAGTCGTACAACTATTCTCGATGATTAGGCGTGAAGACGATGAGTGAGTCGTACAACTATTCTCGATGACGCCACGGCGAGCGATATCGATGAACAACGCCATTCTCAGCCGGTTCAATTTATTAAACGCGGTACAGCGCCTTTCATGCGCGTCACGCTGGCCCTTTTTTCCGCGGGCCTGGCGACTTTTGCGCTCCTTTATTGCGTTCAGCCTATACTACCGGTACTTTCCCAGGAGTTTGGCGTCTCCCCCGCCAGCAGCAGCGTTTCACTTTCTATTTCTACCGCCATGCTGGCTA1
742 CHIP0573 STM/STY STM4229 STY4425 ATGAAGATTAAAACTGGCGTAGGCTTACTTAGTGATACGGCTTTGTGCATGAAGATTAAAACTGGCGTAGGCATCCTCGCATTATCCGCTCTTACGACGATGATGATTTCCGCCCCGGCTCTCGCCAAAATTGAAGAAGGTAAACTGGTTATCTGGATCAACGGCGACAAGGGTTATAACGGTCTGGCCGAGGTCGGTAAAAAATTTGAGCAAGACACCGGCATTAAAGTGACCGTTGAGCACCCGGATAAGCTGGAAGAGAAATTCCCGCAGGTGGCAGCCACCGGCGACGGTCCTGACATTA1
743 CHIP1336 STM/STY STM0306 STY0351 ATGAAAAACTTTTTCGCAGTCTGCTTAAAAGGCGTAAGTAATGCCGAATGAAAAACTTTTTCGCAGTCTGCATCATTCCCCTTGTGGTAGCCTGGTCCGCTACTGCATCAGCAAAAGAAGGGATCTATATCACCGGGAAAGCGGGGACATCCGTAGTCAATGTCTATGGAATCAACTCAACCTTCAGCCAGGATGAGATAGTTAATGGTCATGCAACGTTACCTGACCGTACCAAAGGCGTTTTTGGCGGCGGGGTTGCTATCGGTTATGACTTTTATGATCCATTCCAGCTTCCAGTACGTT1
744 CHIP1448 STM/STY STM0377 STY0409 ATGTCGGCGGCGTCCCGTTTATCGCCCCATACACCGATGTCGGCGGCGTCCCGTCTTTATCCTCTGCCTTTTCTGGCGGTTGCCATATTGGCTGGCTGTAGTAGTCAATCCGGGCAGCCGGTGAGCAAGGGCGAGAAGCCTGTCGACGTGGCAAGCGTAGTACGTCAGAAAATGCCAGCCAGTGTCAAAGACAGAGAGGCCTGGGCGAAAGATATCGCGACAACGTTTAAGAGCCAGGGGCTGGCGCCGACGGTAGAAAATATCTGTTCGGTGCTGGCTGTCGCCCAGCAGG1
745 CHIP1458 STM/STY STM0407 STY0445 ATGTTAAACCGTTATCCTTTGTGGTTAGATTGACAGCTTAGTGACGCGTGTTAAACCGTTATCCTTTGTGGAAGTACATCATGCTGGTCGTCGTGATTATCGTCGGCCTGCTTTACGCACTTCCCAACCTGTATGGTGAGGATCCGGCTGTTCAAATCACTGGCGTGCGCGGCGTCGCCGCCAGTGAGCAAACGCTGATCCAGGTCCAGAAAACGTTACAAGAAGAAAAAATTCCCGCTAAGTCTGTGGCACTGGAAGAGGGCGCTATTCTTGCGCGCTTCGACACCACCGATACCCAGCTAC1
746 CHIP1386 STM/STY STM0124 STY0144 ATGATTAGCGTAACGCTCAGCATTAACATGAACCTTTCTCCTGTAACGATGATTAGCGTAACGCTCAGCAAAATTGCCGATGTCCTTGGCGCCGAACACCGCGGGGCGGATCTCACGCTCGATACGGTCATTACCGACACACGGAAAGTGACGCCGGGATGCCTGTTCGTGGCGCTGAAAGGGGAACGCTTTGATGCGCATGATTTTGCTGATAAAGCAAAAGCGAACGGCGCTGGCGCCCTGCTGGTCAGTCGTCCTCTGGATATCGATCTCCCGCAGGTGATTGTAAAAGACACGCGTCAGG1
747 CHIP1498 STM/STY STM2363 STY2593 ATGGTCTGGATTGATTACGCCTTACGTCCTGGGCAAGAAACTATGGTCTGGATTGATTACGCCATTATCGCGGTGATTGCTTTTTCCTGTCTGGTTAGCCTGATCCGCGGCTTTGTTCGTGAAGCGTTATCGCTGGTGACGTGGGGTTGTGCTTTCTTTGTCGCCAGTCACTACTACACTTACCTGTCTGTCTGGTTTACGGGCTTTGAAGACGAACTGGTTCGTAATGGGATTGCTATCGCGGTACTGTTTATCGCGACGCTTATCGTCGGCGCTATCGTGAATTTTGTGATAGGTC1
748 CHIP0488 STM/STY STM2785 STY2904 ATGCGTCTCTTATTGGCAGAAGTTAACCCACTTCATCGCCGATGCGTCTCTTATTGGCAGAAGATAACCGTGAGCTGGCTCACTGGCTGGAGAAAGCGCTGGTGCAAAACGGCTTTGCCGTGGACTGCGTATTTGACGGCCTGGCGGCTGACCATCTTCTGCACAGTGAAATGTACGCGCTGGCGGTGCTGGATATCAATATGCCGGGAATGGATGGACTGGAGGTGGTGCAACGGCTGCGTAAACGCGGTCAGACCTTGCCCGTTTTGCTGCTCACGGCGCGAAGCGCGGTGGCGG1
749 CHIP3943 STM/STY STM1370 STY1753 ATGTCTCGTAACACTGAAGCAACGTTAACCGACGCTGTGCTCAATGTCTCGTAACACTGAAGCAACGGAAGAGGTCGGCATCTGGACAGGCGGACGCCTTAATTACAAAGAAGGATTTTTCACGCAACTACCCACTGATGAACTGGCAAAAGGCATCAGCGAAGAGGTGGTGCGCGCGATTTCCGCAAAGCGTAACGAACCTGAGTGGATGCTGGAATTTCGTCTCAATGCCTATAGAGCCTGGCTGGACATGGATGAACCGCACTGGCTGAAAGCGCACTACGATAAATTGAACTATC1
750 CHIP0544 STM/STY STM3561 STY4251 ATGAGTCAGCCATTATTAGCGGTTTATGCCTCACCCAGATAAGCGATGAGTCAGCCATTATTAGCGGTTAACGGCCTGATGATGCGCTTTGGCGGTTTGCTGGCGGTCAACAATGTATCGCTGGAATTGCGTGAGCGGGAAATTGTGTCGCTGATTGGCCCTAACGGCGCGGGTAAAACGACGGTGTTTAACTGCCTGACCGGTTTTTATAAGCCGACAGGCGGTACGATCACGTTGCGCGAGCGGCATCTGGAAGGATTGCCGGGCCAGCAGATCGCCCGCATGGGCGTGGTACGCACTT1
751 CHIP1557 STM/STY STM0461 STY0504 ATGCGTAGTTTTGGACAGCTATGGTTACGCCGCAGGGCCGGGATGCGTAGTTTTGGACAGCTATGGCCGACGCTGAAACGGTTGCTGGCGTATGGCTCGCCATGGCGAAAACCGCTCTCTGTCGCGGTGATGATGCTGTGGATTGCGGCGGCGGCGGAGGTTAGCGGTCCGCTGCTGATCAGCTATTTCATTGATAACATGGTGGCCCGCCACCATTTACCGTTGGGCAAGGTCGCGGGGCTGGCGGCCGCCTATGTGGGGCTACAATTTCTGGCGGCGGGTCTGCATTACGCCCAGT1
752 CHIP1573 STM/STY STM0568 STY0617 ATGAAAAACGCGTCAACTGCTTAATGAGCCTTACGGCGCGTGAAAAACGCGTCAACTGCATCCGGCGCCAGCGTGTCGGATGCCGCGTCGAAGAATGAACCGACGCTTCAACGGGGGTTGCAAAACCGCCATATTCAGCTAATCGCCCTGGGCGGCGCCATTGGCACCGGACTGTTTCTGGGCATCGGCCCGGCGATTCAAATGGCGGGGCCGGCTGTTTTGTTGGGCTATGGCGTTGCCGGGATTATCGCTTTTCTCATTATGCGCCAGTTGGGTGAAATGGTCGTGGAAGAGC1
753 CHIP4742 STM/STY STM2210 STY2446 ATGGCCTCTTCCCGGGTCTTAACGAGAATACGCGATGGCATGGCCTCTTCCCGGGTCGTTAAACACATGTCCCCTGTCGGTTGCAAACCAGAGCACACTTTTGGGCGTAAAGGCGAGCCAAAGATAAGGCACAAGTTATCTTCCGAAAGCTGCACGCATCTGGTATTCATCGGCTTGCCATACGGCATTCCGGGTATCGGCGACGAAATTGAAGGCGCAATACAGCAAGCGCCACAACCGCTACGACAGTCCATGCTCAGCCCTCTATTTATAACCAAATGAAAGATAACAGAAT0
754 CHIP1997 STM/STY STM4412 STY4771 ATGACCTCAATGCAAAAATGGCTTAGCGCCGGGCATGGTGATGACCTCAATGCAAAAATGGCTACGGATCGGCGCGACATTAATGTTCGGCCTTTTTGTTGCTTATCTTGACCGTTCTAATCTTTCCGTTACGTTACCTACGATTACACACGACCTGAATATTGATGGCGCAACGGCCAGCATTGTATTAACCATATTTCTTATTGGCTATGCCTTTTCAAATATTTTTGGCGGCGTATTTACCCAGCGATACGATCCGAAAAAAATAGTCATTCTGATGGTGCTAATCTGGTCGA1
755 CHIP3169 STM/STY STM2645 STY2838 ATGACACCGATGCTTTTAAGCGTTAGTAAAAAATCCGCACCGCGTGACACCGATGCTTTTAAGCGCTTTCTGGACTTATACATTAATCACCGCCCTTACCCCCGGCCCTAACAATATTCTCGCGCTTAGCGCAGCAACTGCACATGGTTTTCGGCAGAGTATTCGTGTACTGGCAGGTATGAGTCTGGGATTTTTGGTCGTCATGCTGCTGTGCGCCGGGATCGCGTTTTCCCTTGCGGTTATCGATCCGGCAATCATTCATTTGCTCAGTTGGGTGGGGGCTGCGTATATCCTGTGGC1
756 CHIP2045 STM/STY STM3641 STY4161 ATGATTGTAAGAAAACGCCGTGTTAAAACCTGGCGCTCACCATGATTGTAAGAAAACGCCGTGGTCGCCGGACATTGCGTTGTCTGGCGGGCCTTATGGCCTGCTCGTTTTTTATCAATACCACATATGCCTGGCAACAAGAATATATCGCTGAAGCGGCTCCGGGGCATACGACGGAACGCTATACCTGGGACAGCGATCACCAACCGAATTACAACGACATACTGGCCGAACGTATTCAGTCTACGCAAAATACGGTGGGGCCGGTGCTTAGCCTGGCGGATGAAACCCCGCTTG1
757 CHIP3219 STM/STY STM3275 STY3458 ATGGCAGTGAGAGGAGCTATGATTAGGCCTGTAGCTCCAGACCATGGCAGTGAGAGGAGCTATGAAATATTCCTTAGGACCGGTGCTTTATTACTGGCCGAAAGAGACGCTGGAAGATTTTTATCAGCAGGCCGCAAAAAGCAGCGCTGATGTCATTTATCTGGGCGAAGCGGTGTGCAGCAAGCGTCGCGCGACCAAAGTCGGCGACTGGCTGGAAATGGCGAAATCCCTCGCCGCCAGCGGTAAGCAGGTGGTGCTCTCCACCCTGGCGCTGGTACAGGCGTCATCTGAATTAAGCG1
758 CHIP1512 STM/STY STM2292 STY2522 ATGTTGGAATCAAGTAAAGTCCCGTTAAGATGCGAGTGAGTCGAAGGATGTTGGAATCAAGTAAAGTCCCGGCTCTTACTCGCGCAATCGACATCCTCAATTTGATCGCGCGTATTGGCCCATGCAGCGCGGCAATCATTATTGAAACGCTGCGTATTCCAAAAAGCACCGCGTACCTGCTGTTGAATGAATTAAAACGTCAGCGATTTATTAGCCTCGATCATCAGGATAACTACTGCCTGTGGACTAAGCTCGTTGAATTGTCGGGTCATGCGCTCAGCAAGATGGATCTGCGGGAGCTGG1
759 CHIP1528 STM/STY STM2540 STY2786 ATGGATTACTTCACCCTCTTTGGCTTAAAAATCGAGCAGCTTTTCTTCGATGGATTACTTCACCCTCTTTGGCTTACCAGCCCGTTATCAGATTGACACCCAGGCGCTGAGCCTTCGTTTTCAGGATCTGCAACGCCAGTATCACCCTGACAAATTTGCCAACGGCACTCAGGCGCACGAGCTTGCCGCCGTCCAGCAATCCGCCACGATCAACCAGGCCTGGCAAACGCTGCGTCACCCTTTGACGCGCGCGGAGTATCTGCTTTCCTTACACGGGTTCGATCTGGCCAGCGAGCAACATACGG1
760 CHIP1045 STM/STY STM0027 STY0032 ATGCCTCCGCAACCTTCATTAATAACTTTGCCAGCGCACAATGCCTCCGCAACCTTCATTCTTGCCTATGAATAAGTTCTTTTTACGCTGCGCGATATATTGGTGCTTGCTTCCCATATCATGGGCGCAGGCTGGCGTGGTAATTGGCGGTACTCGCTTTATCTATCATGCGGGCGCCCCGGCATTAAGCGTACCGGTAAGTAACCGTTCAGAAGCGTCCTGGTTAATTGATACGCATATTTTACCTGGTGGCCGCTGGCCAGGAACCAAAAACGAAGGGAATATCATGCGCTTCG1
761 CHIP2000 STM/STY STM4415 STY4774 ATGAAAACGTTAGGTGAATTTATTGTCGTTACGCGTCCGGGTATTCGATGAAAACGTTAGGTGAATTTATTGTCGAAAAGCAGCACGAGTTCTCTCAGGCTACCGGTGAGCTCACTGCTTTGCTGTCGGCAATAAAATTGGGCGCCAAGATCATCCACCGCGATATCAATAAGGCCGGTCTGGTCGATATCCTGGGTGCCAGCGGTGCTGAGAACGTACAGGGCGAGGTTCAGCAGAAACTCGATCTGTTCGCGAACGAGAAACTGAAAGCTGCACTAAAAGCGCGCGATATTGTAGCGGGCA1
762 CHIP2016 STM/STY STM4543 STY4896 ATGAAAAATGTTGGCGACCTGTTAATACTCTTTACCCGTCACCCGATGAAAAATGTTGGCGACCTGATGCAGCGTCTACAAAAAATGATGCCTGCGCATATTACGCCGGCGTTTAAAACGGGCGAAGAATTGCTGGCGTGGCAGAAAGAGCAAGGCGAGATCCGGGCGGCAGCGCTGGCGCGGGAAAACCGGGCGATGAAAATGCAGCGCACCTTTAACCGTTCCGGCATTCGACCGCTGCATCAGAACTGTTCGTTTGATAACTATCGGGTTGAGTGCGACGGACAAATGAACGCGTTAA1
763 CHIP3142 STM specificSTM2598 ATGAGCAAACACACATTAATCCGTTAGTTGGTATAGGTGATCCGGTAAGTATGAGCAAACACACATTAATCCGCCGGGCCGTTCTGGAAAAGCTGGAATCCGTGACTGGCGCACCTGTCACTCTTTTTGATGGACTTCCTGCTTTCGTAGAACAGGAAGATTTACCCGCAATAGCTGTCTGGCTGACAGACGCACAGTATACAGGCCTTATGACCGATGAGGATGACTGGCAGGCTACTCTCCATACGGCAGTTTTTCTGAGGGCTCAGGCTCCTGATACAGAGCTTGATATCTGGATGGAAGAAA1
764 CHIP2018 STM/STY STM4550 STY4903 ATGGCCTACCGTTCCGCATTACTTTAGCGTGCAGTCGCCATGGCCTACCGTTCCGCACCGATTGCTGACGATATTATCTGGCGAGCTGCTCCCCAGCCGGAAGACGCCTCGCTGGCGGACGCAGTACGCGAGACGATCGCCTCTACCCGTAAGCACCTGTTGGACTTCATCCGGCTGGATGAAACGCCGCCGCCAGCGGCGATGACTCTTGCCCAGTGGACGCGCCCCGCGACGTTTCGTTCATTGCTGGCCGCCTATTCCGATCACATCTATCGGCACACGCCAGGCCTGCCAC1
765 CHIP2034 STM/STY STM3709 STY4086 ATGCGTGGGGATTTTTACAAACTTAGGCAATCACGCCCAGATGCGTGGGGATTTTTACAAACAGTTAACCAACGATCTGGAAACCGCCCGGGCGGAAGGATTGTTTAAAGAAGAGCGCATTATTACGTCTGCGCAGCAGGCGGATATCACCGTGGCGGATGGAAGCCACGTTATTAACTTTTGCGCCAATAACTATCTCGGGCTGGCTAATCACCCTGAGCTGATTAATGCCGCAAAAGCGGGCATGGACAGCCACGGTTTCGGTATGGCGTCCGTGCGTTTTATCTGCGGCACCC1
766 CHIP2050 STM/STY STM3620 STY4180 ATGGCGATTCTGGGACTGCTTATCGCAGGCTCCCGGCATGGCGATTCTGGGACTGCAGGGCGTGCGCGGCGGGGTGGGAACCACATCTCTCACCGCAGCACTCGCCTGGGCGTTACAAATCTTAGGGGAAAATGTCCTGGTGATTGACGCCAGCCCCGATAACCTGCTGCGCATGTCGTTTAACGTCGACTTCGTCCATCAGGGCGGTTGGGCGCGATCGTTGCTGGACGGCCAGGACTGGCGCGATGCCGGATTACGTTATACCTCACAGCTTGATCTACTGCCGTTTGGAC1
767 CHIP3214 STM/STY STM3268 STY3451 ATGCAAGGTGGACAAATCTGTAAAGTTACTCCGCTTTTTCCCGCGTGCAAGGTGGACAAATCTGTAAAGGAGCGAGGATGAGTCAGGTACTGATTACCGGCGCGACCGGACTGGTCGGCGGACATCTGCTGAGAATGTTAATCAACACGCCGCAGGTGAGCGCTATCGCCGCGCCGACGCGTCGCCCGCTGACGGATATTGTCGGCGTTTATAACCCTCACGATCCGCAGCTTACCGATGCGTTAGCTCAGGTGACCGACCCGGTAGATATTGTTTTTTGCTGCCTGGGCACGACCCGGC1
768 CHIP1515 STM/STY STM2282 STY2511 ATGAAAACCACACTGAAAAACCTTAGCTTAGTCATTTTTTTGCAGGAACATGATGAAAACCACACTGAAAAACCTTAGCGTGGCGTTAATGTTGGCAGGAATGACCATCGGAAGCGGCGCCGTGGCGGCTGAAAAAGTCGTTATCGCCCACCGTGGTGCCAGCGGTTATCTGCCGGAGCATACGCTACCGGCGAAAGCGATGGCGTATGCGCAAGGGGCAGATTATCTGGAACAGGATTTAGTGATGACAAAGGACGACCATCTGGTCGTCCTCCATGACCACTACCTTGACCGGGTGACTGACGTCG1
769 CHIP0722 STM/STY STM2277 STY2506 ATGAATCAGAGTCTGCTGGTGACTTAGATCTTACAAGCGCCGCATGAATCAGAGTCTGCTGGTGACAAAGCGTGACGGCCGTACTGAGCGCATCAATCTCGACAAAATTCATCGCGTGCTTGATTGGGCGGCAGAAGGACTGAATAACGTATCGGTTTCTCAGGTCGAGCTACGCTCGCATATTCAGTTTTATGATGGGATTAAGACCTCCGATATCCATGAAACTATTATTAAGGCTGCCGCAGACCTGATCTCTCGCGATGCGCCGGATTATCAATACCTGGCTGCGCGTCTGGCGA1



770 CHIP0738 STM/STY STM2894 STY3017 ATGAAAACACCTCGTTTACTGCATTAATTCTGGTCAGCGAATGCATGAAAACACCTCGTTTACTGCAATATCTGGCCTACCCACAAAAAATAACCGGCCCAATTATTGAGGCGGAATTGCGCGATGTGGCCATTGGCGAACTGTGTGAAATCACGCCGTGGCTGGCACCAAAAACAGGTTGTTGCACGTGCGCAGGTGGTTGGCTTACAGCGGGAACGCACCGTGCTGACGCTTATCGCAACTGCCAGGGGCTGAGCCGCGATGTCGTGCTTTATCCCACTGGACGTGCGTTATCGGCGT1
771 CHIP1805 STM/STY STM4083 STY3787 ATGACCATACAGCAATGGTTATTCTCTTACGGTTCTGCTTTAAACTTCACGATGACCATACAGCAATGGTTATTCTCATTTAAAGGGCGTATCGGACGCCGTGATTTCTGGATTTGGATCGGCCTCTGGTTTGCCGGGATGCTGGCGCTATTTTCGCTGGCGGGGAAAAACCTGCTTGATATCCAAACGGCGGCATTTTGCCTGGTGTGCCTGCTGTGGCCGACCGCCGCCGTCATGGTCAAACGTCTGCATGACCGGGGACGTTCCGGCGCGTGGGCGTTGCTGATGATTCTGGCGTGGATGCTGC1
772 CHIP1837 STM/STY STM0699 STY0737 ATGAGTAATCCAGAGCGGGAATTATTCGCTCTGAGTCGCCAATGAGTAATCCAGAGCGGGAAGTCACTGATATAGCAGAAATACTGGCTATTCTCAGTAAACACGAAGTGTGTCGGATAGGGTTTAACGACAATCTCTGCCCGTATGTTGTCCCCGTAAATTTTGGCTACGAGTATCAGAACGGACGCTGGATATTTTATTTTCACGGCGCACGCACCGGGAAAAAGATGCGTCTGTTACGTAAGAACCCGGCAGTATGCATTGAAATGGACGGCGACCATGCATTACTACGTGCCG1
773 CHIP1869 STM/STY STM0737 STY0780 ATGAGTAGCGTAGATATTCTTGTTCCCTTACACGTCCAACAGCAGACGATGAGTAGCGTAGATATTCTTGTTCCCGACCTGCCTGAGTCCGTAGCGGACGCGACCGTCGCCACCTGGCATAAAAAACCGGGCGATGCGGTTGTTCGTGACGAAGTGCTGGTAGAAATCGAAACTGACAAAGTGGTACTGGAAGTACCGGCATCAGCGGACGGCATTCTGGATGCGGTTCTGGAAGAGGAGGGGACGACTGTCACCTCTCGCCAGATCCTGGGTCGCCTGCGTGAAGGAAACAGCGCGGGTAAAG1
774 CHIP0675 STM/STY STM4005 STY3876 ATGCAACGAGGAATAGTCTGGGTTACTCCATTCCCAGCTCTTTCAATGCAACGAGGAATAGTCTGGGTCGTCGATGATGATAGTTCCATCCGTTGGGTGCTTGAGCGTGCTCTCGCCGGGGCAGGGTTGACCTGTACCACCTTTGAGAATGGTAATGAAGTACTGGCTGCGCTGGCCAGTAAAACGCCGGACGTCTTGCTGTCGGATATCCGAATGCCGGGAATGGACGGGCTGGCGCTATTAAAGCAGATTAAACAGCGTCACCCGATGCTTCCGGTCATCATTATGACCGCGCATTCCG1
775 CHIP0669 STM/STY STM3469 STY4327 ATGATCCTGCTTATCGATAACTATGATTCTTAACGCCGGAGGAAATTTTTCATGATCCTGCTTATCGATAACTATGATTCCTTTACCTGGAACCTCTACCAGTATTTTTGTGAACTGGGCGCGGAAGTGCAGGTCCGGCGCAATGATGCGCTAACGCTGGCGCACATTGACGCTTTGAACCCGCAAAAAATCGTTATCTCTCCTGGCCCCTGTACGCCGAATGACGCTGGCATTTCACTGGCGGTCATCCGCCATTATGCCGGACGTATTCCGATGCTGGGCGTTTGCCTGGGTCATCAGGCGATGG1
776 CHIP1824 STM/STY STM3999 STY3881 ATGGTTCAGATCCCAGAAAACCTTAGTGCGCTTGATCCCAAATGGTTCAGATCCCAGAAAACCCACTTATTCTCGTAGATGGCTCATCCTATCTCTATCGCGCCTATCATGCGTTTCCGCCGTTAACCAACAGCGCGGGAGAACCTACGGGCGCAATGTATGGTGTCCTCAACATGTTGCGCAGCCTGATCATGCAGTATCAGCCGACGCATGCTGCGGTGGTGTTTGACGCCAAAGGAAAAACCTTCCGTGATGAGCTCTTTGAACACTACAAATCGCATCGTCCTCCAATGCCGG1
777 CHIP1856 STM/STY STM0876 STY0909 ATGATATCACTGGTCGTTCCCATTAGTGAAGAAAATGGTCAACTGCGATGATATCACTGGTCGTTCCCACTCTGGATACGTTGCGTCAATGGCTCGACGACCTGGGCATGAATTTCTTCGAATGTGATACCTGCCAGGCGCTGCATTTGCCGCATATGCAGAATTTTGACGGCGTCTACGATGCTAAAATCGATTTGGTGGACAACACCGTTCTTTTTTCCGCGATGGCGGAGGTCAGGCCTTCCGCGTTGCTGCCGCTGGCGGCCGATCTCTCTGCTATTAACGCCAGTTCGTTGACGGTAA1
778 CHIP1888 STM/STY STM3459 STY4339 ATGATTGTTTTCTCCTCGTTACAAATTCTTAGTCGTTCTGCATCATCTGCATGATTGTTTTCTCCTCGTTACAAATTCGTCGCGGCGTGCGCGTCCTACTGGACAATGCCTCGGCTACCATTAATCCAGGCCAGAAAGTCGGCCTGGTGGGTAAAAACGGCTGCGGTAAATCTACCCTGCTGGCATTGCTAAAAAATGAAATCAGCGCCGATGCCGGGAGTTTTACCCTGCCCGGAACCTGGCAATTAGCGTGGGTGAATCAGGAAACACCTGCGTTGCCTCAGCCAGCGATTGAGTATGTCATTG1
779 CHIP0614 STM/STY STM4265 STY4463 ATGTCGCATCAGCAGATAATTCATTACAGGCGGTGACGGTAATCATGTCGCATCAGCAGATAATTCAGACCCTTATCGAATGGATTGATGAACATATCGACCAACCGCTAAACATTGATGTGGTGGCAAAAAAATCGGGCTACTCCAAGTGGTATTTGCAGCGGATGTTTCGTACGGTAACGCATCAAACATTAGGCGAGTATATTCGCCAGCGCCGTCTCCTGTTGGCGGCCGTTGAGCTACGAACGACCGAGCGCCCGATTTTTGATATCGCGATGGACCTGGGCTATGTATCGCAGC1
780 CHIP0726 STM/STY STM2579 STY2825 ATGGAAGGGTGGCAGCGCTTAATCTTTCTTCGTTTTTACTGTGCGGTGGAAGGGTGGCAGCGCGCATTTGTCCTGCACAGTCGCCCCTGGAGCGAAACCAGCCTGATGCTGGACGTCTTCACGGAAGAATCGGGGCGAGTGCGCCTTGTCGCCAAAGGCGCGCGATCTAAACGTTCCAATTTGAAAGGCGCGTTACAGCCTTTTACACCGTTATTGTTACGCTACAGCGGACGCGGCGAGGTGAAAACCCTGCGCAGCGCCGAGGCAGTTTCTCTGGCGCTGCCGTTAAGCGGTATTACGC1
781 CHIP0105 STM/STY STM1879 STY2085 ATGTTGCCAAAAGCCAATCGTTATGCGCTATGTAAGGTTCCCTATGTTGCCAAAAGCCAATCGAATTCCCTATGCCATGACCGTACATGGCGATACGCGCATTGATAATTATTACTGGCTGCGAGATGACACTCGCTCGCAGCCGGAAGTCCTTGATTACCTGCATCAGGAAAATGAGTATGGCCGGAAGGTCATGACCTCTCAGCAGGCGTTACAGGACCGCACTCTAAAAGAAATTATCGATCGCATCCCGCCCAGAGAAGTTTCCGCTCCGTATGTGAAAAATGGCTATCGCTACC1
782 CHIP0129 STM/STY STM4172 STY3713 ATGAAACGGAACAATAAATCAGCTATCTTACCAGTTTCCCATACCCAATGAAACGGAACAATAAATCAGCTATCGCGCTAATTGCCCTCTCTCTTTTGGCCCTGAGCTCCGGCGCCGCCTTCGCCGGGCATCACTGGGGCAACAATGACGGTATGTGGCAACAGGGAGGTAGCCCGTTAACTACGGAACAGCAGGCGACGGCGCAGAAGATTTATGATGATTACTATACGCAGACCAGCGCGCTGCGCCAGCAACTGATATCCAAACGTTATGAATACAACGCGCTACTGACCGCCAGTTCGC1
783 CHIP0145 STM/STY STM4016 STY3862 ATGAAATCTCTGAATACTCTAGTGATATTAACTTCATTAGAAGAAATACTTCGCCCCGATGAAATCTCTGAATACTCTAGTGATATTAACTTCAGTAATATCCACCTCTGTTTTTGCTGGCGCTTATGTAGAAAACCGTGAGGCCTATAACCTGGCGTCTGACCAAATGGAGTTTATGCTGCGCGTCGGCTATAACTCCGATATGGGGGCCGGAATTATGTTGACCAATACCTATACGCTACAGCGTGATGATGAATTAAAGCACGGTTATAATGAGATTGAGGGCTGGTATCCATTATTTAAACCTACAGATA1
784 CHIP3951 STM/STY STM1425 STY1697 ATGTGCAGAAGTATACCAGTGAAGCGCTTATATCGCGCAGCGCGCTGCAAAATGTGCAGAAGTATACCAGTGAAGCGCGTCAGTTATTAGCGTTACGAATACCGGTGATCCTTGCGCAAGTGGCACAGACCGCAATGGGATTCGTCGATACCGTCATGGCGGGAGGCTATAGCGCTACGGACATGGCTGCCGTCGCTATCGGCACCTCTATCTGGCTTCCCGCCATTTTGTTTGGTCACGGCTTACTGCTGGCCTTGACGCCTGTGATTGCGCAACTCAATGGCTCCGGCCGTCGTGAGCGTATCGCGCA1
785 CHIP0401 STM/STY STM2437 STY2675 ATGCGAGTTCATTTTGTTGTCCTTACCGTACTGCACTATCTGACGTGGTGCGAGTTCATTTTGTTGTCCATGAGTCGTTTGAATCCGCTGGCGCTTATCTGAAATGGGCTGAAGATCGCGGTTATACCATTTCATGGTCGCGCGTCTATGCCGGAGAAGCGCTACCGCCCAATGCCGATGAGTTCGATATGCTCGTGGTATTTGGCGGTCCGCAGTCGCCGCGCACCACCCGCGAAGAGTGCCCGTACTTTGACTCTCGCGCCGAACAGCACTTAATTAATCAGGCAGTTACGGCCCGGCGAA1
786 CHIP0417 STM/STY STM0946 STY1844 ATGGGGGACGAAAAGAGCTTTACTTACGGCCCGTAAACGGATGGGGGACGAAAAGAGCTTAGCGCACACCCGATGGAACTGTAAATATCACATAGTTTTCGCGCCCAAATACCGAAGACAAGCGTTCTATGGAGAGAAGCGTAGGGCAGTAGGCAGCATATTAAGAAAATTGTGTGAATGGAAAAACGTACGAATTCTGGAAGCAGAATGTTGTGCAGATCATATTCACATGCTTCTGGAGATCCCGCCGAAGATGAGTGTGTCGAGTTTCATGGGATATCTGAAGGGTAAAAGTA0
787 CHIP1286 STM/STY STM2661 STY2850 ATGAATGCACTGATTGTCCCGTTATATCAGCCAAATAAAACTTGCCAATGAATGCACTGATTGTCCCGCAGTGGCCGCTGCCGAAAGGCGTCGCAGCCTGTAGTTCTACCCGTATTGGCGGGGTGAGTTTACCGCCTTACGACTCGCTGAATCTGGGCGCGCATTGCGGCGATAACCCGGAGCATGTTGAAGAGAACCGCAAGCGTCTGTTTGCGGCGGGCAATCTGCCTTCGAAACCTGTCTGGCTTGAACAGGTTCACGGTAAAAATGTGTTGAGGCTTACCGGAGAACCTTATGCCTCCA1
788 CHIP1302 STM/STY STM0051 STY0060 ATGACAGCATCCCTACACATTATTCTTTACGGCGCATAGGCAAACATGACAGCATCCCTACACATTATTCTTGATACCGATCCGGGCATTGATGACGCGGCTGCGATTGCCGCTGCGCTGTTCGCCCCCCAGCTTGATCTGCAACTAATAACCACCGTCGCAGGTAATGTTTCCGTTGAAAAAACGACCCGTAATGCGTTGCAGCTTCTGCATTTCTGGAACAGCGATATCCCACTTGCCCAGGGGGCCGCGACACCGCTGCTGCGTCCGTTACGCGATGCGGCATACGTCCACGGCGAAT1
789 CHIP4683 STM/STY STM1007 ATGCGCCTTATAAATCGCAGTTTAGTTTGCCTGTGCTGGCATGCGCCTTATAAATCGCAGTAAGCAATCGCCATTGGGCCGTCGCGCATGTGATGTTGCACTGGCGGCGCATCATGAAAAGTTCGGCGATTACGGCAGACAAAAGCACGTTACCAATTACACCGTTGTAGTGGATGGCGTAAAGGTGCCTGTTGAAGTAGTTAACCGGGCCACCAGCTACGTAGCCACCGCAATGATCGGCGTCCGGAAACTTAGAAATCTGCCAGCACAGGCAAACTGA0
790 CHIP4707 STM/STY STM1859 STY1994 ATGTTCAGGTCCAAAAGGACATTGTTATAACTGCAGGACCATCTGCATGTTCAGGTCCAAAAGGACATTGCCCAGAAATCTCCAGCCCTATACAGGACAAGCCAGTACCGAGGAATTGCACACTGACCTCAACAACATGCGATATACAGAGCTATACAGTATTCAGCAGATGGTCCTGCAGTTATGA1
791 CHIP4739 STM/STY STM3035 STY3184 ATGCATAAAAAACATATGTGCCCATTACTTTGACATGGAGAATTTTGTACTATGCATAAAAAACATATGTGCCCATGGCTTCTGCCCGGTTTGCTCGGTCTGGCTCGGTGTGCGCCAGTACCGCATACTTACGCAGCCATCATTGAGGCAGGATTTTATCCGGAAGGTACAGATCTCCAGCTTGTTCTTAAGATAATTGAGACCGCGCGACAGGAAATCCGTCTGATGGACTATTCCTTCACCTCTTGGGAGGTGGTCCGGTTCGAACATTCAGTGAGTACAAAATTCTCCATGTCAAAGTGA1
792 CHIP3624 STM/STY STM4372 STY4728a ATGACGTGGATTGTCAAAACCTGCCTTAATAGGGGAACCTCTATCTCTTGCCACGTGGATTGTCAAAACCTGCCAGCGTCATTTGTCCAGACTGACCTGGCCCGCTTTGCTGGGCCTGTTTATCGGGCAGTATCTGCTTTGTTATCTGGTGCTGCGCCTGTTGCGCGAAAGCGCGTTGGTGAGCCAGTTAAGCGATTTTATCTATTACTGCTCGGTGGTGGGTTCCACATTAGGTTTTGGCGATCTTAGCCCGCAGACGGCGCCAGGACGTCTGTTCACCGCGCTGTGGCAAATTCCGGTTAGCGTCG1
793 CHIP0174 STM/STY STM4504 STY4859 ATGCACACCTTTAGACCATACTCACTTTATAAGGTGAATAAGCCATACTCTTTGCATGCACACCTTTAGACCATACTCACTAAGGCATAGCGATCTGTTATATGAAGATATTCCGTTAGAAATACGCGAGCAAATAATCTTATTGATTATCAATACGCTAGGAAACTGCTCCTCTTTTTATGATATGACATTATACTGCTATCATAATAGTCATTCTGACGAAGTTTATCGAAGAATATGTAAAACGTTGCGCAAAGAGTATGGCTTATTCACCTTATAG1
794 CHIP0190 STM/STY STM2051 STY2256 ATGAATACTTCTGAACTCGAAACCCTTAGCGAATAGAAAAGCCGTTGGATGAATACTTCTGAACTCGAAACCCTGATTCGCACCATTCTTAGCGAGCAATTAACCACGCCGGCGCAAACGCCGGTCCAGCCTCAGGGCAAAGGGATTTTCCAGTCCGTGAGCGAGGCCATCGACGCCGCGCACCAGGCGTTCTTACGTTATCAGCAGTGCCCGCTAAAAACCCGCAGCGCCATTATCAGCGCGATGCGTCAGGAGCTGACGCCGCTGCTGGCGCCCCTGGCGGAAGAGAGCGCCAATGAAACGG1
795 CHIP1233 STM/STY STM4280 STY4478 ATGACATCCGCTTCTGCATTTCTTATGCAACCGTTAGCTGTCCCATGACATCCGCTTCTGCATTTCATTTTGCATCACTGGTGTGGGACTGGCCCATCGCCATCTATCTGTTTCTGATTGGCATCTCCGCCGGACTGGTTACGTTGGCGATTCTGCTGCGCCGCTTCCATCCGGAGGCGGGCGGTTCGGACAGTACGCTGCTGCGCACTACGCTGGTGTTAGGGCCGGGGGCGATTATTCTTGGTCTGCTGATTCTGGTCTTTCACCTGACGCGCCCGTGGACCTTCTGGAAGCTGATGT1
796 CHIP1249 STM/STY STM1905 STY2113 ATGTCTCACCGCGACACGTTATGCGGCAACTCCGGCATGTCTCACCGCGACACGCTTTTTTCTGCGCCTATCGCCCGTCTCGGCGACTGGACTTTTGATGAACGAGTAGCCGAAGTTTTCCCCGACATGATTCAGCGTTCGGTACCAGGCTACTCCAACATCATCTCCATGATCGGCATGTTAGCTGAACGCTTTGTGCAGCCGAACACGCAGGTCTACGATCTGGGCTGCTCGCTGGGCGCCGCGACGCTGTCTGTTCGGCGTAATATCCGCCATGAGCATTGTCGCATTA1
797 CHIP0438 STM/STY STM4258 STY4453 ATGAGTACAATACAAAATATTATAGATAAAAAGAATGATTAATCTTCATTTTTTTCCTCCTTGTTTAACATGAGTACAATACAAAATATTATAGATAAAAAGAATGATTCAATAATGACATCAGTTGATAAATGTTATCAGGAATCTCTTTCACATGGTAAGACCATAAACGATATTGCCGCTGGCAGTGCCGATATTTCTCATACTCTCGATGGGCTGAGAAAAGAAATGGATGAGGATATGAATAATGTTCATTTAGCGCTATCCGATCTATCGGCTACTGATAAAAAGATTATTGCCAATACTAAAGAGATTAGTGCTGAAA1
798 CHIP1297 STM/STY STM0009 STY0009 ATGGGCAACACTAAGTTGGCTTTAGTGCGCCTCGCCGATATGGGCAACACTAAGTTGGCTAATCCGGCACCGCTGGGCCTGATGGGCTTCGGCATGACCACCATTCTGCTTAACCTGCACAATGCCGGTTTTTTCGCCCTGGACGGTATTATTCTGGCGATGGGGATTTTCTACGGCGGTATCGCGCAAATTTTTGCCGGTCTGCTGGAGTACAAAAAAGGCAATACCTTTGGTTTAACGGCCTTTACCTCTTACGGTTCGTTCTGGCTGACGCTGGTCGCTATCCTGCTGATGC1
799 CHIP1291 STM specificSTM2696 ATGATGATGGTGCTGGGTTTATATGTTACTGCAGCAACCCTCCATGATGATGGTGCTGGGTTTATATGTATTTATGCTGCGCACTGTCCCTTATCAGGAACTGCAGTATCAGCGCAGCTGGCGACACACCGCCAACAGCCGGGTGAACCGCCGCCCGTCAACGCAGTTTCTTGGCCCGGATAATGATTCACTGACACTGTCCGGGGTTCTGCTGCCGGAAGTGACCGGAGGCAGGCTGTCATTACTGGCGCTTGAACAAATGGCTGAACTGGGCAAGGCATGGCCTTTGATTGAAGGCA1
800 CHIP1307 STM/STY STM0040 STY0048 ATGAGCATGTCTCATATTAACTACAACCATTACTGTAGTTTAAACAATGCCGAGTAGTCATGAGCATGTCTCATATTAACTACAACCATCTTTATTATTTCTGGCATGTCTATAAAGAAGGTTCTGTCGTGGGTGCCGCAGAGGCGCTTTTTCTGACGCCGCAAACCATTACTGGTCAAATTAAAGCCCTGGAAGAGCGTTTACAGGGGAAGCTATTTAAACGTAAGGGACGCGGTCTTGAACCCAGCGAACTGGGCGAGCTGGTTTTTCGCTATGCGGACAAAATGTTTACGCTAAGCCAGGAGATGCTGGATA1
801 CHIP0063 STM/STY STM3919 STY3636 ATGACGCGCGGTGAGCGCTGAAAATGATTATTAAGGCAACGCCCGCACCGATACGCGCGGTGAGCGCTGAAAATGAACTGGATATTCGCGGGTTGTTTCGTACTTTATGGGCTGGCAAATTCTGGATTATCGGCATTGGCCTGCTATTTGCCCTTATCGCGTTAGCCTATACCTTTTTTGCTCGTCAGGAGTGGAGTGCGACGGCGATCACCGATCGCCCAACCGTAAATATGTTGGGCGGTTATTACTCCCAGCAGCAGTTTCTGCGCAACCTGGATATTAAGACCGATCCTGCTTCTTCTGATAAG1
802 CHIP0025 STM/STY STM3962 STY3597 ATGTATCAGGTTGTTGCGTCTGATTAGCGTAAGAAAAGATCGCGATGTATCAGGTTGTTGCGTCTGATTTAGATGGCACGCTGCTCTCCCCCGACCATACGTTGTCCCCTTATGCCAAAGAGACTCTGAAGCTGTTGACCGCACGCGGCATCCATTTTGTCTTTGCCACTGGTCGTCATCATGTCGATGTAGGGCAAATCCGCGATAATCTTGAAATCAAGTCTTACATGATCACCTCCAACGGCGCGCGAGTGCACGATACCGACGGGAATTTGGTTTTTACGCATAATCTGGACAGCG1
803 CHIP0049 STM/STY STM3937 STY3622 ATGAGTATTCTGATCACCCGCCTTATTGTAATGCGCGCAACAATGAGTATTCTGATCACCCGCCCCTCTCCCGCAGGGGAAGCGTTAGTGAGCCGTCTGCGCGCACTGGGGCAGGTGGCCTGGAGTTTTCCACTGATTGAATTTGTCGCCGGTCGGGAGCTACCCACCCTGGCCGACCGCCTGGCGACGCTGACGGAAAACGATCTGGTTTTTGCCCTTTCACAGCACGCTGTCGCCTTTGCTCACGCCCAGCTCCAGCGGGATGGTCGAAACTGGCCTGTGGCGCCGCGCTATTTCG1
804 CHIP2177 STM/STY STM3070 STY3228 ATGATGACCGTACGCATAGCGATTATAAAGTTTTGTCGACGCTGACGCGATGACCGTACGCATAGCGATTAATGGCTTTGGTCGCATCGGGCGTAACGTGGTTCGTGCTTTGTATGAATCCGGACGTCGCGCGGAAATTACCGTGGTGGCCATCAACGAGCTGGCGGATGCCGCAGGCATGGCGCATTTGTTGAAATACGATACCAGCCACGGGCGTTTTGCATGGGAGGTTCGCCACGAGCGCGAGCAGCTTTTTGTCGGTGACGATGTCATTCGTATTCTGCATGAAAGAACGCTGGCGGATC1
805 CHIP1702 STM/STY STM1754 STY1296 ATGAGAAAAATGAAAATAGGGCTGGTTAAACGTCGGTACGCACCAATGAGAAAAATGAAAATAGGGCTGGCGCTGGGATCTGGCGCAGCGAGAGGATGGTCTCATATTGGGGTCATCAAAGCCCTCAAGCAAGCAGGCATTGATATTGATATCGTTGCAGGATGCTCAATAGGTTCACTGGTCGGCGCCGCGTATGCCTGTAATAAATTATCGGCGCTTGAACAGTGGGTATGTTCATTCCGCTACTGGGATGTTTTACGCCTGATGGATGTATCCTGGGGCAGAGGAGGGTTGCTTCGCG1
806 CHIP1718 STM/STY STM1790 STY1917 ATGAGGGAGTGCGCATACGTTATTGTACTGTCTCCTGCGATGAGGGAGTGCGCATACGTCAGTATCAGACACGTCTGGAGGGCAAAAGAAGTGGCGAATGACACCCCGTTCTCTGCGCTATGGCAACGCCTGTTAACCCGTGGATGGCAACCGGTAGAGGCTTCTACGGTAGACGACTGGATCAAACGGGTTGGAGATGGCGTCATCCTGTTAAGTAGCGATCCGCGGCGTACGCCGGAAGTCAGCGATAACCCGGTGATGATTGCCGAACTCCTGCGTGAGTTCCCGCAGTTTG0
807 CHIP1734 STM/STY STM3017 STY3162 ATGATTTTGAATGCATTTTCTCTTGATTAACGCGCCAGCCAACCATGATTTTGAATGCATTTTCTCTTGAAGGTAAAGTCGCGGTTGTGACGGGGTGCGATACCGGATTGGGGCAGGGGATGGCGTTAGGGCTGGCGGAAGCGGGCTGTGACATTGTTGGTATTAACATTGTTGAACCGACGGAAACTATTGCGCGCGTCACCGCTCTGGGACGTCGTTTTTTAAGCCTGACAGCCGATCTGCGTCAAATCGATGGCATTCCGGCATTACTGGAACGGGCGGTGGCGGAATACGGTCATA1
808 CHIP1750 STM/STY STM2959 STY3097 ATGAAAATAGTGATCGCACCAGATTAGCGTAACTGTTGCCCCATGAAAATAGTGATCGCACCAGACTCGTATAAGGAAAGTTTGAGTGCTCTTGAGGTAGCGACCGCCATTGAACAAGGATTTCGCGAGATCTGGCCTGACGCCGATTACCTGAAATTGCCGCTGGCTGATGGCGGAGAAGGTACTGTCGAAGCGATGGTTGAAGCGACGGCGGGTCGAATCGTGCATGTTGAGGTCACCGGGCCGTTGGGGCATCGCGTCAATGCGTTTTATGGGCTTTCCGGCGATGCGCGTTCCG1
809 CHIP1766 STM/STY STM2985 STY3125 ATGACAAACCCTCTTTATACCGGATTAACCCTTATGCGTTGCGATGACAAACCCTCTTTATACCGGACACCCGTTCGGCACAACGGTAACGGAAGAGACGTTACGCGCTATCTTTCTCCCGCTGACCCAGTGGGAGGATAAATATCGTCAGTTGATTCTGTTAGGAAAACAGCTCCCCGCTCTGCCGGATGAATGCAAAGCGCAGGCGAAAGAGATAGCCGGCTGCGAGAACCGCGTCTGGCTGGGCTTTACCCGATCAGATAACGGAACGATGCACTTTTTCGGCGACAGTGAGGGGC1
810 CHIP1782 STM/STY STM4053 STY3819 ATGAACACATTCAGAAAAGGACTTGTTAATCATGTGATTTCTCCAGAGTGATGAACACATTCAGAAAAGGACTTGATTTATTGCTGGGCGCTATCTGTTGCCTGGTGCTGGCGATAATGGTTGGCATCGCCTGCTGGCAGGTGGTGAGCCGCTACATTCTGGGCGTTCCCAGCACCCTTACCGAAGAGATGCTGCGATTTCTCCTGGTGTGGGTATCAATGCTGGGCATGGCTTTTGTCGCCGGTCAGAAACAGCATATTAGCCTGACTCTCTTACTGGATAAGGTGTCGCCGACGATTCGCGGCT1
811 CHIP1768 STM/STY STM2969 STY3108 ATGATTACACATATTAGCCCGCTTTTAAGCGCAGATCTCGTAACAGGTTGATTACACATATTAGCCCGCTTGGCTCAATGGATATGTTGTCGCAACTGGAAGTGGACATGCTGAAACGCACGGCCAGTAGCGACCTGTATCAACTGTTTCGTAACTGTTCACTTGCCGTTCTTAACTCCGGCAGCCTGACCGACAACAGCAAAGAGCTGCTGTCCCGCTTTGAAAATTTCGATATTAACGTACTGCGCCGCGAGCGCGGCGTGAAGCTGGAATTGATTAACCCGCCTGAAGACGCTTTTGTTG1
812 CHIP1792 STM/STY STM4032 STY3846 ATGCCACTGGAAAAAGGAATTGTTAGGTCATTTTGCCTGTTGATGATGCCACTGGAAAAAGGAATTGCCGAACTGGTCGCTGGGTTTATCGCCGCGGGCCGCCCCTCTTCTCGCGAACAGAATATTGATGACCGGAGGGCGGGCTACATCGCCAGCACGACACTGGCAGGAGAAACAGAAACCCGCGTCCAGGTTGAAGATATTGAACTCGATGCCATGACGTTTCGCGTGGTTTCGCCGCTCAATGCCACAGGGAAATTACCCTGCATCATTTATTATCATGGTGGCTGCTTTGTCAGCG1
813 CHIP0022 STM/STY STM3965 STY3594 ATGACAATATTGACTCATACCCTCGGTTATTTCGCCTGACGCAGAATGACAATATTGACTCATACCCTCGGTTTTCCTCGCGTTGGCCTGCGTCGCGAGTTGAAAAAAGCGCAAGAGAGCTACTGGGCGGGGAACACAACGCGTGAAGCGTTACTGGCGGTGGGGCGCGAACTGCGCGCGCGTCACTGGGAGCAGCAGAAACAAGCGGGTATTGACCTGTTACCGGTAGGCGACTTTGCCTGGTACGACCATGTTCTGACCACCAGCCTGCTGTTAGGCAATGTGCCGGCTCGTCATCAGA1
814 CHIP0038 STM/STY STM3949 STY3610 ATGACGGATGTCGCGCTTTTATTTCCCCCGTTTAGCGCATGACGGATGTCGCGCTTTCTCAGGATGTCTCGCGGTTCCTGCGCTATTTAGGCGTGGAGCGCCAGCTTAGCCCCATTACCCTGCTGAACTACCAGCGTCAGCTTGATGCCATTATCGCTTTAGCCGGAGAAACCGGGCTGAAAAGCTGGCAACAATGTGACGCTGCGATTGTGCGCAGTTTTGCGGTGCGCAGTCGGCGCAAAGGGCTTGGCCCTGCCAGTCTGGCGCTACGTCTCTCGGCATTGCGAAGCTTTT1
815 CHIP0062 STM/STY STM3920 STY3635 ATGAAAGTACTGACTGTATTTGGTACACGTTATAACGATACCCGATAACTTTTTAACGGTGAAAGTACTGACTGTATTTGGTACACGACCGGAGGCCATTAAGATGGCGCCTCTGGTCCATGCGCTGGAAAAAGATCCTCATTTCGAGGCCAAAGTATGCGTTACTGCGCAGCATCGGGAGATGCTTGATCAGGTATTAACTCTTTTTTCTATTGTGCCTGATTACGATCTCAACATTATGCAGCCGGGACAGGGGTTGACGGAAATTACCTGCCGAATTCTGGAGGGATTAAAGCCGATCCTGGCAGATTTTA1
816 CHIP0086 STM/STY STM4138 STY3741 ATGAAAGATACTACCGTTCCCCTGTTATTCGGCGCTTCGCAGATGAAAGATACTACCGTTCCCCTGACGCTGATCTCACTACTTGCCGACGGAGAGTTTCACTCAGGCGAGCAGTTGGGTGAACGGCTGGGAATGAGCCGCGCGGCTATTAATAAACATATCCAGACATTACGCGACTGGGGAGTAGATGTATTTACCGTTCCCGGGAAAGGATATAGCTTACCGGAACCCATCCAGTTACTGGATGCTGACCGTATACATAGCCAACTGGATAGCGGAAACGTGGCGGTATTGCCCG1
817 CHIP1739 STM/STY STM2996 STY3134 ATGTTAAGGGTCTACCACTCCAATCGTTAACGAGACTGATTAAAACGAAACATGTTAAGGGTCTACCACTCCAATCGTCTGGATGTGCTGGAAGCGTTGATGGAGTTCATCGTCGAACGCGAGCGGCTGGATGATCCCTTTGAACCAGAAATGATTCTGGTACAAAGCACGGGTATGGCGCAGTGGCTGCAGATGACCCTTTCACAAAAGTTTGGTATTGCGGCGAATATCGCTTTTCCGTTACCGGCGAGTTTTATCTGGGAGATGTTTGTCCGCGTGTTGCCGGATATTCCCAAAGAAAGCGCTT1
818 CHIP0928 STM/STY STM1742 STY1309 ATGAATGCTGTGATTGAACAACGTTATAACGGGTCTACTTTAAGGCAGGATGAATGCTGTGATTGAACAACGTAAAGTTCTCCTCGAAATCGCCGATCTGAAAGTACATTTTGATATCAAAGAAGGGAAGCAGTGGTTCTGGCAACCGCCGAAAACCCTGAAAGCGGTGGACGGCGTTACGCTACGCCTGTATGAAGGCGAAACGCTGGGCGTGGTGGGCGAATCCGGCTGCGGCAAGTCGACGTTTGCGCGCGCGATTATTGGTCTGGTGAAGGCGACAGATGGTAAAGTCGCCTGGCTGGGAA1
819 CHIP1779 STM/STY STM4081 STY3789 ATGCGACATCCTTTAGTGATGGTTAAGCCTGTTTAGCAGCTTCTGCATGCGACATCCTTTAGTGATGGGTAACTGGAAACTGAACGGCAGCCGCCACATGGTAAACGAACTGGTGGCTAACCTGCGTAAAGAACTGACGGGCGTAGCAGGCTGCGACGTGGCAATCGCTCCGCCGGAAATGTATATCGATCTGGCGAAACGCGCTGCTGCCGGCAGCCACATCATGCTGGGCGCGCAGAACGTTGATCTGAATCTGTCTGGCGCATTCACCGGTGAAACTTCGGCTGAAATGCTGAAGGATA1
820 CHIP4392 STM/STY STM0483 STY0527 ATGACCGCGACTGCACAGTTAATGCCCTGGAAACGGATGACCGCGACTGCACAGCAGCTTGAGTTTCTCAAAAACAGCATCAAAAGCATTCAGGATTACCCGAAACCGGGCATTCTTTTCCGTGATGTCACCAGCTTACTGGAAGACCCGAAAGCCTACGCGCTCAGTATTGAATTGTTGGTTGAGCGTTATAAAAATGCGGGTATCACCAAAGTGGTCGGCACCGAAGCGCGTGGCTTCCTGTTTGGCGCGCCGGTTGCGCTTGGGCTGGGCGTTGGTTTTGTTCCGGTAC1
821 CHIP4424 STM specificSTM0538 ATGAAGCGGTTCGCGTTTGTTATTTTTTCGCACCGGGCATGAAGCGGTTCGCGTTTGCCCTGTGGCTCAGCGCAATCTCGCTCAACGCTTATGCAGACAGTGCTAACTGTCACCAAAAAGCAAACACGCCGGAGAGCATCGCAGCGACAATGGATCAGGCGCTACAGCTCAAACAACAGCTTAACAGTCAACCCGATCCGGTCGTCATTCTGGTTCGCCAGGGGCAAGATATGTCGAGCCGACATTTAACCTGGTCACATGCTGGCTATGCCATGCGCCAGCCAAACGGAGACT1



822 CHIP4448 STM/STY STM0585 STY0628 ATGAACAAGAAGATTCATTCCCTGTTAGAAATGGGTATTAATGCTCATATACCATGAACAAGAAGATTCATTCCCTGACCTTACTGGTCAATTTAGGGATTTACGGGGCCACTCTGCCCGTGATGGCGGAAGACAAAACCGATAGCGCTGCGCTCACCAATGAAGACACCATCGTGGTGACCGCTGCCCAGCAAAACCTACAGGCGCCAGGCGTATCCACCATCACCGCCGATGAGATCCGCAAAAATCCGCCCGCGCGCGACGTGTCAGAAATCATCCGCACCATGCCGGGCGTAAACCTGACCGGCA1
823 CHIP1182 STM/STY STM0976 STY0976 ATGAAAGCATTTGATTTGCAACGTTAAACAACGCGTTTAGCCCGATGAAAGCATTTGATTTGCAACGAATGGCGCTGGATAACGTGCCGGTAGCGTTTTTGGGGGAAGTGGCGCTGCGTAGCTTTTACACCTTTGTTCTGGTGTTTCTTTTCTTAAAGGTGACAGGACGACGCGGCGTACGGCAAATGTCGCTTTTTGAAGTGCTGATCATTTTGACATTGGGGTCGGCGGCAGGCGACGTCGCGTTTTATGATGACGTTCCGATGCTCCCTGTTCTGGTGGTATTCATCACCCTGGCGC1
824 CHIP4466 STM/STY STM0303 STY0338 ATGTCTTATGCACGACATTTACCGTTAGTCAGCTATCCGACGTGATGTCTTATGCACGACATTTACCGGTATTAATGTATCACCATGTCAGTGATAAACCCGGACAGATAACCTTATCTCCCCGTACGTTCCGGGCGCAGATGAAATGGCTGGCCGAATCTGGCTGGAAAACCGTTACTGCTGCAGAGGTGGAAGCTTTTTATCATGGTGCAAGATTGCCTCGTAAAAGCGTCATGCTGACCTTTGATGGCGGCTGGCTGGATAACTGGTTGCAGGTTTTTCCGGTGCTGCAGGAGTTTA1
825 CHIP2754 STM/STY STM1547 STY1514 ATGTCAGAAAATAAAAATGTGCAAGATACATTATTCCGGCATTGAAGCATATGTCAGAAAATAAAAATGTGCAAGATACACATATTTCCGAGCAAATGAAGGCGCTTCACGGTGCGTTGATTCGCGTGGTGAGCGCGCTTAACCGGCCTCGTAATGATGAGAAATTAATTGCAGAGGCGGGGATACAACTCGATCGTGCGCTATTTTCGATCCTTATTAGTATCGAACGTTTAGGGCCGATTGGCGTTGTTGAGTTAGCCGAACGTGCCGGTCGTGATTATACGACGGTAAGCCGACAGGTCGCCA1
826 CHIP2778 STM/STY STM1586 STY1479 ATGCACTTACGTCATCTTTTTTCGTTACAGAGCAATGCGAATAACATCAATGCACTTACGTCATCTTTTTTCGCCGCGCCTGCGTGGTTCTTTATTGTTAGGTTCGCTCCTCGTCGCATCCTCATTTAGCACGCTGGCGGCGGAAGACATGCTGCGTAAAGCGGTAGGCAAAGGCGCTTATGAGATGGCCTGGAGTCAGCAAGAAAACGCGCTCTGGCTGGCTACATCGCAAAGCCGTAAACTGGATAAAGGCGGCGTAGTTTATCGTCTCGACCCGGTGACGCTGGAAATCACGCAAGCGATTC1
827 CHIP2802 STM specificSTM1625 ATGGAAAAAAATGGTCTGTTTAGTCATTACAGCGGCATCGATTTACGATGGAAAAAAATGGTCTGTTTAGTCAGCGCATTCGGTTGCGCCACCTTCATACATTTGTCGCCGTTGCGCAACAGGGAACTCTGGGGCGCGCGGCTGAAACTCTTAACCTGAGCCAGCCAGCGCTTTCTAAAACGCTGAACGAACTGGAACAACTCACCGGAACCCGTCTGTTTGAACGCGGGCGACTGGGCGCGCAATTAACGGTTCCTGGCGAACAATTTTTGACTCATGCGGTAAAAGTATTAGATGCATTGA1
828 CHIP2826 STM/STY STM1661 STY1403 ATGGCTATGTATCAAAATATGCTGGTTTAATCGTCCTCGTCGTCCAATGGCTATGTATCAAAATATGCTGGTGGTCATCGATCCCAATCAGGACGACCAACCCGCATTACGGCGAGCAGTTTATTTGCATCAACGGATTGGCGGCAAAATTAAAGCTTTCCTGCCTATTTACGATTTCTCGTATGAGATGACCACCCTGCTTTCTCCTGACGAACGCACCGCAATGCGTCAGGGCGTAATAAGTCAACGCACAGCCTGGATACGTGAGCAGGCGAAATATTATCTTGAAGCCGGTGTCCCCA1
829 CHIP2820 STM/STY STM1650 ATGCCGCGGTTGCCTGCTTTATCCTTTTATTTTAGCAAAGCCCTTGTGCCGCGGTTGCCTGCTGAACAGGTTCGCTACTGCAAGCCGACAATAATAACGCGGCACATCCCACCCAAAACGCTGCGCGCATTTCTCTCCCCTCTGTTTATTCATCCAAACGACACCGCCCTAAATAATAGGCAGCAGAAACTGACGCGTCGAGAGGCAAAGCGCGCATTTATGCGCTTCATTAACATTTATTGGCAATTTTTTACGTCTTTTCGGCAAGAAATCGCCATTCTCCTCCCGCCAGGGACACAAA1
830 CHIP2844 STM/STY STM1698 STY1353 ATGCCGTTTACATTTCAGATCGTTATTTTTTTAATTCATCCTTTAATACCTTAGCCATGCCGTTTACATTTCAGATCGGAAATCATAGTTGCCAGATATCAGAAAGGTATTTAAGAGATATCATCGATAATAAAAGAGAACATGTTTTTTCAACGTGTGAGAAATTTATAGATTTTTTCAGGAATATATTTACCAGGCGAAGTTTAATTTCTGATTATAGAGAAATCTATAATCTACTGTGCCAAAAAAAAGAGCATCCCGATATTAAAGGGCCTTTCTCTCCAGGACCATTTTCGAAGCGAGATGAAGACT1
831 CHIP4405 STM/STY STM0509 STY0556 ATGACAATTAAAATAACAGCGTTGGCTTAGAAATCGTAACGCAGACGCATGACAATTAAAATAACAGCGTTGGCGGCATCGATCGGCGCGGCAGTGGCTTTCATGCCTTTCGCCACTCAGGCGGAAATCACCGTTTTAAAACAAGATCCCCAGGCGGGTAATCCACTCAGCCGACTCAATTTCACCGTTGGCGGGAGTATTCGTCCGCAGTTCCAGAATATGACCGGCAATGACGGCGCGAACGGTTATAAACGTAATGGTTTTGATGGCGGGACGCGTTTCCGCTTCGCCGCGGATTATTATC1
832 CHIP1169 STM/STY STM1001 STY1005 ATGAAGCTTGACGCCTGGTTACTCGATCAGGACGCGCATGAAGCTTGACGCCTGGGATAAAAACATTCTGACATTATTGCAGCGCGATAATCGTCTTTCTCAGCGGGAAATCGCCGAACAGGTCAATCTTTCACCTTCGGCAGTGAATCGTCGTATCGCGGCACTGGAGGAGGCGGGCATAATTAAAGGCAATGTCAGCCTTATTGATGCTGGCAAAGTGGGACGCCCGGTCACGATTGTGGTGCAGGTGGTGATCGAAAACGAGCGATTCAATTTACTGGAAGAGGCTCGTC1
833 CHIP1185 STM/STY STM0956 STY0954 ATGCGCGCGCTACTCCCTTTACAGACGTTGTTTAAACTGATAATAGCGATGCGCGCGCTACTCCCTTATCTGACGCTTTATAAACGCCATAAATGGATGCTAACGCTGGGAATTGCGCTGGCAATCCTGACACTGCTTGCCAGTATCGGGCTGCTGACGCTTTCCGGCTGGTTCCTGTCCGCGTCCGCTATCGCAGGCTTCGCGGGAATTTACAGTTTTAACTATATGCTCCCGGCAGCCGGCGTGCGCGGCGCGGCCATTACCCGTACCGCTGGTCGTTATTTTGAACGTCTGGTAAGTCATG1
834 CHIP4469 STM/STY STM0620 STY0669 ATGCGCCTGTTTCCTGAATTAGTCGGGTTGGCGGGAATGCGCCTGTTTCCTGAACTCGCCACCTGTCACGACGTTTCTATTCCTGAGCTGCTCGCCAGCCGGGATGAGAGACAAGCAAGACAGCGCGCCTGGCTAACGCGCCACGCCACTCCACTGGTCTCCTTTACCGTGGTGGCGCCAGGCCCGATAAAAGACAGCGCGTTAACCCGCCGGATCTTTAATCACGGCGTGACTGCCCTGCACACGCTGGCAGAAGAGTATGGCTGGACTATCCGGGAGCAGGCTGCACTGG1
835 CHIP4463 STM/STY STM0607 STY0652 ATGATTAAACGTACATTGCTGCTTGTTAAGGCTGCCCCATCATGGATGATTAAACGTACATTGCTGCTTGCTATGCTGCCCATTCTCGCCCACGCGGAAGAACTGCCTGCGCCGGTTAAAGCCATTGAAAAACAGGGTATAACTATCCTGAAATCCTTCGAGGCGCCGGGGGGCATGAAGGGCTATCTCGGAAAGTATCAGGATATGGGCGTCACGATTTACCTGACGCCGGACGGTAAACACGCGATTTCCGGCTATATGTATAATGAAAAAGGCGAAAATCTTAGCAACGCCCTGATAG1
836 CHIP2855 STM/STY STM1732 STY1319 ATGAAAAAATTTACAGTGGCGGCTTAGAAACGATAGCCTGCCGAATGAAAAAATTTACAGTGGCGGCACTGGCGTTAACAACTCTTCTCTCAGGCAGCGCGTTCGCGCACGAAGCCGGAGAATTCTTTATGCGTGCAGGTCCGGCAACCGTCAGACCTACAGAAGGGGCGGGTGGTACGCTGGGGCATTTAAACGGGTTTGATGTGAGTAATAACACGCAACTCGGCCTGACATTCACTTACATGGCGACGGACAATATCGGGGTTGAATTGCTGGCGGCTACGCCGTTCCGCCATAAGG1
837 CHIP2775 STM/STY STM1573 STY1491a ATGCTGGATGTCTATGCCTGCTTAATGCGCTAGCTGGCAGATGCTGGATGTCTATGCCTGCCATTGTACGCTGTGTCAAAAATGGTCGGGTGGAATAGCCATGTATCTGGAAGCCTGCGGGCAACCACAGCTAGCCCCCCTTTCCCCGGAACCGCCATACTTTTCATCCTCTTCGCGCGGCGAACGCTACTTCTGTTCCGGCTGCGGGTGTCCGCTGTGGTTTCGGCTTACCGATACCGATCGCTATTTTATTCCCTGGACCTTACTGGAACTGAACGAAGTTGATCGCCGTCGGC1
838 CHIP2799 STM/STY STM1621 STY1443 ATGAAAAAGAGTTTTCTTGGTGCTCTTATTGCTTAACCGCTTCTGCCATGAAAAAGAGTTTTCTTGGTGCTCTCCTGTCTCTGGGTTTATTAAGTGCTGCTCATGCAGATGTATATAAATTTGATAATACGCATACCAATGCGGTATTTAATATCGATCATTTCCAGACCTCAACCAATCATGGCGGGTTTTATGCTATTAGCGGCGAACTGAAATATCAGCCGGAAAAGCAAGTCGCAGAGATGCGTGTGACGATTCCCGTAAGCGCCTTAAATACCGGGGTGGATGCGTTTGATAACCATA1
839 CHIP2823 STM/STY STM1655 STY1410 ATGACCACTTTTTCAACCCTGATTATTTTAATAGCCGTACCCGGCGTGACCACTTTTTCAACCCTGAATGTTTTGCCCGCCGCCCAGCTCAATAACCTTACTGAGCTGGGCTATCTTGAGATGACGCCTGTTCAGGCCGCAGCATTACCCGTCATTCTGGCGGGTAATGATGTGCGTGTGCAGGCCAGGACCGGTAGCGGCAAAACGGCGGCGTTTGGTCTTGGGCTCTTGCATCGAATTGACGTCACTCTGTTCCAGACACAGGCATTAGTGCTGTGCCCGACGCGGGAGCTGGCGGATC1
840 CHIP2839 STM/STY STM1685 STY1376 ATGTCAATGAAGCGACTTAAAACTGTTATCGCAGCTTATCTCCTATTAAAAACTCATGTCAATGAAGCGACTTAAAACTGAATTCAACGCGCTGGTCAATCGTGGGGTAGACAGGCATTTGCGTCTTGCCGTAACCGGGTTGAGCCGCAGCGGTAAAACGGCGTTTATTACGGCGATGGTTAACCAGTTGCTTAATGTCCACGCGGGCGCGCGCTTACCGTTGCTCAGCGCGGTACGCGAAGAACGCCTGCTTGGCGTAAAGCGTGTGCCTCAACGTGATTTTGGTATTCCCCGTTTTACCTACGACGAGG1
841 CHIP4194 STM/STY STM2957 STY3095 ATGGCGCAATTCTACTCTGCTTACATGCGCTCGAACAGAAATGGCGCAATTCTACTCTGCAAAACGGCGCGTGACGACGCGTCAGATCATAACCGTTAAAGTCAATGACCTCGATTCATTTGGTCAGGGCGTAGCCCGTCATAACGGAAAAGCGCTGTTTATCCCCGGTTTATTGCCTGAGGAAAGCGCAGAAGTCATTATTACAGAAGATAAAAAGCAATTTGCCCGCGCACGCGTTTCGCGCCGTTTGAATGATAGCCCGGAACGAGAAACGCCGCGCTGCCCGCATTTTGGCG1
842 CHIP4218 STM/STY STM3006 STY3149 ATGTTATTTGCATGGATAACCGATCTTACAGCGGATTCTTTTTATTACGCATGTTATTTGCATGGATAACCGATCCTAATGCCTGGCTGGCGCTCGGTACGCTGACGCTGCTGGAGATTGTACTTGGGATCGACAACATTATTTTTCTTTCTCTGGTGGTAGCAAAACTTCCCACGGCGCAACGAAACCACGCACGGCGGCTTGGGTTGGCGGCGGCGATGGTTATGCGCCTGGCGCTGCTGGCGTCAATCGCCTGGGTCACTCGGCTGACTAATCCGCTGTTTGAGCTTTTCGGCGAAGCGATTT1
843 CHIP4234 STM/STY STM3036 STY3186 ATGATAATGAAGGTAAATGCATGGACTTATTCAGCCCGCAGCACATGATAATGAAGGTAAATGCATGGACAATTTTGCTTATGTCGGCGCATCTGACGGCCTGTGCCGTCCCTGGCACAGAAAAATATCAGACCAGCATGGACAGCGTTACGGCAGAAAAAATAAGCCGGATTATCCAGTCGGATGTCATTCCTTATAAAGGCGAAAACCATGGAGAAGTTATCAGCCGCGTATCGTCTGCTTTTCTCGGAACACCTTATCAGGCGGATACGCTCATCGGTGGGCCCGGCATCCCCGAAG1
844 CHIP4258 STM/STY STM3099 STY3252 ATGAATATGGAAGAAATTGTGACGCTTACAGTCGTCCCTGCGCATGAATATGGAAGAAATTGTGACGCTTAGTGTAAAGCATAACGTCTCGGATCTACACCTGTGTAACGCCTGGCCTGCGCGATGGCGCAAACAAGGACGCATGGAGAACGCGCCTTTTACCGCGCCTGATGTCGACAGGCTTCTGCTTGATTGGCTTAATGATGCGCAACAATATCAGTGGCGAACGCACGGCCAGCTTGATTTCGCCGTCTCGCTGTCTGGCACGCGGCGCCTGCGCGCCAGTGCGTTCACACATC1
845 CHIP4370 STM/STY STM0447 STY0489 ATGCAAGTTTCAGTTGAAACCACTTTACGCCTGCTGGTTCATCAATGCAAGTTTCAGTTGAAACCACTCAGGGCCTTGGCCGCCGTGTAACGATTACAATCGCTGCTGACAGCATCGAGACCGCTGTAAAAAGCGAGCTGGTCAACGTAGCGAAAAAAGTACGTATTGACGGCTTCCGTAAAGGCAAAGTACCGATGAATATCGTCGCTCAGCGTTATGGCGCTTCTGTTCGCCAGGACGTGCTGGGCGATCTGATGAGCCGCAACTTCGTTGACGCGATCATCAAAGAAAAAATTAACC1
846 CHIP2466 STM/STY STM3583 STY4228 ATGTCAACATTAAGCGCAGGTCTTATAGCGCTTTCGTTATCGTCTGGTGTCAACATTAAGCGCAGGTCAATTGCCCGACGCGTTAATCGCTCAGGCGCCGCAGGGCGTTCGCCGGGCAAGCTGGCTGGCCGGGCGCGTGCTGCTTTCCCGTGCGCTCTCGCCGCTACCGGAGATGGTGTATGGCGAACAGGGTAAACCGGCTTTTTCCGCCGGAGCGCCGCTGTGGTTTAACCTCAGTCATAGCGGCGACACTATTGCTCTGTTGCTTAGCGACGAAGGTGAAGTCGGCTGCGATATTGAAG1
847 CHIP2508 STM/STY STM3679 STY4117 ATGAACGTACTGGAAGTCGATCTGTTACCGCTCGTTAACCCAAATCATGAACGTACTGGAAGTCGATCTGCATAAACTGACGGTCAGCGATCCGTTCCTCGGACAGTATCAACAACTGGTTCGCGATGTGGTTATTCCTTACCAGTGGGATGCGTTAAACGATCGTATTCCAGAGGCTGAACCCAGCCATGCCATTGAAAATTTCCGCATTGCCGCAGGCCAGCAGACGGGCGACTTTTACGGCATGGTCTTTCAGGACAGCGACGTGGCGAAATGGCTGGAAGCGGTTGCCTGGTCACTGT1
848 CHIP2540 STM/STY STM3767 STY4018 ATGCAGCAGATTAATTTTTATCGTCATTACACCAGCGCTTTGACTATCTCATGCAGCAGATTAATTTTTATCGTCAGCGGGTAGCGATTAACGTGCTGGCAAAGGATATCGCCAACGCGAAGGCTATCTATGAAGCCGCCGAAGGCCATGCGGTCATTGGCGTACTTTCCGCGCAGTTCGCTACGGTAGAAGAGGGCGTGCCGGAGGTGAAACGCTGGATGGCGGAGGTGCCGTCTATCTCAGTGGGTCTGGGCGCAGGCGACCCGGCGCAGTACTACAAAGCGGCGATGATTGCCGCCCATACTC1
849 CHIP4293 STM/STY STM3176 STY3353 ATGAAAAAATTAGCTGCAATCGTTGTTACGGATTCACTTTACGAATCTGTTATGAAAAAATTAGCTGCAATCGTTGCCGTTATGGCACTGTGTTCTACCCCGGTTCTGGCGGCTCAGCAGGGCGGTTTCTCCGGCCCGTCGGCGACGCAAACGCAAGGCGGCGGATTTGTCGGCCCGAACGGCAGCAGCACGACGGTAGAGAGCGCTAAATCGCTGCGTGACGATGCGTGGGTAACGCTGCGCGGGAATATCGTCGAGCGCATTTCCGACGATCTGTATGTGTTTAAAGATGCGACCGGTACTATCA1
850 CHIP4221 STM/STY STM3015 STY3159 ATGAAAACGATCGGACTGTTGTTATTCTGGGGCCGATGACGTGAAAACGATCGGACTGTTGGGGGGGATGAGCTGGGAATCGACTATCCCTTATTACCGTTTAATCAATGAAGGTATTAAACAGCAGTTGGGAGGCCTGCACTCGGCGAGCTTACTGCTGCATAGCGTAGATTTCCACGATATTGAAGTATGTCAACGCCGCGACGAGTGGGATAAAGCGGGCGATATCCTGGCGCAGGCCGCCCATGGGTTACAGCAGGCGGGCGCAGAAGGCATTGTGCTGTGTACCAACACCA1
851 CHIP4245 STM specificSTM3079 ATGATGTTATTTTTGTTCAATCTGAATAATATGTTAAGAGGCCTTAGGGATTTGCTTGATGTTATTTTTGTTCAATCTGAATAATATGGTCTTTTACACGGAAAGTGATTGGCGAGGTGTTATGAATCATATTTTTAAATTAGCATTTATTTTTATTATCAATATTATATTTTTAATAAATGCTTCAGCAACAACGATGGACAAAGATAAATTTGTGGAAGCGAATGGTATCAAAATTCATTACGTTGAAGAGGGCGAGGGGCCTCCGCTGCTGTTGATTCACGGTGGTGGTCTGACGGCGAAAAGTTGGC1
852 CHIP4269 STM specificSTM3123 ATGTTGAATCTCAACACATTACGGCTTAGCCCGAAAATCTACCCAATGTTGAATCTCAACACATTACGGCAACAACAAATCCCCGTAATGACGGAATATCGCGCGCAGATACCCTTTCATATTCTGGCAAAGCCCATAGGCCCTGCATGTAATCTGGCCTGCCGCTATTGTTATTATCCACAGGGCGAAACGCCCGTAGAAAAAATGAATGAATCAACGCTGGAGATTTTTATTTGTCGCTATATTGCGGCGCAACCTGCCAGTGCGCGTGAAATTAATTTTGTCTGGCAAGGCGGTGAAC1
853 CHIP2487 STM/STY STM3628 STY4170 ATGTCACAGGTTACTGAAAATAATGTTAATGTTACTGCTTCAGTTTGGGATCGATGTCACAGGTTACTGAAAATAATGTTAATGCCGCACCGGCGCCCATGACGCCATTGCGGGAGTTCTGGCACTATTTCAAACGCAATAAAGGCGCGGTCGTCGGGCTGGCGTATGTTCTCATCGTGATCCTGATTGCGGTGTTTGCCAACTTTATTGCGCCGTACAACCCGGCAGAGCAGTTCCGCGATGCGCTGCTGGCGCCGCCGGTCTGGCAGGAAGGCGGCAGTTGGGCGCATATTCTGGGAACGGATGATG1
854 CHIP2503 STM/STY STM3665 STY4133 ATGGTTATCCACTTTGACAGACAGTTTTAGCCTTCACGCCAGGCATGGTTATCCACTTTGACAGACAGTTCGATAGATCACCCGTTATGACATTTTCACTTTTCGGCGATAAATTTACCCGCCATTCAGGCATTACCCGCCTGATGGAGGATCTCAACGACGGCTTACGCACGCCAGGCGCCATCATGCTTGGCGGCGGTAACCCGGCACACATCCCTGCAATGCAGGATTATTTCCAGACGCTACTGACAGATATGGTAGAAAGCGGCAAAGCCGCTGATGCGCTTTGTAATTATGACG1
855 CHIP2519 STM/STY STM3697 STY4099 ATGGCTTTAAGCGCGAATTCTTAAGGGCGTTTGCCAAATTCATGGCTTTAAGCGCGAATTCCGACGCCGTAACGTATGCAAAAGCGGCGAATACCAGAACCGCGGCAGAAACCGGCGATCGTATCGAATGGGTGAAGCTATCACTGGCTTTTCTACCGCTGGCGACGCCAGTGAGTGACGCGAAGGTACTGACCGGGCGCCAGAAACCTTTGACCGAAGTGGCAATCATCATTGCCGAAATCCGCAGTCGCGACGGCTTTGAGGGCGTTGGTTTTAGCTACTCCAAACGTGCTGGCG1
856 CHIP2535 STM/STY STM3748 STY4045 ATGAAATTGATTGGGAGGTTGCTTACAGCGTTGGCTCCGTATGAAATTGATTGGGAGGTTGCTTCTCTACGTGCTGATCGCCTGTTTAGTGGTGATTTTCGGCTTTTATTTTCTGCTGCAAACGCGCTGGGGCGCAGATCATGTCAGCAACTGGGTATCAGAGAACAGCGGTTATCACCTCACATTCGACGTGATGGATCATCGTTTTTCCGCCCCATCCCATCTTTTACTGGAGAATGTGACCTTTGGTCGTGATGGTCAGCCTGCTACCCTGGTCGCGAAAACCGTAGATATCG1
857 CHIP4488 STM/STY STM0358 STY0389 ATGATGAATATTTTACTGGAAGAACTTCCTTAGTTTGCCTTCCCCTCAATCATGATGAATATTTTACTGGAAGAACTTCCCCATCAGGAACAGGCGTTAGCGGCGATTCTGGCGAGTTTCACCGGTATCGATCACGCGCAAGCCGATCATAATCACTATGCTAATCCGCTGATTAAGGAACGTTACGACGATAAGGCCAATATTGACGTTAAAATGGAGACCGGGACGGGTAAAACCTATGTCTATACCCGGTTGATGTATGAATTGCATCAGAAGTATGGCCTCTTCAAATTTGTGCTGGTGGTGC1
858 CHIP1628 STM/STY STM2853 STY2975 ATGACTATTTGGGAAATAAGCGAAAAGTTATACCGCCGGGCTGTGATGACTATTTGGGAAATAAGCGAAAAGGCCGATTACATCGCGCAACGGCATCGTCGCCTACAGGACCAGTGGCATATTTACTGCAACTCGCTGGTTCAGGGGATCACCCTCTCGAAAGCGCGCCTGCATCACGCAATGAGCTGCGCGCCGGAAAGGGATCTTTGCTTTGTCCTGTTTGAGCACTTTCGTATTTACGTCGCGTTGGCGGATGGTTTTAACAGCCACACCATTGAGTACTACGTTGAAACCAAAGATG1
859 CHIP2173 STM/STY STM3132 STY3302 ATGGGATATTTAAAATTACCTGAGGGTTTATTTGCCCGGCCAGCCATGGGATATTTAAAATTACCTGAGGGTAAAAGGATTGCGGTCAATCTTGGTGTTGATGTAGATGCTCAGTCTTTATGGCTGGGCGGATTTAATCGACCGTCGCCATCCTTTATGTCACGAGGAGAGTTTGGTGCTCAAGTTGGCGTACCAAGGCTTCTGAAATTGTTCAAAGAAAATAATATCAAAACCACCTTTTTTATTCCCGGACACACTGTAGACACCTTCCCGGAAATCATTAAAGCAATTTTTGATGCCG1
860 CHIP1614 STM/STY STM2855 STY2977 ATGTGTACGACTTGCGGTTGCTTATGCACATCGCTGCGCATGTGTACGACTTGCGGTTGCGCTGAAGGCAACCTTTATATAGAAGGCGATGAACATAATCCGCACTCAGCGTTTCGTAGCGCGCCCTTTGCCCCAGCGGCTCGCCCGGCGCTGAATATTACCGGCATTAAAACGCCTGACTTTGCCCCAAGTCAGACCGCAGAAGGCGATCTGCATTACGGCCACGGCGAAGCCGGAACCCACGCGCCTGGTATGAGTCAGCGGCGGATGCTTGAGGTTGAAATCGACGTGCTGG1
861 CHIP1638 STM/STY STM2182 STY2412 ATGATGACATATATCTGGTGGTCGTTTAGCGCATTACCGCCAGATGATGACATATATCTGGTGGTCGTTACCGCTGACGCTGGCGGTATTTTTCGCCGCCCGCCGACTGGCGGCGCATTTTAAAATGCCGTTGCTGAATCCGCTGCTGGTGGCAATGGTAGTCATTATTCCTTTTCTGTTGCTGACCGGTATTCCCTACGAGCACTACTTCAAAGGCAGCGAAGTACTTAACGATCTGCTGCAACCGGCGGTAGTGGCACTGGCCTATCCCCTTTATGAACAATTGCACCAGATTCGCG1
862 CHIP1654 STM/STY STM2084 STY2293 ATGTCTTTTCTTCCCGTAATTATGGCTTAACTACGTTCATTAGTCCACTCCTTCATGTCTTTTCTTCCCGTAATTATGGCTGGCGGCACAGGTAGCCGTTTATGGCCGCTTTCACGCGAATATCATCCGAAGCAGTTTCTAAGCGTTGAAGGTAAACTATCAATGCTGCAAAATACTATAAAGCGATTAGCTTCACTTTCTACAGAAGAACCCGTTGTCATTTGCAATGACAGACACCGTTTCTTAGTCGCTGAACAACTCCGTGAAATTGACAAGTTAGCAAATAATATTATTCTCGAACCGGTAGGCC1
863 CHIP1670 STM/STY STM2121 STY2334 ATGCGTTTATGCGACCGATTAGTCTTTATCAATCCGGCTGATGCGTTTATGCGACCGAGATATTGAAGCCTGGCTGGATGAAGGCCGTTTGTCTATCACCCCGCGACCTCCCGTAGAGCGCATTAACGGCGCGACGGTCGATGTACGTCTTGGCAATAAATTTCGAACCTTCCGTGGCCATACGGCGGCGTTTATCGATCTGAGCGGGCCTAAAGATGAGGTCAGCGCGGCGCTGGATCGCGTGATGAGCGATGAAATCGTTTTGCCGGACGGCGAGGCATTTTATCTGCATCCGG1
864 CHIP1686 STM/STY STM2248 STY2474 ATGAAACGCAACGTACTGTTATTACCTTATTGCGCCGCCTCCCGATGAAACGCAACGTACTGTTATTACCGCTGCTGATTTTTCTGCTGATTGCCGCGGCGCTGCTGTGGCAGCTGGCGCGCAACGCGCAGGGGGATGACCCGACGAATCTCGAATCGGCACTGACCGGAAAGCCGGTGCCGGCGTTCCGCCTGGAATCGCTGGAGACGCCGGGTCAGTACTATCAGGCGGAGGTGCTGACGCAGGGGAAACCGGTGCTGCTTAACGTCTGGGCCACCTGGTGCCCGACCTGCCGCGCCG0
865 CHIP1648 STM/STY STM2218 STY2454 ATGCCGCGATTAAGCCCGTTATACCGCCTTAGCAGGATCAATGCCGCGATTAAGCCCGGTCAATCAGGCCCGCTGGGCGCGTTTCCGCCATAATCGCCGGGGCTACTGGTCACTATGGATTTTCCTGGTCGTGTTCAGCCTGAGCTTATGCGCGGAACTGATTGCTAACGATAAGCCATTGCTGGTGCGCTATGAAGGCCAGTGGTATTTTCCGCTGGTAAAAAATTACAGCGAGCGCGATTTCGGCGGCCCGCTGGCGACAACGGCGGATTATCAGGACCCCTGGCTACAACGGC1
866 CHIP1672 STM/STY STM2145 STY2374 ATGGAACAAGCGCATACCCTTACTCCTCGCACACAAAAACGATGGAACAAGCGCATACCCGGCTCATCGCGCAACTGAATGAACGAATTTCAGCGGCGGATAATACGCCGCTATACATGAAATTCGCCCAGACGGTAAAGGATGCCGTGCGCAGCGGTATTCTTGAGCACGGTAATATTTTGCCTGGCGAACGCGATCTCAGCCAGCTTACCGGCGTCTCGCGCATCACGGTACGAAAAGCGATGCAGGCGCTGGAAGAAGAGGGTGTTGTCACGCGCGCCCGCGGCTACGGTACGC1
867 CHIP1688 STM/STY STM1844 STY1975 ATGATGCGAATCGCGCTCTTATTTCAGGTACTCGCCGCTATGATGCGAATCGCGCTCTTCCTGCTGACGAACCTGGCCGTGATGGTCGTTTTCGGGCTGGTTCTGAGCCTGACGGGGATACAGTCGAGCAGCGTGCAAGGCTTGCTGATCATGGCGCTGCTGTTTGGTTTTGGCGGTTCTTTTATTTCATTGCTGATGTCCAAATGGATGGCGTTAAAATCCGTAGAGGGGGAAGTTATTGAACAGCCTCGCAATGAAAGAGAACGCTGGTTGATGAACACCGTAGCAACGCAAG1
868 CHIP1904 STM/STY STM3418 STY4380 ATGGCCCGTATAGCAGGCTTATTTCTTGATCGGTTTGCGGTGGCCCGTATAGCAGGCATTAACATTCCTGATCAGAAACACGCCGTGATCGCGTTAACTTCGATCTACGGTGTCGGCAAGACCCGTTCTAAAGCCATCCTGGCTGCAGCGGGTATCGCTGAAAATGTTAAGATCAGTGAGCTGTCTGAAGAACAAATCGACACGCTGCGTGACGAAGTTGCCAAATTTGTCGTTGAAGGTGATCTGCGCCGTGAAATCAGCATGAGCATCAAGCGCCTGATGGATCTTGGTTGCT1
869 CHIP2112 STM/STY STM3591 STY4212 ATGGCTTATAAACACATTCTTATCGCATTACTCTTCTTCGTCGCGCAATGGCTTATAAACACATTCTTATCGCAGTTGATCTCTCCCCGGAAAGTAAAGTTCTGGTTGAAAAAGCGGTCTCTATGGCGCGCCCCTACAACGCGAAAATCTCCCTCATCCACGTTGATGTGAACTATTCTGACCTGTACACCGGTCTGATTGACGTCAATCTGGGCGATATGCAGAAACGTATCTCCGAAGAAACCCACCACGCGCTGACCGAGCTGTCTACCAACGCTGGCTACCCTATCACTGAAACCCTGA1
870 CHIP2128 STM/STY STM3341 STY3522 ATGGATTTGTCACAGTTGACGCTTATTTTACTACACGCAGCGCCATGGATTTGTCACAGTTGACGCCGCGTCGTCCTTATCTGTTGCGTGCTTTCTACGAGTGGTTGCTGGATAACCAGTTGACCCCGCATCTGGTGGTGGATGTGATGCTGCCTGGCGTGCATGTCCCTATGGAATATGCGCGCGATGGGCAAATCGTCCTCAATATTGCGCCGCGAGCGGTAGGTAATCTGGAGCTGTCTAATGATGAAGTGCGTTTTAATGCGCGCTTCGGCGGCGTTCCCCGTCAGGTTTCTGTGC1
871 CHIP2106 STM/STY STM3612 STY4191 ATGTCTAAAAAGATTGCCGTGATTGTTACTGCGGCATCGCGTCATGTCTAAAAAGATTGCCGTGATTGGCGAATGCATGATTGAGCTGTCGCAGAAAGGCGCTGATGTTCAGCGCGGCTTCGGCGGCGACACGCTGAATACCTCCGTTTATATTGCCCGTCAGGTCGATTCTGCCGCTCTGGCCGTTCACTATGTGACGGCGCTGGGTACCGACAGTTTCAGCCAACAGATGCTGGAGGCGTGGCAGCATGAAAATGTGGATACCTCGCTAACGCAGCGGATGGAAAATCGCCTGCCAG1
872 CHIP2122 STM/STY STM3512 STY4284 ATGCCATTAGTCATCGTTGCTATCTTAAACCACCATACCCAACAGCATGCCATTAGTCATCGTTGCTATCGGTGTTATCTTGTTACTTCTTCTGATGATCCGCTTCAAAATGAACGGATTTATCGCCCTTGTCCTGGTAGCGCTCGCTGTCGGGTTGATGCAGGGAATGCCTCTGGATAAAGTCATCGGCTCCATCAAAGCCGGTGTCGGTGGTACGCTTGGCAGTCTGGCCCTGATTATGGGGTTCGGCGCCATGCTGGGCAAAATGCTTGCCGACTGCGGCGGCGCTCAACGTATCGCCA1
873 CHIP1954 STM/STY STM4404 STY4762 ATGTTAGAACAAGTATGCCAGCTTGTTAGTAAATAGTCACCCGGAAGCATGTTAGAACAAGTATGCCAGCTTGCACGGAACGCGGGCGATGCCATTATGCAGGTTTATGATGGAGCCAAACCGATGGAGTACGCCCGCAAGCAGGACGATTCTCCAGTCACTGCGGCGGATATCGCCGCACATACCGTGATTCTCGAAGGGTTACGCACGCTCACGCCGGATATTCCGGTGCTTTCAGAAGAGGATCCGCCCGCCTGGGAAGTGCGCCAGCACTGGCAGCGTTACTGGCTGGTCGATCCGCTCG1



874 CHIP2162 STM/STY STM3182 STY3360 ATGTCTACGCTTCTCTATTTGCACGTTAGCAACTGTGCAGTCCAATGTCTACGCTTCTCTATTTGCACGGATTCAACAGTTCCCCTCGCTCGGCAAAAGCGTGCCAGCTAAAAAACTGGCTGGCGGAGCGTCATCCGCATGTTGAGATGATCGTCCCTCAGCTGCCGCCGTATCCTGCCGATGCGGCGGAGTTGCTGGAATCTCTCGTGCTTGAGCATGGCGGTGCGCCATTAGGGCTGGTAGGATCGTCGCTGGGTGGTTATTACGCCACCTGGCTGTCGCAATGTTTTATGCTGCCGG1
875 CHIP1611 STM/STY STM2837 STY2959 ATGAAACCTCGTCAGCGTCATTACTCATTGCTTTCTCCGATGAAACCTCGTCAGCGTCAGGCCGCGATTCTGGAGCACCTGCAAAAACAGGGAAAATGCTCGGTTGAAGAACTGGCCCAGTACTTTGACACGACAGGCACCACTATCCGTAAAGATCTGGTCATTCTGGAAAATGCCGGAACCGTCATCCGCACCTATGGCGGCGTGGTGTTGAATAAAGAAGAGTCCGATCCGCCTATTGATCACAAAACGCTTATCAACACCCACAAAAAAGCGCTGATAGCCGCAGCCGCTG1
876 CHIP4519 STM/STY STM2186 STY2416 ATGCCGCAACAAAATTATCTGGTTAACATGAGCAGGCCTCCTCATGCCGCAACAAAATTATCTGGATGAACTCACGCCTGGTTTTACGCCATTACTGGCAATAAAAGAGGCTTCACGTTGTTTATTATGTCACGATGCGCCCTGTAGTCAGGCTTGCCCGGCGCAAACCGATCCGGGGAAATTTATTCGTTCTATTTACTTTCGCAATTTTAAAGGCGCAGCGGAAACTATCCGGGAAAATAATGCGCTTGGCGCCGTCTGCGCCAGAGTCTGTCCGACGGAAAAATTATGCCAGCGCG1
877 CHIP2237 STM/STY STM3162 STY3334 ATGGCTGTCATTCAAGATATTATCGCTTAGGCGTTACAGTATTTCTTTTTAATCAATGGCTGTCATTCAAGATATTATCGCTGCGCTCTGGCAACATGATTTTGCCGCGCTGGCGAATCCACACGTTGTTAGCGTCGTCTACTTTGTCATGTTCGCCACGCTATTTTTAGAAAACGGTCTGCTGCCAGCGTCATTCTTACCTGGCGATAGTCTGCTGCTACTGGCAGGCGCGTTGATCGCCCAGGATGTGATGCATTTTTTGCCGACGATTGGCATTCTCACCGCCGCGGCCAGTCTCGGCTGCTGGCTAA1
878 CHIP0370 STM/STY STM1408 STY1712 ATGAGCGTAGTGCCTGTAAGCATTATGCCATGTTATCCAGCTTATTAAGCATGAGCGTAGTGCCTGTAAGCACTCAATCTTATGTAAAGTCCTCTGCAGAACCGAGCCAGGAGCAAATTAATTTTTTTGAACAATTGCTGAAAGATGAAGCATCCACCAGTAACGCCAGTGCTTTATTACCGCAGGTTATGTTGACCAGACAAATGGATTATATGCAGTTAACGGTAGGCGTCGATTATCTTGCCAGAATATCAGGCGCAGCATCGCAAGCGCTTAATAAGCTGGATAACATGGCATGA1
879 CHIP3337 STM/STY STM0734 STY0777 ATGGTGCCGGTGGGCAGGTTAATAAGTACGAATCTTCGGCGGTTGGTGCCGGTGGGCAGGTATCGCGCGGCGCTGCAAATTTCCCAGAGCGGCCAAACCTGTGCGCTGCTCTCGAAAGTCTTCCCGACCCGTTCCCATACCGTTTCCGCGCAGGGCGGTATCACCGTGGCGCTCGGCAATACCCATGAAGATAACTGGGAATGGCACATGTACGACACCGTTAAGGGGTCGGACTACATTGGTGACCAGGATGCCATCGAATATATGTGTAAGACCGGACCGGAAGCGATTCTGGAAC1
880 CHIP3377 STM/STY STM0801 STY0835 ATGCGCAATCGTACGCTGTTAACCCAACGCCTGTAGCGATGCGCAATCGTACGCTGGCTGACCTTGATCGTGTCGTTGCCCTCGGCGGAGGGCATGGATTAGGACGCGTCCTCTCCTCGCTTTCTTCATTAGGTTCGCGCCTGACCGGCATTGTGACTACCACAGATAACGGGGGGTCAACTGGCCGTATTCGCCGCTCGGAAGGCGGGATCGCCTGGGGCGATATGCGCAACTGTCTGAATCAGTTAATTACCGAACCTAGCGTCGCGTCCGCTATGTTTGAGTATCGTTTTG1
881 CHIP3417 STM specificSTM0858 ATGGGAGCAGGACCCGCCTTACATCCCTGTATAATTTGGTCCGGTGGGAGCAGGACCCGCCGGATTATCTGCAGCTCTTAAACTTAAATTACAGGCAAATGACGCAGGAAAAGAACTGTCCATTATCGTCCTTGATAAAGGAGCTGAGCCTGGTTCTCATATTCTCAGTGGGGCAGTCATGGATCCCCGAGCGCTGAATGAACTAATTCCTGATTGGCAGGAAAGAGGCGCACCCATTAAACAGCCTGTTACTCAGGATAAATTACTGTTACTGACGAATGAAAAATGTATTAATTTGC1
882 CHIP0315 STM/STY STM1175 STY1214 ATGGCGCTGTTAAACATTTTTGTTACTGGCCTAATGTCAGCGTTGTGGCGCTGTTAAACATTTTTGATATTGCCGGATCGGCGCTTGCCGCACAGTCCAAACGGTTGAACGTTGCGGCCAGTAACCTGGCGAATGCGGATAGCGTCACCGGCCCGGACGGACAGCCTTATCGCGCCAAACAGGTGGTTTTTCAGGTGGACGCCGCGCCGGGTCAAGCCACTGGCGGGGTAAAGGTCGCCAGCGTGATTGAAAGTCAGGCACCGGAAAAGCTGGTTTATGAGCCAGGCAATCCGCTGGCGG1
883 CHIP3372 STM/STY STM0793 STY0826 ATGACAACGGACGATCTGGCTTAATGGCTAAAAAATGTTTCATTGTGATGACAACGGACGATCTGGCCTTCGATAAACGCCATATTTGGCATCCTTACACTTCCATGACCTCGCCGCTGCCGGTATATCCCGTTGAGCGGGCCGAAGGCTGCGAGCTGGTTCTCGCCTCGGGCAAACGCCTGATTGAGGGGATGTCCTCCTGGTGGGCGGCCATTCATGGTTATAACCACCCGCAATTGAACGCGGCGATGAAAGCGCAAATTGACGCCATGTCGCATGTCATGTTCGGCGGCATAACCCATC1
884 CHIP3404 STM specificSTM0839 ATGTTGCGTAATTATCATTCCAGTATGTTAATGAGCATTACACTCATCTTCTTCATTGTTGCGTAATTATCATTCCAGTATGAAACAGGCAACGTGTGAACTTGTCCCTGAACTGGATTTTTTTGGTTTAGCAGGATGGGGTAAGCATGTAATATCGATGGTTGGATTTAAAACGCCTTACCCTCAGGAATCAATCGAACAATGCGTCGCGCCAGCTCATTATCCCCAGGAAGTAAAAGAGCAAGTACGGGCAACCAGTGCAAATATTATTTTATATTATAAGGGGTATGATACTTCACCTTTAGAGCAAT1
885 CHIP2193 STM/STY STM3332 STY3512 ATGACGAATCCAACTTTAGCGTTAGTTTTTCTCCGTTGTCAGTGAAATGACGAATCCAACTTTAGCGCCACAGTCTGATGAATATCAGCAAATCCATAACGGAATTGTTCAACTGCTGGACACAGCGCGGACACAAACCGTTCGCAGCATCAACACCATCATGACAGCAACCTATTGGGAAATGGGTCGACGCATTGTTGAATTTGAACAAGGCGGTGAAGCCAGAGCGGCTTATGGTGAACAGCTAATTGATCGTTTATCACAGGATTTAAGCCAAAGATATAAACGAGGTTTTTCTGCCA1
886 CHIP0326 STM/STY STM3756 STY4032 ATGATGAGAAAGCCTTCACAAATTGTTATAAAATATTTGATATTATTTTATGAATGCTATGCCATGATGAGAAAGCCTTCACAAATTGTCCATTGCATTAGTTGCGATTTATCCTGTCAATTATTTCCTGACAGCGCAGTACGGGTGCAATACTGTCATAATGCGGCATTTTCCATCTGGCCAGATGGTAATGCTTTCCTGAAAAAAGGGTTTATTGAAAAGTTATTGCTTGATAGACACAATCATTTATCCAGCGGTTTTATCTTTGTTGATTTTTCTTTCCCGAATCTTCGACGATTTACCGATTTGCAATGGGCTG1
887 CHIP2233 STM/STY STM3188 STY3366 ATGGAAAGAGTCAGTATTACCGAGCTTATCCTTCGACAAAAATATGCGGATGGAAAGAGTCAGTATTACCGAGCGCCCGGACTGGCGCGATAAAGCGACTGAATACGGGTTTAATTTTCACACTATGTATGGTGAACCGTACTGGTGTGAAGACGCTTATTACAAGTTAACGCTCGCCCAGGTGGAAAAACTGGAAGACGTTACCGCCGAGTTGCACCAGATGTGCCTCAAGGTAGTAGAACGCGTCATCGCCAGCGATGAGCTGATGACGAAGTTTCGTATTCCAAAACATACCTGGGGTTTTG1
888 CHIP0366 STM/STY STM1404 STY1716 ATGAAAATTCATATTCCGTCAGCGTTATGGTTCTCCCCGAGATGTATGAAAATTCATATTCCGTCAGCGGCAAGTAATATAGTCGATGGTAATAGTCCTCCTTCCGATATACAAGCGAAGGAGGTATCGTTTCCTCCCCCTGAAATTCCAGCGCCTGGCACCCCCGCAGCCCCTGTGCTGCTTACGCCTGAACAAATAAGGCAGCAGAGGGATTATGCGATACATTTTATGCAATACACTATTCGTGCGCTGGGTGCGACAGTCGTGTTTGGGTTATCGGTTGCTGCAGCGGTAATTTCTG1
889 CHIP3399 STM/STY STM0833 STY0872 ATGAAAAAAATTGCATGTCTTTCAGCTTAGAAGCGGTAACCTACGCCAATGAAAAAAATTGCATGTCTTTCAGCACTGGCCGCTGTTCTGGCTTTTTCCGCAGGTACTGCAGTAGCTGCTACTTCTACCGTTACCGGTGGTTACGCTCAGAGCGACGCGCAGGGCGTAGCGAATAAAATGAGCGGTTTCAACCTGAAGTATCGTTACGAGCAGGACGACAACCCGCTGGGCGTAATCGGTTCCTTCACCTACACCGAAAAAGATCGTACTAACGGTGCGGGCGATTACAACAAAGGTCAGTACT1
890 CHIP3632 STM/STY STM4384 STY4740 ATGACCGTACGTATTCTGGCTGTTACTTCACGTCTTGCGGGAATGACCGTACGTATTCTGGCTGTGTGTGGCAACGGACAGGGCAGTTCCATGATCATGAAAATGAAAGTGGACCAGTTTTTAACCCAATCAAACATTGACCACACGGTAAACAGCTGCGCGGTTGGCGAGTACAAAAGCGAGTTGAGCGGCGCGGATATCATCATCGCTTCTACCCATATTGCAGGCGAAATCAGCGTGACCGGCAACAAATATGTGGTTGGCGTGCGCAACATGCTGTCGCCTGCGGATTTTGGCC1
891 CHIP3656 STM specificSTM4430 ATGTCAATGAATAAAGCAGTCAGTAGTGTTAACGCGCCGCAGGCGTATGTCAATGAATAAAGCAGTCAGTAGTGAGCAAAAGCCGCTGGACGTTATCTGTCTGGGACGAGTCGCCGTTGATTTGTATGGTCAACAAATCGGGTCACGGCTGGAGGATATGACGACTTTCGCTAAATATTTAGGGGGATCGTCAGGCAATGTTGCCTACGGCACGGCCATTCAGGGATTACGTTCCGCTATGCTGGCCCGCGTCGGCGATGAGCATATGGGACGTTTCGTTCGTGAAGAATTAAACCGCGTTG1
892 CHIP4346 STM/STY STM0394 STY0428 ATGAAAAAAGTTATTTTTTCTTTGGCGTTATCCGGCAACCGGCGTATGAAAAAAGTTATTTTTTCTTTGGCGCTGGGTACGTTCGGACTGGGGATGGCCGAGTTTGGCATTATGGGCGTGCTGACGGAGCTGGCACGCGATGTCGGGATAACAATTCCCGCCGCCGGGCATATGATCTCGTTTTACGCCTTCGGCGTCGTGCTGGGCGCGCCTGTTATGGCGCTCTTTTCCAGCCGCTTTTCGCTTAAACATATACTGTTGTTTCTGGTCATGTTGTGCGTGATGGGCAATGCCATATTTA1
893 CHIP3704 STM/STY STM4525 ATGAACAATAACGATCTGGTCGCTTATGCCTTCACCTCGCCATGAACAATAACGATCTGGTCGCCAAGCTGTGGAAACTGTGCGACAACCTGCGTGACGGCGGCGTCTCCTATCAAAACTACGTCAATGAACTCGCCTCGCTGCTGTTTTTGAAAATGTGCAAAGAGACCGGCCAGGAAGCGGACTACCTGCCGGAAGGCTACCGCTGGGATGACCTGAAATCGCGTATTGGCCAGGATCAGATGCAGTTCTACCGCAACCTGCTGGTTCAGTTAGGCTCAGATGAGAAAAAGCTGG1
894 CHIP4372 STM/STY STM0453 STY0495 ATGAAACACGGAATTAAAGCACTGTTACAATGTTAAAACTGCCAGATTACGATGAAACACGGAATTAAAGCACTGCTTATTACGCTTTCTTTAACCTGCGCGGGCATGGCCCATAGCGCGCTGGCGGCGACGCCTGTCGCAAAAAATGCAGCGGTGGAAACAAAAGCGGATACGCCTTCTTCATCCTCCGCCAAAGCGGCATTACCTGCTAAAGCCAGCGATGATGAAGGTACCAGGGTGAGCATTAATACCGCGTCTGCGGAGGATCTGGCGCGGGTGATGAACGGCGTTGGGCTGAAAAAAGCGC1
895 CHIP4428 STM/STY STM0551 STY0599 ATGGTGGCACAGGGTATTTTGTTAATATATATCTGGTAATATGGCTGGCCTTGGTGGCACAGGGTATTTTGTTAAAGGAAAGGATAAATCCCCCACACCTGGCGTCTTCGCCCACACGTCATTCATATCTCAACAGCGAATTGTTAAAATCTGAGCCAATCGTTAATCTCTCAACTGCGCAATTAATCGGCTATGAGGTCCTGACGCAACTTCCGTCAGAACATGATAGCGAAGTTTTTTTTCAGCAGTTAATGCTGATGGAAGGCATTGAAACATCAGAGCAACGAAGCATTGCTTTTTACGCTG1
896 CHIP4429 STM/STY STM0554 STY0602 ATGGTTCGAGCGAGCAGATTAAGCCGTGGGTCGCAGATGGTTCGAGCGAGCAGATGCCACCGGCTGAATATGAAAACCTATATCATCAACGACTCAGAAGTGTCCAGGTTATCCGTGGTGATTCACAGATATGCTCACCTTGCACCTAATCATTTAACGGAACACGCGAGGAAAATAGACGACATTTTTGGTGATGATGTCCCAAATATGTCCCATATGGAAAATAAGGAGGAAATAAAGAAGCGTAACACGTTGATTTATAAGTGGCGCGCCCTGCAGGATTCGAACCTGC0
897 CHIP4438 STM/STY STM0298 STY0329 ATGCTGCGTATGGATAAGGGATTATTGGCGGTATTCCTTCGGATGCTGCGTATGGATAAGGGACCGGAATTTATCTCGCTGGCACTGGCTGAATGGGCAAAGAAACATGCAGTAAAGCTGGCGTTTATCCAGCCGGGTAAGCCGAAGAAAAACGTTTTCATCACGCGCTTTAACCGGACATACCGTACAGAAATACTCAATTCTTATCTGTTCAGAACGCTGAATGAGGTGTGGGAAATTACGGATAAAGGGTTATCAGAATATAACTGCGAACGTCCACATGAATCGCGGAACAATA1
898 CHIP4478 STM/STY STM0342 STY0375 ATGTATTACAGTAAAAGAACGTTACTGATTATATTTGTTTATACCCGTTCTGCGCAATGTATTACAGTAAAAGAACGTTACTGATTATATTTGTAATATTTATCGCCATTGTCGCAATCGGATCGATAATAGCGCTTGAGTGGGTAAATCGTGACTCTTATAGAACCAATAATCTTATATGCACGACAAAATCAGAAGCGTATATTGCGCCACGAAAATTGTACATGGATGGTGGACTTGTGCTGGATCTTAAATCCGGCAGGATTACCCTACACTACGATGTTACTACCGATACGAAAGAGAAACGGCTTT1
899 CHIP4480 STM/STY STM0344 STY0377 ATGAGTCAGAACAATTATCTGATTGACATTAATAACGTTCTTTTATGGAAATGCATTTCATGAGTCAGAACAATTATCTGATTGACAAAAGGGTTATTCTTGATTGTGAACGAATGACGCTTTCCTGCGCCGGAGAGTCGATAACGATATCTGAATCGGAACGCAGTTTGCTTATCGCTTTTTATGAAGGCCTTTTTAAAAAAGATGATTTAATTAACTATGTCTGGGGGCGCAAAGGTGTCGTGGTCTCTGATGCCAGTTATTATAAATTGATTAACCAGCTACGAGGGTCATTTGATAAAATTGGTCTTAAGG1
900 CHIP1745 STM/STY STM2967 STY3106 ATGGACGAACTGACAGCGTTACAGAAGAGGATTAAGTTGCGTAAGGGTGGACGAACTGACAGCGCAGGCATTGAAAGCCTTTACGACGCGTTACTGCGATGCGTGGCAAGAAAAACACGGTAGCTGGCCGTTGAGCGAAGAACTGTATGGCGTACCTTCTCCGTGCATTATTTCTTCAACCCGCGATGCCGTTTACTGGCAGCCGCAACCTTTTGAAGGCGAAGAAAATGTAAACGCGGTTGAACGCGCCTTTGATATTATGGTACAACCTGCGCTCCACGCGTTTTACACCACGCAGTTTG1
901 CHIP4664 STM/STY STM4316 STY4516 ATGAATGCTTCCCCTCCCTTAAGTAATAATTGCCTTTAATCTTTTAGAGAATAGCTTGAATGCTTCCCCTCCCCTCAAACTTCCGGATATCGCTACACCGTCTACCCGCCGCAGTATATATTTACCGCGTTGTATGCCTTTCCTGGCCGAGAGCGTTAATATTTACATCCAGGATAAACCTTATCACAAATTAACATCAGATCTTATACCTCATGCTAACTACCTCCATGAAATTAAAGAGCTATTCTCTAAAAGATTAAAGGCAATTATTACTTAA1
902 CHIP4603 STM/STY STM4071 STY3799 ATGGGCGTCGTCATACTACAATTACCAGGCCGGTGGATCTATGGGCGTCGTCATACTACAACCAGGGCAGTCATTCCCTAACCATCGCCATAATACCGCTTGTGAGATTTTTTATACCCTAAGCGGTGAAGTGTGCCTGTATCTGGAAGGAACACCTCATATCCTGCAAACTGGAGATGTTTTACAGTGCGAACCTGGGGAGGCGCATTATCTCATTAATAACGGCGATAAACCCTGGAAAGGCGTGTTTATTAAATCGCCGCATCTGGAAAATGACAGCCACCCCGCAGATCCAC1
903 CHIP4644 STM/STY STM3783 STY3999 ATGAGTAAAATGATACTATTTGTTTGCGTTAGGCTTGGCCTTTAAGGATTGATGAGTAAAATGATACTATTTGTTTGCGCAACGGGTGTTGCTACTTCCACGGCTGTGGCAGAAAAAGTAATGGAATATTGTAAAGATAATGGGCTTGATGTTAATTATTCACAAACTAATGTAGCCTCATTGCCAAACAATACCGATGGTGCAGCTTTGGTTGTATCAACAACGAAAGTTCCTTATGAACTGGATATTCCGGTTGTTAGTGGCCTGCCAATCATTACCGGAGTAGGTGAAGATAAAGTTCTTGAAA1
904 CHIP2169 STM/STY STM3143 STY3314 ATGTGTATTGGCGTCCCCGTTACGCGCTGGTGATGTCATGTGTATTGGCGTCCCCGGTCAGGTGCTGGCCGTCGGAGATGATATTCACCAGCTTGCGCAGGTGGAAGTGTGTGGCATCAAACGTGATGTCAATATTGCTCTGATTTGTGAAGGTAAGCCAGCCGATCTGATAGGGCAATGGGTATTGGTACACGTTGGTTTTGCCATGAGCATCATTGACGAAGACGAAGCGAAAGCCACGTTAGATGCGCTGCGCCGCATGGAGTACGACATCACCAGCGCGTGA1
905 CHIP1140 STM/STY STM1535 STY1528 ATGTGTATTGGCGTTCCTGTGTTATTTTTTTAAATGCTCCGGTAATTCATGTGTATTGGCGTTCCTGTGCAGGTTATTTCACCCGGTCAGTGGTTCGCCAAATGCCGCGACCGACACGGCGAGCTTATCGACGTTGATATTCGGCTTGTGGCTCCCCCCTTAGCAGGCGCATGGCTGCTGACATTTGGCGGCGCAGCACGACGAGAAATGGACGAAGCGGAAGCCGCTGAGGTACTGGCGGCGCTGGACTCACTGGAACAGGCCATGCTCACGCAAAGCGATCCGCTGACCGGTTTTGCCGATT1
906 CHIP1156 STM/STY STM1520 STY1540 ATGAAAAGCACCAGTGATCTGTTTTACGGCAGAATTTTCTTGAGCATTGAAAAGCACCAGTGATCTGTTCAATGAAATCATTCCGCTGGGTCGCTTGATCTACATGGTAAATCAGAAAAAAGATCGCCTGTTAAATAACTATTTATCCCCGCTGGATATCACCGCAACACAGTTTAAAGTGCTTTGCTCGATACGCTGCGCGGGATGTATTACCCCGGTTGAACTTAAAAAAGTGCTGTCTGTCGATCTCGGCGCATTGACGCGGATGCTCGACCGCCTGCTGTGCAAAGGCTGGATCGAAA1
907 CHIP2555 STM/STY STM3805 STY3974 ATGAAGATTTCCCGCCTCGTTATCCGGCATACAGTACCAGCATGAAGATTTCCCGCCTCGGAGAAGCGCCGGATTATCGCTTCTCACTGGCAAATGAGCGCACCTTTCTGGCGTGGATTCGCACCTCGCTGGGATTTCTGGCGGCAGGCGTCGGTCTTGATCAGCTCGCCCCGGATTTTGCCACGCCGGTGATCCGTGAACTGCTGGCGCTATTGTTGTGTCTGTTTGCGGGCGGCCTGGCGATTTATGGCTATCTACGCTGGTTACGTAATGAAAAAGCGATGCGCCTGAAAGAGG1
908 CHIP2532 STM/STY STM3744 STY4048 ATGTCAGGCCGCTTGTTAGATTAGGCGTTGGAATAACGTTCGATGTCAGGCCGCTTGTTAGACGCTGTTCCGCTCAATTCCCTGACAGGCGTCGGCGCAGCGCAAAGCAGTAAACTGGCGAAAATTGGCCTGCACACCGTGCAGGACCTCCTGCTCCACCTCCCTCTGCGTTACGAAGACCGCACCCATCTCTACCCCATTGGCGAACTGCTGCCTGGCATCTACGCCACCGTTGAAGGCGAAGTGCTGAACTGCAATATCACTTTCGGCGGTCGTCGGATGATGACCTGCCAGATTA1
909 CHIP2485 STM/STY STM3623 STY4177 ATGATGACCATCAGCGATATCGTTATTTTTTGTCTGCCTTGACTTTCGATGATGACCATCAGCGATATCGTGCAAATTATTCTTTTTTGCGCGCTGATTTTCTTTCCGCTGGGGTATCTGGCGCGCCATTCGCTACGCCGTATCAGTGATACGACCCGGCTGCTATTTGCCAAACCTCGTTATGTAAAACCAGCCGGAACTCTGCGCCGCGCTACGAAAGTCAAGGCAGACAAAAAATGA1
910 CHIP1324 STM/STY STM3795 STY3987 ATGCAGAAACAATCACATGATAACGTTACTCAAAAAAGACGGCAATTTTATTGATGCAGAAACAATCACATGATAACGTTATTCTGGAGCTGACCGTTCGCAACCATCCTGGCGTGATGACCCACGTCTGCGGGCTGTTCGCCCGACGCGCTTTCAACGTTGAGGGTATTCTCTGTTTACCGATTCAGGGTAGCGATCAGAGCCGCATCTGGCTTCTGGTCAATGACGATCAGCGACTTGAACAGATGATCAGTCAGATCGATAAACTGGAAGACGTGGCGAAGGTGGTACGAAACCAGTCCGATCCCA1
911 CHIP2428 STM specificSTM3516 ATGGGGCAAAGGGAAATTGTTAAAATAAATCGGCATGCGTTCATGGGGCAAAGGGAAATTGAATATTCGGGACAGTTCCAGAAAGATGTAAAACGGGCACAAAAGCGTCATAAGGATGTCGGCAAACTTAAAACACTTATGACGCTTCTGATTCACCACCCTTTTCCCCTTCCTGCCATTTATAAAGATCACCCGTTACAAGGTTCATATAGCGGATACCGGGATGCCCATATTGAGCCTGACTGGATTCTTATTTATAAGATAACGGATGAATGCCTGCGATTTGAACGAACAGGAA1
912 CHIP3941 STM/STY STM1366 STY1757 ATGATCTGGAAACGTGAAGTGATTACACAATCGCTGTAGTAAGACGTTGATCTGGAAACGTGAAGTGACCCTCGATGCGCTTAATGCGATGGGGGAAGGGAATATGGTTGGCCTGCTTGATATCCGCTTTGAGCGTATTGGGGACGATACGCTGGAAGCGACAATGCCCGTCGATCATCGCACCAAACAGCCGTTCGGCTTGCTGCATGGCGGAGCGTCTGTGGTGCTGGCGGAAAGTATCGGCTCGGTCGCAGGTTATCTGTGTACGCAGGGGGAGCAAAAGGTGGTGGGGCTGGAGGTGA1
913 CHIP0084 STM/STY STM4133 ATGCTTGTAGCTCAGGTGGTTAGTTAGCCTGAGTGGACTTGAACCAGGCTTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAGTCCACTCAGGCCTA1
914 CHIP4642 STM specificSTM1865 ATGACGCCGGAGCAATGGTTACCCTAACACAGGGAATTTTCTGCTGACGCCGGAGCAATGGGCGCAGGCAGGGTGCCTTATTAGGGCAGGAGTACCGCGACAGCAGGTAGCGATTATTTATGATGCGGGGCTGTCGACGCTGTACAGAAAATTCCCTGTGTTAGGGTAA1
915 CHIP4666 STM/STY STM4478 ATGGATTTCGAGTTGCAGGCTTATACTCGTCGTCTTTCAAGTTGCAGATGGATTTCGAGTTGCAGGCAGGCGGCAAGACTGTGAAGCCCCGGAGCTTACATCAGGTAAGCGACAGGGGTGAGCAGGCGCAGCCAACGCATCTGCAACTTGAAAGACGACGAGTATAG1
916 CHIP4604 STM/STY STM4000 ATGTTCTATCTTTCAGACCTTTTACTTCACGTTAGCCAAATCCGATTACGTATGTTCTATCTTTCAGACCTTTTACTTCACGTAATCGGATTTGGCTGA1
917 CHIP4661 STM/STY STM4140 ATGTCGTCACATTGCTTCTCAGTTAAGTTAATTTGGACAATGGGCATATTCGTCACATTGCTTCTCAGGGATAGCTTTCACAGCGAGATTTTTTCTTATTATTCCTCCCCATCTGGTGTTACCCTCCTGCCCATTGTCCAAATTAACTTAA1
918 CHIP4654 STM/STY STM3911 STY3643 ATGCCCGTTGGAAATCATGCTTAGCAGGCTCTGGCGGCCTGCCCGTTGGAAATCATGCAGTACAGGGCGTTTATGCGATGTCGCTTGAGTATGTTCTGCTGACGGCGATCGCGCTAATGGGTTCTTTCAGTTGGATCAAGAGCGCACAGCGTAATGGCTATATGCCGCTTGCCGCCAGAGCCTGCTGA1
919 CHIP3272 STM/STY STM3387 ATGATACGTAAGTATTGGTGGCTGGTTACTCCAGATCGGTACAATTGATCAATGATACGTAAGTATTGGTGGCTGGTTGTTTTTGCCGTCTCCGTTTTTCTTTTTGATGCGCTTTTGATGCAATGGATCGAATTGATGGCAACTGAACAGGATAAGTGCCGAAACATGGATTCGGTTAACCCTCTCAAATTGATCAATTGTACCGATCTGGAGTAG1
920 CHIP3237 STM/STY STM3308 STY3487 ATGGAAAATCATGAAATTCAGAGTGTTTAAAATCCGTTAAGTTTACGATCGCATGGAAAATCATGAAATTCAGAGTGTGCTGATGAATGCCCTCTCCCTCCAGGAAGTCCACGTCTCCGGCGATGGCAGTCACTTTCAGGTTATTGCCGTGGGCGAGATGTTTGACGGCATGAGCCGGGTCAAGAAACAGCAAACGGTCTATGGGCCGCTAATGGAGTACATTGCGGACAACCGTATCCATGCCGTATCGATCAAAGCATATACCCCGGCGGAATGGGCGCGCGATCGTAAACTTAACGGATTTTAA1
921 CHIP2947 STM/STY STM1939 STY2147 ATGGTAAAAAGACGTAATTTATTGCATTTTAATAACTTATACCACCGCCGCGGAGTGGTAAAAAGACGTAATTTATTGCATTTTAATAACGGTGCCCGGTCAGAGCGCGATCTTGGGGATCTGGTCACTAAAGTTTTTGAGAAAGCGGCGAAAAAAGAACCGCAACCGCTATACACATTTAGCCTGCCGTTGCTGAGTGTGCAGGATGAGATCCGTGTTTACTGTAAGAAAAAAAATATCAAAATAGGGTACGATACGCTGTTTATGGAAATAACCTTTTCTGCTGACAGAGAAGCGGTAGACGAACTCA1
922 CHIP0824 STM specificPSLT054 ATGTTCGCTTTGGCTGACGTTAAGTCAATTTCGCTGCAGGAATGTTCGCTTTGGCTGACGTCAACTCGTTCTATGCCAGTTGCGAAAAGGTCTTTCGCCCCGATTTGCGTGACAGGTCTGTGGTGGTCCTGAGTAACAACGATGGTTGTGTAATTCCGCGCAGCGCTGAAGCAAAAAAACTGGGCATAAAAATGGGGGTGCCGTGGTTTCAACTGAGGTCGGCGAAATTTCCGGAGCCGGTTATCGCGTTCTCCAGTAATTACGCCCTCTACGCATCAATGTCGAACAGGGTCATGG1
923 CHIP1011 STM specificPSLT055 ATGTTACTGCTTGTAGCACCCGTTAGTCTGTGCTCCGGGTTTTGATGTTACTGCTTGTAGCACCCGAACAGGAGCCGGTACAGTCCACTGCCCCGCTGTTCACCGAACGTTGCCCGGCGGGGTTTCCGTCGCCGGCCGCCGATTACACAGAGGAGGAACTGGATCTGAATGCCTACTGTATACGGCGTCCGGCTGCAACATTCTTCGTCAGGGCTATCGGGGATTCGATGAAAGAAATGGGTCTGCATTCCGGCGATTTAATGGTTGTCGACAAAGCTGAGAAACCCATGCAGGGGGATA1
924 CHIP0657 STM specificPSLT040 ATGAATATGAATCAGACCACCAGTCCTTAAACTGCCGGCTGGCAATGAATATGAATCAGACCACCAGTCCGGCACTTTCACAGGTCGAAACCGCCATCCGGGTCCCGGCAGGGAATTTTGCAAAATATAATTATTATTCCGTGTTTGATATTGTCCGTCAGACCCGTAAACAGTTTATTAACGCCAATATGTCATGGCCGGGCTCCCGCGGAGGTAAAACCTGGGACCTGGCGATGGGCCAGGCGCAGTATATCCGCTGCATGTTCCGAGAAAATCAATTGACCCGCAGAGTTCGGGGGA1
925 CHIP1078 STM specificPSLT064 ATGTGAATCTGGCGGCAACAATTACGGCCAGAAAAAAACATCACCCTGAATCTGGCGGCAACAACTAAAGAAGAGCAGGATAAAGTGGCCATTGACCTGGTTGCTTCAGGCGTGGTCTATAAAGAAAGGCTGGCGATGCCGGTGGTCGCTGAGCTTGTCGTCAGAGAACAGCCTGAGCATTTGAGAGAGTATTTCCGGGCGCGGCTGGAGTATTTGCGCAACTCCCGGACAAGAATGCCCCGGAATATGCCAGAAAAGAGGATGAGGTTAAAAAATAGCGCCATTCCTGATGCATTCTGCCT1



926 CHIP0952 STM specificPSLT051 ATGAAAAAGAAAAACACTACGCCGTTAGTGGCGGATCTGCGCATGAAAAAGAAAAACACTACGCCGACTCCCCACGACGCGACATTCCGGCAGTTTCTGACACAACCTGACATTGCCCGGGATTTTATGGAGCTGCATCTGCCGGCAGAGCTGCGTGCCATCTGCGATCTCAGTACACTGAAACTGGAATCCGGCTCGTTTGTTGAGGATGATCTCCGCCAGTATTTCAGCGACGTCCTCTACAGCCTGAAAACCACAGCCGGCGACGGATATATTCATGTCCTGGTTGAACACCAGT1
927 CHIP1058 STM specificPSLT024 ATGACCCCTACCCAGGTCTTGTTATCCACCGATCGGAGGCATCACCCCTACCCAGGTCTTGAAGTCATTATCCATATCCAGGCGGGGACCAGTGATCTCCACTTTATCAAACCCCTCGGCCCTGGCGAGAGACAGACGCGTCAGTTCTTCCGACGCATCAGTACGCGAAAGCGTGTTCTTTTTACGGTTTTTCAGTGACTTAAGCGTAGGAACAAATACTCCAAGCCGCATCAGAGCTACAGGCTGCACGGTATTACTGGCATTAGGAGTGAGATTTACGATTTCACCGGAGGATT0
928 CHIP1076 STM specificPSLT062 ATGCAGTATTCAAATCAGCAACGTTAGTCGAGCGCGGCGTAATGCAGTATTCAAATCAGCAACGTGCGCGTGTTATTAACGTTGAAGAATCCGACCGCCTGTCTTTCCTGCCGTACATGTTCGGCAACGATTTTATGCTGGCTGAATTACAGTTATATGCCCTGGCGAAAAAATGGATGCCTGAATACAACGGTGGTTTCTGGCATTTTATCCGTCTGCCGGAAGGCGGCGGATACATGATGCCCGACTGCGATCGGGTACACATGATCAACGGTGAAAACTGGTTTGATCGTACCG1
929 CHIP1051 STM specificPSLT004 ATGTCTACCCGGGACCAGATTATACTCCCTGCATAGCCTGATTGGTGTCTACCCGGGACCAGAAAAGCAAAAACCCCGATAATCTTCTCATTTCTTGGCGGGAACGAAAGATTAACGGGGCCTACTTAAACTGTATAGCCACCAATCAGGCTATGCAGGGAGTATAG1
930 CHIP0943 none R460026 ATGAAGCCCAAAAGTATCAGGGTTAGAATTTTTTGTTGAACATCTTAGGGTATGAAGCCCAAAAGTATCAGGGCGGCACTTCAGTTGATGTTGCCGGAAATAGAAGAAATGATGTCACTGGGAGTTTCCAGGGCGGAAATTTATAAAGCAGTTTCTGAACGCTTCGGCCTGGAAGGTGTGAACGTCCGTAGCTTTGATACGTCCCTATATATAGCGCGGCAAATCCGGAAAAATGGAATGCACAATACACATGGAAGGATGCCGAACAATGAAGATAGTGTATTGCACAATACACAAAATGGAGGTA0
931 CHIP4779 STM/STY GTGAGCGGTGAAAACACCATAAACCAGACCCAGCGCTACGTGAGCGGTGAAAACACCAACGGTCGCAGCCTGCTGAACCAGAACGGCGACGGTTACGGCGGATCGCTGACTTATGCAATCGGCGAAGGCTTCTCTGTCGGTGGCGCTATCACCACGTCTAAACGTACTGCCGATCAGAACAACACCGCTAACGCTCGCCTGTATGGTAACGGCGATCGCGCCACGGTTTACACCGGCGGCCTGAAATACGATGCGAACAACATCTATCTGGCAGCGCAGTATTCTCAGACCTATA0
932 CHIP4783 STM/STY TCGATTTGCACAAACGCTACACGGGATATTTGCCCTGAGTCGATTTGCACAAACGCTACGGCGGTCATGAAGTGCTGAAAGGGGTATCGCTGCAGGCCCGCGCCGGAGATGTGATTAGCATCATCGGCTCGTCCGGCTCCGGTAAAAGCACTTTTTTGCGCTGTATTAACTTCCTCGAAAAACCGAGCGAAGGCGCGATTATCGTGAACGGTCAGAACATTAATCTGGTGCGCGACAAAGATGGGCAGCTCAAAGTGGCGGATAAAAATCAGCTACGCTTGTTGCGTACCCGCCT0
933 CHIP4787 STM/STY GGAATCGCTGAAAGGCAAGACTTTTTGGCCATTTTGTCGGGAATCGCTGAAAGGCAAGCATGTCGGCGTGCTGCAAGGGTCCACGCAAGAGGCTTACGCCAATGATAACTGGCGCACTAAAGGTGTGGATGTGGTGGCTTATGCCAACCAGGATCTTATCTATTCCGATTTAACCGCCGGTCGTCTGGATGCCGCATTACAGGATGAAGTCGCCGCCAGCGAAGGTTTCCTGAAGCAGCCAGCGGGCAAAGAGTATGCGTTTGCCGGTCCTTCCGTGAAGGATAAAAAATATTTT0
934 CHIP4791 STM/STY CAGCTAGACGGCATCAAACAGCGAGCTTGATCAGAATGCCAGCTAGACGGCATCAAACAATTCACTACCGTCGTCGCCGATAGCGGCGACATCGAGTCCATCCGCCACTACCAGCCGCAGGATGCCACGACAAATCCCTCTTTACTGTTAAAAGCCGCCGGGCTTGAGCAGTATGGTCATTTGATTGAGGATGCGATTGCCTGGGGGAAAAAACACGGCGGTACGCAGGAACAGCAGGTTGCGGCAGCCAGCGATAAACTGGCGGTTAATTTTGGCGCGGAAATACTGAAAAGTA0
935 CHIP4795 STM/STY STM2479 STY2717 TATGGCCAATAGCCAGCAGTACAGTTGGTCTGGTGGGAAATATGGCCAATAGCCAGCAGTGTCTGGGCTGCCATGCCTGCGAGGTCGCCTGCGTAATGGCTCACAATGATGAGCGACATGTCCTGACGTCACAGCGCTATCAGCCCCGAATTACTGTCATTAAACATCAGCACCAGCGCAGCGCGGTTACATGTCACCATTGCGAAGATGCGCCCTGCGCCCGTAGCTGTCCGAACGGCGCGATCGCGCATATTAACGACAGCGTGCAGGTCAATGCGCAGAAGTGCATCGGCTGT1
936 CHIP4799 STM specificSTM2509 TGGTCGTTGATTTGTTCTCGCCATTCATAGCGGGTGTACTGTGGTCGTTGATTTGTTCTCGTGCAAAGTTATCGGTTGGTCAATGCAACCACGAATGACAAAAGATATTGTTCTGAATGCGCTTCTGATGGCCGTGTGGCGACGTCATCCCCAAAAACAGGTGCTGGTTCAGTCTGATCAGGGTAGTCAGTACACCCGCTATGAATGG1
937 CHIP4917 STY specific STY0205 ATGCTCGCAGTTTGCTGTGTTATTCCTTTTCATTGTCTATTCCATTTGATGCTCGCAGTTTGCTGTGCGCTATTTTATAGCCAGAGCAGTATTTCCGCTGAAAGCGTTGAATACGACAGTTCCTTTTTAATGGGGAGTAGCGCCTCCACAATCGATATCAGCAAATACTCCGACGGCAACCCAACGCCTGTCGGAACGTATAGCGTGAAAGTTTTTGTCAACGAAAACCCCGTATCAAGCCTGTCCATACCCTTTATCGATATCGGCAAGGTCAGTGCAGAAGCCTGCCTGACACAAAAAAATC0
938 CHIP4933 STY specific STY0326 ATGAATACGAATAATTCACCATTTTTACATACTTATCCCCATGTCACATTAACTTCAATGAATACGAATAATTCACCATTTTTACATACTCCAGCAGACGGAAGTCGAAAGTTCACTACCTTCGAAGTGGGGCATGACAGGGCTTTCGATTCTGAAGTTAAAATATTTGAACATATAGCCAATAAATTTCCAACAACGGCAAAAGGTCGTATTGATCTATACTCGGAATTAAAAGTATGCCCCTCATGTTCAGAGGTTATAACTCAATTCAAAGCAATGTATCCTAATATTGAAGTTAATGTGACATGGGGAG0
939 CHIP4949 STM/STY ATGGCGACATTCTCTTTAGGCTTAGGCCACGACGTTCACAATGGCGACATTCTCTTTAGGCAAGCACCCGCACGTCGAGCTGTGCGATCTGCTCAAGCTGGAAGGCTGGAGCGAAAGCGGCGCGCAGGCGAAAATCGCCATTGCCGACGGGTTGGTGAAGGTTGATGGCGCGGTTGAAACGCGTAAACGCTGCAAAATTGTCGCCGGGCAAACCGTTAGCTTCGAAGGCCAAAGTGTGAACGTCGTGGCCTGA0
940 CHIP4965 STY specific STY1030 ATGGTATTAAATTGTCCTCAACCACTTTTAGACCTTTGAAAGTTCTTCCATCGATGGTATTAAATTGTCCTCAACCACTTAAAGTGATCATAAATTCTTTGGATGTGTTTACATCCTACAATTTGAGAAAGCACTGCCAAACGTGCATGAGGGTGATAATCATGGGTCACGCATTAAAAAAGGCAGATCGCTTGTACATTCCGCCTCGTGACAAATCCATGGTGGCGAAACCTCGTGCAGCGATCAGCAAAGCATGTTCACATACTGGTCAAGTTAAAAACGCCTTTGAGTTTGGGTTTGCTCGTTACG0
941 CHIP4981 STY specific STY1052 ATGATTACTTTTGATCAGGCAACCGTTAGATACCGTCCACATAGGACAGAATGATTACTTTTGATCAGGCAACCGTTGACAGCTCTGGTGCCTTTCTCATCGGGGAGCTGGAGCGACTCGACCAGACGCTGAACCTGCCACTGGTGGGGTACACCTGGACCCGCGATATTCAGTTGCGTGAAGATGTCTCTATCGCAGATGACATTTCCAGCTGGACGAATACCAGCTTCGCCGCTGCGGGTACTGGTGCAAATCCGAATGGCAAAAACTGGGTAGGCAAAGACTCAACCGCTATTGCTGGCGTGA0
942 CHIP5088 STY specific STY2027 ATGGAATGTTCAGTCAAAGGCCTTATTCCGCTGGCGGGGTATGGAATGTTCAGTCAAAGGCCACGATTATCGCGTGGCGAAACTCAGCGTTTTTGACCAGCTGAAAGTCACCCGTAAATTGCTGCCGGTGCTGGCGGGCATGATGTCAGATTTCGGGGGCATTCGCTCCCTTCTGCCTGCGGATGGCAAAATCGACAGCGCTAAGTTTGATGCGCTTAAGCCGGTGTTTGAAACCCTGCTGCCGCGTATCGCTGAGGAACTGTCTTCCCTGACCGAAGAAGATACCAACGCGATTA0
943 CHIP4943 STM/STY STY0405 ATGCACTCCTGGAAAAAGAAACTTTTACCAGGTATATTTAACACCAACGTTTGATGCACTCCTGGAAAAAGAAACTTGTAGTCTCACAATTAGCATTGGCTTGCACTCTGGCAATCACTTCTCAGGCGAATGCTACTACATACGATACTTTTGGGTACCATGACGATGCGGCCACTGTTTTTGGCTGGGATGATACCAACGACCATGACTATCTAACTTATGGTGGTTATGTCTACAACACCCCAGCTAGTGATAGCGGCTATTTTGATACAAAATTTACTGGTGACACTGTAAATGGCGTTATTTCAA0
944 CHIP4959 STY specific STY1019 ATGACTAATTACGGCACAACAACATTAATGGGTTGCAGGTTTGCATGACTAATTACGGCACAACAACATTACCAAGAACCAGCGTTGTACCGGGAATGCTGGTTAAGTACCAGGGGCGCACATACCGCGCATCTGCAAACGTAGGAAAAGGGTTGTACTTGTTTACCCTTTTCGAACGCCTGCGGACAACCAACGACGAGATCGAGGTTTACCTCAACCAACACGGCAAACCTGCAACCCATTAG0
945 CHIP4975 STY specific STY1046 ATGGCAAAACCGGACTGGTTAAGCGTCGGTCTGGATATCGATGGCAAAACCGGACTGGGAGGCCATCGAGACGGCATACCGGGCCGGAATTATGAGCCTTCGCGACATAGGGGCGCTGTACGGCGTAACGGAAGGGGCGATAAGGAAGAAAGCAAAGAAGCTGGAGTGGGTACGCAAAAATATTACGCAGGTACGCAAAAATGGTACGCAAAAAAACACGGTGCGTACCACGAGGAGGCCTGCCAGCTCCGGCGCAGTGCAAAAGCATTCGCGGCCAGAATCCGGACCTCCCGCAG0
946 CHIP5083 STY specific STY2021 ATGAGTTTAGCGCAGCCTAAATCTTAGAAGTCTCCTGCCTGGAAACATGAGTTTAGCGCAGCCTAAATCCGGAGAGCTTTTAGAGATCCTTGGTCCCTCACTCACTCAGGGAGAAAACCTACTCAGTGAGTTTGAAATTCATGCCGTCATTCGTGACGCCAGGAATGTTCCTGAATATTATCAAGGGCTTTCTATCGAGGGATTAGCTAAGCTTGTTTTAGGCGAAGTTGAAGAGGGATGTGCCCTTTGTGAAAAGTCATTGGCGATAGCCCCGGACGATTCTGTTTCGTTTTGTAACTATA0
947 CHIP5191 STY specific STY3087 ATGAACAAGACCAACCATTTTAATCGTTACTTATTCGCTTTCTTCTCAGCGATGAACAAGACCAACCATTTTAATCGCCAGGCGCTTATTGCCACGGTATTACTGGCTGCGCCGCTGGTGTCACACAGCGCGATTGTGCCGGATCGTACCCGCGTTATTTTTAACGGCAATGAAAATTCAATCACCGTCACGCTGAAAAACGGCAACGCCACTCTGCCCTATCTCGCTCAGGCGTGGCTGGAAGACGATAAGTTCGCCAAAGATACCCGCTATTTTACCGCCCTGCCGCCGCTGCAGCGTATTGAGC0
948 CHIP5205 STY specific STY3285 ATGGCTAAATATATATTCCTCTTTATCTGGATTGTTATGGTGAAAAATAACTATCTATAGGCATCAATGGCTAAATATATATTCCTCTTTATCTGGATTGTGACATTTTCTGTCAGCGCTGGTGAGCGAGGATATTATTTATTCGTATGGGGTAACCCTGAAGGGAAGGAATATTTTAAAGAATATAGAGCTGATGAAAGGATATATGCGGTCAATAAATCCTGTTGGAATGAAAGAGCGGGGAACTCTATACGAATAGTATATGTTGATACTTATCCTCATGGAATAACCGATTCTTTAATTAATTCCTTTTTGGCTGGGA0
949 CHIP4953 STY specific STY0947 ATGTATCCCCCAAACCAAGGTTACAGTAAAAACAAGAAGTTTAGATACAAAAGCATGTATCCCCCAAACCAAGGGGGGATGAGAACCACCGACCGGGGTTCGACAACTGGCGCAGCCAGTTGGACAGACCGGGCGCGCAGCGAACGGGCTGCCCCGAAGGGGCGAGCAAAGCGAGTCAATCCCCCCCTCACCGCCATATTCAAGAAAGAGCTCGTACGAAAGTACGGGCTTTTGTATCTAAACTTCTTGTTTTTACTGTGA0
950 CHIP4969 STY specific STY1040 ATGTCCGAACCTGTATCCAGTGTTATTTGCTACCATCTGATCCCCATGTCCGAACCTGTATCCAGTGCGACAGTGTTGGCTGGTGGATTAATGGGGGCCAGTGTATTCGGTCTGGCAACCGGAACCGATTATGGTGTGGTATTCGGCGCTTTTGCCGGCTCGGTATTTTATGTCGCCACGGCAACCAACATCGGACGCATCAGGCTGGTCGCTTATTTTATCACGTCATTTATTGTGGGAGTGCTTGGCGCCGGGCTGATAGGTACTAAGCTTGCGGCAATAACGCATTATGAAAAACCAC0
951 CHIP4984 STY specific STY1056 ATGCCGACTCTTGATGTAACAGATTATTGCTCAACCGGAATTCCATGCCGACTCTTGATGTAACAGATGTGCTTTTTGACCCCGATTTTTGCGACTTCAATTTGTGGGTAACACGCCGAGTGCAAACGGTGGATGAGGACGGGATCGGCAGCGACAGTGAAGTTAAAAAGCAGTTTGCCGGAGTCGTAACTGTTGATCGCTCTCTGGAAAACCGCCGTATGCAGGCAGGGCAGGTAATCAGTGGTGCAATTCTGATTGTGACGACTGAGCGACTGACGCAGGGACAGACTGGCCGTGATG0
952 CHIP5092 STY specific STY2031 ATGCCGACTCTTGATGTAACCGTTATTGCTCAACGGGAAATCCATGCCGACTCTTGATGTAACCGATGTTCTTTTCGACCCGGATTTTTGTGACTTCAACCTTTGGGTAACGCGTCGGGTACAGACAGTGGACGAAGACGGGATTGGTAGCGACAGCGAAGTTAAAACGCAGTTTGCCGGGGTTGTTACCGTTGACCGTTCACTGGAAAACCGCCGCATGCAGTCCGGGCAGGTTATCAGTGGAGCAATCCTTATCGTGACGACTGAGCGACTCACGCAGGGGCAGACTGGCCGTGATG0
953 CHIP5201 STY specific STY3193 ATGCTCAATTCAAGAACCTACCTTTATCTTAAATGCCTCTTCGCGAAACATGCTCAATTCAAGAACCTACCTTTATCAGCGTAACGGTGTCTTTTACATCCGCCTTAGGATGAAGACCACTGGTCGCCTGACCGCTTCGCTTCCCTCTCATAACCGTTATAAACTAGCGTCAGTATCACTACGGACTAAGGACAGACGCACCGCTATGGCTCACTCTCGACACATCAAGTCAGCACTTAAAGCAATACACGCAGACAACCCTAGCGCATCCTATGAGGAACTACGGGAGCACCTGAAGACCATTG0
954 CHIP5213 STY specific STY3347 ATGCTGGGGCTTAGTTTATTGTTGTTATTTTTTCTGATGATAAAACACATCAAATTCATGCTGGGGCTTAGTTTATTGTTGGCGCTACTGTTTAGCCACCGATTACGCCAACCACACCACCTTTGGGCCGGGTGCTATGTGGTCGTATTGCTGCTGTTGTTGGCGCACATGGGGGATATTCTCGATAGGCATCATCGGCGCGATGCCTATCAGGCACAGCAGGTGGCGGAAGAAACGCTGTTACGAAAAATCGATACGACTGATGACCGCGTTTTTTTAAATCATTTGATGTCGCAAGCCATGCAGCCGCAAA0
955 CHIP4971 STM/STY ATGAATCAACAACAATTTCAGCAGGTTATACCAGCACCGATTTTGCTATGAATCAACAACAATTTCAGCAGGCGGCTGGTATTAGCGCCGGGCTTTCTGCGCGCTGGTATCCGTATATTACGGCGGCAATGAGCGAATTCGGTATCACTGCGCCACTGGATCAGGCCATGTTTATTGCACAAGCGGGACATGAATCAGCAGGATTTACTGTTCTGAAGGAAAGCTTCAATTATTCAGTGGAGGCGCTGAAGAAGACGTTTGGTAAACGCCTGACGCCGTATCAGTGCGAAATGCTGGGGCGTA0
956 CHIP4986 STY specific STY1058 ATGGCACAGGGCTTGCCTTTAGCGAACAACGTTAATCTGTACGATGGCACAGGGCTTGCCTGTATCAAACGTTGTTAATGTTGATGTGATCATGTCGCCGCGTGCAGCATCAGGGCGAAATTTTGGTGCATTACTCATTCTCGGCCCGTCCACAATCATTCCGGTAAGTGAGCGCATTCGCCGTTATTCTGCCGCGGAAGATATTGGAAAAGATTTTGGCGTGGAATCATCAGAATATAAGGCTGCGCAGGTGTTTTTCTCTCAATCACCGAAACCTCAGGAGGTTTTTGTTGGTCGTT0
957 CHIP5002 STY specific STY1076 ATGTTCTTAACATTTCCTAATGTAGCAATAACTTTATGGGATTATAAAATTACCTTTGGTAGTGATGTTCTTAACATTTCCTAATGTAGCAATAACTCGAGATAACAGGATAGACAAATTATCTGAAAATGATTTAGAACTCATTCGTGATACGGCTATACAAAATGGCGGAAGAAAGATACAGGTACAATTACGTGATTTATTATATGAAGTAAGTAATCGTGCTGTTGAAGGTGATAATAATACATTCAAAGTTAGTTTTTCTACTACAGACCGAGCCATGTTTAGGGAACGTCATATTGAATGGCAGGGAAACGCTA0
958 CHIP5109 STY specific STY2050 ATGATTTACCCAACGAATACAGGATTAACAAACGGTTTTTAGATCCCCGTGATTTACCCAACGAATACAGGAAAAAGCGGAGAACACCTTCGTCTCACCACGCTGGAAAGTGTCTGGATTCAGGGAAAACTGCGTATGTGGGGGCGCTGGTCGTATATTGGTGGCGGTAAGACGGGAAATATGTTCAACCAGTTGCTGACCTCTAAAAAGCTGACAAAAACGGCAATTAACGAGGCGCTCCGGAGGATGAAAAAAGCAGGTCTGGACAAACCTGAACTTGAGGCTTTTTTGCGGGATATGATCA0
959 CHIP5215 STM/STY STM0055 STY3532 ATGACTATTGCCATTACCGACGTTACGCCAGCGTCATCAGGATGACTATTGCCATTACCGACGTCGTCCTGCGTGACGCCCACCAGTCTCTGTTCGCCACCCGCCTGCGCCTTGACGATATGCTGCCGATTGCCGCTCAGCTCGACGACGTGGGCTACGGCTCGCTGGAGTGCTGGGGCGGCGCCACCTTTGACGCCTGTATTCGTTTTCTCGGCGAAGACCCGTGGCTGCGCCTGCGCGAACTCAAAAAAGCCATGCCCAAAACCCCGCTGCAGATGCTGCTGCGCGGCCAGAACC0
960 CHIP5231 STY specific STY3667 ATGAGCACCATCCTGAAATGGTTATGCACGCACTCCGTACAATGAGCACCATCCTGAAATGGGCGGGAAATAAAACTGCCATAATGTCCGAACTGAAAAAACATCTTCCTGCTGGCCCGCGACTGGTTGAACCTTTCGCGGGTTCCTGTGCTGTGATGATGGAGACGGATTATCCCAGCTATCTGGTTGCGGATATTAATCCTGATTTAATCAACCTCTATAAAAAGGTTGCCGCTGATTGTGAATCGTTTATATCTCGCGCCAGAGTTTTATTTGAGATCGCAAACAGGGAGGTGG0
961 CHIP5432 STM/STY STY4854 ATGAGCGCAAGCGGAATTTATGTTATAAAGCTGTTATAAAAAAGTCTATCTGGCCATGAGCGCAAGCGGAATTTATGAGGCGCGGCATCTTAAAGAGCACAGGGAGATTGTAAGTAGCCCGATATTGCTGGCTTTTGCTTATCTTGCTGACGGGATTCGTCGTATGAAGCATGAGAATTACCTCATGTTTTATATAAGGATTCAACACCATATCAAAACCGGTAGCTCTCAACCTTTCAAGGCTATGTGTCAGATCAAGTGGCAACTAATAAACATAAATTTAAAAACTTATATATCTGGCCAGATAGACT0
962 CHIP5290 STM/STY ATGCCGCGTGGCCTGGAATTAGGCACGGCGTACATTGATGCCGCGTGGCCTGGAATTACTGATTGCTCAAACCATCCTGCAAGGCTTTGACGCGCAGTATGGTCGATTTCTGGAAGTGACTTCCGGCGCGCAGCAGCGTTTTGAACAGGCCGACTGGCACGCCGTCCAGCAGGCGATGAAAAGCCGTATCCACCTCTATGATCATCATGTGGGTCTGGTGGTGGAGCAACTGCGCTGTATTACCGATGGCAAAAGTACCGACGCGGATTTCCTTTTACGCGTTAAAGAGCATT0
963 CHIP5306 STY specific STY4534 ATGTCTAAAGAAACTAACTACTTTAATCTGAATATCAACTTAGAACGAATCTTCCGCGTACTATGTCTAAAGAAACTAACTACTTTAATCTGAATATCAACGGTCTGGGCTATATCACGAATGTACGTCAGGTTGTCAACGGTAACAGTAAGTTTACCTGTTGTACGCTGAATGCCCTTAGTGGTCCGACAGATAATGCAGACTACACCCGCTTTGATGTCACAGTCGCAGGCAAAGACGCAACGAGTTTAATTAACCGCTGCCAGAAGTCCTGTGATGAGGACAAAAAAGTAATGATCGGTTTTGTTCTCAGTGGGA0
964 CHIP5402 STY specific STY4677 ATGGCCTTTTCCGGTCTGTTATCCATCGGTTTTCGTACAAAAAATTTTGTTGGCCTTTTCCGGTCTGGCGCTGTTACCCTTAGCCGCCCTTTACCTTTATCTGGCCTTTTCCCTTTTGCTGGCACAATCACCAGAAAAAAATAACGGAATGCTGCACCAGAAGCCTGTTAATAGGCTAGACCATTTAGAAACATCGTTATTAAAAGGAAACCGTACAAAAAATTTTGCCCCCAAAATTTTTTGTACGAAAACCGATGGATAA0
965 CHIP5418 STY specific STY4830 ATGAGACACACCACCATTACCGTTATACGTTGCCCTCCCCGATGAGACACACCACCATTACCGCCCGTGACCTCGAATGTCTGGAGCATATGCGCAACGTCGGCCAGCTCGTCAATGAGCTGATGCAGGTGCAGGACTGCGCCACCGTTCGTCGCGACCCGGTGCAGCAGTCACAGCTCACCTCGGTGATTTACCTCATGACCGCCCAGCTTGACGGCGTGGTAGAGCGCTGCAATCAGCGCTGGCTGACCGGGGAGGGCAACGTATGA0
966 CHIP5433 STM/STY ATGAAATTGACTAACGTCAAATTTATTTCCTTATGATTGGGCTCCTTGCGGTGAAATTGACTAACGTCAAATTTATTTCCCCTTTTTCCTGCTCCCGGCTCTGGCCTGCGTCAACACCTGTTTCTTTGCTTTTTTACCGCGCGTTATACCGTCCACGGTTCCCCGCGCCTCCGGCAGTAGCGAGGATGGTGATTTTTCGCGCTGCTATGCAAGAAACGCATAGCACGATACATACTTGCATTTTGTCCTTACCCTTATGGCTGATAAGGTCTTTCTGTTTCGGGCTTTTTGGCCTGTGGCTACAAC0
967 CHIP5339 STY specific STY4578 ATGACACTGAGGATCTTAATCAAAACATTACCTCAACACTGAATATTCGCAATGACACTGAGGATCTTAATCAAAACAACTTCATTTCTGAGATTTATTCTGACGCTTGTGTTCATGCTGGTTATGCTTACGTGCCTGTCCCTTGCACTGGCTGATTTAGGGTTTCGTTATCAGTCTGAAATAGCCCAGTTCCGGATCTGGATGAAGGAAACCTGGTTGTTGTGGCTTCTGTGGCGGCTGATGCTTTACAGCGTGACTGGTTGGGGGATATGGCGTTGTTATCACTCCCATGGCTCTTCTCAGGCTC0
968 CHIP5355 STY specific STY4595 ATGTTTCTCCCCTTTTTTTACAGGATTAACACTCGATCTTAAATTCTTCGTTGATGTTTCTCCCCTTTTTTTACAGGAGAAACATCATGCTGAAATTCAGTGCAAAAGACTTAAAACCGGTACTGCTTGAGGCACGTAAAAACCACTGTGGCGTGGTACTGGTCAAGGATCATGGCGTTTATATTATGTCTGAAACCGGTGAGCTCACTCCGCGTGGCCGAAAAGTGGCTTATGCGAAGGGATGCCATCCAGAAAAGGATGAGGCCTGGTGGGATACCGCCCGGGCAGAAGTAGGGGGTGATGATTTTG0
969 CHIP5376 STY specific STY4636 ATGAGCACCATCCTGAAATGGTTACTGCCACGCCCGCACATGAGCACCATCCTGAAATGGGCGGGAAATAAAACCGCCATCATGCCGGAACTGATTAAGCATCTGCCTGCAGGTCAGCGACTGGTGGAGCCGTTCGCCGGTTCCTGTGCTGTGATGATGGCAACAGACTATCCTCATTATCTTGTCGCGGATATTAATCCAGATCTTATCAATCTCTATAAAAAAATTGCCCTTGATTGTGAAGCTTTCATATCACGCGCAAAGAATATTTTTGCGATTGCGAATAGAGAAGTTG0
970 CHIP5388 STY specific STY2419 ATGGACGAACAGTGGGGATTATTGATAGTGTTTTATGTTCAGATAATGCCATGGACGAACAGTGGGGATACGTCGGGGCTAAATCGCGCCAGCGCTGGCTGTTTTACGCGTATGACAGGCTCCGGAAGACGGTTGTTGCGCACGTATTCGGTGAACGCACTATGGCGACGCTGGGGCGTCTTATGAGCCTGCTGTCACCCTTTGACGTGGTGATATGGATGACGGATGGCTGGCCGCTGTATGAATCCCGCCTGAAGGGAAAGCTGCACGTAATCAGCAAGCGATATACGCAGCGAATTGAGCGGC0
971 CHIP5399 STY specific STY4674 ATGGGCGCTGTCGACGACTTAGAAGATCGGGAGAAGGCATTGGGCGCTGTCGACGACAGCATGGAGCAGGAGGGAGACTACGCCAGTGCCGCTGGCGCAGAAAGGAAAAACTGTTTGTACGTCAAAAAGATTATTTGCGAGCCTGAACTGCCGCGCTTCGCTTGCCTTCTCCCGATCTTCTGA0
972 CHIP5340 STY specific STY4579 ATGACGACATCGAGCTATCTTGATTATTTAGCTATTCCCGAGCCAAATGACGACATCGAGCTATCTTGAGTACATCCTGACGATTCTGGGCTGGGTTGTTAATAACGGTTTGTGGGATGTTCTGACAGGCACGGGACTTTTTGCATTACCACTGGGCTTTAAAATCATTGGTATCTGGATCAAAACACGGGAAGAAGGGGATGATGAGGGTAATAAAGGTATCCTGTCGGCCCGACGGATGGAACATGCTATTTACGGGGCATTTATCGTTATTATCGCCTGCTGTGTCCCCACTCAGACAG0
973 CHIP2568 STM/STY STM3821 STY3957 ATGATTAAGCAGCCAGCGCTTTTATTCAGCAGCAACAATGGATAAATCATGATTAAGCAGCCAGCGCTTGCTCAGGAACAGTACGCCTGCGTATATGCATGGCTGGCGTTACTCTTTTTCCGGGAAGTGGATGATGAAGGGTTAATACAATTACAGTCCGCGGAGATCGCGGACTGGCTGGCGCTGTTAAAGCGTCAGCCTGCGCTGGCGGCGTCGGTGGCGTTACTCGAACAAAAAATTGCCGCGCTTAGCCTGCGCCAGGATGCGCAGCTGGAGCTGGCCGCAGATTTTTGCGGATTGTTCC1
974 CHIP2584 STM/STY STM3843 STY3937 ATGAGCCATAACGACACTATCGTCTTACTTACCGATACAGAAGCTGGAGAATGAGCCATAACGACACTATCGTCGCCCAGGCAACCCCACCGGGACGCGGTGGCGTGGGTATCCTGCGTATTTCCGGTCTGAAGGCGCGCGACGTTGCGCAAGAGGTGCTGGGCAAGCTGCCGAAGCCGCGCTATGCCGACTACCTGCCGTTTAAAGATGTTGACGGCAGCGCGCTGGATCAGGGTATTGCGCTGTGGTTCCCCGGCCCGAACTCCTTCACCGGTGAAGATGTGCTGGAGCTACAAGGGCACGGCG1
975 CHIP2600 STM/STY STM3871 STY3907 ATGGCTTCAGAAAATATGACGCCTTAATGCTCTTCGGACGCCATGGCTTCAGAAAATATGACGCCGCAGGAATACATAGGACACCATCTGAATAACCTTCAGTTGGACCTGCGTACTTTCTCGCTGGTGGATCCGCAGAACCCCCCAGCCACCTTCTGGACGCTCAATATTGACTCCATGTTCTTCTCGGTGGTGCTGGGTCTGTTGTTTCTGGTGATGTTCCGTAGCGTTGCTAAAAAAGCGACCAGCGGCGTGCCAGGCAAGTTTCAGACCGCGATTGAGCTGATAGTCGGCTTTG1
976 CHIP0841 STM/STY STM3715 STY4080 ATGGGCAGCGTTAACTTCATAACTTAGACAATTTTATCGTAATATATTTCATCCTCAATGGGCAGCGTTAACTTCATAACTCACGCCGATGTTCTGCAACTTATTGCGAAAAGAACGGCTGAAGATTGTATTATTTTTCTTTCTGGTCCTACGTCCAGAAAGACGCCGCTGTCCTTGTTACGAATGAAAGATGTCATTGCAGTCAATGGTTCTGTTCAATATTTGCTAAACAATAACGTCAAGCCATTTTTGTACCTTCTGACGGATATTCGCTTCCTCCATCGTCGGCGCGAAGATTTTTATAACTTTAGCC1
977 CHIP3240 STM/STY STM3313 STY3492 ATGGGTCAGTCTGCGGCCTTAACTCCCTGTTTCGAGTAAATCAAATGGGTCAGTCTGCGGCCAATTTAGTCGATATGCGCGACGTCAGCTTTTCCCGTGGCGAACGCTGCATTTTCGATAATATTTCCCTGACGGTGCCGCGCGGGAAGATCACGGCGATCATGGGGCCGTCGGGCATCGGTAAAACCACGCTGTTGCGCCTGATTGGCGGACAGATCCCGCCGGATAAGGGCGAGATCTTATTTGATGGCGAGAATGTGCCGGCCATGTCCCGTTCGCGGCTCTACACCGTCCGCAAAC1



978 CHIP3256 STM/STY STM3350 ATGATTCTGTTCCCGCAAAATGTTAGTCAATAAAGACTGGCCCTGCGTGATTCTGTTCCCGCAAAATGAGGACACAGTAATGAGTGAAATGGTTGCGTTTCGGCAAGGTACATCCATGCCATCCAGAGAAACCATCTTGCATTATGTTGTTGAGACGGTGAATCAGATAACTGAGCTTGAGCCAGCGCTGCATTTACTGCCGTGGTCTGGCGTCAACTCAGCAATATATGAGCAACGTTTTGCACAGTGTTACGACGAGGGGCTTTGTGCCGCACAGACGTCGGCACCGAATGTTCCGCAGG1
979 CHIP3250 STM/STY STM3342 STY3523 ATGGCTGTCGCTGCCAACTTAACCCCGACCGAGGCGATGGCTGTCGCTGCCAACAAACGTTCGGTAATGACGCTGTTTTCTGGTCCTACTGACATCTATAGCCATCAGGTCCGCATTGTGTTGGCTGAAAAGGGTGTTAGTTTTGAGATCGAACATGTGGAAAAGGACAATCCACCTCAGGATCTGATTGACCTCAACCCGAATCAAAGCGTTCCGACACTGGTGGATCGTGAGCTGACCCTGTGGGAATCTCGCATCATTATGGAATATCTGGATGAGCGTTTCCCTCATC1
980 CHIP3266 STM/STY STM3374 STY3554 ATGTTGAAAAAATTTCGTGGCATTACTCTTCGCTGAACAGGTCGATGTTGAAAAAATTTCGTGGCATGTTTTCCAATGACCTGTCCATTGACCTGGGTACCGCGAATACCCTCATTTATGTAAAAGGACAAGGCATCGTATTGAATGAGCCTTCCGTTGTGGCCATTCGTCAGGATCGTGCCGGTTCGCCGAAAAGCGTGGCTGCAGTCGGTCATGATGCGAAGCAGATGCTGGGCCGTACGCCGGGCAATATCGCTGCGATCCGTCCGATGAAAGACGGCGTTATCGCTGACTTCTTTG1
981 CHIP3282 STM/STY STM0637 STY0688 ATGAAGACCACTTTTTCCGCTCTTATCCAAACCAGTGATGGAACAATGAAGACCACTTTTTCCGCTCGTTTTATGCAGCGCATGGCGCTCACCACGGCGCTTTGTGCCGCGTTTATCTCAACCGCACATGCCGATGACCTGAATATCAAAACTATGATCCCGGGCGTTCCGCAGATCGATGCGGAATCCTACATCCTGATCGACTACAACTCCGGCAAAGTTCTGGCGGAACAAAACGCCGACGAACGTCGCGACCCGGCTAGTCTGACGAAGATGATGACCAGTTACGTCATCGGACAGG1
982 CHIP3298 STM specificSTM0659 ATGGATAATGCAACGTTAGCGATTACGGCGCTTTCGGCTCATGGATAATGCAACGTTAGCGATTGGTATCGATCTCGGCACCACTAATAGTTTAATCGCCGTCTGGCAAGACGGAGCCGCACAATTAATACCTAATAAATTTGGTGAATATTTAACACCATCCATAATTAGTATGGATGAAAATAAACAAATTCTGGTGGGAAAACCTGCCGCAGCCCGTAAAACATCTCATCCAGATAAAACCGCTGCCTTATTTAAACGCGCAATGGGCAGTAATACTCACTGGCATTTGGGTG1
983 CHIP3314 STM/STY STM0693 STY0731 ATGACTGACAACAATACCGCATTAAAGTTATTTAGTCGCGTCATCGTGCATGACTGACAACAATACCGCATTAAAGAAGGCTGGCCTGAAAGTAACGCTTCCTCGTTTAAAAATTCTGGAAGTTCTTCAGGAACCAGATAACCATCACGTCAGTGCGGAAGATTTATACAAACGCCTGATCGACATGGGTGAAGAAATCGGTCTGGCAACCGTATACCGTGTGCTGAACCAGTTTGACGATGCCGGTATCGTGACCCGCCATAATTTTGAAGGCGGTAAATCCGTTTTTGAACTGACGCAACAGC1
984 CHIP2571 STM/STY STM3824 STY3954 ATGTCACATCACATTGTTATTGTTGAGTTAATACACCTCCGAGGCTAAAAAGATGTCACATCACATTGTTATTGTTGAGGATGAACCTGTTACTCAGGCCAGATTACAGGCCTATTTTGAGCAGGAGGGGTATCGCGTTTCGGTGACCGACAGCGGCGCGGGCCTGCGTGACATCATGGAGCATGAGCACGTTTCGCTGATCCTGCTGGATATCAACCTCCCCGATGAAAACGGGTTGATGCTGACCAGGGCGCTACGCGAACGTTCCACGGTGGGCATTATTCTGGTGACGGGGCGTTGCGACCAAA1
985 CHIP2748 STM/STY STM1537 STY1526 ATGCATCTCAAAGAAATAACCAGCTTACCTGAACCAGCGCCAATGCATCTCAAAGAAATAACCAGCCAGGGGTACTATATCTATGAAGCGCCGGTCCGTTTATGGCACTGGATCACGGCGTTATCCATTGTCGTCCTGGCTGTTACAGGATATTTCATTGGCCGCCCCCTGCCATCGATTCAAGGTGAAGCGACCTTTATGTTTTGGATGGGCTGGATACGACTGATCCATTTTACCACGGCGTATATTTTTACTGTCGCGCTGCTGTTTCGTATTTACTGGGCATGTGTCGGCAATG1
986 CHIP2573 STM specificSTM3828 ATGCAGTGGCAAACTAATCTCCTTACCACTCGGCTACCGATCCATGCAGTGGCAAACTAATCTCCCTCTCATCGCTATCTTACGCGGTATTACGCCCGATGATGCCCTGGCGCACGTTGGCGCGGTGGTGGATGCGGGATTTGACGCTATAGAAATTCCGCTTAACTCCCCACAGTGGGAAAAAAGCATTTCTTCCGTGGTGAAGGCGTATGGCGGCAGGGCGCTTATTGGCGCTGGTACCGTACTGAAACCGGAACAGGTAGACCAGCTTGCCGGGATGGGCTGCAAGCTGATCGTCA0
987 CHIP2589 STM/STY STM3848 STY3935 ATGAAGAAATCCCTTACCAATCTCGTTAGATAAGGCGACGGCAGAATGAAGAAATCCCTTACCAATCTCGACCTTAATTTGCTGTTATGCCTACAGTTACTCATGCAGGAGCGCAGCGTCACTAAAGCTGCAAAACGGATGAACGTAACGCCCTCAGCGGTCAGCAAATCGCTGGCGAAACTCCGGGCATGGTTTGACGATCCGCTGTTCGTCAATACGCCGCTGGGCCTGGCGCCGACGCCGCTGATGGTCAGTATGGAGCAAAGTCTGGCGGACTGGATGCAGATGGGGAATCAACTGC1
988 CHIP2605 STM/STY STM3880 STY3898 ATGAGCACTGATAATAAGCAATCGTTTTAAATCTCGACCTGCGTACCTAACATGAGCACTGATAATAAGCAATCGTTGCCTGCGATTACCCTCGCAGCTATTGGGGTTGTCTACGGTGATATTGGTACCAGCCCGCTTTATACGCTTCGTGAATGTTTGTCCGGTCAGTTTGGTTTTGGCGTTGAACGAGATGCCGTATTTGGTTTTCTGTCGCTGATCTTCTGGCTACTCATCTTTGTGGTTTCCATCAAATATCTCACCTTCGTGATGCGCGCCGATAACGCGGGTGAAGGTGGAATTTTGACGC1
989 CHIP0838 STM/STY STM1332 STY1779 ATGCTTATAATTTCATACATTGCATTATGCTTATTTATTGTTTCTTAGTAAAACGAATCTTATATGCATGCTTATAATTTCATACATTGCATTATGCTTATTATTTATAGTTTATCTCTATACTCTTTCCGTAAGAATTGAGGGGAAAATAATAAATGTAATGGTCCCATACCTGATAATAACAGTCCCTACACTGTACGTGTTTGAAGGTATATTTGTATACCTCTCAGAGGTGCAGAATTATACAGTGGAATATTTGTTTTTCTATACTTGCTATATAACATACATAGCATCATTTGTTATTTCTTATCTTTACACACAAA1
990 CHIP0862 STM/STY STM0776 STY0809 ATGAGAGTATTGGTTACAGGTGGTAGCTTAATCTGGGTATGCCTGCGATGAGAGTATTGGTTACAGGTGGTAGCGGTTACATTGGAAGTCATACCTGCGTACAGTTGCTGCAAAATGGTCATGACGTCGTCATCCTCGATAACCTCTGCAACAGCAAGCGCAGCGTGCTGCCCGTGATTGAACGTCTGGGCGGTAAGCACCCGACCTTTGTCGAAGGCGATATTCGCAACGAAGCGCTTATAACCGAAATTCTGCACGATCACGCGATTGATACCGTGATTCACTTTGCCGGCCTGAAAGCCG1
991 CHIP0808 STM/STY STM2030 STY2235 ATGAAAGATGAGCTTTTTCTGCGTTAAATGTCTCTGACATGGTTTTCTTCATGAAAGATGAGCTTTTTCTGCGCGGCGAGAACGTGCCAATGACCAAAGAGGCGGTACGGGCGCTGGCACTGTCGAAACTTGAGCTCCACCGCGCCAGTCACCTGATTGACGTCGGGGCGGGAACGGGAAGCGTCTCAATTGAAGCGGCGCTGCAATTTCCTTCGTTGCAGGTGACGGCTATCGAGCGTAATCCTGCCGCACTACGGCTGCTTGATGAGAATCGTCAGCGCTTTGCCTGCGGCAATATCGATATTC1
992 CHIP0840 STM/STY STM3714 STY4081 ATGATTAAAAAAATCATATTTACTGTTACTCCTTTACTTATCAAACCAGTTTTTCATTTGTTCATGATTAAAAAAATCATATTTACTGTTACTCCTATATTTTCAATTCCTCCTCGTGGTGCGGCTGCGGTAGAAACCTGGATTTACCAGGTTGCAAAACGACTATCAATACCGAATGCTATTGCTTGTATAAAGAATGCTGGCTATCCTGAATATAATAAAATAAACGATAACTGTGATATTCATTACATCGGGTTTAGTAAAGTTTATAAGCGTCTTTTTCAGAAATGGACTCGTCTCGACCCACTACCCTATTCCC1
993 CHIP2647 STM/STY STM0084 STY0098 ATGAAAACGGGGGTGACATTCTTAATCTTTCGCCATGCGGATGAAAACGGGGGTGACATTCTGTAATCATCAGAATACCAGTAATGTCTGTACGCCTTCCCGCTCCGTATTGTATACCGGCTTACATATGCCCCAGACAAAGATGTTTGATAATTTGGGATTACCCTGGATGCCTTATGACCTTGACCCCGCTCTTGGAACCACAGGTCATATGATGCGGGAACTGGGATACTATACGGCCTATAAAGGTAAGTGGCATCTTACAGAAAAACTGGAGAAGCCTTTGCCTGACGAAA1
994 CHIP2671 STM/STY STM0138 STY0160 ATGTCTGACGTGACCGTCGTTAGCGCTCTTCGCTCCAATGTCTGACGTGACCGTCGTAAACTGTCCGACCTGCGGTAAACCGGTCGTCTGGGGGGAAATTAGCCCCTTCCGCCCATTTTGTTCTAAACGCTGTCAGTTAATTGATTTGGGCGAATGGGCCGCCGAAGAGAAACGAATCGCCAGCAGCGGCGATCAGTCTGATAGCGACGACTGGAGCGAAGAGCGCTAA1
995 CHIP2687 STM/STY STM0171 STY0193 ATGAAAGACATAGATACACTCATCAGCATTATTGGTGGGGAATGTATTTCAGATGAAAGACATAGATACACTCATCAGCAACAATGCACTATGGTCAAAAATGCTGGTGGAAGAGGACCCCGGATTTTTTGAGAAACTGGCGCAAGCGCAAAAACCGCGCTTTCTATGGATTGGATGTTCCGACAGCCGCGTTCCCGCAGAGCGTTTAACCGGGCTTGAACCGGGCGAATTGTTTGTTCACCGTAATGTGGCTAACCTGGTTATTCACACCGATCTGAACTGTCTCTCCGTGGTTCAGTATGCGGTAG1
996 CHIP2711 STM/STY STM0211 STY0233 ATGTATGACAATCTAAAAAGTCTGGGCTTACTTACGGGTAAGCTTGTCCAGATGTATGACAATCTAAAAAGTCTGGGCATTACCAATCCTGAGGAAATCGATCGTTACAGCCTGCGGCAAGAAGCCAATAACGATATCCTGAAAATCTATTTTCAAAAGGATAGAGGTGAATTCTTTGCTAAAAGCGTGAAGTTTAAGTATCCACGCCAGCGTAAAACGGTGGTGGCCGATGGCATCGGTCAGGGTTATAAAGAGGTACAGGAGATTAGCCCTAACCTACGCTATGTGATTGACGAGCTGGACCAAA1
997 CHIP2385 STM/STY STM3405 STY4392 ATGGCCCGTACCGAAATTTGTTAAACAAATACATTAGTACGTCGAACATGGATGGCCCGTACCGAAATTTGGTTACGTTTAATGTACGTCGGCGACCTTTATGGCGAGGCGATGTTGAACATGGCGAACTCGCTTATTCGCCAGCCTCAGATAAATCGCACGCACCTTCAGGAGGCTGGTCTTACCGCGCGGCAAGCTGAACGTTTTTTACAGCTTCCAGCAGGTGTGCTTGATGAGACATTACGCTGGCTTGAACTACCGCAGCACCATTTTCTGTGTGCGGATAGTGAGATTTATCCTCCCCAAC1
998 CHIP2401 STM/STY STM3461 STY4337 ATGTCGAAGACACTTTTACAGATCCATTAGCGGCAAAGGTTGCCATGTCGAAGACACTTTTACAGATCCATTTTAACTTTAGCGGCCCTTTTGGCGAGGAGATGACTCAGCAACTGGTCGGGCTGGCGGAGTCTATCAATGAGGAGCCGGGCTTCATCTGGAAAATCTGGACAGAAAGCGAGAAAAACCAGCAAGCTGGCGGTATTTACTTGTTTGAATCCGAAGAAACGGCGCAGGCTTATATTAAAAAACACACTGCGCGTCTGAAAAATCTTGGCGTTGATGAGGTGACGTTTACAT1
999 CHIP3865 STM/STY STM1211 STY1251 ATGACTACACCATTAAAAAAGATCGTGTTAATGCAGTTTCAGGCGCTTGACTACACCATTAAAAAAGATCGTGATTGTCGGCGGCGGCGCTGGCGGGCTGGAAATGGCGACGCAGTTAGGCCATAAACTGGGGCGCAAGAAAAAAGCGAAAATCACGCTGGTAGACAGAAATCACAGCCATCTGTGGAAACCATTGCTGCACGAAGTGGCGACTGGCTCTCTGGACGAAGGCGTGGATGCGCTGAGCTATCTGGCTCATGCGCGTAATCATGGTTTCCAGTTCCAGCTGGGGTCGGTGATGG1

1000 CHIP3881 STM/STY STM1253 STY1868 ATGGCACATTTCTCAAGACTGCTTATGATTTACCGGGTAACATCCATGGCACATTTCTCAAGACTGCAAATAACGCTTCACTGGTTAACACTGCTCCTGACAGGCATCGCATATGCTGCTATTGAGTTACGGGGGTGGGCGCCAAAAGGCTCCAGCGTTTACCTGTTTATGAAAGACACGCACTATGATATGGGCGTTCTGGTCTGGGCGCTGATGTTTTTACGGTTATATCTTAAACACAAATACCCGGATCCGGTCATTACGCCTCCCCCTCCTCACTGGCAGCACGTAGCCGCTAAAT1
1001 CHIP3897 STM/STY STM1286 STY1830 ATGACCAAACTTAAACTTCTGGCTCTTAGAATCTATAGGTCACGCCAGGTGACCAAACTTAAACTTCTGGCTCTTGGCGTGTTTATTGCAACATCCGCCAGCGTCGCGCACGCTGAAAGCAACCTGACGTTGGGCGCAGGCGTTGGTGTGGTTGAACACCCTTATAAAGATTACGATAGCGATGTTTATCCGATACCGGTCATCGCTTATGAAAGCGAAAACTTCTGGTTCCGTGGTCTGGGCGGCGGGTACTACTTGTGGAATGACAATGCCGATAAGTTGTCAATCATGGCATACTGGTCCC1
1002 CHIP4010 STM/STY STM2116 STY2329 ATGGGCGCAGGCACTGAATTATTTGGAATCTGACTGGTATTCATACTCGTGGGCGCAGGCACTGAATGCAGAGCAGGGAAAACCATGACAGAAAAAGCAAAACAATCTGCGGCGGTTACGGGTAGCGATGAAATCGATATCGGGCGCCTGGTCGGAACGGTGATTGAAGCGCGTTGGTGGGTGTTGGGGACGACGGCCATATTTGCGCTGTGCGCGGTAATTTATACGTTCTTCGCCACGCCCATCTATAGCGCCGATGCGCTGGTACAGATTGAACAAAACGCCGGTAATTCGCTGGTACAGG1
1003 CHIP3867 STM/STY STM1214 STY1254 ATGAAAAACGTAAAAACCCTCATCGTTACTTATAGATTACCGCCGTACCGATGAAAAACGTAAAAACCCTCATCGCTGCTGCCGTACTGAGTTCGCTCTCATTCGCCAGCTTCGCCGCCGTTGAAGTTCAGGCAACGCCAGAAGGTCAACAGAAGTTCGGCACCATTTCCGCGAATGGCGGCACGAATCTGGGCTCGCTGGAAGATCAGCTGGCGCAAAAAGCGCAGGAGATGGGGGCGAAGTCTTTCCGTATTACCTCTGTTACCGGCCCGAATACCCTCCACGGTACGGCGGTAATCTATAAGT1
1004 CHIP3883 STM/STY STM1261 STY1859 ATGCAACAAGAACATCGTGAGTGTTACGCGGCCATTTTAAGGATGCAACAAGAACATCGTGAGTGTATTGAGCAGTGTTATGAATGCGCGGCGGCGTGTGATATCTGCGCCTCTTCTTGTCTGCGTGAAGATAACGTCGAAATGATGAAGCACTGCATCCAGTTAGATATGCAATGTGCGGCCATTTGTCGCCTGGCGGCGCAATTTATGGCGTTGGAAAGCGAGTACTCACAAAAATTATGCCGCCTGTGCGCGGATATCTGCAAAGCCTGTGCCGAAGAGTGTGCAAGGCACGATC1
1005 CHIP3899 STM/STY STM1288 STY1828 ATGAAAAACGTAACGTTTTGCGTTACACCATATCCAACGCGGTGAAAAACGTAACGTTTTGCGGGCAGGTGACGCTTCCTGCCATCGGACAGGGAACATGGTATATGGGCGAGCGCGCGGATCAACGTCAGCGCGAGGTTTCGGCGTTGCGCGCGGGGCTGGATTTGGGGTTACGCCTTATTGATACAGCGGAAATGTATGCCGACGGCGGGGCGGAAAAGGTCGTGGGCGAGGCGTTAGCAGGGCGACGCGATGAGGCATTTCTGGTGTCAAAAGTGTACCCGTGGAACGCTGGCG1
1006 CHIP4012 STM/STY STM2119 STY2332 ATGGAATGGATTGCCGATCTTACATCTCCTGGTCTGGCTCGATGGAATGGATTGCCGATCCGTCAATCTGGGCCGGACTGGTAACGTTAATCGTTATCGAACTTGTTCTCGGCATTGATAACCTGGTCTTTATTGCCATCCTCGCTGAAAAACTACCGCCGGGGCAGCGCGACCGCGCGCGCATTACCGGCCTGATACTGGCGATGATCATGCGCCTGCTGCTGCTGGCGTCAATCTCGTGGCTGGTCACCTTGACTAAGCCGCTTTTTAGCGTACAGGCGTTAAGCTTTAGCGCCC1
1007 CHIP3740 STM/STY STM4600 STY4949 ATGCGTGTAACAATTGTTCTTGTCGTTATTTTGTTAGTTTTTTTTCAATATCATGGAATGCGTGTAACAATTGTTCTTGTCGCTCCCGCCAGAGCGGAAAATATTGGCGCAGCCGCCCGGGCTATGAAGACCATGGGATTTACTGACCTGCGTATTGTCGACAGCCAGGCGCACCTGGAGCCCGCCACCCGTTGGGTCGCACATGGATCTGGAGATATTATTGATAATATTGAGGTTTTCCACACCCTTGCCGACGCACTCCACGATGTGGATTTTACCGTAGCGACGACAGCCCGCAGCCGGGCAAAATTTC1
1008 CHIP4060 STM specificSTM2753 ATGAACAAAATCAGAGCCGCCTTAAACATCTTCAGGTTTCCCGCATGAACAAAATCAGAGCCGCCGTGGTGGGTGCAGGTATCTACGGCAAACACCATATGAACGCGTACCGCCATAACCCGGACACCGTGCTGGTTGCCATCTGCGACACCGATACAGAACGTTGTGACGACCTTGCCATGGCGTACGGGATCCAGGGCTACACACGACTGGATCGGTTACTACAGCAGGAGGCTATTGATATCGTCTCGGTGGCGACACCGGATCCGTACCATACCGAATCCATCCTCACCGCCCTGC1
1009 CHIP4006 STM/STY STM2109 STY2321 ATGTCAAAAGTCGCTCTCATTACTGTTAGGACTCCAGCGCGATATGTCAAAAGTCGCTCTCATTACTGGCGTAACCGGACAGGATGGGTCTTACCTGGCAGAATTTCTGCTGGAAAAAGGGTATGAGGTGCATGGTATCAAGCGCCGCGCGTCATCGTTTAATACCGAGCGCGTGGACCATATTTATCAGGACCCGCACAGCTGCAACCCGAAATTTCATCTGCATTATGGCGACCTGACCGACGCCTCCAACCTGACCCGCATTTTACAGGAAGTGCAGCCGGATGAGGTCTACAACC1
1010 CHIP4022 STM/STY STM2136 STY2365 ATGATGTTTAAACCAGAACTCCTTTCGTTACTTAGCATGGGGGTTACGCATGATGTTTAAACCAGAACTCCTTTCGCCGGCGGGAACGCTGAAAAATATGCGTTACGCTTTCGCTTACGGTGCCGATGCCGTCTATGCGGGCCAACCACGCTACTCTTTACGCGTGCGTAATAACGAATTCAATCACGAAAATTTGCAGCTTGGCATCAACGAAGCCCACGCGCTCGGAAAAAAATTCTACGTGGTGGTGAACATCGCCCCGCATAACGCCAAGCTCAAAACCTTTATCCGTGACCTGAAACCCG1
1011 CHIP3750 STM specificSTM0275 ATGAGCCTGAAGTCTGATGTCCTTAATTACAGATAAAAGATACAGACTGGTCTTCTGGTGAGCCTGAAGTCTGATGTCCCAGCGGCGTGGCAGCTTTCTCCCCGATATATGTCGCGTTTATGGTTAAGTAGTATTGGGGTAACGCAGGGTAAACCTGAAAACCTGATGGATCTCAAACCAGAGACTAAAAAAGTAAACGGTGAAAATTGGTCTGTATGGGAAACAGAACGTGGTAGCGATAAAGAAACCGATCGCTATTGGGTTTCGTGTATTTATGGTCATGAACAGATATGGTTGACGCAACCAATACCTG1
1012 CHIP3766 STM/STY STM0297 STY0343 ATGCGTAAAGCCCGTATTACTGCTTAGCTTGAGCAGACAGTAAATACGATGCGTAAAGCCCGTATTACTGCGCACCAGATCATCGCTGTGATTAGATCAGTCGAATCCGGACGGACTGTTAAAGATGTCTACCGGGAGGCCGGTATTTCTGAAGCCACCAGGGACAACTGGAGGTCTGGATACGGCGGCAGGGATACGCGTGGAATCACAAAAGGCTCCACCGTATTTACTGTCTGCTCAAGCTGA1
1013 CHIP3782 STM specificSTM0329 ATGTCTGCTAAAACGCTGTATGAAAAATTAGTTATTCCCCTGCCTGAAGTAATGATGTCTGCTAAAACGCTGTATGAAAAATTAGTTGAGTCACATACCATTCGTGAACTTGATAACGAAGGACATGTTTTACTTTATATTGATCGTTCAATACTGAATGAATATACCAGCCCGCAGGCATTTAGCGGGTTAAGAGAACGCGGCCGCACCGTTCGGCACCCCGACACGTTTTTATTGAATATTGACCATGTTAATCCTACGCGGTCGCAACGGGATGACTTAATGACCGATCCGGGAGGACAGCTACAGG1
1014 CHIP3798 STM/STY STM1061 STY1082 ATGAATTCTCTGTTTGCCAGTACGTTAGGCGGCGCGGATCAGATGAATTCTCTGTTTGCCAGTACGGCCCGCGGGCTGGAAGAGCTGTTAAAAACTGAACTGGAAAAACTGGGCGCCGTAGGGTGTCAGGTTGTTCAGGGTGGGGTCCATTTTCAGGGCGACACGCGGCTTATTTACCAGAGCCTGATGTGGAGCCGCCTGGCCTCGCGTATTATCCTGCCGATGGGTGAGTGCAAGGTCTACAGCGATCTCGATCTTTACCTCGGCGTTCAGGCGATAAACTGGACAGAGATTTTTA1
1015 CHIP4144 STM/STY STM4126 STY3748 ATGCCACATTCCTGGGATTATGTTAAAACAGGCGGTTTAAGCCGATGCCACATTCCTGGGATTATGATGCAGTCGTCATAGGGTCAGGCCCCGGCGGTGAAGGCGCTGCAATGGGTCTGGTTAAGCAAGGAGCACGCGTCGCGGTGATTGAGCGTTATCATAACGTTGGCGGCGGATGTACCCACTGGGGCACCATCCCATCCAAAGCCCTTCGCCACGCCGTCAGCCGCATTATTGAATTTAATCAAAACCCGCTCTATAGCGACCACTCCCGTCTCCTTCGTTCTTCTTTCGCCGACA1
1016 CHIP4168 STM/STY STM2915 STY3040 ATGCCGCGTTTTGCCGCCTTAGCGCCAGGCGTTAAACATGCCGCGTTTTGCCGCCAATTTGTCGATGATGTTTACCGAAGCGCCGTTTATCGAGCGTTTTGCCGCCGCTGCTGAAGCCGGTTTTCAGGCCGTTGAGTTTCTGTTCCCCTATGACTTTGCCGCCAGCGAGATTAAAGCCCAGCTATCGCGTCATAATCTGACGCTGGCGCTGTTTAATACTTCGGCGGGCGATACCGCGGCGGGCGAATGGGGACGTGCCGCGCTACCGGGGCGCGAACACGACGCGCGCGCCG1
1017 CHIP3048 STM/STY STM2386 STY2618 ATGAAAAAGAAAACATCGCTCAGCTTAGGGTAATTCGGGCGGATGAAAAAGAAAACATCGCTCAGCGAGGAGGACCAGGCGCTGTTCCGTCAGCTGATGGTCGGCACCCGAAAGATTAAACAGGATACTATCGTCCATCGGCCACTGCGCAAGAAAATCACGGAAGTCCCTACCCGAAGGTTAATTCAGGAACAGGCGGACGCCAGCCACTATTTTTCCGATGAGTTCCAGCCGCTGCTCAATACGGAAGGGCCGGTAAAGTATGTCCGTGAAGATGTCAGCCATTTCGAGCTAAAAA1
1018 CHIP3064 STM/STY STM2424 STY2660 ATGAACTATTCACTGCGTCAACTGTTATAGCTGATACAGCGGATCTTTCGATGAACTATTCACTGCGTCAACTGCGTATTTTTATTACCGTCGCCCAGGCCAAAAGTTTCAGTCGGGCAGGGGACAGGATTGGACTGAGCCAGTCTGCGGTCAGTCATAGCGTAAAAGAGCTGGAGCGGCAAACCGGCGTCAGACTGTTGGATCGCACTACGCGTGAGGTGGTGCTGACCGAGGCGGGGCAACAACTGGCGACGCGTCTGGAGCGGGTGCTTGATGAACTGAACAGCATACTGCGCGATGCAGGCA1
1019 CHIP3464 STM specificSTM0921 ATGCGGGACATTCCACAGTTAGGAAAGGCGGTTTATAGAGAGGATGCGGGACATTCCACAGGATACGCTGAGCCAAACCACGAAAACCGAGCAGTCGGCCCGCATTGATTTGTGGGAAATCGACCTGACGGCCATTGGTGGCCAGCGTTACTATTTTTCAAACGAACTGAATGAGAAGGGCGATCCGGTTACCTGGCAGGGGCGTAAGTATGACGCTTACCCGATACAGGGAACCGGCTTTGAGCTGTCAGGGAAAGGGACATCTGCACGACCAACGCTGGCGGTGTCGAACCTGTTTG1
1020 CHIP3104 STM/STY STM2526 STY2771 ATGGCTATTGAACGGACTTTTTCCTTAACGGGTGCGCGGGCAATGGCTATTGAACGGACTTTTTCCATCATTAAACCCAACGCGGTGGCAAAAAACGTTATTGGCAGCATCTTTGCGCGCTTTGAAGCTGCAGGGTTCAAAATTGTTGGCACTAAAATGCTGCACCTGACCGTTGAGCAGGCGCGCGGCTTCTATGCTGAGCACGACGGCAAGCCGTTCTTTGACGGTCTGGTGGAGTTCATGACCTCTGGCCCTATCGTGGTATCCGTGCTGGAAAGTGAAAATGCGGTACAGCGTC1
1021 CHIP3458 STM specificSTM0915 ATGAACAAACACACCCAGATTCGTTAGTTGGTGTAGGTGATCCGGATGAACAAACACACCCAGATTCGCCACGCCGTGCTGGCGAAACTTGAATCCCTGTCTGGATCGTCCGCCATGCTGCACGACGGTTTGCCGGTCTTTATTGAACCAGAAGAGCTTCCCGCACTGGCTGTCTGGTTGACCGATGCGCAGTTCGCCGGGCAGATGCTTGATGAACGCGACTGGGAGGCCGTTCTCCATGTGGCGGTATTTCTGAAAGCGCAGGCCCCGGATGCGGAACTTGATATGTGGATGGAAGAGA1
1022 CHIP3098 STM/STY STM2510 STY2751 ATGACGGAAAACATTCATAAGCATTATTCCCACTCAATGGTAGCCGATGACGGAAAACATTCATAAGCATCGCATCCTCATTCTGGACTTCGGTTCTCAGTACACTCAACTGGTTGCGCGCCGCGTGCGTGAGCTGGGTGTTTACTGTGAACTGTGGGCGTGGGATGTGACAGAAGCACAAATTCGTGACTTCAACCCAAGCGGCATTATTCTTTCCGGCGGCCCGGAAAGCACCACCGAAGAAAACAGCCCGCGCGCGCTGCAGTATGTCTTTGAAGCAGGCGTGCCGGTATTTGGCGTTT1
1023 CHIP3114 STM/STY STM2544 STY2790 ATGAGACTGACATCTAAAGGGCGTTAAGCGCGTAATTTAACGTCGATGAGACTGACATCTAAAGGGCGTTATGCCGTGACCGCAATGTTAGACGTTGCGCTCAACTCCGAAGCGGGCCCGGTACCGTTGGCTGATATTTCTGAACGTCAGGGGATTTCCCTTTCTTATCTGGAACAGCTATTTTCCCGTTTACGTAAAAACGGTCTGGTTTCCAGCGTACGCGGGCCGGGCGGCGGTTATCTGCTGGGTAAAGATGCTGGCAGTATCGCGGTCGGCGAAGTGATCAGCGCGGTTGATGAAT1
1024 CHIP3130 STM specificSTM2586 ATGACGTTTAAAATGAGCGATACCCTTATAAACTACTGGCTGGTTTCTCCGATGACGTTTAAAATGAGCGATACCCCGCAGACAATTAAAATTTTTAATCTGCGTTCAGATACAAACGAATTTATTGGTGCAGGTGATGCATATATCCCGCCACACACTGGATTACCGGCAAATTGTACGGATATTGCGCCCCCGGATATTCCAGCCAGTCATATTGCGATATTTGATGCTGAAACCGGAACGTGGAGTCTGCATGAGGACCACCGCGGCGAGACGGTTTACGACACAACAACCGGCAATCAGGTTT0
1025 CHIP4107 STM/STY STM4059 STY3812 ATGAATAAAATCCTGTTAGTTGATGATGATTATGAAGCGGAAACCATCAATGAATAAAATCCTGTTAGTTGATGATGACCGAGAGCTGACTTCCCTGTTAAAAGAGCTCCTCGAAATGGAAGGTTTTAATGTCCTGGTGGCCCACGACGGCGAGCAGGCGCTTGAGCTTTTGGATGACAGCATCGATTTACTTTTGCTTGACGTCATGATGCCGAAGAAAAACGGTATCGATACGTTGAAAGCGCTTCGCCAGACACACCAGACGCCTGTCATTATGCTGACCGCGCGCGGCAGCGAGCTGGATC1
1026 CHIP3555 STM specificSTM4213 ATGGCAGCTAATTACCTGCACGTTAGCGATTGCTCTCCAGAGAAATGGCAGCTAATTACCTGCACGGTGTAGAGACCATTGAGATCGAAACCGGCCCACGTCCGGTTAAGGCGGTTAAATCTGCGGTTATTGGTCTGATCGGCACCGCGCCATGCGGCCCGGTTAACCAGCCAACGCTGTGCCTTTCTGAAAGCGACGCGGCACAGTTTGGCCCAGGTCTGGCAAATTTCACCATCCCGCAGGCGCTGAAGGCGATCTACGATCACGGCGCAGGGACGGTCGTGGTGATTAACGTGCTGA1
1027 CHIP4165 STM/STY STM2911 STY3036 ATGACGTATCGCAGTAAAGTGGCTTATGATCTTTCCTTTTTCAGGCATGACGTATCGCAGTAAAGTGGCAGTGGTTTACCTGCTCGGCTTCTTTCTTGATCTGATTAATCTGTTTATTGCCAGCGTGGCTTTTCCTGCGATGTCCGTGGATCTGCATACGTCCATATCGGCGCTGGCATGGGTGAGTAACGGTTATATCGCAGGATTAACGCTGATCGTTCCGTTTAGCGCGTTTCTTTCGCGTTATCTCGGCGCACGACGGCTGATCATATTTTCGCTCATTCTGTTTAGCGTTGCCGCCG1
1028 CHIP4189 STM specificSTM2944 ATGTCGATATATCACTATTGGGGAAAGTTATTCCCCCATCATGCCAGTGTCGATATATCACTATTGGGGAAAGTCTCGACGAGGAGAAACTGACGGCGGTGATGATTACCATTTGCTTTGCTGGCATTCTTTAGATGTTGCGGCTGTGGGTTACTGGATGGTGATAAATAATATTTATTTTATTGACCACTATCTAAAAAAATTAGGCATCCAGGATAAGGAGCAGGCGGCGCAATTTTTTGCCTGGATTTTATGTTGGCATGATATTGGAAAGTTTGCTCATTCCTTCCAGCAACTATACC1
1029 CHIP3069 STM/STY STM2441 STY2678 ATGAGCATTGAGATCGCCATTAGGCCGATTGCGCCAGATGAGCATTGAGATCGCCAGAATTAAGAAATCCTTTGGTCGCACTCAGGTACTGAATGATATCTCGCTGGATATTCCTTCCGGCCAGATGGTTGCCTTGTTGGGGCCGTCAGGTTCCGGCAAAACGACGCTGCTGCGCATTATTGCCGGGCTGGAGCATCAGTCCAGCGGTCATATTCGTTTCCACGGTACGGACGTTAGCCGCCTGCACGCGCGTGAGCGTAAAGTCGGTTTTGTGTTTCAGCACTATGCGCTGT1



1030 CHIP3085 STM/STY STM2486 STY2724 ATGATTATGCGCTGGCAAGGTTAAAAGTTTTTGCCAAACGTATTACATTGGTGATTATGCGCTGGCAAGGGCGTCGTGAAAGCAACAATGTAGAGGACAGACGTAATCGGCCAGGCGGCCCCTCGCTGGGTGGCCCAGGCTTTCGTCTTCCGCGCGGAAAAGGCGGCATCATTCTGTTGGTGGTGGTGTTGGTCGCAGGGTACTATGGGGTGGATTTAACCGGTCTGTTGACCGGCCAGCCGGTTTCGCAGCAGCAGTCGACGCGTTCGATAAGCCCCAATGATGATGAAGCGGCAAAATTTACCT1
1031 CHIP3493 STM/STY STM0972 STY0971 ATGCCAGTTACGTTAAGTTTTGGTAATCTTATATAAGCATATTGCGACAACTCGAATGCCAGTTACGTTAAGTTTTGGTAATCGTCATAACTATGAAATTAATCATTCACGGCTAGCCCGTTTGATGAGTCCTGATAAAGAAGAAGCGCTATACATGGGGGTATGGGATAGATTTAAGGACTGCTTCAGAACACACAAAAAACAAGAGGTGCTGGAGGTATTATATACACTCATCCATGGATGTGAACGTGAAAATCAAGCTGAACTTAATGTTGATATAACCGGCATGGAGAAGATACATGCCTTTACAC1
1032 CHIP3509 STM/STY STM1003 STY1009 ATGTTAGAGCAACTTTCACAACTCTTTGTTACTCCTCTTTCCCTTCACTCTTCGATGTTAGAGCAACTTTCACAACTCTTTGAATTTCTATGGGGTGGCCCATTATTTTTGTGTGTCATCGGCATTGGTTTTTATTTTACAGTACGCCTCAATTTTTTCCAGATTATTAATTTAAAAGACATTTACCGTAATACAATTGGTACACTTGCCGGAAAAAATAAACAAAACACTACTGGCGAGGTAGCGTCTAAAAAATCCTTAAAATCAATAGAGGTGGCTGCCACTGTGCTATCCGGCTCATTAGGCGCGG1
1033 CHIP3503 STM/STY STM0991 STY0993 ATGCAGGATCGCAATTTTGATTACTCATAGGTTATCCTTGCATCTGCATGCAGGATCGCAATTTTGATGACATTGCTGAAAAGTTTTCCCGTAACATTTACGGCACGACCAAAGGACAACTGCGGCAAGCCATTCTGTGGCAAGACCTGGATCGCGTGCTGGAGGAGATTGGCGGGCGGAAACTGCGGGTGCTGGATGCCGGCGGCGGCGAAGGGCAAACGGCGATTAAGATGGCGGAACGCGGCCATCAGGTGACGTTATGCGATCTGTCTGGCGAAATGATCGCCCGCGCGCGGCAGGCGG1
1034 CHIP2952 STM/STY STM1953 STY2161 ATGCCACTACATCACTTAACGCGTTATACATGAGGATGGTAGGCAAACAATGCCACTACATCACTTAACGCGCTTCCCTCGCCTGGAGTTTATCGGCGCGCCGACCCCGCTCGAATACCTGCCGCGATTGTCTGATTATCTTGGCCGTGAGATTTACATTAAGCGCGATGACGTTACGCCCATTGCAATGGGCGGCAATAAACTGCGCAAGCTGGAGTTTTTGGTGGCCGACGCGCTGCGAGAAGGGGCGGATACGCTGATAACCGCAGGGGCGATTCAGTCGAACCATGTCCGTCAGACGGCGG1
1035 CHIP2976 STM/STY STM2075 STY2284 ATGATGAACGTCGTCATCCTTGTTACATCTCCAGGAAGTTTTTCAGCGTGATGAACGTCGTCATCCTTGACACCGGCTGCGCCAATTTAAGCTCGGTAAAATCCGCCGTGGCGCGCCACGGTTACACCCCGGTGGTCAGCCGCGAAGCGGAAATCGTATTACGCGCTGACAAACTCTTTCTGCCCGGCGTCGGCACGGCGCAGGCCGCTATGGATCAACTGCGCGAACGTGAACTGATCGACTTAATTAAAGCGTGTACTCAGCCGGTACTGGGTATCTGCTTAGGGATGCAACTGCTGGGTC1
1036 CHIP3016 STM/STY STM2333 STY2563 ATGAACGGTGAATTGATTTGGGTTAAAACGGAAACAACATTGGAATCGTGAACGGTGAATTGATTTGGGTTCTCTCTTTACTGGCGATTGCCGTCGTGTTGTTTGCGACGGGCAAAGTACGTATGGATGCGGTGGCTTTATTCGTCATTGTTGCTTTTGTCCTTAGCGGTACCTTGACCCTTCCGGAAGCCTTCTCCGGCTTTAGCGATCCGAATGTCATTCTTATCGCCGCCTTATTTATTATTGGCGACGGCCTCGTGCGCACCGGCGTTGCGACGGTGGTCGGTACCTGGCTGGTTAAAA1
1037 CHIP0193 STM/STY STM2054 STY2259 ATGTCTCAGGCTATAGGAATTTTAGAACTCTTACCCCTCCACCATCTGTCGATGTCTCAGGCTATAGGAATTTTAGAACTCACCAGCATCGCCAAAGGCATGGAGCTTGGTGATGCCATGCTGAAAAGCGCCAACGTCGATCTACTGGTCAGCAAGACCATCTGTCCGGGGAAGTTTTTACTGATGCTGGGCGGCGATATCGGCGCTATCCAGCAGGCCATTGAAACCGGTACGTCGCAGGCCGGCGAGATGCTCGTCGACAGCCTGGTGCTGGCGAATATTCATCCCAGCGTACTTCCGGCCATCA1
1038 CHIP2292 STM/STY STM1270 STY1851 ATGCATTCGTTAGCATACTGTTTCGTTAAGACTGGAGCGTTGCCAGTGCATTCGTTAGCATACTGTTTCGCAGCTAAGCGTAAATGTTTTCAGGAAGAGGTTAATGTGTTCGCGGAGTATGGTGTTCTGAATTATTGGACGTACCTGGTTGGGGCGATTTTTATCGTTCTGGTACCGGGGCCGAATACGCTTTTTGTGCTTAAAAACAGCGTGGGACGCGGGGTTAAAGGAGGATATCTTGCCGCATGCGGCGTGTTTATCGGCGATGCGATATTAATGTTTCTGGCGTATGCGGGCGTGG1
1039 CHIP2278 STM/STY STM1132 STY1169 ATGATAGCAAAATTCTTCCCGTGTTAAAATTCTTTTGTTGATTGAAAACTTTCAGTGATAGCAAAATTCTTCCCGTGGTATAGCGAGATAACTCGTCCACAAAAAAATGCTTTATTTTCAGCATGGCTGGGTTACGTTTTTGACGGCTTCGACTTTATGCTGATTTTCTACATTATGTATCTGATCAAGGCTGACTTAGGATTGACAGATATGGAGGGCGCATTCCTTGCCACAGCGGCCTTTATTGGGCGACCATTTGGCGGGGCGCTATTTGGTCTGCTGGCAGACAAATTTGGCCGTAAGCCGTTGA1
1040 CHIP2302 STM/STY STM1327 STY1784 ATGAAGCTTTTGAAGGCAGTACCTTACATCTTATAGCCCAGCGTTACCATGAAGCTTTTGAAGGCAGTACCCGCTGTAGTTATGCTGGCGGGTGGCGTGTTCGCGTCTCTGTATGCCGCCGCCGATGATTCCGTTTTTACTGTCATGGATGATCCCTCCACCGCGAAAAAACCTTTTGAAGGTAATCTGAATGCGGGCTACCTTGCTCAGTCAGGCAATACTAAAAGCTCTTCCTTAACGGCTGACACGGCGATGACCTGGTATGGACAACGTACCGCCTGGTCATTATGGGGCAATGCCAGCA1
1041 CHIP0251 STM/STY STM0371 STY0403 ATGTCTTTTAGCGAATTTTATCAGCGTTATTCTTCGATCGCCTGGCATGTCTTTTAGCGAATTTTATCAGCGTTCCATTAACGAACCGGAGGCGTTCTGGGCCGAGCAGGCCCGGCGTATCGACTGGCGACAGCCGTTTACGCAGACGCTGGATCATAGCCGTCCACCGTTTGCCCGCTGGTTTTGCGGCGGCACCACTAACTTATGTCATAACGCCGTCGACCGCTGGCGGGATAAACAGCCGGAGGCGCTGGCGCTGATTGCCGTCTCATCAGAGACCGATGAAGAGCGCACATTTACCT1
1042 CHIP2350 STM/STY STM1318 STY1793 ATGTCGCATAATGAGAAATCCCCTTATGCAGGAATCGCGTTAATTTTCATGTCGCATAATGAGAAATCCCCCCATCAGTCCCCCGTGCATGATACCCGTGAATCACAGCCCGGCCTGGACTCCCTGGCGCCGTCAGACGGTTCACATCGCCCCACGCCAGAAACGACGCCGCCGGGCGCGCAACCGACGGCCCCCGGCAGCTTAAAAGCGCCCGAGACCGCGAATGATAAGCTCACTGCCCTCGACGCCTTTCGTAAAGGCAGCGAAAATTATGCGCTGACCACCAATCAGGGCGTGCGCATCG1
1043 CHIP3619 STM/STY STM4355 STY4712 ATGTCAAAGCCCCTCGATCTTTAGGCATCGCGCACCAGATGTCAAAGCCCCTCGATCTCAATCAGTTAGCGCAAAATATTAAGCAGTGGGGGCTGGAGCTGGGCTTTCAGCAGGTCGGTATTACTGATACCGATCTGCGCGCATCCGAACCTGCGCTGCAGGCGTGGCTGGACAAACAATACCACGGCGAGATGGCATGGATGGCGCGCCACGGTATGATGCGCGCCCGGCCTCATGAACTCTTACCCGGTACGCTACGTGTCATCAGCGTGCGCATGAACTATCTGCCCGCCA1
1044 CHIP2963 STM/STY ATGAACAGAAAAGTTCTGGCACTGTTAGAACTGGTAGACCAGACCAACAATGAACAGAAAAGTTCTGGCACTGCTTGTCCCGGCGTTATTAGTGGCAGGCGCAGCAAATGCGGCTGAAGTTTATAATAAAAATGGCAACAAACTCGACCTGTACGGCAAAGTTGATGGTCTGCGTTACTTCTCTGACAATGCAGGCGACGACGGCGACCAGTCCTACGCCCGTTTTGGCTTTAAAGGCGAAACGCAGATTAACGATATGCTGACCGGCTATGGTCAGTGGGAATACAACATTAAGGTAAACACCA0
1045 CHIP2360 STM/STY STM1390 STY1730 ATGTCGTATTCTATCGGCGAATTTGTTATAGTGTGATAACCTCCAGCGAAATGTCGTATTCTATCGGCGAATTTGCCAGACTATGCGGTATCAATGCCGCCACGCTAAGGGCATGGCAGCGACGCTATGGTTTATTGAAACCGCAGCGTACTGATGGCGGACATCGCTTATACAGCGATGACGATATTCGACAAGCGCTTAGCATTCTCGACTGGGTGAGAAAAGGCGTACCGATAAGCCAGGTCAAACCCTTACTGTCGCGTCCGGTTATTCGCCTGGGCGATAACTGGATAACGATCCAGGAGA1
1046 CHIP3629 STM/STY STM4378 STY4734 ATGGAGCGTCCTGTTAAATGCTTAGGCATAGAGTATCGCCTGATGGAGCGTCCTGTTAAATGCGGGGTATGTAATAAGGAGCTGACGATGAAACAAGAACTTGCCTTATCCTCACTGCTGCTTTCTGCCGGACTGGTGAGTACGACGGCACAGTCTGCCGAATTCGCCAGTGCTGACTGCGTAACGGGTCTGAATGAAATCGGCCTGATCTCGGTCAGTAATGTTGCAGGAAACCCACAGGATGTAGAGCGGATTATCGCCCTGAAAGCCGATGAACAGGGTGCGTCCTGGTACAGAA1
1047 CHIP3645 STM specificSTM4418 ATGTCCACATCAGATAGTTGTTATAATACGGTTAATCAGAATAACGTTCGGTTTGAATGTCCACATCAGATAGTTGTTATAATACGGGTTACATATTACGCATCTGCGCGATTGCCGCACTGGGCGGAATATTATTTGGCTACGATACTGCTGTTATTTCAGGTGCGATTGGTTCACTGACCAGCTACTTTCATCTATCTCCTGCTGAGACCGGCTGGGCGGTTTCCTGCGTTGTGGTGGGGTGCGTTATTGGTTCGTTTAGCGCCGGATATTTATCCAAACGTTTTGGACGCAAGAAATCATTGATGGTTT1
1048 CHIP2989 STM/STY STM2276 STY2505 ATGAACACTGAAAAACCGTCGGTTAGGCTTTTTTAGCGCGGGATGAACACTGAAAAACCGTCGGTAGCTCACAACGTTGACCATAATGAAATCGCCAAATTCGAAGCCGTCGCGTCGCGCTGGTGGGATCTGGAGGGCGAATTCAAGCCATTGCATCGTATCAACCCCCTACGCCTTGGCTACATTACTGAGCGCTCAGGCGGCCTGTTTGGTAAAAAGGTGCTCGACGTCGGCTGCGGCGGCGGTATTCTGGCGGAGAGCATGGCGCGCGAAGGCGCAACCGTCACCGGGCTGGATA1
1049 CHIP3685 STM specificSTM4494 ATGAAAATAGCGGCGATTTATACGTTAACGCTGGCCATTTTCCATGAAAATAGCGGCGATTTATACGCAATCCGTCGGACCGCTGCCCGACGGTGAAATTCGTTTTGAAAACGACTGGTCAGGCGAGATAGAATCCAATGTCCTGATTACCGGGCCAAACGGCTGCGGTAAATCGACGCTGTTACGAGCCATTTCCTTATTATGGCGCGCCTTTGGGCATTGGCTGGGCACGGGTACGCGCCTGAATATCAAAGATGAATCTTATACCTGGTTCTATCGCTGGGATGCCAGCTGCGCGA1
1050 CHIP3701 STM/STY STM4519 STY4876 ATGGCTTACCAGACAGTGAATCCTTAGCGGCGCACCACTACATGGCTTACCAGACAGTGAATCCTGCCAATAATCAGCTCATTAAAGAGTACCCCCCGCACACGGACGCGGATATTGAAGCCGCGCTGCAAAAAGCTGACGCGCTCTATCACTCCGATTGGTCCAAAGGAGAGATTGACCAACGTCTGCCGGTACTGCATAAGCTGGCTGACTTGATCGACAGCCGTGTTGAAGAACTGGCAAAAATCGCCAGCCAGGAGATGGGCAAGCTCATCGAGCAGAGCCGTGGCGAAGTCA1
1051 CHIP2999 STM/STY STM2298 STY2528 ATGTTTGACGCCGCCCCCTTATTGGTGGCTTTCCTCAGTAAACATGTTTGACGCCGCCCCCATAAAAAAAGTCTCGGTGGTTATTCCTGTCTATAACGAACAGGAAAGCCTGCCGGAATTGATAAGACGCACCACCACCGCCTGCGAGAGCCTGGGCAAAGCGTGGGAGATTTTATTGATAGATGATGGTAGCAGCGATAGCTCGGCGGAGCTGATGGTTAAGGCGTCCCAGGAGGCCGATAGCCATATCATCTCTATTTTACTCAACCGTAACTACGGTCAACATGCAGCGATTATGG1
1052 CHIP3015 STM/STY STM2332 STY2562 ATGAAGCAGAGCCATTTTTTCGTTAAAGCGGTGAATCCTGGCATGAAGCAGAGCCATTTTTTCGCCCATCTCTCCCGCATGAAGTTGATTAACCGCTGGCCGCTGATGCGTAACGTGCGTACAGAAAACGTCTCCGAACATAGTCTGCAGGTGGCGATGGTCGCCCATGCGTTGGCGGCGATAAAAAACCGTAAATTTGGCGGTCAGCTCAATGCTGAACGCATCGCGCTTCTGGCGATGTATCATGATGCCTCGGAAGTACTGACCGGCGATCTGCCGACGCCGGTAAAATATTTTA1
1053 CHIP3711 STM specificSTM4537 ATGGTAGAGGCGCTTTTACTTGGTTAGAAATCATCTTCATCGTCATGATGGTAGAGGCGCTTTTACTTGGACTGGTGGCGTTTATCGCCCAGTCTGAATATGCATTAGGGACGTCGCTGATTTCCAGACCTATCGTGACCGGACTTTTAACCGGACTGGTGCTGGGCGACATGGAAACCGGAATTGTGATGGGCGCGACGCTGGAGTTGGCGTTTATCGGTTCCTTTTCGGTGGGCGCGTCGCTGCCCCCGGATGTGGTCACTGGCGGTATTTTAGGTGTGGCCTTTGCGATTAATTCCGGCG1
1054 CHIP2291 STM/STY STM1269 STY1852 ATGATTCGTCATATCGCCATTTTTCTTAACGCGCGCGTCGCACATGATTCGTCATATCGCCATTTTTCTTTGTTCTTTATTGATGTGCAGCACCACTTTTGCCGATTCGGTAACGTCGGTATCGCTTGGCGCGCTCTTAACCGCGCTCAATGAACGCATGTTATTAATGAAAGATGTGGCTGCTTATAAAATGAAGCACCATCTGCCGATAGAGGATTTCACACGTGAACAAAATGTTTTTGCCGAGGCTGAAGAAGAAGCGAAAAATAACGGTCTGGACCCGCATTCGATAACCCCTT1
1055 CHIP0232 STM specificSTM0200 ATGGCTAAAAGACAGGCGTTATTACATTAAATGTGGCTAGCGCACTTGATGGCTAAAAGACAGGCGTTATTACACGGCGCGGCCTGCATCCTCTGTGGGGCGCTGATATTGCCGGTCTCAGCGGCAGATAACCTGCATTTTTCCGGTAGCCTGGTGGCCAGTCCTTGCACGCTCACGATGCAGGGGACGGGGATTGCCGAAGTCGATTTTTCGTCGCTTGACAGTTCTGATTTCACTCCCGACGGCCAGTCTGCTCGTAAGCCTTTGGTGTTTGAACTCACGGATTGCGATTCGGCGCTGAGTA1
1056 CHIP0248 STM/STY STM0368 STY0400 ATGTCTTTACATTCGCCGGGTTACGATTTTTTATTCCTGTACAGCGATGTCTTTACATTCGCCGGGGCAGGCATTTCGCGCCGCGCTCGCTAAAGAGAATCCATTACAAATTGTCGGCGCTATCAATGCCAACCATGCTCTGTTGGCCCAACGGGCCGGGTATCAGGCTATCTATCTTTCTGGCGGCGGCGTAGCGGCGGGCTCGCTCGGACTGCCGGATCTGGGGATTTCTACGCTGGATGATGTGTTAACCGATATCCGGCGCATCACGGATGTTTGCCCGCTGCCGCTGTTGGTGGATG1
1057 CHIP1437 STM/STY STM2649 STY2842 ATGAACACCGTTTGTACCCATTGTTACAGCGCTTCGTTCAGCATGAACACCGTTTGTACCCATTGTCAGGCCATTAACCGCATCCCCGACGATCGGCTTCAGGATGCGGCAAAATGTGGACGCTGCGGTCATGAGTTGTTTGACGGAGAAGTCATTAATGCGACCGGCGAAACGCTGGACAAACTGTTGAAGGACGATCTTCCAGTGGTGATCGACTTTTGGGCCCCCTGGTGCGGCCCTTGCCGTAACTTTGCGCCAATCTTCGAGGATGTCGCAGAAGAGCGCAGCGGTAAAGTCC1
1058 CHIP1453 STM/STY STM0390 STY0423 ATGAGTGCGTCGTTGGCATTAGACAAGCAGTTCTGAAGCTAACCATGAGTGCGTCGTTGGCAATCCTCACAATCGGCGTTGTGCCAATGAGCGAAGTGTTACCGCTTCTGACGGAATACATCGACGAACAACACATCACCCATCATAGCCTGCTGGGAAAAATGAGCCGGGAAGACGTTATGGCGGATTACGCTGTAGAGCCTGGCGACGATCCGCTTTTGACGTTGCTGAATGATAACCAGATAGCCCATGTTTCCCGCCAGAAAGTGGAGCGAGATTTACAGAGCGTTGTCGAGGTGC1
1059 CHIP1477 STM/STY STM4236 STY4432 ATGGCCAATAATACCACTGGATTCTTATCGAAAATGTGACCATAACAGGATGGCCAATAATACCACTGGATTCACCAGAATTATCAAAGCGGCAGGATATTCCTGGAAAGGATTTCGCGCCGCATGGACTCACGAAGCGGCGTTTCGCCAGGAAAGCCTCGCGGTATTGCTGGGCGTCATCATCGCCTGCTGGCTGGATGTGGATGCGATTACCCGTGTGTTATTGATAGGTTCCGTTTTACTTATCATGATTGTTGAAATCCTCAACAGCGCTATTGAAGCGGTCGTGGACCGCATCGGTTCTG1
1060 CHIP1501 STM/STY STM2347 STY2577 ATGAAACTGATGTTCGCATCGTTACGAGTTAATTGCAACCTGCGATGAAACTGATGTTCGCATCGGACATTCATGGTTCTTTACCCGCCACGGAACGCGTGCTTGAGCGGTTCGCGCAAAGCGGCGCGCGTTGGCTGGTGATATTAGGCGATGTCCTTAACCACGGGCCGCGAAATGCGCTGCCTGAAGGCTATGCGCCCGCTCAGGTTGCCGAACGCCTGAACGCGGTGGCGACGCAAATCATTGCCGTGCGCGGCAACTGCGATAGCGAAGTGGATCAGATGCTGCTGCATTTCCCGA1
1061 CHIP0491 STM/STY STM2297 STY2527 ATGGCTGAAGGAAAAATGATGTCTTATTGTCCTGCTATCTGATGAAGGATGGCTGAAGGAAAAATGATGTCGGACTTTTTGCCTTTCTCCCGTCCGGCGATGGGCGCGGAAGAGCTTGCTGCCGTTAAGACCGTACTGGACTCAGGTTGGATAACAACCGGCCCGAAAAATCAGGAACTGGAAGCGGCGTTTTGTCGGCTAACTGGCAATCAATATGCCGTTGCCGTCAGTTCAGCCACTGCCGGTATGCACATCGCGTTGATGGCGCTGGGCATTGGTGAAGGCGACGAGGTCATTACACCGT1
1062 CHIP0515 STM/STY STM4226 STY4422 ATGATGCCATTATCGCGCTTATTCTCGCCGTAGTCGGTTATGATGCCATTATCGCGCTCACGTCTTGAGTTTATCGCCACGATTTTACAAAACGTACTAAATTTGGGGCTGCTTACCCTCGGTCTGATCCTGGTCGTTTTTCTCGGTAAAGAGACGGTTCATCTGGCGGATGCATTATTCGCGCCTGAGCAAGCCAGCAAATATGAACTGGTGGAAGGGCTGGTGATCTACTTTCTTTATTTCGAATTTATTGCGCTGATTGTGAAGTACTTTAAGTCTGGCCTTCACTTTCCGC1
1063 CHIP3948 STM/STY STM1375 STY1748 ATGAAACGTGCGTCTTTCATTACGTTACTGCGTCGCGCGCGTATGAAACGTGCGTCTTTCATTACGCTAACTATTATCGGCGCGTATAGCGCGTTACAGGCAGCCTGGGCGGTTGATTATCCATTACCGCCCGAAGGCAGCCGTCTTATTGGTCAGAATCAAACCTATACCGTACAGGAAGGTGATAAAAACCTGCAGGCTATAGCCCGGCGTTTTGATACGGCGGCGATGCTCATTCTTGAAGCGAACAATACGATTGCGCCGGTGCCTAAGCCCGGTACGCTAATTACCATTCCCT1
1064 CHIP0541 STM/STY STM1582 STY1483 ATGACCTCTTTTTTACATGCTTATTTTACGTTATTTTCCCGCCTCTGGAATGACCTCTTTTTTACATGCTTATTTTACGCGATTACATTGTCAGCCGTTGGGGGTTCCTACGGTTGAAGCGCTCAGAACGCTTCACTTAGCGCACAACTGCGCGATTCCTTTTGAAAATCTGGATGTGCTACTGCCTCGTGAAATACAGCTCGATGAGACGGCATTAGAGGAGAAACTGCTTTATGCCCGACGCGGTGGATACTGTTTTGAACTGAATGGCCTGTTTGAACGCGCGTTACGCGACATCGGTTTTA1
1065 CHIP0557 STM/STY STM2265 STY2491 ATGAAAAAAGCGTTACTTATCGATGATTACTCCTCTTTTTGCGCTTCTCATGAAAAAAGCGTTACTTATCGATGATGAATGCTGGCTGCGGGTGCAGGCGCGCGATGCCAGCGCGGATGGGCGTTTCGTTTTTGCGGTGCGAACCACCGGCGTTTTTTGCCGTCCTTCTTGTCGCTCGAAGCGGGCGTTACGTAAAAATGTTCGCTTTTTTGCCAACGCGCAGCAGGCGCTGGACGCCGGTTTTCGCCCCTGCAAGCGCTGTCAGCCGGATAATGCGCGCGCGCAGCAACGGCGGTTGGATAAGA1
1066 CHIP1320 STM/STY STM3785 STY3997 ATGAAAACATTGAGTAAAAGTTCACACATTAGGCATCCAGGCGCTGATGAAAACATTGAGTAAAAGTTCACACATCCCACTGTATCAACAGGTTGTGGAGTGGATAAGGGAAAGTATTTATAGCGGAGAATTAGTTGAGGATGACCGGATACCTTCAGAGTTTCAAATCATGGATATGCTGGAGGTGAGTCGCGGTACCGTTAAAAAAGCGGTTGACCAACTTGTCCGGGAAGGTGTTCTTGTGCAAGTGCAGGGTAAAGGAACTTTCGTAAAGAAGGAAAATGTTGCTTACCCACTGGGTG1
1067 CHIP1432 STM/STY STM2577 STY2823 ATGGCGATTCTCGGCCTGTTAACTTTCCAGAATGACCGTAGCGATGGCGATTCTCGGCCTGGGAACGGATATTGTAGAGATTGCCCGCATTGAAGCAGTGATCTCCCGTTCCGGCGAACGTCTGGCAAGGCGTGTGCTCAGTGACAACGAGTGGGCTATCTGGGAGACGCATCAGCAGCCGGTGCGTTTTCTCGCCAAGCGTTTTGCGGTCAAAGAGGCGGCAGCGAAAGCTTTTGGCACCGGCATCCGCAACGGTCTGGCGTTCAATCAGTTCGAAGTGTTTAACGATGAGCTGGGAA1
1068 CHIP1360 STM/STY STM0165 STY0187 ATGAAAAAGCTGAAACTGCATGGTTAGACCGCAGAAATATTGCGTTGAAAAAGCTGAAACTGCATGGCTTTAACAATCTGACGAAAAGCCTGAGTTTTTGTATTTACGATATCTGCTACGCCAAAACCGCAGAAGAGCGCGATGGCTATATCGCCTATATCGATGAACTCTATAACGCCAACCGACTGACCGAGATCCTGTCGGAGACCTGCTCCATTATCGGCGCAAACATCCTGAACATCGCCCGTCAGGATTATGAACCCCAGGGTGCCAGCGTCACGATTCTGGTGAGCGAAGAGC1
1069 CHIP1370 STM/STY STM2061 STY2266 ATGGATTACGAAATCAGGCAGGTTACTTCCGCTGTACCGGATGGATTACGAAATCAGGCAGGAACAAAAACGCAAGATAGCCGGTTTCCACATGGTCGGTCCATGGGAACACACCGTGAAGCAGGGTTTTGAACAACTGATGACGTGGGTGGATCGACAGCGGATCGTGCCAGTTGAATGGATTGCCGTCTATTACGACAATCCAGATGTCGTACCTGCAGAAAAACTCCGCTGCGATACCGTGGTGTCCGTGGCAGAGAATTTCATCCTGCCGGACAATAGCGAAGGCGTAATCG1
1070 CHIP1394 STM/STY STM0146 STY0168 ATGTTGCCAGATAAGGGTTGGTTATGTCATCTCCTTGTGCGATGTTGCCAGATAAGGGTTGGTTGGTAGAGGCGCGACGCGTCCCTTCTCCGCATTATGATTGCCGTCCGGATGACGAAAAACCGTCCTTGCTGGTGGTGCATAATATTAGCCTGCCCCCCGGCGAGTTTGGCGGTCCGTGGATCGATGCATTATTCACCGGAACGATAGATCCAGACGCCCATCCTTTTTTTGCAGAAATCGCTCATCTTCGTGTTTCGGCCCATTGTCTGATTCGTCGCGACGGTGAAATCGTCC1
1071 CHIP1410 STM/STY STM0156 STY0179 ATGAAAAAGGTTATGTTAAGCGCTCTTATTCGGCGACCTGCCAATGAAAAAGGTTATGTTAAGCGCTCTGTTACTGTCGTTACCCTTGCTGGGCTACGCGCAGGAACGGTTCCCCTCCCCGGAAGCGGCCGCCAGCGCCTTCGCCGCGGCGGTAGCCGGAAAAAACGAAACGCAGCTTACCGCGCTACTGGGCGATGACTGGCGGCAATTTCTGCCGCCGGAAGGTGCCGATCCCGAGGCCGTGGCCCGCTTCAATCGTGACTGGCGCGAAGGCCATCGCATTGTACAAAAAGACAATA1
1072 CHIP3919 STM/STY STM1333 STY1778 ATGCCTGTTATTACTCTTCCTGATGGTTATTCCTCCAGTTGTTGAAGACTGATGCCTGTTATTACTCTTCCTGATGGCAGCCAACGCCATTATGACCACCCTGTAAGCCCGATGGATGTTGCTCTGGACATTGGTCCTGGCCTGGCGAAAGCCACCATTGCGGGCCGTGTGAATGGCGAGCTGGTTGATGCTTCCGATCTGATTGAAAATGATGCGACGCTTTCCATCATCACCGCAAAAGATGAAGAGGGTCTGGAGATCATTCGTCACTCTTGTGCGCATCTGTTAGGTCACGCTATCAAGCAAC1
1073 CHIP0528 STM/STY STM0425 STY0464 ATGAAGTTTATCATTAAATTGTTCCCGTTACGGACGATACACCTTCACAATGAAGTTTATCATTAAATTGTTCCCGGAAATCACTATCAAAAGCCAATCTGTGCGTTTGCGCTTTATAAAAATTTTAACCGGGAACATCCGTAACGTTTTAAAGCACTACGATGAGACCCTCGCGGTTGTCCGTCACTGGGATAACATTGAAGTTCGCGCCAAAGATGAAAACCAGCGTCTGGTGATTCGCGACGCGCTGACCCGCATCCCGGGGATTCACCATATTCTTGAAGTCGAAGATGTGCCGTTCACCG1
1074 CHIP3975 STM/STY STM1477 STY1645 ATGGAAAAAAAACTGGGACTGAGTTAACCCACCAGCATCCAATGGAAAAAAAACTGGGACTGAGCGCGCTGACCGCGCTGGTTTTAAGCTCAATGCTTGGCGCAGGTGTTTTCAGTCTGCCCCAGAATATGGCCGCCGTTGCCAGTCCGGCTGCGTTGTTAATTGGCTGGGCCATTACCGGCGTGGGGATACTCTTACTGGCATTCGCCATGTTAATCCTTACGCGCATTCGCTCCGAGCTTGACGGCGGTATCTTTACTTACGCCCGCGAAGGCTTCGGCGAACTGATTGGCTTTT1
1075 CHIP1018 STM/STY STM0495 STY0541 ATGACACCCGCAGTTAAGTTACTCTTAATCCCGACGCGCGATATGACACCCGCAGTTAAGTTACTCGAAAAAAACAAGATTCCGTTTAACATTCACACCTACGATCACGATCCGAATGAAACTAACTTTGGCGATGAAGTGGTGCGTAAGCTCGGGCTAAACGCCGATCAGGTGTATAAAACGCTTTTGGTCGCCGTGAATGGCGATATGAAGCAACTGGCCGTCGCCGTGACGCCTGTAGCCGGACAGCTGGATTTGAAAAAAGTCGCCAAAGCTCTGGGCGCGAAAAAGGTCGATA1
1076 CHIP1581 STM/STY STM0496 STY0542 ATGGAGCTATTAAATCAACTTAAACGTTTATGTTATTTCAATATTTGCGGTAGGTTGCATGGAGCTATTAAATCAACTTAAACGTTTATGGCGCGCGCTGCGTGGTACCCCAAATAGTTGGCCTGCTATCGATCTCTCCCTGCCCGGCGGTCGTCATCTGCATCTGGTTGGCAGTATTCATATGGGGACGCGCGATATGGCTCCTCTTCCAGCAAAGCTGGTGAAAAAGCTACACCAGGCCGACGCGCTGGTCGTTGAAGCGGATATTTCTGGTAACGAAACGCCATTCAGCAATCTCCCCAAATGCCCGCCGT1
1077 CHIP1597 STM/STY STM0594 STY0638 ATGAGACTCCCCGCCTTTTATCTTAAAACAGGGCGGCAAGCGTGAGACTCCCCGCCTTTTATCGTTGGCTGCTTTTAGTGGTTGGTATATCAATTTCAGGAATATCCTTAGCCCAGGACGCCGGTTGGCCCCGGCAAATCCAGGACAGCCGCGGCGTTCATACTCTGGACCACAAACCCGCGCGTATCGTCTCTACCAGCGTGACGTTGACAGGCTCGCTGCTGGCGATTGATGCGCCCGTCGTCGCCAGCGGAGCCACTACGCCGAATAACCGCTTTGCCGACGATCAAGGGTTTA1
1078 CHIP2005 STM/STY STM4475 STY4814 ATGGAAAAGACATATAACCCCCAATTACAGCGCGCTAATAACCGATGGAAAAGACATATAACCCCCAAGATATCGAACAGCCGCTTTACGAGCACTGGGAAAAGCAGGGCTATTTCAAGCCTAACGGCGACGAAAGCAAAGAGTCCTTCTGCATCATGATCCCGCCGCCGAACGTCACCGGCAGTTTGCATATGGGACATGCTTTCCAGCAAACCATCATGGATACCATGATCCGTTACCAGCGTATGCAGGGTAAAAACACCCTGTGGCAGGTCGGCACCGACCACGCCGGGATCGCCA1
1079 CHIP2029 STM/STY STM4598 STY4947 ATGCAGACCCCGCACATTCTTAATCCTGCAGGTCGCCGATGCAGACCCCGCACATTCTTATCGTTGAAGACGAGTTGGTAACACGCAACACGTTGAAAAGTATTTTCGAAGCGGAAGGCTATGATGTATTCGAAGCGACAGATGGCGCGGAAATGCATCAGATCCTCTCTGAATATGACATCAACCTGGTGATCATGGATATCAATCTGCCAGGGAAAAACGGTCTCCTGTTAGCGCGTGAACTGCGTGAACAGGCTAACGTTGCGCTGATGTTCCTGACGGGCCGCGATAACG1
1080 CHIP3193 STM/STY STM3216 STY3394 ATGTTTTTGCATAACATTAAAATACGTTCATTAAGCGGGCTGCGTGTCATGTTTTTGCATAACATTAAAATACGTTCAAAATTATTTATGGCCTTTGGCTTATTCATTGTTCTCATGGTGGTGAGTTCCGCTCTGTCTTTGTTTAGCCTTGATCGGGCTAATACGGGTATGCAGAACATTATTACCAATGATTATCCCACCACGGTGAAAGCCAATCTGTTAATCGATAATTTTAATGATTTCATCATCGCGCAGCAGCTCATGTTACTGGATGAAGAGGGGCGCTGGAGCCAGAGTTCGCAGA1
1081 CHIP2079 STM/STY STM3743 STY4049 ATGAATCCAAAACGTTATGCGTTACCCTGCCGCCTGCATATGAATCCAAAACGTTATGCGCGTATATGCGAAATGCTCGCCAGGCGTCAGCCTGATCTCACGGTCTGCATGGAGCAAGTCCACAAACCTCATAACGTTTCTGCAATCATTCGTACCGCAGATGCCGTTGGCGTCCATGAAGTCCATGCCATCTGGCCAGGTAGCCGGATGCGCACCATGGCTTCTGCGGCGGCGGGCAGCAACAGTTGGGTACAGGTGAAAACTCACCGTACCATTGGCGATGCGGTAGCCCATT1



1082 CHIP0973 STM/STY STM1260 STY1860 ATGGAGTATTTAGCACGACTAAATATCGTTTACTGCATGACGCGTTTATCTGATGGAGTATTTAGCACGACTAAATATCGTTGCGATGCTGATGTCAACGACGTTCTGGATCAATCTGGCGGTCGTTTTTTTCGTCACCCTCATTACTTACTGGCTCATCAACTGGCTACTTAATGTGGTCTATAAAGCGCTACAACGCCCGGATAAAAAGGATGATGCTCATGGGCGGCTGCGTCCTATTGTTTTCGAGATGCTGAAAAAGACCAGTAAGATGCTAATCTTTTTTGCCGCATTTCTCTTTAGCCTGC1
1083 CHIP1544 STM/STY STM2421 STY2657 ATGGGTATTACGTCCCGCTTTTAATGTGCTAATGATTTGGTCGACATGGGTATTACGTCCCGCTTAAAAGTCATGTCGTTCTTGCAATATTTTATCTGGGGGAGCTGGCTGGTTACCCTGGGCTCTTACATGATCAACACTCTGGATTTTACCGGCGCGAATGTCGGTATGGTCTACAGCTCAAAAGGACTGGCAGCGATTATCATGCCGGGTATTATGGGGATCATTGCTGATAAATGGCTGCGCGCTGAGCGAGCCTACATGCTTTGCCATCTGGTTTGCGCGGGGGCGTTATTGTACG1
1084 CHIP1600 STM/STY STM2773 STY2890 ATGCGTATTCTGTTTGTCGGTCTTAGCCGTGTTGCAGCATGATGCGTATTCTGTTTGTCGGTCCACCACTGTATGGACTGCTATACCCTGTGCTGTCTCTGGCGCAAGCGTTTCGTGTTAATGGCCATGAAGTACTGATTGCAAGCGGTGGCAAATTTGCACAGAAAGCAGCCGAAGCTGGGTTGGTGGTATTTGACGCTGCGCCTGGTTTCGATTCGGAAGCGGGTTATCGCCGTCAGGAGGCATTACGAAAAGAAAATAACATTGGAACAAAAATGGGGAACTTCTCATTCTTCA1
1085 CHIP3148 STM specificSTM2604 ATGTCATTTACCACCACTATTGAGAAACTTACGGTAAAGCGGCGTGATGTCATTTACCACCACTATTGAGAAACGTGCGGATAACCGCATTTTCGCCGGTAACGATCCGGCACATACCGCAACGGGAGTCAGCGGGATAACGGCGGCCACACCGATGCTGACGCCCCTGATGCTGGATGATACCACCGGGAAACTGGTGGCCTGGGACGGGCAGAAGGCCGGAACGGCGGTCGGGGTTCTGGCCCTTGAGCTGGACGGGTCGGAAAACCTGCTGACGTACTGGAAGAGCGGCACCTTTGCCA1
1086 CHIP3164 STM/STY STM1019 STY1032 ATGAGAATTGAACTTGTTATCAGCCGTTAATAAAACCAGTCGTCAGCGCATGAGAATTGAACTTGTTATCAGCCGGGCAAAACAGCTTCCGGAAGGTGCCGTTCCTGCGCTTGAAAAAGAATTAATTACCCGTCTCCAGAATCAGTATGAAAACTGCAACTTAACCATCCGTCGAGGCAGTCAGGATGGTCTGAGTATCGTCGGTGCTGCTGATGGCGATAAAAAACGTATACAGAGCATTCTGCAGGAAACGTGGGAAAGCGCTGACGACTGGTTTTATTAA0
1087 CHIP3150 STM specificSTM2606 ATGAAGCGCACCCCGGTTTTACGTTGCACGCTTTTCCTGTGAAGCGCACCCCGGTTCTGGTGGATGTTCACGGCACGCCGCTGCGGGAAAGTCTGGGATACACCGGCGGGGGGATCGGTTTCGGCGGACAGATGGCTGACTGGATGCCCCCGGCGGAAAGCGTGGATGCCGCGCTGCTGCCTTCGTTGCGCCTCGGCAATGCGCGGGCTGATGATCTGGTCCGTAATAATGGTATTGCAGCAAATGCGGTGGCGCTGCACAAGGATCATATTGTCGGACACCTGTTTCTTATCA1
1088 CHIP3166 STM/STY STM2642 STY2835 ATGTCTCAGTCTGGCTCCGTTTTACATAAATAGATAAAATGCCTGGGTCAATGTCTCAGTCTGGCTCCGTTCTTCGTCGTAACGGATTTACGTTTAAACAGTTTTTTGTCGCACACGATCGGTGTGCGATGAAAGTGGGAACTGACGGTATTTTACTCGGGGCGTGGGCGCCGGTCGCGGATGTAAAGCGAATTCTGGATATCGGTACTGGAAGCGGTCTGCTGGCGTTAATGCTGGCGCAGCGGACGGATGACAATGTGCCTATTGACGCCGTGGAACTGGATGCCGGGGCTGCCATGCAAGCGC1
1089 CHIP3182 STM/STY STM3192 STY3370 ATGCGTGATGCGCTGCTCTTATTTAAACATTTGCGTTGGATGAATGCGTGATGCGCTGCTCGGCGCGCTGGATGCGGGCGCAGTATGCGTGAACGTCGATCTGGCCCATGCCGGACAGCAGGCGAAACTTGAACCGGATACGCCGTATGGCGATGCGCTTGGCGTTGGTGCCGGTCGTAACTGGGCGCACGTCAACTCTATCGCTTATGACGCGAAAGACGACTCCATCATCCTTTCTTCCCGCCATCAGGGTATTGTAAAAATTGGTCGCGATAAGCAGGTGAAATGGATACTGGCAC1
1090 CHIP2058 STM/STY STM3587 STY4223 ATGGACAAAATGAAGCGTCATCTTATTGCGACAGCCTCACGATGGACAAAATGAAGCGTCATCTGGTGTGGTGGGGAGCGGGGATTCTTGTGGCGGTGGCCGCGATAGCCTGGTGGATGCTGCGCCCTGCGGGAATACCGGAGGGGTTTGCCGCCAGCAACGGCAGAATTGAAGCCACCGAAGTGGATATTGCCACTAAGATTGCCGGGCGTATTGATACCATCCTCGTTTCGGAAGGGCAGTTCGTTCGTCAGGGCGAGGTGCTGGCGAAAATGGATACCCGCGTGCTGCAGGAGC1
1091 CHIP2074 STM/STY STM3490 STY4306 ATGAACGCGCTCTTTGATATCTTTAGCCTTCATTCGCCAGGGTGAACGCGCTCTTTGATATCTGGTACGGGATGTCGCGCCGTGGTCGGGTTTTTTATTGGTGTGCAGGCGTGCTGTGCCTGACGCTGACGGTTGCGTTATCTGTGGGCTATCCCGGCTGGAAAACGTTGGATACGCAACAAACGCGGTTAAGCCAGCAGCGCGAGGCCGCCCGGCAACAGTGGCGTCATCTGCGCCGTCTGAGCGTCGCGGCTGAACCGCTTTTCGGGCGCACAGTGGAAAATCCGCGTCCTTTTT1
1092 CHIP0976 STM/STY STM2453 STY2690 ATGGACGAGCGTATTCCTTGTTTAGCGGCAGGGAACAGTGATGGACGAGCGTATTCCTTGTAAAAACCCGCAATGCTCACACTTCATCCTGCCAGCAACGGCTGCCCGCACGGAGGGCTATTGTATGCCCTGCGTCCAGGCGCGCTATCGGCAAGTGCAGGAAGAATATATCCGGAAAAACAGAAAAACGATCGACGCGTTCAGTGGCATTACCAACCCTGTTGAAATGCTTAAACTCGTTCATGAACCCCGGGAACACGATCCGTTAATCGAGTGGATTCCCTGCCCCATTCCGA1
1093 CHIP0634 STM/STY STM2887 STY3010 ATGTCCTCGAATAAAACAGAAAAACCTTAATGCCGTACCTCGTTTTCTTATGTCCTCGAATAAAACAGAAAAACCGACTAAAAAACGGCTGGAAGACTCCGCTAAAAAAGGCCAGTCATTTAAAAGTAAAGATCTCATTATCGCCTGCCTGACGCTGGGAGGAATTGCCTATCTGGTGTCGTATGGCTCATTTAATGAGTTTATGGGGATAATTAAGATCATTATTGCGGATAATTTTGATCAGAGCATGGCTGACTACAGTTTGGCCGTTTTTGGGATAGGGTTAAAATATCTGATTCCATTTA1
1094 CHIP0746 STM/STY STM2465 ATGGAAGCATTAGGAATGATTGAATTAAATGTTGCTGTCGCCTTTGATGGAAGCATTAGGAATGATTGAAACCCGGGGCCTGGTTGCGCTGATTGAGGCCTCCGATGCGATGGTAAAAGCCGCGCGCGTGAAGCTGGTCGGCGTGAAGCAGATTGGCGGTGGCCTGTGTACTGCCATGGTGCGTGGCGATGTGGCGGCGTGCAAAGCCGCAACCGATGCTGGCGCCGCTGCGGCGCAGCGCATTGGCGAGTTGGTCTCCGTACACGTGATTCCACGCCCGCACGGCGATCTGGAAGAAGTGT1
1095 CHIP1813 STM/STY STM4056 STY3815 ATGCATTATCCGGTTGACGTGTTATTTTGGCGGAGTTTTATCCATGCATTATCCGGTTGACGTGTTTATTGGCAAAATTCGTGACTATGACGGCAGCCGCCCGAGCGCTATCGCCAAGGTGCAAATCGACGGCGAACTCATGCTGACCGAGCTCGGTCTGGCAGGCGATCAGCAGGCCGAAAAGAAAATCCACGGCGGCCCCGACCGCGCGCTATGCCATTACCCCCGCGAACACTATGCTGATTGGATTCGCCAGTTCCCCGAGCAGGCGACGCTGTTTTGCGCCCCGGCGTTTGGCG1
1096 CHIP1845 STM/STY STM0661 STY0706 ATGGCACTGCCCATTATTATTGTTATGCGTAGTATTGCAGCCGATGGCACTGCCCATTATTATTGATTGCGATCCGGGTCATGATGACGCGATCGCCCTCGTTCTCGCCCTCGCCTCCCCTGAACTGGAAGTGAAAGCGATCACCTCTTCCGCCGGTAACCAGACGCCGGAGAAGACCCTGCGCAACGTGCTGCGGATGCTGACACTGCTCAAACGCCTGGATATTCCGGTGGCGGGCGGCGCGGTGAAACCTCTCATGCGCGAACTGATTATCGCCGATAACGTTCACGGCGAAAGCG1
1097 CHIP1877 STM/STY STM0708 STY0748 ATGGAACACTATAAAGACTATCCAGCGTTAATAAAAGTCGCAGGTGGCTTATGGAACACTATAAAGACTATCCAGCGCATGTCATTTTTGTCCGTCGTGCTTTCGCGGTGATCGCAGGCGTGCTGGCGCTGCCGGTGATGCTCTTCTGGAAAGACCGCGCGCGTTTTTATAGTTATCTGCACCGTGTCTGGTCGAAAACCAGTGATAAACCGGTATGGATGGCGCAGGCTGAAAAAGCCACCTGCGACTTTTATTAA1
1098 CHIP0683 STM/STY STM2900 STY3023 ATGAAAAAATTTTATAGCTGTCTTCCTGTCTTATAAGGCTTGCAGTCTTTCATGGATGAAAAAATTTTATAGCTGTCTTCCTGTCTTTTTACTGATCGGCTGTGCTCAGGTGCCCCTCCCTTCCTCCGTGAGCAAACCGGTACAGCAACCTGGCGCTCAGAAAGAGCAACTGGCCAACGCAAATAGTATTGATGAGTGTCAGTCTCTTCCGTATGTGCCGTCAGACCTTGCGAAGAATAAATCATTATCAAACCATAACGCTGATAATTCCGCATCAAAAAATAGCGCAATCAGCTCAAGCATTTTTTGCG1
1099 CHIP0765 STM/STY STM0552 STY0600 ATGCTGCGTATCGCTATTAAGGATTACTTACTGAGTAAGAAATGAAGGTTAACTCTATGCTGCGTATCGCTATTAAGGAACAAAACAGTCACTTTGAGCATGGGTTGAAAATCATCATGACGCGTCTGGCGAATCAATGGCAGCAGAAAATTGACTTTCTGCCGCCAGAAGAGATAGATAATGCCGATATCGCTTTCCTGGCCCTGGATGATGATTGGTTCAGCGCTGGCTGTTATCAGATACCTATGCATACCCAACATCAGCTACGGGCGATTATTTGTAATAAATGCGATAAAGAAAAGCTCATGTTCA1
1100 CHIP1832 STM/STY STM0784 STY0817 ATGCCGACAGACGGAGTTATTACTTATAGCAGGTGGGTGTAAATAAATTTGATGCCGACAGACGGAGTTATTACTCTTAATCTGGAAAAAATTATGACTGCACGCGTGATTGCCCTCGATTTAGACGGAACATTATTAACCCCGCATAAAACCTTACTCCCCTCCTCGCTTGAAGCGCTATCACGCGCCAAAGAGGCGGGCTTTCAACTTATCATTGTCACTGGTCGCCATCACGTTGCTATTCATCCTTTTTATCAGGCGCTGGCGCTGGAAACACCTGCTATTTGCTGCAACGGCACCTATTTGT1
1101 CHIP1864 STM/STY STM0771 STY0803 ATGCGCGGGTTAATGCTCTTAAACAGCGATCACGCCGATGCGCGGGTTAATGCTCCGCTCATTTAGCGCCGGCTATTCCACTCAGCCGGTTATTGCAGATCTCAACGTTCCCTTACTGCCGCGCGGGAAAATTACCATTTTGCTGGGGCCGAACGGCTGTGGTAAATCGACGTTACTACGTTCGCTGGCCGGGCTGAATAACGCCGACGGCGAGGCGCTGCTTGATGGCGAAGATCTCATGTCGTTATCGTTTGCCGAGCGGGCGCAGAAAGTTGTGTTTTTGCCGCAGTCAT1
1102 CHIP0678 STM/STY STM1070 STY1091 ATGAAAAAGACAGCTATCGCGATTAAGCCTGCGGCTGAGTTATGAAAAAGACAGCTATCGCGATTGCAGTGGCACTGGCTGGTTTCGCTACCGTAGCGCAGGCCGCTCCGAAAGATAACACCTGGTACGCTGGTGCTAAACTGGGCTGGTCTCAGTACCATGACACCGGCTTCATTCACAATGATGGCCCGACTCATGAAAACCAACTGGGCGCAGGTGCTTTTGGTGGTTACCAGGTTAACCCGTATGTTGGCTTTGAAATGGGCTACGACTGGTTAGGCCGTATGCCGTACAAAG1
1103 CHIP0710 STM/STY STM1177 STY1216 ATGTCTTTTTCTCAAGCGGTTAGCTTAGCGCAGGTTAACCAGCGATGTCTTTTTCTCAAGCGGTTAGCGGCCTGAACGCTGCGGCCACCAACCTTGATGTTATCGGTAATAACATCGCCAACTCCGCCACCTATGGCTTTAAGTCCGGTACGGCATCATTTGCCGATATGTTCGCCGGTTCCAAAGTGGGGCTGGGCGTAAAAGTGGCGGGGATTACCCAGGATTTTACCGACGGTACGACAACGAACACCGGGCGCGGGCTGGATGTCGCGATTAGCCAGAACGGTTTTTTCCGCCTGG1
1104 CHIP0734 STM/STY STM1776 STY1901 ATGAAGCCTTCTATCGTTGCCTTATTCCTGCTCGGATAAGGCGATGAAGCCTTCTATCGTTGCCAAACTGGAAGCCCTGCACGAACGCCATGAGGAAGTTCAGGCGTTGCTGGGCGATGCGGGAATTATCGCCGACCAGGACCGCTTTCGCGCATTGTCGCGCGAATATGCGCAATTAAGCGACGTTTCTCGCTGTTTTACGGACTGGCAACAGGTTCAGGACGATATCGAGACGGCTCAGATGATGCTCGACGATCCTGAAATGCGAGAAATGGCGCAGGAAGAACTGCGCGAAGCGA1
1105 CHIP0113 STM/STY STM1928 STY2137 ATGAGTCGTTTAGTCGTAGTATCTAATCGATTAGGCCAGCTTAGGGAACGATGAGTCGTTTAGTCGTAGTATCTAATCGAATTGCCCCCCCGGATAATAAAGGCGGCGCCGGCGGCCTCGCCGTTGGCGTGCTTGGCGCGCTAAAAGCGGCTGGCGGGTTGTGGTTCGGCTGGAGTGGCGAGACAGGTAACGAGGATGAGCCATTAAAAAAGGTGACAAAAGGTAATATTACCTGGGCATCGTTTAACCTGAGCGAACAAGATTACGAAGATTATTACTGTCAATTTTCCAATGCGGTTCTCTGGC1
1106 CHIP4712 STM/STY STM1999 STY2207 ATGGGCGCCGGGCAGAAGTTATGGGTTTTGTAAATTTTCCGGTATGGGCGCCGGGCAGAAGATTAATTGCTGTGAGGGAAACGCGCTGGCGCGTGGCGATAACTTACGCTGCGGGACTGTCGACGCTGTACAGAAAATCTGGCCTCCAGGCTGGCTTAAATATGCGCACATGACAATACAACCGGAAAATTTACAAAACCCATAA1
1107 CHIP0153 STM/STY STM3869 STY3909 ATGAATCTTAACGCAACAATCCTCGTTACAGTTCAGCGACAAGTTTATCCGTGAATCTTAACGCAACAATCCTCGGCCAGGCCATCGCGATTGTCCTGTTCGTTCTGTTCTGCATGAAGTACGTATGGCCGCCATTAATGGCAGCCATCGAAAAACGTCAAAAAGAAATTGCTAACGGCCTTGCTTCCGCAGAACGAGCACATAAGGACCTTGACCTTGCAAAGGCCAGCGCGACCGACCAGCTGAAAAAAGCGAAAGCGGAAGCCCAGGTAATCATCGAGCAGGCGAACAAACGCCGCTCGCAGA1
1108 CHIP0385 STM/STY STM1435 STY1687 ATGCGTTTATTGCATACTATGCTGCTTAGTTGCCCAGACCGCGATGCGTTTATTGCATACTATGCTGCGCGTCGGCGATTTGCAACGTTCCATCGCTTTTTACACTAACGTTCTGGGCATGAAATTGCTGCGTACCAGTGAGAATCCGGAATACAAATACTCGCTGGCCTTTGTGGGATATGGTCCGGAAACGGAAGAAGCGGTCATCGAACTAACCTATAACTGGGGCGTTGAGAGCTACGACATGGGCAATGCGTACGGGCATATCGGCCTGAGCGTTGACAATGCTGCTGAAGCCT1
1109 CHIP1236 STM/STY STM1952 STY2160 ATGCAAGAAAGTATCCAACTGGTTATTGTTATTTTGGCTCTCTCTCCTGGATGCAAGAAAGTATCCAACTGGTTATTGAATCGCTGCCGTATTTGCTTAAAGGCGCCGTCTTTACCCTGCAACTGAGTATTGGCGGTATGTTTTTTGGTCTGCTGCTGGGATTTGTGCTGGCGCTGATGCGGATGTCTCCGCTATGGCCGGTTCGCTGGCTGGCGCGCTTTTATATCTCGATTTTTCGCGGTACGCCGCTTATCGCCCAGTTATTTATGATCTATTACGGCCTGCCGCAATTTGGTATTGAGCTGG1
1110 CHIP1252 STM/STY STM1675 STY1389 ATGACGCTATTTCGCAACAAATCTTAGGCGCCGAAGGCACCATGACGCTATTTCGCAACAAATCTGTACTGGTTTTAGGGGGAAGTCGTGGTATCGGCGCGGCTATTGTACGACGCTTTAGCGCTGACGGCGCATCGGTCGTTTTCAGCTACGCCGGATCGCGTGAAGCCGCCGAAAAACTGGCAACGGAAACCGGAAGCATCGCCATCCAGACGGATAGCGCCGATCGTGATGCCGTCATCAGCCTCGTGCGTGAGTACGGACCGCTGGATATTCTGGTCGTCAATGCGGGCGTCG1
1111 CHIP0459 STM/STY STM2638 STY2831 ATGAAGCAACTTTGGTTTGCCTTATTGTACTGCCCTGAATTTGATACTGATGAAGCAACTTTGGTTTGCCATGTCCCTTGTGGCGGCTAGCCTGTTCTTCTCAGCAAACGCCTCGGCCGACCCTGCGTCCGGGGCGTTATTGCAGCAGATGAACATCGCCAGTCAGTCACTGAATTACGAGCTGTCATTCGTCAGCATCACGAAACAAGGCGTTGAATCTCTGCGTTATCGACACGCACGCCTGGATGGTCGCCCGCTTGCGCAATTGCTACAGTTGGACGGTCCCCGCCGGGAGGTCGTACAGC1
1112 CHIP0475 STM/STY STM0730 STY0773 ATGGCTGATACAAAGGCAAAAATCTTAACGCTTCAGCGCCGAATGGCTGATACAAAGGCAAAAATCACCCTTACTGGTGACACTACTATTGAACTGGATGTGCTAAAAGGTACACTCGGTCAAGATGTTATTGATATTCGTAGTCTCGGTTCAAAAGGAGTTTTTACTTTTGACCCTGGTTTCACCTCTACCGCATCCTGCGAATCTAAAATCACCTTCATCGACGGCGACGAAGGCATTTTGTTGCATCGCGGTTTCCCGATTGACCAGCTTGCTACCGATTCCAACTATCTGGAAG1
1113 CHIP0108 STM/STY STM1230 STY1270 ATGAATAAATTTGCTCGCCATTTTCTTATTCCTCTTTCTGTGTGGGATGATGAATAAATTTGCTCGCCATTTTCTGCCGCTGTCGCTGCGGGTTCGTTTTTTGCTGGCGACAGCCGGCGTCGTGCTGGTGCTTTCTTTGGCATATGGCATAGTGGCGCTGGTCGGCTATAGCGTAAGTTTTGATAAAACCACCTTTCGTTTGCTGCGCGGCGAAAGCAACCTGTTTTATACCCTCGCCAAATGGGAAAATAATAAAATCAGCGTTGAGCTGCCTGAAAATCTGGACATGCAAAGCCCGACCATGA1
1114 CHIP0132 STM/STY STM4175 STY3710 ATGAAAGTATTAGTGATTGGTAACGGCTTAGTTTTGCTCACGCTCAATGGATGAAAGTATTAGTGATTGGTAACGGCGGACGCGAACACGCGCTGGCCTGGAAAGCCGCACAGTCGCCGCTGGTTGATACTGTTTTTGTCGCACCGGGTAACGCCGGTACCGCGCTGGAGCCCGCGTTGCAGAACGTGGCTATCGGCGTCACCGATATTCCGGCGCTGCTGAGCTTTGCCCAGCACGAGAAGATTGACCTGACCATCGTTGGCCCGGAAGCGCCGCTGGTGATTGGCGTGGTCGATGCGTTCCGCG1
1115 CHIP0164 STM/STY STM3286 STY3467 ATGACAGATGTAACCCTAAAAGCGCTTAAGCGATGGTACGTTGGAATGACAGATGTAACCCTAAAAGCGCTGGCCGCAGAGAGACAGGTTTCCGTGGATCGCCTGGTACAGCAGTTTGCTGATGCAGGTATCCGGAAATCTGCTGACGACTCTGTGTCCGCACAAGAAAAACAGACTTTACTGGCGCACCTGAACCGCGAAGCGGTTTCTGGTCCCGATAAACTGACGCTGCAGCGTAAAACGCGCAGCACCCTGAATATTCCTGGTACCGGTGGAAAAAGTAAATCGGTACAAATCGAAG1
1116 CHIP0180 STM/STY STM2041 STY2246 ATGGAAATTAATGAAAAATTGCTGCTTAAAGCGCCACGCGCAGATGGAAATTAATGAAAAATTGCTGCGCCAGATAATTGAAGACGTACTCCGCGATATGAAGGGCAGCGATAAACCCGTCTCGTTTAATGCGCCTGCGGCATCCACAGCACCACAGACCGCTGCGCCTGCGGGCGACGGCTTTCTGACCGAAGTGGGCGAAGCGCGCCAGGGCACTCAGCAGGACGAAGTCATTATCGCCGTCGGCCCGGCATTTGGCCTGGCGCAAACCGTCAATATCGTCGGCTTACCGCATAAGA1
1117 CHIP3669 STM/STY STM4453 STY4793 ATGATGACTATTCCCCTCTGGTGGCTTATTAGCGTTGTAACCACCAGATGGCATGACTATTCCCCTCTGGTGGCAAAACGGCGTTATTTATCAGATCTACCCAAAAAGTTTTCAGGACACGACCGGCAGCGGCACCGGCGATTTACGCGGCGTCACGCAGCGCCTTGACTATCTACAGCGACTCGGCGTGGACGCCATCTGGCTCACGCCGTTTTATATCTCGCCGCAGGTGGATAACGGTTATGACGTCGCAAATTATACGGCTATCGACCCGACCTACGGCACGCTGGATGATTTTGACGAGCTGG1
1118 CHIP0390 STM/STY STM1394 STY1726 ATGGTAGTAAATAAACGTTTAATCTTAATTTTACTTTAACCATGAGATATGCCATTATTTACTACTGATGGTAGTAAATAAACGTTTAATCTTAATTTTACTATTTATACTCAATACAGCAAAGAGTGATGAGTTATCATGGAAAGGTAATGACTTCACCCTTTATGCCAGACAAATGCCATTAGCAGAGGTTTTACATCTGCTCTCAGAGAACTATGATACGGCTATTACTATTAGCCCATTGATAACAGCTACATTTAGTGGAAAAATTCCGCCTGGACCACCGGTCGATATTTTGAATAACCTGGCAGCACAATATGATT1
1119 CHIP0406 STM/STY STM1194 STY1233 ATGACGCAATTTGCATTTGTGTTATTGCGTAAGTGCCGCAATGACGCAATTTGCATTTGTGTTCCCCGGTCAGGGTTCTCAGAGCGTTGGGATGTTGGCCGAGATGGCGGCAAATTACCCTATCGTAGAAGAAACGTTTGCTGAAGCTTCTGCGGCTCTGGGATATGATCTGTGGGCGCTCACCCAGCAAGGTCCAGCGGAAGAACTGAATAAAACCTGGCAGACGCAGCCGGCGTTATTAACCGCTTCCGTCGCGCTTTGGCGCGTTTGGCAGCAGCAGGGCGGTAAAATGCCTG1
1120 CHIP1257 STM/STY STM1705 STY1346 ATGTTTATGACGAGCAAAAAAATGGTTATTTTCCAACCTGGTGACCAATGTTTATGACGAGCAAAAAAATGGCCGCTGCTGTGCTGGCAATCACCGTAGCAATGTCTCTGAGCGCCTGCTCAAACTGGTCCAAGCGCGATCGCAACACGGCTATTGGCGCAGGTGCGGGGGCGTTAGGCGGCGCAGTGTTAACGGACGGCAGTACATTAGGCACCCTGGGCGGCGCGGCGGTCGGCGGCGTGATTGGTCACCAGGTTGGAAAATAA1
1121 CHIP1273 STM/STY STM3355 STY3535 ATGAGCAAAAGTGAACAGATATCCCTTAGAAATTCACTCCGCTGTGATGAGCAAAAGTGAACAGATATCCCATATGACCGACGTTATGGCCAAGTTTGTGGGATATACCGGCAAAGTTTTGCCTGATGATGTCACTGCAAAACTGGAAGATTTGCATAAGAAAGAGACCAGTAAACTGGCCGACGTCATCTTTACTACCATGATTGAGAACCAGCGTCTGGCGAAAGAGCTGGATCGACCTTCCTGCCAGGACACCGGTGTCATTCAGTTTCTGGTGGAGTGCGGGACGAACTTTCCGCTGA1
1122 CHIP0470 STM/STY STM3721 STY4073 ATGGTTGAGCTGAAAGCGCTTACAGATTTTTTCTTATTGTCCTTTCTTTAATTCATGGTTGAGCTGAAAGCGCCGTTAACCACACTATGGCGCGGTAAAGATGCTTTTGAGGAAGTAAAAACGTTACAGGGCGAAGTGTTCAGAGAGCTGGAGACGCGTCGAACATTGCGGTTTGAGCTGGACGGTAAAAGCTACTTCCTGAAGTGGCATAAAGGTACTTCGCTGAAAGAAATTGTGAAGAACCTGATTTCGTTACGTATGCCTGTTCTGGGCGCTGACAGAGAATGGCACGCCATTCATCGTCTACATG1
1123 CHIP0464 STM specificSTM1009 ATGAGTGGAACTAATCCTGTATTTTTAGTCCTTATGCCTGTACGCGCAACATGAGTGGAACTAATCCTGTATTTTTAGTCCGCAAAGCAAAGAAATCATCAGGCCAGAAAGACGCTGTACTCTGGTGCAGTGATGATTTTGAAGCGGCAAATGCAACACTGGATTATCTTCTGATTAAATCCGGTGCGAAGCTGAAAGATTATTTCAAAGCTGTCGCTACTAATTTCCCTGTCGTTAACGAGCTGCCGCCGGAAGGCGAACTGAGCCTCACTTTCTGCGATTACTATCAACTCGCTAAAGACAATA0
1124 CHIP0480 STM/STY STM1143 STY1180 ATGAAAAACAAATTGTTATTTATGATGTTGATTAGCGTTGGGTGACGCGATGAAAAACAAATTGTTATTTATGATGTTGACAATACTGGGTGCGCCTGGGATTGCAACCGCGACAAATTATGATCTGGCTCGTTCAGAGTATAATTTTGCGGTAAATGAATTAAGCAAGTCTTCATTTAATCAGGCGGCCATTATTGGTCAAGTCGGCACGGATAATAGTGCCAGAGTACGCCAGGAAGGATCAAAACTATTGTCCGTTATTTCACAAGAAGGAGGAAATAATCGGGCGAAAGTCGACCAGGCAG1
1125 CHIP0009 STM/STY STM3979 STY3580 ATGACAACCTTAAGCTGTAAAGTGACCTTAAATAAATGCGAACGCATCGATGACAACCTTAAGCTGTAAAGTGACCTCGGTAGAAGCTATCACCGATACCGTATATCGGGTTCGTTTAGTGCCGGACGCGGCGTTTTCATTCCGCGCTGGTCAGTATTTGATGGTCGTAATGGACGAGCGTGACAAACGCCCGTTTTCGATGGCTTCAACGCCGGACGAGAAAGGGTTTATTGAATTACACATTGGCGCCTCCGAGCTCAATCTGTATGCGATGGCGGTCATGGATCGGATTCTGAAAGACCGGG1
1126 CHIP0702 STM/STY STM2673 STY2860 ATGCAAGAGCAGATGAAGCAGAACGTTATAAGACGCTCTTTGATACGAGCCGCAAGAGCAGATGAAGCAGAACGTACCTTCCTTCCGTCCGGGCGATACCGTGGAAGTGAAAGTATGGGTTGTTGAAGGTACCAAGAAACGTCTGCAGGCATTCGAGGGCGTGGTTATCGCTATTCGTAACCGCGGTCTGCACTCTGCATTCACTGTTCGTAAAATTTCCAACGGCGAAGGCGTTGAGCGTGTCTTCCAGACTCACTCTCCGGTAGTTGACAGCATTGCTGTTAAACGTCGTGGTGCTGTTCGTAAAG1
1127 CHIP0057 STM/STY STM3925 STY3630 ATGATTCCTTTTAATGCGCCGTTAGGAGAAATAATTTAGCAAGGTAGTAATCATGATTCCTTTTAATGCGCCGCCGGTGGTGGGAACCGAACTCGAATACATGCAGTCTGCAATGAGCAGCGGCAAACTGTGCGGCGACGGCGGCTTTACGCGTCGTTGCCAGCAGTGGCTGGAGCAACATTTCGGCAGCGCGAAGGTGTTGCTAACGCCTTCCTGTACCGCATCGCTGGAGATGGCGGCTCTGTTGTTGGATATTCAGCCCGGCGATGAAGTGATCATGCCGAGCTTTACGTTTGTCTCCACCGCTA1
1128 CHIP0073 STM/STY STM3906 STY3651 ATGGGATCTTCTCTGGAGGATCTTACAAGCTGTTTCTCCGTTGGTGGGATCTTCTCTGGAGGATCTCCTGGCTTTTCCCATAACGGTACGTAAAGCAGTCGGTTATCAGCTTCACAAAATTCAGTATGGAATTGAACCCGATGACTGGAAACCGTTTTCAGAAATTGGGGCTGGGGTAAATGAAATTCGTATTCGTGACAACAATGGTATCTATCGCGTTATGTATGTCGCTAAGTTTGAAGAAGCACTCTACGTTTTGCATAGTTTCCAAAAACAGACGCAACAAACCAGTCAGCATG1
1129 CHIP0875 STM/STY STM1181 STY1220 ATGTTTAAAGCTCTTGCAGGAATCGTTAGATGATTTCCAGTTTGGCGGTGTTTAAAGCTCTTGCAGGAATCGTTCTGGCACTGGTTGCCACTCTGGCGCACGCCGAGCGTATCCGGGATCTGACCAGTGTCCAGGGAGTACGGGAAAACTCGCTGATCGGCTACGGGCTGGTGGTCGGGTTGGACGGTACGGGCGACCAGACGACCCAGACGCCATTTACCACTCAGACGCTGAATAACATGCTGTCACAACTGGGGATTACGGTCCCCACCGGCACCAATATGCAGTTGAAAAACGTGGCGG1
1130 CHIP0891 STM/STY STM3477 STY4319 ATGGACCATTTGCCTATATTTTGTCTTAATGATTAGAGAACCAATTTAATTTATCGCGTGGACCATTTGCCTATATTTTGTCAATTACGCGACCGCGACTGTCTGATCGTCGGCGGTGGCGATGTCGCAGAACGCAAAGCACGGTTACTGCTGGAAGCAGGCGCACGTTTAACGGTCAATGCGCTAACCTTTATTCCACAGTTCACCGTATGGGCAAATGAAGGCATGTTGACTCTGGTTGAGGGACCGTTCGACGAAACGCTTCTCGACTCGTGTTGGCTGGCGATCGCGGCCACTGACGACGATACCGTCA1
1131 CHIP0907 STM/STY STM3002 STY3143 ATGACCAGTAGCTATCTGCATTTTCCTTAGGAAACGTGTTGCTGCGATGACCAGTAGCTATCTGCATTTTCCGGACTTTGATCCGGTCATTTTCTCAATTGGGCCCGTCGCGCTTCACTGGTATGGCTTGATGTATCTGGTGGGGTTCGTTTTCGCGATGTGGTTGGCGGTGCGTCGCGCTAACCGTCCGGGAAGCGGTTGGACCAAAAACGAAGTTGAAAATTTACTCTATGCAGGTTTCCTGGGGGTCTTCCTGGGGGGACGTATTGGCTATGTCCTGTTTTATAACTTCCCTCTGTTTC1
1132 CHIP0923 STM/STY STM3210 STY3389 ATGGCTGGACGAATCCCATTATTTTCTGGCCAGCTCCTGATGGCTGGACGAATCCCACGCGTATTCATTAATGACCTGCTGGCGAGAACCGATATCGTCGATCTGATCGACGTGCGCGTAAAACTCAAGAAACAGGGCAAGAACTATCACGCGTGTTGTCCATTCCATAATGAGAAAACCCCTTCTTTCACCGTAAACGGTGAAAAACAGTTTTATCACTGCTTTGGATGCGGCGCGCATGGCAATGCGATCGACTTTTTGATGAATTACGACAAGCTCGAATTTGTCGAAACCG1
1133 CHIP0939 STM/STY STM0427 STY0466 ATGTCACTCATTTTACCTCTGGAAAAACTTAGCTCCTTACGCCGGTACGATGTCACTCATTTTACCTCTGGAAAAACCGGCGCTTAACCTACGCCCGCTGCTGTGGCTGCTGCTCCCGTTGCTGGTGCTGGCGACGCTGTTTTTCTGGCCTCTGTCGCTCATCGTTGAACAGGCGCTACGCGGTGCCAATGGCGAGATCGGGCTCGAGACCTTCCGCCAGGTGGTCGACTCGAAACGCTTTGTCGGCGCGTTGCTGAACACGTTGCAAATCGCCTTTTTCGCCACCGCCGGTTGCCTGCTGCTGG1



1134 CHIP1790 STM/STY STM4036 STY3841 ATGGCTTATCAATCGCAAGACATTATTTGCGCACCTCGTCATGGCTTATCAATCGCAAGACATCATTCGTCGTTCCGCCACTAACGGTTTCACCCCCGCGCCCCAGGCGCGGGACCACCAGGAAGAGGTGGCGAAACTCATCGACGTCACCACCTGTATCGGCTGTAAAGCGTGTCAGGTGGCGTGCTCCGAGTGGAACGACATCCGTGATGAAGTGGGCAATAACGTCGGGGTGTATGACAACCCGGCGGACTTAACCGCGAAATCCTGGACGGTGATGCGCTTCTCGGAAGTGG1
1135 CHIP0941 STM/STY STM0828 STY0866 ATGATTGAATTTAAAAACGTCTCCAATTAGGAGACGTGCTGTAAAAATTCCGTGATTGAATTTAAAAACGTCTCCAAGCACTTTGGCCCCACCCAGGTGCTACATAACATTGATTTAAACATCCGTCAGGGCGAAGTGGTTGTGATTATCGGCCCTTCCGGTTCGGGTAAATCCACGTTATTACGCTGTATCAATAAACTGGAAGAGATCACCTCCGGCGATCTGATTGTCGATGGTCTGAAAGTCAACGATCCTAAAGTAGACGAACGGCTGATTCGCCAGGAAGCCGGCATGGTGTTTCAACAGT1
1136 CHIP0006 STM/STY STM3982 STY3578 ATGGAACAGGTTGTCATTGTCGTTAAACCCGCTCAAACACCGATGGAACAGGTTGTCATTGTCGATGCTATTCGCACCCCGATGGGCCGTTCGAAGGGCGGCGCGTTTCGCAACGTGCGAGCAGAAGATCTCTCCGCCCACTTAATGCGTAGCCTGCTGGCGCGTAATCCGTCGCTTACAGCGGCGACCCTCGATGATATTTACTGGGGCTGCGTACAACAAACGCTGGAGCAAGGCTTCAACATTGCCCGTAACGCCGCGCTGCTGGCAGAAATTCCCCATTCGGTACCGGCGGTCA1
1137 CHIP0548 STM/STY STM1914 STY2123 ATGATGGCAGAAGAGAGCGACGTTACATAAAATCCAGCGCTTCTGGCTGGCAGAAGAGAGCGACGACGACAAAACAGAAGCCCCCACACCCCACCGACTTGAAAAAGCGCGGGAAGAAGGGCAGATCCCCCGTTCCAGAGAACTGACCTCACTGCTGATATTGCTGGTGGGCGTTTGTATTATTTGGTTCGGCGGCGAGTCGTTAGCGCGGCAGCTGGCGGGAATGCTCTCAGCAGGCCTGCACTTCGATCACCGTATGGTGAACGATCCTAACCTGATCCTGGGGCAGATAATTTTGCTGAT1
1138 CHIP1164 STM/STY STM0996 STY0998 ATGGGACAAATTTGACGCTAATCGCCGTTAGCCGGCCCGGTATCAATATGCAGGACAAATTTGACGCTAATCGCCGCAAGCTGCTGGCGCTTGGTGGTGTCGCTCTCGGCGCCGCCATCCTGCCCGCGCCAGCGTTTGCCACACTCTCGACCCCACGCCCGCGCATTTTGACGTTAAACAATCTCCATACCGGAGAGTCAATCAAGGCGGAGTTTTTCGATGGAAGAGCCTACATTCAGGATGAATTAGCAAAGTTAAACCATTTTTTCCGTGACTATCGCGCGAATAAAGTCCGATCAATCGATCCC1
1139 CHIP2093 STM/STY STM3677 STY4119 ATGTGTTAGAGCAACTGAAAGCCGAGGTTATTACTGCCCGTAATAGGCATTCGCTGTTAGAGCAACTGAAAGCCGAGGTGCTGGCGGCCAACCTGGCCCTCCCGGCGCACGGGCTGGTCACCTTTACCTGGGGCAACGTCAGCGCGGTCGATGAGACGCGCAAACTGATGGTCATCAAGCCTTCCGGCGTTGAATATGAGGTGATGACCGCCGACGATATGGTGGTGGTAGAGATCGCCAGCGGTAAGGTCGTTGAAGGCCATAAAAAACCGTCGTCCGATACCGCGACCCATCTGGCGCTCTATCGCCG1
1140 CHIP2695 STM/STY STM0179 STY0197 ATGGCGCGTTGTTCTTATCTTGCTTATTATCCCTGCGGCTGGTTGCGCGTTGTTCTTATCTTGCTGTTCTTTTTCGCCGGTAATGTGTTGGCTGCCTTGCCCGCTCGTTATATGCAAACGACGAAAGATGCCGCCATCTGGTCGCAGATTGGCGACAAAATGGTGACCGTAGGGAATATCCGCGCCGGACAAATTCTTTCCGTAACGCCTGTTGCGGCTGATTATTATGCCTTTAAATTCGGCTTCGGTGTGGGCTTTATCGATAAAGGCCATCTGGAATCCGTGCAGGGAAAACAAAAA1
1141 CHIP0912 STM/STY STM0608 STY0653 ATGTCCTTAATTAACACCAAAATCAAACCTTAGATTTTACCGACCAGGTCTAAGGATGTCCTTAATTAACACCAAAATCAAACCTTTCAAAAACCAGGCGTTCAAAAACGGTGAATTCATTGAAGTCACCGAGAAAGATACCGAAGGCCGCTGGAGCGTCTTCTTCTTCTACCCGGCCGATTTTACCTTTGTTTGCCCGACTGAACTGGGTGACGTTGCCGACCATTACGAAGAACTGCAGAAGCTGGGCGTAGACGTTTATTCCGTCTCAACCGATACTCACTTCACGCACAAAGCATGGCACAGCAGCT1
1142 CHIP1763 STM/STY STM3011 STY3155 ATGGCGACCATAAAAGATGTAGCTTAATCGGTTGTCGACAGGTGATGGCGACCATAAAAGATGTAGCCCGACTGGCCGGTGTTTCAGTCGCCACCGTTTCTCGCGTTATTAACGATTCGCCAAAAGCCAGCGAAGCGTCCCGGCTGGCGGTAACCAGCGCAATGGAGTCCCTGAGCTATCACCCTAACGCCAACGCGCGCGCGCTGGCACAGCAGGCAACGGAAACCCTCGGTCTGGTGGTCGGCGACGTTTCCGATCCTTTTTTCGGCGCGATGGTGAAAGCCGTTGAACAGGTGGCGT1
1143 CHIP1787 STM/STY STM4039 STY3837 ATGAAAAAGGATTTGTTATCATCAATTATTATCTTAGAACTCACGCTCAAGATGATAGCATGAAAAAGGATTTGTTATCATCAATTATTATCGCTATGCTGATGACTGCCGGGCTAAGCGCTTGTGATGAAAAAAAAGCGGACGAACAACCTGTAGCTCAGAGTGCGGACTCATCAGCGAGCAATACACAACCCACATCAGCGGAAAGCGCAGATGCGAACGATGTTCTTAACCAAAAGCTGAATGTTTACATTGATTGTTATAATAATCTCCAGGCAGATATTTACCGTGCTGTAAATCGTTATGCTAACACAT1
1144 CHIP1132 STM/STY STM1893 STY2101 ATGATTGAATTATTACTGCCCGTTAGCTTGCCTGCTTTTTCATCATGATTGAATTATTACTGCCCGGCTGGCTGGCCGGGATGATGCTGGCCTGCGCCGCTGGTCCTTTGGGCTCATTTGTGGTCTGGCGTCGGATGTCCTATTTTGGCGATACGCTGGCTCACGCGTCGCTTCTGGGCGTGGCGTTTGGCCTGTTGCTGGACGTTAACCCCTTTTATGCGGTAATCGCCGTTACGCTGCTGCTGGCCGCCGGTCTGGTATGGCTGGAGAAACGCCCTCACCTCGCGATTGATACCTTAC1
1145 CHIP1172 STM/STY STM1559 STY1504 ATGATCCCAACTGCAACGTATCTTAGTCGCTCATTAAAACCAGTACGATGATCCCAACTGCAACGTATCGCCTTCAGTTTCGCAATGGCATGACCTTCGATCGCGCTGCGGCGCTGGTGCCTTACCTTAAAAATCTGGGTATCAGCCATCTTTATGCCTCACCCATCTTTACCGCCACCAAAGCGTCAACGCATGGTTATGATGTCACCGATGCGAATGAGATTGAGCCTTCTATTGGCGGGCGCGAAGGATTTGAAAGACTGGTGGCTGAACTTAAAGCGCAAGGTCTGGGATTGATCATCG1
1146 CHIP1188 STM/STY STM1578 STY1487 ATGAAAATACGCTCACAGGTTGGTTATTCCCCCTCCGCTTTATCATGAAAATACGCTCACAGGTTGGGATGGTACTGAATCTCGATAAATGTATTGGCTGTCACACCTGCTCCGTCACCTGTAAAAACGTCTGGACCGGACGTGAAGGGATGGAATACGCATGGTTCAATAACGTCGAAACTAAACCAGGCATCGGCTATCCCAAAAACTGGGAGGACCAGCAGGAGTGGCAAGGCGGTTGGGTTCGTGATGTTAATGGCAAGATAAGGCCCCGTCTGGGCGGCAAAATGGGGGTAATTA1
1147 CHIP1190 STM/STY STM1580 STY1485 ATGATACAGTACCTGAACGTCTTTTTTTACTTAGCGGCGGGTACGAACATGATACAGTACCTGAACGTCTTTTTTTACGACATCTACCCCTATATTTGCGCCACGGTATTCTTCCTCGGCAGTTGGCTGCGCTATGACTACGGACAATATACCTGGCGCGCGTCGTCCAGCCAGATGCTGGACAAGCGTGGGATGGTGATATGGTCGAATCTGTTCCATATTGGCATTCTGGGGATCTTCTTTGGCCATCTGTTTGGGATGCTAACGCCACACTGGATGTATGCCTGGTTCCTGCCGATTGCGG1
1148 CHIP4474 STM/STY STM0337 STY0370 ATGCTTTTTAGTTTCCGAACGCTTACTGAAAACTAACCACTGCCTGTAATTGATGCTTTTTAGTTTCCGAACGCTATTGTTTATCACCAGCCTGTTTGTCAGCGCCGGAACATGGTCGTCATGTATCAAAGTCACCGATAAGAGCGCGCTCTCTGACGCGGCGATAAAAGCGGGCTACACGGCGCAAAACTGGATCGGCGCAACTGACACAAATACCGGTAATATCGGTTTGCCAACGGTGATTAGCGTCAGTAATAGTGAAACATTTCAACCCTCCGGCACGCTATTGGCCAGTGGGATCGGTAACT1
1149 CHIP2858 STM/STY STM1739 STY1312 ATGACAACCTTCTACACCGTGGTTACAGCAATGGACTAAAGAAGTAAAACAATGACAACCTTCTACACCGTGGTGAGTTGGCTGGTCATTTTGGGATACTGGGTTCTCATTGCCGGCGTCACATTACGTATTCTAATGAAACGGCGCGCAGTTCCCTCCGCAATGGCCTGGTTGTTAATCATCTATATCCTTCCGCTGGTCGGGATCATCGCCTATTTGTCCGTGGGCGAATTGCATTTAGGCAAACGTCGCGCCGAGCGTGCCCGCGCCATGTGGCCGTCTACCGCCAAATGGTTGAATGACCTCA1
1150 CHIP2882 STM/STY STM1800 STY1928 ATGTCTCTGTTTCATTTAATCGCCCTTACAATTGCAGCGTAGGATGGATGTCTCTGTTTCATTTAATCGCCCCGTCGGGCTACTGTATTAACCAACAGGCCGCGTTACGCGGCGTTCAGCGCCTGACTGACGCGGGTCATCAGGTGGAGAATGACGAGGTGATTCGTCGCCGCTTTCAGCGTTTTGCCGGTACGGACGCGGAACGGCTGGCCGATGTTAATTCGCTGGCCTCGCTAACGTCGCCGGATACAATCGTCATGCCGGTTCGCGGCGGCTATGGCGCCAGCCGCTTGTTGGATCGTA1
1151 CHIP2906 STM/STY STM1847 STY1978 ATGACAGGAATAATCTTGAGCAAGAATTATCCTGCGACGCTCGCATGACAGGAATAATCTTGAGCAAGAACGCATTTAATGCTTATTTTAATAGCCTGTGTTTAGGAGTAAGACCACGAAGTGATTATATAATGAGCAAAACAGAACTATACGCGGCGTTAAACCGCGATTTTCAGTCGTTAATGGCAGGTGAAACCAGCTTTCTGGCCACGCTGGCGAATACCAGCGCGCTACTGTTCGAACGCCTTACCGAGGTGAACTGGGCGGGATTTTATCTCCTCGAAGGCGATACGCTGGTGT1
1152 CHIP2930 STM/STY STM1891 STY2099 ATGATAGAATGTTATAATATCACATTTCACACATTCTTAATCTCCTTTCAGGCAGCTCGGTGATAGAATGTTATAATATCACATTTCACACATTCATTACGATGATTAGTCGCATTATGTTACAGAAAAATACGCTTCTTTTCGCAGCATTATCCGCCGCGCTTTGGGGGAGTGCAACCCAGGCTGCCGACGCCGCCGTTGTCGCTTCGCTTAAACCGCTTGGGTTCATCGCTTCCGCCATTGCTGATGGCGTTACGGATACGCAAGTATTACTTCCGGATGGGGCTTCCGAGCATGATTATTCATTGCGTCCAT1
1153 CHIP2828 STM/STY STM1663 STY1401 ATGTTCACTGAATTTTTTCTCAAAAACGTTATTTTGTCGCAGGCGCATGTTCACTGAATTTTTTCTCAAAAACGCATTTAATCTGGCGATACTTTTCAGTTGCGGTATGGCGTTGCTGGTCGTGAGATTTTGGCTCAGCCGTAACGTACAGTGGAAGAAAGGATTCACGTTCCATGCGGCACAGTTTTTTATTTATGCAATTATTATTGGGACCATCGGGAGCATCCTGAATAATGCTATTGAAGATTATAATTTGCGTTTTATCTCTTCCGGGGTCATTGATTTTATCTGCACCTCGCTCA1
1154 CHIP4389 STM/STY STM0479 STY0523 ATGGAACGTCTACCCACCACGTTAATGCGAAAGCGTAGAAAGCTCATGGAACGTCTACCCACCACGCCGCACGATGCGGTATTTCGACAGATGCTGATGCAAAAAGAGGTCGCCCGCGACTTTCTGGCTATCCACATGCCAGAAGACTTTCTTGCAATCTGCGATCTGGATTCACTGAAGCTGGAGTCGGGGAGTTTTGTTGAAGACAATTTACGCAGCCGCTATTCAGATATTCTCTACTCTCTGCATACCCAACACGGCCCCGGGTATGTTTACGCGCTCATTGAACATCAGAGCAAAT1
1155 CHIP1145 STM/STY STM0613 STY0661 ATGGAAAAATATGAACTGCCGCTTAGTACAAATGCCCGATATTCACAATGGAAAAATATGAACTGCCGCTGGTGTTTTTTACGGTATTAAGCCAGATGTCTGTCGGGATGGCTTTGGTACTGACATGGCGTACGCTGCGTGGTGAAGTGGAAGGCCAGCGTTTCTATTGGTTGGCCACCGGGCTGGTGCTGGCATTGGCGTCTATTGCCGCGATTCTGCATCTGGCGCATCCCGATCGCGCTTATGATGCGCTGATTAACCTGCGACATGCCTGGTTAAGTCGGGAAATCCTGGGCGCCACGT1
1156 CHIP4437 STM specificSTM0571 ATGAATAAAGAGTCCATATTTCGTCAGTTTTACCAGTGAAAATCCTCTATCCGTATGAATAAAGAGTCCATATTTCGTCAGTTGGAGCTACGGCTAGCCGGATGTTCACTAACAGCTGACGCGTTAGGCGCGTTTAGCGCAATGGCGATTGCCGACAGTCTCAGGCAAAAACGCAGCATTATTAGTCACCATCTTAATAACTTGCATCGTGAGCAGCGGGTGGTCAAAGTGAATAGCCGCCCGGTGCTGTTCCTGCCCGTCGAGGCGCTACGTCGTCACCACCGGCTGGCGGTTCGGCAGGGGGATTACG1
1157 CHIP4453 STM/STY STM0591 STY0635 ATGATGTTTCTTTCTCGTCGGCTTATTTTTTGCGGGACTCCGTGATGTTTCTTTCTCGTCGGCTTATCGTAAGCTGCCTGCTTCTGGCGGCTGGCTGCTTCGCCATTGGCTTATGGAGCCTGCAAAGCGGTGCCGTGCCCCTTGAGACCGGGCAGATTATTGCCGCGCTGCTGGGCGACGCGCCGCGTAACATCACCCTTGTCGTAACCGAATGGCGACTACCGCGCGTATTAATGGCGCTACTGATTGGCGCTGCGCTTGGCGTCAGTGGCGCGATTTTTCAGTCGTTGATGCGTA1
1158 CHIP4477 STM/STY STM0341 STY0374 ATGATGGATGCAGTTACCTTTAGGATTAGTAACGTTCTTTTACTGTAATACATTTTGGATGATGGATGCAGTTACCTTTAGGATTGTCATGAATGAAACTATATTTTTACTTGATAAGCGTGTTGTATTTGATAGTACGAAGATGACCTTATCGCATGGTAATGAGATAATCAGAATATCAGAAGCTGAGACCCATCTGCTTCTTGCTTTTTGGCATGGTCTTTACAAAAAAGAAGATATTATTCATTTTGTTTGGGAAAATCGTGGAGGCTGCGTCTCAGAATCAAGTTACTATAAACTCATTAATCAAATGA1
1159 CHIP4471 STM/STY STM0624 STY0673 ATGTTTGGCAATAATGTATTCACTCGTTATTTTTCACCTGTTGCTAATACGATGTTTGGCAATAATGTATTCACTCGGGTAAAACGCTCTGAAAATAAAAAAATGGCGGAGATCGCTCACTTTCTCAAAGAGAATGATTTAAGCGTCGATACCACTGTAGAAGTGTTTATTACCGTCAGCCGTGATGACCGTCTTATTGCCTGCGGCGGTATTGCCGGAAATATCATTAAATGCGTGGCCATTAGCGAATCAGTACGCGGCGAAGGCTTAGCGTTAACGCTGGCGACGGAATTGATTAATCTCGCCT1
1160 CHIP2759 STM specificSTM1552 ATGAACCATGTTAAGAAACATGTATTGTGTTAAATAAAGAGATGTCGTAAAAATGCCAGTGAACCATGTTAAGAAACATGTATTGTGGAAAGATGAGTATTTTGAACGCTATTATCGGCTCAATCCTGAACTGGTTCAGAAGCGTTTGGATAAAATTTATCAAGCTGAAGATGATCTAATGGTGCTTATCAGTACTCAATTATTTTGTTTCTTGCAGGCTAATGGCACGCTCTATTTTGATGGTTGCTATAAAACAGGGAAAGCAGATAACTCATTGCTTTGTACTAATCTTGCTCTATGGAGTATCGAGCTAG1
1161 CHIP2879 STM/STY STM1793 STY1921 ATGTTGGATTATGAAACGTTGCGTTAATAAAGTTCATGATCGTTGCGGATGTTGGATTATGAAACGTTGCGGTTCATTTGGTGGCTGCTGATCGGCGTCATCCTGGTGGCATTTATGGTAACTGACGGGTTTGATATGGGTGTCGGTTGCCTGCTCCCGCTGATAGCGCGCAACGATGACGAACGCCGGGTATTGATCAATAGCGTGGGCGCCCACTGGGAAGGAAACCAGGTATGGTTGATTCTCGCGGGCGGGGCATTATTCGCCGCCTGGCCACGGGTCTATGCCGCCGCGTTTTCCGGTT1
1162 CHIP2807 STM specificSTM1630 ATGAATGATGATTCAATTATTAAAAACTCTTCGTTAAAGCCTGACTTTTACCAGAGTAATTTCATGAATGATGATTCAATTATTAAAAACTCTTCGATGCTTTTGGCCTATTTAGGTGGTTTGGGATGGGGAAGCGCCTATTTTTATGGCTGGGGCGTCTCCGCGTACTATGGTTTCCCGTGGTGGTATGTAGGCGTCGGCCCTGACAACATTGCCCGAAGTCTATTCCATGCGATTAGCCTGATGGCTATATTCATAATAGCGTGGGGAGTGGGTATTCTATTATTTTTTCTAGTAAAGCAAAAAGCACGTATCCACG1
1163 CHIP2927 STM/STY STM1886 STY2094 ATGGCGGTAACGCAAACATTACTCAAACTCATTCCACGAACGATGGCGGTAACGCAAACAGCCCAGGCATGTGACCTGGTCATTTTCGGCGCGAAAGGCGACCTGGCGCGCCGGAAATTGCTGCCTTCCCTGTATCAGCTTGAGAAAGCCGGCCAGATCCATCCGGATACCCGTATCATTGGGGTGGGGCGCGCGGACTGGGATAAAGAAGCCTATACCCACGTTGTGCGTGAAGCGCTGGAAACCTTCATGAAGGAAAAAATTGATGAAGGCTTGTGGGATACGCTGAGCGGCCGTC1
1164 CHIP2943 STM specificSTM1933 ATGAAAATTGCACTGATGATGGATTACCCCAGCATCTCACGTACAATGAAAATTGCACTGATGATGGAAAATAGCCAGGCCAGCAAAAATGCCATCATTTATAACGAACTTAGCGCCGTCGCCAATGAAAAGGGATTTCCCGTTTTTAACGTCGGCATGTGCGACGAAAATGACCATCACCTGACGTACATTCATTTAGGCATCATGGCGAGTATTCTGCTTAATGCAAACGCGGTTGATTTTGTGGTTACTGGCTGTGGCACTGGTCAGGGCGCGCTGATGTCGTTAAATATTCATCCAG1
1165 CHIP4290 STM specificSTM3169 ATGAAAAACACACGTTCATTCACATTACATATTCTCGATGTATTCCAGATCCATGAAAAACACACGTTCATTCACAACATCAGCGGTATTACTGGCCGGCTGTTTGCTACTGGCATTTCCAGCGCTCGCCAAAACCACGCTGAAACTGAGCCACAATCAGGATAAAAGCCACGCCGTTCACAAAGCGATGAGCTATCTGGCCGACAAAGCGAAAGCCTATTCGGACGGCGAATTAAATATTCGTATTTACCCCAACGCCACGCTGGGCAACGAACGTGAATCGCTGGAATTGATGAACTCCGGCGCTC1
1166 CHIP4314 STM/STY STM2692 STY2878 ATGAAAATCAATCAGCATGATGCTTACCGCTCGCGCAGCGCATGAAAATCAATCAGCATGATGCCGCGATGGACGATCCCGATATTCAGCGTGAACGGGCGTTTTCCGGCGCGGGTCGTATTGTTCTGATCTGCTCACTGTTATTTCTCATTCTCGGCATCTGGGCGTGGTTTGGCCGACTGGATGAGGTTTCCACCGGCAACGGGAAAGTGATCCCCAGTTCACGCGAACAGGTTCTGCAGTCGCTGGATGGCGGCATTCTGGCGCAGTTGACGGTGCGGGAAGGCGACAGAGTTC1
1167 CHIP4242 STM/STY STM3069 STY3227 ATGTCTGTAATTAAGATGACCGATCTGGTTACTTCTTAGCGCGCTCTTCGATGTCTGTAATTAAGATGACCGATCTGGATCTGGCCGGGAAACGCGTTTTTATCCGTGCGGATCTGAACGTACCTGTTAAAGAAGGGAAAGTGACCAGCGACGCGCGTATCCGCGCTTCTCTGCCGACCATCGAACTGGCTCTGAAACAGGGCGCGAAAGTGATGGTAACTTCCCACCTGGGTCGTCCTACCGAAGGCGAGTACAACGAAGAATTCTCTCTGCTGCCGGTTGTTAACTACCTGAAAGACAAACTGT1
1168 CHIP4354 STM/STY STM0410 STY0448 ATGACCAGACGCGCTGACTTACGGCATTTTTTCGTGCTATGACCAGACGCGCTGACCGTTTGTTTCAGATCGTGCAAATTTTGCGGGGTAGACGACTGACGACGGCAGCGCTGTTGGCACAGCGGCTTGCGGTTTCTGAACGGACGATTTATCGCGATATTCGCGATCTGTCGTTATCCGGTGTGCCTGTCGAAGGTGAAGCGGGGAGCGGATACCGTTTAATGGCAGGTTTTGATCTGCCACCCTTGATGCTTACCCATCGTGAATCGGAAGCACTGATGGTGGCTATACGGT1
1169 CHIP4282 STM/STY STM3152 STY3325 ATGCGTTTGCTGCAAAACTTTTAGAAGGAAACCCATTCATCAATGCGTTTGCTGCAAAACTTTACTATTCGTATGGTCATGCTGACGATACTGGGACTTTTTTGTCTACTCTGGTCGGGGGTGGGGTTATACAGCGTCCATGCTTTATCCGAAGTTTCGGAAGGAAATGATATTGACCGGCATCTTGTGCGGCAAATGACGGTGCTAAGCCAGGGTAACGATCAATATTTCCGCTTTGTTACCCGCCTTAGCCGCGCGATGGATGTAAAAATCGGCGGCGGCACGCCCGATTTTGCGC1
1170 CHIP4586 STM/STY STM2832 STY2953 ATGATCGAAACCATTACACATGGTTATGATACCGCTCCTGTCAATGATCGAAACCATTACACATGGTGCGGAGTGGTTCATCGGGTTATTCCAGAAAGGCGGAGAGGTGTTTACCGGTATGGTGACAGGTATTCTTCCGCTACTGATAAGCCTGCTGGTTATCATGAATGCGCTCATCAATTTTATCGGCCAGCAGCGTATTGAGCGTTTTGCCCAACGTTGTGCCGGAAATCCGCTATCTCGTTACCTGCTTTTACCGTGTATCGGGACATTTGTTTTTTGTAATCCGATGACCCTGA1
1171 CHIP4628 STM/STY STM0266 STY0286 ATGGACATGTCCCTGACTAAACCTTACTCCAGGGCATCCCAATGGACATGTCCCTGACTAAACCGGTAAGCGCGGAACAACCCTGCGGCCCCGATCCGGAGTACGATCCGGAATACCTGCTGCTGTTCAGCCGCGCCGCCCCCCAGGCGGAGGCGCAATATGGTGATTTTGTCAGTACGCCGGAAGCCGTGAACTGGCCGGAAATTGAACGTGATGCGCGCCGTCTGCTCACGCGCAGTAAGGATATCCGGGTGTTGATCCTGCTGCTGCGCAGTCGCATCCAGCAGGCTGGCGCAC1
1172 CHIP4668 STM/STY STM4529 STY4887 ATGAGCATGGTTAAACATAAACGCTTATTTCTTATTTTGCTCGCGCAATGAGCATGGTTAAACATAAACGCGGCAACGCATCCGCGCTGAGTGCTCAGCATGAGGCTGAACTGAAGGCGCTGGCGAAAAAATCAGATGATGAGATTGATTACAGCGACATTCCCGCTTCGGAGGATGGGCAGTGGTCTGAAGCAGTGCGTGGTAAGTTTTTTCGCCCGTTAAAAACTCAGGCCTCGGTGCGTATTGACGCCGATGTGATGGAGTGGCTGAAACGGCCAGGAAAAGGCTACCAGACGCGGCTCA1
1173 CHIP4205 STM/STY STM2978 STY3118 ATGCTAAAAACCATTTCACCGTTTTACGGCGTTACCCCTTTTTTTAAAAGATGCTAAAAACCATTTCACCGTTAATTTCCCCGACACTGCTCAAAGTGCTGGCCGAGATGGGCCACGGGGACGAAATCATTTTTTCCGACGCTCACTTTCCCGCGCATAGCCTGGGCCCGCAGGTGATTCGCGCCGATGGTCTTAGCGTCAGCGATCTACTGCGGGCAATTATTCCGCTCTTTGAGCTGGATAGCTACGCCCCGCCGCTGGTGATGATGGCCGCCGTGGAAGGCGACACGCTCGATCCCAACGTTG1
1174 CHIP4317 STM specificSTM2697 ATGAGTGACAATAACCTGCGTCTGTTATGATTCATACCCCCCCATGAGTGACAATAACCTGCGTCTGCAGGTGATTCTTAATGCGGTTGACAAGCTCACCCGCCCATTTCGATCCGCGCAGGCCAGCTCAAAAGAGCTGGCTACAGCGATTCAGCAAAGCCGCGCCCGTTTAAAAGAATTAGATGCTCAGGCGGGCCGCATTGACGGTTTCCGCAAGGCCAGCGCGCAGCTGGCAGTCACCGGTAACAGCCTGAAAGCCGCACGCGAAGAAGCTGCGAAACTTGCCACGCAATTCTCTG1
1175 CHIP4341 STM/STY STM0386 STY0419 ATGGAGAAGAAAATCGGTTTTATTGGTTAGGATTTACTGAGCGCCTCATGGAGAAGAAAATCGGTTTTATTGGCTGCGGTAATATGGGCAAGGCTATTCTTGGCGGACTGATTGCCAGCGGTCAGGTACTTCCCGGCCAGATCTGGGTCTATACCCCCTCCCCCGATAAAGTCGCCGCCCTGCATGATCAGTACGGCATTAATGCGGCGCAAAGCGCGCAGGAGGTCGCTCAGGTCGCGGATATCGTTTTCGGCGCGGTAAAACCGGGCATTATGGTGAAAGTGCTCAGTGAAATCTCCTCCA1
1176 CHIP4365 STM/STY STM0439 STY0481 ATGATGTTTAAGCAATACCTGCAAGTTTACCAGACGTAAGTCAGCAGATTCATGATGTTTAAGCAATACCTGCAAGTAACGAAACCAGGCATCATCTTTGGCAACCTGATCTCGGTGATCGGGGGATTTCTGCTGGCCTCAAAGGGCAGCATTGACTATCCCCTGTTCATTTATACGCTGGTCGGGGTGTCACTGGTTGTGGCGTCGGGTTGTGTATTTAACAACTACATCGACAGGGATATCGACAGGAAGATGGAAAGGACCAAGAATCGGGTGCTGGTCAAAGGCCTGATTTCTCCTGGCGTCT1
1177 CHIP4607 STM/STY STM3004 STY3145 ATGATTGATGACGATGGCTACCTTAACCTCTTTTACGTCGATAAGCAGGTGATTGATGACGATGGCTACCGCCCAAATGTAGGTATCGTAATTTGTAATCGTCAGGGGCAGGTGATGTGGGCCCGGCGATTTGGTCAGCACTCCTGGCAGTTCCCGCAGGGCGGGATAAATCCAGGGGAGTCGGCAGAACAGGCGATGTACCGGGAACTGTTTGAAGAAGTTGGGTTAAGCCGTAAAGATGTGCGGATCCTTGCTTCTACTCGCAACTGGTTGCGTTACAAGTTACCAAAACGTTTGGTGCGTT1
1178 CHIP4623 STM/STY STM4445 STY4784 ATGGATGTCGGGCATGGTTTAAAAATCGAAGGCATGTTCCGCTGGATGTCGGGCATGGTACCGCCAGCCTGAGCTTTGCGGTGGCTAAACGCGCTATTAGCCTGGGGATTTTACCGCATACCATCAGTTCCGATATCTACTGCCGTAACCGCATCAACGGCCCGGTACATTCGCTGGCTAATGTGATGTCGAAATTCCTCGCCATCGGCATGTCGCTGCCGCAGGTCATTGCGTGCGTGACGGCCAATGCCGCCGATAGCCTGAATCTGAAAACCAAAGGTCGTCTTCAGCCTGGTC1
1179 CHIP4639 STM/STY STM1504 STY1558 ATGCTAAAGACGACTCTGCTTTTCTTTACGTACGTCCCCATCCGATGCTAAAGACGACTCTGCTTTTCTTTGTCACCGCCCTCTGTGAAATCATTGGATGTTTTCTTCCCTGGCTATGGCTTAAGCGCGGCGCCAGCGTGTGGTGCTTCTGCCGCCGCTGCGTCACTTGCGTTATTCGTCTGGCTTTTGACCTTGCATCCGGCGGCGAGTGGGCGGGTTTATGCGGCTTACGGTGGGGTATATGTCTGTACTGCGCTCCTGTGGTTACGTGTTGTCGATGGCGTCCGGCTCACGGTTTAT1
1180 CHIP4655 STM/STY STM3908 STY3649 ATGGATTTACGCGATCTAAAAACCTTAATTCGGTAAAATCTTCCAGAACGGTGGATTTACGCGATCTAAAAACCTTCTTGCATCTGGCGGAAAGCCGCCACTTTGGCCGCAGCGCGCGGGCGATGCACGTCAGCCCCTCCACGCTCTCCCGGCAGATTCAGCGGCTGGAAGAAGATCTCGGCCAGCCGCTGTTTGTGCGCGATAACCGTACGGTCACGCTGACCGAAGCGGGTGAAGAGCTGCGAGTGTTTGCCCAACAGACGCTTTTGCAGTACCAGCAGCTGCGCCATACCCTCGATCAGCAGG1
1181 CHIP1612 STM/STY STM2838 STY2960 ATGAGTGATGCACTACTAAACGCTTAGATAATCCCCGCCTGGTATGAGTGATGCACTACTAAACGCGGGCCGTCAGACCTTAATGCTGGAGCTACAGGAAGCCAGCCGTCTGCCGGAGCGTCTGGGCGATGATTTTGTCCGCGCCGCCAATATCATTATTCACTGTGAAGGCAAAGTGATCGTTTCCGGTATTGGTAAATCAGGTCATATTGGTAAAAAAATCGCCGCGACGCTTGCCAGTACCGGTACTCCCGCTTTTTTTGTTCATCCGGCGGAAGCACTGCATGGCGATCTGGGGA1
1182 CHIP4512 STM/STY STM3540 ATGCGACTTATCCTGCCTTACCTTAAAAACCTGGACGATGATGGATGCGACTTATCCTGCCTTACCGCGCAAGCAGAAAGTCCAGTGGCGATTATCAGGGAATTTGCGTTAGGAAGGGAATCATTTCCGTCGCTGTTTTATTGATCCTAATTATGGATCAGCGTAGAAATTTGCCTGCTTTTATGCGCGTACTGAAACATGGCGAGGCAAAATGTCGTTGGGCGATTGCCATGCACACCTCAATAAAAAAACCGGGTAGCGATTACGCCTTACCCGGCTTACGGTGTCGATATGTGCCCG1
1183 CHIP4482 STM/STY STM0350 STY0384 ATGAGAACCGCGTTGATTCGTTAACCTTGCTTTTTCTCACTGTATTCCGTGAGAACCGCGTTGATTCGCATGATCAGCAAGCATAATGATGGGAATGGCATAATGAAGATCACTTTTACAGGCTATCGGCAGACCGCCACGCTGGCGACGCTTGCTTTCGTCACCACGCTTGCTGGCTGTACGATGGCGCCGAAGCACGAACGCCCCGCATCGCCGACTGCGATGGTCTATCCCTACGCAACGTCAACCGTTTCTGGCGCGCCGGATGCCGCTGACATTGGCTGGCGTGATTTCTTCCACGATC1
1184 CHIP1622 STM/STY STM2828 STY2949 ATGCGGCCCTTTTGGCATTTAATCTGCAAAATTTCGCCATGCGGCCCTTTTGGCATTTCTCCCTGTTAAGGTTTTTTATGAGTGAACCCACATCGCGCCGTCCCGCTTATGCTCGTCTCCTTGATCGTGCGGTACGTATTCTTGCTGTCCGCGATCACAGCGAGCAGGAATTACGGCGTAAACTCTCCGCGCCGGTGATGGGCAAAAATGGGCCGGAAGAGATTGATGCGACGGCAGACGATTATGAACGCGTGATCGCCTGGTGCCACGAACATCACTATCTTGATGACGAGC1
1185 CHIP4522 STM/STY STM2191 STY2425 ATGATCACCATTCGTGATGTAGCTTAGTTAGTGATCAGTACCGCATTCATGATCACCATTCGTGATGTAGCGCGCCAGGCTGGCGTGTCTGTAGCGACCGTTTCCCGCGTACTGAATAACAGCGCGTTGGTCAGTCCCGACACCCGTGACGCCGTTATGCAGGCCGTCACCCTGCTGGGATATCGGCCAAATGCGAATGCGCAAGCGCTGGCCACTCAGGTGAGCGACACCATCGGCGTCGTGGTTATGGATGTTTCCGATGCCTTTTTCGGCGCTCTGGTGAAAGCCGTAGATCTGGTCGCGC1



1186 CHIP4538 STM/STY STM2226 STY2463 ATGAGTCTGGATATCAACCAGATTGCTTATTTCCCGCCCGACGTGATGAGTCTGGATATCAACCAGATTGCCCTGCACCAGCTTATCAAGCGCGATGAGCAAAATCTTGAGCTGGTCTTGCGCGATTCATTGCTGGAGCCGACAACCACCGTTGTCGAGATGGTGGCTGAACTGCATCGGGTCTATAGCGCCAAGAATAAGGCGTATGGCCTGTTTAATGAAGAGAGTGAACTGGCGCAAGCGCTGCGGTTGCAACGTCAGGGGGAAGAAGATTTTCTTGCCTTTAGCCGGGCGGCGACCG1
1187 CHIP4554 STM/STY STM2140 STY2369 ATGGCTAACTTTCCCGCCATTAACGTAGCAACGGGCAGTATGGCTAACTTTCCCGCCAGCTTACTGATCCTCAATGGCAAAAGCGCTGATAACCAGCCGCTACGTGAGGCCATTACTCTACTTCGCGACGAAGGCATACAGATTCACGTTCGGGTAACCTGGGAAAAAGGCGACGCGCAGCGTTACGTTGATGAAGCCCGTAGACTGGGCGTTGAAACGGTGATTGCCGGCGGCGGAGACGGTACCATTAATGAAGTGTCGACCGCGCTCATCCAGATCCGCGACGGCGTAGCCC1
1188 CHIP4570 STM/STY STM2172 STY2402 ATGCAGGTGGCTGAACAGCTTAGGAATGATAACCGCCGATGCAGGTGGCTGAACAGCGTATTCAACTGGCGGAAGCGCAGGCGAAAGCGGTTGAGGCGCAGGACGGCCCGCAGCTCGACTTTTCTGCCGACATTGAGCGCCAGCGAATGTCCGCGGAAGGGCTGATGGGGCCATTCGCGATTACCGACCCTGCGGCGGGAACGACCGGGCCGTGGTATACCAACGGTACATTCGGCCTGACGGCGGGCTGGGATCTGGATTTATGGGGGAAAAACCGCGCTGAAGTTACTGCGC1
1189 CHIP4532 STM/STY STM2204 STY2439 ATGAAAACGCTGCTGATAATTGATTATGCCGCTTTTGCCGTATGAAAACGCTGCTGATAATTGACGCTAATCTCGGCCAGGCTCGCGCTTACATGGCGAAAACCCTGCTTGGAGCGGCGGCGCATAAAGCAAATCTGGAAATTATCGACAATCCGAATGATGCTGAGCTGGCGATCGTGCTGGGCGAATCTCTGCCGAACGACAATGCTCTGAACGGCAAAAAGGTTTGGCTGGGGGATATTGGTCGCGCCGTCGCGCATCCGGAACTGTTTCTGAGTGAAGCCAAAAGCCATGCGA1
1190 CHIP4556 STM/STY STM2142 STY2371 ATGAAAACGACCTTTAAACTGTCGTTTATTTTACTTCCCCTTGTGTCAATGAAAACGACCTTTAAACTGTCGTTCATGATGTTCGTGGAGTGGTTTATCTGGGGCGCCTGGTTCGTCCCCCTGTGGCTATGGCTAAATAAAAGCGGGTTTTCCGCCGGTGAAATAGGCTGGTCTTATGCCTGTACCGCCATTGCGGCGATCCTGTCGCCGATTCTGGTCGGCTCCGTTACCGACCGTTTTTTCTCAGCGCAAAAAGTCCTGGCGGTACTGATGTTTGCAGGCGCCGTGCTGATGTATTTCGCGG1
1191 CHIP4572 STM/STY STM2175 STY2405 ATGACTCACGTGACAAGCGCATTAACGCGGCTCAAGACAATGACTCACGTGACAAGCGCAATTATTGTAGGTGGCGGAATCGGCGGCGCGGCGACCGCGCTGTCGCTGGCGCGCCAGGGAATAAAAGTCATGCTGTTGGAAAAAGCGCACGAAATTGGCGAGATTGGCGCGGGTATTCAGCTTGGGCCGAACGCTTTTTCGGCGCTGGATAGTCTCGGTGTGGGCGATGTTGCCCGCCAGCGTGCGGTGTTTACCGATCACATTACCATGATGGATGCCGTGAATGCCGAAGAAG1
1192 CHIP2096 STM/STY STM3671 STY4127 ATGAAGCGGGTACTTGAGGTTAGGCTCCTTGCTGTGGTTGATGAAGCGGGTACTTGAGGGCATACTTGCGGTATTAATTGCCGTACTTTCCTGCATTGTATTTATTAACGTTATTTTACGTTACGGTTTTGAGAGCAGTATTTTGTCGGTAGATGAACTATCACGTTATCTATTTGTATGGCTGACGTTTATTGGCGCCATCGTTGCATTTATGGATAACGCTCACGTTCAGGTCACTTTTGTGGTGGAAAAACTTTCGCCAGCGAATCAGCGTCGTCTCTCGCTGCTGACGCATT1
1193 CHIP1928 STM/STY STM0930 STY0926 ATGCAGTTTTCAACAACCCCATTATCGGCGCGTTTTCACATGCAGTTTTCAACAACCCCAACGCTGGAAGGACAAAGCATCGTGGAGTATTGCGGTGTGGTAACGGGCGAAGCCATTTTAGGCGCCAATATTTTCCGCGATTTTTTCGCCGGCATTCGGGATATCGTCGGCGGACGTTCCGGCGCGTATGAGAAAGAGCTGCGTAAAGCGCGTGAAATCGCTTTTCAGGAACTTGGCGAGCAGGCTAAAGCGTTGGGTGCCGATGCGGTGGTAGGCATCGATATTGATTACGAAA1
1194 CHIP1944 STM/STY STM4369 STY4726 ATGAGCGAAATGATTTACGGCTTAGGTGCGCTGGCGAACATGAGCGAAATGATTTACGGCATCCACGCAGTGCAGGCCCTGCTGGAGCGCGCCCCTGAACGTTTTCAGGAAGTCTTTATTTTAAAAGGCCGTGAAGATAAACGTCTGTTGCCGCTGATCCACGCCCTTGAGTCCCAGGGCGTGGTTATCCAGCTGGCAAACCGCCAATATCTCGACGAGAAAAGCGACGGTGCCGTGCATCAGGGTATTATCGCTCGCGTGAAACCAGGCCGGCAGTATCAGGAAAACGATCTGC1
1195 CHIP1922 STM/STY STM3451 STY4347 ATGCGTTATGCCATTATGGTCATTAAAACTGCACCACCCGAATGCGTTATGCCATTATGGTCACCGGGCCGGCATATGGCACCCAGCAGGCCAGCAGCGCATTGCAGTTCGCCCACGCGCTGCTCAATGAGGGGCATGAGTTAGCCAGCGTCTTTTTCTATCGGGAAGGTGTCTATAACGCCAATCTCCTGACCTCGCCGGCGAGCGATGAATATGATCTGGTACGCGCCTGGCAGAAATTGAATACGCAGCATGGCGTAGCGCTGAACATCTGTGTCGCGGCGGCGCTTCGTCGCG1
1196 CHIP1938 STM/STY STM4362 STY4719 ATGTTTGACCGTTATGATGCCTTAGATCACGTATTCGATCAACGCTTGTTTGACCGTTATGATGCCGGTGAGCAGGCGGTACTGGTACACATCTATTTTTCGCAAGACAAAGATATGGAAGACCTCCAGGAGTTTGAATCTCTGGTCTCTTCCGCCGGTGTCGAAGCAATGCAGGTGATTACCGGTAGCCGTAAAGCACCGCACCCGAAGTACTTTGTAGGTGAAGGTAAGGCAGTTGAAATTGCGGAAGCCGTGAAAGCGACTGGCGCAGCGGTCGTATTGTTTGATCATGCATTGAGTC1
1197 CHIP2146 STM/STY STM3279 STY3460 ATGGCAACACTTACCACCACCTTACTGGTACACCGGCAACAAATGGCAACACTTACCACCACCCAAACGTCACCTTCGCTGCTTGGCGGCGTGGTGATTATCGGCGGCACCATCATTGGCGCGGGGATGTTCTCCCTGCCGGTGGTCATGTCCGGGGCGTGGTTCTTCTGGTCGATGGCGGCGCTGGTCTTTACCTGGTTTTGTATGCTGCACTCCGGGCTGATGATTCTCGAAGCCAACCTTAACTACCGCATTGGTTCGAGTTTCGACACCATCACCAAAGATCTGTTGGGGAAAG1
1198 CHIP1978 STM/STY STM4583 STY4930 ATGACCCAGCATTCCCCTTTAGGCGTTTTTCAGCAGTACATGACCCAGCATTCCCCTTATTCATCGGCTATCGCCGAACAACGTAATCAGGAGTGGCTTCGTTTTGTGGAGTTACTCCGTCAGGCATATGCAGAGGATCTGCATCTGCCTTTATTACAACTGATGCTTACGCCGGACGAGCGTGAAGCGCTGGGAACGCGCGTGCGCATTATTGAGGAGTTGTTGCGTGGCGAAATGAGCCAGCGCGAGTTGAAAACCGAGCTGGGGGCGGGCATCGCCACCATCACGCGCGGGT1
1199 CHIP1619 STM/STY STM2820 STY2946 ATGTACGCACGTTATGCTGGTTTACAATAGTCGGACATCCACGATGTACGCACGTTATGCTGGTTTGATTTTTGATATGGACGGTACTCTCCTGGATACCGAACCCACGCATCGCAAAGCGTGGCGTGAGGTTTTGGGGCGCTATGGTCTTCGTTTTGATGAACAGGCAATGGTCGCGCTTAACGGTTCGCCAACCTGGCTTATCGCCCAGTCAATCATTGAGCTTAACCATGCCGATCTTGATCCCCTGTCACTGGCGCGTGAGAAAACCGACGCGGTAAAAAGCATCCTGCTGGACT1
1200 CHIP1643 STM/STY STM2213 STY2449 ATGACGATGAAAACCCGCTTTATTTGTTTAAAATTTGTTTATTTCCGCATGACGATGAAAACCCGCTATTCCTTGATAATTCTGCTTAATGCCGCCGGTCTGGCGCTGTTTTTGTCATGGTATCTTCCCGTCAATCACGGCTTCTGGTTCACCATTGATTCCGGCATATTCCACTTCTTTAACCAGAAACTGGTGGAAAGCCACGCGTTCCTCTGGTGGGTCGCTATTACCAATAATCGGGCGTTTGACGGCTGTTCGCTGCTGGCGATGGGCGGACTGATGCTCAGTTTCTGGCTAAAAGAAA1
1201 CHIP2245 STM/STY STM3112 STY3267 ATGATGAAAAAATTACTCGCGCTTTATCGGCGGCGATACGAATGATGAAAAAATTACTCGCGCTTGCTGTTATTGCGCCGTTGCTCATCTCCTGCTCCAGTTCGACCAAAAAAGGCGAGACGTATAATGAAGCCTGGGTCAAGGATACCAACGGCTTTGATATTTTGATGGGGCAATTTGCCAACAATATTGAAAATCTGTGGGGATATAAGGAAGTCCTGATTGCCGGGCCGAAAGACTACGTCAAATATACCGATCAGTTCCAGACCCGTAGCCACATCAACTTTGATGATGGGA1
1202 CHIP2261 STM/STY STM3061 STY3217 ATGACGCAACTTCCCGAATTACCACTCCCAAATTTTGGACGATGACGCAACTTCCCGAACTCTCTTTATCACGACAAGAAATCCGCCGGATGATTCGGCAACGTCGCCGTGCGCTAACGCCAGAGCAGCAACGCCGTTTTGGTCAACAGGCCGCCGCCCGAATGCTCAGCTTTCCTCCCGTCGTGATGGCGCACACTGTCGCCGTGTTTCTCTCCTTTGATGGCGAACTCGACACCCAGCCGCTGATTGAACAGCTATGGCGAGCGGGCAAGCGCGTCTACCTTCCGGTTCTTCATC1
1203 CHIP3345 STM/STY STM0756 STY0797 ATGAGCGTAATGTTTGACCCATTACGCCCGAAGTGTAGCCATGAGCGTAATGTTTGACCCACAAGCCGCAATCTACCCGTTCCCGCCGAAACCAACGCCGTTGAACGACGACGAAAAGCAATTTTATCGTGAGAAAATCAAGCGGTTGCTCAAAGAGCGCAATGCCGTCATGGTGGCGCACTACTACACCGATCCGGAAATTCAACAGTTAGCAGAAGAAACCGGCGGCTGTATTTCCGACTCACTGGAAATGGCCCGTTTCGGCACGAAGCACGCCGCATCCACGCTGCTGGTAG1
1204 CHIP3393 STM/STY STM0821 STYrarB ATGGCATTGACCGCTGCGTTAACGCCGTCGGCGGCGATGGCATTGACCGCTGCGCTGAAAGCGCAAATCGCCGCCTGGTATAAGGCGCTTCAGGACCAGATTCCCGACTTTATTCCCCGTGCGCCGCAGCGGCAGATGATTGCTGACGTCGCCAGAACGCTGGCCGGGGAAGAAGGGAGACATCTGGCTATTGAAGCGCCGACCGGCGTCGGGAAAACCCTCTCCTATCTTATTCCCGGTATCGCCATTGCCCGGGAAGAGCAAAAAACACTGGTGGTCAGTACCGCTAACG1
1205 CHIP2190 STM/STY STM3042 STY3198 ATGAAACAACAGAGACAACTTCGTCTTATAGCGGCCAAATATCATCGGTGAAACAACAGAGACAACTTCGTCGGCGCGAGGCTGATGAGACGGCGGAACTCCCCGCCGATCTTCCTCCATTACTACGACGTTTATATGCCAGCCGGGGCGTTCGTAGCGCCCGCGAACTGGAGCGCAGCGTGAAAGGAATGCTGCCCTGGCAACAGCTTAGCGGCATAGATAACGCGGTGGAGATCCTCTACAACGCCTTTCGCGAAGGTACCCGCATTATTGTTGTTGGCGATTTTGACGCCGACGGCGCGA1
1206 CHIP2206 STM/STY STM3267 STY3450 ATGAAGGCATTTTCGCCGTTACTTAATATACGTAAAGGCGGTGGTATGAAGGCATTTTCGCCGCTCGCAGTCCTTATTTCTGCGTTGCTATTGCAAGGTTGCGTCGCCGCCGCGGTAGTGGGTACGGCAGCCGTCGGTACCAAAGCCGCAACCGACCCGCGTAGCGTGGGCACCCAGGTGGATGACGGAACGCTGGAACTGCGTGTCAGCAGCGCGCTGTCGAAAGATGAGCAAATCAAAAAAGAGACGCGCATCAATGTCACGGCTTATCAGGGCAAAGTTTTGTTAGTGGGCCAGTCGC1
1207 CHIP3380 STM/STY STM0806 STY0840 ATGCACGAAACGCGAATTGTTACCAACGTTTCGCCAACTATGCACGAAACGCGAATTGTAGTCGGCCCTGCGCCGTTTAGCGTCGGGGAGGAATATTCCTGGCTGGCGGCGCGCGACGAAGACGGCGCGGTCGTCACCTTTACCGGAAAAGTGCGCAATCATAACCTGGGCGATAGCGTTAAGGCGCTGACGCTGGAGCATTATCCCGGCATGACTGAGAAAGCTCTGGCGGAGATCGTCGCAAAGGCGCGTTCCCGCTGGCCGCTGGGGCGGGTCACGGTGATTCATCGCGTTG1
1208 CHIP3412 STM/STY STM0852 STY0891 ATGAGTAATGTAACCCACCAGCCTTAAACCCGACTGCCCCAATGAGTAATGTAACCCACCAGCCAAAGATCGGCTTCGTTTCCCTGGGCTGTCCGAAAAACCTCGTTGATTCGGAACGCATCCTGACTGAGCTGCGTACCGAAGGCTATGACGTTGTGCCACGCTATGACGATGCGGATATGGTTATCGTTAATACCTGTGGCTTTATTGACAGCGCGGTACAAGAGTCACTGGAAGCCATTGGCGAAGCGCTGAACGAAAACGGTAAGGTAATCGTCACCGGCTGCCTGGGCGCAA1
1209 CHIP0310 STM/STY STM1384 STY1737 ATGACGCATTCACTCATCATTGTTAGCCATGTTGTAATCTCCTGGTATGACGCATTCACTCATCATTGAAGAAGTGCTGGCTCACCCGCAGGACATTAGCTGGCTGCCGTGGGCGGTACAATATTTCTTTTTTATTGGCATTGCCGCCTGCGCCGCACTGTTTGCCTGTTATCTTCACTGGCGGAAAAAAGACGCCGCAACAGAAGAAAATCGGGCATTACTGATTGCCATTACCTGTGCGATTACCGCACCGCTGGCGCTGACGGCGGATCTGCACCAGACCGCCCGCGTCTGGCATTTCT1
1210 CHIP2217 STM/STY STM3231 STY3411 ATGAGCAGCAAAGGCGAATTAACCGCGGAGCTGTTGGTGAGCAGCAAAGGCGAACGCGAAAAACGTAAAGCGCTGCTTCTCAGTCAGATCCAGCAGCAACGGCTGGATCTGTCCGCCAGCCGTCGCGACTGGCTGGAGACCACCGGCGCGTACGATCGCGGCTGGAATACGGTGTTAAGCCTGCGCTCCTGGGCGCTGGTCGGTAGCAGCGTAATGGCCATCTGGACCATCCGTCATCCTAATATGTTGGTACGCTGGGCGAAACGCGGCCTGGGTATCTGGAGCGCCTGGC1
1211 CHIP0350 STM/STY STM2771 ATGGCACAAGTAATCAACACTAACAGTTTAACGTAACAGAGACAGCACGTTCATGGCACAAGTAATCAACACTAACAGTCTGTCGCTGCTGACCCAGAATAACCTGAACAAATCCCAGTCCGCACTGGGCACCGCTATCGAGCGTCTGTCTTCTGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGTCAGGCGATTGCTAACCGTTTCACCGCGAACATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACCACTGAAGGCGCGCTGAACGAAATCA0
1212 CHIP2257 STM/STY STM3073 STY3231 ATGCATCCGTTTACCTCGTTAACTTAACGTAACCATATCCATACTCCCGATGCATCCGTTTACCTCGTTAACCTTATGGGCGCTGGCGGCCTGCACCACGCTGCTACTCCCTGCGCAGACCGTGCTCCCGGTTTATAGCGCGGCGGCCTTCCTCTGTCTGCTGGCGCTGAAATCAACGCGGCGGCGGGCGAAGTATGTCGCCTGGCTGATGCTGTCTTTAGGGTTTGGGCTATGGCTGGTACATGGCGGTTGGCTAACGGAATGGATAAGCGGGCAGCCTCGCGATCCGCAGCGCTGGGTATATG1
1213 CHIP3407 STM/STY STM0843 STY0882 ATGACCCAACTGAAACTGGACATTACAGCATATGTTCGGTACGGGATGACCCAACTGAAACTGGACACGCTCAGTGACCGCATTAAGGCGCACAAAACCGCGCTGGTACATATCGTGAAACCGCCGGTCTGTACCGAGCGCGCGCAGCATTATACCGAAATGTACCAGCAGCATCTGGATAAACCGATTCCGGTACGCCGTGCGCTGGCGCTGGCCCATCACCTGGCGGAACGCACTATCTGGATAAAACACGATGAACTGATCGTCGGCAACCAGGCAAGTGAAGTCCGCGCCGCGCCGA1
1214 CHIP4337 STM/STY STM0378 STY0410 ATGGCTGATTTCACTCTCTCAAAATCTTATTGGTGACGGTGACGCATGGCTGATTTCACTCTCTCAAAATCGCTGTTCAGCGGGAAGCATCGAGAAACCTCCTCTACGCCCGGAAATATTGCTTACGCCATATTTGTACTGTTTTGCTTCTGGGCCGGAGCGCAACTCTTAAACCTGCTGGTTCATGCGCCGGGCATCTATGAGCATCTGATGCAGGTACAGGATACAGGTCGACCGCGGGTAGAGATTGGGCTGGGCGTCGGGACGATTTTTGGCCTGGTGCCCTTCCTCACGGGCTGCC1
1215 CHIP4369 STM/STY STM0446 STY0488 ATGATGATACGTGAGCAAATAGAAGAATTACGCGATGCTTCCCGCATGATGATACGTGAGCAAATAGAAGAAAAATTAAGGACAGCGTTCGACCCCGTGTTTCTCGAAGTTGTGGATGAAAGCTATCGTCACAATGTTCCAGCAGGATCGGAAAGCCATTTTAAGGTCGTGCTGGTGAGCGATCGCTTTACAGGCGAACGTTTTCTTAATCGTCATCGGATGATTTACGGTACGTTAACGGCGGAACTTTCCACAACCGTACATGCGCTGGCACTGCATACTTATACCCTCAAAGAGTGGG1
1216 CHIP3680 STM specificSTM4489 ATGGATGACAATGCTTTAGGGTTTTAAACCTGACGCCTATCAAGACTATTATAAATAGATGGATGACAATGCTTTAGGGTTTGCCTCATACTGGCGCAATTCGCTGGCAGATGCTGAGTCAGGAAAGGGCAGTTTTGAACGCAAAGACGCCAAAAATTTCACCCACTGGCATGGGATAGCGGCGGGACGTCTTGACGAAACGATCGTTGGTAAATTTTTTGAGGGAGAAAAAGACGACGTCGAAACAGTCGATGTCATCTTGCGGCCAAAGGTTTATTTCCGGTTACTGCAGCGTGGAAAGGACCATTCCGCTG1
1217 CHIP4315 STM specificSTM2694 ATGATGAACTGTCCAGAGTGCGTTAGAAACTCATGTGGCCTTGATGATGAACTGTCCAGAGTGCGGTCATGCAGCACATACCAGAAGCAGCTTTCAGGTATCAGCTACGACAAAAGAACGTTACAACCAGTGCCAAAATATAAATTGTGGCTGTACGTTCGTTACTCATGAAACGTTTGTACGGCACATTATAAAACCGAATCTAATTTCTTCTGCGCCACCACATCCGGGAAAAGGTGGTCAAGGCCACATGAGTTTCTGA1
1218 CHIP3709 STM specificSTM4535 ATGAAGAGACATTATATTTTCGCCAGCTTAAAAATCTTTATCGCTTTGCATGGATGAAGAGACATTATATTTTCGCCAGCCACGGCACGCTGGCCAGCGGAGTTTTAAACTCCGTGGAGCTGATTTTAGGCAAACGGTCAAATGTCTGGACGCTGTGCGCTTACGTTGAAGAGAGCGTGGATTTAAGCCAGCAGGTAGATACGCTAATTGCCCGGATCCCGCCGGAAGATGAAATTATTGCGCTGACCGATATTTTTGCCGGCAGCGTGAATAACGAATTTGTCCGTTATTTATCACGGGAAAATTTTC1
1219 CHIP3608 STM/STY STM4335 STY4695 ATGGTGCAGCGTATGCTGCTTAGCTGGCTGCACGGGAATGGTGCAGCGTATGCTGCGCCATCCTATTTTTCGCGCCTCAATGATGAAACGCTTTATCGGTCTTGTCGCGCTGGTTCTTCTTACCAGCACATTATTAACGGCATGTAATACCGCCCGCGGCTTCGGCGAAGATATTCAGCATCTCGGCCACGCCATCTCCCGTGCAGCCAGCTAA1
1220 CHIP3601 STM specificSTM4320 ATGCAGATTGGAAAACTGGCGTTAGTCATTAAGAAACTTATTGAGAAGATTGCATGCAGATTGGAAAACTGGCGGCATTGACTGGCGTTAGCATACGGATGCTTCGGTACTACGAGAGCGCAGGTTTGCTTCATCCTTCGCGAACCGATACGGGCTATCGCAGTTTCTCGTCAGAAGATGTGGATATTGTCAGACGGATACTTATTCTAAATGGTGCAGGTTTCACGTTACCGGTTGTGTGTAGTTTGCTGAACTGCGTACATGCAGGAACCTCACCTTGCGAGGAACTAAAAGCTAAAGTGCGAGAAC1
1221 CHIP3602 STM/STY STM4324 STY4683 ATGCTTGATGTTAAGAGTCAGGATATTTCTTAGCGTAAAGATGCGTTGAATGCTTGATGTTAAGAGTCAGGATATTTCCATCCCCGAGGCCGTTGTGGTGCTTTGTACCGCCCCGGATGAAGCTACCGCCCAGGATCTGGCCGCCAAAGTGCTGGCGGAAAAACTGGCTGCCTGCGCCACCCTCCTCCCCGGCGCGACATCGCTGTACTACTGGGAAGGCAAACTGGAGCAGGAGTATGAAGTTCAAATGATCTTAAAAACCACCGTTTCACATCAGCAAGCGCTTATCGACTGCCTGAAGTCTC1
1222 CHIP3611 STM/STY STM4340 STY4700 ATGATTAATCCAAACCCAAAACGTTAGAGAGTGATAACGCCAATCGCATGATTAATCCAAACCCAAAACGTTCTGATGAACCCGTATTCTGGGGACTGTTTGGCGCAGGCGGTATGTGGGGCGCGATCATCGCGCCGGTGATCGTGCTACTGGTTGGCATCATGCTGCCGCTGGGGCTATTTCCGGGCGATGCCCTGAGTTTTGAGCGCGTACTGACGTTCGCCCAAAGCTTCATTGGTCGCGTTTTTCTGTTCCTGATGATCGTGCTGCCGCTATGGTGTGGCCTACACCGTATGCACCACG1
1223 CHIP0770 STM/STY STM2899 STY3022 ATGTCATTTTCTGAAAGCCGACTTATTTGTCTGCCAATTGAATAATATTTGATGTCATTTTCTGAAAGCCGACACAATGAAAATTGCCTGATTCAGGAAGGCGCGCTGCTTTTTTGCGAGCAGGCCGTTGTCGCACCAGTATCAGGAGACCTGGTTTTTCGACCGTTAAAAATTGAAGTACTCAGCAAATTACTGGCATTTATCGATGGCGCAGGATTAGTGGACACGACATATGCTGAATCCGATAAATGGGTTTTGCTGAGTCCTGAGTTTCGCGCTATTTGGCAAGATCGTAAACGCTGCGAGT1
1224 CHIP0844 STM/STY STM1779 STY1905 ATGATGACCCATTGGCCTTTTAGAGTAACTCTCGATGCAATGGGATGATGACCCATTGGCCTTCTCCGGCAAAATTAAATCTGTTTTTATATATCACCGGACAGCGAGCAGACGGCTACCACACGCTGCAGACGCTGTTTCAGTTTCTGGATTATGGCGACACACTCCACATCGAACCGCGTCACGATGGCGAAATCCATTTATTAACGCCGGTTAACGGCGTTGAAAATGAAGACAATCTGATCGTCCGTGCCGCGCGGCTGTTGATGAAAGTCGCCTCGGAGAGTGGGCGCCTGCCCG1
1225 CHIP4028 STM/STY STM2709 STY4614 ATGACGCTGTATATCGGTATGAGCTTAATGACTGCCATTGTCTGCATGACGCTGTATATCGGTATGAGCCGGAATGACGGGCAGGCCCTTGCGGATACAGACCATCTGCGCCAGTCGGTGCGGGATATTCTGCTGACACCGCAGGGTAGCCGCATTGCCCGGCGGGAATACGGTTCGCTGCTGTTCGCGCTGATTGACCAGCCGCAGAACCCGGCACTGCGCCTGCAGATTATGTCTGCAGTCTATGTGGCGCTGAACCGCTGGGAGCCGCGCCTTACGCTGGACTCCATCACCATCAACG1
1226 CHIP4005 STM/STY STM2107 STY2319 ATGTGCAAAGACGAAACGCTTATAGGCCCACCGCCGGGTGTGCAAAGACGAAACGCTGGAGGCCGCCTTTGCACGCCTGACGCAGGCGGAACTGGGCGTGCGTCTGCCGCTGGCGGCAGGGACGTTTTATGGCGTCTGGCAGCACTTCTATGACGACAACTTTTCCGGTGAGGATTTTTCAACTCACTACATCGTGCTCGGCTTTCGTCTGCGCGTGGCGGAGAGCGATTTACGCCTGCCTGATGCCCAGCATGGCAGTTACCGCTGGCTGACGCCGGAACAGCTTCTGGCAA1
1227 CHIP2109 STM/STY STM3605 STY4198 ATGCCGCACATTTCATCTCGTTAAATTCGCAGTCCGCTTATTTCATGCCGCACATTTCATCTCGCTTTAGCTCCGCCTGCATCGCGTTTATTAAACAGTGGCAGGGTCTGTCGCTGGAAAAGTATCGCGATCGGCAGGGTAACTGGGTGATTGGTTACGGGCATATGTTGACGCCGGATGAGACGCTGACGTTCATTACGCCCGACCAGGCGGAGGCATTCTTGCTGGATGACCTCAATAGCTGCGATATTCTGCTACAGAATTGCTTGCCGGAACTTAACGATCGGTTTCAACGCGAAA1
1228 CHIP2138 STM/STY STM3303 STY3482 ATGGCACATAAAAAGGCTGGCTTACTCAGCAACGATGCTGATGATGGCACATAAAAAGGCTGGCGGCTCGACTCGTAACGGTCGCGATTCTGAAGCTAAACGTCTGGGCGTAAAACGCTTTGGCGGTGAAGCAGTTCTGGCAGGCAGCATCATCGTTCGTCAACGTGGTACTAAATTCCACGCTGGCACCAACGTTGGTTGCGGTCGTGACCACACTCTGTTTGCTAAAGCAGACGGTAAAGTGAAATTCGAAGTTAAAGGCCCGAAAAACCGTAAATACATCAGCATCGTTGCTGAGT1
1229 CHIP2246 STM/STY STM3111 STY3266 ATGAGCAGAACGATTTTTTGTACTTACCTTATTTTTTATCTTCCGGCGTATAACCATGAGCAGAACGATTTTTTGTACTTACCTGCAACGCGACGCTGAAGGGCAAGATTTTCAGCTCTACCCTGGCGAACTGGGAAAACGTATCTATAACGAGATCTCTAAGGACGCGTGGGCGCAGTGGCAGCATAAGCAGACCATGTTGATTAACGAGAAAAAGCTCAACATGATGAACGCCGAGCACCGTAAGCTGCTGGAACAGGAGATGGTGAGCTTCCTGTTCGAAGGCAAAGACGTTCATATCGAAGGTTATA1
1230 CHIP2186 STM/STY STM3052 STY3208 ATGAAACGATTTATATTTCTGCCATTAATGTTACCAGGTCTTACCTATTTTAAATTCCCATGAAACGATTTATATTTCTGCCATTAATGACATATTTTCTATTAATGAATGCAATGGCAGCTAACGGAGAAAATAATCCCAGTAATCTATTAGGTGCACCAGTTAATACCGCTATTTCTGGTGGTTCAGTATTGCCGGAAGGAAAGTTATTAACCGCCATGAATAGCTCATTTCGCGATAAAGATCATCAAATCGAGGGGCATGGAAGTCCGGATGTTTACTCCCAGATATGGTTATTGAAGATTCGTTACGGTT1
1231 CHIP1131 STM/STY STM1888 STY2096 ATGTCCAGAAGGCTTCGCATTACTCAACGGTCAAAATACGCATGTCCAGAAGGCTTCGCAGAACCAAAATCGTTACCACGTTAGGCCCGGCAACTGACCGCGATAACAACCTTGAGAAGGTTATCGCCGCGGGCGCAAACGTAGTACGTATGAACTTCTCTCACGGCTCGCCGGAAGATCATAAAATGCGTGCTGATAAAGTCCGTGAGATTGCCGCCAAACTGGGGCGTCATGTGGCTATTTTAGGCGACCTGCAAGGGCCAAAAATTCGCGTTTCCACTTTTAAAGAAGGCAAAG1
1232 CHIP1203 STM/STY STM1644 STY1425 ATGAAAAAGTATTTAATACTATGGGTGCTGATTATTTACGCATCCATTTGCCAATGAAAAAGTATTTAATACTATGGGTGCTGACGCTGAGCTTGCTCACACCTTCTGTGTGGGCCTTAACCCTGGACGAAGCGCGCACGCAGGGCCGGGTCGGGGAAACGCTGAATGGCTATCTGGTGGCCTTAAAGAATGATGCCGAAACCCAGAAACTGGTGCTTGATATTAATCATGCCCGCCGCGCCAGTTATCAGCAGTTAGCGGATAGCAATCATCTTCCCGTGGACGAGGTGGCGAAGATGGCAGGGCAAA1
1233 CHIP1281 STM/STY STM3361 STY3542 ATGAAAATCAAAACCACTGTTGCATTATTTGTACAGTTCGGCAGTGGATGAAAATCAAAACCACTGTTGCAACATTAAGTATTCTGTCCGTTCTCTCTTTTGGCGCTTTCGCCGCAGAACCTATCAGCGCAGAGCAAGCGCAAAACCGTGAAGCAATCGGATCGGTTTCAGTCAGCGCTATCGGCTCATCGCCTATGGATATGAACGCCATGCTGAGCAAAAAAGCGGATGAACAAGGCGCTACGGCCTACCACATTACCGAAGCGCGTAGCGGCAGCAACTGGCACGCCACTGCCGAACTGT1
1234 CHIP1372 STM/STY STM2059 STY2264 ATGGAAACAACCAAGCCTTCTTTTATTCGGCTTTTACATCGGCATGGAAACAACCAAGCCTTCTTTCCAGGACGTGCTGGAGTTTGTTCGTCTGTTCCGTCGCAAAAATAAACTGCAGCGTGAAATTCAGGACATTGAGAAGAAGATCCGTGACAACCAGAAGCGTGTGCTGCTGCTGGACAACCTGAGCGACTACATCAAGCCAGGTATGAGCGTTGAGGCGATTCAGGGTATCATCGCCAGTATGAAAAGCGACTATGAAGATCGCGTTGATGACTACATCATTAAAAATGCCGAAA1
1235 CHIP1342 STM/STY STM0290 STY0320 ATGGATCGACCATACCGCATTATTCGTTTTTATCCGGCTGAATGGATCGACCATACCGCATACAGGAAGGGTGTTTTGTCCTGCCTGAAACATTTACGGATCGCAGCGTCAATATTTTTATCCTGGAGGGCAATGAACGAACATCGCCCAGCCTGAATATTTCCCGCGATACGCTAAAACCTGATGAAGACCTGCCCGCCTATATTGACCGCCAGATTGCACTGATGAAAAAAAATCTCGGTCAGCACCGGGTATTGTCGCGAGCGCCTGCACAGGCAGGAACGGGCAATGATGCCC1
1236 CHIP4725 STM/STY STM2426 STY2662 ATGCCTGAGATGGAAAAAGAGCTTAAAGCGGGCGTTTCAGGGTGCCTGAGATGGAAAAAGAGCAGCTGGTTGAAATCGCCAACACCGTGATGCCCTTTGGCAAATATCAGGGACGTCGATTGATCGACCTTCCGGAAGAGTATTTGCTGTGGTTTGCCCGTAAAGATCAATTTCCGGCGGGTAAACTGGGGGAGTTGATGCAAATCACGCTGCTGATTAAAACCGAGGGGCTGACGCAACTGGTACAGCCCCTGAAACGCCCGCTTTAA1
1237 CHIP3128 STM specificSTM2584 ATGACATATAGATTGAAAAAGCGCATTAACGATTTCTATTTTTAGGCTTATATTTATCCCTTGACATATAGATTGAAAAAGCGCATGAAAATAGGATTCCAACCAGCCATATTGCAATATGCATATACAAGTAACGAGGCGACATCAAACCTTGAGTTATTAAATAAATGGAGAATAGAATCCCCAGATATTGAGAAGGAGGAGCGTAATAGTATTTACGACAAAATAATAGAAGCAAATCATACCGGGAGCTTATCAATTACTGCTCATCATGTTACCTCTATTCCGGTATTTCCTGATAATTTATCCGAATTGA1



1238 CHIP3090 STM/STY STM2492 STY2730 ATGGTGAACACCCTGGACGTTAGGCTTGCCGCGCCAGATGGTGAACACCCTGGACGAGGCGCTGGAAAACTGCGGCCGGCATATTTATCAGGCTACGGGACGTGAGGTGATTAACGCTCCCGGCGCGGCAGGCGGAATGGGCGCCGCGCTTTTAGGGTTGCTCAATGCTGAATTACGCGCCGGCGTAGAGATTGTCGTGGAAACGCTACAGCTTGAGCAGGCGGTTAAAGATGCCGATCTGGTGATGACCGGAGAAGGGCGTCTGGCGCGGCAAGCCTGA1
1239 CHIP3100 STM/STY STM2518 STY2763a ATGGAAATAACCTGCCCCGTTATTGATCGGAAATGACGAAATTAACATGGAAATAACCTGCCCCGTTTGCCATCACGCGCTGGAGCGCAATGGCGATACAGCGCATTGCGAGACATGCGCTAAAGATTTCTCGTTACAGGCACTTTGTCCTGACTGCCGCCAGCCGTTACAGGTTTTGAAAGCCTGCGGCGCAGTGGACTATTTTTGCCAGAACGGTCATGGTTTAATTTCAAAAAAACGGGTTAATTTCGTCATTTCCGATCAATAA1
1240 CHIP3045 STM/STY STM2380 STY2611 ATGATCGCGGAGTTTGAATCATTATTGTTTTGCCTTGTCGAACAATGATCGCGGAGTTTGAATCACGCATTCTGGCATTAATTGACGATATGGTAGAGCACGCCAGCGACGATGAGCTTTTTGCCAGTGGATACCTGCGTGGCCACCTGACGTTAGCCATTGCCGAGCTGGAGAGCGGTGATGACCACTCCGTTGAGGCGGTCTATGCCAACGTTAGCCAAAGTCTGGAAAAAGCGATCGGCGCCGGCGAACTGTCGCCGCGCGATCAGGCGTTAGTCAAAGCGATGTGGGACAATTTGT1
1241 CHIP3054 STM/STY STM2400 STY2638 ATGATCTATTTATGGACATTTCTTGCATTAACGCTTACCGTATCCCACCATGATCTATTTATGGACATTTCTTGCAATAAGTATACTTGCCGTGAGTGGCTATATCGGTCAGGTGATGGGGGCTTTTTCTGCGGTTTCTTCTTTTACGGGAATGGTTATCCTTGCCGCGCTGATTTATTTACTCAATGTATGGTTGCAGGATGGCGATGACATCGTTAGCGGATTATTGCTTTTTCTCGCACCGGCATGTGGGTTAATTATTCGCTTTATGGTGGGATACGGTAAGCGTTAG1
1242 CHIP2872 STM/STY STM1770 STY1282 ATGCCGTATAAAGCCAAAAGTGATTATTTTTTCTTATGCCATTTATCATCCTATGCCGTATAAAGCCAAAAGTGATTTACCCGATAATGTGCGGAATGTTCTTCCAGCCCATGCCCAGGACATTTACAAAGAAGCGTTTAATAGCGCCTGGGAGCAATATAAAGATAAAGCCGATCGTCGTGATGACGCCAGCCGCGAGGAAACCGCACACAAAGTCGCCTGGGCGGCGGTTAAAAACGATTATGAAAAAGGCGAGGATGATAAATGGCATAAGAAAAAATAA1
1243 CHIP3280 STM/STY STM0635 STY0686 ATGCATAACTTTACCGATATGCGCTTAAGCAGCAATATATTCATACGGTGGATGCATAACTTTACCGATATGCGCGATGAAAACAGCCATGATGAAATCTGGTTGGTTGAGCATTACCCGGTGTTTACCCAGGGCCAGGCCGGTAAAGCGGAACATATATTGATGCCTGGCGATATTCCCGTTGTGCAGAGCGATCGTGGAGGACAGGTGACCTATCATGGTCCGGGCCAACAGGTAATGTACGTTTTACTTAACCTGAAACGACGTAAACTGGGCGTGCGTGATTTAGTCACCCTACTTGAACAGA1
1244 CHIP3311 STM/STY STM0688 STY0726 ATGAAAAAAATTTTACTCATCGCCATTATTGCACGTTATTATGACTGCGATGAAAAAAATTTTACTCATCGCCAGCATGACCGCCGGTTTGACGGCCTGCGCGTCATCACCCGCGCCGGAAGAAGATAGCCGGCTGAAAGAGGCGTACAGCGCCTGTATCAATACCGCACAGGGCTCGCCTGAGAAGATAGAGGCCTGCCAAAGCGTGCTGAATGTCCTTAAAAAAGAGCGCAGACATCAGCAATTTGCTAACGAAGAAAGCGTGCGGGTACTGGACTATCAGCAGTGCATTCAGGCGACGCGCA1
1245 CHIP3035 STM/STY STM2365 STY2596 ATGAAAAACAAATCTATACCTCAAGCTGTTACTCGCCACCGATTCTCCATGAAAAACAAATCTATACCTCAAGCTGCGTCGCCCCTGGCCTCGTGGCTTTCTTATCTGGAAAACCTGCACAGCAAGAGTATCGATTTAGGCCTTGAGCGCGTAAGCCAGGTGGCAGCGCGTCTGGACATCCTCAAGCCTGCGCCGTTCGTTTTTACCGTTGCGGGAACCAACGGCAAAGGTACGACCTGTCGCACGCTGGAGTCGGTGTTAATCGCGGCGGGATACCGTGTGGGCGTCTATAGTTCGCCTCATC1
1246 CHIP0514 STM specificPSLT046 ATGGAACAAAACCAACCAGCATTATACTTCGAAAAACTCAACCTTACCGATGGAACAAAACCAACCAGCACAACCTTCACGACGTGCAATACTGAAACAAACTCTTGCAGTATCTGCTTTGTCTGTCACCGGGCTGGCGGCCTTATCGGTACCAACTATCTCTTTCGCCGCATCACTGAGCAAAGAGGAACGTGACGGTATGACTCCAGATGCAGTCATTGAACATTTTAAACAGGGTAACCTGCGCTTCCGGGAAAATCGCCCGGCTAAACATGATTACCTGGCACAGAAGCACAACAGTATTG1
1247 CHIP0980 STM specificPSLT025 ATGGATGCTGAATTTCAGAAACATTATTCCCGGTCATACTCTTCCTGATGGATGCTGAATTTCAGAAACAGGGGCTCACCGACCTAACAGAAACAGATCTGCAGGCCGTTGTAACTCCCGGGGAGACACTCCGGTTACTGCCGACACTGGCGCGGTTACTGCATGTTTTGCGAGAAAAACCAGAGGCCTTCTCCCTCTCAGCAGCTTCATACGAAGAAGATACTTCCTCAGCTTTGAAAACACTGCTGGTCCGTACAGGATTCACAATACACCAGATAAGAGAAATGCGACTTCACCTTATTC1
1248 CHIP1048 STM specificPSLT001 ATGTTTAAGTACTGGCCCACATTTGTTAGCCCTGCAGCGCAAGGTGTTTAAGTACTGGCCCACATTTGTACAGCAGTGGGAAAACTCGCTGAAAGCCGCACAGAAGGGGCTGGAAATCTGGAAATCAGCGAGGGCGGATGCCTGGCTTGCGTATCACAACGGTATTTTTGCCACCAGTCATTATGAAGGCGCGCTCACCAGTGAAGATATCAGTAGTGCGGCGGCCGCCGCCCTGAAAGGGCATAAAATCAGGGGTGGAAACGTGAACACGAAAAGCATACTGGATGGCAGTAACCGAC1
1249 CHIP1119 STM specificPSLT111 ATGATGACTGAGCAGAAACGACCGTTACGCGGAGTTCCGCTTTTCTATGACTGAGCAGAAACGACCGGTACTGACACTGAAACGGAAAACGGATGGGGAAGCGCCGGCCCGCAGCCGCAAAACCATTATTAACGTCACCACGCCCCCGAAGTGGAAGGTGAAGAAACAGCAGCTGGCTGACAGGGCTGTCCGGGAAGCGTCACTGGCAGAAAAAAAAGCCCGGGCAAGAAAAGATCTGTCCATCTACCTGCGATTTCAGTCAGTGGAGGAAGCGGTCAGCACGCTGAAACCCTGGTGGCCGG1
1250 CHIP4324 STM specificPSLT061 ATGAGAAACACGCTCAGTACGCTTAACGGATGTTGCCTGTGAATGAGAAACACGCTCAGTACGCTGATAGTGCGCCACGGAGATAATCTGTTACGCCGGTCCGGCTGGCCCGAAACCGTCGGCGTGACGCAGGTGGCCCCCGGTGTGGTGCCCGGCTGGCTGGCCGTCTGCGGTGTGCTCAGTGCTGCCGAAATCTTGGCACTGACGACGCATCTTTGTCAGCCCCTTAATTATGGACGGGCGCAACTGCTGACGGCCAGTGCGCAGCGGCTGGCGGGGACGCCAGTCCGGTTACATC1
1251 CHIP1059 STM specificPSLT027 ATGAAGCAGCGAATTACAGTGACTTACCAGTTCCTGTTGTCGTCAATGAAGCAGCGAATTACAGTGACAGTGGACAGCGACAGCTATCAGCTGCTCAAGGCATACGACGTGAATATCTCCGGTCTGGTCAGTACGACCATGCAGAACGAAGCCCGCCGTCTGCGAGCCGAACGCTGGCAGGAAGAAAATCGGGAAGGTATGGCTGAGGTGGCCAGCTTTATAGAGGCTAACGGATCGTTTGCTGACGACAACAGGAACTGGTGA1
1252 CHIP1049 STM specificPSLT002 ATGAGCTATTGCGGCACCGTCCGTTTTAGTCATCCCAGACGACAGCAAGCTATTGCGGCACCGTCCGTTCAGGCCGGTTTTTCACCGGAGGGCAGCGCAAGCAGCTGGTTCTTAAGACTATTGAGGCTGCGCAACATAATATCCGGCTGATGGAGTATTCCTTCACCTCTCCGGAGGTGGCTGGCGCTCTTATTAGTGCAAAACGTCGGGGAGTGGATGTCAGGGGGGGGGGACTGGACTGGAAAGCCAATACCGGGAAAAACAATAACGCCAGCAGGGTGACAATGAACCTGCTGACCAGTG1
1253 CHIP1052 STM specificPSLT005 ATGCTCAGAAAATTTCAATACTTGTTTCTTAGTCACTTCTGCCTGCACTTACAATGCTCAGAAAATTTCAATACTTGTTTCTGTGGCATTTACTCCTTCCGTGCATTGTAAGTGCAGGCAGAAGTGACTGA1
1254 CHIP1013 none R460003 ATGATCCCCTTCCCCACTACATTAACTCTCATGGTATCGATTTTCTTTACCATGATCCCCTTCCCCACTACAGAAAACCTTATTCTATGGGCTTGCAGCGCCATCGTACTGCTTGCCGTTGTATTCTTCCGGCGTTCAGTACGGCACAGGCGACACAAAAGGAAGCAGCAAAGTGCGCGGCGGGTGCTGGAGCGCATAAAGACGTTGCCGGGCTTCCCACAAAAAATTAACTACCTGAGAAAAATTGATCCTTTTGTGTTTGAAGAACTGTTGCTGGAAGGATTTGAAGCGCATGGCTTCAGAACCA0
1255 CHIP4780 STM/STY STM0475 STY0519 ACTCACCCAGGCACGTAATCCGAAGAAGACCGGTACGAAGACTCACCCAGGCACGTAATCAGTTGTTCGGCGAGGTGGCGAAATATCCTGATCTGCTGGTCGGCGTTCGACCTAACGGTCTGGAAGATACGCCGCAGTTTAAAATCGATATCGACCAGGAAAAAGCTCAGGCGCTGGGCGTATCTATTAGCGACATTAATACCACGCTGGGCGCAGCATGGGGCGGCAGCTATGTAAACGACTTTATCGATCGCGGTCGTGTGAAGAAAGTTTACGTGATGTCCGAAGCGAAATAC1
1256 CHIP4784 STM/STY TGTTTGTGAAACCGGATATGGAATGCGAAAGCGTAGAAAGCTGTTTGTGAAACCGGATATGGCGAAGGCCTTATACAGCCGCGATTTTGCGCTGGTCGACCTGACGACAATGCCGGATAATCAGCTTTTGCAGCATCGGCGGATAGCGATGTTAGAGCTCCTGCAAAAACATATTCGTCAACGCGATTTAAGCGAACTGCTCGACCCCCTTATCACGCTTTTAACGCAGGATCATTTGACGGACGCGCAGCTCAGTGTGCTGATCAACTATATGTTGAAAGCAGGAAACGCCGCAGA0
1257 CHIP4788 STM/STY CGTGAAAAGAGGGATTTATGGACAGATCCCATCCATAAGGTGACGTGAAAAGAGGGATTTATGGAACATCAAAGAGAGCTATACCAGCAGCGCGGTTATAGCGAAGACTTATTACCTAAGACAGAAACCCAACGAAACTGGAAGGCATTTAACTATTTCACCTTATGGATGGGATCTG0
1258 CHIP4792 STM/STY STM0555 STY0602a AACGAGAGACGAAGCCAGAATGCAAGGTGAGCATATCTGTGAACGAGAGACGAAGCCAGAAGCGATATTTTTGATTACATAGAAATGTTTTATAACAGTAGACGCCGGCATGGTTCGAGCGAGCAGATGCCACCGGCTGAATATGAAAACCTATATCATCAACGACTCAGAAGTGTCCAGGTTATCCGTGGTGATTCACAGATATGCTCACCTTGCA1
1259 CHIP4796 STM/STY GATTTTGCTCCGCTTCAGTCTTTAACGTGCCTTCCAGACCGATTTTGCTCCGCTTCAGTCTCTGGAGCTGGAGGCCGGATACAGTCGCCAGGGCAATCTCTATGCCGGCGATACTCAGAACACCAATACGAACCAACTGGTGAAAGATAATTACGGAAAAGAGACGAACCGCCTCTATCGGCAGAACTACTCTCTGACCTGGAACGGCGGCTGGAATAATGGCGTAACCACCAGTAACTGGGTGCAATACGAACATACCCGTAACTCCCGGATGCCGGAAGGCCTGGCAGGCGGCA0
1260 CHIP4800 STM/STY GCTTGACGTTCAGAGCTTCGTTCACCTGATGCACCACATCGCTTGACGTTCAGAGCTTCGATCGTAACGCTGCGCAATCTTTGGCTCGCAACCCGAACCATATCGAAATCAGCGCTAACCAGTACGCCAACTGGGGCTCTAAAGGCGCTTCCGTCGACCGTCTGGACGTGGTGGTACTGAGCGCGCTGGAAGTAGACACCCACTTCAATGTTAACGTGCTGACCGGCTCCGACGGCGTTCTACGCGGCGCGTCCGGCGGTCACTGCGATACCGCCGTCGCGGCGGCGCTGTCCATC0
1261 CHIP5012 STY specific STY1498 ATGATTATGACCGGAATATTTGCATTAGACGTCAGGAACCTCGAAAAGATGATTATGACCGGAATATTTGCAGAACAAACTGTAGAGGTAGTTAAAAGCGCGATCGAAACCGCAGATGGGGCATTAGATCTTTATAACAAATACCTCGACCAGGTCATCCCCTGGAAGACCTTTGATGAAACCATAAAAGAGTTAAGCCGTTTTAAACAGGAGTACTCGCAGGAAGCTTCTGTTTTAGTTGGTGATATTAAAGTTTTGCTTATGGACAGCCAGGACAAGTATTTTGAAGCGACACAAACTGTTT0
1262 CHIP5028 STY specific STY1604 ATGAATGCTGCCCTGACTGATTAGTTGCCGTTAACAATGCTGAATGAATGCTGCCCTGACTGAACGACTGGTTTATGTCGCCCGCGCGGCACGTGACGCGGGGCATGGTAAACGCGGTGCAATATACGACGCTGCCTGTGCTGAACTTGGCATGTCCCGCGCCACTCTGCTGCGCAGGCTGAAGGAGGTCTCTGTGACTGATAAACGCAAAAAACGCGCCGATGCCGGGCGCAGCGCCCTGACCCGCGACGAAGCCGCGCTGATATCTGCCACACTGCGTGAGGCCACCCGCAAGAACG0
1263 CHIP5044 STY specific STY1620 ATGTCTGATTACTTAAAAGGTAAACGTGTCTTATTTACTGATACCGGTAATGAGATACCCATGTCTGATTACTTAAAAGGTAAACGTGTCGTTGATCCGGTACTGACCAGTATCGCCCGAGGCTATAAAAATGCCGCATTCATTGGCGAACGTATTTTCCCCGTCGTGCTGACGGACAAGGAAGGCGTGCGTGTGCCGACCTTCGGGAAAACCGCCTTTGTGGAATATGACACCGAGCGTGCCGTCGGGGCGGACAGCAATGTTCTGGTCCGTGAGAAAACCGGCACGCTTGATCTGGTGCTGGGTGAGCACGATC0
1264 CHIP5059 STY specific STY1637 ATGGCAAATCTACCCGAAACCTTATGCCGCCCTTACGATGATGGCAAATCTACCCGAAACCCCGCAGTGGGAAAGCGGCATCTACCAGATTGAGGTCTCTGACCCCGTTCTGGGCGGACCTGACGGAATTTCTAACCGCCAGGCTAAACAACTGGCCAGCCGAACGTCATACCTCAAACAGAAGGTCGAAAAAAGCGGAACAGACCTGGCTGCACATATCGCGGCAGTTGACCCGCATACCCAGTACGCGACGAAAGCCAGTCCGACATTCACCGGCACACCAACAGCACCTACAC0
1265 CHIP5075 STY specific STY2004 ATGAGACTTAAGTCGATCGTTAAAAGTTTTGTTATGGTGTAACTATATTGAACCAGAACTCAATGAGACTTAAGTCGATCGTTAAAAGTTTTGCGCTGGCGGGGCTACTCTCTTCCACTGCGCTGACACCTTTATTTGCCCAGGAAGCCCCAAAAGGTGCCACTGCTTCAACCAAGCAAGCTAACAATGCGCTTTATAACCAACTTCCTTTCTCTGATAACACCGATTTCACGAATGCCCATAAAGGCTTTATTGCTGATTTACCTGCAGAGGTGATTAAGGGAGAGCAAGGGAATGTCATCTGGAATCCACAGCAGT0
1266 CHIP5096 STY specific STY2035 ATGATTACTTTTGATCAGGCAACCGTTAGATACCGTCCACGTAGGACAATGATTACTTTTGATCAGGCAACCGTTGATAGCTCCGGTGCCTTTCTCATCGGGGAGCTGGAGCGACTCGACCAGGGGCTGAATCTGCCACTGGTGGGTTATACCTGGACACGTGATATCCAGTTGCGCGAAGACGTCTCTATCGCAGATGACATTTCCAGCTGGACGAATACCAGTTTTGGCGTGGCGGGTTCTGGCGCTAATCCGAATGGTAAAAACTGGGTAGGCAAAGATTCAACTGCCATTGCTGGCGTTA0
1267 CHIP5038 STY specific STY1614 ATGGCCAGACGCAGCACATTATGTGGCAATCCCCAGAAATGGCCAGACGCAGCACAATAGAAAAGCTGCCGGAAGACGTGCGCCGCTGGCTTGAACGGGCGCTGACTGAATCCGGCTTCAGCGGGTATAACGAGCTGGAGTCCCTGCTGCGTGAGCGGGGGTACGTTATCAGCAAATCCGCTATCCATCGCTATGGACAGAAGATTGAGCGCCGCTATGGTGCTATCCGTGCGGCAACAGAAGCGGCCCGCATGCTGACCGAAGGCGCAGCAGACGATCAGGATGCGCGTTCGG0
1268 CHIP5053 STY specific STY1630 ATGTTTGCCGTACTGGGTGATTACACACTCCTCGTCAGTATTCTGGATGTTTGCCGTACTGGGTGATATTGAGTTTGAACTGATTACCTACTGGGACGGCTTCGAGGCCACGTTCGGCGTCGATTATGCGGAGCATGCCCGCATCGAGGGTAAACCCGGCCTGCAGTTTGTCGGCGACAGGCTGGACGAAATCCAGATAAGCCTGGTCTTCCATCAGCATTATTGTGTGCCCGACGTGGAGCTGGCGAGAGTGCGAACAGCCATGAAGGCCCATCAGGCACTGGCGCTGGTCTTCGGCAACG0
1269 CHIP5069 STY specific STY1886 ATGCTCGGGAGAGTAGATATTATGAAAAAACTTAACAGCTTCGTGCCAAAAAGATGCTCGGGAGAGTAGATATTATGAAAAAACCTGTTTTTTTCCTTCTGACCATGATCATCTGCAGCTATATTTCTTTTGCCTGCGCTAATATCAGTGACTACAAAGTTATGACCTGGAATCTTCAGGGCTCTTCAGCATCTACAGAAAGTAAATGGAATGTCAATGTCAGACAGCTTTTAAGTGGTACTGCCGGTGTGGATATTCTTATGGTACAGGAGGCCGGTGCTGTTCCCACCTCAGCGGTTCCTACCGGAC0
1270 CHIP4998 STY specific STY1070 ATGGCTCTGAACCTTGATTCTCTTTATGCTGCCACCGTAATAATGAATGGCTCTGAACCTTGATTCTCTCGGTTTATCTGCAAAGGTAACCGCGGAGGGGATCAGTGCGCCTGATTATCAGACGATACTCAGCACCCTGATTAGCTATTTTCAGCAGATTTATGGCAGTGATGCCTACCTCGAACCGGACAGCAAAGACGGCCAGATGGTGGCTCTGATGGCGCTGGCGATTCATGATGCCAATAATATGGCGATAACTGTCTACAACTGTTTTTCACCGGCAACCGGCTATGGGGCTGCAC0
1271 CHIP5106 STY specific STY2046 ATGTTTCCGGAGCCTAACAACGTTATCTCGGCTGTTTTTTTATATGTTCAATGTTTCCGGAGCCTAACAACGAAAAAGCCCCGGGACATGCCGGGGCCAGATGGAGTGCCAGATTAAGCTTCTGGCGGTATATACTCGTGTTTGATATCGTTAAATCGCCAAAAGTAACAATTCAAACAAAGAGGATTTTTATGTCTGAAAAAAACAAGCCACAAGGTGAAAATAAACCTCAGCACCCCGTGGCACCAAAACCAACTCCAACACAAAGTACTGCAGACTTTGCTACACGTCGTGTTTTTGTTGGAG0
1272 CHIP5121 STY specific STY2062 ATGAAAAATATTGCGACAGGAGGTTACTTCGCAATTCCTGGCTGATGAAAAATATTGCGACAGGAGGCGTTCTGGAGCGTATCCGCAGACTGACCCCACCACATGTAACCGCCCCATTCAGAACGGTTGCGGAGTGGCGCGAGTGGCAACTTGCTGAAGGCCAGAAACGTTGCGAGGAGATCAACCGCCTGAATCGTCAGTTGCGGGTGGAAAAAATCCTGAATCGCTCTGGCATCCAGCCGTTGCACCGCAAATGCTCGTTTGCGAATTACCAGGTGCAGAACGAAGGGCAGCGATACG0
1273 CHIP5048 STY specific STY1624 ATGATGAAAGAATACCGCTATTCCGTTAGCTGCCATGGGAGTCCGTGATGAAAGAATACCGCTATTCCGGCCCGGCCAGCGGCGTCACGCTGTCGGACGGAACCGAAATCCTGCTCTGGCCGGGGAAGACGGTTTCCCTGCCGGAGGAGCATGACTACGTGAAGGTACTGGTGGCGCTGAAGCATCTGACGCCGGTACCAGAAGATACTAAACCCGCCGTCACACCGGCTGTGCAGTCACCAAAGCGCAGAAGCAGCAGTGACAGCGAAGTGAAAACGGAGGACTCCCATGGCAGCTAA0
1274 CHIP5063 STM/STY STY1665 ATGCTTAAACTATTTTCCGCTTTCATTAATCCTCGTTAACAACCTGCTGATGCTTAAACTATTTTCCGCTTTCAGAAAAGATAAAATCTGGGATTTCGACGGTGGTATTCATCCGCCCGAAATGAAGTCCCAGTCAAACGGCACGCCGCTGCGCCAGGTGCCTTTGGCGCCGCGCTTTGTTATCCCTTTAAAACAGCACATTGGCGCTGAGGGCGAGCTGTGCGTTAGCGTCGGCGATCGCGTGCTACGCGGCCAGGCGCTTACCCGTGGACGTGGGAGAATGCTGCCGGTACACGCGCCCACCT0
1275 CHIP5079 STY specific STY2015 ATGAGCAAATATACGGACTTAATTACTAACTATCATTAGAGTAATGTCCCCCATGAACCATGAGCAAATATACGGACTTAATTACTAACTATCATGCGACAAAACCTAAATTCGTTGAACACATCGATTTAGTGACCAGGCCGTTAGCTGAAACCTCAGCCGCAATAAATGGGCTAATAAGCGCTTTTGATATTGATTATGCGACAGGAATACAACTCGATATTCTCGGCCAGTGGATAGGGTTAAGCCGTGTTGTAAGCCAGCCAATAAGCGGTGTCTATTTCAGTTGGGACACTGACGGACTTGGATATGACC0
1276 CHIP5100 STY specific STY2040 ATGACTTCTACTCTGACATCCAAACCTTAGGCCTGTCTCCCCAGCATGACTTCTACTCTGACATCCAAACCGACGCTTAATCCGGCTTTACGTAGTTTCTGGACTACGCGGGCACGTAACAAAGTGCTTTATGGTGGCCGGTCATCGTCAAAATCATGGGATGCCGCTGGCATTGCCATATTTCTGTCGAATAAATACACCCTGCGTTTTTGTTGTGCCCGTCAGATCCAGAATAAAATCGAAGAGTCGGTGTATACCCTGCTCAAAATTCAGATAGACAGGTTTGGCCTGCGGCACCGTT0
1277 CHIP5115 STY specific STY2056 ATGTGCGAACTCGATATTTTACACGTTATAATTTCCCCAAAACGTAACCAATGTGCGAACTCGATATTTTACACGACTCTCTTTACCAATTCTGCCCCGAATTACACTTAAAACGACTCAACAGCTTAACGTTGGCTTGCCACGCCTTACTTGACTGTAAAACTCTCACTCTTACCGAACTTGGCCGTAACCTGCCAACCAAAGCGAGAACAAAACATAACATCAAACGAATCGACCGATTGTTAGGTAATCGTCACCTCCACAAAGAGCGACTCGCTGTATACCGTTGGCATGCTAGCTTTATCT0
1278 CHIP5131 STY specific STY2072 ATGATTACCAGTTATGAAGCCACTGTTTAGATTTCACCTTTTAATTTCATTGCAATGATTACCAGTTATGAAGCCACTGTTGTTACTACTGATGACATTGTTCACGAAGTTACCCTGGAAGGAAAGCGTATTGGCTACGTGATTAAGACAGAAAATAAAGAAACCCCATTCACTGTGGTTGATATCGACGGTCCATCAGGCAACGTTAAAACACTTAACGATGGTGTTAAAAAAATGTGTCTGGTGCACATAGGAAAGAATCTGCCCGCAGAAAAAAAAGCCGAATTTCTGGCAACTCTGATTGCAATGA0
1279 CHIP5065 STM/STY STY1742 ATGAATGATACTTATCTCTATGGCGAAATGTTACCTCTGCGAGGCAGGATGAATGATACTTATCTCTATGGCGAAATGTTTTCTGAAAACATATTGACAAGCTATCGGATTTATGGCGACAGAAAATCATTACTCACGCCGCTCATTATCCTTCATGGCGGCCCTTCTGGCGGCTTTGATTATTTATTAAATTATCGCCGTCTGGCTGATGACGGGCGCATGGTAATATTTTACGATCAATATGGTTGCGGTCGTTCAACGCATTTTCCTCATGCCGACGCGTCTTTCTGGACTATTGCGCGTT0
1280 CHIP5081 STY specific STY2017 ATGCGATACCGACGCGAATTATGCCTCGCTGGTTACTGTCATGCGATACCGACGCGAAGATACCGAAGGTGATTACACTTTTGGTAGTGGCGATGATACCTGGCTGATTAACTCGCCAGAAGCTGTCGCGCAGGCGGTAAAAACACGATTTGCATTGTGGTACGGGCAGTGGTTCCTCGATAAGACAGAGGGAACACCGTGGATTCAGTCTGTGCTCGGTAAGCAAAAGCCGGAAACCTACAATCTGGCGATCCGCAAGCGCATCCTCGAAACGCGGGGCGTGAAATCCATCCTCT0
1281 CHIP5094 STY specific STY2033 ATGCCAAAGAATCAAAGCCTGTTATAGCTGGCGTCCCCCATGCCAAAGAATCAAAGCCTGCCAACAGTAAGTGATTTTCGCCGCGACTTCCCGCAGTTTGCTGACCCTGCCAGATATCCCGAAGCACAAATCGAGTTCCGTCTGAATCTGGCCGATGAACTACTGAGCGAAAACGTCACCGGCAAAAAGTTGTTTCCGTACTTTGCCGAGTTGTTCGTTGCGCACTATATGACGCTCTGGGCGGCAGATAGCCGGGCGATGCTGGTTGGCGGTCCGGGCGGTTCAACCAATGGTG0
1282 CHIP5203 STY specific STY3278 ATGATAACAATAATTATCTTTTTGATCGCATTAGTGACCATGACACAGATTCATTATCATGATAACAATAATTATCTTTTTGATCGCACAGTTAAAAAAATTAGGCGCATTAGCTGATAATGAAATGTTTGGTTTGGAACCTGCATACATTTTTGGCGGGGAAATAAAAAAGTTTTCTTTATTCAAAAAATTGAATTTTCTGATGGTAAGATTATCATTGATAATGAATCTGTGTCATGGTCACTAA0
1283 CHIP5133 STY specific STY2074 ATGAACGAATTAACTCAACAAGAAAATATTAACTTAGGAGCCGATATATTCTGGTTTCAATGAACGAATTAACTCAACAAGAAAATATTAACTCTAATGTTGCGGTTTTCAGCCCTCAGTCCCTGGCTGCAATTCAGACATTTTCCCAGGTAATGGCTTCCGGCATGGCTACTGTACCGGAACACCTCCGGGGAAATCCATCAGACTGCATGGCCATCACCATGCAGGCGATGCAGTGGCAAATGAACCCTTACGCAGTAGCTCAGAAAACTTTCGTTGTGAATGGTGTGCTCGGATATGAAGCGCAACTGGTTA0
1284 CHIP5149 STY specific STY2352 ATGGTTAGTTCTACTTATGGTGAAGAAAATTATAAAAATATTCTTATTTAACCTTGAATGAGCGATATATTTCCTTGGTTAGTTCTACTTATGGTGAAGAAAATTATAAAAATATTCATTTTAAAAACGCAACGATAAATATTCCTGCCAGATGGGTAGCTAATAAAAAAGATGATTGTTTATTGATTAGTAAAAATCATATAAATGTGTTCAGTTATCTTTATGTATGCACAGATGCGGCAACGAATAAAAATTCTTTTTTTACAAAGAATGATGATGGAGAATGGGAGGCCGTTACTGATGGCGTCCCTGTTTTAGCTGATGTAAATA0
1285 CHIP5358 STY specific STY4599 ATGAATAAACCTCTAATAGCCTTATTGCTCTTATTGAAGAGGTTTAATAAAGCTGGTTCATGAATAAACCTCTAATAGCCTTATTGCTCATCACCAGCTTCAGCGCATCTGCTGACAAAATCCCATCTTCTATCCAAAACCTGATTGCTGTTTACGATACCAGGACGCACAGCCTAGAAGATGGTGGGCTGACTATCAGATATAACAAACGACTTTTGCTGGTAGATGCAGCTGAATCGATGTTCCAAGGCATCTGTAATGATTATTATATGAACAAGTGGAAACCTGGCACGATCAAGAGAATTACACTTCTTA0
1286 CHIP5379 STM/STY ATGCGAAATATTGAAACCCGATTAGTGGATCTCCTGCGCTTCATGCGAAATATTGAAACCCGAATCACCAAAACAGGACCAGATGATGCTGGCCTTAACCAGATGCTGACTGATGCACGCATGGAAGAACGCCGTGGACGCGCTGATGTGATGGCAGCACGTCTGGACTCTTTGGCTGCCCGTATCGTGTCACGTCAGCTTAACCACACGGAAGCGGCTGAGCTGCTGCGTCAGGAAGCGGTGAAGATTCAGAACGAAGCGCAGGAGATCCACTGA0
1287 CHIP5313 STY specific STY4546 ATGAGTCCTTTATACCGTCTTCGCTTAGTACTGCCCCATACTCTCGGATGAGTCCTTTATACCGTCTTCGCCGGGCGCTGGCGCGACGTTTTTTTACGTCCGGATACCGTCTGCGTTTTTACCGCATGCTGTCGTTGCAGATGAGAAATGGCGTGAAGTTGTTAGAGGCGCTGGAGCAAATCAGCAATATGTATACCGATTTTGGGCAGCGGACTCATGGTTTCGGTTTTCTGGTGGACGACTGCCGGGCGGCACTCACTGACAACAGCGGGGATAACTCCCTTGAGCATGCTCTTGCAAACT0
1288 CHIP5327 STY specific STY4565 ATGGCTATGAATTCTGAACAGGCTTAGCTGGCGAACATCCATACTATGGCTATGAATTCTGAACAGGCAAACGCTTTTAAAGCAGGGTCAGGTATCGACCCTACGGTACTTAATAAGTTTGTTCTGGGTTTTGTTCTGAGCGTTCTTTTTTTGTGGTTTGCCTGGTCGGTATTAGTTGTGTTTCGTGGATGGCGGGCAGGAAAAGTCACTGAGCAAAATGCTCTCCATTTTTTTATCAGTACGGCCATTTTGGTTGTGTTTTCAGTATGGATGTTCGCCAGCTGA0
1289 CHIP5343 STY specific STY4583 ATGTCAGATAACGTCATTATGCAACGTTACAATATCCCCCATTCCTTCCATGTCAGATAACGTCATTATGCAACGTAATCAAATACAGAAGATCAGAACCGGGGAGGATGTGCTGTCTGCGGTTACAGGCCGTGTGGAGTGGATATTTGATACCTTTTCTCAGGTTTGTCTGTCTTTTTCAGGTGGAAAAGACTCCACCGTTCTGTTTCATATCGCCGCCACAATAGCCCGCAGGAAACACCGGCGTTTCTCTGTCCTTTTTATTGACTGGGAAGCCCAGTATCAGTGCACGATTGAGCATGTTC0



1290 CHIP5359 STY specific STY4600 ATGATGAATTGTCCAAAGTGTGGTTAAAAATTCATGTGCCCTTGCATGATGAATTGTCCAAAGTGTGGACACTCAGCGCACACTAGGAGCAGCTTTCAGGTTACGGACAGCACAAAAGAGCGTTACTGCCAGTGCCAGAACATTAACTGTGGTAGCACCTTTGTCACCCATGAAACGGTAGTGCGCTTTATAGTTACGCCAGCATTGGTAAATAACGCTCCTCCACATCCAACAGTGAGTGGGCAAGGGCACATGAATTTTTAA0
1291 CHIP5421 STY specific STY4834 ATGGGGGCACAAAAGGGGTTACTGTTTTTGTGGATTAAAGTAGACGTTATGGGGGCACAAAAGGGGGCACATGAACATGTGTTCTTCTTTATTTCCTTTATTTTCAATTTATTATGTTGTGTTTTGAGTCCGGCCTTCGCACCATACAAAGCTTTTTTCAAGTCTACTAACGTCTACTTTAATCCACAAAAACAGTAA0
1292 CHIP5437 STY specific STY4922 ATGTCGAACTATCGTCGTTATTACATTAACTTATTCACCAGCGTCAAGATCCATGTCGAACTATCGTCGTTATTACATTAACGGTGGAACCTGGTTTTTCACGGTTAATCTGAAAAACCGGAAAAGTGATTTACTTGTCCGCCAGATTGCGGAATTACGCTCTGCGATTCGCCGAGTGAAAAATACGAAGCCTTTTCAAATTGATGCTTTTGTCGTGTTGCCTGAGCATCTGCATTGCATCTGGACGCTTCCTGAGAACGATTGTGACTTTTCATCTCGCTGGCGGGAGCTTAAAAAGTTATTTACCA0
1293 CHIP5295 STM/STY STY4480 ATGATGCGTAAATTACTCACAGCGTTATTGTTCCCCCTCTTCTGCGGTGATGCGTAAATTACTCACAGCGTTGCCGGATGGCGGCGTAAGCGCCTTATCCGGCCTACAGGATGCGCAAACCGTAGGCCGGATTAGCGTAGCGCCATCCGGCAGAAAGTTTTTACTCTTAACGATCGTCCTGTTTTTAATCACATTCGCCACCCACGCCCAGGTGGTGGATACCTGGCGCTTTGACAATCCACAACAGCAGGAAAAAGCGCTGTCTATTGCCGGTCAACTGCGCTGTCCGCAGTGTCAGAACC0
1294 CHIP5311 STY specific STY4543 ATGGCTGATATGGCAGATATTCCTTATTTTTTGGCATAAGCATAAAGATGCGTGGCTGATATGGCAGATATTCCGTTATCCGGCAAGCCCCGTACGCAGGTTCTGCGCTGGCAGCGCCAGAACTGGGTAGCGGGGCTTCGCTGGGAAGAAAAGCAAAAGTCGGTACGTCGAGCCCCTGTACAACGTCGGGGTGTTCTGAACGTTGTGTTGACGGTGAAGCAGGGCAAGAGCCGGTTGACCGCGTTGGGGCAAATTGAGGCCGGCTGGCGTCACCAGAAGCTGTATTCCCTGGCGGCGCTGTTCAGCC0
1295 CHIP5407 STY specific STY4756 ATGTTGAGAATAAAACAGTTCTGTTTATCGTTAGCGAGAGGTGAATGCATTATTAATAACATGTTGAGAATAAAACAGTTCTGTTTATCGATTTTATTAATGCTGGCACCAGTGTTAGCTCTGGCCTGTTCCGACATTCCATATGCTTTGTTTCACTATCAGCCGTGGGGGCAGGGAACGAAATATGTAGTTGAAGAAGATTATGGTTATAGTATTAATTTTAAAGATATTGAAATTCGAGAGGTAAAATTTAGTCAACTACGGCACGTTCCTGACCGCATTGTTAATGAATATAATGACCGTGGAAAAATGAGTA0
1296 CHIP5422 STM/STY STY4835 ATGTTCCGGACTGAGACCGTTACTGAAACGGCATAATCTGCGTTGTTCCGGACTGAGACCGCCACAGGCACTGTGGCGACGCCAGCGATTGTAATCGCACTCAATATAATTAAACACTGCTGCCCGCATTATTTCCCGGCTGGCAAAGTCCTCTCCATGCATACATTCCACCTTCAGCGTGTGGAAGAAGCTTTCCGCACAGGCATTATCGTAACAACAGCCTCTGGCGCTCATCCTGCCCCGCAGATTATGCCGTTTCAGTAA0
1297 CHIP2688 STM/STY STM0172 STY0194 ATGACCATTGCGCTGGAATTATGCGCGATCTCCTTGTTATGACCATTGCGCTGGAACTTCAACAACTTAAAAAAACCTATCCCGGCGGCGTTCAGGCGTTGCGCGGCATAGATTTGCAGGTCGAAGCGGGGGATTTTTACGCGCTTCTGGGGCCAAATGGAGCAGGGAAATCGACCACCATCGGTATTATCAGCTCATTGGTTAATAAAACGTCCGGGCGCGTTAACGTTTTTGGTTACGACCTGGAAAAAGACGTGGTTAACGCCAAGCGACAGCTTGGACTGGTGCCACAGG1
1298 CHIP2720 STM/STY STM0229 STY0252 ATGGCGGCACAGCGTCCTTTATTGTGCTAACTCCAGGACGGATGGCGGCACAGCGTCCTTTAACGATTGCCCTGGTCGCCGGTGAAACGTCCGGCGATATTCTTGGCGCAGGCTTAATTCGTGCGCTGAAAGCGCGCGTACCCAACGCCCGTTTTGTGGGCGTTGCGGGGCCGCGTATGCAGGCCGAAGGGTGTGAAGCCTGGTACGAGATGGAAGAGCTGGCGGTCATGGGCATTGTTGAAGTGCTCGGACGTTTACGCCGTTTGTTGCATATCCGCGCCGATCTGACCCGCCGTT1
1299 CHIP2736 STM/STY STM1511 STY1550 ATGATCGTTTTAGTAACTGGAGCAACTTAGCTACGGTGGACGCTGAATGATCGTTTTAGTAACTGGAGCAACCGCAGGGTTTGGCGAGTGCATTGCACGCCGTTTTGTTGAGAATGGACATAAAGTCATTGCCACGGGACGTCGTCATGAACGCCTGCAAGCGTTAAAAGATGAGCTTGGCGAGAACGTATTGACCGCCCAACTGGACGTGCGCAACCGCGCGGCCATCGAAGAGATGATGGCCTCTCTGCCTGCGCAGTGGCGCGATATTGATGTGCTGGTCAATAACGCCGGTCTGGCGC1
1300 CHIP0778 STM/STY STM4292 STY4491 ATGAAGATACTGATTGTTGAAGACGACTTAGCTTTCCTCAGTGGCAACCATGAAGATACTGATTGTTGAAGACGACACGCTATTATTACAGGGGTTAATACTCGCCGCGCAAACCGAAGGCTATGCGTGTGATGGCGTTTCGACAGCGCGTGCCGCCGAGCATAGTCTGGAGTCTGGTCATTACAGTCTGATGGTGCTGGATTTAGGGCTGCCCGATGAGGATGGCCTGCATTTCCTGACGCGAATCCGACAGAAAAAATATACCCTGCCGGTACTCATTCTGACCGCCCACGATACGCTCAATG1
1301 CHIP0794 STM/STY STM2396 STY2633 ATGTTGAATGATGAATGTTCTATTTTGCTTAGAATTTATAATGCTCTTTACTTAGACCATCTTTTTTCATGTTGAATGATGAATGTTCTATTTTGCTGATTGATGATGACGTTGATGTACTTGACGCCTATACCCAAATGCTTGAGCAGGCAGGCTACCGCGTGCGTGGCTTTACCCATCCTTTCGAGGCCAAAGAGTGGGTAAAAGCGGATTGGGAGGGGATCGTTTTGAGCGATGTGTGTATGCCGGGGTGTTCCGGTATCGATCTGATGACGCTGTTTCATCAGGATGACGATCAACTGCCAATCTTATTGATTACCGGAC1
1302 CHIP2601 STM/STY STM3872 STY3906 ATGTCTGTGTCGCTCGTGAGTTACCCTTTGTTGTTAATTACAGCCGATGTCTGTGTCGCTCGTGAGTCGAAACGTTGCTCGTAAGCTTCTGTTCATTCAGTTTCTGGCGGTAATAGCAAGTGGATTGCTGTTTTGCCTCAAAGACCCCTTCTGGGGCATCTCCGCAGTATGTGGGGGATTGGCAGTGGCACTGCCTAATATGTTGTTTATGATATTTGCCTGGCGTCACCAGGCGCATACACCTGCTAAGGGCCGCGTGTCCTGGACTTTCGCCTTCGGTGAAGCCTTCAAGGTGTTAGCGA1
1303 CHIP0788 STM/STY STM3385 STY3565 ATGTTCGAACAACGCGTAAATTCTTAGTTCATGCCGTATTTTTTTAATTTTTTACATGTTCGAACAACGCGTAAATTCTGACGTACTGACCGTTTCTACCGTTAACTCTCAGGATCAGGTAACCCAAAAACCCCTGCGTGACTCGGTTAAACAGGCACTGAAGAACTATTTTGCTCAACTGAATGGTCAGGACGTTAATGACCTGTATGAGCTGGTACTGGCTGAAGTAGAACAGCCCCTGTTGGACATGGTGATGCAATACACCCGTGGTAACCAGACCCGTGCTGCTCTGATGATGGGCATCAACCGTG1
1304 CHIP0804 STM/STY STM2034 STY2239 ATGACGATTCTTGCCTGGTGTTAGGCCACGCCAGATAACCATGACGATTCTTGCCTGGTGTATCGCCTGGGTGCTGGATTTTATCATCGGCGACCCTCAACACTGGCCCCATCCGGTACGCTGGATAGGTCGTTTAATTACGTTTGTGCAGCGTATTGTGCGTCGCTATTGTCCCGGCGATAAAGCGCTGCGGATTGGCGGCGGCGTAATGTGGGTTGTGGTTGTCGGGGCGACCTGGGGCGTGGCATGGGGCGTACTGGCGCTGGCGCAGCGGATTCACCCCTGGTTTGGCTGGA1
1305 CHIP0820 STM/STY STM2018 STY2221 ATGATTCTGGTGACGGGCGTTATTTAATTTTGACTCCAATACCTGAGACTATGATTCTGGTGACGGGCGGGGCACGTAGTGGTAAAAGCCGTCATGCTGAAGCCTTAATTGGCGATGCGCCGCAGGTACTGTATATCGCCACCTCGCAGATTCTTGATGACGAGATGGCGGCGAGAATTCAGCATCATAAAGATGGCAGGCCGGCACACTGGCGGACCGCAGAATGCTGGCGGCATCTTGATACGTTGATTACCGCGGATCTTGCCCCTGACGACGCGATTTTGCTGGAATGTATTACCACCATGG1
1306 CHIP2635 STM/STY STM0061 STY0070 ATGAAAGAGACTGTAACCATGCTCATTAGCCTTTAACCTGGCGAATCATGAAAGAGACTGTAACCATGCTCAACCAGCAATATGTCGTACCGGAAGGATTACAGCCCTACCAGGGGGTAACAGCGAACAGCCCGTGGCTTGCCAGTGAAACGGAAAAGCGTCGGCGTAAAATTTGTGACTCGCTTGAAGAGGCTATCCGTCGTTCCGGGCTTAAAAATGGCATGACGATATCCTTCCACCATGCGTTTCGTGGTGGCGACAAAGTCGTCAATATGGTGATGGCGAAGCTGGCGGAAATGGGAT1
1307 CHIP3235 STM/STY STM3305 STY3484 ATGAATTTAGAAAAAATCAACGAGTTAACCTTAACGATCGCGCTGCACATGAATTTAGAAAAAATCAACGAGTTAACCGCGCAAGATATGGCGGGTGTCAATGCGACAATCCTTGAACAGCTTAATTCCGACGTTCAACTGATTAATCAGCTAGGATATTACATTATTAGCGGCGGCGGAAAACGCATTCGTCCGATGATTGCCGTTCTTGCCGCGCGCGCGGTGGGTTATCAGGGTAACGCGCACGTGACTATCGCCGCTCTGATCGAGTTTATCCACACGGCGACGCTGCTACATGATGATG1
1308 CHIP3251 STM specificSTM3343 ATGCTGTCGAATAAATGGGAATTCTTATGCCTGTACTACCGGTGCGATGCTGTCGAATAAATGGGAATTCTTTATAACAACGGTGGATGACCATGTTACGGGTATACGTGTGGATATCGGCGCCATTCAGGATGAAAAATTTGATCGCCTTATCCATACCGGGTTCTTACGTGTTCATTACACCAACTGTTATGAAAATGGTTTACCGCAGCCCGATGAAACACAGAGTTTAAATCGTATAGAGGACTGGCTTGATGAAAAGGGGAAGACGTTTCCGATCTGGCTGGTGGGTGTGGTTACCC1
1309 CHIP2653 STM/STY STM0095 STY0110 ATGGGGATGGAAAACTACAATCCTTAAAAATCTGCCGGGACTTTAAACATGGGGATGGAAAACTACAATCCGCCGCAGGAACCCTGGCTGGTTATCCTGTATCAGGATGAGCACATTATGGTGGTCAATAAGCCCAGCGGCCTGTTGTCCGTGCCGGGGCGTCTGGAAGCGCACAAAGACAGCATTATGACGCGTATCCAGCGCGACTACCCGCAGGCAGAATCGGTGCATCGTCTGGATATGGCCACCAGCGGCGTGATTGTAGTGGCGCTGACCAAAGCCGCGGAGCGGGAGCTAAAACGCC1
1310 CHIP2677 STM/STY STM0152 STY0175 ATGTCAGAACGTTTCCAAAATGATTACGCCAGACGCGGGTTATGTCAGAACGTTTCCAAAATGACGTGGATCCGATCGAAACTCGCGACTGGCTACAGGCGATCGAATCGGTCATCCGTGAAGAAGGTGTTGAGCGCGCTCAGTATCTGATTGACCAACTGCTTTCTGAAGCTCGTAAAGGCGGCGTGAAAGTCGCGGCAGGCGCAGGGGCCAGTAATTACATCAACACTATTGCCGTTGAAGACGAACCGGAATACCCGGGTAATCTGGAGCTGGAACGTCGCATTCGTTCTGCGA1
1311 CHIP2693 STM specificSTM0177 ATGAAACTCTCCTTAAAAACACTCACTGTTAGTTATATTGCAGATAGAATGTTGCGGATGAAACTCTCCTTAAAAACACTCACTGTGGCACTGGCCGCCATCACCCTCTCCCCCGCCGCGCTGGCAGACACCGCCAAAGACGGCACCGTACATATCACCGGCCTCATTAAGCAAAACGCCTGTACGGTAAAAACGGATTCAGTAGAGGTGACATTACAGGAAGAATTTGCCTCTCTTTTCACTGCCGCAGGGCAGACGGCAGGGGATACAGACTTCACCATCGAACTCGAAAACTGCGACGCAAACGTCTACA1
1312 CHIP2709 STM/STY STM0208 STY0230 ATGGCATCGATCGATTTCCTTACTGTTCGACCGCCATCAATGGCATCGATCGATTTCCGAAATAAAATTAACTGGCATCGTCGTTATCGTTCACCGCAGGGTGTAAAGACGGAGCATGAGATCCTGCGGATTTTTGAAAGCGATCGCGGGCGGATTATCAACTCTCCGGCTATACGCCGTTTGCAGCAAAAAACGCAGGTTTTCCCGCTGGAGCGCAATGCCGCGGTGCGTACTCGCCTGACGCATTCGATGGAGGTGCAGCAGGTAGGGCGTTATATCGCGAAAGAGATTTTAA1
1313 CHIP2725 STM/STY STM0240 STY0265 ATGATTGCCATCTCCCGGATTAATCCAGTGGACGACGAACTATGATTGCCATCTCCCGGACGGTCTCCATAGCCGATAATGAGCTGGAAATTACGGCCATTCGTGCGCAGGGCGCGGGTGGTCAGCACGTAAATAAGACCTCTAGCGCGATTCATTTGCGCTTTGACATTCGGGCCTCTGGCCTGCCAGAGTATTATAAACAGCGTTTGCTGACGGCCAGCCACCATCTGATAAGCGATGATGGCGTCATTATCATTAAGGCGCAGGAGTTCCGGAGCCAGGAGCTCAACCGGGAAG1
1314 CHIP2741 STM/STY STM1524 STY1536 ATGACCATGATGACTGCAACATTAGACGCGGTTCTTCCAGAATGACCATGATGACTGCAACACAGGCGTTATCCGTGAATCCTGCGACCGGCCAGACGCTGGCGGCAATGCCCTGGGCTAACGCGCAAGAGATTGAACATGCGCTGAGTCTGGCGGCGAGCGGTTTCAAAAAGTGGAAAATGACATCGGTAGCGCAACGGGCGCAAACATTACGCGATATTGGTCAGGCGCTTCGCGCTCATGCAGAAGAGATGGCGCAATGTATTACGCGTGAAATGGGTAAACCCATAAAGCAGG1
1315 CHIP3287 STM/STY STM0648 STY0699 ATGCAAGAGCAATACCGCCTTAGCCAACAACCAGATTGAGGATGCAAGAGCAATACCGCCCGGAAGAGATAGAATCCAAAGTACAGCTTCACTGGGATGAGAAGCGCACATTTGAAGTGACCGAAGACGAGAGCAAAGAGAAGTATTACTGCCTGTCGATGCTTCCCTATCCTTCTGGCCGACTACACATGGGCCACGTACGTAACTACACCATCGGCGACGTGGTTGCCCGCTACCAGCGTATGCTGGGCAAAAACGTGCTGCAGCCAATCGGCTGGGACGCCTTCGGCCTGCCGG1
1316 CHIP3303 STM specificSTM0672 ATGAATTACCAGTTTTGTTGGTATCTCTTTTACTTTACTGCAAATAAAGCACATAAACCATGAATTACCAGTTTTGTTGGTATCTCTTTTTGCGGCCATTAACATTTTTTATGGTCGTCTTGCTCTGCGCTTTCACCTTCATTGATATCACGGCCAGCGCCGCCTGGTTGATTATTTTGGGTCTGGTTTACCCCGTGGCAGTGTCAATGAGGCTACATATACTGCACCAGAAAAAGGCCGTCATGTTGCGCCAGAATAGTGCGGAATGGATAGTGTATCTGCCAGGGATCCCTGTGCAAGAAAAACAAAGCGCGC1
1317 CHIP3327 STM/STY STM0716 STY0756 ATGAAAAGAAAATATCTTACGCAAGAAGATTATACTCGACGTTTTTTTCGCCGTGAAAAGAAAATATCTTACGCAAGAAGAGATTGAAAAACTGCTGTCAGCGACCGACAGAATGCCCTTCCCGGAAAGAAACCGCTGCTTAATCCTGATGGCGTTTATTCACGGCTTCCGGGCCAGTGAGCTGCTGGGGCTGCGCTTGTCGGATATTGATCTTGCAGGAAGACAGCTTTATATCCGGCGCCTCAAAAATGGCTTTTCAACGTGTCACCCCCTCCTTCCCGATGAGTATAACGTACTGAAAAGCTGGC1
1318 CHIP3720 STM/STY STM4552 STY4905 ATGTTGCAGCGGACGTTAGGTTATCCCTGATTCCAGTTCATCATGTTGCAGCGGACGTTAGGCAGCGGATGGGGCGTATTATTGCCTGGAGTGATTATCGTTGGACTGGCGTTTATCGGCCTGTCAGCTGATGCGCTGAAGCTGTTGATTGTATCAGGATTGCTACTGTCTGCGCTGATGTTGTATCACAAACAATTACGGCATTTTGTACTGCTGCCATCGTGTATAGCGCTTATTGGCGGCATGATGTTGGCAATGATGAACTGGAATCAGGGATGA1
1319 CHIP4032 STM/STY STM2715 STY4620 ATGAATCCTTCAATCGTTAAGCGTTATACTCCTTTTAAGCACCAGGTCAATGAATCCTTCAATCGTTAAGCGCTGCCTTGTCGTGGCGGTGCTGGCTATCGCCGCCACGCTGCCCGGATTTCAGTCGCTTCATACCTCCGTTGAGGGGCTGAAACTGATCGCCGATTACGAGGGATGCCGCCTGCAGCCTTATCAGTGCAGCGCGGGCGTCTGGACTGACGGGATCGGCAATACGTCCGGTGTGGTGCCTGGAAAAACCATCACGGAACGGCAGGCGGCGCAGGGACTTATCACCAACGTGCTGC1
1320 CHIP4056 STM specificSTM2749 ATGAAAAAGTCAACAACCAAAGACTGTTATGTCCCGGAGTTGTCGGATGAAAAAGTCAACAACCAAAGACTGGCACCCCGCCGACATCGTTGCCGCCTTACACAAGCGCGGTACCAGTCTGGCGAAGCTGTCGCGGGAAGCGGGACTGGCCTCGTCAACATTGTCGAATACCCTGACGCGCCCGTGGCCGAAAGGCGAGTGGCTGATTGCCATCGCGCTCGACATGCATCCATCAGAAATCTGGCCCGGCCGTTACCTCAATTCCAGTAACAAACGTGAACCCCGAAAACCGCTTCACCCGA1
1321 CHIP3722 STM/STY STM4563 STY4914 ATGAAAAACAGGAAGGCAGAGGTTACGCCAGATCCTCGTCATGAAAAACAGGAAGGCAGAGGTGGGCCAGCGAATACCGGTTACGCTCGGCAATATTGCGCCGTTATCATTAACACCGTTCCGGCCAGGCCGTATGGCGCTGGTCTGTGAGGGCGGGGGGCAGCGGGGCATCTTTACCGCAGGCGTGCTGGATGAGTTTATGCATGCGCAGTTTAATCCTTTCCATCTCTACTTCGGCACATCAGCCGGTGCGCAAAATCTCTCGGCGTATCTCTGCAACCAGCCCGGCTACGGGC1
1322 CHIP3738 STM/STY STM4593 STY4941 ATGCAATTCTCCAGAGTAGAGCCTTACTGGCATTGCTCGTGGTGCAATTCTCCAGAGTAGAGCCCCGTTCTCAATTAGCGTTATCGTTTCTCTTTATATGCTGTTCCATAAAACCAGCGTTAGCGCATGATCATTTTAATCCATTATCGTTGGAAAATGATGAACCGGGCGTGGAGAATGTCGATCTATCGGTTTTCGAAAAGGGGGGGCAGGCAGAAGGCACCTATAATGTTGATATTTATATTAATAACACCAGTGTTGAAACAAAAAATATTGCCTTTAAAAATAAAAAATCAG1
1323 CHIP3762 STM specificSTM0293 ATGTTAAATTCAAATATGTCTGAACTTAGAATCGTTACTTAATGGTTGAGCATACAATCAAATCATGTTAAATTCAAATATGTCTGAACTTAGAATCGAACTGGAGAATGCGATTAAAAATCTCGGTATTCATGATTATCGTGTCGATAAACCCGAACAAATCGTTTCTGAGATAAAAGAGATATATGTTAATGGTAATCCTAGAACCTGGTGGTTATCATTAAAACATAGACAATATGTCTTTTCTTATACCGATAATTCTGGATATAAAAACATATCACAAATAGTAAGTAAACAACTCAATGAAAGCAATGTAATCA1
1324 CHIP3778 STM specificSTM0326 ATGCAGGCTATCGCCAGCTTACGAAAAAACTCCACCGCATGCAGGCTATCGCCAGCGAGCTAAGCGCCCGGTTAAATACCCCAGTTGAAGTCGGTGGTGTGGAAGCCAACATGGCTGTGGCTGGCGCGTTAACGACGCCTGGATGCGACGCTCCGCTGGCGATCCTCGATTTAGGCGCAGGATCCACCGATGCCGCCATTATCAATAACGATGGCGTAGTGAAGGCGGTACACCTTGCCGGGGCGGGGAATATGGTCAGCCTGTTGATTCAAACGGAGCTTGGCTTAAGCGATC1
1325 CHIP3794 STM specificSTM1053 ATGTGTGGACGCTTTGCATTATTGGCATGGATTGGTATCTTTTCATGTGTGGACGCTTTGCACAAGCACAGACCCGTGAAGAATATCTGGCATATCTGGCCGACGAAGCCGATCGTAATATTGCTTATGACCCTCAGCCTATAGGCCGGTATAACGTGGCGCCCGGGACTAAAGTCCTGCTATTGAGCGAACGCGACGAGCAATTACATCTCGACCCGGTGATTTGGGGTTACGCTCCCGGATGGTGGGATAAAGCTCCACTTATTAACGCCCGTGTCGCGACAGCGGCCTCCAGCAGAA1
1326 CHIP1122 STM/STY STM4330 STY4690 ATGGCAGCTAAAGACGTAAAATTCGTTACATCATGCCGCCCATATGGCAGCTAAAGACGTAAAATTCGGTAACGACGCTCGTGTGAAAATGCTGCGCGGCGTAAACGTACTGGCAGATGCAGTGAAAGTTACCCTCGGTCCGAAAGGCCGTAACGTGGTTCTGGATAAATCTTTCGGTGCGCCGACTATCACTAAAGATGGTGTTTCCGTAGCGCGTGAAATCGAACTGGAAGACAAGTTTGAAAACATGGGCGCGCAAATGGTGAAAGAAGTTGCCTCTAAAGCGAACGATGCTGCAG1
1327 CHIP3772 STM/STY STM0312 STY0357 ATGCGTAAAATCGCATTTTTTCTTTATTTTGCCTCGGAGAGCGATGCGTAAAATCGCATTTTTTCTTGCGATGCTTCTGATGCCGTGCGTCTCATTTGCCGGTTTGCTGAGCAGCAGCAGCCCCGTCACGCCGGTCAGTAAAGAGTATAAGCAGCAGTTAATGGGCTCACCGGTCTATATTCAGATTTTTAAAGAAGAGCGCACCCTTGATCTCTACGTCAAAATGGGTGAGCAATACCAGTTGCTTGATAGCTACAAAATTTGCAACTATTCCGGCGGGTTAGGCCCGAAACGCCGTC1
1328 CHIP3788 STM specificSTM1045 ATGCAGGATATACCACAGGAAACCTTAAGACAGTTTGTTGATGGAAGCGATGCAGGATATACCACAGGAAACCCTGAGCGAGACCACCAAAGCGGAGCAGTCCGCGAAGGTGGATTTGTGGGAATTTGATTTAACCGCGATTGGCGGTGAGCGCTTTTTCTTCTGTAACGAACCGAACGAAAAAGGCGAGCCGTTAACCTGGCAGGGGAGGCAGTACGAACCGTACCCGATACAGGTACAGGATTTTGAGATGAACGGGAAAGGCGCATCTCCCCGCCCGAACCTCGTTGTTGCCAATCTCTTTG1
1329 CHIP3804 STM/STY STM1079 STY1102 ATGATAGCCAGCAAATTCGGTTTAGTTACGTAGTCGCGGCGATGATAGCCAGCAAATTCGGTATCGGCCAACAGGTCCGCCATTCCCTGTTAGGTTACCTCGGAGTGGTCGTCGATATCGACCCGGAATATTCGCTTGATGAGCCGTCGCCTGATGAACTGGCGGTTAACGACGAACTTCGCGCCGCTCCGTGGTACCACGTGGTAATGGAAGATGATGATGGTCAGCCAGTGCATACTTATCTGGCCGAGGCCCAGTTGCGAAGCGAAATGCGGGACGAGCATCCAGAACAGCCAT1
1330 CHIP3828 STM/STY STM1122 STY1157 ATGTCGCAACGCACAGAGATTAACGCACGCGAATCCCATGTCGCAACGCACAGAGAAAAAAATCGGGAAACGCTCGCAGGCCACCGGTGCAAAACGGCAGCTTATCTTAACCGCCGCGCTTGCTGTTTTTTCCCAGTATGGCATTCATGGCGCGCGTCTTGAGCAGGTCGCCGAGCGGGCAGGCGTCTCCAAAACCAATCTGCTTTATTATTATCCCTCGAAAGAGGCGCTGTATGTCGCGGTAATGCGACAGATTCTGGATGTCTGGCTGGCGCCGCTCAAGGCGTTTCGCG1
1331 CHIP3844 STM/STY STM1157 STY1194 ATGAAAAAAAACCTGCTGGGATTACTTCTGCTGAACGCCTTCTATGAAAAAAAACCTGCTGGGATTCACCCTCGCATCCTTGTTATTCACGACCGGTTCCGCCGTGGCGGCGGAGTATAAAATTGATAAAGAAGGCCAACATGCGTTCGTCAATTTCCGCATTCAGCATCTGGGCTACAGCTGGCTATACGGCACCTTTAAAGATTTCGACGGCACGTTCACTTTTGACGAAAAAAATCCGTCGGCAGACAAAGTGAACGTGACCATTAACACCAATAGCGTCGACACTAACCATGCCG1
1332 CHIP3860 STM/STY STM1205 STY1245 ATGGCAGAAGAAACTATATTCAGCATTACAAGCCTTTATGCGCCAGTGGCAGAAGAAACTATATTCAGCAAAATTATTCGTCGTGAAATCCCTTCGGATATCGTTTATCAGGATGAGCTGGTCACCGCCTTTCGTGATATTTCACCGCAGGCGCCGACGCATATCTTGATTATTCCCAATATCCTGATCCCAACCGTCAATGACGTGACGGCGGAACATGAACAGGCGTTAGGTCGGATGATCACCGTGGCGGCGAAAATCGCCGAACAGGAAGGCATTGCCGAAGATGGGTATCGTTTAA1
1333 CHIP3806 STM/STY STM1081 STY1104 ATGAAAACAGTCTTCTCTTTGACCGTTATCTTCCGTATGTGGCCGATGAAAACAGTCTTCTCTTTGACCGCAGCCGCAATGATGGCATTGAGTGGCGGCGTATCTGCCGCGTCGGCGTTTAGCCTCAGTAGCGCGGATATTCCGGCGGATTTTCGTTTAACGCAACAGCACGTCTTTAAAGGATTTGGTTGTAGCGGAGAAAATATTTCGCCGCAGCTGAGCTGGCGCAATCCGCCTGCCGGAACCAAAAGCTACGCTATTACCGTCTTCGATCCTGATGCGCCCACCGGAAGCGGCTGGT1
1334 CHIP2382 STM/STY STM3400 STY4397 ATGAACCAGGCCATACAATTTCCTTAGGATAACCATATCCAACCGTGGTGAACCAGGCCATACAATTTCCTGACCGCGAAGAATGGGATACTGCCGCCAGTGCTATCATCTTTCCCGCCCTGGTTAATGGGATGCAACTCACGTGTGCAATAAAAAAAGATGTACTGGCGTATCGCTTTGGTGGAGAAACAGCGGAGCAATGGCTGGCCATTTTTCGTGAGTATCGCTGGGACCTGGAAGAAGAGGCGGAAGCATTAATCCTGGCCCAGCAGGAAGATGATCACGGTTGGATATGGTTATCCT1
1335 CHIP2398 STM/STY STM3456 STY4342 ATGGCAATCCGTAAACGTTTTATTGTTAGTCCGGATGAAAAATCCCGATGGCAATCCGTAAACGTTTTATTGCAGGCGCGAAATGTCCGGCCTGTCAGGCGCAGGATACAATGGCGATGTGGCGTGAAAATAATGTCGATATTGTTGAATGCGTTAAGTGCGGGCATCAAATGCGGGAAGCGGATAAAGACGTCCGCGAGCATGTTCGCAAAGAAGAGCAAGTGATCGGGATTTTTCATCCGGACTAG1
1336 CHIP2414 STM/STY STM3493 STY4303 ATGAAGTTCGTAAAGTATTTATTGATCCTTGTTAGAACAGTTCGTGTGTTTCACCAGTGAAGTTCGTAAAGTATTTATTGATCCTTGCAGTATGTTGCATCCTGCTGGGAGCAGGCTCGATTTATGGCCTTTATCGCTATATTGAGCCACAGCTACCTGACGTCGCGACATTGAAAGATGTGCGTTTGCAAATTCCGATGCAGGTTTACAGCGCGGATGGCGAACTTATCGCGCAATATGGCGAAAAACGTCGTATTCCCGTTACGCTCGATCAAATTCCGCCGGAAATGATCAACGCCTTTATCGCCACCG1
1337 CHIP2430 STM specificSTM3518 ATGGCAAGGATCATCGCGCTTTAGTCGCTTACCCGGACAAATGGCAAGGATCATCGCGCTGGATGGCGCACAGGGAGAGGGCGGCGGGCAGATTTTGCGCTCGGCGCTGAGTTTATCAATGATAACCGGCCAGCCGTTTGAAATGAGCGGCATCCGCGCCGGGCGCGCTAAACCGGGGCTGCTACGCCAGCATTTAACGGCGGTGCGAGCGGCAACGGAAATCTGCGGCGCGCAGGTGAACGGCGACGAGCTGGGCTCGCAACAGTTGCGTTTTACGCCGGGGCCGATTCGCGGCG1
1338 CHIP2446 STM/STY STM3541 STY4270 ATGAGTACATTAACACTGGTTTTAACCGTTAGCTCAGCAGTTGGAAAGCAGTGAGTACATTAACACTGGTTTTAACCGCCGTCGGTTCCGTCTTACTGCTGCTGTTTTTGGTGATGAAGGCGCGTATGCACGCCTTCGTCGCGTTAATGGTCGTCTCGATGGGCGCGGGGCTTTTTTCAGGGATGCCGCTTGATAAAATCGCCGCGACCATGGAAAAAGGGATGGGCGGCACGCTGGGATTCCTGGCGATTGTGGTCGCGCTGGGGGCGATGTTCGGCAAGATTCTGCACGAGACCGGCGCGGTCG1
1339 CHIP3488 STM/STY STM0964 STY0962 ATGGCCAGTAGCGCATTTACCTTACGCCTTTTCAACCTGAACGATGGCCAGTAGCGCATTTACCCTGCCATTTACCCGCATCGCTAACGCCGCAGAGGCAATAAGCCCGGCGAAAACCGGCGAGAAAGTCGTCTGGAGCGCCTGTACGGTAAACTGTGGCAGCCGTTGTCCGCTACGTATGCATGTTGTGGATGGCGAAATCAAATATGTAGAAACGGATAATACCGGAAACGATGATTACGATGGCCTGCACCAGGTTCGCGCCTGCCTGCGCGGTCGTTCTATGCGCCGTCGCGTCT1
1340 CHIP4097 STM/STY STM4014 STY3865 ATGGAGGAAAAAAGGGTCGCTTATACATTTTGCTTCCTCATGGCATGGAGGAAAAAAGGGTCGCCAGCGTGTTCATTAAGCCCTCGCTGGGTTCTGGCGCGGCGGGCGTTATCGCTTTGCGCCGCCACCCTGATGGCATAAAGCAGGTGCTTTACAGCGCGATTGTCATATCAGGACAACAGCTATTTAACAGCAAAAAAATCCAACAGTATCGTCAGAAAGAAGATATCCAGCTCATTATTAATGGCGTTCTTCAGCAGGAAAACCTCGTCGAACAGTGGCTGCCCAAAGCCAGCGTAA1
1341 CHIP4113 STM/STY STM4075 STY3795 ATGTTGAAATTCATCCAAAATAACCGTTATGCCACCTCTTTGTTTTTATTCATGTTGAAATTCATCCAAAATAACCGGGAAGCGACGGCACTGCTGGCAATAGTCTGTTTATTCGTGTTTCCTGGCGCGCTGGATAGTCAGTATTTGAGCGTGCAAACGCTGACAATGGTTTTCAGTAGCGCGCAAATTTTGATGCTGTTGGCGATTGGCGCGACGATGGTAATGCTCACCCGCAATATTGATGTATCGGTGGGCTCGACGACAGGAATGTGCGCGGTATTGCTGGGAGTGATGTTAAACGCCGGCT1



1342 CHIP4137 STM specificSTM4115 ATGACATTATTCGCCGCACCTTAACCTCCTGTGGTGACCTGAATGACATTATTCGCCGCACCGCGCATCAGTTGTGAGGTTGTGGGGGCGCGCGATGAGGAGACCGCGCGTATCTTCAATATCCAGCGCTATTCGCTGAATGACGGGCAGGGGATTCGTACGGTGGTCTTTTTTAAGGGCTGTCCGCATACCTGTCCGTGGTGCGCTAATCCGGAATCTATCTCGCCGCGCATTGAAACGGTGCGCCGGGAAAATAAATGCCTGCGTTGCACGCCGTGTCTGCGGGATGCCGACGAAT1
1343 CHIP4153 STM/STY STM2859 STY2981 ATGTCGTATACACCCATGAGCGTTACGCTAACGCGTCTTTATCAAATGTCGTATACACCCATGAGCGATCTTGGACAGCAAGGCTTGTTCGATATCACTCGTACCTTATTGCAGCAGCCCGATTTGGCGTCGCTCAGTGAAGCGCTTTCGCAACTGGTAAAGCGTTCAGCGCTCGCCGACAGCGCCGGCATTGTGCTATGGCAGGCGCAGTCGCAACGCGCACAATATTATGCGACGCGAGAAAATGGCCGTCCTGTTGAATATGAAGATGAAACCGTACTGGCGCACGGCCCGGTACGTC1
1344 CHIP4169 STM/STY STM2917 STY3042 ATGTTAAAAATTGGCGTCATTGCTTATACCTGAAACTCCCTTTGAGCATGTTAAAAATTGGCGTCATTGCCGATGATTTTACCGGCGCGACCGACATCGCCAGTTTTCTGGTCGAAAACGGGATGCCGACAGTGCAGATCAATGATGTCCCAACCGGGACGCAACCGGAAGGGTGCGACGCGGTGGTTATCAGCCTGAAAACCCGCTCATGCCCGGCGCAAGAGGCGATAAAACAATCGCTGGCGGCGCTGGTATGGCTGAAAAAACAGGGCTGCCAGCAAGTCTATTTCAAATATTGCTCGA1
1345 CHIP4131 STM/STY STM4108 STY3759 ATGGATCGCATTATTCAGTCACCTTATTCCCATTCCTGCAAGAAGCATGGATCGCATTATTCAGTCACCAGGTAAGTATATTCAGGGTGCAAACGTCATCGCGCGTCTTGGCGATTATTTAAAACCAATGGCGAACAACTGGCTGGTTGTGGGCGATAAATTCGTGCTGGGATTTGCCGAAGAGACGCTGCGCAAAAGCCTGACGGATGCCGGTTTGTCAGTAGAAATCGCCCCGTTTGGCGGCGAATGTTCGCAAAATGAGATCGACAGGCTGCGCGCCGTCGCCGAAAAAAGTCAGTGTG1
1346 CHIP4147 STM/STY STM2850 STY2972 ATGAGTGTGTTTTATCCGTTAATTCAGGTTACGCCGCCAGCAAGGAATGAGTGTGTTTTATCCGTTAATTCAGGCGCTGGTGCTATTTGCCGTTGCGCCATTGCTGTCCGGTATTACTCGCGTGGTGCGCGCCCGTCTACACAATCGCCGAGGGCCGGGCGTGTTGCAGGAGTACCGCGACATTATCAAACTGCTCGGTCGTCAGAGTATTGCGCCCGCTGATTCTGGCTGGGTTTTTCGCCTGACGCCGTTTGTGATGGTCGGCGTGATGCTGACTATCGCCACCGCGCTGCCGGTCGTCA1
1347 CHIP4163 STM/STY STM2908 STY3032 ATGAAAACAACTCTCAGCCAGCTTACTCGATCGCCTGAGAAGAGTTGAAAACAACTCTCAGCCAGCCTTTCATTATCAACAAGTTAAGTATCAATGTTAAGCCTGCACTCAGTCGCTCTGGAAAAATCGTTTTCGAAGCTAACCCAGCTCAAAAACTCTACACTGTTTTCGATGACCACAGAGAAGCTCCTGCTGGTTTCGGGGTAAAAGCCAGTTTGACGAAAAAAACCTACGTAATCCAGCGAAGAGTAGCCTCGTCAGATCGTAATGTCAGTGAGGGTAGGAAGCCAAGTTCTGTCT1
1348 CHIP4187 STM specificSTM2942 ATGAGTGTTGTGACGAAAGATGATAAAGTTAATCTTGTTCGTTATCGGTATCGCATGAGTGTTGTGACGAAAGATGATAAAGCCACTTTGCGTCAGTGGCATGAGGAACTACAAGAAAAACGTGGATTACGTGCCAGCTTACGACGTAGTAAAACGGTGAATGATGCCTGTTTGGCTGAGGGGCTTCATTCATTGTTAATGCAAACACATTCTTTATGGAAAAACAAAGCACCCTGGAATGTTACTGCATTGGCAATCACAGCGGCACTGGCTGCACATATCAAATTTATTGATGAGCAAAAGAGTTTTG1
1349 CHIP3059 STM/STY STM2413 STY2652 ATGACGCCAGAAGAACTCGCTTATTTGCTATCGCGTATCCCTAAGATGACGCCAGAAGAACTCGCTAATCTCACCGGTTACAGCCGACAAACCATCAATAAATGGGTACGGAAAGAAGGCTGGGCAACATCGCCCAAACCTGGCGTCCAGGGCGGTAAAGCCCGTCTGGTTCATGTAAACGAACAGGTTCGTGAATATATCCGCAGCGCTGAACGTTCAGTTGACCATCACGCAGACACATTCACGCCTGCCAGCAACGCATCGCTTGAAGCGCTGCTCATGACGCTCGCCAAAGAGATGA1
1350 CHIP3083 STM/STY STM2480 STY2718 ATGACGGTTAAACGCCCGTTACGTTAACTGACTCTCTTCCTTGTTGGTGACGGTTAAACGCCCGGTCTCGGCCAGTCTGGCTAAGGCTTTTTTCTATATTGTGCTGTTGTCTATTCTGTCCACCGGCAGCGCATTACTGACGCTGACCAGCAGTTTACGGGATGCCGAAGCGATCAATATCGCCGGTTCGCTACGAATGCAGAGCTATCGGCTGGGTTACGATCTGCAAAGCCGTAGCCCGCAGATTAATGCGCATCGTCAACTTTTCCAGCACGCGCTCAACTCGCCGGTACTGCAAAATC1
1351 CHIP3517 STM specificSTM1026 ATGTGTCTTGCTGAATACCTTATCTCTGTTAATTACTAAATTCGTAGGCGATTCTTGATGTGTCTTGCTGAATACCTTATCTCTGGACCAGGAGGAATGGATCCTGATATCGAAATTGATGATGATACCTATGATGAATGCCGTGAGGTGCTATCACGCATACTTGAAGATGCATACACTCAAAGCGGGACATTCCGCAGACTGATGAATTATGCCTACGACCAGGAATTGCATGATGTAGAACAACGCTGGTTGCTGGGAGCCGGAGAAAACTTTGGTACTACCGTAACTGATGAGGACCTGGAGAGTTCAG0
1352 CHIP4118 STM/STY STM4085 STY3785 ATGAGACGAGAACTTGCCATCGTTAGAGAATATGCGCCTGCACAATGAGACGAGAACTTGCCATCGAATTTTCCCGTGTGACCGAAGCGGCGGCGCTGGCTGGCTACAAATGGCTGGGACGCGGCGATAAAAATACCGCGGACGGCGCGGCGGTCAACGCCATGCGTATCATGCTCAACCAGGTCAACATTGACGGCACCATCGTGATTGGCGAAGGCGAAATCGACGAAGCCCCGATGCTCTATATCGGCGAGAAAGTCGGTACCGGCCACGGCGATGCGGTAGATATCGCCGTCGATC1
1353 CHIP4134 STM specificSTM4112 ATGAAAGAGTTGGTACAGATCCTGAATTAATTCATCTCAAAATCTAAATCCAGGTATGAAAGAGTTGGTACAGATCCTGAAAAATACCCGCCAGCACCTGATGACCGGTGTTTCGCATATGATCCCCTTTGTGGTGGCTGGCGGAATTTTGCTGGCAGTCTCCGTCATGCTATATGGCAAGGGCGCCGTACCCGATGCCGCCACCGATCCGAATCTTAAAAAACTGTTTGATATCGGTGTCGCCGGGCTGACGCTGATGGTGCCTTTCCTCGCCGCATACATCGGTTACTCCATTGCCGAACGCTCCGCGC1
1354 CHIP3590 STM/STY STM4287 STY4486 ATGCCAGTCTGTGAATTACGCCTTACAATGCTTTCGTAAACCGATGCCAGTCTGTGAATTACGCCACGCGACAACAGAGGATACCGATTCTGTTTACGCGCTTATCTGTGAGTTACTTAAAAATGAGCTTGATTATCAGGCTTTCAGGGATGGATTCGCCGCTAATTTACTGGACCCCAACGTTCATTATCGTTTAGCGCTGCGCAACGGAGAGGTGGTCGGCATGATCAGCCTGCATATGCAGTTTCATCTCCATCATGCCAACTGGATTGGCGAAATTCAGGAGCTGGTGGTATTAC1
1355 CHIP3614 STM specificSTM4346 ATGAGTCCGAAAATGTTTGCGTTACACACAAAACTGATAGCGATGAGTCCGAAAATGTTTGCGTTGTGCGCTATCTGGATTTTACTGGCTATCCCACTCATCGCTGTATTTTCAGTCCTGGATAAAGAGTGGATGATTGGCGAGAGTGGGATAACCAACATTTGTGATGTGATGAGAACTGTCGAAAATGATGATTCCAGAAGTTTTGGCGCGATGATGACGCTGCCCCTGTTTTTCCCATTTTTTTACGTTACTGTGTATAAGAAAATACGTAGTTGGTTTTTGTACTGTGTCGCGT1
1356 CHIP3062 STM/STY STM2422 STY2658 ATGCCTCACGCTCTTTTTTCTCTTAGGCCAGCTTACGTAAAAAGCATGCCTCACGCTCTTTTTTCTCATAATCCTGAGTATTGTGTTGATATTGTTCATGCACATAAACCGGCATTTACCCCGCGAGTTGCGTTTATTTTAGGCTCCGGGTTGGGTGCTCTGGCGGACCAAATCGAAGATGCGGTAGCCATTTCTTACGAGAAATTGCCGGGATTTCCCGTCAGCACCGTACACGGCCATGCTGGTGAACTGGTGCTCGACCATCTGGCGGGGGTTCCGGTGGCCTGTATGAAAGGCCGTG1
1357 CHIP0217 STM/STY STM1258 STY1862 ATGCTGAGTTTACAACAGGTTACGCTTAGCATTCTATTCCCTCTCCGATGCTGAGTTTACAACAGGTTACGCTGGAAAGCGCGCGTTATCGCTGGTATGGCGCGAGACGCTGGTCGCCGTTATTACAGAATGTCTCTTTTGATATCGCGCCCGGCGAAATGGTGGCATTGGTTGGCGGCAGCGGGGAGGGCAAAAGTCTGCTGCTGCAATGCCTGCTCGATCTGCTGCCGGAAAATTTACGCTTTCGGGGGGAGATTACGCTTGATGGCAACCGGCTGGACAGACATACCATCAGGCAGCTTA1
1358 CHIP2316 STM/STY STM1480 STY1588 ATGTCTGGAGGATTAGTTACAGCTGCTTAAAGCGCTTTCAGAATCGCATGTCTGGAGGATTAGTTACAGCTGCATACATTGTTGCCGCGATCCTGTTTATTTTCAGTCTTGCCGGGCTTTCAAAGCATGAAACGTCCCGCCAGGGGAATAACTTCGGTATTGCCGGGATGGCGATCGCGTTGCTGGCGACCATTTTCGGGCCGGATACCGGCAACGTGGCATGGATTCTGGTCGCCATGATTATTGGCGGCGCGATTGGCATCCGCATGGCGAAAAAAGTTGAGATGACCGAGATGCCGGAGC1
1359 CHIP0257 STM/STY STM2514 ATGACGTTTAACTGCACGGTATCTTTACTCCACGCACGTCGCATGACGTTTAACTGCACGGTATCTTCGTGCACAAGTTATTGGTATGGCATTACGGATGAGGATGGTAAAGCGCAACTCGAAGTGACGCAGGATGATTCCCGTGGCCTGAGAACACCGCTACAGGCGATGCTTGTCGACGATCCGCTGACAGTTAGCGATATGGACGTCATTTTCACCGTCATTACCAGCCCGGACAGTGATAAAGCTAAATACTGGGGACACATGCCGGAAACCGTAACCAACAGCGCGGGCGTGA1
1360 CHIP0281 STM/STY STM0022 STY0025 ATGAAAAAAAACGTACCGATTTTCCTTATGAAGCTGGACAAACGCATGAAAAAAAACGTACCGATTTTCCTTCGATTATTGCTACTGCTGTCGGCGGCCGGCCTGTCGTTTGCCGCGCAGGCGGGAGGCATTGCGCTGGGCGCGACCAGGGTGATTTATCCGCAGGGAAGTAAGCAAACCTCCTTGCCGATTATTAATTCTTCTGCCAGCAATGTTTTTTTAATTCAGTCATGGGTCGCCAATGCCGATGGTTCACGCTCGACGGATTTTATCATTACGCCGCCTCTCTTTGTGATCCAGC1
1361 CHIP3625 STM/STY STM4373 STY4729 ATGATGCAATTTTTTCAGCGTTTTAACCAATAACCGTCAGTGAAGTGATGATGCAATTTTTTCAGCGTTTGCTCGGTAAAACAAGCGCGCCAGCGCCGATTCGCGGACCATTAGGATTACATCTTAACGCCGGTTTCACGCTGGATACGCTGGCATTTCGGCTACTGGAGTCGTCGTTGCTGGTGGCGCTACCGGGTGAAAAATACACTGTCGCGGCAGCGAGTCGCATAGATTTAGGCGGCGGCAGTCAGATTTTTCGCTACTACACCTCTGGCGATGAGTTTCTACAAATTAACACCACTG1
1362 CHIP3641 STM/STY STM4409 STY4768 ATGATTTTTTCCAGGGGTGGTTATAATTCAGGCCCCAGACCGTGATTTTTTCCAGGGGTGGGAATAGGGGATATTCAGGAGAAAATGTGCCACATATCCGTCAGTTATGTTGGGTTAGCTTACTGTGCCTGAGCAGTTCTGCGGTAGCCGCAAATGTTCGTCTGAAAGTCGAAGGGCTATCCGGAGAGCTGGAAAAAAACGTTCGCGCACAGCTCTCTACGATTCAGAGCGATGAGGTGACGCCGGATCGGCGCTTTCGCGCCCGAGTTGATGATGCGATTCGCGAAGGGCTTAAAG1
1363 CHIP3643 STM/STY STM4416 STY4775 ATGCGCATTCATATTTTGGGTTAATACGCTGTTACGTTCTGAGCTTATGCGCATTCATATTTTGGGAATTTGTGGCACTTTCATGGGGGGGCTGGCGATGCTGGCTCGCTCGCTTGGTCATGAAGTAACGGGTTCGGACGCCAATGTGTATCCGCCGATGAGTACCTTACTTGAGAAGCAAGGCATTGATCTGATCCAGGGTTATGACGCCAGCCAGCTCGATCCGCAGCCGGATCTGGTGATTATCGGCAATGCGATGACGCGCGGGAATCCGTGCGTGGAAGCGGTGCTGGAAAAAAACA1
1364 CHIP2987 STM/STY STM2274 STY2501 ATGAGTAGTCCACAAGAAAATTTATACGATGTTAGGTTCGTGATACAACATTTGTTTGATGAGTAGTCCACAAGAAAATTTATACGATGCAATTCGTATTGTAAAAAGGAAAATCATTCCTTTGGCCTTTATTCTTTACTTTTTTAACTATATGGATCGTGTCAATATTGGGTTTGCTGCATTACGCATGAATGAATCTCTCGGTATTACGCCTGAGGATTTCGCTAATATTTCTTCTATATTCTTCATATCATATTTAATCTTTCAAATTCCGAGTAGCATTGGCTTGCAAAAGCTTGGCGCAAGAAAATGGA1
1365 CHIP3683 STM specificSTM4492 ATGCAAAATCAGGAATTTATTGCCTTAAAAGAAATCATCCTGAAATGCCTTGCAAAATCAGGAATTTATTGCCGGCCTTAAAGCAAAATTCGCCGAACATCGCATCGTTTTCTGGCACGATCCCGATAAGCGTTTCCTCGAAGAGCTGGATAACCTCGAACTCGAAAACGTCACGCTGCTTGATATGACCGACCAGTCGCAGCTGGCGGTTAAAAAGCGCATTGAAATCGACGAGCCGGAACAGCAGTTTTTGCTGTGGTTCCCCCACGATGCCCCCCCAAAAGAGTTCGACTGGCTATTGGATA1
1366 CHIP3699 STM/STY STM4517 STY4874 ATGCAACGGATTATTCAGTTTTTCTTTACTTCTCAGCGGCCAGTTCATGCAACGGATTATTCAGTTTTTCTCCCAACGCGCCACAACGTTATTTTTCCCGATGGCGCTGATTTTGTACGATTTTGCCGCCTATCTGACGACGGATCTGATTCAGCCTGGCATCATTAACGTCGTGCGCGATTTTAATGCTGACGTCAGTCTTGCGCCGGCCTCGGTCAGTCTCTATCTGGCGGGCGGAATGGCGTTGCAATGGCTTCTGGGGCCGCTATCCGACAGGATTGGCCGCCGGCCAGTGCTGATTG1
1367 CHIP2279 STM/STY STM1133 STY1170 ATGATGACGAAATACGGTGTTGTTTAGCCAAGAATTTCAGTGAGTTTTACTTATGATGACGAAATACGGTGTTGTAGGTACAGGTTATTTTGGCGCTGAACTGGCGCGATTTATGTCTAAGGTTGAAGGGGCGAAAATCACTGCGATTTACGATCCGGTAAATGCGGCTCCGATAGCGAAAGAGTTGAACTGTGTCGCCACTGCAACGATGGAGGCGCTTTGTTCCCATCCTGATGTGGATTGCGTAATTATTGCTTCACCAAATTACTTACATAAAGCGCCAGTCATTGCGGCGGCTAAAGCGGGTA1
1368 CHIP2303 STM/STY STM1334 STY1777 ATGAGTCTGAGAGAAGCTCTGGATTACTGTTTCTTCTTAGGAGCAAGCAGTGAGTCTGAGAGAAGCTCTGGAAAAAGCTGAAGAAGCCGGAGTAGACTTAGTCGAAATCAGCCCTAACGCCGAGCCGCCGGTTTGTCGTATAATGGATTACGGCAAATTCCTCTATGAAAAGAGTAAGTCTTCTAAGGAACAGAAGAAAAAGCAAAAAGTTATCCAGGTGAAGGAAATTAAATTCCGTCCTGGGACAGATGAAGGCGACTATCAGGTAAAACTCCGCAGCCTGATTCGCTTTCTCGAAGAGGGCG1
1369 CHIP3029 STM/STY STM2357 STY2587 ATGGATACCCTGCAACAATCTCCTTATCCCACTGTGTTACGTAATCGGATGGATACCCTGCAACAATCTCCGCCAGCAGAGCCTGAAGGCGGTCTGCGGCGTAACCTGAAGAAGCGGCACCTGCTGATGATGTCGCTGGGCGGCACGATTGGCACCGGCTTATTTATCGGCATTGCCGAACCGTTAAGCAGCGTCGGGCCGGCGGGAACCTTACTGGCCTATCTGTTTGCCGGAACCATTATGCTGGCGACGATGATGTGTCTTGGCGAATTATCATGCGCCTTTCCTCACTCCGGTTCATTTC1
1370 CHIP0214 STM/STY STM1255 STY1865 ATGATTAAAGGCAAACTGGCGTTACCGACAGGTCCAGGTCCATGATTAAAGGCAAACTGGCGCTCGTGACGTGCGCGCTGACTCTGGTATTCACTTCGTCGCTTTTCGCCGCGTCGGACACGGCAGACGGTCGTACCCTGAAGCTGGCCATTGGCCCTGAGCCAACGGAAGGCTTTGATCCTATGCTGGGCTGGAGCCACGGCAGCTACTTATTGCTTCATGCGCCGTTGCTTAAGCAAAACGCCGACATGAGTTGGGGTAATTTACTGACGGAAAAAGTGGATACCAGCCCCGACG1
1371 CHIP0230 STM specificSTM0198 ATGAGGCAATGGCGGTTACTTATTGGTAATCCACCACCAACGATGAGGCAATGGCGGTTACGGCTGGGCACGGTAACGTGTGCGGCCATGCTGAGTGCGGTCAGTATGCCGCTGGCAGCGGGAAGTAAGACGGTCAACATGACGCTGACGATAGTCGTTAATGCCGCGCCGCCCTGTACTGTGACCGGCGGTGAGGTGGAATTTGGCAATGTGTTGACGACGAAAGTGGATGGGGTGAATTACCGGCAGGCGGTGGGCTATCGCCTGAGCTGTAACGGCAGAGTGAGCGATTACCTGA1
1372 CHIP2329 STM/STY STM1153 STY1190 ATGACCATGTATGCCACGCTTAACGCTCATCCCATTCGTATGACCATGTATGCCACGCTGGAAGAAGCTATCGATGCAGCCCGGGAAGAATTTCTGGCTGACCATCCAGGCCTCGAACAAGACGAAGCGAATGTGCAGCAGTTCAACGTTCAGAAATATGTACTGCAGGATGGGGACATCATGTGGCAGGTCGAATTTTTCGCCGATGAAGGTGAAGATGGCGAATGTCTGCCGATGCTGAGTGGTGAAGCCGCGCAGAGCGTGTTTGACGGCGATTATGATGAGATAGAGATCC1
1373 CHIP2345 STM/STY STM1282 STY1835 ATGGCCGAAATGACTGAAGTCTTAAGCCGTTGGCGATGAATGGCCGAAATGACTGAAGTCGCGAAGGGTGTCGCTACACACCAACGTTTAGTGGCTTTATTAACCCAGGAGAACGCGCGCTATCGTGTGGTGAACCATGAAGCGGTAGGGAAATGCGAAGCGGTATCTGAAATACGTGGTACTGCGCTGGGCCAGGGCGCAAAAGCGCTGGTCTGTAAAGTCAAAGGCAACGGCGTCAACCAGCACGTTCTTGCTATTCTGGCGGCCGATCAGCAAGCCGACCTCTCTCAGCTTG1
1374 CHIP2361 STM/STY STM1427 STY1695 ATGAGTTCATCGTGTATAGAAGAAGTCAGTTAGCGAGGAACGCGCAGATGAGTTCATCGTGTATAGAAGAAGTCAGCGTACCGGATGATAACTGGTACCGAATCGCCAACGAATTGTTAAGTCGCGCGGATATTACAATTAATGGTTCCGCCCCGTCTGACATTCGTGTTAAGAATCCCGATTTTTTTAAACGCGTCCTTCAGGAAGGATCGTTGGGGTTAGGTGAGAGTTACATGGATGGCTGGTGGGAATGCGAGCGTCTGGATATTTTCTTCAGCAAAGTCTTACGTGCCGGTCTTGAAA1
1375 CHIP2331 STM/STY STM1160 STY1198 ATGAAATACGACCTTATTATTATCGGCATTATTGGCTAAAACGGGAAAGCATGAAATACGACCTTATTATTATCGGCAGCGGTTCGGTTGGCGCCGCCGCTGGTTATTACGCCACCCGCGCCGGGCTAAAGGTCCTGATGACCGATGCGCATATGCCGCCTCATCAACAGGGCAGCCACCACGGCGATACCCGTCTTATCCGCCACGCTTATGGTGAAGGCGAAAAATATGTCCCGCTGGTGCTTCGCGCCCAGACGCTTTGGGATGAACTCTCCACACACAATGAAGAGCCTATTTTTGTCCGCT1
1376 CHIP2347 STM/STY STM1294 STY1820 ATGGCGGCGTCTGCTCATTTAATCATCCGGCGTCAATTCATGGCGGCGTCTGCTCATAGCCGCCATCCGATAATCATTAATACGTCCTTCGCGACACGACTGAACATTATCATGCAAAAGAAATCAATTTACGTTGCCTATACCGGCGGTACTATCGGTATGCAGCGCTCAGATAAAGGGTATATCCCGGTGTCCGGGCACCTTCAGCGCCAGCTGGCGCTGATGCCGGAATTCCACCGCCCGGAGATGCCGGATTTTACCATCCATGAATATGCCCCGCTGATGGATTCATCAG1
1377 CHIP0288 STM/STY STM3997 STY3883 ATGAAAAAGATTTGGCTGGCGTTATTTTTTATCAACCAAATATTTCACAGTATCAATGAAAAAGATTTGGCTGGCGCTGGCTGGTATGGTTTTAGCTTTTAGCGCCTCGGCAGCACAGATCAGCGACGGTAAACAGTATATCACGCTGGATAAACCGGTCGCTGGCGAACCCCAGGTACTGGAGTTTTTCTCCTTCTACTGCCCACATTGTTATCAGTTTGAAGAAGTGCTTCATGTGTCTGACAATGTGAAGAAAAAGCTGCCGGAAGGCACCAAAATGACCAAGTACCACGTTGAGTTCCTGGGGCCGT1
1378 CHIP3912 STM/STY STM1311 STY1802 ATGAACAAGAACGTAGCAGGAATTTTAAGTTACTGCTTCGGCGCCTGATGAACAAGAACGTAGCAGGAATTTTAAGCGCAGCGGCGGTAATGACTATGCTGGCAGGTTGTACGGCGTATGATCGTACAAAAGACCAATTTGTTGAGCCTGTCGTTAAAGATGTTAAAAAAGGAATGAGCAGGGCGCAAGTTGCGCAGATTGCGGGCAAACCGTCATCTGAAGTGAGTATGATTCATGCGCGCGGTACCTGTCAGACCTACATCCTGGGTCAACGTGATGGTAAAGCGGAAACCTACTTTGTTG1
1379 CHIP0513 STM specificSTM1868 ATGTATATCGGTCCACACGGACTTATAAACTACTGGCTGGTTTCTCCGATGTATATCGGTCCACACGGACACGTCGTTATTGTGGACGCAGACGGTAATGCGGAAACCTTTGGTCTTATGGACGGCGGTGTGGATGCTGCTATTACGGCATATTTCGGGTCGCAATTACAGGAACGGGTACAGCAAAATATCATCCGTGAATACCTGGGGGAACAGCCCGTCGGCACCGCCTTTGTTATTGAAACGGGTAACAGTAAACATCCGTGGCTGGTTCCCGCCCCGACGATGCGCGTTCCGCTGATTA0
1380 CHIP3960 STM/STY STM1449 STY1673 ATGGCAAGCAGTAACTTGATTAAACATTATTTCCAGCAAATCAGACAATAGTTCATGGCAAGCAGTAACTTGATTAAACAATTGCAAGAGCGGGGGCTGGTAGCCCAGGTGACGGACGAAGACGCGTTGGCAGAGCGACTGGCGCAAGGCCCGATCGCGCTCTATTGCGGCTTCGATCCTACCGCTGACAGCTTGCATTTGGGGCATCTGGTTCCATTGTTATGCCTGAAACGCTTCCAGCAGGCAGGGCACAAACCTGTTGCGCTGGTAGGCGGCGCGACCGGTCTGATTGGCGACCCGAGCTTCAAAG1
1381 CHIP3946 STM/STY STM1373 STY1750 ATGACATTTCCTGTAGAAAAAGTACGGTTATCCCAATAAGCGGTGGATACATGACATTTCCTGTAGAAAAAGTACGGGCGGATTTTCCCATACTGCAGCGTGAAGTTAACGGCCTGCCGCTGGCTTACCTGGACAGCGCAGCCAGCGCTCAAAAACCTAATCAGGTGATTGATGCTGAATCTGCCTTCTACCGTCACGGCTATGCTGCGGTACATCGGGGTATCCATACGTTAAGCGCGCAGGCGACCGAAAGCATGGAGAATGTGCGTAAGCAGGCGTCGCGGTTTATTAACGCCCGCTCCGCAG1
1382 CHIP0547 STM/STY STM1170 STY1209 ATGCAGGAGTTTTACGCCAGGTTACGCCGTCCGGCGAACATGCAGGAGTTTTACGCCAGGGTCTGGAATACAAAAGAAATGAATTTATTGAAATCGCTGGCTGCCGTCAGCTCGATGACTATGTTTTCACGCGTGTTGGGCTTTGCCCGTGATGCGATTGTCGCCAGAATTTTTGGCGCAGGGATGGCGACCGACGCCTTTTTTGTGGCGTTTAAACTCCCTAATTTACTACGCCGGATCTTTGCCGAAGGCGCTTTTTCTCAGGCCTTTGTGCCTATCCTGGCGGAATATAAGA1
1383 CHIP0563 STM/STY STM1416 STY1704 ATGGAAACTTTGCTGGAGATAATCGTTAACTTTGGTAATACGCATCGCTATGGAAACTTTGCTGGAGATAATCGCGCGGCGTGAAAAGCAATTACGCGGCAAGCTTACCGTACTTGATCAGCAGCAACAGGCGATTATTACGGAACAGCAGATTTGCCAGACGCGCGCTTTAGCAGTGTCTACCAGACTGAAAGAATTAATGGGCTGGCAAGGTACGTTATCTTGTCATTTATTGTTGGATAAGAAACAACAAATGGCCGGGTTATTCACTCAGGCGCAGAGCTTTTTGACGCAACGGCAGCAGT1
1384 CHIP1414 STM/STY STM3873 STY3905 ATGACCGTGCTCAACAAACTCTTAAACTTTGTTTGACTTAATAATCACCAGAATGACCGTGCTCAACAAACTCTCTCGTCTGCTGGCTGATGCCGGTATTTCTCTTACCGATCACCAGAAAACGCTGCTGGTCGCCTACGTTGATATGCTGCACAAATGGAACAAAGCATACAACCTGACGTCAGTGCGGGATCCCAACGAAATGTTGGTACGCCATATTCTCGACAGCATAGTCGTTGCGCCGTATCTTCAGGGACAGCGTTTTATCGACGTAGGAACAGGACCGGGGCTGCCGGGCATCCCGCTGG1
1385 CHIP1430 STM/STY STM2646 STY2839 ATGATTACAGGTATCCAGATTACTAAAGCCTTACAGGCTTTCGGTAAAGGTACGATGATTACAGGTATCCAGATTACTAAAGCCGCTAACGACGACCTGCTGAATTCCTTCTGGCTGCTGGACAGCGAAAAAGGCGAAGCGCGCTGCATCGTTGCAAAATCCGGCTTTGCTGAAGATGAAGTTGTGGCTGTCAGCAAACTGGGCGAGATTGAATACCGTGAAATTCCGATGGAAGTTAAACCGGAAGTACGCGTTGAAGGCGGTCAGCATCTGAACGTTAACGTTCTGCGTCGTGAAACTCTGGAAGATG1
1386 CHIP1358 STM/STY STM0236 STY0261 ATGACCACTCTCACGTTGAATACCTTAGGCATGCCAAACCAGATGACCACTCTCACGTTGAATACCTCGTTACTCTCTTCTCGCCGTATTCTGGCTGCCTTTAGCGGCGGCCTGGATTCTACGGTGCTGTTGCATCAACTGGTGTTGTGGCGAGAACGCCATCCTGACGTCACGCTGCGTGCTATCCATATTCATCACGGTTTAAGCCCTCATGCTGATAGCTGGGTGCGGCATTGCGAAACCGTATGCGAACGCTGGCAGGTTCCGCTGGTAGTGGAGCGGGTGACGCTGGCGGATA1
1387 CHIP1456 STM/STY STM0401 STY0439 ATGTTGAATGCCTGGCACTTTTAACGATTCATCCATACCGTCATGTTGAATGCCTGGCACTTACCGGTTGCCCCATTTGTGAAGCAACATAACGATAAATTAACCATTACGCTGTGGCTGAGCGGAGAAAATCCGCCGTCTCGCGTGACGTTGCGCTCAGAATTCGATAATGAAGAAATCTCACTGGCGATGCGCAAACAGCGCCGCCAGCCGCAGCCGGGCGTGACGGCGTGGCGAGCGACGCTCAATATCGCGTTAGGGCAACCCCGTCGCCGTTACAGCTTTAAATTGCTTTGGC1
1388 CHIP1472 STM/STY STM4189 STY4406 ATGTTAACTTTGCTCCATCTACTTTCTGTTAATACTCGCCCCGTTCCTGTGTTAACTTTGCTCCATCTACTTTCTGCCGTTGCGCTGTTGGTATGGGGAACACATATCGTTCGTACTGGCGTAATGCGCGTGTTTGGCGCGCGTCTACGCACTGTCCTCAGCCGCAGCGTGGAAAAGAAACCGCTCGCCTTTTGTGCGGGTATCGGTGTTACCGCGCTGGTACAAAGCAGTAACGCCACCACTTTATTGGTAACGTCGTTTGTCGCCCAGGATCTTGTCGCCCTGACGCCAGCTCTGGTGATTG1
1389 CHIP1488 STM/STY STM4273 STY4471 ATGAAGAGAGTTCTGACGGCGTTAATGCGCACGCCCTTGATGAAGAGAGTTCTGACGGCGCTTGCCGCCGCACTCCCCTTCGCCGCTCATGCGGCGGATGCCATTAGCGGCGCGGTTGAACGCCAGCCCACCAACTGGCAGGCGATTATCATGTTTTTGATTTTCGTCGTGTTTACGCTCGGTATTACCTACTGGGCCTCTAAACGCGTACGTTCCCGTAGCGACTACTACACCGCTGGCGGCAATATCACCGGGTTCCAGAACGGCCTGGCGATTGCCGGCGACTATATGTCTG1
1390 CHIP3909 STM/STY STM1306 STY1808 ATGACGGCGCATGAAGTTTTATCCATCAGCCGCCCCATGACGGCGCATGAAGTTAATTTTGACGGGCTGGTGGGGCTTACGCACCATTATGCCGGGCTATCCTTCGGCAATGAGGCATCGACCCGCCACCGTTTTCAGGTGTCGAATCCTCGTCTGGCGGTAAAACAGGGGCTGCTAAAGATGAAAGCTCTGGCGGATGCCGGCTTTCCCCAGGCGGTGATCCCGCCGCATGAGCGACCTTTTATTCCGGCGTTGCGTCAGCTCGGCTTCACGGGTAGCGATGAGCAGATTC1
1391 CHIP3925 STM/STY STM1345 STY1765 ATGACCCTGTCTTTTACTGCCCTTAACTTGAACAACTGACCTCCAGCATGACCCTGTCTTTTACTGCCCGTTGGCGCGATGAATTGCCAGCAACGTATACCGCGCTTTTACCCACACCGTTAAAAAATGCGCGACTGATTTGGTATAACGACGAACTGGCGCAGCAGTTAGCCATTCCCGCTTCGTTATTTGATGCTACCAATGGCGCTGGCGTTTGGGGCGGCGAAACCTTATTACCCGGTATGTCGCCTGTCGCGCAGGTATATAGCGGGCATCAGTTCGGCGTCTGGGCGGGACAACTCG1
1392 CHIP3957 STM/STY STM1439 STY1683 ATGGTTCAGCGTGTCACCATTACGGCACGTCATAACCCAATGGTTCAGCGTGTCACCATCGCTCCACAAGGCCCGGAGTTTTCGCGTTTTGTCATGGGTTACTGGCGTTTGATGGACTGGAATATGTCCGCGCGTCAGTTAGTGAGTTTTATCGAAGAACATCTGGATTTGGGCGTCACTACCGTTGACCATGCGGACATTTATGGCGGTTATCAGTGCGAAGCGGCGTTTGGCGAGGCGCTAACGCTGGCGCCGCATTTGCGGGAAAAACTGCAAATCGTTACCAAATGCGGTA1
1393 CHIP0552 STM specificSTM2770 ATGGAATGTATGGCTGTAAATGATATTTCTTATTCAGCGTAGTCCGAAGACGATGGAATGTATGGCTGTAAATGATATTTCCTACGGGCGAGAAGCTGAAATATGGCCGCGGGATTATTCTATGCTTGCTCGTCGAGTTCAATTTCTACGTTTTAATGATATCCCTGTTCGATTGGTGAGTAATAATGCCCGGATAATCACAGGCTACATTGCGAAGTTTAATCCGAAGGAAAATTTGATTCTGGCTTCGGATAAACCTAAAGGAAATAAGCGCATTGAAGTTAAACTAGAGTCTCTGGCAATTCTTG1



1394 CHIP3999 STM/STY STM2097 STY2307 ATGAAGATACTTATTACTGGCGGGGTTACTGGCGTCCTTCATAGTTCTGGTGAAGATACTTATTACTGGCGGGGCAGGTTTTATTGGATCAGCTGTTGTCCGCCATATTATTAAGAATACACAGGACACTGTAGTTAATATTGATAAATTAACCTACGCCGGTAATCTTGAATCCCTTTCTGATATTTCTGAAAGTAATCGCTACAATTTTGAACACGCGGATATTTGTGATTCCGCTGAAATAACGCGTATTTTTGAGCAGTACCAGCCGGACGCGGTGATGCATTTGGCTGCGGAAAGTCATG1
1395 CHIP1435 STM/STY STM2571 STY2817 ATGAATCTTGGTACCTTAGTGTCTGAAACTTAGTGTTCTAACGCCGCCCATGAATCTTGGTACCTTAGTGTCTGAAACCCGTAACCCGCAAACGATGGATCTGGATGCGTTGCCTACTCCTGAATTAGTTAAGCGTTTTAATGAACAGGATACGCTGGTAGCGGAAGCGGTAAAAGCCACTCTGCCTGACGTTGCGCGTGCGGTGGATGCCGCTGCGGCGGCGCTGAAGTCTGGCGGACGTATCATCTATATGGGCGCGGGCACCAGTGGTCGGCTTGGCGTACTGGATGCCTCTGAATGCCCCC1
1396 CHIP1363 STM/STY STM0205 STY0227 ATGCTCGTCTATTGGCTGGATTAACGTCCGTTTTCATCCAATGCTCGTCTATTGGCTGGATATTGTAGGCACGGCTGTATTTGCTATCTCTGGCGTGTTGCTGGCCGGGAAATTACGTATGGACCCGTTCGGCGTCCTGGTGCTCGGCGTCGTTACTGCCGTCGGCGGCGGGACAATCCGCGATATGGCGCTGGATAACGGCCCGGTATTCTGGGTTAAAGATCCTACCGACCTGGTCGTCGCCATGGTCACCAGTATGCTGACCATCCTACTGGTTCGCCAGCCAAGACGTCTAC1
1397 CHIP1379 STM/STY STM0076 STY0086 ATGAACAAATTTTCCAGTGTCTGGTTATCGCGCTAAGGCAGCATGAACAAATTTTCCAGTGTCTGGGTATTCAGCGATACCCCTTCTCGTCTGCCCGAACTGATGAGTGGCGCGCAGGCTGTAGGTGAAAAAGTTAACGCGTTCGTACTGAACGAAGCAGACAGCGCGACAGCATGTCATTTGGGCGCGGATCATGTCTGGCTGCTCAGCGGCAAACCAGAAGACCGCATGATCGAAGACTACGCTGCTGCGATGGCTGAGACTATTCGTCAGCATAGCGAGGGCGGCGCGGTGCTGC1
1398 CHIP1395 STM/STY STM0147 STY0169 ATGACGCTGTTTACGACATTACTGGTTACACTAATGCCCCATAAATGGTGATGACGCTGTTTACGACATTACTGGTGCTGATTGTCGAGCGCCTGTTTAAGCTGGGCGAGCACTGGCAGCTCGATCATCGGCTGGAGGCGCTATTCCGTCGGATTACGCATTTTTCGATGTTGCGCACGATGGGAATGACGGCGATCGCGATGGTGGTGACTTTTCTACTGCTCCAGGCGTTAAAAGGGCTGCTATTTAACGTGCCGACGCTGGTGGTGTGGATTCTCCTGGGCGTGCTGTGTATCGGCGCGGGCA1
1399 CHIP2053 STM/STY STM3613 STY4190 ATGCAGGGCACAAAAATTCGTTACTGTGCCGCCGGTGTATGCAGGGCACAAAAATTCGACTCTTAGCGGGCAGTCTGTTGATGTTGGCCTCTGCCGGCTATGTGCAGGCAGATGCGCTCCAGCCCGATCCGGCATGGCAACAGGGGACGCTGGCTAATGGGTTACAGTGGCAAGTGTTGGCTACGCCTCAGCGCCCCAGCGATCGTATTGAAGTTCGTCTCCAGGTTAATACCGGTTCGCTCACCGAAAGTACGCAACAGAGCGGGTTCAGCCATGCGATTCCCCGTATCGCGC1
1400 CHIP2069 STM/STY STM3523 STY4280 ATGAAACAAACACAACGGCATGTTAACACAGCTCCAGTTGAATATGGATGAAACAAACACAACGGCATGACGCGATCATTGAACTGGTAAAAAAACAGGGGTACGTCAGTACGGAAGAGCTGGTGGAGCATTTTTCTGTCAGCCCGCAAACCATTCGTCGGGATCTTAACGATCTGGCGGAACAGAATATGATTTTGCGCCACCACGGCGGCGCGGCGTTGCCCTCCAGCTCGGTGAACACGCCGTGGCACGATCGTAAGGCGACGCAAACGGAAGAAAAAGAGCGCATCGCTCGCAAAGTCG1
1401 CHIP1510 STM/STY STM2305 STY2535 ATGACATTCACGGATTGGCTTAATTTTTACAGTTCTCACACACCCAATGACATTCACGGATTGGCCGTGGCGCCACTGGCGTCAGGTTCGCAGTCAGGCGCCCGCTCTGCGCCTGAACGATGAAGTGCTAAGCTGGCGCGCCCTCTGTGAGCGTATTGATGTGCTGGCGGGCGGGTTTGCCGCGCAGGGCGTACGCGAGGGCGATGGTGTCCTGCTGCGCGCCGGGAATCAGCCGCGCACTCTGTTGGCATGGCTTGCGCTGATGCAGTGCGGCGCGCGGGTTCTGCCCGTCAACCCGCAGT1
1402 CHIP1534 STM/STY STM2520 STY2765 ATGCAATTGCGTAAATTACTTCTGCTTAACGCGTAATCGCGTAGACCATGCAATTGCGTAAATTACTTCTGCCAGGGTTGCTTTCCGTTACCCTGCTCAGCGGCTGTTCACTGTTTAGCGGCGAAGAAGATGTCGTCAAGATGTCTCCATTACCGCAGGTTGAAAACCAGTTTACCCCGACCACTGTCTGGAGCACCTCTGTCGGTAACGGAATTGGCGAATTTTATTCTAACCTTCATCCGGTAATGGTAGATAACGTGGTCTATGCAGCCGATCGCGCGGGCGTGGTAAAAGCGCTCAATG1
1403 CHIP1019 STM/STY STM0412 STY0450 ATGCGGCGGCGAGTCGCGTTACTGGAATCCCGATCGCATGCGGCGGCGAGTCGCGCCCACTTCACATTACTTCCGGCGATGCCACCAGCCTAAAAACAGACCTGTCGCAATCCCGACCAGCGTTGGTGCCGCCAGATCGTGCCAGATAGTAATGCTCAACTCTGTGAGCGTCATATTGCCGCCTTTGTTGCAATGGCAACGGTTCGCGGCTATCCTCAACTTGTCTGGAGTCAAGTTAGCCCCCGTAATGTTGTCCGGTGAATACCGAACAATGTGCGGGGTTTTCTCTTTCC0
1404 CHIP1590 STM/STY STM0558 STY0606 ATGAAAATCTCGTTAGTCGTTCCGTTAACCATTTTTCTTCTCATTCTTAATTATGTACTATGAAAATCTCGTTAGTCGTTCCGGTCTTCAATGAAGAAGCCACGATACCTATTTTCTATAAAACGGTTCGCGAGTTTGAAGAGCTAAAACCGTATGAAGTTGAGATTGTTTTCATCAACGATGGAAGCAAAGATGCGACTGAATCAATAATTAACAAAATAGCTGCATCTGATCCGCTCGTTATTCCGCTTTCGTTTACGCGAAACTTCGGTAAAGAACCTGCTCTTTTCGCGGGTCTCGACCATGCAACCGGGG1
1405 CHIP2024 STM/STY STM4577 STY4924 ATGGCTCGCGCAAAACTGTTACTCTTTTTCCTCACGCTCTTCCATGGCTCGCGCAAAACTGAAATTTCGGCTGCATCGTGCAGTCATTGTATTGTTCTGTCTCACACTGCTCGTCGCGCTTATGCAGGGCGCGTCCTGGTTTAGTCAAAACCACCAGCGACAGCGCAACCCGCAGCTGGAAGAGCTGGCCCGCACGCTGGCGCGCCAGGTGACGCTCAACATCGCCCCGCTGATGCGCAGCGAAACACCGGATGAAAATCGCATCAACGCCGTGCTGCGTCACGTCACGCAAGAGAGCC1
1406 CHIP2040 STM/STY STM3666 STY4132 ATGAACCGGTTTATTATGGCGTTAGAAAGGTTGAGAATAGAGGCGATGAACCGGTTTATTATGGCGGATGCGTCGGCGTGTATCGGGTGTCGTACCTGCGAGGTCGCCTGCGTGGTGTCGCACCAGGAACAGCAGAATAGCGCGGCGGTGACGACGGCGGACTTTGTGCCGCGTATCCGGGTGATAAAAGAGGATAGCTTCACCACGGCCACGGTCTGCCATCAGTGTGAGGACGCGCCGTGCGCAAATGTCTGCCCGGTACAGGCGATTCGCCGTGATCGGGGGCATATCTTCGTGACGT1
1407 CHIP2056 STM/STY STM3604 STY4199 ATGACGAATAGCGCTTCGCTTAGTGAATCGCATCATAAATGGATGACGAATAGCGCTTCGCAGGCGACACGCGCGCCTTTTGAACATAGCCTGGGGATTATCCGCCAGGCATCAATAGAAATCCTGCTGCTGCTGGGTATTCATACCACAGAGGGAAAAGAGCCCCGGTGGTTCATGGAACAACTTGAGCAGGCGCGTCTTAACCTGGGCGGTTGGGGCGCGGTGGCGAAAAAATTGCGGATAAATGACGCGCAGTTGAGCCAGTTTATGCTGCAACTGCGTCACCTTCAGCAGCATG1
1408 CHIP2072 STM/STY STM3494 STY4302 ATGACCACAGATTACACTGCAAAGATTAGGCAATTCGGCCCTGATGACCACAGATTACACTGCAAAGATTCTCACAATGAGCAAATCATTACAAAAACCCACCATTCTGAAAGTGGAAACCGTCGCACAATCCCGACTGTTTAACGTAGAAAGCGTGGATCTGGAGTTCAGCAACGGCGTGCGTCGCGTGTATGAACGTATGCGACCATCAACCCGTGAGGCGGTAATGATTGTGCCGATCGTTGATGAGCATCTGATTCTTATTCGTGAGTATGCGGTGGGAACCGAATCCTATGAGC1
1409 CHIP1513 STM/STY STM2290 STY2520 ATGAGCATCACTTTACTTGACGGTTAATGATGCGCAGCGCCATGAGCATCACTTTACTTGACGGCGTAGTGAAGAAAAACCGCGCACGTTTAATTCCTTTTATGTTGGCGCTGTATGTACTGGCGTTTCTGGATCGTTCAAATATTGGTTTTGCCAAAGAGACCTATCAGATAGATACCGGGCTAAGTAATGAAGCCTACGCGCTAGGGGCCGGTATTTTCTTTGTGGTTTACGCTTTCCTTGGCGTACCGGCTAACCTGCTGATGCGCAAATTTGGCGCAAGAACCTGGATCGGCA1
1410 CHIP1537 STM/STY STM2497 STY2738 ATGACGCGCCGTGCTATCTTACTGATGCGGGGGCTCATGACGCGCCGTGCTATCGGGGTGAGTGAAAGACCGCCGCTTTTACAGACAATCCCGCTTAGTTTACAGCACCTTTTCGCCATGTTTGGCGCGACCGTGCTGGTGCCAGTTCTGTTTCATATCAATCCCGCGACGGTGCTGCTGTTTAACGGTATCGGAACGTTGCTGTATCTCTTTATCTGCAAAGGTAAAATTCCTGCCTACCTCGGATCGAGCTTTGCCTTTATTTCCCCGGTATTACTGTTGTTGCCGCTGG1
1411 CHIP1523 STM/STY STM2337 STY2567 ATGTCGAGTAAGTTAGTACTGGTTCTGAACTTAGGCAGTCAGACGGCTATGTCGAGTAAGTTAGTACTGGTTCTGAACTGCGGTAGTTCTTCACTGAAATTTGCAATTATTGATGCAGTTAATGGTGATGAATACCTTTCTGGTTTAGCCGAATGTTTCCATCTGCCAGAAGCACGCATCAAATGGAAAATGGACGGCAGTAAACAAGAAGCGGCTTTAGGTGCAGGCGCCGCTCACAGTGAAGCGCTGAACTTTATCGTTAACACTATTCTGGCACAAAAACCAGAACTGTCTGCGCAGTTAA1
1412 CHIP1000 STM/STY STM1015 STY1023 ATGAAAAACGTAATCGGTACTGGCTTATTTCACAATCCGGAGGTGGATGAAAAACGTAATCGGTACTGGCAGTGCGCTTGATCGCCTGAAAAGAATTATCCCAGCCAGTGTGCAGCCGAAATTCTCGACTGCTGATGAGTGGCGGGCATGGCAGGAAGCCGAAGGGCGTAAACGCAGTGAAGAGCTTGACAGGATGAATCAGAAATCCCGCACCGAGAAGATTTTCGGGCGATCTGGCATTCAGGATCTCCATCGTAGCTGTACGTTTGCTAACTACGAAGTAAGCGGGGAGGGGCAGCGAA0
1413 CHIP1571 STM/STY STM0532 STY0580 ATGAAAACGTTGGTAGTTGCTCTTGTTACAGACAGATGCAGGTTCCATGAAAACGTTGGTAGTTGCTCTTGGCGGCAACGCATTATTGCAGCGCGGAGAAGCGCTAACGGCAGAGAATCAATATCGCAATATTGCCGACGCAGTGCCTGCGCTGGCGCGACTTGCCCGCTCGTATCGGCTGGCGATAGTACATGGCAACGGCCCCCAGGTCGGCCTGTTGGCTTTACAGAACCTTGCCTGGAAAGCCGTTGAGCCTTATCCGCTGGATGTGCTGGTGGCGGAGAGTCAGGGCATGATCGGCT1
1414 CHIP1995 STM/STY STM4407 STY4766 ATGTTAAACAGTATATTCATTATATTCTGCCTGATTAGGCCGCGCTGTCTTCATGTTAAACAGTATATTCATTATATTCTGCCTGATCGCTGTAAGTGCGTTCTTCTCCATCTCCGAGATCTCGCTTGCCGCATCACGTAAGATTAAACTTAAGTTATTAGCTGATGAAGGCAGTATCAACGCACAACGCGTATTGAAAATGCAGGAAAATCCCGGCATGTTTTTCACCGTTGTGCAAATTGGCCTGAACGCCGTCGCTATTCTTGGCGGTATCGTCGGCGATGCGGCATTTTCGCCCGCCTTTTCCG1
1415 CHIP3159 STM specificSTM2616 ATGACCACTCAAATCTCTGTCGATTACCACGTCGCCAGCTTATGACCACTCAAATCTCTGTCGAAACTCTTTCCCCGATTACCCATAACCAAATTCCCGTTATTACTACCGAACTTTTGGCGCACTTATACGGCACAAAAATCAAAAACATTTCTGATAACTTTCTGAACAACACCACGCGATTCGTTGTAGGAAAGCATTTTTTTAAAATTGAAAAAAACGAATTACGCGAGTTCAAGAACAGACCCGAAACAATCGGGTTAGTTGGTAAAAATGCCCGTTCCCTAATCCTCTGGA1
1416 CHIP3175 STM/STY STM3179 STY3356 ATGAGTAACATCCTGATTATCAACGGTTAAGCAAAAATTTCGCTCAGATGATGAGTAACATCCTGATTATCAACGGGGCGAAAAAATTCGCGCACTCCAACGGCCAGTTGAATGACACCCTGACCGAAGTTGCCGATGGGCTGCTGCGCGATCTGGGTCATCAGGTTAAGATCGTCCGCGCCGACAGCGACTATGACATTAAAGAAGAGGTGCAGAATTTCGTCTGGGCTGACGTGGTGATTTGGCAGATGCCAGGCTGGTGGATGGGCGCGCCATGGACAGTAAAAAAATATATGGATGATGTCT1
1417 CHIP0595 STM/STY STM3484 STY4312 ATGAAAAAAAATCGCGCTTTTTTGTTATTTTCTTGCAGGCGTTGCATGAAAAAAAATCGCGCTTTTTTGAAGTGGGCAGGGGGAAAATACCCTCTGCTTGATGATATCAAACGACATTTGCCAAAAGGCGAGTGCCTTGTCGAACCTTTTGTGGGTGCCGGATCGGTGTTTCTTAACACCGACTTTTCTCGTTATATCCTCGCCGATATCAACAGCGACCTTATTAGCCTCTATAACATCGTGAAGTTACGTACTGACGAGTATGTACAGGCTTCGCGCGAGCTGTTTATGCCTGAAACTA1
1418 CHIP0707 STM/STY STM2206 STY2442 ATGTTCCAGTTATCGGTTCAGGATTATGCGCCCTCCCCGAGATGTTCCAGTTATCGGTTCAGGACATTCATCCGGGCGAGCAGGCCGGAAATAAAGAAGAGGCCATTCGGCAAATCGCCGCCGCGTTAGCGCAGGCGGGGAATGTGGCGGGCGGCTATGTTGACGGTATGCTGGCGCGCGAACAGCAAACCTCGACCTTTCTTGGCAATGGTATTGCGATTCCCCATGGCACAACAGACACGCGCGATCAGGTGCTGAAAACCGGCGTCCAGGTCTTTCAATTCCCGCAGGGCGTTA1
1419 CHIP0723 STM/STY STM2278 STY2507 ATGGCATACACCACTTTTTCACATTAGAGCTGGAAATTACTCAGATCGTCATGGCATACACCACTTTTTCACAGACGAAAAACGATCAGCTCAAGGAACCCATGTTCTTTGGCCAGCCGGTCAACGTTGCACGCTATGACCAGCAGAAATATGACATCTTCGAAAAACTGATCGAAAAACAGCTCTCTTTCTTCTGGCGTCCGGAAGAGGTCGACGTCTCCCGCGATCGTATCGATTATCAGGCGTTGCCGGAGCACGAAAAACATATCTTCATCAGCAACCTCAAATACCAGACGCTGCTGGATT1
1420 CHIP0755 STM/STY STM2456 STY2693 ATGCCTGCATTAGATTTAATTCGATTACGCACGCTGGACAGGATGCCTGCATTAGATTTAATTCGACCTTCCGTGACTGCCATGCGCGTGATTGCCTCCGTGAATGACGGCTTTGCGCGGGAACTTAAATTACCGCCACATATACGTAGTCTCGGACTCATCACGGCAGATTCTGATGATGTGACCTATATTGCCGCTGACGAAGCGACAAAACAGGCGATGGTGGAAGTGGTCTATGGCCGCTCCCTCTATGCCGGGGCGGCTCACGGGCCGTCGCCTACCGCTGGTGAGGTGTTGA1
1421 CHIP1806 STM/STY STM4080 STY3790 ATGAACAGCCAGTTTGCCGTTATGCTGTGGAGGGTAAGAAAGTAGATGAACAGCCAGTTTGCCGGATTAACGCGCGAAGCATGTGTGGCATTGTTAGCGTCATATCCGCTTAGTGTGGGTATTCTGGCAGGGCAGTGGATTGCGTTGCATCGCTATCTGCAACAGTTGGAAGCGCTAAACCAGCCGCTGTTGCATTTGGATTTGATGGATGGTCAATTTTGCCCGCAGTTTACCGTTGGGCCATGGGCAGTTGGGCAACTGCCGCAAACCTTTATCAAAGATGTTCATTTGATGGTAGCGG1
1422 CHIP1838 STM/STY STM0695 STY0733 ATGGCCAAAGAACAAACGGTTAGACTAAACCCTGGCCGATGGCCAAAGAACAAACGGACCGTACGACATTAGATCTGTTCGCGCACGAGCGTCGCCCGGGACGACCTAAAACGAATCCGCTTTCGCGCGATGAACAGTTACGCATCAACAAGCGCAACCAGTTAAAACGCGACAAAGTTCGTGGCCTCAAGCGTGTCGAATTAAAACTCAACGCACAAGCGGTTGACGCGCTGAATGAGCTGGCCGAAGCGCGCAACATTAGCCGCAGCGAGCTCATTGAAGAAATATTAATGA1
1423 CHIP0742 STM/STY STM1242 STY1882 ATGACTTTGCTTTCAGGAAAAACCTTACAGCGGTGTCCTGCTACCATGACTTTGCTTTCAGGAAAAACCACACTGGTTCTCTGCCTCTCCTCTATTTTATGTGGATGTACGACGAACGGCTTACCCACACCTTATAGTATTAATTTGTCGTTCCCGGTCATTACACAAAACCAGATTAATTCCGGTGGTTATTACATAAATGACGCGGAACAAATTCGGACAACTGATGGTCTGTGCCTTGATGCAGGCCCAGATCAACAGAATCGTTTGACGCTGCGGGAGTGTAAGCATGTGCAATCTC1
1424 CHIP0766 STM/STY STM2886 STY3009 ATGGATTATCAAAATAATGTCAGCGATTATTCCTTTTCTTGTTCACTGTGCATGGATTATCAAAATAATGTCAGCGAAGAACGTGTTGCGGAAATGATTTGGGATGCCGTTAGTGAAGGCGCCACGCTAAAAGACGTTCATGGGATCCCTCAAGATATGATGGACGGTTTATATGCTCATGCTTATGAGTTTTATAACCAGGGACGACTGGATGAAGCTGAGACGTTCTTTCGTTTCTTATGCATTTATGATTTTTACAATCCCGATTACACCATGGGACTGGCGGCAGTATGCCAACTGAAAAAAC1
1425 CHIP1825 STM/STY STM3996 STY3884 ATGAACGACAACGCTTTTACTTTCTTAATACATTGGCGTTAATTGTAAAGGGATGAACGACAACGCTTTTACTTTCCAGACGCTACACCCGGAAACCATCATGGATGCGCTGTTTGAACAGGGGATCATGGTGGATTCCGGGCTAACTCCACTAAACAGTTATGAAAACCGCGTCTATCAGTTTCAGGATGAAGACCGTCGACGTTTTGTCGTTAAGTTTTATCGTCCTGAACGCTGGTCTGTTGATCAAATTCGGGAAGAACATCAATTCGCGCTTGAACTGGTGAAGGATGAGGTTCCGGTTGCTG1
1426 CHIP1857 STM/STY STM0853 STY0893 ATGGTCGTTGACAGACTGAGAACTTAGACCTGTGTAAGCGGTGAATGGTCGTTGACAGACTGAGAACCGATCTTCTCAACAAGCTGATAAACGCGCGTATCGATCTTGCCGCTTATCTGCAATTGCGAAAAGCGAAGGGGTATATGTCAGTCAGCGAAAGTGACACTCTGCGTGACAATTTTTTTGAACTGAATCGCGAGCTCCACGATCACGCTTTACGGCAGGGACTGCATCTCGATCAGGAAGAGTGGAACGCGCTGCGCCGTGCCGAAGGCGCGCTTGCAGCCGCCGCCGTTTGTT1
1427 CHIP1889 STM/STY STM3464 STY4333 ATGTCAGCCAAACATCCGTTATTCGATTTTTTTGCCTTCCAATGTCAGCCAAACATCCGGTGATAGCAGTAACAGGGTCAAGCGGCGCGGGGACCACCACCACCAGCCTCGCGTTTCGTAAAATTTTCGCGCAGTTAAATCTGCACGCCGCCGAGGTGGAAGGCGACAGTTTTCATCGTTACACCCGCCCGGAAATGGATATGGCGATCCGCAAAGCGCGTGACGCCGGGCGGCATATCAGCTATTTCGGGCCTGAAGCCAATGACTTCAGCCTACTGGAACATACCTTTATTGAGT1
1428 CHIP0687 STM/STY STM4187 STY4404 ATGGTTGCCCCTGTTCCCTTAGCGAGTTCCACCATAGGCATGGTTGCCCCTGTTCCCGCGAAACGCGGGAGAAAACCTGCCGCTACCACTGCACCCGTAACCGGGCAGGTTCAGTCATTAACTCGCGGTCTGAAGCTGCTGGAGTGGATTGCCGAGTCCAACGGCACGGTCGCGCTGACCGAACTGGCGCAACAGGCGGGTTTGCCTAATTCCTCGACTCACCGTCTACTCACCACCATGCAGCAGCAGGGTTTTGTCCGCCAGGTTGGTGAGCTGGGCCATTGGGCCGTAGGGC1
1429 CHIP1260 STM/STY STM1676 STY1388 ATGGAATATTCAATATTAAGTAACAACCTTAAAATGTTAATCGTGGATTTTAACGCCGTGGAATATTCAATATTAAGTAACAACCTTAAAATGCCTATGGTTGGTTTTGGCGTTTTTAAGGTAACCGACAAAGAAGAATGTCAGCAGTCAGTGTTAAGCGCTATTCGCAGCGGTTATCGTCTTATCGATACCGCTGCGGTATACGGCAATGAAGATGCCGTTGGTGACGCTGTTCGTGAAGCCATCGCGACAGGTCTGTGTACCCGTGAGGAGTTATTTATTACTTCTAAACTGTGGGTGCAAGATATGGCTA1
1430 CHIP0457 STM/STY STM3416 STY4382 ATGGCAAGATATTTGGGTCCTAAGTTACTTGGAGTAAAGCTCGACGAATGGCAAGATATTTGGGTCCTAAGCTCAAGCTGAGCCGTCGTGAGGGCACCGACTTATTCCTTAAGTCTGGCGTTCGCGCGATCGATACCAAGTGTAAAATTGAACAAGCTCCTGGCCAGCACGGTGCGCGTAAGCCGCGTCTGTCTGACTATGGTGTGCAGTTGCGTGAAAAGCAAAAAGTTCGCCGCATTTACGGTGTGCTGGAGCGTCAGTTCCGTAACTACTACAAAGAAGCAGCACGTCTGAAAGGCAACA1
1431 CHIP0473 STM/STY STM2184 STY2414 ATGTTAAAGCGCGTGTTTTACAGCTTAAAGCGGGCGCCAAATTCATGTTAAAGCGCGTGTTTTACAGCCTGTTGGTCCTGGTAGGCTTGCTGCTGTTGACGGTGCTTGGCCTCGATCGGTGGATGAGCTGGAAAACAGCGCCCTATATCTATGACGAGCTACAGGATCTCCCCTACCGCCAGGTTGGCGTCGTGTTAGGGACAGCCAAATACTATCGCAAGGGCGTCATTAATCAGTACTATCGTTATCGTATCCAGGGCGCGTTAAACGCTTACAATAGCGGTAAAGTCAATTACCTGC1
1432 CHIP0106 STM/STY STM1731 STY1320 ATGTTTCGACACGTAAAACAACTTCATTACTTGTCTTCTTTCGGTTCGCATGTTTCGACACGTAAAACAACTTCAATATACTGTGCGAGTGAGCGAACCTAATCCTGGATTAGCGAACCTGCTGCTGGAACAGTTTGGCGGCCCGCAGGGCGAACTGGCGGCCGCCTGCCGCTACTTCACGCAAGGTTTAAGCGATGATGATGCCGGTCGTAGAGAAATGTTAATGGACATCGCCACCGAGGAGCTGAGTCATCTGGAAATTATCGGCTCACTGGTAGGAATGCTTAATAAAGGCGCTAAAGGCG1
1433 CHIP0130 STM/STY STM4173 STY3712 ATGAGTTTTATACGATTACATAAAGATGCCGTTAATCCTGTTGTCTCGCTATCACTGGTGAGTTTTATACGATTACATAAAGATGCCGCTGCAACGTGGTTGAGTCGACTGTTACCTGCGGCGATCTTCATTCTGGTGGGGCTATTTTCCATTATGGTCATTCGCGACTATGGCCGTGAGAGCGCTGCCGCCAGGCAGACGCTGCTGGAAAAGGGAAATGTACTCATTCGCGCTCTGGAGTCCGGCACGCGAGTAGGTATGGGAATGCGGATGCATCACGCGCAGCAGCAGACATTGCTGGAAGAGATGGCGG1
1434 CHIP4729 STM/STY STM2505 STY2746 ATGCGCTTCTTTTTTATCCTGATTAATGTAGAGTGAACGCAGGCTTTTGCGCTTCTTTTTTATCCTGATGGTGCTGCCAGGCGCCGATAGAAGAGTAGACGAAACGTCCAAAGAAGAAGAGAAAACTGATAAGCAGTACGATACGGGTCATGCGAGTGTTAAATCGATGTCGTTTTCGCATACTGTTGGCCTGACTCACAAAGGGTTCCTTAACGTTGGCCCAGCGATATGGGCGGGATCAGGCTGGGTTCTTCAAGGGTATTATCAAGGCGAAGAACGTAACAAGCCTGCGTTCACTCTAC0
1435 CHIP4216 STM/STY STM3003 STY3144 ATGTGCTCACTCGCCTGCGCGAAATAGTTATACAACCCTCCTCGAATCAATCCCTGCTCACTCGCCTGCGCGAAATAGTCGAAAAAGTGGCCAGTGCGCCGCGTCTGAACGAGGCGCTGAATATTCTGGTCACGGATATCTGTCTTGCGATGGATACAGAGGTTTGCTCGGTTTACCTGGCCGATCATGACCGACGCTGTTATTACCTGATGGCGACGCGGGGGTTGAAAAAACCGCGTGGTCGAACCGTTGCGCTTGCGTTTGATGAGGGGATCGTCGGTCTGGTGGGCAGACTGGCGGAACCCATTAA1
1436 CHIP0396 STM/STY STM2891 ATGTCATTGCGTGTGAGACAGATTATGTTGCAATGTCCATATACTGTAATATCAATGTCATTGCGTGTGAGACAGATTGATCGTCGCGAATGGCTATTGGCGCAAACCGCGACAGAATGCCAGCGCCATGGCCGGGAAGCGACGCTGGAATATCCGACGCGACAGGGAATGTGGGTTCGGTTGAGCGATGCAGAAAAACGGTGGTCGGCCTGGATTAAACCTGGGGACTGGCTTGAGCATGTCTCTCCCGCTCTGGCTGGGGCGGCGGTTTCTGCTGGCGCTGAGCACCTGGTCGTTCCCTGGCTTGCTG0
1437 CHIP0412 STM/STY STM2065 STY2271 ATGAGCATTAGTCGTCGTTCTTTTTTGTTATGCCCGGCTCAGCGTATGAGCATTAGTCGTCGTTCTTTTTTGCAGGGGGTAGGCATCGGCTGCTCTGCCTGCGCGCTGGGCGCTTTTCCGCCCGGGGCGCTGGCGCGCAACCCGATTGCCGGCATTAACGGTAAAACCACGCTAACGCCAAGCTTGTGCGAAATGTGTTCCTTTCGTTGCCCTATTCAGGCGCAGGTAGTCAATAACAAGACCGTTTTTATCCAGGGCAATCCTTCTGCGCCGCAGCAGGGGACGCGCATATGCGCCAGGG1
1438 CHIP1271 STM/STY STM3363 STY3544 ATGAATGTCTATACTTTTGATTTTAATGATATTAAAAACTTAATGCCGGACATTAAACCATGAATGTCTATACTTTTGATTTTAATGATATTAAAAACCAAAGCGATTTTTATCGCGAGTTTACGCAGACGTTTGGTCTTGCCAGTGAGAAAGTAAGCGATCTTGATACATTATGGGATGCGGTAATGAGCGATATCTTACCCCTACCGCTAGAGATTGAGTTCGTTCACCTGCCTGATAAACTGCGCAGGCGCTACGGGGCGCTGATTTTACTCTTTGATGAAGCGGAAGAAGAGCTGGAGGGGCGGCTACGGT1
1439 CHIP1295 STM/STY STM0016 STY0016 ATGAATCCAATTATAGATGGAATTATTGCTTAGGTCACTCTATTCTTGATCCAGCATGAATCCAATTATAGATGGAATTATTGCGCTTGAAGGCGGTTACGTATTTAACCCTAAAGATAAAGGCGGCGCCACCCATTGGGGCATTACCGAAGCCACGGCGCGAGCGCATGGCTATGCTGGCGATATGCGGGATCTGACCCACGCTGAAGCCTACGCGATTCTCGAAGAGGATTACTGGATAAAACCAGGTTTTGACGTCATCTCGACGCTATCGTGGCCAGTCTCCTTCGAGCTGTGCGATGCGGCAGTCA1
1440 CHIP4676 STM/STY STM0560 STY0609 ATGGAATCCCGCCAATTATCTTAATTGCGTTTAATCTGTTTATGGTGATGGAATCCCGCCAATTATCCGCCACAGCACATGAGATGATGAATAACGGTGACGCCTTCGCGCATCAGCAAATGGCTCAGACACAGAAACCCAGCGCCCCGGCTACTGTGGAAAATGCGACATCCTTTTCTGAAATGGACGACTATGAAAAAGCAATGGTCATCCATTAATCGATGAATAATGCCCATTCTTTCTCCCACGAGATCCAGGCTGAGGAGCACCATAAACAGATTAAACGCAATTAG1
1441 CHIP1305 STM/STY STM0047 STY0056 ATGAGTAAACCACTCTGTTCAACAGGTTATGCCTGTTCTTTCGCTGTCATGAGTAAACCACTCTGTTCAACAGGACTACGCTGGCTATGGCTGGTAGTAGTCGTGCTGATTATCGATTTGGGCAGCAAATACCTGATCCTCCAGAATTTCGCTCTGGGGGATACGGTAGGGCTGTTCCCGTCGCTTAATCTGCATTATGCGCGTAACTACGGCGCGGCTTTTAGCTTCCTGGCGGATAGCGGCGGCTGGCAGCGCTGGTTCTTTGCCGGGATTGCGATAGGGATCTGCGTAATTCTTTTGGTGA1
1442 CHIP4686 STM/STY STM0715 STY0755 ATGACGACTTATCAGGAGATTGAAGCTTAATTTTCGCTAAAAAAGTTGCTATGCATGACGACTTATCAGGAGATTGAAGCCAGATTGATTCGCTGTTTCACTATCACGTCATGGATAGCGTGCCAGATTGCCAGCTATATGGATTTTAAGCTGTTTACGCATAGCAACTTTTTTAGCGAAAATTAA1
1443 CHIP4702 STM/STY STM1666 STY1398 ATGTCGCTGTTTCTGACAAGTTTTATTTTCTTACGCATAAGGAACTGAAAATGATGATGTCGCTGTTTCTGACAAGTTTTATTTTCGAAAAAAAAGAGTACGACGAAGAGTTTTATCAACTGGATGGCTGAATTGAGCGCTATACGCAGTCTGTTGATGGCTATATTGGGATGGAAAGCTATACCGATGCCGCCAGCGGAAGAATAGTTAACAATTATTACTGGCAGACCCGCGAATCAATGGAGCTATTGATAAATAATTTACAGCACCAGCAGGCCAAATCACAAAGTCATAAGTGGCTTTCCGGTTACC1
1444 CHIP0143 STM/STY STM4018 STY3860 ATGAGTCAAACATCATCGAATCCGTTAAACCGTATGTTTCCGGGCATGAGTCAAACATCATCGAATCCGGCAACCTTACGCTTGCCGTTTAAAGAAAAACTTGCCTATGGACTGGGGGATTTAGGTTCTAATATCCTGTTAGATATCGGAACCCTCTATTTACTCAAATTTTATACCGATGTGCTGGGTTTACCAGGGACTTACGGCGGGATCATTTTCCTGATCGCCAAATTTTTTACCGCATTTACCGATATGGGTACCGGCATTATGCTCGACTCGCGGCGTAAAATTGGTCCGAAGG1
1445 CHIP0175 STM/STY STM2408 STY2649 ATGACTGACAATCGCGTAGAGAATTATGACAACCCCATCACCGATGACTGACAATCGCGTAGAGAATAGCAGCGGACGGGCGGCGCGCAAGCTAAGGCTCGCATTAATGGGACCTGCGTTCATTGCCGCGATTGGTTATATCGATCCTGGTAACTTCGCGACCAATATTCAGGCCGGCGCCAGCTTTGGCTATCAGCTACTCTGGGTGGTGGTCTGGGCGAACCTGATGGCGATGCTGATTCAAATCCTCTCGGCAAAACTCGGGATCGCCACCGGCAAGAACCTGGCGGAGCAAATTC1



1446 CHIP0391 STM/STY STM2189 STY2422 ATGGGCAGCACGATTTCTCTTAAAGGTGCAAAGAAGCAAGACGATGGGCAGCACGATTTCTCCGCCGTCGGGTGAATATTTGTTGGAAATGCGTGGCATTAACAAATCATTTCCCGGCGTGAAAGCGCTTGATAATGTCAACTTAAACGTTCGTCCGCACTCTATTCATGCATTAATGGGCGAAAACGGCGCAGGCAAATCAACATTATTAAAATGTCTTTTCGGTATTTACCAAAAAGATTCCGGCAGCATTGTATTTCAGGGAAAAGAAGTGGACTTCCATTCGGCGAAAGAAGCGC1
1447 CHIP2308 STM/STY STM1365 STY1758 ATGTTCCACAAATTTCTCAGGCACCCGTTAAATCTCCAGTAATGCCTGCAACGGTTCCACAAATTTCTCAGGCACCCGGCGTCGTTCAGCTGGTGCTCAATTTTTTGCAGGCGCTGGAGCAGCAAGGGTTTACGGGCGATACGGCAACCAGCTATGCCGACCGTCTGACAATGTCGACCGATAACAGTATCTACCAGCTTCTTCCCGATGCTGTTGTGTTTCCCCGTTCTACGGCAGATGTCGCGCTTCTTGCCCGTCTGGCGGCGGAGCCGCGCTTTACGTCGCTGATATTTACCCCTCGAGGCGGCGG1
1448 CHIP1700 STM/STY STM1763 STY1289 ATGAAAATTCGTTCACAAGTCGGTTATGCGTGCGGCTCCGTATGAAAATTCGTTCACAAGTCGGCATGGTGCTGAATCTCGATAAGTGCATCGGCTGTCATACCTGTTCAGTCACCTGTAAAAACGTCTGGACCAGTCGCGAAGGTATGGAATACGCCTGGTTCAACAACGTAGAAAGTAAGCCTGGCGTTGGTTTTCCGAATGACTGGGAAAATCAGGAAAAATGGAAAGGCGGCTGGATCCGCAAAATTAACGGCAAGCTACAGCCGCGCATGGGCAACCGGGCGCTGCTGCTGG1
1449 CHIP1716 STM/STY STM1798 STY1926 ATGAGTGGTTACAATGAGCAGTTCCTTATTCTCGCACTTTATTCGCTCTTGTGAGTGGTTACAATGAGCAGTTCCTGAAAAAAAATCCATTAGCGATATTAGGCGTGCTACGGGATTTAAATAAAAATCAGGTTCCACTGCGTATTTCATGGGCGCATGGTCAATTCATCAGTAAAATTTTGGCGGTAGACCCGGAAAAACTCATCGTGGATTACGGCAGCCAGGAATACGAAAATAGCGCCGTATTACGTGCCGGGCAGGTAGCCATTATCGCAGAAACGCAGGGCGCAAAAGTCGAGTTCACGT1
1450 CHIP1732 STM/STY STM3020 STY3165 ATGCGTTACTCACCTGAAGCTTTAATAGTTATTTCTGCTGCAAATGGTAGCGATGCGTTACTCACCTGAAGCTTTAATAGCATTTGTTGAGACCGTCTCTTGCGGTTCGTTTTCTGCGGCGGCGCGCCGCCTGCGTAAAAGCCAGTCCACCATTAGTATCGCCATTGCGCATCTGGAGGCGGATCTGGGATTTTCATTATTTGATCGATCTTCGCGCCAGCCCGTTCTGACCGAAGAAGGAAAACGGGTGCTTAGCTATGTTCAGGCTATTTTATCGGCGAGCGACCGTCTGGATGAGGTGGCGCTGA1
1451 CHIP1748 STM/STY STM2962 STY3100 ATGAGTTCATTAAGTCACGCGGTTATGATAATTGTCCTGCGACAATGAGTTCATTAAGTCACGCGGCGAGCAGTGCGGAGAAACGCACGAACGCCCGCTACTGGATAGTGGTGATGCTGTTTATCGTCACATCCTTCAACTACGGCGACCGCGCCACATTGTCCATTGCCGGCTCAGAAATGGCCAAAGATATCGGCCTTGATCCGGTAGGCATGGGCTATGTTTTTTCTGCTTTTTCATGGGCCTATGTTATCGGGCAGATCCCGGGCGGCTGGCTGCTGGACCGCTTTGGTTCCAAAC1
1452 CHIP1764 STM/STY STM3008 STY3151 ATGCACTATCACCGTATACCCCATTACGGCGCCGGATAGGTATGCACTATCACCGTATACCCCACAGCTCGCTCGAAGTAAGTACGCTAGGGCTGGGCACAATGACATTTGGTGAACAAAACAGCGAAGCCGACGCTCACGCACAGCTCGACTATGCCATCGCAAATGGCATTAACCTTATCGACGCCGCCGAGATGTATCCGGTACCGCCGCGCCCGGAAACACAAGGGCTGACGGAGTCCTATATCGGTAACTGGCTCGCCAAACGCGGCAACCGTGAAAAACTGATCATCGCCA1
1453 CHIP0004 STM/STY STM3984 STY3576 ATGGAATCACTGGCCGCGTTACGCCAGTTTTAAATCCCGATGGAATCACTGGCCGCGCTCTATAAAAATCATATTGTTACCTTACAAGAACGGACGCGCGATGTTCTGGCGCGCTTTAAGCTGGATGCGTTACTTATTCATTCTGGCGAGCTTTTCAACGTCTTTCTCGACGATCACCCTTATCCGTTTAAGGTCAATCCACAGTTTAAAGCGTGGGTGCCGGTAACTCAGGTTCCAAATTGCTGGCTGTTGGTCGATGGCGTCAACAAACCCAAATTGTGGTTTTATCTGCCGG1
1454 CHIP0523 STM/STY STM3539 STY4271 ATGAAAAATGTTGGTTTTATCGGCTTACGCCAACTGGCGCAGAAAAATGTTGGTTTTATCGGCTGGCGCGGAATGGTCGGCTCTGTTCTCATGCAACGCATGGTAGAGGAGCGCGATTTCGACGCTATTCGCCCTGTTTTCTTTTCTACCTCCCAGTTTGGACAGGCGGCGCCCACCTTCGGCGACACCTCCACCGGCACGCTACAGGACGCTTTTGATCTGGATGCGCTAAAAGCGCTCGATATCATCGTGACCTGCCAGGGCGGCGATTATACCAACGAAATTTATCCAAAGCTGC1
1455 CHIP0967 STM/STY STM0092 STY0107 ATGAAGAACTGGAAAACGCTGCTTAGTTACTCAAAATCTTAACGTAAGCGATGAAGAACTGGAAAACGCTGCTTCTCGGTATCGCCATGATCGCGAATACCAGTTTCGCTGCCCCCCAGGTAGTCGATAAAGTCGCAGCCGTCGTCAATAATGGCGTCGTGCTGGAAAGCGACGTTGATGGCTTAATGCAATCAGTCAAACTCAACGCGGGTCAGGCAGGTCAGCAGCTTCCGGACGACGCCACGCTGCGTCACCAGATCCTGGAACGTTTGATTATGGATCAAATTATCCTGCAGATGGGTCAGA1
1456 CHIP0060 STM/STY STM3922 STY3633 ATGAAACGCATTCTGGTGACCTTAGCGTTTCAGTCCTAAGCGTTATGAAACGCATTCTGGTGACCGGCGGCGCAGGCTTTATCGGATCTGCGGTGGTGCGGCATATCATCCATGAAACGGCAGACGCGGTGGTGGTGGTGGATAAACTCACCTATGCGGGCAACCTGATGTCTCTGGCGTCGGTGGCGCAAAGCGACCGTTTCGCCTTTGAGAAGGTGGATATCTGCGATCGGGCATCACTGGAGCGAGTTTTCCAGCAGTATCAGCCCGATAGCGTGATGCACCTGGCGGCGGAAAGCC1
1457 CHIP0076 STM/STY STM3903 STY3654 ATGACGACGAAAAAAGCTGATTATATTTGTTATGAATTTACCGGATCCAACCATGACGACGAAAAAAGCTGATTATATTTGGTTCAATGGCGAGATGGTGCGCTGGGAAGACGCGAAGGTTCACGTAATGTCTCACGCGCTGCACTACGGTACGTCGGTATTTGAAGGGATTCGGTGCTACGACTCTCACAAAGGTCCGGTAGTGTTTCGTCATCGTGAACATATGCAGCGCCTGCGCGACTCAGCAAAAATTTATCGTTTTCCGGTTTCCCAGAGCATTGATGAGCTGATGGAAGCCTGCCGCGACG1
1458 CHIP1703 STM/STY STM1752 STY1298 ATGGCTGCCCTTAATTCGATTACTTCTTAATACCCATTTCTTCTTCAAGCATGGCTGCCCTTAATTCGAAAGTCAAAAAAGCCGTTATCCCGGTCGCGGGATTGGGAACCAGGATGCTGCCAGCGACCAAAGCTATCCCGAAAGAGATGCTGCCGCTGGTTGATAAGCCATTAATTCAGTACGTCGTGAACGAATGTATCGCTGCTGGCATTACTGAAATCGTGCTTGTTACGCACTCGTCTAAAAACTCTATTGAAAACCACTTTGATACCAGTTTTGAGCTGGAAGCGATGCTGGAAAAACGCG1
1459 CHIP0094 STM/STY STM4153 STY3732 ATGGTTTACTCCTATACCGAGAAAAAACTTACTCGTCTTCCAGTTCGATGTTATGGTTTACTCCTATACCGAGAAAAAACGTATTCGTAAGGATTTTGGTAAACGTCCACAAGTTCTGGATGTACCTTATCTCCTTTCTATCCAGCTTGACTCGTTTCAGAAGTTTATCGAGCAAGATCCTGAAGGGCAGTACGGCCTGGAAGCAGCCTTCCGTTCCGTGTTCCCGATTCAGAGCTACAGCGGTAATTCCGAGCTGCAGTACGTCAGCTACCGCCTTGGCGAACCGGTGTTTGACGTTCAGGAATGTC1
1460 CHIP1713 STM/STY STM1808 STY1937 ATGTCCCACTTACGCATCCCTTAGGCTTTTTTCTGTTGATACATTTCATGTCCCACTTACGCATCCCGGCAAACTGGAAAGTTAAACGCTCTACCCCCTTTTTCACCAAAGAGAATGTTCCGGCGGCACTGCTCTCTCATCACAACACAGCGGCAGGCGTTTTCGGACAACTCTGCGTGATGGAAGGCACCGTGACCTACTATGGCTTTGCGAATGAAACCGCGACAGAACCCGAAGTGAAAGTGGTGATTAATGCCGGGCAATTCGCCACCAGTCCGCCGCAATACTGGCATCGGGTAGAGC1
1461 CHIP0902 STM/STY STM0103 STY0120 ATGGCAATTGCAATTGGCTTAATGAGTCAGGATTGCCTGATTGATGGCAATTGCAATTGGCCTCGATTTTGGCAGTGATTCAGTGCGCGCTCTGGCAGTGGACTGCGCCACCGGCGACGAGATCGCCACCAGCGTAGAGTGGTATCCGCGCTGGCAAGAAGGCCGTTATTGCGACGGCCCGAACAACCAGTTCCGTCATCATCCGCGCGACTACATGGAGTCAATGGAGGCCGCGCTGAAAGCCGTTCTGGCACAATTAAGCGCCGCGCAACGCGCAAATGTCGTTGGCATTGGCGTTG1
1462 CHIP0926 STM/STY STM1745 STY1305 ATGTTGAAATTTATTTTACGCCGCTTAATAGCGAATTTTCGGGTCGATGTTGAAATTTATTTTACGCCGCTGTCTGGAAGCGATTCCGACGCTGTTTATTCTTATTACCATCTCTTTCTTTATGATGCGCCTCGCGCCGGGGAGTCCTTTTACCGGCGAGCGCGCATTGCCGCCGGAAGTGCTGGCCAATATTGAAGCAAAATATCATCTGAACGATCCCATCATGACGCAGTACTTCAGCTACCTGAAGCAGCTGGCGCATGGCGATTTTGGACCATCGTTTAAATATAAAGATTACACGG1
1463 CHIP0942 STM/STY STM2166 STY2396 ATGAAATGGTTATGTTCAGTAGGTGTTGTTACAGTAGCTCGAACGATCCTTGATGAAATGGTTATGTTCAGTAGGTGTTGCTGTGAGTCTGGCGATGCAGCCAGCATTGGCGGAAAACCTGTTTGGCAATCACCCGCTGACGCCCGAAGCGCGCGACGCGTTCGTCACGGATTTACTCAAGAAAATGACTGTTGATGAAAAAATTGGTCAGTTACGTCTGATTAGCGTCGGCCCTGATAACCCGAAAGAAGCGATTCGCGAGATGATCAAAGACGGGCAGGTAGGGGCGATTTTCAATACCGTCACCC1
1464 CHIP0007 STM/STY STM3981 ATGCGTGATGTGATTGCCTTACTCAGTAAGCGCTTTGGTCAGTGCGTGATGTGATTGCCGAAGTTGATCAGAACGGCGTGGTAGTGGATGAATGGCGTCTGTTTGATATCCTCGATCCTTATCGTGATGTGATAATGAAAACCCTCGATCAGGGCGCTGTGTGCCTGAATATCGACGCCAGCCAGTCCGGCCATACGTTGAGCGAAGAAGATCTGGCGGCGCTGGACTCCTCCGACAAATTCGGGGATATCGTGGGTAGTGGGGCTGGCCGCAACTGGGCGCATGTCAACAGCGTCG1
1465 CHIP4456 STM/STY STM0597 STY0641 ATGGCAATCCCGAAACTACATTACTCTACCCCGCGAGAAAGATGGCAATCCCGAAACTACAGTCTTACGCGCTGCCCACCGCACTGGATATCCCGACCAACAAAGTGAACTGGGCATTTGAGCCGGAGCGCGCGGCGCTGCTCATCCACGATATGCAGGATTACTTTGTCAGCTTTTGGGGCCGCAACTGCCCAATGATGGACCAGGTGATTGCTAATATCGCCGCCCTGCGCCAGTACTGTAAGGAACATCATATCCCGGTCTATTACACCGCTCAGCCGAAAGAGCAAAGCGATG1
1466 CHIP2848 STM/STY STM1710 STY1341 ATGCTTTCAATTGCGAGGCTTAGCTTTCCTGCTCGCGATGCTTTCAATTGCGAGGCGCACCGCGGCAGGCGCCGCCCTGTTGCTTATCATGCCGCTTGCCGTATGGGTATCAGGCTGGCAGTGGCAGCCAGGACATCAGGTCTGGTGGCTAAAAACGCTATTCTGGATAACGGAAACCGTGACCAAACCCTGGGGCGTTATCACGCATGTGATTCTTTGTGGATGGTTCTTATGGTGCCTGCGATTTCGCCTGCGCGCCGCCATTATGCTGTTTGCGATTCTCGGTGGGGCGA1
1467 CHIP2864 STM/STY STM1755 STY1295 ATGTCTCAGCCTTGTCCCTGTTACTGGCCGCAGCACTTGTGTCTCAGCCTTGTCCCTGTGGTAGCGCTGACGAGTATAGCCTATGTTGTGGTCGTATTGTGTCCGGAGAACGAGTAGCACCCGATCCGTCACATCTCATGCGCTCTCGTTACTGCGCTTTTGTGATGAAAGACGCAGATTACTTAATTAAGAGCTGGCATCCAACCTGCAATGCGGCCGCGTTTCGTGATGATATCATCGCCGGATTTGCCAATACCAGGTGGCTCGGCCTGACTATTTTTGAACATACCTGGT1
1468 CHIP2784 STM specificSTM1596 ATGCTGTTAAGGCTGATAAACCTTGTTAGAAAAGCGAAAACAGCAATGCTTGCTGTTAAGGCTGATAAACCTTGATGTGCGTCAAATAAAAAGAGCATATTGCGCGCGTTTTTTCCTCTGGTTGGCGTGGATGCCTGATATGACCCTCTTTCAAAAGATATTAATTTTTTACGCCGTCATGGCGGTGATATCATCCCTGATCACCTGGTTTTTGACTCATGACAAAAAACGAATTCGTTTCCTGAGCGCCTTTTTGGTTGGCGCGACATGGCCGATAAGTTTCCCCGTCGCATTGCTGTTTTCGC1
1469 CHIP2800 STM/STY STM1622 STY1442 ATGGCCGCCGTGTGCGGTTTAACGCATGATACGATCGTCGATGGCCGCCGTGTGCGGTTCCAGCGGTATTGCTTCCCTCTTTTCTCAGGCGGCGTTTGCCGCGGAATCCGATATTGCGGATGGTAAAATTGTCCGTTTTGATTTTGCTGGTCTGCAATCAATGGCCCAGGCGTTAGCGAAAAAGCCCTGGGGTGGCGCGCCGGGACCCTTGCCGGATACGCTCGCCAATCTGACGCCGCAGGCCTATAACAGCATTCAGTATGACGCGGCGCATTCACTCTGGAACGGTGTTGCCA1
1470 CHIP2824 STM/STY STM1657 STY1408 ATGTTGAGAAATATCAGCGTCAGGTTAGGCCTGGCCGCGCCTATGTTGAGAAATATCAGCGTCAGGACATGCATTATTCTATTCATGGTATGTGCGTTTCTTTTGGTGGATACTTTACAAATAGCTTTTCTGCACGATCTCCCTATTTTAATTACGTGTAATATCATTTATCTGATCTCGGCATTACTGCTTTGGTGGTATATGACCTGCTATCTGGTAGTGCCGATTAATACCGTGAAGAAAAGTATTGAAGAGGTCGCAGCAGGAAACTTGTCTATTCATATCTCCGAATTTGGCA1
1471 CHIP2834 STM/STY STM1672 STY1392 ATGCTTCTTGCGAACAATGCTTAGTCACAACCGTGGTTAAGAATATTTTGATGCTTCTTGCGAACAATGCCTCAGCAATACTTTCCGGAAAAACGGTTGGTCTGTATAGTCATCTGATCGATCAGAACACGCTCAGATTACTTCGGCAATTGCAGAACAAAGTGAGATTCAATCTATTTTTTACCCGCTCGCAGATAACTCTACTAAAACTAAGGAATATTTCAGAATATAATTTTTTGAGTTCTAAAGTAAATAATGTCTGGGGACAAGACTCACTAGCAATTGAAACAGTGGCACCTGACAGGG1
1472 CHIP4395 STM/STY STM0490 STY0534 ATGAAGCCGGAAAATAAAATTCCTTAACGCGGCGTCTTCATATGAAGCCGGAAAATAAAATTCCCGTACTCACCCGACTGTCAGACGAAATGACAGCCGTCGTAAACTTCCAGCAACCAGGCCTTCCCCCCTGGCCTGCCGATGGCGATATTGAGACCCAGCGTCAGTATTATCTTCTTGAGCGCCGTTTCTGGAATGCCGACGCGCCGTCCATGACCACCCGCACCTGCGCCGTCCCTACGCCTTATGGCGATGTAACAACCCGGCTCTACTCGCCGCAGCCGACCAGCCAGGCCA1
1473 CHIP1151 STM/STY STM0622 STY0671 ATGATTTCCGCCTCTCTGCTTATTCTTCGCGAATACCGGAATGATTTCCGCCTCTCTGCAACAACGTAAAACCCGCACCCGCCGCAGTATGTTATTCGTACCGGGCGCCAACGCGGCGATGGTGAGCAATTCGTTTATCTACCCGGCCGACGCGCTGATGTTCGACCTGGAAGACTCCGTTGCATTACGCGAAAAAGACGCGGCGCGCCGTCTGGTATATCACGCGCTGCAACACCCGCTTTACCGTGACGTCGAAACCATTGTCCGCGTGAATGCGCTGGATTCCGAATGGGGCG1
1474 CHIP1175 STM/STY STM3750 STY4043 ATGAAAAGTGAAATTCTCTCCGTTAAGTTAGTTCTGCAATTCTTTATGGGTAAATTCATGAAAAGTGAAATTCTCTCCGTTAAGGAGAAGATTGGCTATGGTATGGGCGATGCCGCCAGCCACATCATCTTTGATAACGTCATGTTATATATGATGTTCTTCTATACCGATATTTTCGGCATTCCCGCTGGTTTTGTTGGCACCATGTTTTTACTGGCGCGTGCGCTTGATGCCATCTCCGACCCTTGTATGGGCCTGCTGGCCGACCGCACCCGCTCTCGCTGGGGCAAATTCCGACCCTGGGTGCTGTTTG1
1475 CHIP1191 STM/STY STM1581 STY1484 ATGAAACCGCAGATTTACCATGTTAAAAAGTAATGGCCCATTCGGATGAAACCGCAGATTTACCATGTTGACGCCTTCACCGGCGACCCCTTTCGCGGCAACTCTGCTGGCGTTGTCTTACATGCGGATACGCTAAGCGACGCGCAGATGCAGCTGATTGCCCGTGAACTTCGTCACTCGGAAACCGCCTTTTTGCTAAAAAGCGAAGAGAGTGATGTGCGCATACGCTACTTTACACCGACAGTAGAAGTCCCCATCTGTGGTCATGCCACCGTGGCCGCGCATTATGTTCGGGCAACGG1
1476 CHIP2851 STM/STY STM1716 STY1334 ATGGAATTGTTGTCTGAATATGGCTTACATCAACGGCTTTTGTCCAGTGGAATTGTTGTCTGAATATGGCTTATTTTTGGCAAAAATCGTCACCGTTGTGGTGGCCATTGCCGTCATTGTGCTGCTGATCGTGAATGCTACGCAACGCAAACGTCAGCGCGGCGAGCTGCGCGTGACCAATTTGAGTGAGCAGTATCAGGAGATGAAGGATGACCTTGCTGCGGCGTTGATGGATGGCCATCAGCAAAAACTGTGGCATAAAGCGCAGAAAAAAAAGCATAAGCAGGAGGCGAAAGCCGCCA1
1477 CHIP1217 STM/STY STM1607 STY1457 ATGCGTACTCATACTTTATTTAAAGTTGCATTATTTTTTATTAACGTCAAACATAGAGGTATCCATGCGTACTCATACTTTATTTAAAGTTGCAGTGCTTACTGGCTTGCTGGCGTTATCCGGCTGTGCGTCTAAAGTCACACAGCCGGATAAGTATTCTGGATTCTTAAAAAATTATTCGGACCTGCAGGAAACTACCTCCGCCACGGGGAAACCGGTGTTGCGCTGGGTAGATCCACATTTCAATGACTCTAACTATGACAGTATTGTTTACAATCCGATAACATACTATCCCGTCCCCAAACCAACGACCCAGGTCG1
1478 CHIP2765 STM/STY STM1561 STY1502 ATGAAAATTTTACCGCTGGCATTATTGTCGGGATTGCTCAGAATGAAAATTTTACCGCTGGCACTCTTTATCATTCCTTTTCTGGCCGGATGCGGCGCCAATAATACGCCGCCGCAAACACCTATTCCCGGGGAAAAAACCTCTGCCAAATTACGTACCCTGGAAACAGGCGCGGCGGCTATTCAATCCAGACCACCTGTCGATGCCATCAGTACCTACCTTGACGGGTTCCATTTTTATAGCGGTGATAAAAACGGACAGATGGAAGCGCACCATTACGTTACCGTCCTGAACGAAG1
1479 CHIP2781 STM/STY STM1593 STY1472 ATGGCAAAATCTCTCTTGCGTTAGGCACCTATCTTTTTAAACGTCAGTGGCAAAATCTCTCTTGCGCAGCGGCAATCTGGATGATTATCAGGCCGTGGGCGGCGGCGGTCAGGCCGTATTTGAATCAGCATTGCAAATTCGCGAAACGCTTCGTCTGCGTAAACAGCAGGCGATGGTTGACTGTCTGGCGATTCCGCAACTTAACGATAATGGCGATCGGGTTGACTGGTATTCGCCGATTGAAGGTCAGGCGATAGCGTGGAAAGCGGCTGACGAAGAGACACGTTCTCGGGCTTTACGTT1
1480 CHIP2797 STM/STY STM1619 STY1445 ATGGACATCAGGCAAATGAACATTAACAACGCTTTCGGTAGAAAATGATGGACATCAGGCAAATGAACAGAACCCATCTGGATCACTGGCGCGGATTGCGAAAACAGCTCTGGCCTGGTCACCCGGATGACGCCCATCTGGCGGACGGCGAAGAAATTCTGCAAGCCGATCATCTGGCATCATTTATTGCGATGGCAGACGGGGTGGCGATTGGCTTTGCGGATGCCTCAATCCGCCACGATTATGTCAATGGCTGTGACAGTTCGCCCGTGGTTTTCCTTGAAGGTATTTTTGTTCTCCCCT1
1481 CHIP2925 STM/STY STM1883 STY2089 ATGACGCTATTAGGCACTGCGTTAGCCTTTTACCGTCACGCGATGACGCTATTAGGCACTGCGCTGCGTCCGGCAGCAACGCGAGTGATGTTATTAGGGGCAGGAGAATTAGGAAAAGAGGTGGCGATTGAATGCCAACGCCTGGGGATCGAGGTTATCGCCGTCGATCGCTATCCTGATGCTCCCGCCATGCATGTGGCTCACCGTTCACACGTCATTAATATGCTGGACGGCGAGGCGCTACGTCATGTGATTACAGAGGAAAAACCGCATTATATCGTGCCGGAAATAGAAGCGA1
1482 CHIP2845 STM/STY STM1701 STY1351 ATGGAACAATGCCGAAAAGCTTATTGTATCGCCTGTGTCAGCGATGGAACAATGCCGAAAAGCGGGTAAAAGCCACTGGTATCATGAAACACAATCCACTATGTCGTCACAAACCCCGCTTTCGCTAATGCCGGAAGCCGCGTATGTTAACGATCGTTTTTTACTGGATTTAACGGTAGCAGAAACCGCGTTGACGCCTTTTGAGTCATGGTTAAAGCCCGCTCGCCAGTTGGCGGATGTCTTATTTCCCCGCACGGTTCTCAACGACCGGCTTCATACGTTTAGCGCCTATGAACGTA1
1483 CHIP2847 STM/STY STM1708 STY1343 ATGTTGGAGTTGTTATTTCTGTTGTTGTTACTGCCCATCAAGTCCGCATGTTGGAGTTGTTATTTCTGTTGTTGCCTGTAGCCGCTGCCTATGGGTGGTATATGGGTCGCAGAAGTGCGCAACAAACAAAACAGGATGAAGCTAACCGCCTGTCGCGCGATTATGTCGCAGGGGTTAACTTCCTGCTGAGTAACCAACAAGATAAAGCGGTGGATCTGTTCCTCGATATGCTTAAAGAGGATACGGGCACCGTTGAGGCTCATCTCACTCTCGGTAATCTGTTTCGCTCACGCGGCGAAGTCG1
1484 CHIP4304 STM/STY STM2677 STY2864 ATGTTTGATAATTTAACCGATCGTTTGTTATCTACCCGGGAAGCCTGATGTTTGATAATTTAACCGATCGTTTGTCGCGCACGCTGCGCAATATCAGTGGCCGTGGGCGCCTTACTGAAGACAACGTTAAAGAGACGCTGCGCGAAGTGCGCATGGCGCTGCTGGAGGCTGACGTTGCGCTGCCGGTAGTGCGTGAGTTCATCAATCGCGTAAAAGAGAAAGCGGTTGGTCATGAAGTTAACAAGAGCCTGACCCCAGGGCAGGAGTTCGTCAAGATTGTCCGTAGCGAACTGGTTGCGGCGA1
1485 CHIP4232 STM/STY STM3031 STY3179 ATGAACAAAATGCTATTAGCCGGTTAGAACCGGTAACCCACGATGAACAAAATGCTATTAGCCGGAAGTACCGGTATTGTTCTGCTGTCTGCTGCAGCCAGTCCGGTATGGGCAGACGATAATGCCAGTACATTTTCACTTGGATACGCCCAGTCCCATACTAATCACGCCGGGACGTTGCGTGGGGTACGGCTGGCAAACAACTATGAAATGTCACCGGACTGGGGGCTGACAACCTCATTTGCATGGCTAAATGGAAGCCAGCGCTATTCCGATGAAAGCAGTAATGGTCGTGTAA1
1486 CHIP4248 STM specificSTM3082 ATGAAAACGCTTATCTGTAATAATCCGTTAAAATTTGATAACGCCTTTAACCAAATGAAAACGCTTATCTGTAATAATCCGGGAAATATCGAATACATTGAAAGGGATATTCCTCATTTAAAAGACGATGAAGTACTGTTAAAAATTAAAGCGGTTGGTATTTGCGGCACCGATATCCATGCGTTTGCCGGTCGCCAGCCCTTTTTTGCCTATCCGCGCGTGCTGGGTCATGAAATTTGCGGCGTGGCTGAAATGTTAGGTAAATCGTGCAGCACGGCGAAGGTCGGCCAACGCTATAGCGTTATTCCCT1
1487 CHIP4360 STM/STY STM0433 STY0472 ATGAGCGCTCAGGCACTGTTATTCGTAGTAGTTATAAATCCCCGCCATGAGCGCTCAGGCACTGGTATGCCTCGCCCCTGGTAGTGAAGAGACCGAAGCGGTCACCACTATCGATCTGCTGGTTCGCGGCGGAATCCACGTCACTACCGCCAGCGTCGCCAGCGATGGCAACCTGACGATTGTCTGCTCGCGCGGTGTAAAGCTACTGGCGGATGCGCCGCTGGTTGAAGTTGCCGACGGCGATTATGACATCATCGTGTTGCCCGGCGGAATTAAAGGCGCCGAGTGCTTTCGCGACAGCC1
1488 CHIP4376 STM/STY STM0457 STY0499 ATGGCCCGTCTGGCAGCATTATTCGGGGGAATAAGGTAGAATGGCCCGTCTGGCAGCATTTGATATGGATGGCACGTTATTAATGCCCGATCACCATTTGGGTAGAGAAACGATCGCCACGCTGGCGCGTCTGCGCGAACGCGATATCACCCTGACATTCGCTACGGGTCGTCATGTGCTGGAAATGCGGCATATTCTGGGGACGCTTTCACTGGATGCTTATCTTATTACCGGTAACGGGACGCGAATTCACTCGCTGGAAGGCGACGTGCTGCATCGTCAGGATCTCGATCCTC1
1489 CHIP2474 STM specificSTM3599 ATGTTTTGGACGGAATTATGTTTTATCTTAGGCCAGAACCATTTTTCCTATGTTTTGGACGGAATTATGTTTTATCCTTGTGGCCCTGATGATAGGCGCCAGGATCGGCGGCGTATTTTTAGGGATGGTCGGCGGGTTAGGCGTCGGCGTGATGGTTTTTATTTTTGGCCTGACGCCTTCTACGCCACCGATTGATGTTATTCTGATTATTCTTTCTGTTGTCCTGGCGGCCGCTTCTTTACAGGCCTCCGGCGGGCTGGATTTACTGGTCAAACTGGCGGAAAAAATTCTGCGTCGCCACCCGC1
1490 CHIP4610 STM/STY STM3050 STY3206 ATGCAGCCAAACGACATTACTTTTAAAGGCATTTAAAATCAATCACAATGCAGCCAAACGACATTACTTTCTTTCAACGTTTCCAGAATGACATTCTGGCAGGGCGTAAAACCATCACTATTCGTGATGCCTCCGAGTCCCACTTTAAAGCAGGCGATGTGCTACGCGTGGGGCGGTTCGAAGATGATGGCTATTTTTGCACAATCGAAGTGACAGGAACGTCAACTGTGACGCTGGATACGCTGAACGAAAAACATGCGCAACAGGAAAATATGTCGCTTGATGAGCTGAAACGGGTCATTG1
1491 CHIP2514 STM/STY STM3685 STY4111 ATGTCATCCGATATTAAGATCAAAGTGCTTAAGCTTTTTTACCTGCCAGCAATGTCATCCGATATTAAGATCAAAGTGCAAAGCTTTGGTCGATTCCTCAGCAATATGGTGATGCCTAATATCGGCGCGTTTATCGCGTGGGGTATTATCACCGCATTATTTATTCCAACAGGGTGGTTGCCTAACGAAACGCTGGCGAAACTGGTTGGTCCGATGATCACCTACCTGCTGCCGCTGCTCATCGGTTATACCGGCGGTCGTCTGGTTGGCGGCGAACGCGGCGGCGTAGTGGGCGCTATCACTACCA1
1492 CHIP2546 STM/STY STM3777 STY4007 ATGCGAACCTTCAAAACCAGGTTAGTTTTTGCTGACATGGCGATGCGAACCTTCAAAACCAGGTGGTTTAACAGAGAAGCGAAGCCCCACACGATAAAAGATGACGAGTTAAGCGAGGCCATCAACGCCGTACTGCAAGGAAAAGCAGATAATCTTGGCGGCGGGGTTTATAAAAAACGTCTCAATCAAAATCGCGATCGCGCAATCGTGTTGGCAAAGGGAGGCGAACATTGGTTTTACACCTTCCTGTATGCCAAACAGGATATGGCCAACATTAGCTATCGCGAACTCGCGGGTT1
1493 CHIP4203 STM/STY STM2976 STY3116 ATGAAAAAAATCAGCTTACCGAAAATCTTAACGTTTATACAGCGGGCCATGAAAAAAATCAGCTTACCGAAAATCGGTATCCGCCCGGTGATTGATGGACGTCGTATGGGCGTACGCGAGTCGCTCGAAGAGCAAACCATGAACATGGCGAAAGCGACGGCGGCGCTCATCACCGAGAAAATCCGCCACGCCTGCGGGGCTCAGGTGGAGTGCGTCATTGCGGATACCTGTATTGCCGGAATGGCGGAATCCGCCGCCTGTGAAGAAAAATTCAGTAGCCAGAACGTGGGCGTGACCATTACCG1
1494 CHIP4227 STM/STY STM3025 STY3172 ATGACGGAACATAACCGGATACCTTATTGCGGAGCGATAAACGATGACGGAACATAACCGGATACCGGCCTGGCAGATTATCGTTTACGGTGACTGCTGGCCGGTGACGATCGCCGTGGCACACCTGGTCCGGAGATTTATGCCGGGCTGCAACTGTGAAACCGCATACAGGCAGCCTGTTCTGTTGCAGCAATTACGTCGGAAACCGGAGGCCATACTGATACTGTGTCTGCGTCCCCGTGAACATCTCTTTTTGTTCTATTCCCTGAGACAGATACTGCCGGACTACCCGGTTATGA1
1495 CHIP4277 STM/STY STM3142 STY3313 ATGAATAAATTTTTGCGCCAGCTTATTGTACGCCCTGATAGTCAGTACGATGAATAAATTTTTGCGCCAGCTCTCTCTGCTGGCGTTGCTTTTTTGCTGGCCGTTAATGTCACAGGCGGCGCGTACTTTTACCGATCAAATTGGCCGCCAGGTCACGGTTCCGGACACCGTCGACAGAGTGGTGGTGCTCCAGCATCAAACGCTCAATCTCCTTGTACAGATGAATGCCACTGACAAAATCGTTGGGGTCATGGCGAACTGGAAACAGCAATTAGGCGACGGCTATGCGCGTCTGGCGCCGGAAC1
1496 CHIP2477 STM/STY STM3603 STY4200 ATGCTCAACCAGAAATTAAACCCCTTAAGGCTCTCCGTAAAGGCATGCTCAACCAGAAATTAAACCCCACGCCTTCTGAAGATCTGACTATTGATGTCGATCTGCTTTATGAAACAGACCCGTGCGAGTTAAAGCTGGATGAAATGATCGAGGCGGAACCGGAGCCGGAGATGATCGAGGGGCTTCCCGCCTCTGACGCCCTGACCCCTGCCGATCGGTATCTCGAACTGTTCGAGCATGTACAGTCAACAAAACTGTTTCCAGACAGTAAAACGTTCCCGGACTGCGCGCCGAAGATGG1
1497 CHIP4613 STM/STY STM3104 STY3257 ATGGCTAAACTACCGCCGCTTATTCCGCGAGAAACAACTCAATGGCTAAACTACCGCCGCTCAGTCTTTATATTCATATTCCCTGGTGTGTACAAAAATGTCCATATTGCGACTTCAATTCCCATGCGTTGAAGGGCGAGGTGCCACATGACGACTACGTCCAGCATCTGTTAAACGATCTGGATGCCGACGTCGCTTGGGCGCAAGGGCGTGAAGTAAAGACCATTTTTATTGGCGGCGGTACGCCAAGCCTGCTTTCCGGGCCGGCGATGCAAACGCTGCTGGACGGCGTGCGTG1



1498 CHIP2517 STM/STY STM3693 STY4103 ATGATTGTGATGCCAAAACGCTTATGATTTATTCTCCCTGGTCATCTCGTGATTGTGATGCCAAAACGCCTGTCAGACGAGATTGCCTCTCGCGTGCGGGCGCTGATTGAAGAACAAAACCTGGAAGCGGGCATGAAATTGCCCGCCGAGCGCCAGTTGGCTCTACAGCTTGGCGTATCACGCAACTCTTTACGCGAAGCGCTGGCGAAGCTGGTCAGTGAAGGCGTGCTGGTGAGTCGTCGCGGCGGCGGGACATTTGTCCGCTGGCAGCACGAAACCTGGTCTGAACAGAATATCGTGCAAC1
1499 CHIP2549 STM/STY STM3780 STY4003 ATGCCTTTAGTCAATGGTAGGATCCTTAAGAGACTTTGCGGAATGCTGATGCCTTTAGTCAATGGTAGGATCCTGCTCAATTGTATTCAGGAAAAACATGTCCTTGCGGGGGCATTTAATACAACGAACCTGGAGACAACAATTTCCATTCTTAATGCAATAGAACGTTCCGGATTGCCCAATTTTATTCAAATTGCTCCTACTAATGCACAGCTTTCAGGTTACGATTACATTTATGAAATAGTTAAGCGACATGCCGATAAAATGGATATTCCTGTCAGCCTGCATCTGGATCATGGGAAAA1
1500 CHIP4302 STM/STY STM2668 STY2855 ATGACTACGCCGCACGTTTTATCCCAGCGAAAACGTCGATGACTACGCCGCACGTTTTATTTGATTATGTCGGACATCTACCAGAATGCCCCACATGGAGCGAGGATGAAAGCGCGCTGTATTGGACCGATATCCTGGAACAGGAGATCCATCGTTACCATCCGGCGAGTGGGACGCATAGCGTGCTGGTGTTTCCGGAAGAGGTGGGCTGTTTTGCCTTGCGTGAGCAGGGCGGATTTATTGTGGCCATGCGTCATGCTATCTGGCTGGCCGATAAAAATGGATTATTGCAGC1
1501 CHIP1636 STM/STY STM2160 STY2390 ATGGCGCTTTACACAATTGGTTAAACGCCAAGGGGATGAATGGCGCTTTACACAATTGGTGAAGTGGCTTTGCTTTGTGATATCAATCCTGTCACGTTGCGCGCGTGGCAGAGACGTTATGGACTTTTAAAACCACAGCGAACGGATGGCGGTCATCGTCTGTTTAACGATGCCGATATCGACAGAATCCGCGAAATCAAGCGCTGGATAGATAACGGCGTCCAGGTCAGCAAAGTCAAAGTGCTGCTCAGTAGCGACAGTAGCGAACAACCTAACGGCTGGCGCGAACAGCAGG1
1502 CHIP1652 STM/STY STM2082 STY2291 ATGGATAATATTGATAATAAGTATAATCCACAGCTTTAATACGCACCATCTCGCCATGGATAATATTGATAATAAGTATAATCCACAGCTATGTAAAATTTTTTTGGCTATATCGGATTTGATTTTTTTTAATTTAGCCTTATGGTTTTCATTAGGATGTGTCTATTTTATTTTTGATCAAGTACAGCGATTTATTCCTCAAGACCAATTAGATACAAGAGTTATTACGCATTTTATTTTGTCAGTAGTATGTGTCGGTTGGTTTTGGATTCGTTTGCGACATTATACATACCGCAAGCCATTTTGGTATG1
1503 CHIP1668 STM/STY STM2114 STY2327 ATGCTGGAAGACTTACGCGCTTATGTGCTGACCTTCACCCATGCTGGAAGACTTACGCGCGAATAGCTGGAGCTTACGCCCCTGTTGCATGGTGCTGGCCTACCGTATCGCTCATTTTTGTTCCGTCTGGCGCAAAAAGAATGTGCTGAATAATCTGTGGGCCGCGCCGGTGCTGGTGCTGTATCGCGTGATCACGGAATGCCTGTTCGGGTATGAAATCCAGGCCGCCGCGACCATTGGTCGGCGGTTCACTATCCATCATGGTTACGCGGTAGTGATCAACAAACATGTCGTCG1
1504 CHIP4568 STM/STY STM2170 STY2400 ATGGATATCAACACGCTTATTACGCTTAACGGGCCTCCGCTTTGATGGATATCAACACGCTTATTACGCATTATGGCTATGCGGCGCTGGTTATCGGCAGTATGGCCGAAGGTGAAACCGTTACCCTGTTGGGGGGCGTCGCGGCGCATCAGGGATTGCTCAAGTTTCCGCTGGTGGCGGCGGCTGTCGCGCTGGGAGGGATGATGGGCGATCAGCTACTTTATCTGTTAGGACGATGCTATGGCGGGAAGATCCTGCGTCGTTTCCCCCGTTATCATACGAAGATTCGTCGCGCGCAGA1
1505 CHIP1900 STM/STY STM3404 STY4393 ATGTTCGACGTACTAATGTATTTGTTTGATTAATGCAGCATACCTTCATTTACCATGTTCGACGTACTAATGTATTTGTTTGAAACATACATCCATAACGAAGCCGAGCTGCGCGTGGATCAGGACAGACTGGAGCGTGATCTCACCGACGCTGGGTTTGATCGCGAAGACATCTACAATGCGCTGCTGTGGCTGGAAAAACTCGCTGACTATCAGGATGGCCTCGCGGAACCCATGCAACTTGCTTCCGACCCTCTTTCAATGCGCATTTATACGGTTGAAGAGTGTGAAAGGCTTGATGCCAGTTGCC1
1506 CHIP2108 STM/STY STM3607 STY4196 ATGATGGATAAAATATATGCAATGAAATTGTTACTCTGCGGCCTCTTTAATGGATGATGGATAAAATATATGCAATGAAATTGTTTGTACGCGTGGCGGAACGGGAAAGTTTTTCCCGTGCAGCAGAGGATATCGGCCTTCCCAAAGGCAGCGTCTCACGGCAAATACAAGCGTTAGAACATCAACTGGGCATCCGCCTGCTCCACCGCACCACCCGGCGGGTACAGCTTACTCAGGACGGAATGGTTTACTACGAACGGGCAAAAGATCTGTTGAGTAACCTGGATGAACTGGAGGGTCTTTTCCAGC1
1507 CHIP1694 STM/STY STM1811 STY1941 ATGGCGGATACTTTAATGAGCGTTATTCTGCCCACGACGGATGGCGGATACTTTAATGAGCGATACACCTTTCTGGCAACGTAAAACCCTGGATGAAATGACCGATGCCGAGTGGGAGTCGCTGTGCGATGGCTGCGGTCAATGCTGCCTGCATAAGCTGATGGATGAAGATACAGATGAAATCTACTTCACCAACGTGGCGTGCAGGCAATTAAATATCAAAACGTGCCAGTGCCGTCATTATGAGCGCCGTTTTGAATTTGAACCCGACTGTATCAAACTCACTCGCGAAAACT1
1508 CHIP2102 STM/STY STM3646 STY4156 ATGAAGCCGTCCATCATTCTCTTATCCCGCCGCTTGCGGATGAAGCCGTCCATCATTCTCTACAAAACCCTGCCTGATGATTTGCTGCATCGCCTGGAGGCGCATTTTACCGTCACCCAGGTACCGAACCTGCATCCGGAAACGGTAGCGCAACACGCGCAGGCATTTGCCAGCGCGCAAGGCCTTCTGGGCGCCAGCGAAACCGTTAACCGCGCGCTGCTGGAAAAAATGCCGGCGCTACGCGCGGCGTCAACCATCTCGGTGGGATACGATAATGTCGAGGTGGACGCCCTTA1
1509 CHIP2118 STM/STY STM3549 STY4262 ATGAACAAGAATAAGTACTCAACCCCCTTATTCTGACACCTCTATTCTTTGCATGAACAAGAATAAGTACTCAACCCCCTTACTGATGCTTGCCACCATCTTAGCCGGTATGCTTTCCCCGATGCAGTCTGCCGTTAATGGGCAGTTAGGACATTGGTTACAAGACGGTAATGCTTGCGCAGTAATCTCGTTTGCCAGCGGTCTGGTCGTCATGTTTTTTATTATTATTGCGCGCAAAGAAACACGCCAGCAATTCGCCTCAATCCCTACTCTGATTAAAAAGAGAAAAATCCCGCTATGGAATTGGT1
1510 CHIP2134 STM/STY STM3326 STY3505 ATGAGCAAACGACGCATCGTTAATTAAGCTGGTTGCGCGATGAGCAAACGACGCATCGCGCCGTTAACGTTTTTGCGCCGTCTACTTTTACGTATCCTTGCTGCGCTCGCCGTCTTTTGGGGCGGCGGCATTGCGCTGTTTAGCGTGGTTCCGGTGCCTTTTTCGGCGGTGATGGCGGAACGGCAGATTAGCGCCTGGCTCGGCGGAGAGTTCGGTTATGTGGCGCATTCTGACTGGGTCAGTATGGCGGATATCTCGCCGTGGATGGGGCTGGCGGTAATTGCGGCGGAAGACC1
1511 CHIP1966 STM/STY STM4480 STY4818 ATGCAGCCATTTGGTGTACTTGTTACGACTTACGCAGCATTAGCCATGCAGCCATTTGGTGTACTTGACCGCTATATCGGTAAAACCATTTTTACCACCATCATGATGACGTTGTTCATGCTGGTGTCGCTCTCCGGGATCATCAAGTTTGTCGATCAGCTGAAAAAAGCGGGGCAGGGTAACTACGACGCGCTGGGCGCGGGTATGTACACCCTGCTCAGCGTACCTAAGGATATCCAGATCTTCTTTCCTATGGCGGCGCTGCTTGGCGCGCTGCTGGGACTGGGGATGCTGGCGCAGC1
1512 CHIP1982 STM/STY STM4322 STY4681 ATGCAACGTGAAGATATTCTGGGTTAGGTGAGCGCTCCACCGTGCAACGTGAAGATATTCTGGGAGAAGCCCTGAAATTACTGGAGACGCAAGGGATAGCCGATACTACGCTGGAAATGGTGGCGGAGCGCGTAAATCGCCCACTCGACACATTACAGCGTTTCTGGCCAGATAAAGAAGCCATTTTATATGACGCGCTACGTTATCTGAGTCAGCAGGTAGATATCTGGCGACGCCAGCTTCTTCTTGATGAGACGCTTTCTGCTGAACAAAAGCTACTGGCACGCTACAGCGCGC1
1513 CHIP2136 STM/STY STM3309 STY3488 ATGACGCCGCAACTCACCTTACATACGGGGAAGTACGTCTTCGATGACGCCGCAACTCACCTGGACGCGTGAGGCGGACACTCTGGTGCTGGCGGGAGAGCTGGATCAGGACGTGTTGGCGCCGCTATGGGACGCGCGCGTAGAAGCGATGAATGGCGTTACCCGTATCGACCTGAGCCAGATCTCCAGGGTAGATACGGGGGGACTGGCGCTGCTGGCGCACCTTGTGAACCAGGCAAAAAAGCAGGGCAATGCCGTGTCGCTGTCTGGCGTTAACGACAAGGTTTACGCGCTGGCGC1
1514 CHIP2152 STM/STY STM3244 STY3427 ATGCACATTACATACGATCTCCCGTTAAGCGTCAACTAAACCCGTAATTTGATGCACATTACATACGATCTCCCGGTTGCAATTGAAGATATCCTCGAAGCGAAAAAAAGACTGGCGGGGAAGATATATAAAACGGGAATGCCTCGCTCTAACTATTTTAGTGAACGTTGCAAAGGCGAAATATTTCTCAAGTTTGAAAATATGCAGCGTACGGGTTCATTTAAAATTCGTGGCGCTTTTAACAAACTTAGCTCGTTAACGGAGGCGGAAAAACGTAAAGGCGTCGTGGCCTGTTCCGCAGGTAATC1
1515 CHIP2168 STM/STY STM3146 STY3317 ATGCGGATATTAGTCTTAGGGGTCGTTAGACATGCGCCGTCTCATGCGGATATTAGTCTTAGGGGTCGGCAATATTTTGCTGACCGATGAAGCCATCGGGGTGCGTATTGTTGAAGCGTTAGAGCAACGATACACCCTGCCGGATTTCGTTGAGATTCTGGATGGCGGTACGGCGGGAATGGAACTTCTTGGCGATATGGCGAATCGTGATCATTTGATCATTGCCGACGCCATCGTGTCGAAAAAGAACGCGCCGGGAACCATTATGGTACTGCGCGACGATGAAGTTCCGGCGCTGT1
1516 CHIP1609 STM/STY STM2835 STY2956 ATGAATCAAGTTGCCGTTGTCATTAGAACATCACTTGACCGCCATGAATCAAGTTGCCGTTGTCATTGGCGGAGGCCAGACCCTGGGGGCATTCCTTTGCCGTGGGCTTGCAGAAGAAGGATACCGCGTGGCGGTCGTTGATATTCAAAGCGATAAAGCCGCGAATGTCGCCCAGGAAATTAACGCCGATTTTGGCGAAGGTATGGCGTACGGTTTTGGCGCCGACGCCACCAGCGAGCAGAGCGTGCTGGCGCTTTCCCGCGGCGTAGACGAGATTTTCGGGCGCGTCGATCTGCTGG1
1517 CHIP4509 STM specificSTM2003 ATGTCACTGACTGATACTAAAGTAAAAAATGCTTATGGTGCATCAGCTTTTGGATGTCACTGACTGATACTAAAGTAAAAAATGCCAGACCAGCGGAAAAGGCCGTCAAGCTCGCTGACGGGTTTGGCCTCTATCGATTCAAAATACTGGCAGTCAGGCTATCGCTTTAATGGCAAACAGAAGGTGTTTTCTATTGGGGTTTACCCTGCGGTTTCTCTTGCTGATGCCAGACAACGCCGTGACGAGGTCAAAAGGCTGCTGGATCAGGGGATTGACCCGAACGCAAAAAACAGGCTGATGAAAAAATCC1
1518 CHIP4525 STM/STY STM2195 STY2429 ATGGTTCGCTGGGGAAAATTCTTACCAACATAATGAATTTTCCAGCATGGTTCGCTGGGGAAAATTCAGCCGCGCAAGAGAGGGTAACAGCGTGAAATACAATACGATGAATAACGATGAGATTATCCTGTCGTTGTGCGCCCGCTTAAAGGAGACGCGTCTGTCTCTTTCGATGACCCAGCAGCAGCTTGCCGATCGCGCGCACGTTGGCATTGCCACCATCAAGCGTATCGAGAAGGGAGGAGGGCTCAATCTTGATACGTTAATTTCTCTCCTGCGGGCGCTGGATAAGTTGCATAATC0
1519 CHIP4527 STM/STY STM2198 STY2432 ATGAGTATAAAAACATTTATTTTCAGCCAGCTTATAACCGATGCAGCCTGGATGAGTATAAAAACATTTATTTTCAGCCAGCCCGATAAGCCGATTGTAAAAGAGAAAAAAGAGATAGACCAGACCTATAAAAAATTTCGTTTTGAGATTATCGCCTCGGTCTTTATCTCTTATGCCGTCTTTTATCTTACCCGTAAAAACTTCTCCGCCGCGATGCCGGCCATGCTGACGGAAACGTCGCTGACCGCAGAAGACTTCGCCATTATGTCTTCTATTTTTTACATTCTTTATGGCGCGATGAAGTTTG1
1520 CHIP4543 STM specificSTM2234 ATGAGGCATTTTAAAAATTTCACTAAAACATTATTTATTCAGATATTCCGGCCAGATGAGGCATTTTAAAAATTTCACTAAAACAACGGAATTAACCCTTGTTCAGCAGAAATTATCAGAGAATTGCAGTATTCAGTTTATCCAGGATGAATCAGGTGTTGACTGGTATGTGTTACAGAAGTTATTCCAGCCCGATACGCTGAAAATCCAGTATGACAAAACAGGGCTGATTATTGCTGCGGATAAAGATGCGACTAAGCTATTTCCGCTGAATTGCTCTGTTGTGGAATTCGCTGATACTGATATTCCCG1
1521 CHIP1683 STM/STY STM2205 STY2441 ATGAGCAGGCGTGTTGCCTTAGTTAAACGGTTGTAAGTCGACAATGAGCAGGCGTGTTGCCACCATTACCCTTAATCCGGCTTACGATCTGGTTGGGTTTTGCCCTGAAATCGAACGCGGCGAAGTGAACCTGGTGAAAACCACGGGTCTGCACGCGGCGGGCAAAGGCATTAACGTTGCCAAAGTGCTGAAAGACTTAGGCATCGACGTCACCGTCGGCGGTTTTCTCGGTAAAGATAACCAGGACGGTTTTCAGCAATTGTTCAGCGAACTGGGTATCGCTAACCGCTTTCAGGTGG1
1522 CHIP1899 STM/STY STM3403 STY4394 ATGGCTAAATCAGCACTGTTTTCGTTATTCCACCGGAACCGGATGGCTAAATCAGCACTGTTTTCGGTGCGTAAAAATGAGCCCTGCCCGCAGTGCGGGGCCGAACTGGTAATTCGTTCCGGGAAACATGGTCCGTTTCTCGGCTGTTCTCGCTATCCGGAATGCGATTACGTTCGTCCGCTGAAAAGTCAGGCGGACGGACATATCGTTAAAATTCTGGAGGGGCAACTGTGCCCTGAGTGTGGCGCCGTGCTGGTGTTGCGTCAGGGGCGCTTTGGCATGTTCATCGGATGCAGTC1
1523 CHIP1915 STM/STY STM3434 STY4364 ATGGGTCAGAAAGTACATCCTAATGGTTATTTACGGCCTTTACGCTGCATGGGTCAGAAAGTACATCCTAATGGTATTCGCCTGGGTATTGTAAAACCATGGAACTCTACCTGGTTTGCGAACACCAAAGAATTCGCTGACAACCTGGACAGCGATTTTAAAGTACGTCAGTACCTGACGAAGGAACTGGCTAAAGCGTCTGTATCTCGTATCGTTATCGAGCGTCCGGCTAAGAGCATCCGTGTGACTATTCACACCGCTCGCCCGGGTATCGTTATCGGTAAAAAAGGTGAAGACGTAGAAA1
1524 CHIP1931 STM/STY STM3033 STY3182 ATGCTGAAATTCATGCTTGATACCTTAGCACCAGTCTTCGATTCGATGCTGAAATTCATGCTTGATACCAATACCTGTATTTTCACCATCAAAAATAAGCCCGAACACATCAGAGAACGCTTCAACCTCAATACATCCCGAATGTGTATCAGCTCCATCACCTTAATGGAGCTGATTTACGGTGCTGAAAAAAGCCTGGCGCCGGAGCGTAATCTTGCCGTCGTGGAGGGATTTATCTCCCGCCTTGAGGTTTTGGATTACGATACACAGGCAGCGATACATACCGGTCAAATCCGTGCCG1
1525 CHIP0323 STM/STY STM0874 STY0907 ATGAGTCCGACCATTGAACTTCTTAGCGCGTCGCCCAGCCATGAGTCCGACCATTGAACTTCTTTGTGGCCATCGTTCTATTCGCCATTTCACCGATGAACCCGTGACTGAGCCGCAGCGAGAGGCCATTAATTGCCGCGCGCGCAGCACGTCCAGTTCCAGTTTTTTACAGTGCAGCTCTATTATCCGTATTACCGATCGGGCGCTGCGTGAGGCGTTAAGTTGCCTGACGGGCGGGCAAAAGCATGTGGCGCAGGCCGCTGAGTTCTGGGTATTTTGCGCCGATTTTAATCGTC1
1526 CHIP2230 STM/STY STM3198 STY3377 ATGACCTTATTTGCGGAGTATAACAGCTTAAACATAGAAGGTACGCTCAGCCATGACCTTATTTGCGGAGTATAACAGCCCCTATCTGTTTGCCATCGCGTTCGTTTTCTTTATCGGCGTGCTGGAGATGATTTCGCTGATTTTTGGCCACTTTCTTTCAGGCGCGCTCGACGCCCATCTCGATCATTATGACGCCCTGTCATCCGGCCCTGCGGGCCAGGCGCTTCATTATCTGAATATTGGACGCGTTCCCGCCCTGGTCGTCCTCTGTCTATTGGCCGGTTATTTCGGCCTCTTCGGTATCCTCA1
1527 CHIP2254 STM/STY STM3091 STY3244 ATGCCTGACAATAAAAAACAAGGGTTAGTCGTGGGCGCCGATATGCCTGACAATAAAAAACAAGGGCGTTCCAACAAGGCCATGACATTTTTTGTCTGCTTTCTTGCAGCCCTGGCAGGATTACTTTTTGGCCTGGATATCGGCGTTATCGCCGGTGCTTTACCCTTCATTACCGACGAGTTTCAGATTACCGCACACACTCAGGAATGGGTGGTCAGCTCCATGATGTTTGGCGCGGCCGTCGGCGCTGTCGGCAGCGGCTGGCTCTCCTTTAAGCTGGGTCGTAAAAAAAGCCTGA1
1528 CHIP2270 STM/STY STM1078 STY1101 ATGATGAAAGAGACCGATATTGCTGTTATTTCGCCAGCCCCAGATGATGAAAGAGACCGATATTGCTGATGTTTTGACGTCCACTCGCACTATCGCGCTGGTAGGTGCGAGCGATAAACCCGATCGTCCAAGTTATCGGGTAATGAAATACCTGCTTGAACAGGGCTACCATGTGATTCCGGTTGCGCCAAAAGTCGCGGGTAAGACATTGCTGGGGCAACAGGGGTATGCCACGCTGGCGGACATTCCCGAAAAAGTCGATATGGTGGATGTTTTTCGCAACTCTGAAGCTGCATGGG1
1529 CHIP3378 STM/STY STM0804 STY0838 ATGTCGCAATTAACCCATATAAACGTTAATCATGCGCATCCACCATGTCGCAATTAACCCATATAAACGCCGCAGGCGAAGCGCACATGGTGGACGTTTCCGCGAAAGCGGAAACCGTTCGTGAAGCGCGTGCGGAAGCATTCGTTACCATGCGTAGTGAAACGCTGGCGATGATTGTTGATGGCAAACACCACAAGGGCGATGTTTTCGCCACCGCCCGAATTGCCGGTATTCAGGCCGCCAAACGCACCTGGGAGCTGATCCCGCTGTGCCACCCGCTACTGCTAAGTAAAGTGGAGA1
1530 CHIP3410 STM/STY STM0850 STY0889 ATGATGCTTAACTATGTTCTCAAGCGTTACTTATACCTGATAGCCGGATTAATGGGTGATGCTTAACTATGTTCTCAAGCGCCTGCTGGGATTAATTCCTACGCTGTTGATTGTGGCAGTGCTGGTGTTTTTATTTGTTCATTTGTTGCCCGGCGACCCGGCGCGGCTGATAGCCGGACCGGAAGCCGACGCGCAGGTGATCGCGCTGGTTCGTCAGCAGCTGGGGCTTGATCAGCCGCTTCATGTCCAGTTTTGGCATTACATCACCCATGTTTTACAAGGCGATTTCGGGACGTCAATGGTTTCCCGCC1
1531 CHIP0374 STM/STY STM1091 STY1121 ATGCAAATACAGAGCTTCTATCACTCATTAAGATGTGATTAATGAAGAAATGCCTATGCAAATACAGAGCTTCTATCACTCAGCTTCACTAAAAACCCAGGAGGCTTTTAAAAGCCTACAAAAAACCTTATACAACGGAATGCAGATTCTCTCAGGCCAGGGCAAAGCGCCGGCTAAAGCGCCCGACGCTCGCCCGGAAATTATTGTCCTGCGAGAACCCGGCGCGACATGGGGGAATTATCTACAGCATCAGAAGGCGTCTAACCACTCGCTGCATAACCTCTATAACTTACAGCGCGATCTTCTTACCG1
1532 CHIP3341 STM/STY STM0745 STY0791 ATGACTGACATGAATATCCTTGATTTGTTACCCCTTGTTGCTTTCGCGTGACTGACATGAATATCCTTGATTTGTTCCTGAAGGCAAGCCTTCTGGTTAAACTTATCATGTTGATTTTGATTGGTTTTTCAATAGCATCCTGGGCCATCATTATCCAGCGAACGCGTATTCTGAACGCCGCTGCGCGTGAGGCGGAAGCGTTTGAAGATAAATTCTGGTCCGGAATCGAACTATCGCGTCTGTACCAGGAAAGCCAGGGGAGACGCGATAGTCTGTCGGGCTCGGAACAAATCTTTTATAGCG1
1533 CHIP3373 STM/STY STM0794 STY0827 ATGGCTCGCCACCCACGCTTATAAGGCTGCCGCGTTGATGGCTCGCCACCCACGCTGGACACTGTCGCAAGTAACCGAATTATTTGAAAAACCACTGCTGGAATTGCTGTTTGAAGCGCAGCAAATTCATCGCCAGCATTTCGATCCGCAGCAGGTACAGGTTAGTACGCTGTTGTCGATCAAAACCGGCGCCTGCCCGGAGGATTGTAAATACTGCCCGCAGAGCTCGCGCTATAAAACCGGGCTGGAAGCCGAGCGTTTAATGGAAGTAGAGCAGGTACTGGACTCCGCCC1
1534 CHIP3405 STM/STY STM0841 STY0880 ATGACGACTCCTTTTACCCACGTTAAACATCTATACCTAATGCCCGTTTACATGACGACTCCTTTTACCCACGAAACGCTGCCCGCCGACCCAAAAGCGGCCATTCGTCAGATGAAGCAGGCGCTACGCGCGCAAATCGGCGACGTACAGGCGGTGTTCGACCGTTTGAGCGCCACCATAGCAGCCCGGGTGGCGGAAATTAACGATCTGAAGGCGCAGGGGCAGCCGGTATGGCCAATTATCCCTTTTAGCGAACTGGCGATGGGCAACATTAGCGATGCCACCCGCGCCGAGGTTAAGCGCCGCG1
1535 CHIP2194 STM/STY STM3331 STY3511 ATGAGCCAGAATGTTTATCAATTTATCGTTACACTTCGAGGTAGTTCATAATCCCATGAGCCAGAATGTTTATCAATTTATCGACCTGCAGCGCGTTGATCCGCCGAAGAAACCGCTGAAGATCCGTAAGATCGAATTTGTTGAAATCTACGAACCGTTTTCTGAAGGTCAGGCGAAAGCTCAGGCGGATCGCTGTTTGTCCTGCGGTAACCCCTACTGCGAGTGGAAATGTCCGGTACATAACTACATCCCGAACTGGCTGAAACTGGCTAACGAAGGGCGTATTTTTGAGGCGGCTGAGCTATCGCACC1
1536 CHIP0327 STM/STY STM3757 STY4030 ATGCCAACTCCCCAAAATTACTTTAGAAACTGTATTTCATCCCCAGCATGCCAACTCCCCAAAATTACTCATTCATCGCCATAGCGGTATCAGCAGCATTAGCCTCTATGGTATTTCCCTCCCAGGCGGCCTGGGTTGACGTTGATAGTCTGCCATCCAGTGGGCTGGTCAGTCAGTTGCCGCCGGAATTACAGGCTATTATTCCCGCTCAGGCCAGTACCGGTTTCACCAAAGTCGGGACCATGCCCAACTACGTTTATCAGTGGAACACCGGCACCATCCCGGTTTATGGCAATGGCCTCA1
1537 CHIP4301 STM/STY STM2665 STY2853 ATGACAATGAACATTACCAGTAAACAAATGTTACTCTTCTTCTGCTTCGACGAAATGACAATGAACATTACCAGTAAACAAATGGAAATTACTCCGGCAATCCGCCAACATGTCGCAGACCGTCTCGCCAAACTGGAAAAATGGCAAACTCACCTGATTAATCCTCATATCATTCTGTCTAAAGAGCCACAGGGCTTTATTGCTGACGCCACCATTAATACACCGAACGGACATCTGGTCGCCAGCGCAAAACACGAAGATATGTACACCGCTATTAATGAATTGATCAACAAGCTGGAACGGCAGCTCA1
1538 CHIP1493 STM/STY STM2387 STY2619 ATGCAAGTTTTTATCATGCGTCATTAAATCGCTTTCGCCATTTTCATGCAAGTTTTTATCATGCGTCACGGCGACGCAGCCCTCGATGCCGCCAGTGATTCGGTTCGTCCCTTGACCCCTTGTGGGTGTGACGAGTCTCGCCTGATGGCGAACTGGCTGAAAGGTCAAAAAGTGGATATCGAACGTGTTCTGGTGAGTCCGTTTCTTCGGGCCGAACAGACGTTAGATGTGGTCGGCGATTGTATGAATCTGCCGGCTCAGGTGGATGTCCTGCCGGAGCTAACGCCCTGTGGCGATGTCG1
1539 CHIP1479 STM/STY STM4240 STY4436 ATGATGAATAAAGACGAAGCCGTTACCAGCGATAGTTGTTACGGGATGATGAATAAAGACGAAGCCGGCGGTAACTGGAAACAGTTTAAAGGTAAAATGAAAGAACAATGGGGCAAACTGACCGATGACGATATGACCGTTATCGAAGGTAAACGCGACCAACTGGTAGGTAAAATCCAGGAGCGTTACGGTTACCAGAAAGATCAGGCGGAAAAAGAGGTTGTTGACTGGGAAACCCGTAACAACTATCGCTGGTAA1
1540 CHIP0458 STM/STY STM3415 STY4383 ATGCAGGGTTCTGTGACAGAGTTACTCGTCAGCGATGCTTGATGCAGGGTTCTGTGACAGAGTTTCTAAAACCGCGCCTGGTAGATATCGAGCAAGTGAGTTCGACGCACGCCAAGGTGACCCTTGAGCCTTTAGAGCGTGGCTTCGGCCATACTCTGGGTAACGCACTGCGCCGTATTCTGCTCTCATCGATGCCGGGTTGCGCGGTGACCGAGGTTGAGATTGATGGTGTACTACATGAGTACAGCACCAAAGAAGGCGTTCAGGAAGACATCCTGGAAATCCTGCTCAACCTGA1
1541 CHIP0626 STM/STY STM1692 STY1369 ATGCGCCTGGTTTTATCGTTTATGGTTTTTTCACCTCTTCGTGATGCGCCTGGTTTTATCGTCTCTGATCGTGATAGCGGGTCTACTAAGTAGTCAGGCTACGGCTGCGACTGCGCCCGAACAAACTGCGAGTGCAGATATTCGCGATAGCGGCTTTGTGTATTGTGTCAGCGGGCAGGTCAACACCTTTAATCCGCAAAAAGCGAGCAGCGGCCTCATCGTCGATACCCTGGCCGCCCAGTTATATGATCGCCTGTTGGATGTCGATCCCTATACTTATCGTTTAGTCCCAGAGCTGG1
1542 CHIP1558 STM/STY STM0462 STY0506 ATGAAGCTGGTTACCGTGATTATCATTACAGCGCTGCTTCGTCAATGAAGCTGGTTACCGTGATTATCAAACCGTTCAAGCTGGAGGACGTGCGGGAGGCGCTTTCTTCCATTGGCATTCAGGGACTGACCGTCACCGAAGTGAAAGGGTTTGGCCGTCAGAAAGGACACGCCGAACTGTATCGCGGCGCGGAGTACAGCGTGAATTTCCTGCCGAAGGTCAAAATTGATGTGGCTATCGCCGACGACCAACTGGAAGAGGTGATCGATATCATCAGTAAAGCGGCTTACACCGGAAAAA1
1543 CHIP1816 STM/STY STM4042ASTY3832 ATGAACGGAACAGATTTGCTTTACATTAATTCTGCTCCGCTACCAATGAACGGAACAGATTTGCTTTACAAGACGAACATTTCGTTCGTTATAGTGAACGTTGGATGCTTTATGACACAACCTATTAGCGTCATTGCCAGAAGTCTGGTACGCGAACGCCAGCGAACCGGACTGTCGCTGGCGGAGATTGCGCGGCGCGCAGGCATCGCTAAATCTACGCTTTCACAACTGGAAGCAGGGAACGGCAACCCCAGCCTGGAGACGTTATGGTCGCTATGCGTCGCGCTCGACATTCCCTTTG1
1544 CHIP1875 STM/STY STM0721 STY0761 ATGAAAAGGTTATGTTATTTTGTAAATTCAGATTAGCAACCAATAGTGTCTTTATAAATTTGCATGAAAAGGTTATGTTATTTTGTAAATTCAGACTGGTACTTTGATTTACATTGGACAGAACGTGCGATAGCGGCAAGGGATGCGGGTTATGAAATTCATATCATAAGTCATTTTATTGGTGAAGAGATTATAAAAAAATTCAAAACGCTTGGTTTTATTTGTCACAATGTGTCTCTTGTTGCTCAGTCATTTAATATGTTTGTTTTTTTTAGAGCATTCCTTAACGCTCGGAAAATTATTAAAGAGATTAATCCTG1
1545 CHIP0961 STM/STY STM4141 STY3739a ATGGAGACCTGCGTGCTCTTATCGACGGAGCGTTGAAATGGAGACCTGCGTGCTCATGCAACTAAAAAATTGCATAAAATGTTCTATCGCTCACATTTTGCGCTATAAGAGACAAAAATGCTCTAATTTCAAACAAGAGAGCATAAATTTTCGGCATTTTACCGACCGTCTGACCAGGATACGACGCGGCATTTCAACGCTCCGTCGATAG1
1546 CHIP0993 STM specificSTM2439 ATGCCAGGCGTGTTACTGTGTTATTGTTGTATTTGTTCCTGGCAAATGCCAGGCGTGTTACTGTGGTTTTTTAAAGGCGTTATCGCGCTTCTGTTAGCGTTTGCTGTAGGGTTAATCGTTTACTATTATCTGGAAATTCGTCCCATAGCCCAGACCGCATTACAGAGCGCCTCTTTCTGGTTGTCCGAATCGCCGCAGACGCGTTTTTTGCGCCGCGCTGCGGCCAAAATACATCCCAAATCTTATACTGCCAGATTGCTCTATACCCAAGCTGGCGTGGATGGGCATTTCAGGATCGCGA1
1547 CHIP0996 STM specificSTM1011 ATGCTCCAAGATAGAACTTTTAGTTGCTTAAGCATCCGGATCTCCTTTCATGCTCCAAGATAGAACTTTTAGTTGCACTTTTTGCTTTACAAATCGAACCTTTGGTTTTATCGTTAGTTTCATCGACAACAAGCGCATCGTTGTCAGGTGTAAAACGTTCCGCTGGCCGGCGATAAGGCAAACGAGGGTGAGAATGATTGATTTCGCACGTAAACCAGCTCGACAGCAGGCCGTCCCGCTCAACCGGATTGAGGTTTTAATCCGCCGCCTCTGCTACCTGCTGGCGCAGAAAGGAGATCCGGATG0
1548 CHIP3548 STM specificSTM4206 ATGATAAAATTATTTATAAAGTACGTTTCGATAGGCTTATTTCTCATTCCTGAAAACAATGATGATAAAATTATTTATAAAGTACGTTTCGATAGGCGTACTTAATACTGCTTTGCATTGGGCTATCTTTGCCCTTTGCGTCTATGGATTTCAAACAAGTCAGGCTTTGGCAAACGTAGCGGGCTTTGCTGTCGCTGTCAGTTTTAGTTTTTTCGCTAACGCCCGGTTTACCTTTGGAGCCAGCGTATCAACCGGACGTTATTTGCTGTACGTCGGTTTTATGGGCGTGCTGAGCGCCGTCGTGGGATGGACAGGCG1
1549 CHIP1212 STM/STY STM2722 ATGAACACGACACTGACCCCTTAAAAAATCTCCACAATGTTGCATGAACACGACACTGACCCCCGCAGACCTCGATCCCCGTAGGCAGGCCATGCTGCTGTACTTTCAGGGATACCGCGTAGCCCGCATTGCTGAAATGCTGGGCGAAAAAGTTGCAACCGTTCACAGCTGGAAAAAACGCGACAAGTGGGGCGACTATGGGCCGCTGGATCAGATGCAGCTCACCACCGCCGCACGCTACTGCCAGCTCATTATGAAGGAGCATAAAGAAGGGAAAGATTTCAAAGAAATTGACCTGC1



1550 CHIP1134 STM/STY STM1882 STY2088 ATGGCGGTTGAAGTTAAATACGTTTAGGCGGCTTGCTTTTTCATGGCGGTTGAAGTTAAATACGTAGTCATTCGCGAGGGTGAGGAGAAGATGTCATTTACCAGTAAAAAGGAAGCCGACGCCTGGGACAAAATGCTCGATACTGCCGATCTTCTTGATACCTGGCTTGAGCAGTCGCCAGTCGTGCTGGAAGATGGGCAGCGCGAAGCGTTGTCGCTGTGGCTGGCGGAACATAAAGAGGTGTTAAGCACTATCCTCAAAACCGGTAAGTTGCCTTCTCCGCAGGCGGTTGAAAAGG1
1551 CHIP4030 STM/STY STM2713 ATGAGGATTTGCGCCGCTTTATTCAGGGCGCTGCGTATGAGGATTTGCGCCGCTGGGCTGATACTCCTTTGCCTGCTGACATTATCCGGCTGCGGGAGCGTCCGGCCCTCGCCGGAGGTGCAGCTTACCGTGAGTGGCTGTCCCAGAGTGACGCAGTGCCGTCTGGAAAGGTCAGCGCCGCGCAGTAACGGCGATCTGAACGCGGTGCTGGATGAAACCGAGGCCGCCTGGGCGGTCTGTGCTGACAAAGTGGACACGATTATTGCGTGTCAGGAGCGAGACAGTGAACAAA0
1552 CHIP4039 STM specificSTM2727 ATGAACTCATGGCAAAAATCAGATTAATGTAGCCAGCTGTCGTCATGAACTCATGGCAAAAATCAGAACCCACGAATACAACCGCTCAATGGATGTCATCAATTGAGGTGACTTTTATGCGCATTGAAATAATGATCGATAAAGAGCAGAAGATTAGCCAGTCTACCCTGGACGCCCTTGAATCCGAGCTTTACCGCAATCTGCGCCCCCTGTATCCCAAAACGGTAATTCGTATCCGCAAAGGTAGCTCTAACGGTGTGGAACTGACCGGATTGCAACTGGATGAAGAAAGAAAACAAG1
1553 CHIP4121 STM/STY STM4088 STY3782 ATGTCTTTAGAAGTGTTTGAGAAACTGGTTAGACTTCTTCCATACGACCAAGCATGTCTTTAGAAGTGTTTGAGAAACTGGAAGCAAAAGTACAGCAGGCGATTGACACCATCACCCTGTTACAGATGGAAATTGAAGAGCTGAAAGAAAAGAACAACAGCCTGACGCAGGAAGTGCAGTCTGCACAGCATCAGCGTGAAGAACTCGAGCGTGAAAATAATTCTCTGAAGGAACAGCAGAGCGGCTGGCAGGAACGTTTGCAGGCGCTGCTTGGTCGTATGGAAGAAGTCTAA1
1554 CHIP4179 STM/STY STM2931 STY3056 ATGGGTAAACTAACGCTGCTGTTTTATCGATGAGTTTGCCCCGATGGGTAAACTAACGCTGCTGTTGCTGGCTTTACTGGTCTGGCTACAGTACTCGCTGTGGTTCGGTAAGAACGGCATACATGACTATAGCCGCGTCAACGATGATGTGGTCGCGCAGCAGGCGACAAACGCCAAACTTAAAGCGCGTAACGATCAGCTTTTTGCCGAAATTGACGATCTCAATGGCGGCCAGGAAGCGATAGAGGAGCGCGCGCGCAACGAACTTAGCATGACCAAACCGGGCGAAACCTTCTATC1
1555 CHIP3949 STM/STY STM1376 STY1746 ATGAACCGTACTAACCAGCTGATCTTATTTACAGATGCGGAATACTTTGTTGATGAACCGTACTAACCAGCTGATCTTAGGTGCAGTAGTTCTGGGTTCCACGTTACTGGCAGGTTGTTCAAGCAACGCTAAAATCGATCAGTTGTCTTCCGATGTACAGACGCTGAGCGCTAAAGTTGAGCAACTGAGTAATGACGTAAATGCAATGCGTTCCGACGTTCAGGCTGCTAAAGACGATGCTGCTCGCGCGAACCAACGTCTGGACAACAAAGTATTCCGCATCTGTAAATAA1
1556 CHIP3942 STM/STY STM1367 STY1756 ATGATATACTGTGCACGTTTACACATAAGTTAATGCACGCCCAACCGGTGATATACTGTGCACGTTTACACATAAGCGAGGATGATATGTCTACTGATTTGGACCCAACCCAACTGGCGATTGAATTTTTACGCCGTGATAAAACCGAACTTTCTCCCGCGCAGTATTTGAAGCGTTTAAAACAGCTGGAGTTAGAGTTTGCCGATCTCCTCACCCTCTCAGCAACCGAACTGAAAGAAGAGATCTATTTCGCCTGGCGGTTGGGCGTGCATTAA1
1557 CHIP3959 STM/STY STM1447 STY1675 ATGCCTATGAAAAAGATCGCAATTAACGCTTCGGATTTTGTAACATGCCTATGAAAAAGATCGCAATAATGTGTTTACCTGTGCTGCTGACCGGCTGTAGCGTTTATCAACAATTTGTTGAACGTATGCAAACGGATACGCTGGAATACCAGTGTGATGAGAAGCCGCTTACCGTTAAAGTCAATAACCCGCGTGAAGAGGTCAGTTTTGTTTATGACAATAAGCTGCTGACCCTGAAGCAAGGAATCTCGGCCTCGGGCGCGCGTTATACCGACGGGATTTATGTTTTCTGGTCGCAAG1
1558 CHIP0265 STM/STY STM1056 STY1077 ATGTTCGTAGAACTGGTTTATGACAAGCTTATCTGTTCAAATTTTCGCGAATGTTCGTAGAACTGGTTTATGACAAGCGTAATGTTGAAGGACTCGAAGGGGCCAGCGAGATCATTCTGGCCGAACTGACGAAGCAGGTGCACCAGATTTTCCCTGATGCCGAAGTGAGGGTGAAGCCGATGCAGGCAAACTGCTTGAATAGTGATACCAACAAAAGCGATCGCGAAAATTTGAACAGATAG1
1559 CHIP0243 STM/STY STM2464 STY2701 ATGGAGGCGGATATGAAACTGTTATTTATGGAAAACCACTTTCCCGATGGAGGCGGATATGAAACTGGCAGTCGTCACAGGACAAATCGTATGTACCGTCCGCCATCAGGGACTGGCGCATGACAAATTGCTGATGGTGGAAATGATCGATGCCCAGGGCAACCCCGACGGGCAGTGTGCCGTCGCTATCGACAGTATCGGGGCGGGAACCGGAGAGTGGGTACTGCTGGTCAGCGGCAGTTCCGCACGCCAGGCGCATCGCAGCGAATTATCACCGGTCGATCTGTGCGTCATTGGCATCG1
1560 CHIP1398 STM/STY STM0160 STY0182 ATGGATTACGAATTTCTGCGTTAGGCTTTACTGACGAATTCCATGGATTACGAATTTCTGCGCGACGTTACCGGAGGGGTAAAAGTACGAATGTCGATGGGCCACGAGGTGGTCGGTCACTGGTTTAATGAAGAGGTTAAAGACAACCTCTCGCTACTGGATGAAGTAGAACAAGCCGCGCGTACGGTCAAAGGCAGCGAACGCTCCTGGCAACGAGCAGGGCATGAATACACGATCTGGATGGACGGCGAAGAAGTGATGATTCGCGCCAATCAACTGGATTTTTCCGGCGATGAGA1
1561 CHIP4663 STM/STY STM4191 STY4408 ATGGCTCATGATGTTACGCTTATACCTGTAATTTTTCAGGCGATACCATGGCTCATGATGTTACGCGTGTCACAGGCAAAGCGCGGTCGCTAAAAGTGACGACAGGCCAGATCTGCCATCTGGTATCGCCTGAAAAATTACAGGTATAA1
1562 CHIP2913 STM/STY STM1856 STY1988 ATGGAATTACAGCTTATGCTTAACCATTAAAGCGGCATGACCACAATGGAATTACAGCTTATGCTTAACCACTTTTTCGAGCGCGTCAGAAAGGATGCAAATTTCAACGCATTTCTAATCGATCTGGAATATAATAATATCGCTTATTACATCTATTTTGTTGCTACCGGCAATGTGAAAATTATCACTCATGCAGGCCACTTCATTTCTATTAAAAGCAATAGAAAGCTGATTAAAGTCAATTCAACACCGAATACGCAATTAATAAAATTGATTTCAGCTAAACACTTTTCGGGGGAGC1
1563 CHIP2898 STM/STY STM1833 STY1962 ATGACTATCACGGACCTGGTGCTTATATCTTAAGATATTGATTTTCAATAAGAAGTTTATATATTTTTTCATGACTATCACGGACCTGGTGCTGATTCTCTTTATTGCCGCATTATTGGCTTACGCTCTCTACGATCAGTTCATCATGCCCCGTCGCAATGGCCCCACTCTGCTTTCTATAGCCCTGCTCCGCCGCGGTCGCGTAGACAGCGTTATCTTCGTTGGGCTGGTCGCCATCCTTATTTATAACAACGTAACCAGCCACGGAGCGCAGATGACCACATGGTTATTAAGCGCGCTGGCGTTAATGGGGTTTTATATATTCT1
1564 CHIP2922 STM/STY STM1875 STY2081 ATGGCTTCTTCTGCACCATCTTATTTCACGCTGAAGGTGTATTTCCATGGCTTCTTCTGCACCATCGCGACGTTTAGCTTTACTGCTGCTGGCATCGACATTTGCGACGCCAGCGGCCTGGGCACATGCGCACCTGACGCATCAGTATCCAGCGGCGAATGCTGCCGTTACGGCCTCGCCACAGGCGCTGACCCTGAACTTTTCTGAAGGGATTGAGCCAGGGTTCAGCGGCGCAACCATTACTGGCCCTCAGCAAGAGCTCATCAAAACGCGCCCGGCAAAGCGAAATGAACAGGATAAAA1
1565 CHIP2917 STM/STY STM1869 STY1043 ATGAATCTGTTATCTGCTCTTCTGAAAAGTTAATGCCTCCTGTAATTATTTGACTCTCATGAATCTGTTATCTGCTCTTCTGAAAAGATACTGGTTGCAGCTGGTGTTTATTTTGCTGATGGCTGGTGCGTTTATCGCCGGTAATGTCTGGAGTGACAGGGGCTGGCAAAAAAAATGGGCAGATCGCGACAGCGCTGAATCCTCTCAGGAAGTCAACGCCCAGACCGCCGCCCGTATTATTGAACAGGGCCGCGTTATTGCCCGTGATGAGGCTGTGAAAGATGCACAAGCGCAAGCCGCTAAATCTGCTGCCA1
1566 CHIP4710 STM/STY STM1926 STY2135 ATGATTAATTATGATGTCCTTCACATTAATGTTATAACTCGCTCCTTGATTGCATGATTAATTATGATGTCCTTCACATTAATGTGGCATTAGCGCATTGCAGAAATGCGATAAACAGAGTAAAGCTAAAGCACAATCTCATATTCTTGCAATCAAGGAGCGAGTTATGA1
1567 CHIP1056 STM specificPSLT022 ATGTCAGGGCGGGAGTGTTTAGGACCGCCACCGATGATGTCAGGGCGGGAGTGTTCGGAGGATCTGCGCGGCATCATGCCTGTCACCAGTGAACGGCACGGCCAGTGTGGCCGCCATGTCCAGCGCAAGCACTCTGATATACACATCCATTGAGCGCGGCTCCTTGTGACCGGCCAGTGCCTGAATCACTTTCCGGGGCCGGCTGTGATAGAGCATGTGCATGATATAGCTGTGCCGGAAGGTATACAGCGTCTCCGGAATTGAGAAATGTCCCCATCAGCTTCGGCCCGCC0
1568 CHIP1104 STM specificPSLT095 ATGAAACGTATGTTACCTCTGTTTCTGCTTATTTCCCGGCCTGCCTATGAAACGTATGTTACCTCTGTTTCTGCTTCTGGCAGCCGGCCAGGCACAGGCTGACAGTAACAGTGATTATCGTGCGGGTTCAGATTTTGCCCATCAGATCAAAGGCCAGGGCACCGGCAGTATCCGGAATTTTAATCCGCAGGAGAGTATACCCGGCTATAACGCGAATCCGGATGAAACGAAATATTACGGTGGCGTGACCGCCGGTGGTGACAGTGGGCTGAAGAATGACGGCACGACGCAGTGGGCCACAG1
1569 CHIP1073 STM specificPSLT058 ATGTGGCAGGGCCGGACGTTAGGTGCCTCCTGTAACCGCCTGTGGCAGGGCCGGACGGCCTTTCGCCAGCACGTAAGCGCATTCATGGCGGTAGCCGACATACGCGGATTTTGACGAGTAGTTTTTGGTGAATACCAGGTGTCCGACCACGCTGAAACCGGCACTTTTCCAGGCCGCCATGAAACGGTCCACGCGGTTCCAGCCGTAGAAACTGACCAGCAGCGCATCTTTTTTGAGTACGCGGTACATCTGGTTACAGGCGGGTTGCAGCCACTCGTCGGTTCTGTCACCGGCA0
1570 CHIP1105 STM specificPSLT096 ATGAAGATAATGTCTTTTCTGGTTCGTTAACTGGATTCATTATCATGCTGCATGAAGATAATGTCTTTTCTGGTTCGGGTGGTGGTGACGCTTATTGTGATATCCCCAGCGGTGTACTGGTCATGGGATGCGGTAAGCACAACCACAGCGGACGATATCATGCTGGCGGTGCTCATTATTGCCGCTTACGGTCTGATGTTCACGCTGCTGTTCTGTTTCGTGAATGTACTGACGAAACTACTGCAGCATGATAATGAATCCAGTTGA1
1571 CHIP1050 STM specificPSLT003 ATGATCCTTGAGGAGGCAGAGTTAGGCTCTTTTAGCCATTTCCCTTGATCCTTGAGGAGGCAGAGATGTCGCAGATTGAAAATGCAGTAACTTCCTCATCGAAACGCATTTACAGAAAGGGTAATCCCTTATCTTCCGCTGAGAAGAAGAGATTATCTATTTCACGAAAAAAGACGACGCATAAAGAGCTCAATGTTTTCATACAAAACATACATAAAGAAAGCTTGCAGCAGCTTTGTGAAGAGACTGGAACTACTCAGGCTCAAATGATTGAGCTACTAATTGAACGGGAAATGGCTA1
1572 CHIP1098 STM specificPSLT089 ATGAGTACAAAGCAGAAACAGACTGACTTACGGCTCTGCCCTCATACGATGAGTACAAAGCAGAAACAGACTGACGGCACGGGAGCGCGTAAGCGTGACGGGCTGTGGATGATACCGGGATGCCTGGGGATGGTGGTACTTAACGCCGCCATCAGTTACGGGATAGTCCGGCTGAACACGCCGGTGACGGTGGCATTCAACATGAAACAGACCGTGGATGCGTTTTTTGACAGCGCCGGCCAGAAAAAACTGACGGAAGCGCAGTCGAAAGCGTTGTCCGGGCGCTTTAATGCGGCCCTGGAGG1
1573 CHIP0944 none R460027 ATGAAAGTAGCGGTAATTAATTACAGTGGTTATTCTCCCATTAAAGCCGCAATGAAAGTAGCGGTAATTAATTACAGTGGCAGCGTTGGTAAAACCTTAATTTCATCCTACCTGTTAGCCCCGCGTCTGACTGGAGCAAAATTCTATGCGGTTGAAACTATCAACCAGTCTGCTTCCGATCTGGGGATTGAGAATGTTTCCATTTTTAAAGGTGATGACTTTTCACGGTTGATTGAAGATATTGTTTTTGAAGATGCCGGGATTATTGATATTGGTGCGTCAAACGTAGAAGCGTTCCTGATGGCAA0
1574 CHIP0954 none R460022 ATGGAGCAGATCGACAAGCGTTACAGTGTAAGCAGGCGGCATGGAGCAGATCGACAAGCGCAAGCAGGATAAACTGAAGTTCGACCGGGTAATTATTCTGGCGCACAGACTGCCGCAACCGGCGATCCATGACTTACTACGCGCGCTGATACTGCCAATTCAGGCCGATTACTTGCTGGCCGTTGGCACGGAGGGCCAGGACGCGCGCCCGGACATGAACGAGCGCGAGTTCTTCTTCACAAAAATCATCTGGGCGATGGATTACACGCACATGAAATCACTCAGGCTTGCAGCTG0
1575 CHIP4889 none R460034 ATGCACTTTACTAACTTCCTTCAGCGTTATGCTGATATCACCTTGCCAATGCACTTTACTAACTTCCTTCAGCGTTACTTCGATATAGAGATTGAACATACCTTTGACCCTACCATTCAGGGCAGCAACGAAACGGGTAAAGACGTCACTAAAATCTGGATCTATGAGAAGGGCGAGGATAGCGAACCGCTGCTTACTCTGACAGAAGCATGGTGGTATACCGAGACAAAAACGGCTGGTAACTGGCTTATCGGCAACGTGTATTCAACGCTTGAGCATGGGCGTGAAATTCATGAAAGCGAAT0
1576 CHIP4876 none R460011 ATGTTCGTTGACGGGAAAAGATTAAACCCTTACGTTAGTAGTCAACAGAGGATGTTCGTTGACGGGAAAAGACCGCTTTTCAAAGGTGCGACTCGCTTACCTCGCGCGCTGGGTGTACCACGTAATGTAGCTATGATGATATTCATGATTTCTGCCTCGCTTTTTATGATTATTCATATGTGGGCGATCCTGGTGTTCGTCTTTTTGCGGATTCCTTCAGCTGCATTAACAAAATATGACGACCGCATGTTTCGAATTATGGGCCTGTGGTTGAAAACAAATTCAGTAATTGGTTTGATTCTCCGTT0
1577 CHIP4870 none R460004 ATGAAAAAAATAATATTAAGTGCATTAGCCTGTTAGCGACGGCTGTATACCTGCGTGAAAAAAATAATATTAAGTGCATTAGCCTGTACAGCTCTCTTAACTGGTTGCGTCAGCCAGGATAAAGGTAATGCGATGCAGAGCCAGCTGAATAACCAGCAACGCCAGATTAACGAATTATCCGTTCGTTTGCAGTCTGCGGAGTCCCGGCTATCAAAGCAGGAAGAAAAGCTGCGCAACGAACTGCTGCAATCCAGCGGCTATTGCTATCTGAATGGCGCCCGCTACTCGACCGGCACCGTACTTTACGGGC0
1578 CHIP4897 none R460048 ATGTTTATTCAAACGGCATTCAGTTTAACGGGCGAGGTAAGCCATGTTTATTCAAACGGCATTCAGTTTCTCAAACGCTGTGCAGCGCTGGGTTTGCCGTTTCTCTGGGCTTCGCCTGGTGGCGTTACGCTGGTTTGTGGTCTTTTTGGCCTCTGGCCCTTGTGTAGCAAGCGCGAGCAGCTATTTTTTTCGTAGTGCTGTGCCGCCTCGGTGGCACCGTGCCTTTTCGCAGTTAGCGCCCGTCGCCAAGTTACGGTTATCCGTTTTGGCTTCTGGCTCTAACATTTCGGTCAAGCCGA0
1579 CHIP4801 STM/STY TTTTTCCGCTCGTTTTATGCGGGTATTTTTCAGCCCCAACTTTTTCCGCTCGTTTTATGCAGCGCATGGCGCTCACCACGGCGCTTTGTGCCGCGTTTATCTCAACCGCACATGCCGATGACCTGAATATCAAAACTATGATCCCGGGCGTTCCGCAGATCGATGCGGAATCCTACATCCTGATCGACTACAACTCCGGCAAAGTTCTGGCGGAACAAAACGCCGACGAACGTCGCGACCCGGCTAGTCTGACGAAGATGATGACCAGTTACGTCATCGGACAGGCAATGAAAGCG0
1580 CHIP4805 STM specific TTTACTTTTTGCGCTCTCCACCAACAAATCGCGCATAAATCTTTACTTTTTGCGCTCTCCACGCCGATGGAGGTGCTATATATCGGCAATGAGCCTTCGCATACCTCTCCAGCAATGTATACCGGAATTCCTGCTGTCGATCTCTCCGATTCATGGGGGATTGATAACCGTGAAGATCTTATTCAAACCATCTATCGGATGACGGACGATGGTCATGCGGCAGATTTGGCTCCCTTTTATATCCGCTGGTTTACGCTATCTCCTCGTCAATGGCGCGAATTTACCGCGCAGTTTGGC0
1581 CHIP4809 STM/STY CAATTTCGAAACCATGCGTAAGGAACAATTCTGCCACCAGCAATTTCGAAACCATGCGTATGGAAATGGTGAGCTTCTCTGAACTGGTGCTGAACCCGGTAGCACAGGTGAAATTTGTTCACACTGTGGCGTCCGGCTATGTCACCGGCGCGATGTTCATCCTCGGTATCAGCGCTTACTACATGCTGAAAGGTCGTGACTTCGCCTTTGCTAAACGCTCCTTTGCTATTGCCGCCAGCTTCGGTATGGCTGCCGTACTGTCCGTTATCGTACTCGGCGACGAATCCGGTTACGAA0
1582 CHIP4813 STM specific ATGAAAGGGCTTGAAAATGCACTTTATGGCGGGAAGGTTTATGAAAGGGCTTGAAAATGCGATCCGGAATCTGAACAGCCTTGACCGACAGATGGTTCCCCGGGCCAGTATCTGGGCTGTGAATCGCGTGGCGCAGAAAGCTGTTTCAGTGGCAACCCGTAAGGTGGCGCGGGAGACTGTCGCCGGAGATAACCAGGTAAGAGGACTTCCGCTGAAGCTGGTTCGCCAGAGGGTGAGGTTATTTAAAGCCGGTACAGACGGTAAACGCTCTGCCCGGATACGGATTAACCGGGGAA0
1583 CHIP4817 STM specificSTM2614 GCCAGCAGGAATTAAACCAAGTTCCAGCCTGGCTTTATCAGCCAGCAGGAATTAAACCAATATTTATCAATAATATGATGTCAATATATGGATTATCCAATCCTCATGACAGCAAGGTATTTCCAGACCTTCCAGAACACCAAGATAATCCTTCGCAATTACGCCTCCAACATGATGGTCTTGCTACCGATGATAAAGCCAGGCTGGAAC1
1584 CHIP4821 STM/STY ACTAAAGCCGCTAACGACGATTCCGGTTTAACTTCCATCGACTAAAGCCGCTAACGACGACCTGCTGAATTCCTTCTGGCTGCTGGACAGCGAAAAAGGCGAAGCGCGCTGCATCGTTGCAAAATCCGGCTTTGCTGAAGATGAAGTTGTGGCTGTCAGCAAACTGGGCGAGATTGAATACCGTGAAATTCCGATGGAAGTTAAACCGGAA0
1585 CHIP5189 STY specific STY3071 ATGACACAGATAGAATATCTGGACTACCTCTTACCATGTTGACGCAGCAATGACACAGATAGAATATCTGGACTACCTCTGCTATTGGGGGAAAACAGATAAATCAACAGAAAACATAACCTGTAATTATCATTTACTGGCATACCATTGCCTGGACGTTGCTGCATGCGGGGAATACATAATAAAAAACAATACATTCAATTCATGTAATATATTAAAAGAATGTAATATCTCAGGTACAAATGCAGAAAACTGGATAATCTGGTTTCTTGCCAGCCACGATATCGGAAAATTCGCCAGAGGAT0
1586 CHIP5119 STY specific STY2060 ATGGCAAAAGTATTTACACCAGAAGATTACTGTGCCACCTCCTGAAAATTACATGGCAAAAGTATTTACACCAGAAGAGCGGGAAAAAATTAAAGGGCAGGTTGTTGAACTTGTACGTCTGAGCGGTCGCGAGACGTTACGGGCTCTGGAGGCTAAAACCGGTGCATCAAGGTATTACATAAGCACTCTCGCCAGAGAACTGGTCGCCAGTGGTGATGTTTACAATTCAGGCTACGGATTATTCCCGTCTGAGCAGGCGCGTAAAGACTGGCAAAATGCCCGCAAAAAACTATCAAGGGCAAAGGTGA0
1587 CHIP5135 STY specific STY2076 ATGAATCTTGTGACACTCAAAACGTTTAGGCAAATTGGGATCGTATTTTTTCATGAATCTTGTGACACTCAAAACGTGGGGAAAACTCAGATATCCGGATAACCCACCATCAATATCAACGCTGAGACGATGGGCAAGGAATGGAAACATTTATCCTGCACCTGAACTACACGGGAGGAGTTACAGGGTGGTTCCGGAAGCTTTCTATATCAACCCAAATAAGGTTGATACCGATATAACACACCATCAGCCTAATGGGCGACAAGGGAGAGACAGTCCGTTACTGGAGAAGTTAAAACATGCAGCGG0
1588 CHIP5240 STM/STY STY3677 ATGAAGAAGAATACCCGCTTTGCTTACGCTCCGGCTTCTGCATGAAGAAGAATACCCGCTTTGCTTTTAACGCTTACCTGCAGCAGCTGGCGCGTCTGAACGGTGTTGCAGTTGAAGAACTGTCCAGCAAGTTCACCGTCGAACCGTCCGTGCAGCAGACGCTGGAAGACCAGATCCAGCAGTCCGCCGCTTTCCTGACACTGATTAACGTCACGCCAGTGACTGAGCAGTCCGGTCAGTTGCTGGGGCTGGGTGTTGGCAGCACCATTGCCGGAACCACTGATACCACCGCGAAAG0
1589 CHIP5254 STY specific STY3693 ATGCAGAAATATATTTTCAGCGCCTTATCTGGCCTGAACTGCCGATGCAGAAATATATTTTCAGCGCCGATAAAAATGCGTTTTTCCCTGTGGAGCTTAAAATCGCTTATCAGGAATCCGGCGAATGGCCCGATGATGGAATCGAAATTGACGACACTGTTGCCGCCGAATTTATGAAGGAAGCACCAGAAGGAAAATACAGAGGTGTCATCGACGGAATGCCTGCATGGATTGATATTCCACCGCCAACTCATGAGGAACAAATTGCCGCAGCCGAACTGGAAAAGCAGCAATTGATTA0
1590 CHIP5270 STY specific STY3949 ATGAACCGCTGCCATTGCTTAAAATGCCTCTCCTACCTGAAAATAAAAACTTGAACCGCTGCCATTGCCGACAGTTGCTTTGCGTCGCCGGTGTGCTGTCCGGCGTGGCGCAGGCGGCGCTGCCCAGCCGCAGTCAGGTGGACGGCTGGCTACAACAAATGGGGGATAGCGATACTTACGATGCCGCCAAAGGCGTCAACTGGGGAGTAATGCCCGGGCCATTTTATACCCCTGAACTGGGGCTGGGCATCGGCACCGCCATTGTCGGTATGTATCGCCCCGATCCTGCCGATAAGGTTAGCCAGA0
1591 CHIP5211 STY specific STY3344 ATGGATTATATTAATCGATGGCTTGGTTAGTCTAAATCGGCGCACTGCATGGATTATATTAATCGATGGCTTGGCTCTGAACTGCTGATGTTTTGTGTTCTACCGTGGGGGTATGCCGCTGCGGTGGCATCACTGCTGATCCTGATGTTTTCCAAAAAACGCAGCCGACAGATTTTGCTGTGGGTATTACTACCACAGTGGGCATTCGTGGTATTGCTGTTACCCACGTTGCAGTACACCCAGTTGTTGAGTCAAACAGGCACGGTATGGATGTTGATGCTCCTGTTGCCGATTCTGAGTTGGG0
1592 CHIP5227 STY specific STY3663 ATGTATGCAGCGGAAAGTGAATTATCGTTCTTTGTTCTTACGGTAACGATGTATGCAGCGGAAAGTGAAGTGGTTTATCAGTTTTGTTACAGAGGGGAGAGTTATTCAGTACCTGAAGATGATTTGCTCTGTTGTTATCCGTCGTTGTCGGGCGATGGCAGTTACTTTTTCACGCTAAAGGATGGGACGTTTTTACGGGGAGAGCAGGTTAAAGAGACGGTACGAAAAAATGTATCTCCCTTTGAGCGTTACCGTAAGAACAAAGAACGATAG0
1593 CHIP5241 STY specific STY3679 ATGGCGAAAGGCACTGCCTTAGATAAGCTCCACTGTGCAGTGGTGGCGAAAGGCACTGCCACATCAAAACCCCGTCCACCGCCCTTTATTTCAGGAGAAAGCAGCATGAAGTTTGTTGCGCCAGAACAGGCACCGGAACAGGCGGAAATCATCAGAAATACGCCGTTCTGGCCTGATGTGGACCTGTCGGAGTTTCGCAGCATGATGCGCACTGATGGCACGGTGACGCAGCCGCGTTTAAAGCAGGTTGCGCTGTCGGCAATTTCGGAGGTCAACGCAGAGCTGTATGAGTTTCGCA0
1594 CHIP5256 STY specific ATGGCTCAGGATTACCACCATTACGCGCTGACCTGGCTATGGCTCAGGATTACCACCACGGGGTGCGCGTTGTTGAAGTCAACGAAGGCACCCGATCCATTACCACGGTGAGCACCGCCATCGTGGGTATGGTCTGCACGGGCGATGATGCCGATGCAAAAATGTTTCCTCTTAATAAACCCGTGCTGATCACTGATGTGCTGACTGCCAGCGGTAAAGCGGGTGAGTCAGGCACGCTGGCCCGTTCGCTGGATGCCATCGCTGACCAGGCAAAACCCGTGACCGTTGTTGTGC0
1595 CHIP5272 STM/STY STY4036 ATGTTTGCCAGCGGTGACTTACTTTTTAGGCTCTGTTTTCCACTGATGTTTGCCAGCGGTGACGGGAAAGTGCGTGTTGAATGCCGCTTTGAAAGCAATACACTGTGGCTCTCTCAGGGAATGATCTGCGAACTATACGGTAAAGCTAAAGCCACCATCAGTGAGCATATAAAGAACATCTTTGCAGATGGCGAGCTTGAAGAAAATTCAGTTGTTCGGTTTTACCGAACAACTGCCAGTGATGGGAAAAATTATCAGATTCAATACTTTAGTTTGCCGTTGATACTCGCTGTCGGCTACC0
1596 CHIP5015 STM/STY STY1555 ATGAAAAGCATCGTAATCGAAAAACTTATTTCGCAAACGTGAGTAAGACTTATGAAAAGCATCGTAATCGAAAAACCGAATACATTAACCATCGAAACGCGCGCGCTTCTGCAGCCAGCATCTGGCGAAGTTCGTATTAAAGTGAAACTGGCGGGTATCTGCGGTTCCGACAGCCATATTTATCGGGGACATAATCCCTTTGCAAAATATCCCCGTGTCATAGGCCATGAATTTTTCGGTGTCATCGACGCGGTAGGCGACAACGTCAATCGCGACCGGATAGGAGAACGGGTATCCGTCGATCCGG0
1597 CHIP5221 STY specific STY3645 ATGCTGGGCGAGCTAGAGATTAGATTTCCGCCTCCTGTTTGATGCTGGGCGAGCTAGAGATATTTGAGTCGCGGCATTACATCTGTTCTGTCGTAGCCGTCGGCAATGTACAGCTACTTAGCCTGCCGCAAGCACATTTTTGCCGCTGGCTGACGCTGGATAACCACTTTAACCAGCGAATGCTGCGGTTTTTCAGCCAACAGTATTACCAGTTGTCGAAAAAGGCCAGTAGCGACAATTTGTACTCGCTGCATCAGCGCGTATGCCAGGCATTATGGCTGCGTTATCAACAATATG0
1598 CHIP5236 STY specific STY3673 ATGACTAATACAAACTCCGTTTACGTCGTTACTCAATAGGTTCAAACTCATCCTGATGACTAATACAAACTCCGTTTACGTCGCATGGCAGGCACCAGATACCAGAGACTGGCATGTTGTTGGTAACTTGCAAGAGCGCAAATCGGGGTATGTTTTCAGGTATACCAAAGGTGCTCTTAAATCTACTAAATTTACAAAGTTTAGCGGCATGAGTGATGTTCGTGAAACTTATGTTTCGGAAGAATTGTTTCCTCTTTTTAAAAATCGCCTTTTATCACCGAGACGTCCAGAGTATCCGAGTTTCATTAAAT0
1599 CHIP5251 STY specific STY3689 ATGGCAGTGATTGACCTTTCGTTATTCATCCGTTCCTCCGTTATGGCAGTGATTGACCTTTCGCAGTTGCCTGCGCCGCAGATTGTGGATGTGCCGGACTTTGATACGTTGCTTGCCGAACGCAAGGCAGAATTTGTGGCGCTTCATCCGAAAGATGAGCAGGAAGCAGTGAGCCGCACACTGGAACTGGAATCTGAACCCGTCACCAAATTGTTGCAGGAGAACGCTTATCGTGAGTTGCTTCTGCGCCAGCGCATTAACGAAGCCGCGCAGGCGGTGATGGCGGCTTATGCCATAG0
1600 CHIP5266 STY specific STY3919 ATGAGTTTGTCTATGTTTGCTCGTGTTAAAGCGCTTGCTTAACAGGGATGAGTTTGTCTATGTTTGCTCGTGGAATAAAAATAGTTATTCTGGCACTCCTGTGCCTTAATCTTCCCTCTGCTTTTGCAGGTATTGTGGTCGGTGGAACTCGCGTCATTTTTCATGGCAACGATCCTGACTCTACTATTTCTATTTACAATAAAGAAGTTGATTTGCCTTATCTAATACAAGTATGGGTTGATCCTTTCAGTAAGGATGATAAGAGCAAACCACCTTTTACCGTCATTCCGCCTGTTTCTCGTC0
1601 CHIP4922 STY specific STY0300 ATGCCATATGTTTATGCTAATGCAATTATTCAACGATAAAATAGGCTTCTGCATGCCATATGTTTATGCTAATGCAAAGGCTTTACAGGATACAGAAAAGGTAGGAAACCACCATCAGTGTGTTGAACTTATTCAACACTATATACGAGTAGGACAAGCGAGTACATGGCAGCAAGGGGCCGCAGTATTTGGAAACAAAAACATTGAAGTCGGGACAGTTATCGCTACTTTTGTGAATGGGCGATATCCGAACCACAATAGTGGCAACCATGCTGCATTTTTTTTGGGGCAAGATACTGGCGGGATAT0



1602 CHIP4938 STY specific STY0346 ATGTATACCGAGTGTACATATATCACTGTAATAAACATTAGCCGGCAGTGACAGCATGTATACCGAGTGTACATATATCACTGTAATAAACAACAAAGCAAGGTTATTTTTTATGAACATGAAAACATCTTTTATTGCCGCAGCTGTGGCATTGGCCACCGTTTATTCTTTTTCTGTTTCTGCGGTTCAGAAGGATATTACCGTCACTGCCAATATTGACAGTACACTTGAACTGCTGCAGGCCGATGGTTCATCCCTCCCGTCGACTATGAAGCTGGATTTCATGCCGGGTAAGGGCCTGGTCCATAAAT0
1603 CHIP5238 STM/STY STY3675 ATGAACACCACACTGACACCCTTAAAAAATCTCCACAATATTACTGGTATTGGATGAACACCACACTGACACCCGCAGATCTCGATCCCCGTCGGCAGGCCATGCTGCTGTACTTTCAGGGATACCGCGTAGCCCGCATTGCTGAAATGCTGGGCGAGAAAGTTGCAACCGTTCACAGCTGGAAAAAACGCGACAAGTGGGGTGACTATGGGCCGCTGGATCAGATGCAGCTCACCACCGCCGCACGCTACTGCCAGCTCATTATGAAGGAGCACAAAGAAGGGAAAGATTTCAAAGAGATTGACCTGC0
1604 CHIP5171 STY specific STY2882 ATGAATTTCAGCTCTGAACTGCTTTTATTCCATTTCGAAATCATCAATCCGTGAATTTCAGCTCTGAACTGCTTAACAAAGGCAACAAAACTCCCGCATTCAGCATCAGTATTGAGGGGAAGGATATCACCACTGTGCTGGATAACCGCCTGATGAGTCTGACGCTGACGGACAATCGGGGCTTTGAAGCAGACCAGCTTGATTTGGAGCTGGACGACGCCGACGGAAAAATCGTGCTGCCGCGCCGTGGGGCTGTCATTACGCTGGCGTTGGGCTGGAAGGGGCAGCCGCTTTTCCCGAAAGGAG0
1605 CHIP5187 STY specific STY3069 ATGCTGAATAGCAATACAGCAGTGTTATTTGCCACGCGACGTATGCTGAATAGCAATACAGCAGTGTTATGCAGAATTCTCCACCCCGATGCGCAGAAGGCACTACTTGACTGGTTTGCTACGCTGTCTGAGCGTTATGAGCGCAAGGATGGTAAACGAGTCAACGGTCGCGCCTGGCGGGCTGAGTTGAAAAGAATGGCGCCGCCATATGGCGTAATGATATGTGAAGGACATGACGCTCTCCGCCAGGCTCTGCTTAAACATATGCGACTGCAACCTCTTGATGAGATGGCTCTGG0
1606 CHIP4924 STM/STY STY0306 ATGATAAAAAAATCGACCTATGATGTGTTTAATTTATCCATAATAAGCTCAGCCGATGATAAAAAAATCGACCTATGATGTGTCTCATCATTCGGCAATATGTGGCGTGACGGGGGATTATTATCGGATCTCAGCGACATATCACATAAAACGATCTATCCGTGTTTTTTTGATCATCTTATGTTGCCTGTTACCCGGTGGCGTTTTTGCCGGGTCCCTGATTAACGCAGGATTAATTTCCCCCGATAATGTCAACCTCAGTATACGGGATTTTCTGGGGTTTTATGCCAGTGATAACTTACAGGAAAAAG0
1607 CHIP4940 STY specific STY0348 ATGAGTAATAAAATGAAGTGGACGAGTATGTTAGGGGGTTTGTGTTCCCAATGAGTAATAAAATGAAGTGGACGAGTATGACAGCCCATTGGTCAGCAATTATTAATTTCATCCGAAAATATGTTTATCCAGCAAGGATAATTGCCATCCTGCTGATGGCTGGCGCTACACTGCCACAAGTCGCCGATGCGATTACCGTCGACCTGAATTACGACAAGAACAATGTAGCGGTCATCACTCCTGTCTGGTCCCAAGAATGGAGTGTAGCAAATGTGTTGGGGGGATGGGTATGTCGTTCAAACAGGA0
1608 CHIP4956 STY specific STY1016 ATGACACCAGAAATTATCCTGGCTTATCGCCACTGCTCCCCATGACACCAGAAATTATCCTGGCTCGTACAGGTATTGACGTTAGCAACATCGAGCAAGGTGATGACGCGTGGCACCGTCTACGCCTCGGTGTCATCACTGCTTCCGAAGTTCACAACGTCATTTCCAGGCCAAAGTCGGGCAAGAAGTGGACTGATATGAAGATGTCCTACTTTCTCACCCTTCTTGCCGAAGTTTGCACCGGCGTGGCACCGGAAGTTAACGCCAGGGCGCTGGCCTGGGGGAAACAGTATGAAG0
1609 CHIP5278 STM/STY ATGATAATGAAGTATTTCTGTACTGTGATGATAGTTACCGCATAGAAAGATGTAAAAACTGCATGATAATGAAGTATTTCTGTACTGTGATGATAGCCATCGCTCTGGTGGGATGCACAGCGACACCGCCACCGACGCAAAAAGCCCAGCAGAGTAAAGTGAGCCCAACACGCACGCTGGATATGGAAGCATTGTGTAAAGCTCAGGCGGCGCAGCGTTACAACACTGGCGCACAGAAAATTGCTGTTACCGGCTTCGAACAGTTTCAGGGGAGCTATGAGATGCGTGGTAATACCTTCCGTAAAGAGAGTTTTGTCT0
1610 CHIP5291 STY specific STY4412 ATGAATCCAATTAAAAGACGAAAACATTAGTCAGCAATCCGCAGCATGAATCCAATTAAAAGACGAAAACATATTCTTGATGAATTAAACAAATTCGGTGAAGTCACCGTTATTAAATTATCGGAAATGCTCAACGTCACCTCGGAAACCATTCGTCGCGATCTCTCCTTACTGGAATCAGAAGGCAAAATCACTAAGATTCATGGGGGCGCGGTCAAAAAGCAAGTTGTCCAGGAAGATGCGTTTAGCGCAAGAATAGAGGCGCATCGCGAAGAGAAAATAGCGATTGGCAAACTTGCCG0
1611 CHIP5314 STY specific STY4547 ATGTTAAGCAATTCAATGAAAAATGAATTAGCCGTTGTAGTTAAAAACCAGCATGTTAAGCAATTCAATGAAAAATGAAACAGAGGGAAAGATGATGAATGAGGTATCAACATTAAATCCATGCAACAGGCCTGACCGGGGAATGTCGGCAGATGCCGGTGCCACTGCACTGTTTATTCTGGTGATCATTGGGGTGATAGCCGCGGCGGTCTGGTCGATGTGGGGTAAAAAGGATGCGGGTACGGAGCTGACAAACTATCAGACCCTGGCCACGAACACCATTGGCATGATGAAAGGCGTTGACGGTT0
1612 CHIP5411 STY specific STY4823 ATGAGGAAAACAAAAATGAAGATTAATCATTATGATATTACCTCCGGTCTAGATATATCAAATGAGGAAAACAAAAATGAAGATTAATCACGTCCTACCAGAAAGATATTCATTAAAGAGCACTGAACTCGGTGGTGGCATGGGGGACATTTTAATATGTAAGGATAATCATTTAGATAGAGATGTAATTGTAAAGTTGTTAAAGGATGGAGAAGAAGAGAGACGTTTACTAGATGAACAGAAAGCGCTACTCAAACTTCGTTCTAAACATGTAGTACAACTTTATGATTTAATTGACATAACAGTCTCCGAAAAAA0
1613 CHIP5426 STM/STY STY4843 ATGGCGTCTGCTTTGACCGTTATCCAGCTTCCGACCCAATGGCGTCTGCTTTGACCGCTTTCCCGGAAGACGGGGACATCAGCCGGATATGGTACGATCGGCTTTGTATCGAATTTAACAGCGACGGCGGACTGAGTCCGGCTGAACTGCGGGTTATCCGACTGCTGCTGCAGGGCTATAACTGCGGGCAGATTGCTGCCCTCTGTTTTCGCAGCGTCAAAACCATTTCAGCCCAGAAAGGCCTGGCTTTCAGGCGCCTCGGCGTCAGGAATGATGCCACCCTGTTGCCAACCC0
1614 CHIP5279 STM/STY STY4143 ATGCAAAAGTTTGATACCAGGACCTTACTTATCTTTGTTGCACATCGGGATGCAAAAGTTTGATACCAGGACCTTCCAGGGCTTGATCCTGACCTTACAGGATTACTGGGCTCGCCAGGGCTGTACCATTGTTCAACCATTGGACATGGAAGTCGGCGCGGGAACTTCTCATCCAATGACCTGCCTGCGCGCGCTGGGGCCAGAGCCGATGGCGACTGCCTATGTGCAGCCTTCTCGTCGTCCGACCGATGGCCGCTACGGCGAAAACCCGAACCGCTTACAGCACTACTATCAGTTCCAGGTAG0
1615 CHIP5348 STY specific STY4588 ATGAACGTTTATCAACTGAAAAACCGTTAAGCAGGATCATACAGCCAGCATGAACGTTTATCAACTGAAAAACCGCACTGACGTTTTGATCTGGCTTTCGCTGATTGAGGGCGATTTGCTGAGTATCCAGGCTTCTCTGAACGCCGGTTTATATCCGCTTTATGATGACAGGCAGGAGGAACCGGAGTTTGAATGTGCGGTATTTAACTGTGGTATGGCTTTCGGAGAATTTATGGAAAGGCTTGAATCAGAAGATATTGACGTTCTGACAACAGCCGGACATGAACTGACTGGCTCGATTGAAC0
1616 CHIP5282 STY specific STY4207 ATGTATAATATTCTCAACTTTTTCGTTTCTGGTTAGAGCGTAAATAACGTCAACGAAATGTATAATATTCTCAACTTTTTCGTTTCTGGAATACAAGGATTGTATATGACCACGTTATTACAGGTTATTGTACTGATATTTATTGTTTTCTTTATTTTCCCTGGGCGAAAAATTTTCCGTCGGAGTAAGCATCTGCAAGATGGCCGTAAATTAATTTCATCTTCTTCGCTGATGCTGCGAAAATTTGGCAGTTCTCGCGGCTATAACGCGGATTACTACTTTGACATGCAGTACCTCTATGAGGTCGCGGACG0
1617 CHIP5296 STM/STY STY4512 ATGGGTCGCTTAGAAGCTCACTTAGTTATCAGGCATAATCATTTCATCTACGTTGGGTCGCTTAGAAGCTCACGCAACAATTAAGCTGACTATTGATACACAACCGTCCGCCGAACCAACGTTGGGATCGACTGTTAGCAGTCTGGATAATACCGTCAGCCTTAAGGGAGTCGTGGAGGCGCATCAGGATATTCAGGTGAAGGTCACGGTCGACGATACGGACTACACCGCCAGTGTCGATAACGATACCGGTAACTGGCATGTTTCTGTTCCGCAATCCGCTATTCTGTCGGGGGAGAATCAGTATA0
1618 CHIP5393 STY specific STY4667 ATGCCAGTCGCAAACAGTATGTTATTTTTCCTGCTCCCACGGATGCCAGTCGCAAACAGTATGGCGATGAAACGCGAAACCCTGAACCTGCGCATCAAGCCCGCCGAGCGCGATCTTATCGATCGGGCTGCAAAAGCCAGAGGGAAAAACTGCACAGACTTTGTGCTAGAAGCTGCCCGCGCCGCCGCCGAGGAAGCGCTGATCGAGCAACGCATCATTATGGCCGATCCAGAGGCTTATCAGGCATTTCTGATCCGTCTGGATCAGGCTCCTGCGCCAAACGATGCGTTGCGTAAAA0
1619 CHIP5408 STM/STY STY4810 ATGAGTTCTTTTTGCCTGCCGTTAAAGATTAGCGTTTTTATCTTTTACGCTGTGAGTTCTTTTTGCCTGCCGCAGGGCAGGCTTTACTCAGGACAGAATATCATGAAAATGACTTTTCCTGCTCGCCAGCAGCTTGATGCCGGGCGGATGACCACCACAAATTTTGCAGACGGCGACAGCGTAAAAGATAAAAACGCTAATCTTTAA0
1620 CHIP5423 STY specific STY4837 ATGTATATTTTGAATAAATGTATACGTATAACTGTTATCTTTTTCTTACACCTTAAAATAATAATCTCTTATAATTTCAGCGATGTATATTTTGAATAAATGTATACGTATAACTGTTATCTTTTTCTTTTTTTGCTACCTTCCAATTGCTTCTTCGGAAAGTAAAAAAATTGAGCAACCATTATTAACACAAAAATATTATGGCCTAAGATTGGGCACTACACGTGTTATTTATAAAGAAGATGCTCCATCAACAAGTTTTTGGATTATGAATGAAAAAGAATATCCAATCCTTGTTCAAACTCAAGTATATAATGATGATAAATCATCAAAAGCTC0
1621 CHIP3264 STM/STY STM3371 STY3551 ATGACAACTCTGTATCTTGCTTCCGTTAGCCGTCATGTTTATCCCTTTTATCATGACAACTCTGTATCTTGCTTCCGGTTCCCCGCGTCGCCAGGAATTATTGACTCAACTTGGATTTTCATTCGAGCAGGTCGTGCCTGGTATTGAAGAGCAACGGCGTGCTCAGGAAAGCGCGCAGCAGTATGTTGTTCGGCTGGCGCGCGAAAAGGCGCAGGCTGGCGTGGCGCTGGTTCCCCGTGATCTGCCGGTGTTGGGCGCGGATACGATAGTCGTGTTAAACGGCGAGGTGCTGGAAAAGCCGCGCGACG1
1622 CHIP3296 STM specificSTM0657 ATGGACAAGGAAGAACAATATTTACTTTTTGTTATAAATCGCTCACTCCTTTAAGCGATGGACAAGGAAGAACAATATTTACTTTTTGCGCTCTCCACGCCGATGGAGGTGCTATATATCGGCAATGAGCCTTCGCATACCTCTCCAGCAATGTATACCGGAATTCCTGCTGTCGATCTCTCCGATTCATGGGGGATTGATAACCGTGAAGATCTTATTCAAACCATCTATCGGATGACGGACGATGGTCATGCGGCAGATTTGGCTCCCTTTTATATCCGCTGGTTTACGCTATCTCCTCGTCAATGGCGCG1
1623 CHIP3312 STM/STY STM0691 STY0729 ATGGTTGATGTACTGGTGATAGGCTTAAGCTGTTTCATGCTGCGCATGGTTGATGTACTGGTGATAGGCGGAGGCAATGCCGCATTATGCGCCGCCCTGACCGCACGGGAAGCGGGCGCATCGGTTCTGCTGCTGGAGGCTGCCCCGCGGGAATGGCGCGGCGGAAATTCTCAGCACACACGAAACCTGCGCTGTATGCATGATGCGCCGCAGGATGTGCTGGTAGAAAGCTATCCTGAAGAGGAATTCTGGCAGGATCTGTGGCGAGTCACCGACGGCAACACCAACGAGGCGCTGGCGC1
1624 CHIP2569 STM/STY STM3822 STY3956 ATGAAAAATAAGGACTCGTTACACGTCTTAATCATGCGGATTCCCCATGAAAAATAAGGACTCGTTACACGTCTCTCGTCGACGTTTTCTGGCGCAGCTTGGCGGCTTGACGGTGGCAGGAATGCTGGGGCCGTCACTACTGACGCCCCGTAGCGCCCGCGCAGCGGATGCCGTTGCGCCAGGCGCCGCGACGAAAGAGGGTATCCTTACCGGTTCTCACTGGGGGGCGATTCGCGCCACGGTGGTTGACGGTCGATTTGTGGCGGCAAAACCGTTTGAACAGGATAAATACCCGTCCAAAA1
1625 CHIP0802 STM specificSTM3171 ATGGACTTTGAATATATTTACCCAATAATTGTTAGGAAGGAGCAAACAGCGATGGACTTTGAATATATTTACCCAATAATTGTTTTATTTGGCAGCTTTGCCATTATACTGGCGGTCGGCGTTCCTATTACATTCGCTATCGGGCTGTCGTCCTTATTCTCAATCCTGATAGCCCTTCCCCCGGATGCGGCAATCTCGGTTATTTCGCAAAAAATGACCGTCGGTCTCGATGGCTTTACGCTGCTGGCGATCCCCTTTTTTGTGTTAGCCGGCAATATCATGAATACCGGGGGAATCGCCCGGCGCC1
1626 CHIP0818 STM/STY STM2020 STY2223 ATGCTTGCCACTTCAGACCTGTTATGACGCCTCCCTGAATGATGCTTGCCACTTCAGACCTGTGGTTTCGTTATCAGAATGAGCCGGTACTTAAAGGGTTAAATATGGATTTTTCGCTTTCGCCTGTTACCGGTTTGGTGGGCGCGAACGGCTGTGGGAAGTCTACGCTTTTTATGAACCTGAGCGGCTTGTTGCGTCCGCAAAAAGGGGCCGTGTTGTGGCAGGGAAAACCGCTGGATTACAGCAAGCGCGGACTACTGGCGCGTCGCCAGCAAGTTGCGACGGTTTTTCAGGACC1
1627 CHIP2579 STM/STY STM3834 STY3944 ATGAATTTAACTATCCGGCAATTTCGTTACCGCTGGTTGGCCGGATGAATTTAACTATCCGGCAATTTCGCGCGTTTCTGGCCGTCGCGGATTTGCGTAGTTTTACCGCCGCCAGCAAATATCTGTGCATCACGCAGGGAGCTGTTAGCGGTTTAATCAACGAAATGGAAAGCCAGATGGAGGTTTCCCTTTTCGACCGCACTTCGCGCGTGGTGAAGCTATCGCCCGACGGCGAAAAGTTTTTACCCGCCGCCATGCGGGTTGTTGAAGAGTTTCAACGGGCCGAAAATTATGCCCGCG1
1628 CHIP2595 STM/STY STM3857 STY3926 ATGAAAGTTATGCGTACCACTGTCGTTAATACAGCGCCTTACCGTTGATGAAAGTTATGCGTACCACTGTCGCAACTGTTGTCGCCGCGACCTTATCGATGAGCGCGTTCTCTGCCTTTGCAGCAGCAAGCCTGACAGGTGCCGGTGCAACGTTTCCTGCGCCGGTGTATGCCAAATGGGCGGATACCTACCAGAAAGAAACCGGTAACAAAGTCAATTACCAGGGGATAGGCTCTTCCGGCGGCGTGAAACAAATCACCGCGAATACCGTTGATTTTGGCGCTTCCGATGCGCCGCTGTCTG1
1629 CHIP0828 STM/STY STM3787 STY3995 ATGCTGGCCTTCTTAAACCAGTTAAGCGATATTGACTTGCTGAATTTTTTTCATGCTGGCCTTCTTAAACCAGGTGCGCAAGCCGACCCTGGATCTCGCGCTCGATGTGCGGCGTAAAATGTGGTTCAAGCCGTTCATGCAGTCCTATCTGGTGGTTTTTATCGGCTACCTGACCATGTACCTGATCCGCAAAAACTTTAACATCGCGCAGAACGACATGATCTCTACCTACGGGTTGAGCATGACCGAGCTGGGGATGATTGGCCTGGGCTTCTCGATCACCTATGGCGTGGGGAAAACGCTGGTTT1
1630 CHIP2643 STM/STY STM0079 STY0089 ATGCAGCAGCCCAGGAACTTAACGAGGGTTATCCGATGGATGCAGCAGCCCAGGAACTTTGATGACCTTAAATTCTCCTCCATTCATCGCAGAATTATGCTGTGGGGAAGCGGCGGCCCGTTCCTTGATGGCTACGTGCTGGTGATCATTGGCGTGGCGCTGGAACAACTGACGCCGCTATTGCACCTTGATGCTGAATGGATTGGCGCGCTCGGCGCGGCTACGCTTGCCGGACTGTTTATCGGCACCTCGTTGTTTGGCTATATTTGCGATAAAGTCGGGCGGCGTAAAATGT1
1631 CHIP2667 STM/STY STM0129 STY0149 ATGAATACACAACAACTGGCAAAACTTAGCCATGTTGCTCTTCCTCCATGAATACACAACAACTGGCAAAACTGCGTTCCATCGTGCCCGAAATGCGTCGCGTTCGGCACATTCACTTTGTCGGCATCGGTGGTGCTGGTATGGGCGGTATTGCCGAAGTTCTGGCCAATGAAGGGTATCAGATCAGTGGTTCCGATTTAGCGCCGAATCCGGTGACCCAGCAGTTGACGAGCCTGGGGGCGACGATTTTCTTTAACCATCGTCCGGAAAATGTGCGTGATGCCAGCGTGGTCGTCGTTTCCA1
1632 CHIP2683 STM/STY STM0163 STY0185 ATGGAGACTAAAACCGTTGCCATTATGCCAGTTGCATTGCCGTGGAGACTAAAACCGTTGCCATTACCATGGGCGATCCAGCGGGCATTGGGCCGGAAATTATTGTTAAAGCGCTAAGCGAAGACGGTCTCAACGGCGCGCCGCTGGTGGTTATTGGATGCCTCGCAACGTTGAAACGTTTACAGGCGAAGGGCATCACGCCGAACGTCGAGTTACGGGCCATTGAACGGGTCGCCGAAGCGCGTTTTGCGCCCGGCATCATTCATGTGATTGATGAGCCGCTGGCGCAGCCGGAGG1
1633 CHIP2661 STM/STY STM0120 STY0140 ATGATGGAAAATTTTAAACACACTACGGTTATGCGTTCGTCCTCTCTGCATGATGGAAAATTTTAAACACACTACGGTACTGTTGGATGAAGCCGTTAATGGGCTGAATATTCGTCCGGATGGTATCTATATTGATGGCACATTTGGTCGCGGCGGCCACTCGCGCCTGATCCTCTCGCAACTGGGCGAAGAGGGGCGCTTGCTGGCGATCGATCGCGATCCGCAGGCGATCGCCGTTGCGCAGACCATTAATGATCCTCGCTTCTCCATCATTCATGGACCTTTTTCCGCGCTGGCTGATTATG1
1634 CHIP3253 STM/STY STM3345 STY3525 ATGAAAACTTTTACAGCTAAACCAGAAACTTAGATGTCAAGAACTTGCGGTTGATGAAAACTTTTACAGCTAAACCAGAAACCGTAAAACGCGACTGGTATGTTGTTGACGCGACCGGTAAAACTCTGGGCCGTCTGGCTACTGAACTGGCTCGTCGCCTGCGCGGTAAGCACAAAGCGGAATACACTCCGCACGTAGATACCGGTGATTACATCATCGTTCTGAACGCTGACAAAGTTGCTGTAACCGGCAACAAGCGTACTGACAAAGTGTACTATCACCACACCGGCCACATCGGTGGTATCAAAC1
1635 CHIP3269 STM/STY STM3380 STY3560 ATGTTGGATAAAATTGTCATCGCCTTACTTTTCCTGAAGACCGAGTTTTTTCATGTTGGATAAAATTGTCATCGCCAACCGCGGCGAGATCGCACTACGTATTCTTCGAGCCTGTAAAGAACTCGGCATCAAGACCGTCGCTGTGCACTCAAGCGCGGATCGCGATTTAAAACACGTATTGCTGGCGGATGAGACGGTCTGTATTGGTCCGGCACCGTCCGTAAAAAGTTATCTGAACATCCCGGCTATCATTAGCGCCGCTGAAATCACCGGCGCGGTGGCAATCCACCCGGGTTACGGCTTCCTTT1
1636 CHIP3285 STM/STY STM0644 STY0695 ATGGCGTTATTCAACAGCGCTTAATCAGCAGGGGCTATACCGATGGCGTTATTCAACAGCGCGCATGGCGGTAATATTCGGGAAGCCGCGACGGTGTTGGGCATCTCGCCTGACCAGTTACTGGATTTTAGCGCAAACATTAATCCGCTGGGTATGCCTGTCAGCGTGAAACGCGCGCTTATCGACAATCTGGACTGCATTGAGCGCTACCCGGACGCCGATTATTTTCATTTGCACCAGGCGCTGGCGCGTCATCATCAGGTGCCGGCATCGTGGATACTGGCGGGAAATGGCGAGA1
1637 CHIP3301 STM/STY STM0665 STY0710 ATGCAATTACGTAAGCTAACCACAGCTTAGTTAAGCGCTTTATCATTCGGTATGCAATTACGTAAGCTAACCACAGCAATGCTGGTCATGGGACTGTCTGCGGGCCTTGCGCACGCAGAAGATGGCGCGCCTGCCGCTGGTAGCACCCTGGACAAGATCGCTAAAAATGGCGTGATCGTCGTCGGGCATCGCGAATCTTCTGTGCCCTTTTCTTATTACGACAACCAGCAGAAAGTGGTCGGCTATTCCCAGGACTACTCCAACGCCATTGTGGAAGCGGTAAAAAAGAAACTTAACAAGCCCGATC1
1638 CHIP3317 STM/STY STM0698 STY0736 ATGGCAATCCACAACCGCTTAGGCGTTTTTCAATACTTCGCATGGCAATCCACAACCGCGCAGGACAACCCGCGCAACAGAGTGATTTGATTAACGTCGCCCAACTGACGGCGCAGTATTATGTACTGAAACCGGAGGCAGGGAATGCAGAACATGCCGTGAAATTTGGCACTTCCGGCCATCGCGGCAGCGCAGGTCGTCACAGTTTCAACGAACCGCATATTCTGGCGATCGCCCAGGCGATTGCTGAAGAGCGGGCGAAAAATGGCATTACCGGCCCCTGCTATGTGGGGAAAG1
1639 CHIP2719 STM/STY STM0227 STY0250 ATGACTACTAACACTCATACTCTGCAGATTGTTAGGCCTCCCGGCTACGTTGACTACTAACACTCATACTCTGCAGATTGAAGAGATTTTAGAGCTTCTGCCGCACCGTTTTCCGTTTTTACTGGTCGATCGCGTGCTGGACTTTGAAGAAGGTCGTTTTCTGCGTGCGGTGAAAAATGTCTCCGTCAACGAGCCGTTTTTCCAGGGGCATTTCCCGGGCAAACCGATTTTGCCAGGCGTGCTGATTCTGGAAGCGATGGCGCAGGCAACCGGTATTCTGGCGTTTAAAAGCGTTGGTAAACTGG1
1640 CHIP2735 STM/STY STM1509 STY1552 ATGATGACATACGATCGTAACCGTTAGTTCATGCCAAGACGAATCAATGATGACATACGATCGTAACCGTAACGCAATCACTACCGGTAGCCGGGTCATGATAAGCGGCACGGGTCATACCGGGATTATCAAAGCCATTGAGAGCGAAGGTCTGGATGCAGGTCAAATTCGCCGCGGCAAAACGGTGATTGTCGAAGGTTGTGAAGGTAAATTCGCGCCGGTCGAACTGATTCGTCTTGGCATGAACTGA1
1641 CHIP4000 STM/STY STM2098 STY2308 ATGATGAATTTGAAAGCAGTTATACCGTTATTCATGCAAAAGCTGCTCTATGATGATGAATTTGAAAGCAGTTATACCGGTAGCGGGTTTGGGTATGCATATGTTGCCTGCCACCAAGGCAATCCCAAAAGAGATGCTACCGATCGTCGACAAGCCAATGATTCAGTACATTGTCGATGAGATTGTGGCTGCAGGGATCAAAGAAATCGTGCTGGTGACTCACGCGTCTAAAAACGCCGTTGAGAACCACTTCGACACCTCTTATGAACTTGAATCACTTCTTGAGCAGCGCGTTAAGCGTCAGCTTT1
1642 CHIP4016 STM/STY STM2125 STY2338 ATGTTTATCGGATTTGATTACGGTACGTTAGCGGAAAACGACCTCCGGTGTTTATCGGATTTGATTACGGTACGGCAAACTGCTCGGTCGCCATTATGCGCGACGGGCATCCACAGTTGCTGACAATGGAGAATAACAGCGCATTACTGCCGTCTATGCTGTGCGCGCCGACGCGCGAAGCGGTGAGCGAGTGGCTGTATCGCCATCATGATGTGCCGGCAACGGACGAAGAAACCCAGGCGCTGCTACGCCGCGCGATACGCTACAACCGCGAGGAAGATATTGAGGTTGGCGCGCAAAGCG1
1643 CHIP3744 STM/STY STM0255 STY0276 ATGACTATCCCTGCATTCGGTTTAATCCCAGGCAGGAGCCATGACTATCCCTGCATTCGGTTTAGGTACTTTTCGCCTGAAAGACGACGTGGTTATCGCTTCTGTTAAAACGGCGCTTGAACTGGGCTACCGTGCTGTCGACACTGCGCAAATCTATGATAATGAAGCGGCTGTTGGACAGGCGATTGCTGAGAGCGGCGTACCGCGTAATGAGCTGTACATCACCACCAAGATCTGGATTGAAAACCTTAGCAAAGACAAGCTAATCCCAAGCCTGAAAGAGAGTCTGAAAAAAC1
1644 CHIP3768 STM/STY STM0300 STY0335 ATGGCGGTAGCTTTGTTCGTTATTTAAGAACGTAGTGGAACGGATGATGGCGGTAGCTTTGTTCGCCACTAATTCTATGGTTTCAGTATATGCCGTCAACCAGCAATTAAATTCAGCCACTAAATTATTCAGCGTGAAGCTGGGGGCTACACGAGTGATTTATCACGCTGGTACGGCTGGAGCGACGCTCTCGGTGAGCAACCCGCAGAATTACCCTATTTTGGTTCAGTCTTCAGTCAAAGCAGCAGACAAAAGTTCGCCTGCTCCCTTTTTGGTGATGCCGCCTCTATTTCGTTTAGAAG1
1645 CHIP4018 STM/STY STM2129 STY2342 ATGACAGAACTTCCTGACAACACCTTACAGGCTCCTTTTACGCCGATGACAGAACTTCCTGACAACACCCGCTGGCAACTCTGGATTGTGGCATTCGGCTTTTTTATGCAGTCGCTGGATACCACCATCGTCAACACTGCGCTGCCCTCCATGGCGAAAAGCCTGGGGGAAAGCCCGCTGCATATGCACATGGTAGTGGTGTCATATGTTCTTACCGTCGCCGTAATGCTCCCCGCCAGCGGCTGGCTGGCAGATAAAATCGGCGTGCGTAATATCTTCTTTGCCGCCATTGTGCTGTTCA1
1646 CHIP4034 STM/STY STM2719 STY4624 ATGAGCCTGAGTCCCGCATTAGCGGCTGTCATTGCGATGAGCCTGAGTCCCGCACGGCAGCACCGCCTGCGCATTCAGGCCGAACAGGCCGCCCGTGAGGGCGGCAGTGTTCGCCGCCATGCGTCTGGCTATGACCTGATGCTGCTGCAACTGGCAGAAGATCGCCGTCGCCTTAAAGGCATCCAGTCCACGGTGAAAAAGGCGGAAATCAAGGTGGAGCTGCTGCCGAAATATTCCGCCTGGGCGGAGGGCGTGCTGGCTGCCGGAGGTGCGCAGCAGGATGACGTGCTGA1
1647 CHIP4058 STM specificSTM2751 ATGATGATTTACTGCGCACGTTTATGGCCGTCCCTCCTCATGATGATTTACTGCGCACGTATTACTGCCATCGGGCTGTTTGTCGCCGACGGCCTCACCGACAAGATGCTCATCACCTTCGACAGCAACGGGCCGAAGGACTGTCTCGATTACTCGCTGTCGCTGGAGCCGTCGTTCCGGGAAGAGAGCCTGATGATACTCCCCGGCGACCGCCTGCTGCTGGCAGGGCATGATTATCTGGTGACTGCCGTCGGCAAGGGGGTACAGCAGGCGCTGTTTGAACTCGGTCATCTGA1
1648 CHIP4074 STM specificSTM2767 ATGTCCAACTACTGCTTTTACTCTCAGGTTATAGTTTTTTGTTCCTTTCATATTCTATTTCATGTCCAACTACTGCTTTTACTCTCAGGATGCATTAGCTCTGGCTCAAAGTGCTGGTGTTGATGTAATAATAAACAGCTATGCTGAGCAGCATAAAAAACAAACATATATTCTTTGCAGACCTCTATCTAATGAGGATGTAAAGTATGATTATGACCGAGCGATTGCAGTATTTTCTTCTGGTATAAAACCTTTTTTTATAGATTTTGGGGATGACGATGATCTTTTTGAGGAGTATCAGGAAGATTTTCTCGAAG1
1649 CHIP4090 STM/STY STM2795 STY2915 ATGGGACTTTTCAATTTTGTAAAAGATGTTATTCTTCAGGAATACGCAACACTTATGGGACTTTTCAATTTTGTAAAAGATGCAGGTGAAAAACTCTGGGACGCGGTAACCGCTAATCATGATAAGGACGATCAGGCGAAAAAAGTCCAGGAACATTTAAATAAAACGGGAATACCCGACGCTGACAAAGTGAATGTGCAAATAGCTGATGGAAAAGCGACAGTGACGGGTGATGGGCTGAGTCAGGAGGCAAAAGAAAAAATTCTGGTTGCCGTGGGGAATATCGCCGGGATTAGCAGCGTTGACGATC1
1650 CHIP3818 STM/STY STM1099 STY1131 ATGAAACCTGAAGATTTTCGTACTGATTATTTCAGCAGCTTATCCAGTTGAATGAAACCTGAAGATTTTCGTACTGATAACAAGCGTCCGTTAACGGGCGAAGAGTATTTAAAAAGCCTGCAGGACGGGCGGGAAATTTATATTTACGGCGAACGCGTTAAAGATGTTACGACACATCCGGCATTCCGCAATGCCGCAGCCTCTGTCGCACAACTGTATGACGCATTACATAAACCGTCGATGCAAGATACCCTATGCTGGAATACCGATACCGGCAGCGGCGGTTATACGCATAAATTTTTCCGCG1
1651 CHIP4068 STM specificSTM2761 ATGAAAATTTCATATTTAAAATCATCTCCGTTATTTAGGCATGTCTTGTCTTATTTTATGTACCATGAAAATTTCATATTTAAAATCATCTCCGTCAATGATTGAAGTTTTAAAAAATAACTATGAAGCATTTATAATTCAAAACTATAAATTCAATCACTTAGGTTTATTTCATGACGAAGACAGTATTTATGCTGTAATACAGAATTACAAAGAATCTAATACTACGTTAGATGAAATACAAGAACTTTACAACTACAGATTTAAAACCGCAGGTGTTCCGGGACCAACGTTTACAGAAGAAGTAAAAGACAACTATA1
1652 CHIP4084 STM/STY STM2786 ATGAAAAAACAATTACTTCGTACCCTTACTTTATTTCGCGAGTCCGAAGGATGAAAAAACAATTACTTCGTACCCTTACTGCAAGCATTTTATTAATGAGTACCTCTGTTCTGGCGCAGGAGGCGCCGTCGCGAACGGAATGTATCGCGCCAGCCAAACCTGGCGGCGGTTTCGACCTCACCTGTAAGCTGATTCAGGTGAGTTTGCTGGAGACTGGCGCTATCGAGAAACCCATGCGGGTAACGTATATGCCCGGCGGCGTCGGCGCTGTGGCCTATAACGCGATAGTCGCCCAACGCCCTGGCG1
1653 CHIP3812 STM/STY STM1089 ATGACTTCCTTCATTTCCAGCATTAACATACTTTCTTAATGAGATAAAACGCTTGACTTCCTTCATTTCCAGCATAGCTTACGCTTCATCATCATTGAATAAACAATTAAGTTTGTTGAGCGAAAATTTACTTAAAGAAAAAATAATAAGCACCAATATTTTTTGCAGTATTTCAACTTATACCAGAATAAATGCGCGTAGATGGCGTAAAAACCTGATGAGCAGGAATACTTACACACTAAAAATGCTCCCGCAAACAGAGCAAAATGAGAGAGATGAACGTTTGCCCCTTACATTTCCACCAAAGA1



1654 CHIP2388 STM/STY STM3419 STY4379 ATGAAAGTTCGTGCTTCCGTCTTAGCCTTGGCGCTGTTTATGATGAAAGTTCGTGCTTCCGTCAAGAAATTATGCCGTAACTGCAAAATCGTTAAGCGTGATGGTGTCATCCGTGTGATTTGCAGTGCCGAGCCGAAGCATAAACAGCGCCAAGGCTGA1
1655 CHIP2404 STM/STY STM3466 STY4331 ATGGTGCTTGGCAAACCGTTAACGGGTGCCGTAGACGATGGTGCTTGGCAAACCGCAAACAGACCCGACTCTTGAATGGTTCTTGTCTCATTGCCACATTCATAAGTACCCGTCAAAGAGCACGCTGATTCACCAGGGTGAAAAAGCAGAAACGCTGTACTACATCGTTAAAGGCTCCGTGGCAGTGCTGATCAAAGATGAAGAAGGGAAAGAAATGATCCTTTCTTATCTGAATCAGGGTGATTTTATTGGTGAACTGGGCCTGTTTGAAGAAGGCCAGGAACGCAGCGCCT1
1656 CHIP2420 STM/STY STM3499 STY4297 ATGGAAAGTGTAGCGCTTTCACTTACTCGTTGTAGTAATCCACATCCAATGGAAAGTGTAGCGCTTTCACATACTACTCGCTGGGGGATGTTGCTCACCGGTTTGCTGCAGGGCGTCTTGTGCTACCTGCTGATGGCCTGGCTGGTACCACAAAATAGCGACTGGCTGTTCTATGGTATGCCTGCGACGATAGCGTTGTCGTCAATGCTATTGCTTACCGTGGTCTCTTTTAAACAGCGCGCGCTGTGGGGCTGGCTGGGGCTGATCTTTGTGGTCGTGCTGGCAATGAGCGGCTGGCTGAAAT1
1657 CHIP3814 STM/STY STM1094 STY1126 ATGAAAAAGTATCTTGCATTCGCCTTATGGCTGCGTACTTGAAAAGTGATGAAAAAGTATCTTGCATTCGCCGTTACGCTGCTGGGTATGGGTAAAGTCATCGCCTGTACTACCCTTTTGGTAGGCAATCAGGCTTCGGCTGACGGCTCCTTCATTATCGCGCGCAACGAAGATGGCTCGGCAAATAACGCCAAGCATAAGGTTATTCATCCCATCGCGTTTCATCAACAAGGCGAGTATAAAGCACATCGGAACAATTTTAGCTGGCCGCTTCCGGAGACAGCGATGCGCTATACGGCGATTC1
1658 CHIP3830 STM/STY STM1127 STY1163 ATGGAGCCTCAACCCCCATTATTTTGTCATGTCCAGGGCAATGGAGCCTCAACCCCCACGTCTTAAACCCGGAAAAATCCTTGATACTCTGGGTGCTATGCAAAAAAGCCTGACACGTGCCTCCCAGCGTATTGCGCAATATATTTTAGCCTTCCCCAGACAGGTGACACAGTCATCTATTGCCGATTTGTCGCGCGAAACACAGGCCGGAGAAGCCACGGTTATTCGCTTTTGTCGCACCCTGGGCTATAAAGGTTTTCAGGATTTTAAAATGGACCTGGCCATTGAACTTGCCA1
1659 CHIP3846 STM/STY STM1161 STY1199 ATGGAAAAGAATAATGAAGTCATTCAGATTAATGGCGACGATACTCGTTTTCATGGAAAAGAATAATGAAGTCATTCAGACCCATCCGCTTGTAGGATGGGACATCAGCACCGTCGATAGCTATGATGCGCTGATGCTGCGTTTACACTACCAGACCCCAAATCGTCCGGAACCGGAAGGGACTGAAGTTGGTCAAACGCTCTGGTTAACAACAGATGTAGCCAGGCAATTTATTTCAATATTAGAAGCCGGCATCGCCAAAATAGAATCAGGCGATTACCAGGAAAACGAGTATCGTCGCCATTAG1
1660 CHIP3862 STM/STY STM1207 STY1247 ATGACAAAAATGCATCGCTACGTTATTGTTGTTGGACCGCACCATGACAAAAATGCATCGCTACGCTGCCATTGCTGCGCTGGCGATATTTCTCTCCGGGTGTATGGCGCAACGTCAACCTGCGCCAGTTGAAGAGGTAAAACCAGCGCCAGAACAACCCGCGCAGCCGCCGCAGCCTCCTGTTGTGCCGTCTGTGCCAACGATTCCACAGCAACCGGGGCCGATCGAACATGAAGATCAAACGGGCCAGCCAGCGCCTAAGGTGCGCCACTATGACTGGAACGGCGCGATGCAACCGC1
1661 CHIP3878 STM/STY STM1239 STY1893 ATGCTCAAACCTATCTGCCATAGTGTTAATATAATATTATGCAGTCTCTATTAAGCGATGCTCAAACCTATCTGCCATAGTGGAAGTATAAAGGTTCCGGAATATCTGGAAACAGATAAGGAAAAAAATGCCGGACGTACTCCACTGTCTTCAGACATTCAGCAAGTTAGAAATGTTGTTGAAGATGTTCCGCTATTTCCAGAAAGCAGAACGGCGAGAGGTTCTGTAAGCGCAGCGTACAGGCTTTCTTTTGACGAAGTGTTTTGCGGTCTCAGCAATGAAGAGCGTAAAAAGGTGTATGGTCGCCTTTTTG1
1662 CHIP3894 STM/STY STM1280 STY1838 ATGTTTGATGTCACTCTGCTGATCTTAGTGGGCCGACCGCACATGTTTGATGTCACTCTGCTGATCCTGCTCGGACTGGCAGCTCTGGGATTTATCAGCCACAACACCACTGTCGCCGTCTCAATTCTGGTGCTGATTATTGTCCGCGTAACCCCGTTGAATACCTTTTTTCCCTGGATTGAAAAACAGGGACTCACCGTCGGGATTATCATTCTGACCATCGGCGTAATGGCTCCCATCGCCAGCGGAACCCTACCGCCCTCCACATTGATCCACTCTTTTGTGAACTGGAAATCGC1
1663 CHIP3496 STM/STY STM0980 STY0980 ATGACGGCAATTGCCCCGTTAAGCGAGAGCCAATTTTTGGATGACGGCAATTGCCCCGGTAATAACCATTGATGGCCCAAGCGGTGCAGGTAAAGGCACCTTGTGCAAAGCAATGGCGGAAGCATTGCAATGGCATCTGCTGGATTCCGGCGCGATATACCGCGTACTGGCGCTGGCGGCATTGCATCACCATGTCGATCTCGCCTCTGAAGATGCGCTGGTGCCGCTGGCGTCCCATCTGGACGTGCGTTTCGTCTCAACGGACGGCAACCTGGAAGTTATCCTGGAAGGCGAGG1
1664 CHIP3529 STM specificSTM1038 ATGACAGACACGACAATTCCTAATCCTTATGCCTGAACAGTAATATCCGCATGACAGACACGACAATTCCTAATCCACTTGCGCCGGTAAAAGGCGCAAATACCACATTCTGGATGTACAACAGCGAGGGTGATCCGTTCGCCAGCCCGCTAAGTGATAATAACTGGCTGAGGCTGGCAAACGTAAAAGACCTGCAGCCGGGAGAACTGACGGCAGATGCAGAAGATAATAACTATCTTGATGACGAGAACGCTGACTGGAAAAGTACCACACAGGGACAGAAGTCTGCCGGGGATACTTCTGTGA1
1665 CHIP3553 STM specificSTM4211 ATGGCCAACGACATTATTACCCTTATGCGTACTCCCGGCGTTGGCCAACGACATTATTACCCAGCTTCAGGCGCGTAATGAGACGTTGACGCAGGCAATAGCCCGTTACGGCTCACTCAACGCCAGCACGCTGCACACGCTCAGCTTTGAGCAAACAAAAGTCACCCGGCTTACGCAACAGCTCGCTAACTCCGCCCTTCGCCGGGAAGAGAACGATAAACAGCGCGCCGGGTTGCTGGAAAAAACACAAACGTTCGCCGGACAGCTCGGCAAGCTCCTGAACGTTGAGACTCCCG1
1666 CHIP3569 STM/STY STM4245 STY4441 ATGGCAACGCGTATTGAATTTCTTACGGAATCAGCAGGCTTGATGGCAACGCGTATTGAATTTCACAAGCATGGTGGTCCGGAAGTGCTTCAGACCGTGGAGTTTACGCCAGCGGAACCGGCGGAACACGAAATCCAGGTTGAGAACAAAGCCATTGGTATCAACTTCATCGACACCTATATCCGTAGCGGACTCTATCCGCCCCCGTCGTTGCCTGCGGGCCTGGGAACCGAAGCTGCGGGTGTGGTCAGTAAAGTCGGCAACGGCGTGGAGCACATTCGCGTCGGCGATCGCGTCG1
1667 CHIP3585 STM/STY STM4282 STY4481 ATGAGCCAGTCTGAACACTCCATTATTTCTGCCGATTTTGTAACAATTTAGATGAGCCAGTCTGAACACTCCACTGCGCCGTTACGTCCCATGCCTGTAAAGCGTCTGGCGGCTGCGGCGGTGTTGATGGTGGCTGCCTGTGTCGGCGGCTATCTGTTGACGCCGAAATGGCAGGCTGTGCGTAGCGAGCAACAGCGTCTGGCCGATCCGCTACGTGACTTTACGAACCCGCAAACGCCAGAGGCGCAGCTTTCCAGGCTGCAAGAAAAAATCCGCGCCAATCCGCAGGATAGCGAGCAATGGGCGC1
1668 CHIP4177 STM/STY STM2928 STY3053 ATGACAGAGTTTGACAATCTCACCTGTTACTCAGCAATATGCGCATAATCAATGACAGAGTTTGACAATCTCACCTGGCTGCACGGAAAACCACAAGGTAGCGGATTGCTGAAAGCGAATCCGGAAGATTTTGTGGTGGTTGAAGATTTAGGCTTTACGCCGGATGGTGAAGGCGAGCACATTTTGCTGCGTATTTTGAAAAACGGTTGCAATACCCGTTTTGTCGCTGACGCGCTGGCGAAATTCCTGAAAATTCACGCTCGCGAAGTGAGCTTTGCCGGGCAAAAAGATAAACACGCCGTTACCG1
1669 CHIP3563 STM/STY STM4223 STY4419 ATGGTTATTTTGCCCCTCTGGTTATGATTTTGCCGCCTTGTGGTTATTTTGCCCCTCTGGAGAAGCGTCGTGAAGCGACTCGCACTTATCCTGATTTGCCTGCTATTACAGGCGTGTTCGGCCACCACCAAAGGCCTGGGCGATTCACTGTGGGACAGTTTGTTCGGTACGCCAGGCGTACAGCTAACGGATGACGATATTCAAAACATGCCTTATGCCAGCCAGTACATGCAGCTTAACGGCGGTCCTCAACTGTTTGTGGTGCTCGCTTTCTCGGAAAACGGGCAGCAGAAAT1
1670 CHIP3579 STM/STY STM4270 STY4468 ATGGATATCAGAACGCTGCGTTACGGTTGTTTCAGCCAAAACATGGATATCAGAACGCTGCGTTATTTTGTCGAGGTGGTGCGCCAGCAAAGTTTCACCCGCGCAGCGGAGAAGTTATTTGTCACCCAGCCCACCATTAGCAAAATGCTGAAAAATCTTGAAGATGAGCTTAACTGTACGCTACTGATCCGCGACGGACGTAAGTTATTGCTGACCGATACCGGACGCGTGGTGTTTGAACGCGGTCTGGCGATCCTCGCTGAGTTTCGCCAGTTAGAGGCCGAGTTGAGCGATATTA1
1671 CHIP3595 STM/STY STM4306 STY4506 ATGAAACAGTATGGCTTTTATGTTGACTTTATGCATGGCGCACCTCATGAAACAGTATGGCTTTTATGTTGACTCCTCGCGCTGTTCAGGCTGTAAAACCTGCCAGGTAAGCTGCAAGGATAATAAAGATCTGGATGTCGGTCCGAAACTGCGCCGCGTCTATGAATATGGCGGCGGAAGCTGGGTGAAAGAGGGGGAAAGCTGGCATCACGACACCTTTACCTACTACCTCTCTATTGCTTGTAACCATTGCGATGAGCCGGTATGTGTCTCCGGCTGTCCGACCGGGGCGATGCATAAAC1
1672 CHIP3043 STM/STY STM2378 STY2609 ATGAAACGTGCAGTGATTACTGGTTACAACTTACGCATCACCAGCGATGAAACGTGCAGTGATTACTGGCCTGGGCATCGTTTCCAGCATCGGTAATAACCAGCAGGAAGTCCTGGCATCTCTGCGTGAAGGACGTTCAGGGATCACTTTCTCTCAGGAGCTGAAGGACGCCGGCATGCGTAGCCAGGTATGGGGCAACGTAAAACTGGATACCACTGGCCTCATTGACCGCAAAGTCGTGCGCTTTATGAGCGACGCCTCCATCTATGCTTATCTGTCTATGGAGCAGGCAGTGGCCGACG1
1673 CHIP3067 STM/STY STM2435 STY2672 ATGGGACAAGAGAGTGATATTCAGTCTTATCGCGCCTCCCCTGCATGGGACAAGAGAGTGATATTCAGTCAGTGCTCTTCGACGACAACCATCGGGCATTACAGACCGATATCGTCGCCGTCCAGTCACAGGTCGTGTACGGCAGCGTAGGCAACAGTATCGCTGTTCCGGCCATTAAAGCGCAGGGACTACGCGTGACGGCGGTCCCGACGGTGCTATTCAGCAATACGCCGCACTATAAAACCTTTTATGGCGGCATTATTCCCGCCGAGTGGTTTGCAGGCTACCTTACGGCGTTGA1
1674 CHIP3467 STM specificSTM0924 ATGAACAAAAAGTTAATGACACTTGCTGTTATTTTATAACGCCACAGGCGATGAACAAAAAGTTAATGACACTTGCTGTATTTTTATTCAGTAGTGCAGCCTCAGCAGCAAGTACCGACGCAACGGTTAACCTTGTAAATGCCAATGGCACAGGTCAAAAGATCGGCAATATTACAATTACCGAAACAGAATATGGCTTGTTATTCACCCCACATTTGTCCTCACTTCCAGCCGGTATTCATGGGTTTCATATCCACGAGAACGGAAGCTGTGATGCTGGCATGAAGGACGGTAAACCTGTCGCAG1
1675 CHIP4102 STM/STY STM4034 STY3843 ATGAGTATTCGCATAATCCCGCTTATTCCCCTTCCCCCGGATGAGTATTCGCATAATCCCGCAAGATGAGCTGGGGTCGAGCGAGAAACGTACGGCGGATATGATTCCGCCGTTATTGTTCCCCCGACTCAAAAACGTCTACAACCGCCGCGCCGAACGTCTGCGCGAGCTGGCTGAAAATAACCCGCTGGGCGATTACCTGCGCTTTGCCGCGCTTATCGCGCACGCGCAGGAAGTGGTGCTGTACGACCATCCGCTGGAGATGGATCTGACCGCACGTATTAAAGAAGCGAACG1
1676 CHIP3550 STM specificSTM4208 ATGGCTGAGATAACGGTATCCGTTACTGGCTGGTTGCCGGATGGCTGAGATAACGGTATCCGGCGGGGTGTTCGCCACCCTGACGCCCATTTTTACCCTTTGGTACGGACATAAAGAGATCACTTACGACATCGCGCCTTATGTCACCAGCATCAGTTACAGCGACAGTATTAAAAACGAGTCGGATGTCATTGCCATTGCGCTGGAAGATAGCACCGGGCGCTGGGTAAACGAATGGTATCCGGGAAAAGGCGACACGCTGGCGCTGCGCCTGGGCTACCAGGGCGAAGATCTGC1
1677 CHIP3566 STM/STY STM4235 STY4431 ATGTCCGGCTGGCCACGATTACTCGCCCTGCGTCGCATGTCCGGCTGGCCACGAATTTACTACAAATTACTGAATTTACCATTAAGCATACTGGTAAAAAGCAAGTCTATTCCGGCGGAACCCGCCCAGGAATTGGGGCTCGATACTTCTCGCCCCATTATGTATGTCTTGCCATACAACTCAAAAGCGGACTTACTGACGCTGCGGGCGCAATGTCTGGCGCACGATCTCCCGGATCCGCTGGAGCCGCTGGAGATCGACGGCGCGCTGTTGCCACGCTATGTATTTATTC1
1678 CHIP4166 STM/STY STM2912 STY3037 ATGCTCAATTTGCAGCGTATGTTACGATGATGGGGCGTGATGCTCAATTTGCAGCGTATGTCGCTGTTTATCGCCGTGGTAGATAGCGGCAGCTTCACGGCCGCCGCCGCCGCATCGGGCCAAACAAAAGCGGTAGTGAGTTTTAATATTCGGCAGCTTGAAAAAGAGCTTGGCGTAACGTTACTGCTACGTTCCACCCGACGATTGACGCTCACAGACGCCGGCGTCCTCTTTTACCAAAAAGGCGTGAATTTACTCAACGCAGCGAAAAATTTGCAGGATGAAGTGCGTGCCA1
1679 CHIP4190 STM/STY STM2950 STY3078 ATGGCGTTAAGGATCAGGGTTTAAAAGCGCAGTACATCACCGATGGCGTTAAGGATCAGGGTATTGCTCGAAAATCATAAGGGAGCTGGAGCGGATAAATCGTTGAAGGTCCGGCCAGGGTTAAGCCTGTTGGTCGAGGATGAGTCTACGTCTATCTTGTTCGATACCGGCCCTGATGGCAGTTTTATGCAAAACGCGTTGGCGATGGGGATCGACCTGTCCGATGTGTCTGCTGTGGTGCTTTCGCATGGTCATTACGATCATTGCGGCGGCGTGCCGTGGCTTCCTGATAGCAGTC1
1680 CHIP3446 STM specificSTM0902 ATGCGTACAGATAACAACGAACATAAAGTTATTCTTCACACTCTCCAACCAGAATGCGTACAGATAACAACGAACATAAAGCACTATTCACCATCCCGACGGCAGCGCACAGCTCCGCCCTGGTAAACGTCAAACCTCTGCCTGAGCAACGTAGAATCACCGGGCATAAACAGACCGACGCCTATCTGTGGGTACTGGAGGTTATCCACCTGAATGAACCTGCACATCTGGACGCTGCAGAAGCTGCGCTGGAGAAAATTAAAATCTCTCCAAAAGAGGCCGGGGAACGGTATTCCCGTTATCTGCTGG1
1681 CHIP2300 STM/STY STM1315 STY1798 ATGATGCAGCTACAGGTTAACGCTTACTCATTAATTTCCGTCAATCGCATGATGCAGCTACAGGTTAACGCAACGGAAATCAAAACGGTTTATGAGCAGCAGCTCTTCAATGGCAAAAATTTCCATGTGTTTATCTATAACAAGACGGAAAGCGTCACCGGGCTGCATCAGCACGACTACTATGAATTTACCCTGGTATTAACCGGACGTTATTACCAGGAGATTAACGGGAAGCGTGTGCTGCTGGAACGTGGAGATTTTGTTTTTATCCCGGTGGGGTCGAATCACCAAAGTTTCTATGAGT1
1682 CHIP0241 STM/STY STM2466 STY2702 ATGATCATTGAACGCGCCTTATTCAACCAGTGTGTGTAAGCTGCATGATCATTGAACGCGCCCGCGAACTGGCGGTACGCGCCCCCGCCAGAGTCGTCTTTCCTGATGCGCTGGACGAACGCGTGCTGAAAGCGGCGCATTACCTGCAACAGTACGGTCTGGCTCGCCCCGTTCTGGTCGCCAGTCCGTTTGCGCTGCGTCAGTTTGCCCTGAGTCATCGTATGGCGATGGATGGCATTCAGGTCATCGACCCACACAGCAACCTGAGTATGCGCCAGCGTTTTGCGCAACGCTGGCTTG1
1683 CHIP2340 STM/STY STM1232 STY1272 ATGGAATTATCCTCACTGACCGCTTATTTAAGTTCGTCGACCAGAGTCAATGGAATTATCCTCACTGACCGCCGTTTCCCCTGTCGATGGACGCTACGGCGATAAAGTCAGCGCGCTGCGCGGAATTTTTAGCGAATACGGTTTGCTGAAATTTCGTGTACAAGTCGAAGTACGTTGGCTGCAGAAATTAGCCGCGCACGCAGCGATCAAGGAAGTTCCTGCTTTTGCTGCCGACGCAAACGGTTACCTGGATACGCTTGTGGCAAACTTCAATGAAGAAGATGCCGCGCGCATTAAAACCATTG1
1684 CHIP2364 STM/STY STM1432 STY1690 ATGAATCGCCTGCCTTTAACATTAGCGAATTGTTTTAGGCGTCAATGAATCGCCTGCCTTTAACAGAGGATTGCTCAGTGGCGCGGATAAACAAAATCTCGATCACGCTCTGTGCTTTACTTTTTACTACTCTCCCCTTTACGCCAATGGCCCATGCTTCCAGGCAAGCCAAAGCGACGCCTGCTGTTTCTCATGTCACGAAAACGGCAGATAAAAAGAAAAGCACAACGAAAAAGATCAGTAAAACCAGCAAAAAAAACGTAAAAAAAACCTCAAAAACCAGCCGTTCTTCTTCCGCTT1
1685 CHIP2953 STM/STY STM1967 STY2175 ATGATGATTTATTTATGCACAGCAGATTATTTTATTGATAAGCGGGTTGCAGTGATGATTTATTTATGCACAGCAGAAGCCAAAAAAATGATAAAAATTATTTTCATCTCCATTATTGGAGTCGTCTGTCTTGCCGCTGCCCGTTATTCACCCGTCACAGTGGTCAATGCACATCCGAGCGCCATTGCCCGCTGTCTCGCTGATAATCTGTCCCCGTATGGGTATATACTGGATCTCCATGAAACAGATATTCCAGGCATTAATAAAGAATTTACCGTGTATTATCGCAACGGCGCATATATTGCAG1
1686 CHIP2977 STM/STY STM2256 STY2482 ATGAAAAGCCATGACCTGATGATTATTTCCCGTAACCTTGCGAATGAAAAGCCATGACCTGATGAAAGCGCTGTGTCAATGGATGGCCACGCTTGCCCTGGTGGTAAGTGGTGCGGTTTGGGCGGCAAACGGAGTGGATCTGAGCCAGTCGCCGGAAGTATCCGGGACGCAGGAAGGGGCGATTCGTATGCCGAAAGAGCAGGAACGTATGCCGCTAAATTACGTCAACCAGCCGCCGATGATCCCGCACAGCGTCGAGGGCTACCAGGTGACGACCAATACCAACCGCTGTCTGCAAT1
1687 CHIP3651 STM specificSTM4424 ATGGGAGCCAGCAATATGTACATTAAAGATAATTTTTCAGTAACTCATCAATATGCGTGGGAGCCAGCAATATGTACAATGTAAAAAAGAGCATTAAGTTGGGGATTGCGCCTATCGGTTGGCGCAATGATGATATTCCTGAGATTGGTAAAGAAAATACATATAAACAAATACTTAGTGATGCCGCGCTCACCGGTTTTTCCGGGACGGAAGTTGGCGGTTGTTATCCGCAGGATCCTGCTGAGTTAAATAAAGAGTTAATGCTTCGCGGACTGGAAATACCAGGCCAGTGGTTTTCTTCCTTTATTATTC1
1688 CHIP3667 STM/STY STM4447 STY4786 ATGAAACTGACCCCTAACTTTTACCGTTACACCTGCATCAAGGGCGATGAAACTGACCCCTAACTTTTACCGCGATCGCGTTTGCCTGAACGTACTGGCCGGTTCGAAAGATAACGCCCGGGAAATCTACGCGGCGGCGGAAGGTCATGTGCTGGTTGGCGTGCTCTCCAAAAACTATCCGGATGTGGCAAGCGCAGTCGCGGATATGCGTGAATATGCGGCGCTTATCGATAATGCGCTCTCCGTCGGACTGGGGGCAGGCGATCCTAACCAGTCGGCGATGGTGAGCGAAATCTCGCGTC1
1689 CHIP3011 STM/STY STM2321 STY2551 ATGACCTTAAAAGAATTATTAGTAGGTTTCGGTTACGGTAACAGGCTCTTGACGATGACCTTAAAAGAATTATTAGTAGGTTTCGGCACTCAGGTACGCAGTATCTGGATGATCGGCCTGCATGCGTTCGCCAAACGCGAAACGCGGATGTATCCGGAAGAGCCGGTCTATTTACCGCCCCGTTACCGTGGTCGTATCGTGCTCACGCGCGACCCGGACGGTGAAGAGCGCTGCGTTGCCTGTAACCTGTGCGCGGTAGCCTGTCCGGTAGGCTGTATCTCTCTGCAAAAAGCGGAGACCAAAGATGGCC1
1690 CHIP3027 STM/STY STM2348 STY2578 ATGAGTAAGCCTGTTATTGTGCTGTGTTAGCCTGAACGCTTCGAGGATGAGTAAGCCTGTTATTGTGCTGTGGTCGGATGCGAACTTTTTCTCTCCCTACGTCTTGTCCGCCTGGGTGGCATTACAAGAAAAAGGGCTTTCCTTTACTCTGAAAACTCGCGATCTGGACCAGGGAGAACATCTGCAACCTGGCTGGCGAGGATATGCGCTGACGCAGCGCGTACCGGTGCTTGAGGCCGACAATTTTGAGCTGAGCGAGTCGTCCGCTATTGCGGAATACCTGGAGGAGCGTTTCGCGCCGC1
1691 CHIP0204 STM/STY STM1955 STY2163 ATGACGGTGCAGCAACCTTTAATATATATCAGAACTGGCGGTAAAGGATGACGGTGCAGCAACCTAAAAGGCGGCCTTTGAGCCGCTATCTTAAAGACTTTAAACACAGCCAGACGCATTGCGCGCATTGTCACAAACTGCTCGACCGCATTACGCTGGTTCGCCGTGGCAAGATCGTTAATAAAATCGCTATTTCACAGCTGGATATGCTACTTGACGACGCTGCCTGGCAGCGGGAGCAGAAGGAGTGGGTGGCGCTGTGTCGCTTTTGCGGCGATTTGCACTGCAAAAAGCAGAGTGATT1
1692 CHIP0228 STM specificSTM0196 ATGGCTCACTATAAAAAATTTCGTCTGTTAATGTGTTGGATAACGAGAAGAGAGATGGCTCACTATAAAAAATTTCGTCTGAGCACGCTTGCGGCCGTGGTGGGTATTGTTCTGGCTGTCGGTCCGGAAAATAGCTACGCGGAAGCGCCCATTCAATTTAATACCCGATTTCTTGATGTTAAAGATGATGCCAGCCTGGATCTCTCCCGTTTTTCCCGTAAAGGCTACATTATGCCGGGGAGCTATCATCTCCAGGTGCTGGTCAATCAGAGTCAAATTGTCCAGGATAATGTTATTACGTATTCCGTTG1
1693 CHIP0198 STM/STY STM1927 STY2136 ATGAGCTACACCCATATTCTTGTCGTTAGTCGCCCGCTAAGGGATGAGCTACACCCATATTCTTGTCGCCGTTGCCGTCACCCCGGAAAGTCACCAGCTACTGGCTAAAGCGGTCTCTATCGCCCGCCCTGTTCAGGCGAAAGTAAGCCTGATTACTCTCGCTTCCGATCCTGAACTGTATAACCAGTTCGCCGCGCCCATGATGGAGGATTTACGCGCGGTTATGCATGAAGAGACCGAGAATTTTCTTAAGATGCTGGGGGAAAAGGCGGATTATCCGATTGAACAAACTTTCATCG1
1694 CHIP2297 STM/STY STM1307 STY1807 ATGGATAACTTTCTGGCGTTGATTAGGGCAGTCTTTCCAGCATGGATAACTTTCTGGCGTTGACGCTAAGCGGCACGACACCGCGGGTGACGCAGGGGAAGGGCGCGGGTTTTCGCTGGCGCTGGTTAGGCCATGGTCTGCTTGAACTCACGCCCGATGCGCCGGTCGACCGCGCGTTAATTCTTTCTGCGGGGATACACGGTAATGAAACCGCGCCGGTCGAGATGCTGGATAAGCTGCTGTCGGCGCTGTATTCAGGCAGCTTGACGTTAACGTGGCGAGTGCTGGTGGTACTCG1
1695 CHIP2313 STM/STY STM1448 STY1674 ATGTCTGATAACGACCAATTGCATTAGGGCGCAAGACGGTCATGTCTGATAACGACCAATTGCAGCAGATCGCGCATCTGCGCCGTGAATACACGAAAGGCGGCTTGCGTCGCCGCGATTTACCCGCTGAACCGTTAACCTTATTTGAGCGCTGGCTTGGGCAAGCGTGCGACGCCAGACTGGCCGATCCAACGGCAATGGTCGTGGCGACCGTAGATGACAAGGGTCAACCGTACCAGCGTATTGTGTTGCTCAAGCATTATGATGAAAAAGGCCTGGTCTTTTATACCAACCTGG1
1696 CHIP0254 STM/STY STM4064 STY3807 ATGAAAAAAACAGGCTACTTTTTACTGGTTAGCGGGAAGACAAAATGGCATGAAAAAAACAGGCTACTTTTTACTGGCGGTGATACTGATTGTCGCCGCGGCGGGCGTCGGTTACTGGAAATTTTCCGGCAACCCTGATGCATTACGGGAAATCGTGCTTGAACAATGCCTGCCCGATCAGTTACAGCATCAAAACCCAGCGCCGTGCGCGGAAGTCAAACCTCGCGCTGGCTATGTCGTCTTTAAAGATCGTCACGGTCCGTTGCAATATTTATTGATGCCCACCTACCGTATCAACGGTACAG1
1697 CHIP0270 STM/STY STM2863 STY2985 ATGAACTGGCTTGTTGAGCCTTAAGAACATGTCGGCTCCTTCATGAACTGGCTTGTTGAGCCGTTTGGCTACCAGTATATGCTCAACGCGATGTGGGTCTCCGCGATGGTGGGCGGTCTGTGCGCGTTTCTCTCCTGCTATTTGATGCTCAAAGGCTGGTCGCTCATTGGCGATGCGCTATCTCACTCTATTGTGCCTGGCGTCGCTGGCGCCTGGATGTTAGGGCTGCCCTTCTCGCTCGGCGCGTTTCTTTCCGGCGGACTGGCGGCAGGCAGTATGCTCTTTCTTAACCAACGCT1
1698 CHIP2369 STM/STY STM1452 STY1670 ATGTCTACTGCAAACAAAAAACCAATTAAACTGTAGCGGCTTTAGAGCCGTGTCTACTGCAAACAAAAAACCAACTGAAAGCGTCAGTTTGAACGCTTTCAAACAACCGAAGGCGTTCTATCTCATCTTCTCGATAGAGTTATGGGAGCGTTTTGGTTATTACGGCCTGCAAGGCATTATGGCCGTCTACCTGGTAAAACAACTGGGTATGTCAGAAGCGGATTCCATCACCCTTTTCTCTTCCTTCAGTGCACTGGTGTACGGCCTGGTCGCCATTGGCGGTTGGTTAGGTGATAAAATTCTGG1
1699 CHIP0256 STM/STY STM2513 STY2755 ATGTCGTGGCTTCAGAACTGGTTACCAGTTATAGCGCAGATTGAGGATGTCGTGGCTTCAGAACTGGCGTGAGGCCACAGCAAAGTTAAAGCGCAAGTATGCGCGAGTGAAACCCATATCTCCAAACCAAAAGTCCGAATATGGACAAATAATAAAAGCAACGCGCGCGGCGCTGGCTTGCGCCGTGGCTGCGGCGCTCGGATTTTTCAGCCCGCTGGCTATGGCCGATAATCAGGTATCATATGCTGATGCGCAGCCCCACGTTCTGGATGCGTCAACGCCGCCGATAAGCTATTCGGGCA1
1700 CHIP2355 STM/STY STM1346 STY1764 ATGTCGCGTATGGATAACACCGTTATTTGGTTAACAGTAGCTTCCCGATGTCGCGTATGGATAACACCGAGCTGCCTCACCCTAAGGAAATAGACAATGAAACGCTTCTCCCTGCCGCTGAACGGCGCGTCAACAGTCAGGCGCTATTAGGTCCGGACGGCAAAGTCATTATCGATCACAACGGTCAGGAGTATCTGTTGCGCAAAACTCAGGCCGGGAAGCTACTGTTAACCAAATAG1
1701 CHIP2371 STM/STY STM1454 STY1668 ATGAGCGAAATAAAAGACATTGTTGTTTAGACTTTCCCTGTTTCACCTGATGAGCGAAATAAAAGACATTGTTGTTCAGGGGTTATGGAAAAATAACTCTGCTCTGGTGCAGCTACTTGGCCTGTGCCCTCTACTGGCGGTGACGTCTACGGCAACCAACGCTCTGGGGCTGGGTCTGGCCACAACGCTGGTATTAACGCTGACCAACCTTACGGTGTCCGCACTACGTCGCTGGACGCCGGCAGAAATCCGTATCCCGATTTACGTCATGATCATTGCCTCGGTGGTAAGCGCAGTACAGATGC1
1702 CHIP0489 STM/STY STM1430 STY1692 ATGGCAACAATTAAAGATGTAGCGTTAACGCCGATAGTCGCGATGGCAACAATTAAAGATGTAGCGAAACGGGCAAACGTTTCCACTACAACTGTATCACACGTAATCAACAAAACGCGTTTTGTCGCTGAAGAAACGCGTAACGCGGTCTGGGCGGCAATTAAAGAGCTGCACTACTCTCCCAGCGCCGTCGCGCGTAGCCTGAAGGTTAACCATACCAAGTCGATAGGCTTACTGGCGACCAGCAGCGAAGCGGCCTATTTTGCCGAAATTATCGAGGCGGTTGAAAAAAACTGTT1
1703 CHIP3944 STM/STY STM1371 STY1752 ATGTTAAGCATTAAAGATTTACAGGTCAGTGTTACTGCTGTTCGGTAAGCCAATGTTAAGCATTAAAGATTTACAGGTCAGTGTGGAAGAAAAAGCGATTTTGCGTGGCCTGAATCTGGAGATTCGCCCCGGCGAAGTTCATGCCATTATGGGGCCGAACGGTTCCGGGAAAAGCACGCTCTCCGCCACCCTGGCGGGACGTGAAGATTATGAGGTCACCGGCGGCTCGGTTACGTTCAAAGGTAAAGATCTGCTTGAACTGTCGCCGGAGGAACGGGCGGGTGAAGGGATTTTTATGGCCTTCCAGT1
1704 CHIP0537 STM/STY STM2869 STY2990 ATGATAAGGCGAAATCGTCAAATGTTACCTTATAACCTCCGCTTGCGATGATAAGGCGAAATCGTCAAATGAATAGGCAGCCATTACCCATTATCTGGCGAAGAATCATTGTTGATCCGTTATCGTATATCCATCCTCAGCGGTTGCAGATAGCGCCGGAAATGATTGTCAGACCCGCCGCCAGGGCGGCGGCAAATGAGTTAATACTGGCGGCATGGCGGCTTAAGAACGGAGAAAAGGAGTGTATTCAAAACTCACTGACGCAGCTGTGGCTGCGTCAGTGGCGCCGACTGCCGCAAGTAG0
1705 CHIP3954 STM/STY STM1434 STY1688 ATGTCCGATAACGCTCAACTTTCTTATTTGTCCGTCGGCAAAGATGTCCGATAACGCTCAACTTTCCGGTCTGTGCGACCGTTTTCGTGGTTTTTATCCTGTCGTCATCGACGTTGAAACTGCAGGATTTAACGCTAAAACCGATGCGCTGCTCGAAATCGCCGCCATCACGCTGAAAATGGATGAACAAGGCTGGCTGATGCCGGACATGACGCTGCATTTCCATGTGGAGCCGTTCGCTGGAGCCAACTTACAGCCGGAAGCGCTTGCGTTTAACGGTATCGATCCCTCTAACCCGC1



1706 CHIP3978 STM/STY STM1482 STY1585 ATGTTTTACTGGATTTTATTAGCTCTGGCTTAAATTGTTGCACGAGTCGATGTTTTACTGGATTTTATTAGCTCTGGCTATCGCGACTGAAATTACCGGCACGCTCTCAATGAAATGGGCTAGTGTGGGTAATGGCAATGCGGGTTTTATTTTAATGCTGGTGATGATCACGCTGTCATATATATTTCTTTCTTTTGCGGTAAAAAAGATTGCCCTGGGTGTAGCGTATGCCTTATGGGAAGGGATCGGCATTTTATTTATTACCATTTTTAGCGTGCTGCTATTTGATGAAGCATTATCAACCA1
1707 CHIP3994 STM specificSTM2088 ATGAAAGTTCAATTGTTAAAAATTCCGTTATCCCTTATTTGCCTTAATTAAGTAAGTTAGTGGTGAAAGTTCAATTGTTAAAAATTCCGAGTCATTTAATTGTTGCAGGTTCATCATGGTTATCCAAAATAATAATTGCCGGGGTGCAGTTAGCAAGTATTTCATATCTTATTTCTATGCTAGGTGAAGAGAAATATGCAATCTTTAGTTTGTTAACTGGTTTATTAGTATGGTGTAGCGCTGTTGATTTTGGCATAGGTACAGGACTGCAAAATTATATATCAGAATGCAGAGCCAAAAACAAAAGTTATGATGCAT1
1708 CHIP1326 STM/STY STM3800 STY3979 ATGACTGAGGTTGCCATGGATTACACCTGTTCCTGCAACCATGACTGAGGTTGCCATGGAACCCCTTCGCGATACCCGAAACCGCTTACTCAACGGCTGGCAGTTATCCAAACTCTATACTTTTGAAGTCGCGGCCAGACACCAGTCCTTTGCTCTGGCGGCAGATGAGCTGTCGTTAAGCCCCAGTGCGGTAAGCCATCGTATCAATCAACTGGAAGCCGAGTTGGGAATCCAGCTATTTGTCCGCTCTCACCGTAAAGTGGAGCTTACCCATGAAGGCAAACGGGTATTCTGGG1
1709 CHIP1438 STM/STY STM2647 STY2840 ATGGCGACTGAGTTAACCTGGTTATTCACTCTCAGCCGGTAATACTGATGGCGACTGAGTTAACCTGGCACGATGTGCTGGCTGATGAGAAACAGCAACCTTACTTTATCAATACGCTTCACACTGTTGCTGGCGAGCGTCAGTCGGGTATCACGGTCTACCCGCCGCAAAAAGATGTGTTTAACGCCTTTCGCTTTACGGAACTGGGCGACGTTAAGGTGGTGATCCTGGGACAAGATCCTTACCACGGCCCCGGCCAGGCACATGGTCTGGCGTTTTCCGTGCGTCCTGGGATCGCTCCCC1
1710 CHIP1454 STM/STY STM0397 STY0432 ATGGCGAGACGTATTCTGGTCTTAAAAGCGGGTCGAAAAACGATGGCGAGACGTATTCTGGTCGTAGAAGATGAGGCGCCGATCCGTGAAATGGTGTGCTTCGTGCTCGAACAAAATGGCTTTCAGCCCGTAGAAGCCGAAGATTATGACAGTGCGGTGAATAAACTTAATGAACCCTGGCCGGATCTCATCCTTCTTGACTGGATGTTGCCCGGCGGGTCAGGGTTACAGTTTATTAAACATCTCAAACGTGAAGCCATGACCCGGGATATTCCTGTGGTTATGCTGACCGCAAGAG1
1711 CHIP1368 STM/STY STM0245 STY0272 ATGGCGTTCAAATTCAAAACCTTACCAGCCTTTCACCGCATGGCGTTCAAATTCAAAACCTTTGCGGCAGTGGGTGCTCTGATTGGTTCTCTGGCACTTGCGGGTTGCGGTCAGGATGAAAAAGATCCAAATCATATTAAAGTCGGCGTAATCGTTGGCGCAGAGCAGCAAGTTGCCGAAGTCGCGCAGAAAGTCGCGAAAGAAAAATACGGCCTGGACGTGGAATTGGTGACCTTTAATGATTATGTTCTGCCTAATGAAGCGCTGAGCAAAGGCGATATCGATGCCAATGCCT1
1712 CHIP1384 STM/STY STM0100 STY0117 ATGAATGTGAGTATGCAGGCGTTAAAAACGCGTCCCATGGATGAATGTGAGTATGCAGGCGCGTCTGGTAGGGAACGACCGTTATCTTTTCGTCAATACTCAACGCGCTAACCCTTCCATAAAAACCGTGAGTCGATTTTTTGAGTATAAAACATGGACAGAACAGATTTGGCGTACCGAGATTATTGAAAACGGCAATGCTTTTTTTCACTGGCAAGGACACGACAGAAAAAACGGACATCGGGATACCATTATTAACTATCTGTTAAATGGGCAACGCTGGCAGTCAACAATCG1
1713 CHIP1400 STM/STY STM0070 STY0080 ATGAGTGAGTCATTACATCTGACCCTTAACGACCTTTCCACACCGATGAGTGAGTCATTACATCTGACCCGTAACGGCCCGATCCTGGAAATTACCCTCGACCGACCTAAAGCGAATGCCATTGACGCCAAAACCAGCTTTGCAATGGGTGAAGCTTTTCTTAATTTCCGTGACGATCCGGAATTACGCGTAGCAATCATTACCGGCGGCGGGGAGAAATTCTTTTCTGCTGGCTGGGACTTAAAAGCGGCAGCGGAAGGTGAAGCGCCGGATGCCGATTTTGGTCCCGGCGGCTTTGCCG1
1714 CHIP0486 STM/STY STM1950 STY2158 ATGCAGGAAAATGATTTCTTCACCTTATATCAGACCTGTCGCCGCATGCAGGAAAATGATTTCTTCACCTGGCGACGCGCAATGTTGTTACGCTTTCAGGAGATGGCGGCAGCAGAGGATGTTTATACTGAATTGCAATATCAGACACAGCGGCTGGAATTTGATTATTATGCCCTGTGTGTTCGTCATCCCGTCCCCTTTACCCGGCCTAAAATATCGCTTCGTACCACTTATCCTCCGGCGTGGGTAACGCATTACCAGTCCGAAAACTATTTCGCGATCGATCCGGTATTAAAGCCGG1
1715 CHIP0502 STM/STY STM1683 STY1378 ATGCGTCTTGAAGTCTTTTGCGTTACTCTTCACCCTTCTTCTGGCATGCGTCTTGAAGTCTTTTGCGAAGACCGACTTGGTCTGACCCGCGAATTACTTGATTTACTGGTGTTACGTAGCATTGATTTACGCGGAATCGAGATTGATCCCATTGGGCGAATTTATCTTAATTTTGCTGAGCTGGAATTCACCGACTTCAGCAGCCTGATGGCCGAAATCCGCCGTATTTCCGGCGTAACGGATGTCCGTACCGTTCCCTGGATGCCGTCCGAACGTGAACATCTGGCCCTGAGCGCGCTGC1
1716 CHIP0542 STM/STY STM3563 STY4249 ATGTCCGAGCAGTTTCTCTATTTCTTTATACTTTCTCTACCTCCGGACGCATGTCCGAGCAGTTTCTCTATTTCTTGCAGCAGATGTTTAACGGCGTCACGCTGGGGAGCACCTACGCGCTGATTGCTATCGGTTATACGATGGTGTACGGCATTATCGGCATGATCAACTTCGCTCATGGCGAGGTGTATATGATCGGCAGCTACGTCTCTTTTATGATCATCGCCGCGCTAATGATGATGGGAATAGACACCAGTTGGCTCCTGGTGGCCGCTGGATTTATCGGTGCGATTATTATTGCCAGCG1
1717 CHIP3983 STM/STY STM1490 STY1574 ATGCATCGTTTACACGCTTACCTTAATGCTCGGCAGCGTGATGCATCGTTTACACGCTTACCCGGATCTGCGCGCGATGTTTCGTCGCCTGCTGATCGCTACGCTCATCGGTATTCTCGCGGCGCTGGCTGTCGCCGCCTTCCGTCATGCGATGCAATTGCTGGAGTGGATTTTCCTGAGTAATGACACCGGCAGTCTGGTGAATGCGGCTGAGGGGCTTTCGCCCTGGCGACGGCTGATTACGCCGGCGCTTGGCGGCCTGGCCGCTGGTCTGTTGCTGTGGGGGTGGCAAAAAA1
1718 CHIP1323 STM/STY STM3793 STY3989 ATGGATATCGCGGTTATTGGCTTATTCGTTCAACGAAAGATACTCATTAAATTGATGGATATCGCGGTTATTGGCTCTAACATGGTGGACCTTATCACCTACACCAACCAGATGCCCAAAGAAGGGGAAACTCTGGAAGCGCCGGCGTTTAAAATCGGCTGCGGCGGAAAAGGGGCGAACCAGGCCGTGGCGGCCGCTAAGCTCAATTCAAAAGTATTGATGTTGACCAAAGTGGGCGACGATATTTTTGCCGACAACACCATTCGTAATCTCGAATCCTGGGGGATCAATACGACGTATGTAGAAAAAG1
1719 CHIP1443 STM/STY STM0357 STY0388 ATGTTGAAAGATAACCAAAAACACAACGTTAATAACGCTTCACCAGGTTCAATGTTGAAAGATAACCAAAAACACAACGAGTCTGTTGCCCCGAATAGCGCCTTTCTGTCTGAGTTACAACGTGCATTACCGGAATTTTTTACCGCCGATCGCTATAACGAGCAGGGCGAACTGATCGCGAAAGGCGGATTTGATCTCGCCAGATTTGAGCGCGCGCTGAAAGCGCGTAATATTGATGAGCTGACTAGCGGTTATCAGATTGATTTTATTGGCAAAGATTACGCAAAAAAACAGGCGGGTGAAAAAT1
1720 CHIP1459 STM/STY STM0416 STY0455 ATGCAGGATGAGTTTTACATGGCTTATGCGCTCACCATATGCATGCAGGATGAGTTTTACATGGCGCGAGCGCTCAAACTGGCGCAGCGTGGACGTTTCACCACTCACCCTAACCCTAATGTCGGCTGTGTCATTGTTAACAATGGCGACATCGTCGGCGAAGGTTATCACCATCGCGCCGGAGAGCCGCACGCCGAGGTTCATGCGCTGCGGATGGCGGGCGCAAAAGCCAAAGGCGCAACCGCCTATGTCACGCTTGAACCCTGTAGCCATCATGGGCGAACGCCGCCATGTTGCG1
1721 CHIP1475 STM/STY STM4233 STY4429 ATGTCACACCCTGCGTTAACGTTAGTACAGCGGCGATGCATGTCACACCCTGCGTTAACGCAACTGCGTGCGCTGCGCTATTTTGATGCGATTCCTGCGCTTGAACCCCATTTGCTGGACTGGCTGTTGCTGGAAGATTCTATGACTAAACGTTTTGAGCAGCAGGGAAAGCGGGTAAGCGTGACGCTGATTCGGGAAGCGTTTGTCGGCCAAAGTGAGGTCGAGGAAGCATCAGGTTTACTGCCATCCGAGTCCCGCTACTGGTTACGTGAGATACTGCTTTGCGCTGACGGCG1
1722 CHIP1403 STM/STY STM0097 STY0112 ATGGCGCAGGCAGGTTTCTTAAAATAACCCCAGTTGCCCGTGGCGCAGGCAGGTTTCATTTTAACCCGGCACTGGCGGGATACGCCGCAAGGGACGGAGGTCTCTTTCTGGCTGGCGACAGACAACGGCCCTGTGCAGGCAACGCTGGCGCCGCAAGAGTCCGTGGCGTTTATTCCGACCAGCCAGACCTCCCGCGCCGCCTCGCTGCTACAGGCGGAAAAAGACTATCGCCTGACGCCGCTCCAGCTGCGAGACTTTCATCGTCAGCCGGTATCCGGTCTGTATTGCCGCACTC1
1723 CHIP3201 STM/STY STM3239 STY3421 ATGGAATCGGCAAGTAATACCAGTTAAGAGAATGCCAGGAACGGATGGAATCGGCAAGTAATACCAGCGTAATCCTCGACGCATCAGCCCCGGCGCGTCGGGCAGGGATGACTGAAAGCGAATGGCGTGAAGCCATCAAATTTGATAGTACCGACACCGGTTGGGTCATTATGAGTATCGGGATGGCGATTGGCGCAGGGATCGTTTTTCTTCCTGTCCAGGTTGGCCTGATGGGACTTTGGGTCTTTTTACTCTCTTCTATTATTGGCTATCCGGCCATGTACCTGTTCCAGCGGCTGT1
1724 CHIP2077 STM/STY STM3481 STY4315 ATGACTAAGCCCATCGTTTTTAGTGTTACGGTTTCGCCACAAAGCATGACTAAGCCCATCGTTTTTAGTGGCGCACAGCCCTCAGGTGAATTGACCATTGGCAACTATATGGGGGCATTGCGTCAGTGGGTAAACATGCAGGATGACTATCATTGCATCTACTGCATCGTAGACCAACATGCTATTACCGTGCGTCAGGACGCGCAGCAGCTACGTAAAGCGACGCTGGATACGCTGGCGCTGTACCTGGCATGTGGTATTGATCCTGAAAAGAGCACTATTTTCGTTCAGTCCCATGTGC1
1725 CHIP0971 STM/STY STM0345 STY0378 ATGCATTTCCATAAAAGAACGTTATTAAGTTACTGCGCGGTACAAACGATGCATTTCCATAAAAGAACGTTATTAAGCGTGGCGACGCTTGGTATGCTGGCTGTTTCAGTCGTACTGATGGTAGTTTGGGTACGAAACAGTAACCATAGTTCTATTAATACTAATGAATTTTTATGTACGACAAGAACGGTAACGACGATACAGCCTAAAGATATCCATGCCGATGGCAGTCTTGTTCTTGATTTTAAGATGAAGAGAATTACGCTTCAATATGAAATAAAAACAAAAGATAACGGTGTAAAAA1
1726 CHIP1542 STM/STY STM2442 STY2679 ATGGCGGAAGTGACTCAATTGTTAATGCTCATGATTTTCCTCCATGGCGGAAGTGACTCAATTGAAGCGATACGACGTCCCCCGCATTAACTGGGGAAAATGGTTTCTGATTGGCGTCGGGATGCTGGTTTCGGCGTTTATCCTGCTGGTGCCGATGATTTACATCTTCGTGCAGGCGTTCAGCAAAGGGTTAATGCCGGTACTGCAAAATCTGGCCGATCCGGACATGCTGCACGCCATCTGGCTGACGGTGTTGATTGCCTTGATCGCAGTGCCGGTGAATCTGGTGTTCGGCATTC1
1727 CHIP1566 STM/STY STM0507 STY0553 ATGCCAGCGGAAAACAGTGTTATGCCTCCTCCTGTAACTGATGCCAGCGGAAAACAGTGTTGAAGTTCATCGTCTCAGGAAGTCCGTCGGTCAGGGTGAGCATGAGCTTTCCATCCTTACCGGAGTTGAACTGGTTGTCAAACGCGGCGAAACCATTGCGCTGATTGGCGAATCAGGATCGGGAAAATCTACGCTGCTGGCGATTCTCGCCGGACTGGATGACGGCAGTAGCGGAGAGGTCAGTCTGGTCGGGAAACCGCTTCACCAGATGGACGAAGAGGCGCGGGCGCAGCTTC1
1728 CHIP1598 STM/STY STM0605 STY0649 ATGTCGGTTTATAAAGTTCCGCTCTTATTTCGGTTGTGAGTCGGTGATGTCGGTTTATAAAGTTCCGCTCGAGCAAAATGTTCTGGAAGCGGCTCAAGAGCGTATAATGTGGACCCTGGAAACCTTACCCCGGGTCTGCGTCTCATTTTCTGGTGGTAAAGATTCAGGACTTATGTTGCACCTGACGGCAACGTTGGCGCGCAAAATGAATAAAAAGATCCATGTTCTCTTCATTGACTGGGAAGCGCAATTCTCCTGTACCATCACCTATATTGAATCGTTACGTGAATACTACGCGGACG1
1729 CHIP3172 STM/STY STM2651 STY2844 ATGAGCCAGCAAGGACTGGTTACGATTCATCACATTTGGCCATGAGCCAGCAAGGACTGGAAGCGCTACTGCGACCAAAATCGATCGCGGTGATTGGCGCATCAATGAAGCCCCACCGCGCGGGTTACCTGATGATGCGTAACTTGTTGGCGGGCGGATTCAATGGCCCCGTCCTTCCCGTGACGCCCGCCTGGAAAGCCGTTTTAGGCGTCATGGCCTGGCCGGATATCGCCAGTCTTCCTTTCACCCCCGATCTGGCTATTTTATGCACTAACGCCAGCCGTAACCTGGCGTTAC1
1730 CHIP3188 STM/STY STM3204 STY3383 ATGAAGATTTATCTGGTCGGTGGTTAGCTGGCGGGGTTCGGGTGAAGATTTATCTGGTCGGTGGTGCGGTTCGGGATGCGTTGTTAGGGCTACCGGTTAAAGATAAAGATTGGGTCGTTGTCGGCGCCACGCCGCAGGAGATGCTTGATGCGGGCTACCAGCAGGTAGGCCGTGATTTTCCTGTGTTTCTCCATCCGCAAACTCACGAAGAATACGCGCTGGCGCGTACTGAGCGTAAATCCGGTTCCGGCTACACGGGCTTCACCTGTTATGCCGCGCCGGACGTTACCCTGGAAG1
1731 CHIP3204 STM/STY STM3248 STY3430 ATGACGATGAAAGTTGGCTTTATTGTTAGCGAGTGACTTCCACTTTCGATGACGATGAAAGTTGGCTTTATTGGCTTAGGCATCATGGGTAAGCCCATGAGCAAAAACTTACTAAAAGCAGGGTATTCGCTGGTGGTGTCCGATCGTAATCCTGAAGCGATTGCTGACGTCATTGCCGCAGGCGCGGAAACGGCCTCTACGGCGAAGGCGATCGCTGAACAGTGTGACGTCATCATCACGATGCTGCCTAACTCTCCGCATGTGAAAGAGGTTGCGCTGGGCGAGAACGGTATCATCGAAGGCG1
1732 CHIP3220 STM/STY STM3276 STY3459 ATGACTGACAAAACTATTCCGTTCTCTTAGCCCAACAACTCTTCCTTAACAATGACTGACAAAACTATTCCGTTCTCGGTGCTGGATCTGGCGCCGATCCCTGAAGGATCTTCGGCAAAAGAAGCCTTCACGCACTCGCTGGATCTCGCACGGCTGGCTGAAAAGCGCGGTTATCACCGCTACTGGCTGGCAGAACATCACAACATGACCGGTATCGCCAGCGCGGCGACCTCGGTATTGATTGGTTATCTGGCAGCCAATACCACAACATTACATCTTGGCTCCGGCGGCGTGATGCTGCCTAACC1
1733 CHIP0974 STM specificSTM1043 ATGAAAAAGATTGTCGTGGCGTTAGGTTCCAGCTTTGACGTCAATGAAAAAGATTGTCGTGGCGGTTTTAGTTGGTCTGGCGTTAGGTAGCATCGGCGTGCGTAACGCAGCAGGGTATAAAAATACCGTTTCAATTGGATATGCCTACACAGATTTAAGCGGCTGGCTTTCCGGTAATGCGAACGGTGCCAACATCAAATATAACTGGGAAGATCTGGACAGTGGATTCGGGGCGATGGGTTCAGTTACATACACCTCGGCTGATGTTAATAACTATGGGTATAAGGTAGGTGATGCTG1
1734 CHIP0998 STM/STY STM1013 STY1021 ATGGCTTACCAAGCCAAGAGGTTAGTCCCACCCCAGCGCATGGCTTACCAAGCCAAGAGGCATCAGCCAAATAACCATAGAGGATATTTACCCATGGAGAACGCAATTGCACGAAAGTTAGACCCACCAGAAATCAACCCGATTGAGATAGAGAGCGTCCTGCTCAACCGGCTTGCATCAGTAGGGCAGAAATCATACGCCGAGCATATGGGCATCAGCGAGTCGACAGTCAGCAGGCGTAAAGCTGAGGGATATTTCTGCAACATGGCGAAAGAGCTGGCTTTTCTTGGGATTC0
1735 CHIP1531 STM/STY STM2529 STY2774 ATGAGTCAGTTTACACATTACCCGCTTATGCATGGCGTTTACCCATGAGTCAGTTTACACATTACCCGCCGGTGAGCGATAAACAACTGGGATTTTTCATCGACTCCTCACGCTGCTCCGGTTGTAAAGCCTGCCAGGTGGCCTGCAAAGACAAAAACAATCTGGAAGTAGGCCGTCGTTTCCGCCGCGTCTATGAAGTCAAGGGCGGAAGTTTCATCCCGACCGGGCAGGGTGGGGTCAGCAATAACGTATTTGCTTATACGCTTTCCATTTCCTGCAACCACTGTGCGGACCCTGTCT1
1736 CHIP1547 STM/STY STM2547 STY2793 ATGACCCTTCAACATACCCGATTATTTAGCGGATAGCGCGGATGACCCTTCAACATACCCGACGCATCGTCAAATCCCTTTTTATTCTGTTTATCATTGTGGTCTGTATTTATCTGCTACCCCGCGTAGCGATCAATGCCTTTTATTACCCGGACAATAAAGTCTATGGGCCAACCCCTGCCGAAGCTGAATCCATTACCTTTACCGCCAAAGATGGCACGCATCTGCACGGCTGGTTTATTCCCACTGCTTTCGGCAGGCCGGAAAACGCCGTCGCGACGGTGATTCATGTCCATG1
1737 CHIP1587 STM/STY STM0533 STY0581 ATGAAGCAAGTTTGCGTTCTCGTTATTTAAGCTTACTTTGCGCCCAATGAAGCAAGTTTGCGTTCTCGGCAACGGACAACTGGGCCGAATGCTGCGCCAGGCGGGCGAACCGCTGGGTATCGCCGTCTGGCCGGTTGGTCTGGATGCAGAGCCTACCGCCGTGCCGGTACAGCAGAGCGTCATTACCGCAGAGATTGAGCGCTGGCCGGAAACCGCGCTTACCCGCGAGCTGGCGCGCCACCCGGCCTTCGTCAATCGCGATGTATTTCCGATCATCGCCGACCGTCTGACACAAAAACAGC1
1738 CHIP3143 STM specificSTM2599 ATGTTTGCTCATCAGAATGCCTTTAAGCCGCTTTGAGCGAGTGTTTGCTCATCAGAATGCCTCCTTTCCTCCCCGGCCTGAAGGCCGGGGAGGAAAGGAGGCGGTTTTCCGGCTAACTGTCTTTTGCATAATCACATTTTCCTCTTTAATATGTGAAGCCATGAAACGCGCATATAAATACCGGTTTTACCCCACGACTGAGCAGGCTGAGCTTTTAGCTCAGACGTTCGGTTGTGTGCGTTTCGTCTACAACTCCATCCTCCGCTGGCGTACCGATGCGTACTACGAGCGAAAGG1
1739 CHIP2019 STM/STY STM4551 STY4904 ATGACAACCCCATCCTGGCTTATAGGGCGCGCATGTCATGACAACCCCATCCTGGCGGTCGCTTCGTATTAAGAAGTATCAGTTTTCTTTACGTCTTTTCTTGTTTCTCAACGCCGTGTCGGCGCTATTTACTCTCGTTTTCCCCCTTTATCAGATCAATGTATTTTGCACGCCAATGATCGGGATAGTGGTCCTGAGCGTATTACTGTTGATATGGCATGGGAAATATGGACAAAAAAGAATTAATCTCCCCTTTATCTCCCTACTCTTTGGGGGAATATGGGCGGCGCATA1
1740 CHIP2035 STM/STY STM3707 STY4088 ATGAAAAATAGTAAAACCAAAGTGAGTATCATTGTTAAGACAGATTGAGCGCCTTACGATGAAAAATAGTAAAACCAAAGTGAGTATCATTGTCCCGTTATATAATGCGGGAGCGGATTTTAATGCTTGCATGGCGTCGTTAATCGCGCAAACGTGGTCGGCGCTGGAAATTATTATTGTGAATGATGGATCGACGGATCATTCCGTTGAGATAGCAAAACATTACGCGGAACATTACCCACATGTTCGACTGCTTCATCAGGCCAATGCTGGCGCATCTGTCGCCCGTAATCTTGGCCTGCAAGCGGCGACCG1
1741 CHIP0691 STM/STY STM2353 STY2583 ATGTTGTACGGGTTTTCAGGCTTACAAATCGGCCCTCTTCAATGTTGTACGGGTTTTCAGGCGTAATTTTACAGGGCGCGATCGTCACGCTGGAACTGGCGCTCAGTTCCGTGGTGCTGGCCGTGCTTATCGGTCTCGTCGGCGCGGGGGCGAAGCTTTCGCAAAACCGGGTAACGGGGCTTATTTTTGAAGGGTACACCACCCTGATTCGCGGGGTGCCGGATCTGGTCTTAATGCTGCTGATATTTTACGGATTGCAAATCGCGCTTAACGTGGTGACCGATTCGCTGGGTATCG1
1742 CHIP0619 STM/STY STM0012 STY0012 ATGGGTAAAATTATTGGTATCGACCTGTTATTTTTTATCTTTTACTTCTTCAAACTCAGCATGGGTAAAATTATTGGTATCGACCTGGGTACTACCAACTCTTGTGTAGCGATTATGGATGGAACGCAGGCACGCGTGCTGGAGAACGCCGAGGGCGATCGCACTACGCCTTCTATCATTGCTTATACCCAGGATGGTGAAACTCTGGTTGGTCAGCCGGCTAAACGTCAGGCAGTGACAAACCCGCAAAACACCCTGTTTGCGATTAAACGCCTGATTGGCCGCCGCTTCCAGGACGAAGAAGTTCAACGTGACG1
1743 CHIP0635 STM/STY STM1723 STY1328 ATGCAAACACCAAAACCCACTTAGAAGGTCTCCTGTGCATGATGATGCAAACACCAAAACCCACGCTCGAACTGTTGACCTGCGATGCCGCCTATCGGGAAAACCCAACGGCGCTTTTTCACCAGGTCTGCGGCGATCGCCCGGCAACGCTGCTGCTGGAATCCGCGGATATCGACAGTAAAGATGATTTAAAAAGCCTGCTGCTGGTAGATAGCGCGCTGCGATTTACCGCTCTAGGTGACACTGTAACTTCCCAGGCGTTATCTGATAATGGCGCCTCGTTATTGCCGCTACTGGATA1
1744 CHIP0667 STM/STY STM2809 STY2934 ATGGCAATTAAATTAGAAGTGAAGAATCTGTTAGCCATTGTTACCCCCCTATGGCAATTAAATTAGAAGTGAAGAATCTGTATAAAATATTTGGAGAGCATCCGCAGCGTGCCTTCAAATATATTGAAAAGGGACTATCGAAAGAGCAAATACTGGAAAAAACGGGGCTATCGCTTGGCGTTAAAGACGCCAGTCTGGCCATTGAAGAAGGCGAGATATTTGTCATCATGGGATTATCCGGCTCGGGTAAATCCACAATGGTACGCCTTCTCAATCGCCTGATTGAACCCACCCGCGGACAGGTAC1
1745 CHIP1814 STM/STY STM4051 STY3821 ATGGATTCTGTTATGAGAAAATCTCTTTTCTTAGAATGTGTAGCCTATACCCACGCATGGATTCTGTTATGAGAAAATCTCTTTTCTTACTATTACCTCTTGTTGTAACAAATGCGCATGCAGTATATGTCGATGTTCGTCATGAATATCTTGATGACAGTAAAGCTAACTATGACCGTGCGTATATTTCTCATCGGTTTGCGAATGGTGTTGGTTTTGCGATAGAAGCTATCTCAAAATCAGGCGGGGATGACACCAATAAAGCGTTTAATGACCTAGAAACACAGGGCAACGAATATACGATAAGCTACC1
1746 CHIP1846 STM/STY STM0646 STY0697 ATGATCAGGTTGTATCCTGAACAACTTTACCCATCAATAAATACGTCTGCATGATCAGGTTGTATCCTGAACAACTCCGCGCGCAGCTCAATGAAGGGCTGCGTGCGGCATATCTGCTATTGGGCAACGATCCGCTGCTGCTGCAGGAAAGTCAGGACGCTATTCGTCTGGCGGCTGCGTCGCAAGGCTTCGAAGAGCACCACGCTTTTACTCTCGATCCCAGTACCGACTGGGGATCGCTTTTCTCACTCTGCCAGGCGATGAGTCTGTTCGCCAGCCGTCAAACGCTGGTGCTGCAACTGCCGG1
1747 CHIP0750 STM/STY STM2462 STY2699 ATGGCGCACGACGAACAATTAGCTTGCATAGAGTCCCTCCGATGGCGCACGACGAACAACTCTGGCTCACCCCAAGACTGCAAAAAGCGGCGGCCCTGTGTAACCAGACGCCCGCCGCCAGCGATACACCGCTGTGGCTGGGCGTCGATTTGGGCACCTGCGACGTGGTGTCGATGGTGGTCGACGGCAACGCCCAGCCGGTGGCGGTATGCCTTGACTGGGCCGACGTTGTGCGTGACGGCATCGTCTGGGATTTCTTCGGCGCCGTCACCCTCGTGCGCCGCCATCTCGACACCC1
1748 CHIP1801 STM/STY STM4125 STY3749 ATGAATATTCGTGATCTTGAATATCTGGTTAAACCGCCTGTTTTAACGCATGAATATTCGTGATCTTGAATATCTGGTGGCGTTAGCCGAACATCGCCATTTCCGGCGAGCGGCGGACTCCTGTCACGTCAGCCAGCCAACCCTTAGCGGGCAAATACGTAAGCTGGAAGATGAGCTGGGCGTTATGCTGCTGGAGCGTACGAGCCGTAAGGTGCTGTTTACCCAGGCGGGCTTACTGCTGGTGGATCAGGCGCGTACCGTACTGCGTGAGGTCAAGGTGCTCAAGGAGATGGCAAGCCAACAAG1
1749 CHIP1833 STM/STY STM0779 STY0812 ATGCAGGCCGAAATCCTTTTAGCACAACGTTGCAATAATCACATGCAGGCCGAAATCCTTCTTACCCTGAAACTTCAGCAAAAGCTTTTTGCCGATCCCCGACGTATCTCTCTGCTGAAACACATTGCGCTTTCCGGCTCGATTAGTCAGGGCGCGAAAGACGCGGGAATCAGCTATAAGAGCGCCTGGGATGCGATAAACGACATGAACCAGCTTAGCGAACATATGCTGGTTGAACGCGCAACGGGCGGCAAAGGCGGCGGCGGCGCGGTATTAACCCGCTATGGCCAGCGTCTGA1
1750 CHIP1865 STM/STY STM0770 STY0802 ATGACCTGTCAGGACAAATCACTTTTAGAGACTCCCCCGATGATGACCTGTCAGGACAAATCACTTTTAGCCCCCGCTCTCGCTTCCACGCCCGTCATTCCGCGCTATCGCCAGATCATACGCAAACGGGCTGTGCTCATGTTAGCTATTGCGTTGGCGATGATGGCTTCACTGATGGTGGATGTAACCTGTGGGTCTTCTGGTTTACCGCTCAGTGCGCTATGGCAGGCGCTTTTTCAACCGGAAAAAGTGAATGCGGGCATACACGTTATTGTCTGGGATATTCGTTTACCCTATG1
1751 CHIP0583 STM/STY STM2806 STY2931 ATGAGCGCGCTCGTCTACTTACGCGCTCCGGGGTAGATGAGCGCGCTCGTCTACTTCTCCAGCAGCTCTGAAAATACGCACCGCTTTATGCAGCGTCTGGGGCTGCCTGCCACGCGTATTCCGCTCAATGAGCGGGAGCGAATTCAGGTAGACGAACCGTACATTCTGGTTGTGCCGTCATACGGCGGCGGCGGGATGGCCGGTGCGGTGCCGCGACAGGTGATCCGCTTTTTAAATGATGAACACAACCGGGCGCGCATTCGCGGCGTTATCGCCTCCGGTAATCGCAATT1
1752 CHIP0703 STM/STY STM1339 STY1771 ATGGCGCTTACAAAAGCTGATTACTCTTCTTTGGGCGAAGCATGGCGCTTACAAAAGCTGAAATGTCAGAATATCTGTTTGATAAGCTTGGGCTTAGCAAGCGGGATGCCAAAGAACTGGTTGAACTGTTTTTCGAAGAGATCCGTCGTGCTCTGGAAAACGGTGAGCAGGTGAAACTCTCTGGTTTTGGTAACTTCGGTCTGCGTGATAAAAATCAACGTCCGGGGCGTAACCCGAAAACGGGTGAAGATATTCCTATTACAGCACGGCGCGTGGTGACCTTCAGACCCGGGCAGA1
1753 CHIP1276 STM/STY STM3379 STY3559 ATGGATATTCGTAAGATTAAAAAACTGATCGTTACTCGATGACGACCAGTGGATGGATATTCGTAAGATTAAAAAACTGATCGAGCTGGTTGAAGAATCAGGTATCTCCGAACTGGAAATTTCTGAAGGCGAAGAATCTGTTCGCATCAGCCGCACAACGGCAAACGCCGGTTTTCCGGTGATGCAGCAGGCTTATGCGGCGCCGATGATGCAGCAACCCGCTCTGTCTAACGCTGTCGCGCCAGCGGCTACTCCAGCAATGGAAGCGCCTGCCGCAGCGGAAATCAGTGGTCACATCGTACGCTCCC1
1754 CHIP1292 STM/STY STM0053 STY0062 ATGCAAGAAAATACCGTAATTAAATATTTAAATACCTTATTCTTCTCTGGTAAAAGGGATATAGAGGATGCAAGAAAATACCGTAATTAAATATTTAAATACCAATATGTTTATACGGGAAATTACACGCTGGTTTGCCAGACACTCGTTTCAAAACCGGATATTTCTACTGATCCTGTTTACATCCACCATCGTGATGCTGGCAATCACCTGGTATCTGACCGATATCACGAAAGAACGCCTGCATTATCAGGTGGGCCAACGTGCGCTTATTCAGGCAATGCAAATATCCGCTATGCCAGAATTAGTTGAAGCCGTAGAAG1
1755 CHIP1308 STM/STY STM0036 STY0043 ATGATGTTTGGGAAAAGTTGTCATTAAACAAATATTGACTTTATTTCTGCAATGATGTTTGGGAAAAGTTGTCAGGTCATGGTTAAACCGACCGGATCGGTGTGTAACCTTGACTGTAAGTACTGTTTTTATCTGGAGAAAGAAAAGCTCTATCCGGATCGAAAAAACCATTACAAAATGTCGGAAGAGACCCTCGAACTCTTCATCAGGCAGCAGATTGCCGCACAGGATATTGATGAGGTCATTTTTGCGTGGCAGGGCGGGGAACCCACATTAATGGGCATCCCGTTTTATCGTAAAGCCGTTG1
1756 CHIP4689 STM/STY STM1245 STY1880 ATGGAACGTCATTGACATTTTTTATTCTTAACACCACAATTCCAACATAAATATCATGGAACGTCATTGACATTTTTTATTCAACGAAGAGTTAACCACTCTTAATAATAATGGGTTTTATAGCGAAATAGACTTTTTTATCGCGTGTTCAATATTTGCGTTAGTTATTATTTTTTTGGAATGTAAATTCTCTCTAAACACAGGTGATATTTATGTTGGAATTGTGGTGTTGA1
1757 CHIP4713 STM/STY STM2010 STY2212 ATGACAGCAAAGGAGGAAACTAAAGTTATATGACTAATTGTAATGAACTTAACAAATGGCATGACAGCAAAGGAGGAAACTAAAGGGGTTAGCGTAAGGGTGGCGACAGTAAACATGAACCCTTTAAAAAGAAAAGAGAACTATCTTAGCGCCACCATCATCGCTCAAAAAGAAGGGTACTGGTACAGCCATTTGTTAAGTTCATTACAATTAGTCATATAA1



1758 CHIP0154 STM/STY STM3868 STY3910 ATGTCTGAATTTATTACGGTAGCTCGCTTAAGACTGCAAGACGTCTGCATGTCTGAATTTATTACGGTAGCTCGCCCCTACGCCAAAGCAGCTTTTGACTTTGCCGTCGAACACCAAAGTGTAGAACGCTGGCAGGACATGCTGGCGTTTGCCGCCGAGGTAACCAAAAACGAACAAATGGCAGAGCTTCTCTCTGGCGCGCTTGCGCCAGAAACGCTTGCCGAGTCGTTTATCGCAGTTTGTGGTGAGCAACTGGACGAAAACGGTCAGAACCTTATTCGGGTAATGGCTGAAAATGGTCGTC1
1759 CHIP0188 STM/STY STM2049 STY2254 ATGCATCTGGCACGAGTCATTAACACGAAAGCGTATCTACAATGCATGCATCTGGCACGAGTCACGGGCGCGGTTGTCTCCACGCAAAAATCACCTTCTTTGATTGGGAAAAAGCTGCTGCTGGTGCGTCGGGTCAGCGCCGATGGCGAACTCCCCGCCTCGCCCACCTCCGGCGATGAAGTGGCCGTGGACTCCGTCGGCGCGGGCGTCGGCGAACTGGTTTTGCTCAGCGGCGGCTCCAGCGCCAGGCACGTTTTTTCCGGGCCAAATGAGGCCATTGACCTCGCCGTTGTCGGCATTG1
1760 CHIP1231 STM/STY STM4307 STY4508 ATGCATGAGTTACCGCTGGTTTACATTGGCAGCGTCCACATGCATGAGTTACCGCTGGTCTTTTTTACGGTCTTTACCCAGAGCGCGGTCGGCGCGTTTATTCTGCTGCTGATTGGCGGCGCAATGGGGCTGGTCGCGCCGCGGCGTAAGGCTATCGGTCTGTTCTCGGTGATGTGCCTGTTTGGGCTGGGCGTCATTGTCGGCACCTTCCACGTCGGGCAACCGCTGCGTGCGCTGAATATGCTGCTGCGCGTCGGACATTCGCCGATGAGTAACGAGATTGTCCTGTCGGCGG1
1761 CHIP1247 STM/STY STM1909 STY2117 ATGAATATTCAGGCTCTTCTCTCAGATTACATGCGTTCTACGGTTTCGGTGAATATTCAGGCTCTTCTCTCAGAAAAAGTTAGTCAGGCCATGATTGCTGCAGGCGCGCCTGCAGATTGCGAGCCCCAGGTTCGTCAGTCAGCCAAAGTTCAGTTCGGCGACTATCAGGCCAACGGCATGATGGCAGTTGCGAAAAAACTGGGTATGGCCCCCCGACAACTTGCAGAGCAGGTGCTGACTCATCTGGATCTCAGCGGCATCGCCAGCAAGGTTGAAATCGCCGGCCCTGGCTTTATCAATATTT1
1762 CHIP1279 STM/STY STM3367 STY3547 ATGGAACGATTAAAACGAATGTCGTTATTTTTCTTTCCCTCGCCCATGGAACGATTAAAACGAATGTCGGTATTCGCCAAAGTTGTCGAGTTTGGCTCTTTTACCGCCGCAGCCAGACAGCTGCAAATGAGCGTATCGTCCATCAGCCAGACTGTGGCGAAACTGGAAGATGAGCTTCAGGTTAAATTGCTCAACCGCAGCACACGCAGCATTGGGCTCACCGAAGCTGGAAAAATCTATTATCAGGGCTGTCGTCGTATGCTGCATGAAGTGCAGGATGTTCACGAGCAGCTTTACGCTT1
1763 CHIP0468 STM/STY STM3718 STY4077 ATGAGCAGAAAATATTTTGAAGAAGAAGTTTATTCAAGAAGTTTACGTTTAAAGTAGGCTAATGAGCAGAAAATATTTTGAAGAAGAAGTCATTCAACAGACTTTAGATTATAACTATGCACAACATAGTGATGCTGATAAATTTAATATAGCTTATGGGATTGATAAAAACTTTCTTTTTGGCTGTGGTGTCTCTATTGCATCGGTTCTCCTCGCTAATCCAGAGAAGGCGTTAGCTTTCCATGTTTTTACCGATTTCTTTGACTCTGAAGACCAGCAGCGATTTGAGGCATTAGCAAAACAGTACGCTACGCAGA1
1764 CHIP0101 STM/STY STM4329 STY4689 ATGAGTATTCGTCCGTTACATGATCGTTACGCTTCAACAATTGCCAATGAGTATTCGTCCGTTACATGATCGTGTGATCGTCAAACGTAAAGAAGTTGAGTCTAAATCTGCTGGCGGCATCGTACTGACCGGTTCCGCAGCGGGTAAATCAACTCGTGGCGAAATCATCGCTGTCGGTAAGGGTCGCATCCTGGACAACGGTACTGTACAGCCGCTGGACGTGAAAGTTGGCGACATCGTTATTTTTAACGATGGCTACGGTGTGAAATCTGAAAAGATCGACAATGAAGAAGTGTTGATCA1
1765 CHIP0478 STM/STY STM1141 STY1178 ATGAAACGCTATCTGACCTGGATTAGAATTCATCACGCGCTAAATCATGAAACGCTATCTGACCTGGATTGTAGCAGCAGAGTTACTGTTCGCTACCGGAAACCTGCATGCCAATGAAGTTGAAGTCGAGGTTCCCGGATTGTTAACCGACCATACCGTCTCTTCGATAGGACATGAATTCTATCGTGCATTCAGCGACAAATGGGAAAGCGAATACACCGGCAATCTGACCATTAATGAAAGACCCAGTGCGCGTTGGGGAAGCTGGATCACCATAACGGTAAATCAGGACGTTATTTTCC1
1766 CHIP0111 STM/STY STM4025 STY3853 ATGAGTCTTACCGAACTGACCGTTACGCTGAAACGGCGTCATGAGTCTTACCGAACTGACCGGTAATCCGCGACACGATCGGCTGTTAATGCTAATTGATGAGCGCGGCTATATGAATATCGATGAGTTAGCCAGTTTGTTGGAGGTCTCTACCCAGACGGTTCGCCGCGATATTCGTAAATTAAGCGAGCAGGGGCTGATTACGCGTCATCACGGCGGCACTGGCAGAGCGTCCAGTGTGGTCAATACCGCCTTTGAGCAGCGAGAGGTCTCCTGGACGCAAGAGAAAAAAGCCA1
1767 CHIP0127 STM/STY STM4170 STY3715 ATGAACAAGACTCAACTGATTGATGTAATTGTTACTTAACTGCGTCTTTCAGAGCTTATGAACAAGACTCAACTGATTGATGTAATTGCAGACAAAGCAGAACTGTCCAAAACCCAGGCTAAAGCTGCTCTGGAATCCACTCTGGCTGCTATTACTGAGTCTCTGAAAGAAGGCGATGCTGTACAACTGGTTGGTTTCGGTACCTTCAAAGTGAACCACCGTGCTGAGCGCACTGGCCGTAACCCACAGACCGGTAAAGAAATCAAAATCGCCGCCGCTAACGTACCGGCGTTTGTTTCTGGTAAAGCTCTGA1
1768 CHIP4726 STM/STY STM2434 STY2671 ATGAAGAGTTATCGGCTGGTGGTTACAACTGCGAGGTCACCGATGAAGAGTTATCGGCTGGTGGTTCGCCAGCAGGGACGTATCGTGGGGCATTTTGAAACGAGCGGGCTGGACGCGCTGGAAGATATCTGCGTGGCGCGAGCGATGTTTGGCATCACTGGCGGCTATCAGTGCGAGCTGCAAGTGTCCGATTCCGAACGCAGGATGCTGGAGAGTGGCCCGGATGGGATGAAGATCCTGATGCGCGAGAAGTGCTTTCGCCCGGTGACCTCGCAGTTGTAA1
1769 CHIP0183 STM/STY STM2044 STY2249 ATGGACAGTAATCACAGCGCCTTATACTGCCGTTCTCCTGTGATTAAGATGGACAGTAATCACAGCGCCCCGGCTATCGTCATTACCGTTATCAACGACTGCGCCAGCCTCTGGCACGAAGTGCTGCTGGGCATTGAAGAGGAAGGCATCCCTTTCCTGCTTCAGCATCACCCGGCTGGAGATATCGTTGACAGCGCCTGGCAGGCGGCGCGCAGCTCGCCGCTGCTGGTCGGCATTGCCTGCGATCGACACTCGCTGGTCGTGCATTACAAGAATTTACCCGCATCGGCGCCGCTTTTTACGC1
1770 CHIP1226 STM/STY STM4296 STY4495 ATGATGAAAGTATTAATTGTTGAAAGTGAGTTTTAGGCTTTCACGCACATAACGATGATGAAAGTATTAATTGTTGAAAGTGAGTTTCTGCATCAGGACACCTGGGTTGGCAACGCGGTTGAGCGTCTGGCAGATGCCTTGAGCCAACAAAATGTTACCGTCATTAAATCGACATCCTTCGATGACGGCTATGCCATCTTGTCCGCGAACGAAGCCATTGACTGTCTGATGTTTAGCTACCAAATGGAACAACCGGATGAGCACCTGAGCGTCAGGCAATTGATCGGTAAGCTTCACGAGCGTCAGCAAA1
1771 CHIP0081 STM/STY STM3898 STY3707 ATGGCGGAAAGCTTTACGATTAATCATCAGCTTCGGTGTAGTCTTATGGCGGAAAGCTTTACGACGACTAATCGATATTTTGACAATAAACATTATCCACGTGGATTCTCTCGTCACGGTGATTTCACGATTAAAGAGGCACAACTGCTTGAGCGTCATGGTCATGCCTTTAATGATCTGGATCTTGGCAAGCGTGAGCCTGTGACTGAAGAAGAGAAGCTGTTTGTAGCGGTATGTCGCGGTGAACGCGAGCCGGTAACGGATGCAGAACGCGTCTGGTCCAAGTATATGACGCGTATCA1
1772 CHIP0873 STM/STY STM1961 STY2169 ATGTACACCGCGAGCGGTTTAACGAGACTCCTGGAAAGATGCATGTACACCGCGAGCGGTATCAAAGCTTATGCGCAAGTCAGCGTGGAAAGCGCCGTGATGAGCGCCAGCCCGCATCAGTTGATTGAAATGTTGTTTGATGGCGCGAATAGCGCTCTGGTGCGCGCTCGCCTGTTTTTAGAACAAGGCGATGTTGTCGCGAAAGGTGAAGCGTTAAGCAAAGCCATCAATATTATCGATAACGGGCTGAAAGCCGGCCTCGATCAGGAAAAAGGCGGTGAGATTGCGACGAATCTTT1
1773 CHIP0889 STM/STY STM1713 STY1337 ATGAAATTGCAGCAGCTTCGTTACTTTTCAGGCAGCTTTATATCCTGATGAAATTGCAGCAGCTTCGTTACATTGTTGAAGTGGTTAATCATAACCTTAACGTCTCCTCTACCGCTGAGGGGTTGTATACTTCCCAGCCGGGGATCAGCAAGCAGGTTCGGATGCTGGAAGATGAGCTTGGCATCCAGATTTTCGCCCGCAGTGGTAAGCATCTGACTCAGGTGACGCCCGCAGGTCAGGAGATTATTCGTATTGCGCGTGAGGTGCTTTCCAAAGTCGATGCCATTAAGTCGGTCGCCGGCG1
1774 CHIP0905 STM/STY STM4247 STY4443 ATGCAAGCGGCAACAGTCTTAATCAATATACTTCATCGCCACCCATGCAAGCGGCAACAGTCGTCATTAACCGCCGCGCTCTGCGACACAACCTGCAACGTCTGCGTGAACTGGCGCCTGCCAGTAAGCTGGTTGCGGTGGTGAAAGCGAACGCTTATGGACACGGTCTTCTGGAGACCGCGCGAACGCTCCCTGATGCTGACGCTTTTGGCGTGGCGCGTCTTGAAGAGGCTCTACGTCTGCGAGCGGGCGGGATCACGCAGCCAATCCTGCTGCTGGAGGGTTTTTTCGACGCCGCCG1
1775 CHIP0921 STM/STY STM3321 STY3500 ATGCAGCTCAATATCACCGGTTAGTGTTGTTTCAGTTTATCTTTATGCCTATGCAGCTCAATATCACCGGACATAATGTCGAAATTACTGAAGCCCTGCGTGAATTTGTGACGACAAAATTCGCCAAACTTGAACAGTATTTTGAGCGGATTAATCAGGTATACGTGGTGTTGAAAGTGGAGAAGGTCACGCACATCTCGGATGCGACGCTACACGTTAACGGCGGCGAAATTCACGCCAGCGCGGAAGGCCAAGATATGTATGCCGCCATTGACGGCTTGATTGATAAACTGGCAAGGCAGTTAA1
1776 CHIP0937 STM/STY STM0429 STY0468 ATGAAACTTTCCCGACTTGCTCTTACTCGCTTTCGGTCACTTTGATGAAACTTTCCCGACTTGCTCTGCTGTCTGTCTTCGCTCTCGCCAGCGCCCCGTCATGGGCGGAATCGGTGGTCACGGTGTACTCCATCGACGGGCTGCATGATGGCGATAACAGCTGGTACCAGGTACAGTTTGACGCATTCACCAAAGCGACCGGCATTACCGTACGCTATGTTGAAGGCGGTGGTGGCGTGGTAGTGGAACGTCTGGCAAAAGAGCGCACGAATCCACAGGCCGACGTGCTGGTAACCGCGC1
1777 CHIP0012 STM/STY STM3976 STY3583 ATGTTTGATATTGGCGTTAATTTAACCTTAGAATACAACCTCAAATAAGGTTCTGATGTTTGATATTGGCGTTAATTTAACCAGTAGCCAGTTTGCAAAAGATCGTGATGATGTGGTCGCCCGTGCGTTTGCGGCGGGAGTAAAAGGTATGCTACTGACCGGAACGAACATCCATGAAAGTCAGCAGGCGTTAAAACTGGCGCGGCGCTACCCCCATTGTTGGTCGACGGCTGGCGTCCATCCCCATGACAGCAGTCAGTGGTCACCCGCGTCTGAAGACGCCATTATTGCGCTGGCGAACCAGCCGGAAG1
1778 CHIP0028 STM/STY STM3959 STY3600 ATGATGATGCTATTTTTCACCGTGTTAGCGCGAAATAATCAGGTGAATGATGATGCTATTTTTCACCGTGGCAATGGTGCACATCGTTGCGCTAATGAGCCCCGGCCCCGACTTTTTCTTCGTGTCTCAAACTGCTGTCAGCCGTTCGCGTAAAGAAGCGATGATGGGCGTACTGGGCATCACCTGCGGCGTGATGGTATGGGCGGGCGTGGCGCTGCTTGGCCTGCATCTCATCATCGAAAAAATGGCCTGGCTGCATACGATCATTATGGTAGGCGGCGGCCTGTACCTGTGCTGGATGG1
1779 CHIP0044 STM/STY STM3942 STY3617 ATGTTTTTTGTTATTACTCACCATATTGATGTTACCAACCCCGAAATGTGAATGTTTTTTGTTATTACTCACCATATTGATGTGCTGCCTCTGGCAACCCTACCCACACATGAAACATGCCCTTATTGTAATAATCAGGATGTATGGTTGATTATTCGCCAAAAAAGGACCCGTACATGTGGTCTGTCTCAAGCGAGAAAAAGAGATAAGTTTGGTTTAGCGATATGCAATCATTGCAGCAATGAAATCAAGGAAAAACGTTGGTCACCAGCGTTACGTCAACTTTTTACCGAGCAGAAGCCACTAT1
1780 CHIP1958 STM/STY STM4443 STY4782 ATGTTAAATCGCTCATTATCGGCGCGCTTATTATTTGCCGCTGAGCGATTAAATCGCTCATTATCGGCGCGCTGGTCGGCGTAGGGGTGGGCGCTGGGGCTGCACGCATGTTTCACGCGCCAACCACGCAGGGGATGGGCGCGTTCCGTACGTTGGGCGAACTCAACTCTTGTGAAGGCGACCCGGCATCTCACTTCTCCTTTGGGCTGGGTTTCTTCTTTAACGCCTGGGCCTCGTCTGTGGCGGCCGGATCGTTCACCCAGGATGTCGATCACCGCATCATCCCTAACTGGGGCGCGGCGGC1
1781 CHIP2611 STM/STY STM0006 STY0006 ATGTTAACGAAATACTCTGGGGCTCGGTTATCCCAGGTATCTGGCGCCAGTTTTAACGAAATACTCTGGGGCTCGGTAATGATTTACCTGCTGCTCGGCGCAGGATGTTGGTTTACCTGGCGTACCGGATTCATTCAGTTTCGTTATATTCGCCAATTTAGCCGCAGTCTGAAAGGCAGCCTTAGCCCGCAGCCAGGCGGCCTGACGTCATTTCAGGCTCTGTGTACCAGCCTCGCGGCGCGGATTGGCAGCGGTAACCTGGCCGGCGTGGCGCTGGCTATCGCCGCAGGCGGTCCCGGCGCGGTATT1
1782 CHIP0876 STM/STY STM1182 STY1221 ATGATCGGAGACGGTAAATTGCTTAAAAGAGATTGTCGAGATTCGCATGATCGGAGACGGTAAATTGCTGGCCAGCGCGGCCTGGGATGCGCAATCTCTGAACGAACTGAAAGCGAAAGCGGGCCAGGACCCGGCGGCGAATATCCGTCCTGTGGCCCGTCAGGTGGAAGGGATGTTTGTGCAGATGATGCTGAAAAGTATGCGCGAGGCTTTACCCAAAGATGGTTTATTCAGCAGCGATCAGACGCGTCTGTATACCAGCATGTATGACCAGCAGATCGCCCAGCAGATGACCGCCGGTA1
1783 CHIP0870 STM/STY STM1969 STY2177 ATGAGTGCGACTGCATCGATTACTCATGATCGTTACTCATCCACTGATGAGTGCGACTGCATCGACTGCAACCCAACCTAAACCTCTCGAGTGGCTTAATCGCCTACGCGCGAATCCCCGAATTCCGTTAATTGTGGCGGGTTCCGCTGCCGTGGCGATCGTCGTTGCGATGGTGCTGTGGGCCAAAACGCCCGATTACCGCACGCTATTTAGCAACCTTTCCGATCAGGACGGCGGCGCGATCGTCGCGCAGTTGACCCAGATGAATATCCCCTATCGCTTTGCCAATGGCAGCGGCGCGA1
1784 CHIP0886 STM/STY STM2948 STY3076 ATGACGACACCGGCTCCATTAGTAGACATCTCGCTGATAACGGATGACGACACCGGCTCCACTGACTGGGTTGCTTCCGCTTAATCCGGAGCAACTGGCGCGCCTTCAGGCCGCGACAACCGACCTTACTCCCGAACAGCTTGCCTGGGTCTCCGGCTATTTTTGGGGCGTACTGAACCCGCGCTCAGGCGCTGTTGCCGTCACGCCTGTTCCTGAGCGGAAGATGCCGCGGGTTACGCTTATCTCCGCTTCGCAAACCGGCAATGCGCGTCGTGTGGCGGAAGCGCTGCGTGATGATC1
1785 CHIP1737 STM/STY STM3000 STY3138 ATGAAAAAACAACAGGGCTATACGCTTATTGACACGTGGCGGCATGAAAAAACAACAGGGCTATACGCTCATTGAAACGGTGGTCGCGATGTCGCTCATTATCATTCTCAGCGCCACAGGACTTTATGGCTGGCAACGCTGGCAGCAGCAACAGCGCCTGTGGCAAACCGCATGTCAGGTGCGGGATTACCTGCTGCAACTTCGTGGGGACGCTCACTGGCATAACCGCGATCACATTCTTCGCGTGGTCAGCGAAGGCGGTTCATGGTGCTTTGTCAGCTCTGTTGCTACGCAAACAT1
1786 CHIP1761 STM/STY STM3022 STY3167 ATGTCTAAAATTTGGTCAAAAGATGAGATTAGCCGAAAAACATCACCGATGTCTAAAATTTGGTCAAAAGATGAGACTCTCTGGAGTTTTGCATTATACGGAACGGCTGTAGGCGCAGGCACTCTTTTCCTTCCCATCCAGTTGGGATCGGCAGGCGCAATCGTGCTATTTATTACCGCGCTGGTCGCCTGGCCTCTAACATACTGGCCGCATAAGGCGCTGTGTCAGTTTATTCTTTCCTCAAAGACTTCTGCCGGTGAGGGAATTACTGGCGCCGTTACTCATTATTACGGCAAGAAAATCG1
1787 CHIP1777 STM/STY STM4089 STY3781 ATGAAATACGATACTTCCGAGCTTTGTTACTCGATATCAAGCGGGTATGAAATACGATACTTCCGAGCTTTGTGACATCTATCAGGAAGATGTCAACGTCGTGGAACCGCTGTTCTCTAATTTTGGAGGGCGGTCGTCGTTTGGCGGACAAATCATCACGGTAAAATGTTTCGAGGACAACGGGTTGCTGTACGATCTGCTCGAACAAAATGGCCGTGGTCGGGTTCTGCTGGTCGATGGCGGCGGTTCTGTCCGTCGTGCATTAGTCGATGCGGAGCTGGCGCGTCTGGCCACGCAAAATG1
1788 CHIP0015 STM/STY STM3972 STY3587 ATGACGCCAGGTGAAGTACGTTAACGAGTTTTACGCCAGCATGACGCCAGGTGAAGTACGGCGCCTATATTTCATCATCCGCACGTTTTTAAGCTACGGCCTTGATGAACTCATCCCCCGAATGCGTCTTACACTGCCACTCCGATTATGGCGCTATTCGCTGTTCTGGATGCCAAACCGGCATAAAGATAAATTGCTGGGTGAACGATTAAGACTGGCGTTGCAAGAGCTGGGACCGGTCTGGATCAAATTTGGTCAGATGCTCTCCACGCGCCGTGACCTGTTCCCGCCGCAAA1
1789 CHIP1196 STM/STY STM1588 STY1477 ATGCCGGGTACGGAAAAAACTTACATGAAGTACTGATTTTTAATCGTCGATGCCGGGTACGGAAAAAACACAACATATAAGCCTGACCACACAGGTTGAAAATCGGTTAAAGCATCAATTGTCTATTGGCGCATTAAAACCAGGCGCAAGGCTTATCACTAAAAATATCGCTCAAGAGTTAGGCGTCAGTATTACGCCGGTGCGTGAGGCCCTGTTAAGGCTGGTCTCTTCCAGTGCTTTGGCGGTGGCGCCAGCACAGGCGTTTATGGTGCCGGAGATCTCGCTGGAAAGTTTGCTGGAAATTA1
1790 CHIP2752 STM/STY STM1544 STY1518 ATGTTTAAGAGGTATTTATGGAAATTATGCTGTTAATCGGAGCTATCGTTTTCCCATGTTTAAGAGGTATTTATGGAAATTATGCTGGCTGGCATTTGCCCTTGTAAAGCGCGGGGAAAGCATGAAAAAAATATATCTCGTTGTTATCGTACTGTTTTTCATTTCTACAAAAGTTTATACACTACTTCATAACAACATCTTCTTTTGTCGAAACAGCCCGGAGTGTGATTTGTCTCATGTTCTCCCCGACTACCGGGAGCAGATTTCAGGCACACCGCTAAAATATACCTTGATTAATACAGCTCCATTAG1
1791 CHIP2768 STM/STY STM1566 STY1494 ATGGAAACTACAACCAAGAAAGCATTAAATGGAAGTCCGACGGTAGTATGGAAACTACAACCAAGAAAGCACGTTCCCTTTATATCCCTTACGCTGGCCCTGTATTGCTGGAATTCCCCCTGTTAAACAAAGGCAGCGCTTTTAGCGTAGAAGAGCGCCGCAACTTCAATTTGTCAGGGCTGCTGCCAGAGGTCGTCGAGTCGATTGAAGAACAGGCCGAACGCGCCTGGCTCCAGTATCAGGGGTTTAAAACAGAAATCGATAAGCATATTTACCTGCGTAACATCCAGGATACCAACGAAA1
1792 CHIP2888 STM/STY STM1812 STY1942 ATGTATCAACATCGTAACTGGCAATTACAGAACGCGGGTAGACAAATGTATCAACATCGTAACTGGCAAGGCGCCTTGCTTGATTACCCGGTAAGTAAAGTGGTCTGCGTGGGCAGTAATTACGCAAATCACATCAAGGAGATGGGCAGCGCGACGCCGGAAGAACCCGTGCTTTTTATCAAGCCGGAAACCGCATTGTGTGATATTCGCCAGCCGCTGGCGATTCCGGCGGATATGGGGGCTGTTCATCATGAAGTTGAGCTTGCTGTGCTGATTGGCGCAACGCTCCGCCAGGCGACCG1
1793 CHIP2904 STM/STY STM1843 STY1974 ATGGAAAAAACACGGGCCTTACGCCTGAACGCGTGGATGGAAAAAACACGGGCCGATGGCCTGCCCCTCCCGCAGAGATACGGCGCTATCCTGACGATTATTATCGGTATTTCGATGGCGGTTCTGGATGGCGCAATCGCTAATGTCGCGCTGCCAACCATTGCGACTGATTTACATGCCTCCCCTGCCAGCTCTATCTGGATTGTCAATGCGTACCAAATCGCCATTGTCGTCTCACTGCTTTCCCTGTCTTTTTTAGGCGACATGTTTGGTTATCACCGGATCTATAAAT1
1794 CHIP2928 STM/STY STM1887 STY2095 ATGAATATGCTGGAAAAAGTCCAGTTTAGCGGTCATCACTCTTGATGAATGAATATGCTGGAAAAAGTCCAGTCTCAACTGGAACATTTAAGCAAATCTGAACGAAAAGTCGCCGATGTTATTCTGGCCGCCCCAGGCAGATCGATTCACTTAAGCATTGCCATGCTGGCCCAGGAAGCTAACGTTAGCGAGCCAACGGTGAACCGTTTCTGTCGCAGCATGAATACCCGCGGCTTTCCTGATTTTAAACTGCATCTGGCGCAAAGTCTGGCAAATGGCACCCCCTATGTTAATCGCAATGTGG1
1795 CHIP2938 STM/STY STM1902 STY2110 ATGCTGAAACTCAACGCGATTATAAGGCGTTTAAAATATCCTCTACGCATGCTGAAACTCAACGCGACCACAACCGCCCTGGTGGTTATTGATTTACAGGAAGGAATTCTTCCGTTTGCCGGCGGCCCGTATACGGCAAATGAGGTGGTCGCCCGCGCCGCGCGGCTGGCGGAAAAGTGTCGTGCCAACGGCTCGCCCGTGGTTATGGTACGCGTCGGATGGTCTGATGATTATGCCGAAGCGTTAAAACAACCCGTGGATGCCGCAACGCCTGCGCACGCGTTGCCGGAAAACTGGTGGACCT1
1796 CHIP4403 STM/STY STM0506 STY0552 ATGCTCACCCTGACCGACGTTAGGAGAGAAAAGGGGTCAAATGCTCACCCTGACCGACGGACTTCCTGAGACGATGAACTTCAACACTGTTTTCCGCTGGCATTTGCCCTTCCTGTTTTTGATCCTGTTAACTTTCCGTGCCGCCGCCGCAGACACCTTATTAATTCTGGGCGATAGCCTCAGCGCCGGTTACCGTATGGCCGCCAGCGCGGCATGGCCGTCGCTCCTTAATGATAAATGGCAAAACAAAACGTCGGTCGTTAATGCCAGTATAAGCGGAGATACCTCGCAGCAGG1
1797 CHIP4419 STM/STY STM0530 STY0578 ATGTTTACATCAGTGGCGCATTAACTTACGCCCATGCTTTCCATGTTTACATCAGTGGCGCAAGCCAACGCTGCAGTCATCGAACAAATTCGTCGCGCACGTCCGCACTGGCTGGATGTGAAGCCAGCTTCTTCATTAATTAGCGTGCTCAATCAAGGGAAAACGCTTCTTCATGCCGGCCCGCCGATGCGCTGGCAAGAGATGACCGGCCCGATGAAAGGCGCCTGTATCGGCGCATGCCTGTTTGAAGGATGGGCCAAAGATGAAATGAGCGCGCTCGCGCTGTTAGAGCAGGGAA1
1798 CHIP4443 STM/STY STM0577 ATGAGACATGTTTATGTAGCCAGCCTTAATGCGCACTAATTTGATCAGTGAGACATGTTTATGTAGCCAGCCATGGCCCTTTTGCCCGCGGACTTATTAACAGTCTATCGCTGCTGATTGGCGACGAACACGGCGTGACACCGGTTTGCGCCTACGATGGCGATATTGTCACCACGGAGCAGCTTGAACAAACCCTCGAAAATCTGATCGCGCAAGCCAACGGCGAAGAAGTGGTGGTGTTTACCGATCTGCTCGGCGGCAGCATCAACAATAGCGCCGCGAAAGTGCTGATGCGTCACCGTC1
1799 CHIP1199 STM/STY STM1642 STY1427 ATGAGCAAGGTATTAGTTCTTAAATCCAGTTAAGCGGCCACGACGCTATGAGCAAGGTATTAGTTCTTAAATCCAGTATTCTGGCAGGGTACTCTCAGTCTGGTCAGTTGACTGACTATTTTATTGAACAATGGCGCGAAAAACACGTCGCAGATGAAATTACTGTCCGCGATCTGGCGGCCAACCCTGTTCCGGTGCTGGATGGCGAGCTGGTGGGCGCGATGCGTCCGGGCGATGCGCCTTTAACGCCACGTCAGCAGGACGCTCTGGCGCTGTCTGATGAACTCATTGCTGAACTGAAAG1
1800 CHIP2755 STM/STY STM1548 STY1513 ATGACTATCCCACTCAGACCTCATTGTTATCCCTGCCCTTCATCTTGATGACTATCCCACTCAGACCTCATTGGATAGCCAATGATTCATACAGGGAAAAGTGTAAAATGCTTGTCCTCAACCGGAGTAAAGGGGAAATTCATAAGGTAGACTTTAGTAAATTAACAGATTATATCAAAGAAGGTGATGTAATCTGTTTTAACGACAGTACTATAATAAACCATATGTTTATCTGTAAAACAAGACAGAATAGGTTAATTAAAATTGTTTTAGAGGGATTTTTACCAAATAATAGAGTAATTA1
1801 CHIP2853 STM/STY STM1720 STY1330 ATGAGCCAGTTTTTTTATATCCATCCTTATAAGAAAGGTGTAACGTCGCCGATGAGCCAGTTTTTTTATATCCATCCGGATAACCCACAGCAACGGCTGATTAATCAGGCCGTCGACATTGTGCGTAAAGGCGGTGTTATTGTTTATCCAACCGATTCCGGCTATGCCCTTGGTTGTAAAATTGAAGACAAAGGCGCAATGGAGCGCATTTGCCGCATCCGTCATCTGCCGGACGGCCACAACTTCACGCTGATGTGCCGCGATTTGTCCGAGTTGTCGACCTACTCCTACGTCGACAACGTGGCAT1
1802 CHIP2869 STM/STY STM1766 STY1286 ATGTTTAAACGGTGTTTCTCTCCTCTTATTCATGGGTATCTCCCTGGGATGTTTAAACGGTGTTTCTCTCCTCTTACGCTGGTTAACCAACTGGCGCTGATTGTCATGCTCTCTACCGCTATCGGCGTGGCGGGGATGGCGGTTTCCGGCTGGCTGGTTCAGGGTGTGCAGGGTAGCGCTCATGCGATTAATAAAGCGGGCTCATTGCGTATGCAAAGCTATCGACTACTGGCAGCTGTCCCGCTGGATGCTAAAGATCAAAAGCTGCTGGATGAGATGGAGCAAACGGCATTCAGCCCTGAAC1
1803 CHIP2885 STM/STY STM1805 STY1934 ATGGTCATTAAGGCGCAGAGCTTATCGTCCCTGAATCGCTAAATCATGGTCATTAAGGCGCAGAGCCCGGCGGGTTTCGCGGAAGAGTATATTATTGAAAGTATCTGGAATAACCGCTTTCCTCCTGGCACGATCTTACCGGCAGAACGAGAACTCTCCGAACTGATCGGCGTGACGCGCACGACATTACGCGAGGTGTTACAGCGGCTGGCGCGAGATGGCTGGCTGACCATTCAGCATGGCAAACCGACAAAGGTTAATAATTTTTGGGAAACGTCAGGGCTGAATATCCTTGAAACGC1
1804 CHIP2909 STM/STY STM1850 STY1981 ATGGGGCACCGCTCTGCCTTAACTATTACCAGTAAAGAGTTTGCCATCATGGGGCACCGCTCTGCCACGTTAAACACCAGGCTCCGGCGTACTCGCGCCGGAGCGTTTTATGCTACACTGCGCGCCTGTTTTTTTGCCGGCGATACACCTGTGGCTCAACACGCTGTCTATTTTCCTGACGCTTTTCTGACGCAAATGCGTGAAGCAATGCCTTCCACGCTCTCTTTTGATGAATTTATTTCGGCCTGCCAACGCCCGTTGCGCCGCAGTATACGCATCAATACGCTTAAAATATCCGTGGCTG1
1805 CHIP2829 STM/STY STM1665 STY1399 ATGTCTTCTATGTTACCGTCAATCAGCTTAAACACCTATCAACGTGGATTCAATGTCTTCTATGTTACCGTCAATCAGCCCGGAACTGGCCCGTATCGCTCCCGGCTTTCGTGCATTAAGTATTAATGTTATTGCCGCTCCGATTCGCGATGCGCAGGTCGGAGAAATCGCGCTAAAAGAGGCCTGTCAGGCCGTAATTAACGGCCAACCGGCGTGGGCACAGGCGCATATAGACGCCTGGAATACGGTGCTTAAAGCATTCGGCGCAAAACCAAAGCGCACCCCCTGCTCGGCTGAAGCGCTACGAA1
1806 CHIP4390 STM/STY STM0481 STY0525 ATGCTGTTACAGACGCTGGAATTAGCGGGTTAAACGCGCCATGCTGTTACAGACGCTGGAAGAGAGGCTGGCGACGCTACGCCAACGCTGCGCGCCGCTGGCGCAACATGCGACGTTAAGCGCGCGCTTTGACCGACACCTTTTCCGTACCCGCAGTACTCTGTTGCAGGGATATCTGGAAGAGGCAGGCGCCAATCTCGTCGCGTTGCGTCAGGCGGTAAAACATGAGCAACTGCCGCAAGTCGCCTGGCTGGCGGAACATCTGGCTTCGCAACTGGAGGCGATATCGCGTGAAA1
1807 CHIP4288 STM/STY STM3166 STY3340 ATGCATATAAAATATTTATGGATGTGTGATTGTTAATACAACCCTAACACTTTCCACCAATGCATATAAAATATTTATGGATGTGTGATTGTGGCGGAAAAAAATCTCAGGGCGTCAAATGGCTCCCATTCATTCTTATTCTGGTTATCGCCGCCGGACTGTGGCAGCTAACGCCCCCTTCCGGGTTAAGCGCGCCGGCCTGGCATTCCGCGATTATTTTTGTCGCGACGATCGCCTCTATCGTGGCGAAAGTGCTGCCTATTGGCGCGGTCGGTATTATTGGTATCACCGTCTTTGCGCTCGCCTATGCTGCCG1
1808 CHIP4312 STM/STY STM2690 STY2876 ATGGGAAGAGTCGCGCCTTTATGGCTGGATCTCCACGATGGGAAGAGTCGCGCCTGTCGCCATCGTACTGGCATTTGCTTTGTTTCATCACCAGCCCCGGGGCGCAGAAGCGCCGCCAATGATTACATCCGAAGGATTAGCAACGGACCAGATGCTTCCTTCGCTGGATGGCTCCGCCGCTGAGTTGCCGCTCAGCGCCGCCGCGCCGGGCAACCTGACGCTCAATGACGCGGTCAATCGCGCCGTTAACTGGCATCCTTCTATTCGCGAAGCCATCGGCAAACTGCTCGCAC1
1809 CHIP4328 STM/STY STM4530 STY4888 ATGAAGAGTTCTTCCGCGAACTTACTTCCTTAACCCCACAAATGCATGAAGAGTTCTTCCGCGAACGTCAGCAAGCACGTTACGGCGGCGATGGCAAAGGCGGTATGCGCTGTTGTTAATGGAGAGACTATGACCCCGATTGCAGTTACCCTACTTACCGGTTTTCTTGGTGCCGGCAAAACCACCCTACTACGCCATATCCTCAACGAACAACATGGTTTTAAAATCGCCGTTATCGAAAACGAATTTGGCGAAGTCTCCGTTGACGATCAACTGATTGGCGATCGCGCCACACAGATCA1



1810 CHIP4344 STM/STY STM0392 STY0425 ATGCTGTGGTTCAAAAATTTAATGGTTAGCGCTGCGCTTCGCCATGCTGTGGTTCAAAAATTTAATGGTTTACCGTCTTAGCCGCGATATTACATTACGCGCCGAAGAGATGGAGAAACAGCTCGCCTCAATGACGTTTACCCCATGCGGTAGCCAGGATATGGCCAAAATGGGCTGGGTTCCGCCGATGGGCTCTCACAGCGATGCGTTAACGCACACCGCCAATGGCCAAATTATTATTTGCGCGCGCAAAGAAGAGAAAATCCTGCCATCGCCAGTGATCAAACAGGCACTGGAGG1
1811 CHIP4272 STM/STY STM3126 STY3295 ATGTTTAAAAACAGACTTGCCAGCTTAAACCAGGGGACGGAGGATGTTTAAAAACAGACTTGCCAGCCATCTTGAACGTGGCGTTATTGGTTTCCCCACGACGCTTGCCAGCTCCGTCGGGCTGATTATGGCAAGCCCGGTGATCCTGACCGTGACCAGTGGTTTTGGCTCAGGGGGAGATACCTTTGCTCTTGCGGTATTACTGGCATTTATTATGATGCAAGCGCAGATTACCACCTTTGCCGAAGCGGCAACGCTTATTCCCACGACTGGCTCCGTCTACGACTATATTTCCTGCG1
1812 CHIP4576 STM/STY STM2567 STY2813 ATGAAAAAATTAAAGATTAATTATCTGTTCATCGTTATTTTTCTTCTTTCTTCTGCGGCTTGAAAAAATTAAAGATTAATTATCTGTTCATCGGCATATTGACGCTGCTGCTGGCAGCAGCCCTTTGGCCCTCAATCCCCTGGTTCGGTAAAACCGAAAACCATATCGCCGCGATTCAAGCCCGGGGGGTACTGCGCGTCAGTACGATCGACTCGCCATTAACCTATTCCGTTATCAACGGTAAAAAATATGGTCTGGACTATGAACTGGCGCAGCAGTTCGCCAACTATCTCGGCGTGAAGCTGAAAGTGACGG1
1813 CHIP4594 STM/STY STM2784 STY2903 ATGTACGAATTACGACGCTGCGTTACTGCGGAACAAGGCTTAAAAAGATGTACGAATTACGACGCTGCGCGGCCTGGGTTATGTGCTGGAGCGCGGCGATGAAGTGGGTTAAGCCGCAATCGTTGTACCTGCAACTCTTACTGTTCCTGGGGTTGCCGCTGATTCTGCTATGGGGGCTGTCGGCGTTTAACAGTTATGTCAATGCGCTACAGGCCGCCACTCAGGCTTATGATCGTACGTTGCTCTCCTCGGCGCGAACGGTATCGGAACGGCTGGTGGTGCGCAATAACCATCTGGAAGTTA1
1814 CHIP4618 STM/STY STM3163 STY3335 ATGAATCGTGAAGCAATTTGCTTTAGCTCCCTTGCATTGTCCGATGAATCGTGAAGCAATTTGCTTACAGTTGGCGGATAAAATTAATCATTTAAAAAATAATGATAAAATAATCAGCGAGCGGCTGGCGGGCATTCGTCTGTTGTATGGTGTTGAACCGGGGCCGCGCACGCCGGTCATGTATCAGCCTGGCATCATATTTCTCTTTTCCGGCCATAAAATTGGCTATATTAACAAGCGCAAGTTTCGTTATGACGCTAATGAATATCTCTTACTGACCGTGCCGCTCCCTTTTGAAT1
1815 CHIP4634 STM specificSTM0840 ATGAAAAAGCGCGGCATTGTTAAAGTGTAAACGGCACTTTATTTTCCCTGAAAAAGCGCGGCATTGAGTTCGTTGTCGCCAGCGGTAATCAGTATTACCAGCTTATTTCGTTCTTTCCTGAGCTAAAGGATGCGATCTCTTTTGTCGCGGAAAACGGCGCACTGGTTTACGAACATGGCAAGCAACTGTTCCACGGCGAACTGACCCGACATGAATCGCGGATTATTATTGGCGAGTTGCTGAAAGATAAGCAACTTAATTTTGTCGCCTGCGGTCTGCAAAGTGCATATGTCAGCGAAAATG1
1816 CHIP2554 STM/STY STM3803 STY3976 ATGACAGGACGTCAGGACATTGTTAACGCAGCATCGCCATATGACAGGACGTCAGGACATTGTCGTGAGTGATGACCAGATTCAGGTCGTCGTAAATCGCCAGAATAGCCAGCGCCCTCAGCAACTGTACCGTAACTTACAACGGCTCGGCATTCGCAATGTCCATTTTATCCCATTGTTGGAACATGACCGGAACGGAATGTTGACCGAGGATTCATTGTGTTCAGCAGACTGGGGGCGGTTTTTAAATAGCGTATTTGATATTTGGGTACGTGAAGATATTCAGCGTATCTCGG1
1817 CHIP4299 STM/STY STM2663 STY2852 ATGACGCGCATGAAATATCTGTTAGGATAATTGCGTAGCATACCTATGACGCGCATGAAATATCTGGTGGCAGCAGCCACGTTGAGCCTGTTTCTGGCGGGTTGCTCGGGTTCAAAGGAAGAGGTGCCCGATAATCCGCCGAATGAAATCTACGCGACTGCTCAGCAAAAGCTGCAGGACGGTAACTGGAAACAGGCAATAACGCAATTGGAAGCGTTAGATAATCGTTATCCATTCGGACCGTATTCTCAGCAGGTGCAGTTGGATCTTATCTACGCCTATTACAAAAACGCCGATTTGC1
1818 CHIP4323 STM/STY STM2706 STY4611 ATGGCATCGTCTATTGCGGTTATGCCGTTCCCCCTTGGTGGCATCGTCTATTGCGGCAATGGTGGATTCTGCGCCTGCAGCACTGGATACGCTGAACGAGCTGGCAGCGGCTCTGGGGAATGACCCGAACTTTGCCACGACGATGATAAACGCTCTGGCTGGAAAGCAACCGCTGGACAATACACTGACGAATTTAAGCGGAAAAGATATCGCCGGCCTTCTCACATACCTCGGTTTAGGCGAAACAGCAAAGCAAGCTGCGGGCGCAGTCCAGAAAACTGGCGATGAGATGA0
1819 CHIP4581 STM/STY STM2814 STY2940 ATGAGCGCAAATGCGGAGTTAACCCGCGTTAGCCTGTATGAGCGCAAATGCGGAGATCCAAACCCCGCAGCAACCGGCTAAGAAGAAAGGCAAACGCAAAACAGCGCTGCTACTTCTTACCTTGCTCTTTGTTATTATTGCCGTGGCATATGGAATTTATTGGTTTTTAGTATTGCGTCATATTGAAGAGACAGATGATGCTTACGTGGCAGGGAACCAGGTTCAAATCATGGCGCAGGTGTCAGGCAGCGTGACGAAAGTCTGGGCTGATAACACCGACTTTGTAAAAGAGG1
1820 CHIP4597 STM/STY STM2804 STY2928 ATGACAACGTTACGCCAACCTTACATTCGCATACCGATCGATGACAACGTTACGCCAACCCTATTATGAACTGAGCCCGGAGGTTTACAGCGCTCTGGTGCAGGCGAAAAACGCGCTGGAAAAGAGCACGCTTGACCCCACGCTGATGGAGCTGATTTACCTACGTGTTTCGCAAATAAATGGTTGTGCATTTTGCCTGGAGATGCACAGTAAAGCGCTGCGTAAGGCTGGCGTGAATCAAGCTAAATTAGATGCGCTGGCAGGATGGCGGGTAAGTCACCATTTCAGCGAGCAAG1
1821 CHIP2501 STM/STY STM3663 STY4135 ATGATATTGACTCCCATGCGATTACATATGCGCGGCGATATGATATTGACTCCCATGCGACGATATGGGGCAATGATTCTTATGTTACTCACCATCGCATTTTCGGGTGAGGTGCTGGCAAAGACGCACGCAACACAAACGAGTCAAAAGTCCCACATAACTGAGACAAGTTATAAACAGGTTAGCAGTAAACAAGAGTATTCTCGCAATAGTGCAAAGAGCAGTTCACTTCCTGATTTGCGAAAATACCCTTCCGGAACCCCCAGAAAAAAAGCGTTTCTCCGGACCGTTATGC1
1822 CHIP2525 STM/STY STM3724 STY4070 ATGCTCGAATTGCTTTACACCGTTAATGCGTTTTCGGTGGCATGCTCGAATTGCTTTACACCGCTCTTCTCTACCTTATTCAGCCTCTGATCTGGATACGGCTTTGGGTGCGTGGACGTAAAGCGCCGGCCTATCGTAAGCGCTGGGGTGAACGCTACGGATTCTACCGCCGTCCGTTGAAACCGGGCGGAATCATGCTGCATTCCGTCTCGGTGGGCGAAACTCTGGCGGCCATCCCATTGGTCCGCGCTCTACGTCATCGCTATCCCGATCTGCCTATTACCGTAACGACCATGA1
1823 CHIP4198 STM/STY STM2971 STY3110 ATGATTAGCGTATTCGATATTTTTAAAATCGTTAATCGCAGGTAACGATCTTCAATGATTAGCGTATTCGATATTTTTAAAATCGGCATTGGCCCTTCCAGTTCTCACACCGTCGGACCAATGAAAGCAGGCAAGCAGTTCACGGACGATCTGATTGCCCGCCATATTCTTACAGATGTCACCCGCGTCGTGGTGGATGTCTACGGCTCTCTGTCATTGACGGGTAAAGGCCACCACACTGATATCGCCATTATTATGGGCCTGGCGGGGAATCTGCCGGACACCGTCGATATCGACGCCATTCCGTCCT1
1824 CHIP4214 STM/STY STM2997 STY3135 ATGTCGCATCCCCTGAATTTACTTAACGATTTGGACAATGCAAGCATGTCGCATCCCCTGAATTTACAACGCGGGTTTAGCCTCCCGGAAGTTTTAGTGGCGATGGTTCTAATGGTAATGATCGTCACCGCGCTGTCAGGCTATCAGCGGGTATTAATGCACAGTTTTGCATTACGACACCAGTATCTCCAGATCTGGCGGCAGGCGTGGCAGCAAACGGCGCTGTATCCATTTTCGCCTGCTGACGACTGGAAGGCCAACCGGATGCAGACAACGCAATCGGGATGTGTCAGCATCAGCG1
1825 CHIP4520 STM/STY STM2187 STY2418 ATGTTAACAAAAGATTTGTCTGTTACCTTTTGTTACAGTGTTAACGCGTGCTCTTATGTTAACAAAAGATTTGTCTGTTACCTTTTGCGGCGTTAAGTTTCCCAATCCGTTTTGTCTTTCTTCTTCTCCGGTAGGCAATTGTTATGAGATGTGCGCCAAAGCCTATGATACCGGCTGGGGCGGGATCGTTTTTAAAACCATTGGTTTTTTTATTGCCAACGAAGTCTCTCCACGTTTTGATCACCTGACGAAAGAAGATACCGGTTTTATTGGCTTCAAAAACATGGAGCAAATTGCTGAGCATCCGCTGG1
1826 CHIP4536 STM/STY STM2223 STY2460 ATGATTTTTACACTCCGCCCCTTAACCACGTAATTCGTGCGCATGATTTTTACACTCCGCCCCTACCAGCAAGAAGCCGTAGACGCCACGCTCAGCCACTTTCGCCGCCACCGTACGCCCGCCGTGATTGTTCTGCCGACCGGCGCAGGTAAAAGCCTGGTGATCGCCGAACTGGCGCGCGTCGCCCGCGGACGGGTACTGGTGCTGGCGCATGTGAAAGAGCTGGTCGCGCAGAACCACGCCAAATATTGCGCGCTGGGGCTGGAAGCGGATATTTTCGCCGCCGGACTCAAACGTA1
1827 CHIP4552 STM/STY STM2246 STY2472 ATGCCTGAAGTAACACCTTTTCAGTTACTGCATTCCGCGTGTTATGCCTGAAGTAACACCTTTTCAGGTGCTTATTGTGGACGACCATCCACTTATGCGGCGAGGTATTCGTCAATTACTGGAACTGGACCCGGCTTTTCATGTCGTTGCCGAAGCGGGTGACGGGGCGAGTGCGATCGATCTGGCGAATCGCATTGAGCCCGATCTGATCCTGCTGGATCTGAATATGAAAGGTCTGAGCGGGTTAGATACCCTGAACGCGCTACGCCGGGATGGTGTGACGGCGCAAATTATTATTC1
1828 CHIP1692 STM/STY STM1820 STY1950 ATGCGAATTCTGGCTATCGATTATTCTTTGCCGGGAAGTATGCGAATTCTGGCTATCGATACCGCCACAGAGGCCTGTTCTGTCGCCCTGTGGAACAACGGTACTATCAATGCTCACTTTGAGCTTTGTCCACGAGAACACACTCAACGTATCCTGCCCATGGTGCAGGAGATTCTGGCCGCCAGCGGCGCCTCGCTCAATGAGATAGATGCGCTGGCGTTTGGGCGCGGTCCGGGCAGCTTTACCGGCGTGCGTATCGGCATTGGTATTGCGCAAGGGCTGGCGTTAGGGGCAA1
1829 CHIP1908 STM/STY STM3426 STY4372 ATGAGCATGCAAGATCCGATTAGGCTACGTAGCAGATAATTTCGCATGAGCATGCAAGATCCGATCGCGGATATGCTGACCCGTATCCGTAACGGTCAGGCCGCGAACAAAGCTGCGGTCACCATGCCTTCCTCCAAGCTGAAAGTGGCAATTGCCAACGTGCTGAAGGAAGAAGGTTTTATTGAAGATTTTAAAGTTGAAGGCGACACCAAGCCGGAACTGGAACTGACTCTTAAGTATTTCCAGGGTAAAGCTGTTGTAGAAAGCATTCAGCGTGTCAGCCGCCCAGGTCTGCGCATCT1
1830 CHIP1924 STM/STY STM0944 STY0942 ATGGGTAAGACGAACGATTGGTTAGGCTTTTTCCAGCGTACATGGGTAAGACGAACGATTGGCTGGATTTTGACCAGTTGGTGGAAGATAGCGTGCGCGACGCGCTAAAACCGCCATCTATGTATAAAGTGATATTAGTCAATGATGACTACACTCCGATGGAGTTTGTTATTGACGTGTTACAAAAATTCTTTTCTTATGATGTAGAACGTGCAACGCAATTGATGCTTGCAGTTCACTATCAAGGCAAAGCCATCTGCGGCGTGTTTACCGCCGAGGTGGCGGAAACCAAAGTGG1
1831 CHIP1894 STM/STY STM0935 STY0931 ATGAAACAAACCGTTGCTGCTTACCTTAGCCAGTTCGTTTTCGATGAAACAAACCGTTGCTGCTTTTATCGCCAAAACGCTGGAACAGGCTGGCGTAAAACAAATCTGGGGCGTCACTGGCGACTCCCTGAACGGCCTGAGCGATAGTCTTAATCGTATGGGAACCATTGAATGGATGCCAACCCGCCACGAAGAGGTCGCCGCTTTCGCCGCCGGCGCACAAGCGCAGCTTACCGGCGAGCTGGCAGTGTGCGCCGGTTCATGTGGACCGGGCAACCTGCACCTGATCAATGGCCTGT1
1832 CHIP1918 STM/STY STM3437 STY4361 ATGGCAGTTGTTAAATGTAAACCGTTATTTGCTACGGCGACGTACGATGGCAGTTGTTAAATGTAAACCGACATCTCCGGGTCGTCGCCACGTCGTTAAAGTGGTCAACCCAGAGCTGCACAAGGGCAAACCTTTTGCTCCGCTGGTTGAAAAAAACAGCAAATCCGGTGGTCGTAACAACAATGGCCGTATCACCACTCGTCATATCGGTGGTGGTCACAAACAGGCTTATCGTATTGTTGACTTCAAACGCAACAAAGACGGTATCCCGGCAGTTGTTGAACGTCTTGAGTACGATCCGA1
1833 CHIP1934 STM/STY STM4345 STY4705 ATGACCCACACGATAAAAAAGATGTTACTCCGCCGCCCACTCATGACCCACACGATAAAAAAGATGAGCCTTATTGGGCTTATCCTGATGATTTTTACTTCTGTTTTTGGTTTTGCGAATAGCCCGTCGGCGTTTTATTTAATGGGGTATAGCGCAATCCCATGGTATATATTTTCTGCCTTGCTGTTTTTTATTCCATTCGCCTTAATGATGGCTGAAATGGGTTCCGCTTATCGCAAAGAAGAGGGCGGGATCTATTCGTGGATGAATAATAGCGTGGGGCCACGTTACGCGTTTA1
1834 CHIP1950 STM/STY STM4391 STY4747 ATGCGTCATTACGAAATCGTTTTTATGTTACTCTTCAGAATCCCCAGCTTCATGCGTCATTACGAAATCGTTTTTATGGTCCATCCTGACCAGAGCGAACAGGTTCCGGGTATGATCGAGCGTTACTCTGCCGCCATCACTGGCGCAGAAGGCAAGATCCACCGTCTGGAAGACTGGGGCCGCCGTCAGCTGGCTTACCCGATCAACAAACTGCACAAAGCGCACTACGTTCTGATGAACGTTGAAGCGCCGCAGGAAGTGATCGATGAGCTGGAAACTACCTTCCGCTTCAACGATGCCGTTATCC1
1835 CHIP2158 STM/STY STM3201 STY3380 ATGACGCCGCTCTCTTCATTAAACGGCTACCAGCCAATGACGCCGCTCTCTTCACCCTTATCGCAGTACTGGCAGACCGTTGTTGAGCGCCTACCAGAAGGATTTACTGAGACATCGCTTAGCGTGCAGGCGAAGTCAGTACTTACATTTAGCGATTTTGCGCTGGATAGCGTGATAGCGCATCCGGAGTGGCTTGCCGAACTGGAATCCGCATCGCCGCAGGCTGATGAATGGCGACATTATGCTGGCTGGTTACAGGAGGCGTTGGCAGGTGTCTGTGACGACGCCTCGC1
1836 CHIP2174 STM/STY STM3131 STY3300 ATGGATGCGATTTTTTTAAAGCTCTTATTTCCCTATCTGGTTCATCGATGGATGCGATTTTTTTAAAGCTCGACAATATCAAAGGCGAAAGCCAGGTTGAAGGCTTTGAAGATCAGATAGAGATCATGTCTTATAGCCACAATGTGGCAATGCAGGTAAATAACGATGTTAGCCTCACTGAGCGGACTTCCGGGCGCGCGCATGTTGGTGAAATGTCGCTCACCAAATTTGTCGACCTCGCCACGCCTGTGCTCAATGAGTACTGCTGTAGCGGGAGGCTAATTAGAACCGCGGTGCTGACGT1
1837 CHIP1952 STM/STY STM4395 STY4751 ATGGATACCCAACGCCAGGTTACCGCTTCACCTTATTCACCCATGGATACCCAACGCCAGGCCTCCCCGTTTGCCCGCAAAAACGTCGTTTATGTGTGTGCCGCATTTTGTTGCTTGCTATGGGGCAGCGCTTATCCAGCCATCAAAAGCGGTTATGACCTCTTTCAGATAGCCACCGATGATATCCCTTCTAAAATTGTTTTTGCTGGTTATCGTTTTTTGTTTGCGGGTGGGTTGCTACTACTGTTCGCGCTGCTTCAGCGTAAACCGATTGGTCGGTTTCGTCCGCGCCAGTTTG1
1838 CHIP1968 STM/STY STM4510 STY4866 ATGAAACACACCATTGGGATACTGTTAGGCGGTAAGGCGTTGATGAAACACACCATTGGGATACTGGGGGGGATGGGACCTGCGGCAACGGCGGATATGTTGGAAAAATTTGTTGAATTGCGACATGCCAGTTGTGATCAACAACACATCCCGCTCATTGTCAGCTCTATCCCTGATATTCCCGATCGTACAGCATGTCTGTTATCCGGCGGGCCTTCGCCATACCGTTATCTGGAGCGTTATCTGCATATGCTGGAAGACGCCGGGGCGGAGTGTATCGTTATCCCATGCAACACTG1
1839 CHIP1984 STM/STY STM4325 STY4684 ATGATAGTTGTCGAACTTATCATTGTTTTGTTACAGCATAAAGCTGCCCAGCATGATAGTTGTCGAACTTATCATTGTTTTGCTGGCAATCTTTTTGGGCGCCAGACTTGGGGGCATCGGTATTGGATTCGCAGGTGGGCTGGGTGTTCTGGTACTTGCCGCCATCGGCGTGAAGCCAGGGACAATTCCATTCGATGTCATTTCCATCATCATGGCGGTTATCGCCGCGATCTCTGCTATGCAGGTCGCGGGCGGTCTGGATTATTTGGTAAACCAGACGGAAAAACTGCTGCGTAAGAACCCGAAAT1
1840 CHIP4493 STM/STY STM0375 STY0407 ATGCTGTTTGCGGCATCATTAGGATGCAGGAATAGCAATCATGCTGTTTGCGGCATCACTTACTTCTGTCCAGGCGGCTCAGCCGATTGCCGATCCGGTTTTTGCCTCTGATATCGTTGATCGTTATGCCGAGCATATCTTTTATGGTAGCGGCGCCACGGGCATGGCGCTGGTGGTGATCGACGGCAATCAACGCGTGTTTCGTAGTTTCGGTGACACCAGACCGGGCAATAATGTTCGTCCACAGCTTGATTCGGTCATTCGTATCGCTTCTCTCACCAAGCTCATGACCAGTG1
1841 CHIP1633 STM/STY STM2144 STY2373 ATGAACGGCGCACGGTTGTTATACGTTTTTGTGTGCGAGGAATGAACGGCGCACGGTTGCTGACATTATTACCGACCCTGCATACCCGGCGTCCGCTCACCGTTATCGGCGCGGCAGTGATCGATATCATTGCCGACGCCTGGACGTTGCCGCGTCGCGGAGGCGATATTGAACTGCAACAACAGAGCGTCAATGTCGGCGGCTGTGCGCTGAATATTGCCGTGGCGTTGAAACGACTGGGGATTGACGCCAGCAATGCGCTGCCGCTGGGCCAGGGCGTGTGGGCGGAGAGGATTC1
1842 CHIP1649 STM/STY STM2219 STY2455 ATGACATCTCCATTGCTTGCGTTAGCTTAACGCGAGTAGCTGATGACATCTCCATTGCTTGCGATTGAAAATTTATCGGTAGGTTTCCGTCAGCAACAGCACGTGCGCCCTGTCGTTAACGCCATTTCGTTACAGGTGAACGCCGGGGAAACGCTGGCGCTGGTCGGCGAGTCAGGGTCAGGGAAAAGCGTGACGGCGCTTTCCATTCTGCGTCTTTTGCCTACCCCTCCCGCCGTCTACCTCTCCGGCGATATTCGCTTTCACGGCGAATCATTGCTTCATGCCAGCGAGCAGACGT1
1843 CHIP1651 STM/STY STM2227 STY2465 ATGCCACAACTCTCCCGCTTAGTGCGCGTTGTCTTCGATGCCACAACTCTCCCGCTATAGTGATGAACATGTTGAACAACTGCTGAGCGAACTGCTCAGTGTACTGGAAAAACATAAGGCGCCGACCGATCTTTCCCTGATGGTGCTGGGAAATATGGTCACCAACCTTATCAACACCAGCGTTGCGCCGGCTCAACGCCAGGCGATTGCGAACTCTTTTGCCCGCGCCTTGCAGTCTTCGATTAGCGAAGACAACGCGCACTAA1
1844 CHIP1667 STM/STY STM2111 STY2323 ATGTTTTTAAGCGTCGTTACCGTTTAGACTTTGTTATACCGCGCTTTTGATGTTTTTAAGCGTCGTTACCGTCGCCTTTCGCAATTACGAAGGGGTGGTAAAAACCTGGCGCTCGCTGCGCAATCTGGCGCGCGATCCGGGTCTGTCATTTGAATGGATCGTAGTGGATGGCGGTTCGGAGGACGGCACGCGCGAATTTCTGCGAAAACGTCACGGTGAGTTTAACCTGCGTTTTATCAGTGAAAAGGATCGCGGTATTTATGATGCCATGAACAAAGGCATTGCCTTGGCGCAGGGGCGCTATA1
1845 CHIP4567 STM/STY STM2169 STY2399 ATGAACCATGTATGGGGGCTTAGAACAGGCGGTAGCCATGAACCATGTATGGGGGCTTTTTTCCCATCCCGATCGGGAAATGCAGGTGATCAAAAGCGAAAACGAAACTGTTTCGCATCACTATACGCACCATGTTTTGCTGATGGCGGCGATTCCCGTCGTCTGCGCCTTTATCGGCACGACGCAAATCGGCTGGAATTTTGGCGACGGCAACGTGTTACAACTCTCGCTGTTTACCGCTTTTGCGCTGGCGGTCTTGTTCTACGGCGTGATGCTGGCGGGCGTCGCGGTGA1
1846 CHIP2091 STM/STY STM3687 STY4109 ATGACGCAGAATCCGGCGTTACTTTTGAAAGGCCTTTTTTAAGCATGACGCAGAATCCGGCGCAGGTTAGCCTGCGCCCAAATAACAGATTGTCAGATATGCAGGCAATAATGGAACAAACCCAGGCCTTTGAAAATCGTGTGCTTGAGCGTCTGAATGCTGGCAAAACCGTACGGAGCTTCCTGATTACCGCCGTCGAGTTATTGACCGAGGCGGTGAATATTCTGGTGCTTCAGGTGTTTCGCAAAGACGACTATGCCGTGAAATACGCTGTGGAACCGTTGCTGGACGGCGACGGGC1
1847 CHIP2107 STM/STY STM3608 STY4195 ATGACGCAGGAAAATGACGTTTAGCGTTGCGTTTTACCCGATGACGCAGGAAAATGACGTAAAACGCCCTATTCAGGAACTGGAGCACGACCCGATACAAAAAATAGAAACGCAGCCGCATGACGCCCCGGAAAAAAACGAAAAGGCAAATCAGGCGTTGCATTCCGTCACCACCCTGATGCAAAAAATTCAGCGTCAACCAATGGTGGCCCACCTCATTCGCGCGACCGAACGTTTTAACGATCGACTGGGTAATCAGTTTGGCGCGGCTATCACCTACTTTTCGTTTCTGTCGA1
1848 CHIP2123 STM/STY STM3511 STY4285 ATGATCCGTATTTCCGATGCTTTAGTAGTATGAGTGCTCGCCGCATGATCCGTATTTCCGATGCTGCACAAGCGCACTTTGCCAAACTGCTGGCAAATCAGGAAGAAGGGACGCAAATCCGCGTATTTGTCATTAATCCCGGCACTCCTAACGCAGAGTGCGGCGTTTCTTATTGTCCGCCCGACGCCGTAGAAGCCACCGATACTGCACTGAAATTTGACCTGTTGACCGCTTATGTCGACGAGCTGAGCGCGCCCTATCTGGAAGACGCGGAAATTGATTTCGTGACCGACCAGCTAG1
1849 CHIP2214 STM/STY STM3236 STY3416 ATGATTACGACCCGAACCGTTACACCGGTAAATCTACCAGTAATGCATGATTACGACCCGAACCGCCAAACAATGTGGACAGGCAGACTACGGATGGCTACAGGCCCGCTATACCTTCTCCTTTGGACACTATTTCGACCCTACACTGCTAGGCTACGCGTCGTTGCGCGTACTGAACCAGGAAGTGCTGGCGCCGGGCGCCTCTTTTCAGCCTCGAACTTACCCAAAGGTGGATATTTTAAACCTGATTCTGGACGGCGAAGCGGAATACCGCGACAGCGACGGCAACCATGTACAGGCTA1
1850 CHIP0347 STM/STY STM1889 STY2097 ATGGAAACCAAAAAAAATAATAGTGAGTATATCCTTATTTGATGGGATAAAGATCTTTACGCATGGAAACCAAAAAAAATAATAGTGAGTATATCCCTGAATTCGAAAAATCCTTTCGCTATCCACAGTATTGGGGCGCCTGGTTGGGCGCGGCGGCAATGGCGGGGATCGCATTAACACCGGCATCATTCCGCGACCCTTTGCTGGCGACGCTGGGGCGTTTTGCCGGACGGCTGGGGAAGAGTTCTCGTCGCCGGGCGCTAATTAATCTGTCGTTGTGCTTTCCGCAGCGTAGCGAAGCTGAGCGCGAAGCGATTG1
1851 CHIP0371 STM/STY STM1409 STY1711 ATGAAGGTTCATCGTATAGTATTTCTTACTGTCTTAAAAACGGCGTCTCAGGCATGAAGGTTCATCGTATAGTATTTCTTACTGTCCTTACGTTCTTTCTTACGGCATGTGATGTGGATCTTTATCGCTCATTGCCAGAAGATGAAGCGAATCAAATGCTGGCATTACTTATGCAGCATCATATTGATGCGGAAAAAAAACAGGAAGAGGATGGTGTAACCTTACGTGTCGAGCAGTCGCAGTTTATTAATGCGGTTGAGCTACTTAGACTTAACGGTTATCCGCATAGGCAGTTTACAACGGCGGATA1
1852 CHIP3330 STM/STY STM0720 STY0760 ATGATGAAGTGTACAGCGCTAATCGTTAATGATATTTCCCACTAATACCTTTAAGTCCTTGATGAAGTGTACAGCGCTAATCGTAACTTTTAACCGTCTTGAAAAATTAAAAAAAAGTGTGCGAGAGACTGTTAAGGCGGGTTTTTCCTCTATTGTTATCGTTAATAATGGCTCAAGCGACGGTACCAGGGAATGGCTTTCTTCATTAAGTGAACCTGGCATCACGATACTTAATCTTAAAGATAATCTTGGTGGTGCTGGCGGATTTAAAGTAGGTAGTCAATATATATGCTCATATAGTAATGCCGATTGGG1
1853 CHIP3386 STM/STY STM0814 STY0849 ATGAAGTGGCAACAACGCGTTAGCGGCGTATGCGATGATGAAGTGGCAACAACGCGTTCGTGTCGCAACCGGCCTCGGTTGTTGGCAGATTATGTTGCATTTACTGGTAGTGGCAATGCTGGTAATAGGCTGGATGAGCGGCACATTAGTGCGCGTCGGCCTGGGATTATGCGTGCTTTATGGCGTGACGGTACTGCTGATGCTGGCGTTGCAGCGCCATCATGAGCAACGCTGGCGCGATGTGGCGGATGTGCTGGAAGAGCTGACTACCACCTGGTACTTCGGCACCGCGC1
1854 CHIP3418 STM specificSTM0859 ATGCACTTTGATATAAAAGATTTAAAATTATTCCTTACTCAGTCTGAGCTGTGAGCAATGCACTTTGATATAAAAGATTTAAAATTATTCCTTGCTATCAGTGAAGAAGGGAGCATAACACGTGGAGCGGAAAAAACTTACATGTCTGCCGCATCTGGTAGCGTGCGTATACGTAATCTTGAACAGAGTATCAATCTGAGATTGCTGTATCGTAGTAGCAAGGGGATAACGTTATCCTCTGCTGGTGAAACATTTAAACACCACGCCAGCCTTATTGTGAATCAGATGGAAATGTTACGTAGCGATATGCAGG1
1855 CHIP2265 STM/STY STM1062 STY1083 ATGTCATTAATCAGTATGCATGGCGTTATGCCCCGTTTTTCAGGATGTCATTAATCAGTATGCATGGCGCATGGCTGTCGTTCAGCGACGCGCCGCTTCTCGATAACGCAGAGTTGCATATCGAAGATAACGAACGCGTCTGTCTGGTGGGGCGTAACGGCGCCGGGAAATCCACCTTGATGAAGATCCTCAACCGCGAACAGGGTCTGGACGATGGGCGTATTATTTATGAGCAGGATCTGATCGTCGCGCGTCTGCAACAGGACCCGCCCCGTAATATTGCGGGCAGCGTCTATGACT1
1856 CHIP3349 STM specificSTM0761 ATGATGGAATTAACATTACCATTGACTAAAGTTATTTGGCGTACTTAGGTACTTCCTGATGATGGAATTAACATTACCATTGACTAAAGAGAAAGCGAAAACTCTTAAGGTCGGCGATATATTATTTCTCACTGGATTTGCTTACACCTGCCGTGACGCCGCGCATAAAAAAATCGAAGTAGCGCTTAGTAACGGAGAAAAATCACCAGTCGATTTTCAAAACCAAACAATTTACTATGCTGGCCCCTGCCCTGCCAGACCTGGTTTACCTATTGGCTCCAACGGTCCTACAACGGCCGCGCGTATGGACCCAT1
1857 CHIP3381 STM/STY STM0807 STY0841 ATGGACAGATTTCCACGATCTGTTAGCGGCGATTACCAAAAATACATGGACAGATTTCCACGATCTGATTCAATAGTGCAGGCGCGGTCCGGCCTGCAGACCTATATGGCGCAAGTGTATGGCTGGATGACGGTCGGACTGTTACTGACCGCGTTTATCGCGTGGTATGCGGCTAATACGCCAGCCGTCATGATGTTTGTCTTTTCCAGTAAGATCACTTTCTTTGGCTTAATTATTGCCCAGCTTGCGCTGGTGTTTGTTCTGTCGGGACTGGTGCATAAACTTAGCGCCGGAATGGCGA1
1858 CHIP3413 STM specificSTM0854 ATGCAAACGTTAGAACGGTTTTTTCTTAAATGCTATGAGCCAAAATCCTTATGCAAACGTTAGAACGGTTTTTTCTTTTCGTTACGGGGGACCAACCTGAACGATTTGAAAAAGCAAATAGCAGTTGTGCTGATAGCGTAATCCTTGATTTAGAAAATGCGGTGTCATCTGAGAAAAAAATAATTGCCAGAGAAAATGCTCTGAATTTCATGAGTAATGATGAAAAAGTACTGATTGCTGTACGTGCAAAAATTGTAATAACTTCACGCCTGGCTGGATCATATCCTTCTGTTGACGGTATCACAA1
1859 CHIP0311 STM/STY STM1383 STY1738 ATGGCTAATTTAACCCGTCGTCTTATATACGCTCGATTTTTGCCGATGGCTAATTTAACCCGTCGTCAGTGGCTAAAAGTCGGTCTCGCCGTCGGTGGGATGGTCACTTTTGGTCTGAGCTACCGTGATGTGGCGAAACGCGCAATTGATGGCCTGTTAAACGGGACGTCCGGCAAGGTAACGCGCGACCGCATCTTTGGCAATGCGTTAATTCCGGAGGCGCAGGCGCAAACACACTGGCAGCAAAATCCACAACAAACCATCGCCATGACGCAATGCTTCGGCTGTTGGACACAGTGCG1
1860 CHIP2218 STM/STY STM3230 STY3410 ATGGCGGACTCTCGACAGTTACGACTGATCGTCCTCCATGGCGGACTCTCGACAGGCACAAGGACCAGGCAAAAGCGTACTGGGTATCGGGCAGCGGATTGTCACCATTATCGTTGAGATGGTGGAAACCCGGCTGCGACTGGCGGTAGTAGAACTGGAAGAAGAGAAAGCGAACCTCTTTCAGCTTTTGCTGATGGTAGGTCTTACCATGCTCTTCGCGGCGTTTGGCTTAATGAGCCTGATGGTTCTGGTCATCTGGGCTATCGATCCTCAGTACCGTTTGAACGCGATGA1
1861 CHIP3630 STM/STY STM4382 STY4738 ATGAGTAAAGTACAAAGCATCACGCTTACAGGAAGGATTTGAACGGATGAGTAAAGTACAAAGCATCACGCGTGAATCATGGATTCTGAGCACGTTTCCGGAGTGGGGAAGCTGGCTGAACGAAGAGATTGAACAAGAGCAGGTCGCGCCGGGTACGTTCGCTATGTGGTGGCTGGGCTGTACCGGGATCTGGCTAAAATCTGAAGGCGGCACTAACGTATGCGTCGATTTCTGGTGCGGTACCGGTAAACAGAGCCACGGTAATCCGTTGATGAAAACCGGCCACCAGATGCAGCGTATGG1



1862 CHIP0272 STM specificSTM1867 ATGAAACACGTTAAGAGCGTATTTTTAGTTAATAACCTCTACACATTTTAAACCAATCTTCATGAAACACGTTAAGAGCGTATTTTTAGCAATGGCTTTAATATTACCATCCTCACTATATCTTGCTCTTACAATAGCGGCAGACTCCCAAGATCAGCAAAAAGCAGAAACAATTAAGCCCATACCACCTAAGATGTGTAGTCTTTGGCCTGCGGACGTGCCCTTCCCCGAAGATTGGTTTAAAATGTGTAGAGGTTATTGA0
1863 CHIP0357 STM/STY STM1396 STY1724 ATGACAACTTTGACCCGGTTAGATTACTCTTGCTCACTCACTACAAGTGCATGACAACTTTGACCCGGTTAGAAGATTTGCTGCTTCATTCGCGTGAAGAGGCCAAAGGCATAATTTTACAATTAAGGGCTGCCCGGAAACAGTTAGAAGAGAACAACGGCAAGTTACAGGATCCGCAGCAATATCAGCAAAACACCTTATTGCTTGAAGCGATCGAGCAGGCCGAAAATATCATCAACATTATTTATTATCGTTACCATAACAGCGCACTTGTAGTGAGTGAGCAAGAGTAA1
1864 CHIP1449 STM/STY STM0379 STY0411 ATGCGTTTGCCTGTAAAAATTCGTTATCGGGCGTCTTTTACCTCAATGCGTTTGCCTGTAAAAATTCGTCGTGACTGGCACTACTATGCCTTCTCTATTGGCCTTATCTTTATTTTGAATGGCGTCGTAGGATTGCTGGGTTTTGAGGCTAAAGGATGGCAAACCTATGGCGTTGGGCTGGTAACATGGATTATTAGCTTCTGGCTGGCGGGGTTCATTATTCGCCGGCGCGAAGAGGATGAGGTAAAAGACGCCCGATAA1
1865 CHIP1491 STM/STY STM2390 STY2622 ATGAGTAAATGCAGTGCTGATGAATTAACGCAGGCCGAGCTGATGAGTAAATGCAGTGCTGATGAAACCCCGGTTTGCTGCTGTATGGACGTTGGAACCATCATGGACAACTCCGATTGCACCGCGTCATACAGCCGCGTATTCGCTACCCGCGCAGAGGCTGAAGAGACGCTGGCGGCGTTAACCGAAAAAGCGCGTAGCGTGGAGTCTGAACCTTGCCAAATTACGCCAACCTTTACCGAGGAATCCGAAGGCGTTCGTCTGGATATTGATTTTGTTTTCGCCTGCGAAGCAGAAA1
1866 CHIP0670 STM/STY STM3471 STY4325 ATGAAGAAACTTACCGATAAACAAAAGTCTTATCGCTCATAGTGCCTCCGGTGAAGAAACTTACCGATAAACAAAAGTCACGCTTTTGGGAGCAACGGCGCAACGTTAACTTCCAGCAAAGCCGCCGTCTCGAAGGTATTGAGATCCCCTTAGTAACCCTGACTGCCGACGAAGCGCTGGTACGTCTTGACGAGCTTCGGAGGCACTATGAGCGATAA1
1867 CHIP0816 STM/STY STM2022 STY2225 ATGAAAAAAACGTTGATGTTGTTAGCTTAAGCCCGGTCATCACGATGAAAAAAACGTTGATGTTGTTAGCGATGGTGGTGGCGCTGGTGATTCTGCCGTTTTTTATTAACCATGGCGGTGAATATGGCGGTTCAGACGGCGAAGCGGAAAGCCAGATTCAGGCTATTGCGCCGCAGTATAAACCCTGGTTTCAGCCGTTATATGAACCTGCCAGCGGTGAAATTGAAAGCCTGCTGTTTACCCTTCAGGGCTCTCTTGGCGCGGCGGTGATTTTTTATATCCTGGGGTATTGCAAAGGTA1
1868 CHIP0935 STM/STY STM0431 STY0470 ATGACTTCGCGTAACTATCTGTTGCTTATTTCGTCCAGTACATGGCGATGACTTCGCGTAACTATCTGTTGCTGACTCCTGGCCCGCTCACCACCTCTCGCACCGTGAAAGAAGCGATGTTGTTCGATAGCTGTACCTGGGATGATGATTACAATATCGGCGTGGTAGAACAGATCCGCCAGCAGCTGACCGCACTGGCAACGGCCTCCGAAGGCTACACCTCCGTACTGCTGCAAGGCAGCGGCAGCTATGCTGTGGAAGCCGTACTGGGCAGCGCATTGGGGCCGCAGGATAAGGTGCTGA1
1869 CHIP1951 STM/STY STM4393 STY4749 ATGGCACGTTATTTCCGTCGTTACTGATGGCGATCAGTGTACGATGGCACGTTATTTCCGTCGTCGCAAGTTCTGCCGTTTCACCGCGGAAGGCGTTCAAGAGATCGACTATAAAGATATCGCTACGCTGAAAAACTACATCACCGAAAGCGGTAAGATTGTCCCAAGCCGTATCACCGGTACCCGTGCAAAATACCAGCGTCAGCTGCGTCGCGCTATCAAACGCGCTCGCTACCTGTCTCTGCTGCCGTACACTGATCGCCATCAGTAA1
1870 CHIP1913 STM/STY STM3432 STY4366 ATGAAAGCAAAAGAGCTGCGTTACGCACCCGCCTTCTCATGAAAGCAAAAGAGCTGCGTGAGAAGAGCGTTGAAGAGCTGAACACCGAGCTACTGAACCTGCTGCGTGAGCAGTTCAACCTGCGTATGCAGGCTGCAAGTGGCCAGCTGCAACAGTCTCACCTGTTGAAGCAAGTGCGTCGTGATGTCGCACGCGTTAAGACTTTACTGACTGAGAAGGCGGGTGCGTAA1
1871 CHIP1961 STM/STY STM4449 STY4788 ATGGCCACGCTGAACGTCTTATAAGTCATCCAGACTAACCTTGATTCATGGCCACGCTGAACGTCCGTCTGGATGACAAACTCAAAAATGAGGCTTATGCCGTGCTGGAAAAACTGAACATTACTCCAACGGAAGCCGTGCGATTACTGTTCCAGTACGTCGCGGAAACGGGGCGCATGCCAGTGAAAACCGTCACTCTTAGCGACAGTGAAGATGCATTGATTCAGACAGTTCGGGAGAGGCTGTCTAGTCCGCAAAAGGGAATCAAGGTTAGTCTGGATGACTTATGA1
1872 CHIP4481 STM/STY STM0349 STY0383 ATGAAAAAGATCTTAGTATGTTTCGTCGTTAACGAGGGCAACGATAAACGATGAAAAAGATCTTAGTATGTTTCGTCGGCTTGGCTTTAACCGCATGTAGCGCTAATTCGTTGAATTATGGCGCTGAACAGGTACGGGTGATGACCAGCGAGCCAGGTAAGGAATGCAGCTACTTAGGGGATATCACGGGCAGCCAGGGGAATTTCTTTACCGGTGGCTGGACTTCCAACAGTAACCTGGAAACGGGTGCCCGTAACGATCTGAAAAACAAAGCTTATAAAATGGGCGGCAATACGGTAGTCCTGT1
1873 CHIP2251 STM/STY STM3095 STY3248 ATGATCAAGCTCGGCATCGTTACTTCGCCAGACGCGCATGATCAAGCTCGGCATCGTGATGGACCCCATCGCACACATCAACATCAAGAAAGACACCAGTTTCGCTATGCTGCTGGAAGCCCAACGTCGTGGTTATGAACTTCATTATATGGAGATGGCCGACCTTTATCTGATTAACGGCGAAGCCCGCGCCCGCACGCGAACGTTGAGCGTGGAGCAAAATTACGATAAATGGTACGAGTTCGGCAGCGAGCAGGAGATTAAACTCGCCGATCTGGACGTCATTTTGATGC1
1874 CHIP2332 STM/STY STM1162 STY1200 ATGCGTATTGAAGTCACTATAGCCATTATTCATTGATGAACCAGTCATCAGATGCGTATTGAAGTCACTATAGCCAAAACGTCACCTCTGCCTGCCGGTGCGATTGATGCGCTGGCGGGCGAACTCTCCCGCCGTATTAGCCATCATTTTCCGGAGAATTTGGGTAACGTCACCGTGCGTTACGCTACCGCCAACAACTTGTCCGTCATTGGCGCATCAAAAGAGGACAAAGAACGCATTAGCGAGATTCTCCAGGAGACCTGGGAGAGCGCTGATGACTGGTTCATCAATGAATAA1
1875 CHIP4660 STM/STY STM2906 STY3029 ATGGAAAAGAAAGTGGGCTATCATTATACGAGCCTGACGCTGGCTGGAAAAGAAAGTGGGCTATCACCGTCGTTCAGTAGTGGAAACAGCGATGTTCCGTATCAAAACCTTGCTGGGCGGCCATCTGAGCCTGCGGAACTATGACGCGCAGGTGGGTGAAGCGATGGCGATGGTCAAAGCGCTGAACCGGATGACGTTGTTGGCAATGCCGACCAGCGTCAGGCTCGTATAA1
1876 CHIP4645 STM/STY STM3806 ATGATCTTATTGCAAAATAACTGTAGTTCACTTTAGCACCGGCCACACTTGGAATCTTATTGCAAAATAACTGTAGTTCACTGGTGATGCGTTTTGGCGCAACCGCGCTCATTGCCGCTATTTTTCATTTCAGTTACGACCTTTTTCAACGCCACCGCCAGGAAAGGCATTATTGCCGAATTAAAAGCTGAAAAACCACCCGTCGCGACGAAAAAAAAGGCGAAGAAGATTGATAACTAACTGAAAAAAATTGGAATTATGCTCGTTGGCATTACGCTGATTAGCGCGTTCATTGAGGAAAGAGAT1
1877 CHIP4669 STM specificSTM4214 ATGAAATATATCTACAGTGGCCCGTTAGCTGCCATGGACAATTTCCATGAAATATATCTACAGTGGCCCGGCAAGCGGCGTCACGCTCGCCGACGGTCAGGAAGTCTTACTGTGGCCCAATAGCGAAATCTCGCTGCCGGAAGATAACGAGTGGGTAATCACCATGATTGCCCGCCGTCACCTGGTGCCAGTGGTTACGCAAGAAGTAGAAACTAATGAAGAGGAAATTGTCCATGGCAGCTAA1
1878 CHIP4646 STM/STY STM3463 STY4334 ATGGCAGGGCTCGCCCCCTTATTCGCGAAACTGCTTTTTCGCTGGCAGGGCTCGCCCCCGACACGCTGGACAACCTGATCGAAAGCTTTGTGTTGCGCGAAGGCACCGATTATGGTGAACATGAACGTTCGCTTGAACAAAAAGTCGCTGACGTAAAACGCCAACTGCAATCCGGCGAGGCCGTGCTGGTATGGTCTGAATTACATGAAACGGTCAATATTATGCCGAAAAAGCAGTTTCGCGAATAA1
1879 CHIP0098 STM/STY STM0448 STY0490 ATGTCATACAGCGGAGAACGATTAATTACGATGGGTCAAAATTGAGTATGTCATACAGCGGAGAACGAGATAATTTGGCCCCTCATATGGCGCTGGTGCCGATGGTCATTGAACAGACCTCACGCGGTGAGCGCTCTTTTGATATCTATTCTCGTCTACTTAAGGAACGCGTCATATTTCTGACCGGCCAGGTCGAAGACCATATGGCTAACCTGATCGTGGCGCAGATGCTGTTCCTGGAAGCGGAAAACCCGGAAAAAGATATCTATCTGTACATTAATTCTCCTGGCGGCGTAATTACTG1
1880 CHIP0173 STM/STY STM1243 STY1881 ATGTCTCGTAAAATGACAGGAATTGTTTATGAAAGATAAACGTTGGCGGTTGTCTCGTAAAATGACAGGAATTGTCAAAACCTTTGATTGTAAGAGCGGTAAAGGTCTCATCACCCCCTCCGATGGACGCAAAGATGTTCAGGTCCACATTTCAGCATGTCGCCAACACGAAACAGAAGCGCTTATCCCCGGTATACGCGTTGAGTTTTGTCGTATTAATGGCCTCCGCGGACCTACCGCCGCCAACGTTTATCTTTCATAA1
1881 CHIP3902 STM/STY STM1291 STY1824 ATGGCTAACCAACCTTCAGCATTAGTTGATCGCCGTTTTTCATGGCTAACCAACCTTCAGCAGAAGAACTCAAGAAAAAATTGTCCGAAATGCAATTCTACGTGACGCAGGATCGTGGCACAGAACCGCCATTTACCGGACGCCTGCTACATAATAAACGCGATGGGGTTTATCACTGCCTGGTCTGTGATACGCCGCTTTTTCACTCCCACACCAAATACGATTCAGGCTGCGGCTGGCCTAGCTTTTACCAGCCTGTCAGCGAAGAGGCGATTCGTTACATAGACGATTTTTCTC1
1882 CHIP3903 STM/STY STM1293 STY1821 ATGACAAACCGGGCCTTATTACTTACCTGGCGACAGCCTGATGACAAACCGGGCCTTATTACTGGTCGACTTGCAAAATGATTTTTGCGCCGGCGGCGCGCTGGCTGTAGCGGAAGGCGACAGCACCATCGACATCGCCAACGCTCTTATTGACTGGTGCCAGCCCCGGCAGATTCCGGTGCTGGCCAGCCAGGACTGGCATCCCGCGCAGCATGGCAGCTTCGCCAGCCAGCATCAGGCGGAACCCTATAGTCAGGGAAAGCTGGACGGGCTGCCGCAAACGCTCTGGCCGGATC1
1883 CHIP4329 STM/STY STM4558 STY4908 ATGAACACGATTTCTATCCTCAGCTTACATGCTTATCGGTAACGCCATGAACACGATTTCTATCCTCAGCACGACCGATCTCCCCGCAGCCTGGCAGATTGAGCAACGCGCTCATGCGTTTCCGTGGAGCGAAAAAACGTTTTTCGGCAACCAGGGCGAACGGTATCTCAACCTTAAGCTGACCGCTGATGACAGAATGGCCGCGTTTGCCATTACACAGGTGGTGCTGGACGAAGCGACGCTGTTCAATATCGCCGTCGATCCGGATTTTCAGCGTCGGGGGCTGGGGCGTATGCTGCTTG1
1884 CHIP2608 STM/STY STM3886 STY3891 ATGGCTACTATGAAAGATGTTGCCCTTAAACCGACCCACGCACTTGGCTACTATGAAAGATGTTGCCCGCCTGGCGGGAGTCTCTACATCGACGGTCTCTCACGTTATTAACAAAGATCGCTTTGTGAGTGAGACGATAACCGAAAAAGTTGAAGCGGCGATTAAATCGCTCAACTATGCGCCTTCTGCGCTGGCGCGAAGCCTCAAGTTAAACCAGACCCGCACGATTGGTATGCTAATTACCGCCAGTACCAACCCTTTTTATTCCGAACTGGTGCGCGGCGTTGAGCGAAGCTGTT1
1885 CHIP2920 STM/STY STM1873 STY2079 ATGAAAAAAATACTCCTTCCGGCTTAGCTATTGGATGGATCACAAAGCATGAAAAAAATACTCCTTCCGGCGCTTCTGCTGGCCACTTCGGGCGTAGCGTTGGCGGCGCCGCAGGTGATTACCGTAAGTCGTTTTGAAGTAGGAAAAGACAAGTGGGCGTTTAATCGGGAAGAGGTCATGTTGACCTGTCGGCCTGGCCAGGCGCTCTATGTGATCAACCCCAGTACGCTGGTGCAGTATCCCTTGAATGCCATTGCCGAACAGCAAGTAGCGGAGGGTAAAACGCGCGCTCAGCCTATTGCCG1
1886 CHIP4672 STM/STY STM4276 STY4474 ATGAAATTTTTTAAAAAAGTGATCCGTGTTATGTGTAACAAATAACCACACTTAAAATGTTATGAAATTTTTTAAAAAAGTGATCCGTGTCCGGAAATCAGAAAAGAGAGGGAGTTTTGTCCAGGTTACTAACTCTAAAGTGGTATTTTACATACACTTACAATTGATTAAAGACAACATTTTAAGTGTGGTTATTTGTTACACATAG1
1887 CHIP4688 STM/STY STM0727 STY0770 ATGCCCTGGCGCGATCATTTATCTGGAATGCACATCGAACAATGCCCTGGCGCGATCATGTTAACCCTGACGGGGAAGTGGTCTCGTGCTGCGATAATGTTATTATCACTGGATACCACCGCCTGTTTGTCCATCCGCTGTGGATGTTCATTATGGTGTTCGATGTGCATTCCAGATAG1
1888 CHIP4721 STM/STY STM2161 STY2391 ATGCGCGTAGCGAAAATCGTTACCCGGCACGCAAAATAAAACATGCGCGTAGCGAAAATCGGGGTGATCGCCCTTTTCCTGCTGATGGCTATTGGCGGTATCGGCGGCGTGATGCTGGCAGGTTACAGTTTTATTTTGCGTGCCGGGTAA1
1889 CHIP4731 STM/STY STM2329 STY2559 ATGCCCATCTGTACGCGCTTTAAAACAGCAACAATTTCTCTAGTTTTTTAACGTGCCCATCTGTACGCGCTTAACCGCACAAATTGTAAAAGTTGCGGTAAATCAGCCAGTAGCGATTCGCAGTTCAATGTGGGCAAAAAATAACCAGAACATCCATTTTATGAATTTGCATGTTAAAAAACTAGAGAAATTGTTGCTGTTTTAG1
1890 CHIP2887 STM/STY STM1809 STY1938 ATGAACAGCGAAGAGTTGACACATTAGAGTAGTTTAATTTTAACGTGGTATCCCTATGAACAGCGAAGAGTTGACACATAAAGCAGAAGAGGAAATCGCGGCACTCATTAGCAAAAAGGTTGCCGAACTACGGAAGAAAACCGGGCAAGAGGTTTCCGAAATAGAGTTCGCGCCGCGAGAAACGATGAAAGGGCTTGAGGGATACCACGTTAAAATTAAACTACTCTAG1
1891 CHIP1072 STM specificPSLT057 ATGGATAATAATTCAAACATTAATGATACCTGTTAGCGGGTGATATCCCGCGTGGATAATAATTCAAACATTAATGATACCTGGCTTGTTGGCCTGAGTGTCGACGTCAATGGCACTGAAATGATGGTGCATTACCTGGTTTCCGCGACTGACCTGGAGCATGCCGAAGCGGGTGTTCTGCAAATGGGGCGCACCTGGTGGCCATCGTTGAAACGCGAGGATGACCGGCATCGGTGGGAATATGAAACAGGCGTGGTCTGGTTTAACAGCATCATTCTGCTCGATGACGTGGAAAACAGTATCCTGC1
1892 CHIP1112 STM specificPSLT104 ATGAGCTTTAATGCGAAGGATATGATTAGAAATCATCTCCCGGCTCATGAGCTTTAATGCGAAGGATATGACCCAGGGCGGTCAGATTGCGTCCATGCGTATTCGCATGTTCAGTCAGATCGCCAACATTATATTTTACTGCCTGTTTATTTTCTTCTGGATACTCGTCGGCCTAGTGTTATGGGTGAAACTCAGCTGGCAGACGTTTGTGAATGGGGGTATCTACTGGTGGTGTACCACGCTTGAAGGAATGCGGGATTTAATTAAATCCCAGCCTGTCTATGAGATCCGGTATTACGGCC1
1893 CHIP1081 STM specificPSLT067 ATGACAGACAACATCATGAGCCCTTACTGCGTTTTACGGATACCGATGACAGACAACATCATGAGCCCACTGAAATCCCTGCCTGATGGCACGTTCACCCACGAACAGGCCGAAGCGGTGGCAGCACAGTATCAGAATGTCGCCATTGAAGACGATCAGGGGACGCACCTTCGCTTGGTTGTGCGTAAGGACGGCGAAATGGTCTGGCGGGGCTGGAATTTTGAACCGGGCGGCGAGTACTGGCTCAACCGCTGTATCGAAAGCCACGGTATCCGTAAAACGCAGTAA1
1894 CHIP1113 STM specificPSLT105 ATGGCGGTATCAGCTCCATTATAAATGTATATCCCTTTGACATATCCCAATGGCGGTATCAGCTCCAGTCCTCAGTTCTCAGTCCACCCACACGTTCAAACTCCCGGGTGTTGTTCGTGACAACAATCAGTCCCCGGCTGCGTGCGTGACCGGCAATCATCTGATCGAATGGCCCGACAGGGCGTCCCTGACGGGCAAGCTCTGCCCTGATCTGCCCCGTATGGGTGGCGGCCGGCGTGTCATAATCCAGAACATCAAGTCGGGAAACAAACCCCTCTATCACAGCGAGATTTCTTTCGGGCATC0
1895 CHIP1066 STM specificPSLT043 ATGAAGTACTCGCCCGCATTATATTGGCAGACCGACCGGTGAAGTACTCGCCCGCATCAGAGACTATTTTCGTAGCAGACAATCAGGAGAGGACCATGCGGGTTGAAGTGATGGAGCATTATGGACTGACGCAGTCTATTGAACAGGCCGGGTATTATGAAACTGCCCACCATAAGCAGCTGATGAAAGACATTAAGGGTGCGATACGCGAAGGACGACTGATAGCGGTCTGTGGCGTGGTGGGAAGCGGTAAAACCGTCACTCTGCGACGCCTGCAGCAGCAACTGCTGGATG1
1896 CHIP1106 STM specificPSLT097 ATGCGAAAAATACAGACCGTATGGTTAGAAATTCGGCTTAAAATCTTCTGAATGCGAAAAATACAGACCGTATGGGTGGCAGCGTTACTCTGTGGCTCCCTGACGGCATACGGAAAAGATGCCGGATGGCAGTGGTATAACGACCCGGTAAAATTACCTGACCCAAAAACGACGGATAAATCCGCTCAGGTTCGTCAGGAGCCTGACATTATGCAGAAATTATCTGCGCTGCAGACCGCAACAAAGCGGGCGCTTTATGAAGCCATTCTGTATCCCGGTGTGGATAATTTTGTGAAATATTTCCGGC1
1897 CHIP0945 none R460028 ATGGAAAAGCAGCCAGATAAATTTGTTATCTCAGTAGAATTATGGCTATCGCATGGAAAAGCAGCCAGATAAATTTGAAGTTCTGATGGATTGGTTTTTAGGTGACGCGAAGGAAATCACCGCAAGTCAGAAAGAAATGACTGAGATACTTTCTGCGCTTTCGGAAAAGCTGGCAAAAGACACCGAAAGTTTAGGAGAGACGGCAGACTCTCTTAAACGGACTTTAGTAGAAAACCAGCGTTCAATTAGCCTGGCAATTAGTGATGATGCTAAGGCGCGTGAGGAATTTCTGACGAAGTTCCGCCGCG0
1898 CHIP1008 none R460029 ATGAATGACCGACAGCGTGTTACACATTAAGCTCGTTTGCTTCGATGAATGACCGACAGCGTGAACAAGCCCGTATTCGCCAGGCCCGGCGCCGCGCGCGACTCAAAGAGGAAGGCGCTAGCGTGACAGTCACGCTAACAAAACAGGAAGAAGCAATGTTACAGGAGCTTTGCCGGGTTCGCCGTCCAGGACGAACAGCCTATTCAACGAATGAGTTTTTCCAACTGCTGCTGATCCGAAACTGGCAACAGTGGCAGGAGCAAAAGGCGCAGCTGGGGAAATGCCAGGCTTGCGGAAAGC0
1899 CHIP4896 none R460042 ATGGATAAGTTGCTGAACAAAAAGATAAAAGTTAGACGGGATTTTGCTTATCAATTATTGATGGATAAGTTGCTGAACAAAAAGATAAAAGTTAAGCAGTCTAACGAGCTTACCGAAGCTGCTTACTACCTCTCGCTAAAAGCAAAGCGCGTTCTCTGGTTATGTCTTATGCAGACGTATTTCACAGCTTCAGTAAGCGAAGATGATGATGAGATGGCTGTACTCGGTGACTCTACTTTCAAAGTAAAGGTGGCTGACTATCAGCAAATTTTTCAGGTAAGCCGTAACCAGGCTATCAAGGATGTTAAAGAAGGCG0
1900 CHIP4883 none R460019 ATGGCCCGTAAAAGTGTCGTTAGTTGTCTGCGAGCGTATAAACGATGGCCCGTAAAAGTGTCGATGTAGATCAGGAACTCGATGAAAACACCGGAGACGGTGAATTTGAAAGCGAGCGTGGCGGATTTAATGGCAGTAACCGCCGTTCGGCTCCTCGTATGAAAGCCTTTGTCATACTGATGGCGCTGCTTGCTTTGGTATTCATCGGGATTACGGTCATGGGTAAAATTCGCGCCCCGGCTAAAGCTGAAGCTGATAAAGACGGTGGTAAAGCGCAACAGGCCAATACACTGCCAAACT0
1901 CHIP4877 none R460012 ATGAGAGCTGCCACCGCTTTAAGCCGTCAGGCGCCAATGAGAGCTGCCACCGCTACGAAGCCAAAAAAAATTGATGCCTACCGTAAGGAGCCATCAGTAAATAAAAAGTATTTGCCCTATTCTTATCACCTCAATGATTACGTGATTTCGATGGAAAACGGCGATCTGATGGCTTTTTTCAAGCTGGATGGCCGCACACATGACTGCGCATCAGATCGGGAACTGGTCACCTGGCATAAAGACCTTAATACGCTGGTCAAGAGCTTCGGAACAGACCATGTAGAGCTGTGGA0
1902 CHIP4904 none R460057 ATGAGCGGCCTCATTTCTTATTCTTACATTAGTTGAGTACGTGATCGAAGGATGAGCGGCCTCATTTCTTATTCTGAGTTACAACAGTCCGCACCGCTGCCGGTAGCTATTGACTATCCGGCTGCACTAGCCCTGCGTCAGATGGCTCTGATCCAAGGCAAACTGCCAAAATATCTGCTGGCACCGGAAGTCAGCGCCCTGCACCATTATGTTCCGGATCTGCATCGCAGGATGCTGCTGGCTACCCTGTGGAACACCTACATCTGTATTAACGAAGCGCTGGCATTGACCCTGAGTGATTTTTCTC0
1903 CHIP4802 STM/STY ATCAACCTCTTCAGCGCCTACTGCGATCATCATTCCCATTATCAACCTCTTCAGCGCCTACGCCTCTTTAGTTTACGTTACCCCTATTCTTGGCGGCTGGCTTGCCGACCGCCTGCTTGGCAACCGCGTGGCGGTTATCACCGGCGCCCTGTTGATGACGCTGGGTCATGTGGTATTGGGCTTAGAATCTGATTCAACGTTGAGTTTATATGCGGCGCTGGCCATTATTATCTGCGGCTACGGCTTGTTTAAATCCAATATTAGCTGTCTGCTGGGCGAACTTTACGCCCCTGATG0
1904 CHIP4806 STM/STY STM0701 STY0739 CCCGTAAATTGATCCTCGAATGCGTCACGAGGTTTAATGACCCGTAAATTGATCCTCGAAAACTGTCATCACATCCGTCCGTTCGTACCGGAACTGATTGATGGTAAGCCGTGGCAGTCATACCCGACGTCAGAGATCGCCAGCGATCTGCGCTTCTTCCACTTCGTTCCGGGAGAACACTGGCATGCGTTTGAAGGCTATGCCGAACATCAGTACTTTGTCGACCCTTGCAAACTGCTGCTCACCACACCGGGCATTAATGCAGCGAGCGGCGAATATGAAGACTTTGGCGTTCC1
1905 CHIP4810 STM specific CCTGACGTAGTCAGCGTATCCCTGCAGCGTTTTATCTGACGCCTGACGTAGTCAGCGTATCCGGCGTGACCGTTGCGCCGGCCAGTGCCACGGTGGCTGCCGGAGCCACCACCACGCTGACATTTACGGTAAAACCTGATAACGCGTCAGATAAAACGCTGCAG0
1906 CHIP4814 STM/STY CCCACCCAGGTGCTACATAAGTTCCGCCAGTCCAACTTTCCCACCCAGGTGCTACATAACATTGATTTAAACATCCGTCAGGGCGAAGTGGTTGTGATTATCGGCCCTTCCGGTTCGGGTAAATCCACGTTATTACGCTGTATCAATAAACTGGAAGAGATCACCTCCGGCGATCTGATTGTCGATGGTCTGAAAGTCAACGATCCTAAAGTAGACGAACGGCTGATTCGCCAGGAAGCCGGCATGGTGTTTCAACAGTTTTATCTGTTCCCGCATCTGACCGCGCTCGAAAACG0
1907 CHIP4818 STM specific GGACCAACCTGAACGATTTGTGAGCCAGTCGCATAATCTGGGACCAACCTGAACGATTTGAAAAAGCAAATAGCAGTTGTGCTGATAGCGTAATCCTTGATTTAGAAAATGCGGTGTCATCTGAGAAAAAAATAATTGCCAGAGAAAATGCTCTGAATTTCATGAGTAATGATGAAAAAGTACTGATTGCTGTACGTGCAAAAATTGTAATAACTTCACGCCTGGCTGGATCATATCCTTCTGTTGACGGTATCACAACTGAATTTATGAAAAACGAGTTGACAATACAAAATGCT0
1908 CHIP4822 STM/STY TGTTGTGGAGCACCAATCTGACGAGAACCAACTGCCAAACTGTTGTGGAGCACCAATCTGCATGTCGACGGCATGAAAACGGGGACAACGGCTGGCGCTGGGTATAACCTTGTCGCCTCCGCCACCCAGGGCGATATGCGCCTGATCTCTGTCGTGCTGGGGGCGAAAACGGACCGTATTCGTTTTAATGAGTCAGAAAAACTGCTGACCTGGGGTTTCCGCTTCTTTGAAACGGTCACGCCGATTAAACCTGACGCGACATTCGTGACGCAGCGGGTCTGGTTTGGCGATAAGCA0
1909 CHIP5104 STY specific STY2044 ATGCAGACACTTAATTCCCAGCTTATATCTCAGCTTCATTTACCACCCCATGCAGACACTTAATTCCCAGCGTAAAGCTTTCCTTGATATGGTGGCATGGTCAGAAGGAACAGATAACGGACGGCAGAAAACCAGAAATCACGGTTATGATGTTATTGTCGGTGGCGAACTGTTCACTGATTACTCCGATCACCCCCGCAAACTTGTCACGCTAAATCCGAAACTCAAATCAACAGCCGCTGGACGTTACCAGCTTCTTTCACGCTGGTGGGATGCCTACCGCAAGCAACTTGGCCTGAAAGATT0
1910 CHIP5209 STY specific STY3292 ATGGAGCCCGGACTCGGATTACACCGATTCTTGCTGGATGTTGGAGCCCGGACTCGGAGAAGTCCTTTGGGCTAATGGACTGTTAAAGCTATTTTTTACCGTTTATCAAGACCACCACAAAACTAACCCTTACAGAATTATCTACGTGATTTGCCTGGTGTGGGTTCGATTCCTGCTACTGTCTGATAATTGTTGGGTTAGTTTCTTCTTGATAGGGTATCAGCAGGGCAGGCTTTCGAAATTTGACATCCAGCAAGAATCGGTGTGA0
1911 CHIP5225 STY specific STY3661 ATGAGACCTAACATTTCAATCACTCTTACCTTAATTAAGGTTTAGATTGCATTCTGAAAGCATGAGACCTAACATTTCAATCACTCTTACCACGCCTCATGTGACTATTGAGCGCTATAGCGAGCTGACAGGGCTGTCCATCGATACCATCAATGACATGTTGGCTGACGGACGCCTTATCTGTCACCGTTTGCGCAAAGATAAAAAACGCGAAAAAGTGATGATCAACATAGCAGCCATGACCGTTGATGCGCTTTCAGAATGCAATCTAAACCTTAATTAG0
1912 CHIP5159 STY specific STY2420 ATGGCTTCTGTTTCTATCAGCTGTCTTACCGACTGCGGCCTGAGTGGCTTCTGTTTCTATCAGCTGTCCCTCCTGTTCAGCTACTGACGGGGTGGTGCGTAACGGCAAAAGCACCGCCGGACATCAGCGCTATCTCTGCTCTCACTGCCGTAAAACATGGCAACTGCAGTTCACTTACACCGCTTCTCAACCCGGTACGCACCAGAAAATCATTGATATGGCCATGAATGGCGTTGGATGCCGGGCAACCGCCCGCATTATGGGCGTTGGCCTCAACACGATTTTCCGCCATTTAAAAA0
1913 CHIP5173 STY specific STY2884 ATGAGTGATAACAACCTGCGTCTGTTATGCGTCGTATCCCCCCATGAGTGATAACAACCTGCGTCTGCAGGTCATTCTTAATGCGGTTGACAAGCTCACCCGCCCATTTCGATCTGCGCAGGCCAGTTCAAGAGAACTGGCTGCTGCTGTCAAAAAATCCCGCGATGCAATAAAGCAGCTTGATCAGGCCGGGAGCAGTCTGGACAGCTTCCGAAAGCTGCAGGCAGAAAATCAGAAATTAGGCGACAGGCTGAACTATGCCCGCCAGCGTGCAAATTTGCTCAGTCAGGAACTGGGAG0



1914 CHIP4910 STY specific STY0114 ATGTTTGCTACGTTACTGTTTTTACGGTTAGCCACGCTGATGTTGAATTGTTTGCTACGTTACTGTTTTTACGGTCAACTTCAATACAAAAACATAAAATTAATCGTTCAAGACATGCCGCCTTCCTTTTGCATGTTCATCTTGTCTTTGTAACAAAATACCGTCGAAAGATACTGGGTGAGTCACACTATGCTGCATTCCATCAGTATGCAGCAGAAGTCTGCCGTGATTTTGGCGGAGAACTTAAAGAAAGTAACGGAGACGTCGATCATGTCCACATGCTGATCGAATACCCACCAACAG0
1915 CHIP5129 STY specific STY2070 ATGATTGCTCATCACTTCGGATTACCATGACTCCGCCTTTACAATGATTGCTCATCACTTCGGAACTGATGAAATACCACGTCAGTGTGTGACCCCTGGCGATTATGTTCTTCATGAAGGCCGGACGTATATCGCCTCGGCAAACAATATTAAAAAGCGAAAACTTTATATTCGTAGCCTGACTACAAAAACATGCATTTCTGACTGCATGATTAAAGTCTTCCTCGGTCGTGATGGTTTACCTGTAAAGGCGGAGTCATGGTAA0
1916 CHIP5145 STM/STY STY2345 ATGACAGAAACGTCATCTCACCGTTAAATCTCTTTCCATTGCCACAATGACAGAAACGTCATCTCACCGCTATAAACCACGCAATATAATAAATGCGCCAAATGTAAAATCATCTATTTTTTCCCGGAGCCAACAACGCGGCGATAGCGAAAATATCCAGCGCTGGTTAAGCAATCATTTTTATCGTTGGATCATTGGTGACTTTCCTCACGTTTACCCTGTGCGCTCCGTCGCTGATTATGCCGTTTATTTTAGCCCTGATGCAGAAATCCCCGCCTGGGTGGCGATGAGCGCTTTTACTA0
1917 CHIP5161 STM/STY ATGAATCGTTTTATTATGGCCAATAGCTTATTTAGCTAACCAGTCGAGTATCCCATGAATCGTTTTATTATGGCCAATAGCCAGCAGTGTCTGGGATGCCATGCCTGCGAGGTCGCCTGCGTAATGGCTCACAATGATGAGCGACATGTTCTGACGCCACAGCGCTATCAGCCCCGAATTACTGTCATCAAACATCAGCGCCAGCGCAGCGCGGTTACATGTCACCATTGCGAAGATGCGCCCTGCGCCCGTAGCTGTCCGAACGGCGCGATCGCGCATATTAACGACAGCGTGCAGGTCAATGCGCAGA0
1918 CHIP5175 STY specific STY2886 ATGAGCGATAAGAAGACTGAAAAGACCTTAGGCTGTCGGTAAACCGGATGAGCGATAAGAAGACTGAAAAGACCATTCAACTGGATACTCCCATCAAGCGCGGAAAAACGGAAATCACCGAAATTGTGCTGCGTAAACCGCAGTCCGGTGCGCTGCGCGGTACACGCCTGCAGGCCATTATGGATATGGATGTGAACGCGATGATGACCGTGATCCCCCGCATCTCCAGCCCGGCACTGACTGCACAGGAAATTGCAGAGATGGACCCGGCAGATCTCACTGCCATGTCGGTTGAGGTTGTCA0
1919 CHIP4912 STM/STY STY0159 ATGAAGGCTGGCTTAATAATGCGTTAACGGTGATAGCTCTGTTGAGACATGAAGGCTGGCTTAATAATGCGTCATGATGTGATGTCCGTATTGCATGCTTTTTGCATGATTGCTGAAAACCATAGCTTCACGCGGGCAGCGGCGCAGTTACATATTTCCACGTCGGCGTTAAGTCAGAATATGCGTCAACTGGAGGATGAACTTGGCGTGAAATTATTGAACCGAACCACCCGGCGTGTCGGTTTGACAGAAGCAGGACATGCCTTTCTTGCCAGTATCAGACCCGCATTGAACCATATTGATG0
1920 CHIP4928 STY specific STY0313 ATGGGTAATTATGATAAAGCGTGTAATAACGTTATTTTACGGGGCATGCTATTCATGGGTAATTATGATAAAGCGTGTAATAACGTGGGTGCGGTAAGATTTGTCCAGGAGCACATGAAGGTTTGTGAGATAATTGCAAAAGAGCTTGACGTACCGGTAGAGAATATACTGGGTCTTGCTGCTGCCGAAAGTCAATATGGTACAGGTCGTATTGCCAGGGGATATAATAATTACTTTTCTCTCCAGGCTCCTGCATCATTTCAGTCAGGTCGGGTTCATCCAAAGGATAGTAACAAAACTTGGGTGGCTA0
1921 CHIP5139 STM/STY STY2203 ATGAACAGAAAAGTTCTGGCACTGTTAGAACTGGTAGACCAGACCAACAATGAACAGAAAAGTTCTGGCACTGCTTGTCCCGGCGTTATTAGTGGCAGGCGCAGCAAATGCGGCTGAAATTTATAATAAAAATGGCAACAAACTCGACCTGTACGGCAAAGTTGATGGTCTGCGTTACTTCTCTGACAATGCAGGCGACGATGGCGATCAGTCCTACGCCCGTATTGGCTTTAAAGGCGAAACGCAGATCAACGATATGCTGACCGGCTATGGTCAGTGGGAATACAACATTAAGGTGAACACCA0
1922 CHIP5155 STY specific STY2361 ATGGGCGATTTTATAAAATATCTATTTATTTTTCTTATTTTAGTGTAATACGTTTGAGTGGCAATGGGCGATTTTATAAAATATCTATTTATTTTTCCTTGCTTATGGAGCGCAAATTCTTTTGCGATTACTCAAACTCAATGGGATGGTAACTTTAGAGTCGAGGAACTTGGCGAGCAGTTAAATGATAGGAGTCAGGTTTTTTTACAATATAATTTAAAGATAGATAGTAAAAATAATCGTGCTTCTTTATCCATGACAACTTGGCATGCGGGGATAACATGCATTGGTGACTACTCTTTAAAAATCAATTCTGGTG0
1923 CHIP5169 STY specific STY2879 ATGACAATAGAAGTTCAAAGGTGGGTTACAACTTAAAGAGTTTCGCTTGCCATGACAATAGAAGTTCAAAGGTGGGAAGATAAATTTGAGATTAAGCCCGGGGTTTGGGTTTATGTCCCAAGCGTTGAGGCACGTAAAGTCGGAGGGAAGATACTTCAGGCTGTCAGAAACAAGTGGATTCCGCCACTCTATTTTTACCATCTAAGAACTGGTGGGCATCTTAAAGCTGCCAGATTACACTTAAAAAGTGATTTTTTTGCCGTTGTTGATATTAAACAATTTTTTCAGTCAACGAGCCGTAGTCGTA0
1924 CHIP5185 STY specific STY3067 ATGAAGGAATATCTGGTTTTTCAGCTTATGTTCTCTCCTGCAACGGCATGAAGGAATATCTGGTTTTTCAGCTTTATGCGCCGCTGGCGTCGTGGGGGGAGGAAGCGTCTGGCGAGATTCGCCACTCAGCTACGGTTCCCACGCGCTCTGCGCTATTGGGTCTGCTTGCCGCAGCGTTAGGAATTCGTCGCGACGAAGAAGCGCGGCTGAATAACTTTAACCGGCACTATCATCTGGCGGTGCACGCGTTGGCTTCACAAGATCGCTGGTTGCGGGATTATCACACGGTTAGCGCGCCGCGAG0
1925 CHIP5017 STY specific STY1592 ATGATGACTAAACAACGTCTTATCCAGCTTACTTCGAAACTGATTCAGGTCGATGATGACTAAACAACGTCTTATCCAGCTCATTCATATTGCCCGTAATGAACTGGGTATGGATGAAGACACCTACCGCCAGATGTTACAGGGGCTGACCGGTAAAGCCTCAACCAAAGGAATGGATACCACACAACTAAACTGCGTGCTGGAATCCATGAAAAGGAAAGGCTTTCGCGTTAGGCCTGCAGGAAAAGCCAGCTCCGGTTTACCGCTGGATAACCATCCGCAATCCAGGAAAATCCGTGCGCTATGGC0
1926 CHIP5033 STY specific STY1609 ATGAACTGGCCTCAAATCACCTTATGCAGGATTAAACGGCTCAATGAACTGGCCTCAAATCACCCTCATTATTCTGTTCGCCTTTGGTCTGGGCGTAACCGCCATCAGACACGGAGAACCACGTAACGATAAATACAGCTTCTGGTGGCAGCTTGCTGGCAACCTGGTGATTGTCTGGCTGCTCTGGTGTGGCGGCTTCTTCAGTCAGGCCCGCGCAGCGCAGCCTCCGCAGGCTGCGCTGCAGTATCGCGATGATGTGATCCGTAATGCCCGGCTTGAATGGGGACTGTCTGCGCCGG0
1927 CHIP5157 STY specific STY2363 ATGGCTGCTTATTTATATCTTTCTGCTATCTTAGTTAAAGACGGGATCGCTGAATGGCTGCTTATTTATATCTTTCTGCTATCAGGATGTTATGGCACCCCCTCAATATTCAGAATTTAAATAAAGCATTTCCTGAATATGAAACTAATTCACTAAAAAATAAAGGTGAAATCACCTCGGCAACATGCATTAAAGAAAATACAAAAGGTCATTTGACTTATTATAGCGTCAGCGATCCCGTCTTTAACTAA0
1928 CHIP5260 STY specific STY3762 ATGAACACAGCGAATTTCGAGTTTATGGCCCGGCTTGGCGATGAACACAGCGAATTTCGAGTCGATACATATCATGATCGACGCGCAAGCGTGGCGCAATCTACCGCTGCATCTGCGCCTGTACCACGCTTTTCGCCAATTGGTAATTTCCGGTGCGTTGGCTGATGGCGCAAAGCTACCTTCCGCTCGCGCGCTGGCCCAGCGGCTGCACCTTTCCAGGGATACCGTCGAAAATGCCTATTCCCAGCTTCAGCGCGACGGCTTTATGACCCGCAGGCAAGGGGCCGGGAGTTTCG0
1929 CHIP5275 STM/STY ATGTACAAAAATGGAAAATTTATCCCCTTATTTTTTTGGCTTCTTTTTCGTATCAATGTACAAAAATGGAAAATTTATCCCCCTGCTTGCTTTGGGATTCACATTTTTTTTGTCTGGTTGTGATTACTTCGCAGATAAGCACCTTGTTGAAGAACTGAAAAAACAACAAAAAGAACAAGAAGCAAAGATAAACCTGTTAGAAAAACAACAAAAAGAACAAGAAGTAAAGATAAATTTGCCAGAAAAACAACAAACTACGGTTATCAACACGACTCAAAAGATCGCCGAAGTCGTTGGCCGCGTTGAACGCA0
1930 CHIP5019 STY specific STY1594 ATGATTACGTTATCAGGTAACAGCCGTTAGTCGTCATTCTGAATATCCCCCATGATTACGTTATCAGGTAACAGCCGGAAATTAAAAGCCTGCCGAATATCTGCCAGATACCTTTTTGCCCGCGCCTTTTTTAAGAACGTCAGGCCGGGGATCACAATTGGTGTTATTGCCGGACGCGAACAGGTTGAAAAATACATGTCAGGTGCATGGTGGAATAAAGACCCTGTCATTGCTGCCCGTAATATTCATATCAGTTGGGGGGATATTCAGAATGACGACTGA0
1931 CHIP5035 STY specific STY1611 ATGTGGCATCTGGTTAAAAAGCTTTATTTCTGTAATCCTTCCCGTTCAGTGTGGCATCTGGTTAAAAAGCTGCCGTGGCGCGGCATTCTGCTGGCCATTCTTATCAATGCCTTTCTGGTCGGCCTGTATGCCATGGGATACAGAAGTGGTCATGACTCTGCAAAGCGTGACGGTGATACCGCGCTCAGTCAGTTGCAGTCAGCATTTGACGCGTACAAAACGGAGCAGGCAACGCTTGAGAATGCTGCGCTGCGGGCCTGGGCCAGACGGTATCAGGAGCAGGTGGCCGCCGGGCAGCGGGCTG0
1932 CHIP5050 STY specific STY1627 ATGAGTGTTGAACTGACTGACAAAGGTTAGCAAGTGCGAAAACCCTTGTGAGTGTTGAACTGACTGACAAAGGAGGGCGATGTGCGTCACTGGGCATGTCAAATGGTACGTGGTTTACCCTCCTTGATATTCCGGGGGTGGAGACCCTCTTTAATACCCGTAAAACCAATGACCCGATTGACTGCACACGTTCAAAGGCCCGCAAACTGGCCGATTTGATTGAAGCATGGAAGCCGCCCGACCAGTGGTTCTCCGGCACCGGCAAATCTGAGGGAAAGGCGCTTCTCATCGCTTTCCTGCGTA0
1933 CHIP5366 STM/STY ATGGATGAGCTGCAGAAGGTTTTACCCCGCCAGCCAGCGGTGGATGAGCTGCAGAAGGTTGATGACTGGCTGACGGCGCTGCTGGCGAATCTGGAGCCTGCCGCACGCAACCGTATGATGCGGCAACTGGCGCAACAGTTGCGCCGGACGCAGCAGCAGAACATCAGGCTGCAGCGTAATCCTGACGGCATCGGCTATGAGCCGCGCAGGGTGACAGCCCGCAGCAAGAAGGGACGTATCAAACGCCAGATGTTTGCAAAGCTTCGCACCACAAAATACCTGAAAACCGCCGCCA0
1934 CHIP5299 STY specific STY4523 ATGGCTAAAGCACCACTGTTAAATCTTAATGCTCATGCCTCCTCCCATGGCTAAAGCACCACTGTTAAATCTTAATAATGCGCTGCTACAGGGGGCGAAGGAATCATCTGCAGCTACAACCGCTGCTGTTGCGATTATGCCGACCAGTGAAATGCCGATGGTGCTGACGCTCGATGAGGTAGCTCCTAATCCGGACAATCCTCGCACAACACGCAATCCTAAGTACGATGAAATCAAGGAATCCATCAGAGCCCGTGGTCTGGATACGGTCCCGAAAGTGACGAAAAACCCGGATATCCCCG0
1935 CHIP5322 STY specific STY4558 ATGAAACCGATGAAATCAACGTTTAGAATGCTGCGATTTGCCATGAAACCGATGAAATCAACGTTAAATTGCCTCCGGCAGTGGACTGCGTCAGTCATGCTGGCTGTTATCGTAAGTCTGCCTGCTCTTGCATCAGTGAGTACGGGTCGCAGTGTAAGCGCACCCCAGCAGCAAAATACGACTACAGAAGGAAGGACGCAAACGTCAGGAACGGCATGGGGACTCAGCGAAAAAGAATGGCAGCAGTATCAACAGGTACTTAAAGGTCCCAGAGCATTTCAGTCACCTGGCATTGACC0
1936 CHIP5336 STY specific STY4575 ATGAAACGAATCCTCTCTTCGCTTATTGATTCTCTCCCCTGCGATGAAACGAATCCTCTCTTCGCTGATATTAATCAGCTCCTTTTCTGCAAGTGCGCAAATCGTTGTTTACACCGACCAGGGGCATCCTCCGGTCGGTGTAACACCGGCTATCCGGGTTGTTTATCTCGATGCCAGCGAACGCTGGCTGCAGCAACAATTTGGAGAGCTTTCTTCTGATCCTGAACAGGCTGTCAGACAGGCTCATTCTCTGCTGAATTCTCCTGACTGGAAGAGACGGCAAAAAGCGCTTATCGAAC0
1937 CHIP5352 STY specific STY4592 ATGAACACATCGTTACATCCGGTTAGGCCGCTTTACGCGTATGAACACATCGTTACATCCGGATGATATCAGCCGGTTTATCTCCGGCCGACTTATCAGTAGCCTGGCTGCAGGCCAGGTACCGTGGCGGGGCACAATTCCCGGGTTACCGGAACACGCGCTTACGGGCGTGCCGTTTACCGGTATTAACGTACTGTTATTGTGGCAGGCCATGCAGCAGCGTTCGCTTCGTTCAGGAAGGTGGCTGACCGGAGATGACCTCCGCCAACTGGGCGGTCAGGTCAGATCCGGTGAAA0
1938 CHIP5367 STM/STY STM2712 STY4617 ATGAACAAACCGCAGTCCTTACGTTATCCACGTTTCACCGTCCGTGAACAAACCGCAGTCCTTACGCAGCGCCCTGAATAAAGCGGTTGCCTATGTCCGGGACAACCCGGACAAGCTGCACCTTTTCGTTGATAACGGATCACTGGTGGCAACAGGAGCCAGTTCCATGTCATGGGAATACCGCTACACCCTGAACGTGGTGATCGAGGATTTCAGCGGCGACCAGAATCTGCTGATGGCCCCAGTCCTGCTGTGGCTCAGTACCAGCCAGCCGGACGCCATCAACAACCCGGATCTGC1
1939 CHIP5430 STY specific STY4852 ATGGTTCCGGCCTTCTTTTTACTTACCCTTTCGCGTCCTCAATGGTTCCGGCCTTCTTTTTACCTGCCTGCCTACAAAGGAGTGATATGGAGCTGAATAACGAATACCAAAACTACGAAGACGAGGACGACGAAAGCGCTGACGACCTCCCTCCATCCCACCACCCGCGCTCTTTCCAGTCCATCATCGGTTGGCTCTACGACAAAGCAGTCAGTGGTATCGCAGGCATCGAATCCGCTGAAATGCTTGCCGCCCGTTATCTTGAGGACGCGAAAGGGTGA0
1940 CHIP5370 STM/STY ATGACAGTGAAAGCAAAGCGTTTTAGCAATTGGTCAGGGTGCATGACAGTGAAAGCAAAGCGTTTCCGCATCGGGGTGGAAGGTGCCACCACTGACGGGCGCGAGATCCAGCGTGAATGGCTGGTACAGATGGCTGCCAGCTACAACCCGACGGTCTATACCGCGCTGATTAACCTTGAGCACATCAAGTCTTATCTGCCGGAGAGCACTTTTAACCGCTATGGCAGGGTGACGGGGCTGGTTGCAGAAGAAATCCAGGACGGCCCGCTGGCGGGCAAGATGGCACTTTATGCCGATA0
1941 CHIP5382 STY specific STY4650 ATGGATATTCCACGTATTTTTACTATCAGCTTAGCGTGCCATTAACGCAATGGATATTCCACGTATTTTTACTATCAGCGAAAGCGAACACCGCATTCATAACCCGTTCACGCCGGAAAAATACGCCACGCTGGGCCGCGTGTTGCGCATGAAACCAGGCATGAGCGTTCTCGATTTGGGCAGCGGCTCGGGTGAGATGCTTTGCACCTGGGCACGCGATTACGGTATTACCGGTACAGGCATCGATATGAGCCCACTTTTTACTGCGCAGGCCAAGTTACGAGCAGAAGAGCTCGGTGTCAGTG0
1942 CHIP5319 STY specific STY4553 ATGGAGTACGCTTTGTTTGTGATGTTATTCCGCCAACCGATGGTGGAGTACGCTTTGTTTGTGATGTTCTGTCTGGCGCTGTATTGCCCGTGTTTTACGTTAATTGCGCTGTTCACGCCCTGGAAAGGGTTTGCTGTATTCAGTGTAACGTATCGTCGCCGTCAATACTGGGCTGTACATCTTGCCTTGCTTGATCGGGTGGGGGCGATGAACCGCCGCCAGGCCCGACGCTATCACCAGGCATTTGTTCAGGCACTGGAGACAGCCCTCGTGGCGCGGCCGGTGCGTCCCGTTTTTT0
1943 CHIP5333 STY specific STY4572 ATGATGGTCAGTTTTTCTTTGTTTAACATTATATAGGCACTGAAGTCAGTTTCATCCGTGATGGTCAGTTTTTCTTTGTTTAACAAAAACAGGCTGAAGTCATCTTCTCCCCGGGAGCCTGACGAGTTACCGGAAAGTGACTTTGCTGTTCATGGCCGTGACCCACTGAAACGCCCGGGCATGATGAGTCACGCTGATGAATCCCGTTTATACGAAACCCGTCCGTCCATTATTGATTTTTTGCCCTGGGCCGAGTACCTGAGTCGCGAGCAATGTCTGCTGCTTGACGATGGCCAGTCTGTCGGTGCGGTAT0
1944 CHIP5349 STY specific STY4589 ATGTTATTCCCGCGACCGTTATGCGGCCTCATCATTAACCGTGTTATTCCCGCGACCGCGCAGCACTGATAAAGCTTATTGGCCTGATGCTCCTGCTGAAGCTGGCGGGAACCCTCATGCTGGCAATGTTGTTACTGGTGCTGCGTCTGTTCTGAGAAGAAGGAGATTCACAATGATGTTAACCACCCGCTTGTTTGTATTTTTGTTGCACCATCTCTGGCGCGTCATGCGCTGGACCGGGCTGACGGTGTATCACGGTATTTCGGTGTTATATCGTCGAAGACAGGCCAGACTGC0
1945 CHIP2696 STM/STY STM0180 STY0198 ATGATTCGCACCATGCTGCTTAGGCAACCTGTACCGGAAATGATTCGCACCATGCTGCAAGGCAAGCTCCACCGCGTAAAAGTCACGCAGGCGGACCTGCACTACGAAGGTTCCTGTGCCATTGACCAGGATTTCCTTGATGCCTCCGGTATTCTGGAAAACGAAGCGATTGATATCTGGAACGTGACCAATGGGAAACGTTTCTCAACCTATGCGATTGCGGCTGAACGCGGCTCCAGAATCATCTCGGTGAACGGTGCGGCGGCGCACTGCGCTGAAGTTGGCGACATTGTGA1
1946 CHIP2728 STM/STY STM0244 STY0271 ATGCGTGCTTTACCGATCTGTTATTTCGCCGAAATATTCAGGGATGCGTGCTTTACCGATCTGTTTATTGGCACTCATGCTGGGCGGTTGTTCCATGCTAAGCAGATCCCCTGTTGAACCCGTTCAAAGCACCGCAACCCCGCCAAAAGCGGAGCCGGAGAAACCTAAAGCGCCGCGTGCCGCTCCCGTCAGGATTTACACCAATGCTGAAGACTTAGTCGGCAAACCTTTCCGAGATCTTGGCGAGGTTAGCGGCGAATCCTGCCAGGCGACAAATCAAGACTCTCCGCCTAACATTC1
1947 CHIP2744 STM/STY STM1530 STY1532 ATGAAAAAAGTAGTGGTGTTATCTGCGTTAAAACTCGTAGACTAAGCCGAGCATGAAAAAAGTAGTGGTGTTATCTGCGGTAGCCGCAGCCGTAATGATGGCTGGAGCCGCCAACGCAGCAGAAATCTATAACAAGGATGGCAATAAACTGGATTTGTATGGCAAGGTCGACGGCCTGCATTATTTTTCCAGTAATCATAGTACGGATGGCGATCAATCTTATATCCGTATGGGTATTAAAGGCGAGACTCAAATTACCGATCAACTAACCGGTTTTGGACAGTGGGAGTATCAGGTCAACGCCAATC1
1948 CHIP0786 STM/STY STM1718 STY1332 ATGAGTGATGAACGTTATCAGCAGTTAATAATCAATTCCCATCTGGGCATGAGTGATGAACGTTATCAGCAGCGCCAGCAGAAGGTAAAAGATCGGGTTGACGCCCGTGTCGCCCAGGCACAGGAAGAGCGCGGTATTATTATCGTGTTTACTGGCAATGGTAAGGGCAAAACCACGGCGGCTTTCGGAACTGCCGCCCGCGCCGTAGGACACGGTAAAAACGTAGGCGTGGTGCAATTTATTAAGGGCACCTGGCCAAACGGCGAGCGTAATCTGCTGGAACCGCATGGCGTCGAATTTCAGG1
1949 CHIP2593 STM/STY STM3855 STY3928 ATGGCTACGCTTGATATGCAGATTAACCGTGTTTTTTCTTCGCGAATGGCTACGCTTGATATGCAGAACACCGCGCAGCTCGCGGAATCCCGTCGCAAGATGCAGGCGCGTCGCCGCATGAAGAACCGTATCGCACTAACGCTCTCAATGGCGACGATGGCATTTGGCCTGTTCTGGCTGATCTGGATTTTGATGTCCACCATCACGCGTGGTATCGACGGGATGTCGCTGGCGCTGTTTACCGAAATGACGCCGCCGCCGAACACGGCGGGCGGCGGGCTGGCGAACGCCCTGGCGGGGA1
1950 CHIP2609 STM/STY STM3887 STY3889 ATGACCAGCAAAAAAGCGTTACTCCGGTTTTGACGGTGATGACCAGCAAAAAAGCGCGCAGTATGGCTGGCCTGCCGTGGATCGCGGCGATGGCCTTCTTTATGCAGGCGCTAGACGCCACCATTTTGAATACCGCTTTACCGGCTATTGCGCATAGTCTTAACCGTTCACCACTCGCCATGCAGTCCGCTATTATCAGTTATACCCTGACAGTAGCTATGTTAATTCCGGTAAGCGGCTGGCTGGCTGACCGCTTTGGTACGCGTCGCGTTTTTATGGTTGCCGTAAGTCTGT1
1951 CHIP0796 STM/STY STM4580 STY4927 ATGTCATCGTTCGACTATCTCAAAACTTATCCCTGCTCGCCCATGTGTCATCGTTCGACTATCTCAAAACCGCGATTAAGCAGCAAGGTTGCACTCTGCAACAGGTGCTGACCAGCGGTATGACCAAGGGATATCTGAGTCAGTTACTTAACGCCAAAATCAAAAGCCCCAGCGCGCAAAAACTGGAGGCGCTACACCGTTTTCTCGGGCTGGAGTTTCCCCGCCGACAGAAAAACATTGGCGTGGTGTTCGGTAAATTTTATCCATTGCATACCGGACACATCTACTTGATCCAGCGCG1
1952 CHIP0812 STM/STY STM2026 STY2231 ATGAATGAGGGGGATGTGCTTACTCCTTAGCTGCGGCGTGAATGAGGGGGATGTGCTGGTGGTGGGCGGCACCAGCGATGCGCGCGCGTTATGCCGACAACTGGATGCGGCGAACGTCGCGTACACCTTATCCGTGGCGACGCCAGCCGGAAAAGCGCTGGCGGGCGACATTAAAGGGCAGGTGCGCTGTGGTCGTCTGGAGTACGGGCAGATGGTCGCCTGGCTAAAAGAAAACCGTACTCGCTGGGTAATAGATGCATCGCATCCTTATGCAGAAATGGTCAGCCATAACC1
1953 CHIP0836 STM/STY STM3448 STY4350 ATGGCAACAGTTAACCAGCTGGTTAAGCCTTAGGACGCTTCACGATGGCAACAGTTAACCAGCTGGTACGCAAACCACGTGCTCGCAAAGTTGCGAAAAGCAACGTGCCTGCGCTGGAAGCATGCCCGCAAAAACGTGGCGTATGTACTCGTGTATATACTACCACTCCTAAAAAACCGAACTCCGCACTGCGTAAAGTTTGCCGTGTTCGTCTGACTAACGGTTTCGAAGTGACTTCCTACATCGGTGGTGAAGGTCACAACCTGCAGGAGCACTCCGTGATCCTGATCCGTGGCGGTC1
1954 CHIP0860 STM/STY STM2451 STY2688 ATGAAACCCGATGCACATCATTAAATCCAGTCGCGTACCTGAATGAAACCCGATGCACATCACGTAAAACAGTTTCTGCTACGCCTGCAGGATGATATTTGCCAAACGTTATCCGCTGTGGATGGCGCAAACTTTGTCGAAGATAGCTGGCGACGCGAAGCGGGCGGCGGCGGACGCAGCCGGGTATTACGCAACGGCGGGATTTTCGAACAGGCGGGCGTTAATTTCTCTCACGTTCACGGCGATGCAATGCCCGCGTCCGCCACCGCGCATCGGCCAGAACTCGCCGGGCGTAGCT1
1955 CHIP3243 STM/STY STM3319 STY3498 ATGGCAACATTAACTGCAAAGAATTAGAGTCTGAAGTCTTCCCCAAGAATGGCAACATTAACTGCAAAGAATCTGGCGAAGGCCTATAAAGGCCGTCGCGTAGTGGAAGATGTCAGTCTGACCGTTAACTCCGGGGAGATTGTCGGGCTGCTCGGTCCAAACGGCGCGGGTAAAACCACCACCTTTTATATGGTCGTCGGTATCGTGCCGCGTGACGCAGGCAATATCATCATCGATGATGAAGATATCAGTCTGCTGCCGCTGCACGCGCGCGCGCGCCGCGGTATCGGCTATTTGCCGCAGG1
1956 CHIP3259 STM/STY STM3358 STY3538 ATGAAAAAGATCCAAAGAACGCATTAGGCTTCTGCACTTTCCCAGTGAAAAAGATCCAAAGAACGCAAACCCGCGATCACATTACGCAAATGCTTCGCTATGAAATTCTTTCCGGCAATATAAAAGCGGGAGAAGAACTCGCGCAGGAAAGTATTGCGGAGCAGCTCGGTCTTTCACGAATGCCGGTTCGAGAAGCGCTACAGTCACTCGAACAGGAAGGTTTTTTAATCCGACTGCCCAACAGGCACATGCAGGTCGCGCATCTTGAGGCCGATCGCGTGAGTCATATTTTTCGCGTGA1
1957 CHIP2669 STM/STY STM0135 STY0155 ATGAGTGGAATACTGACGCGCTTAGCTGAGACGTTGCGGAGTGAGTGGAATACTGACGCGCTGGCGACAGTTAGGCAGACGATACTTCTGGCCGCATCTCTTATTAGGGATGGTCGCGGCGAGTTTTGGTTTGCCCGCGCTCAGTAACGCCGCTGAAACCAATACGCCTGCAAGGACGACCGCCAGCACCGCGTCTAAAGTTAACTTTAGCCATTTTGCGCTGTTAGAAGCCTCTAACCGTCGTCCCAATTTCACCGTAGATTACTGGCATCAGCACGCTATTCGCACGGTGATTC0
1958 CHIP2685 STM/STY STM0168 STY0190 ATGTTACGCCGTGATTTCTTAAAATATTCTTAGACCGTAAATCCTAACATCATTCCATGTTACGCCGTGATTTCTTAAAATATTCAGTGGCGCTGGGGGTTGCATCAGCGCTGCCGCTGTGGAGCCGCGCCGCTTTTGCCGCCGAACGTCCCGCGTTGCCTATTCCTGACCTGTTAACGGCAGATGCGAGCAACCGTATGCAGTTAATTGTTAAAGCCGGACAGTCGACATTCGCCGGTAAGAACGCGACAACCTGGGGCTACAACGGTAATTTGCTGGGGCCAGCGGTACAGCTTCACAAAGGAAAAAGCG1
1959 CHIP2701 STM/STY STM0187 STY0212 ATGCTATTTTCACCCCCTTTACATTACAACGTTATGGGTACTGGTTCGATGCTATTTTCACCCCCTTTACAACGCGCTACGCTGATTCAGCGCTATAAACGTTTTTTAGCCGATGTGATCACCCCTGACGGTACGACGCTTACGCTGCACTGTCCTAATACCGGCGCGATGACCGGCTGCGCCACGCCTGGCGATACCGTCTGGTATTCGACATCAGAAAATACTAAACGCAAATATCCGCATACCTGGGAATTGACTGAAACGCAATCCGGCGCATTCATTTGCGTGAATACGCTGCGGGCGA1
1960 CHIP2717 STM/STY STM0223 STY0246 ATGCTGAGTATTCTCTGGAATCTGGTTACAACCGAGAGAAATCATTGAAAAGATGCTGAGTATTCTCTGGAATCTGGCTGCATTCATCATCGCACTGGGCGTGCTGATCACTGTGCATGAATTTGGTCATTTCTGGGTTGCCCGGCGCTGCGGTGTGCGAGTTGAGCGCTTTTCCATCGGTTTTGGCAAAGCGCTCTGGCGTCGTACCGATCGGTACGGCACCGAGTATGTCATCGCCCTGATCCCGCTGGGCGGCTACGTCAAAATGCTGGATGAGCGCGCCGAACCGGTAGCGCCGGAATTGCGTC1
1961 CHIP2733 STM/STY STM1507 STY1554 ATGGATTTTCAGTTATATTCACTAGGCGTTAGGCGAGAATAATCGCGGATGGATTTTCAGTTATATTCACTAGGCGCGGCTCTGGTCTTCCATGAGATATTTTTCCCGGAACAGTCTGCCGCGATGGCGCTTATTCTGGCAATGGGCACCTATGGTGCAGGTTATATAGCCAGAATTATCGGCGCCTTTGTTTTTGGTAAAATGGGCGACCGCATCGGACGAAAAAAAGTATTGTTTATTACCATCACCATGATGGGGATCTGCACCACGCTGATTGGCGTACTGCCGACGTATGCGCAAATCG1
1962 CHIP2749 STM/STY STM1538 STY1525 ATGGCATATCCTTATCAGACTCAGGTTATCGTACCTGAACCCTGACCAATGGCATATCCTTATCAGACTCAGGGTTTTACGCTGGACAATAGCGGACGGCGAATTGTGGTCGATCCGGTTACTCGCATCGAAGGGCATATGCGCTGCGAAGTGAATATCGACAGTAATAATGTCATTACTAACGCCGTGTCGACCGGCACCATGTGGCGCGGCCTGGAGGTTATCCTGAAAGGTCGCGATCCGCGAGACGCCTGGGCATTCGTTGAACGCATTTGCGGCGTCTGCACCGGTACACACGCTCTGA1
1963 CHIP3295 STM specificSTM0656 ATGAAAACCTGTTGGCAAGTCCTTAATGCATAAACTGGCGTAATACATGATGAAAACCTGTTGGCAAGTCCTTGGCATTGAGGCCACCACGGATACCGACGCCATTCGTCAGGCTTATCTGGCGCTGCTGCCGTCATTTCATCCGGAAACCGATCCGCAGGGTTTTAAGCAATTGCGAGAAGCCTATGAGAATGCATTGCAGGGGACAACATCGCCCGCCATTACGGTGGTTGATGAGGATCCCGATACCCCGTGGGTGAATTATCTCAGGGAGATATTCGGTGATTTGCTGGCGGATGGCGAAC1
1964 CHIP3319 STM/STY ATGTCAGAATTAAAAATTGCCGTTAGCTTATAATTTTTCCTCCTTCAGCAGGATGTCAGAATTAAAAATTGCCGTTAGCCGTCATTGCCCGGATTGTTTTTCTACACACCGTAATATTGTAAATGTTGATGAGAGTCGTTTCATCGACGTGGCTGCCATCGTGTTATCCATTGACGACATTGAACACGGAAAACTCGATGAAATCGACGCAACGGGTTACGGTATTCCCGTGTTTGTCGCGACACATGACGAAGGGCGCGTACCGCCTGAGTATTTGCCGCGTATCTCTGGTGTATTCGAATATAATG0
1965 CHIP3712 STM specificSTM4538 ATGATTTCTGATAAAGACCGCCATTAAAATAACCCTATCCAGGAACCGATGATTTCTGATAAAGACCGCCAGCAGGCGGAAACCACTGGTCTGGTCACCGCGCGTGATTTACGCCGCGTCTTCTGGCGGTCATTCCAGATGGAGTTTTCCTGGAACTATGAACGACAAATGAACCTGGCGTTCGTCTATACGCTCATTCCGGTATTAAAGAAACTGTATAGCCGAAAAGAAGATCTTGCCGAAGCGCTAAAACGCCATCTGGCTTTCTTTAATACCACGCCGCACATTGTGACGTTGATCCTCG1



1966 CHIP4024 STM/STY STM2138 STY2366 ATGTATTCAAGAGCCGATCGCTTACGTATAATCGGTATCCAGAGTTATTCATGTATTCAAGAGCCGATCGCTTATTAAGACAGTTTTCACTAAAATTAAATACCGATTCAATTGTCTTTGACGAAAACAGATTATGCTCATTTATTATAGATAACCGTTACCGTATCTTACTAACAAGCACTAACAGTGAGTATATAATGATATACGGTTTTTGCGGAAAACCTCCGGATAATAATAATCTTGCTTTTGAATTTCTCAATGCTAATTTATGGTTTGCAGAGAATAATGGACCACATTTGTGTTATG1
1967 CHIP4040 STM specificSTM2730 ATGAGCACCATCCTGAAATGGTTACTGCCACGCCCGCACATGAGCACCATCCTGAAATGGGCGGGTAATAAAACCGCCATCATGGCAGAACTGAAAAAACACCTCCCAGAAGGCCCGCGACTGGTTGAACCTTTCGCGGGTTCATGCGCTGTGATGATAGAGACAGACTATCCTCATTATCTTGTCGCGGATATTAATCCAGACCTGATTAATCTCTATCAGGTGATTAAGAATGATGTTGAATACTTCATCAAAGAGGGCAGATATCTTTTTGAAGCCCGTAATGATCCAGAGG1
1968 CHIP4064 STM specificSTM2757 ATGAAACAGCTACACCACAGCGTTATGCGTCCTCCTGACAATGAAACAGCTACACCACAGCGGCCTGCCGCTGTATCTCGATGATGATGGCGTAATGGCGCTGAAACCGCCGCTAAACTATCTCGGCTTTGGCCGCAAAAGCGCCGGGCAGATGGCGGTGGTTTTACCGGAGTTCACCGAAGGGCTGCGTAATGAACCGGCTTACGATGTTTATCGCGGTCTCAGCTTTGCGGAGGATCAGGAACGGCTTGCTGCTGACCAGTATCAGTACGACATCACCATCATCATGCCGGGGA1
1969 CHIP3730 STM/STY STM4578 STY4925 ATGCCTAACATTACCTGGTGCGTTATTTCTGGTTCATGCTGCCATGCCTAACATTACCTGGTGCGATCTGCCTGAAGATGTCTCTTTATGGCCTGGTTTGCCTCTTTCTTTAAGCGGCGACGAGGTGATGCCTCTGGATTACCATGCAGGCCGCAGCGGTTGGCTGCTGTATGGGCGCGGGCTGGATAAGCAGCGTTTAACTCAATATCAGACCAAACTGGGCGCCGCAATGGTGATTGTCGCCGCCTGGTGCGTGGAGGATTATCAGGTCATTCGTCTGGCGGGGTCGCTGACGCCGC1
1970 CHIP3746 STM/STY STM0260 STY0281 ATGAAGGCAAAAGCGATATTACTCGTTAGGAGTCTGGCGTGCTATGAAGGCAAAAGCGATATTACTCGCCTCTGTCCTGCTTGTGGGGTGCCAGACGTCTCAGAACACTGGCAACGTCCAACAGCACGCACAGAGCCTTTCTGCAGCTGGTCAAGGGGAAGCAGGAAAGTTTACGAGTCAGGCACGATGGATGGACGACGGAACGTCTATCGCGCCAGATCAGGACTTGTGGGCTTTCATTGGCGACGAGCTAAAGATGGGAATTCCGGAAAACAGCCGGATTCGCGAACAGAAACAGA1
1971 CHIP3770 STM/STY STM0310 STY0355 ATGTACCAGGATCTTATTCGTAACGATTATTTAACCATCTCTTTTTCGATCAACTATGTACCAGGATCTTATTCGTAACGAACTGAACGAAGCGGCGGAAACGCTGGCTAATTTTTTAAAAGATGACGCCAATATTCACGCCATTCAGCGCGCGGCGGTCCTGTTGGCTGACAGTTTTAAAGCGGGTGGTAAGGTACTTTCCTGCGGTAACGGCGGCTCCCATTGCGATGCGATGCACTTTGCTGAAGAGCTGACAGGTCGTTATCGTGAAAATCGTCCGGGCTACCCGGCAATTGCGATTTCTGATGTTA1
1972 CHIP3786 STM specificSTM0333 ATGCAACTTCGCACTGATGCTTACAGTACGCCCGGTGCTTGCAACTTCGCACTGATGCTATGAAAACGACACCTGTAGGAAAAAAACATCGCCAGCCCCTTGAGGGCTGGCCTTCTGTTGAAGATCTTTTCGTTTTTGTCACCGTTGCTCGCAACGGTGGATTTGCCCGGGCAGCGCTGGAGCTGGGGTTATCTCCCTCCTATATCAGCAAACGTATCGCTATCCTTGAAAAATGTCTCAACGCCCGGCTTTTTTTTCGAAATAACAGAGTGATGCGTCTCACACCGGAAGGCG1
1973 CHIP3802 STM/STY STM1072 STY1094 ATGAGAGCACTCTCTTATGACAGGATTACCCAGCCGTAAGCGAATGAGAGCACTCTCTTATGACAGGATCTATAAATCGCAAGAATATTTGGCCTCTTTGGGGACGATCCAGTATCGATCTTTATTCGGTAGCTATAGTCTGACCGTGGAGGATACCGTCTTTGCGATGGTGGCTAATGGCGAGCTTTATCTCCGCGCCTGTGAAGAAAGCGTACCCTACTGTGTGAAGCATCCTCCCGCCTGGCTCATGTTTATGAAATGTGGACGTCCCGTTATGCTCAACTATTACCGGGTGGATG1
1974 CHIP2378 STM/STY STM1492 STY1572 ATGGATACGATACATTATATGCTGGATAACTTATCGTATCCCCTTCGGTGTATGGATACGATACATTATATGCTGGATAACGCAGGCTATCTCGCCAGCCTTACCTTTCAGCATCTCTGGCTGGTCGCGCTGGCCGTCGGTCTGGCGATTATCATCGGCGTACCGTTAGGCGTTTTGATTGTACGCCACAAATGGCTGGCAACGCCGGTATTGGGCGCCGCCACGCTACTTCTTACCATTCCGTCTATCGCGCTGTTTGGATTAATGATCCCGCTCTTTTCGCTGATCGGACATGGTATTGGCGTTC1
1975 CHIP3780 STM specificSTM0327 ATGGTTAATTTTAAGGATAAGAGCATGCTTACACGAGTTCTTTGAGCTGCGTGGTTAATTTTAAGGATAAGAGCATGCCAACAGCAATTGAGAAAGCCTTGGATTTTATTGGTGGTATGAACACATCGGCGTCAGTACCCCATTCAATGGATGAAAGTACCGCTAAGGGAATTTTAAAGTATTTGCATGATTTAGGCGTGCCAGTAAGCCCGGAAGTTGTGGTGGCACGAGGTGAGCAGGAGGGATGGAATCCTGAGTTCACGAAAAAAGTGGCCGGATGGGCAGAAAAAGTCGCCTCCGGTAACC1
1976 CHIP3796 STM/STY STM1059 STY1080 ATGCGAATTAAACCTGACGATAACTTTAACCAGACGCTTGCGGATGCGAATTAAACCTGACGATAACTGGCGCTGGTATTATGATGAAGAGCACGATCGTATGATGCTCGATCTCGCCAATGGTATGCTTTTTCGCTCGCGCTTCTCTCGTAAAATGCTTACGCCGGACGCGTTTTGCCCGACCGGTTTTTGTGTGGATGATGCCGCGCTCTATTTTTCCTTTGAAGAAAAATGCCGGGATTTCGAATTAACCAAAGAGCAACGCGCGGAGCTGGTATTGAATGCGCTGGTGGCGATTC1
1977 CHIP2372 STM/STY STM1455 STY1667 ATGCTGAAAACGATTCGTAAACATTATTCTCCACAGGCGGTTAAATGATGCTGAAAACGATTCGTAAACACGGTATTACGCTGGCGCTTTTTGCCGCAGGCTCTACGGGATTGACCGCGGTGATTAATCAGATGACAAAATCAACCATCCACGAACAAGCGCTGCAACAACAACATGCCCTGTTCGATCAGGTATTGCCGCCAGATCGTTACAATAATAATCTGCAAGAGAGTTGTTATCTGGTCGATGCGCCCGCCCTCGGCAAAGGCACACACCGTGTTTTTATCGCTCGCAAGGATGATA1
1978 CHIP3836 STM/STY STM1137 STY1174 ATGAATGAGTTTTCAATCCTGTGCTTATTCTTCATCTTCTTCCTGAAGTTCAATGAATGAGTTTTCAATCCTGTGCCGTGTGCTGGGATCGTTGTTTTACCGCCAACCGCAAGATCCTTTACTGGTTCCGCTGTTTACGTTAATCCGTGAAGGTAAACTGGCGGCAAACTGGCCGCTGGAGCAGGATGACATGCTGGCGCGTTTACAGAAAAGCTGCGATATCACGCAGATTTCCACTGATTACAATGCGTTATTTGTTGGGGAAGAGTGCGCGGTAGCGCCATACCGCAGTGCGTGGGTCGAAGGCG1
1979 CHIP3852 STM/STY STM1189 STY1228 ATGCCCCGTCTCATCCTTTTATTGCTGTAGCGGGTTGAAATGCCCCGTCTCATCCTTGCGTCTACCTCTCCCTGGCGTCGCGCGCTGCTGGAAAAGCTGACGATTCCTTTCGAATGCGCCGCGCCGGATGTTGATGAAACCCCCATGCCGGGCGAAGCGCCGCGTCAGTTGGTGCTGCGGCTGGCGCAGGCGAAGGCGCAATCGCTCGCCGCGCGTTTCCCGAATCATTTGATTATTGGCTCCGACCAAATTTGTGTTCTGGACGGCGAAATCACCGGCAAACCGCTGACGGAAG1
1980 CHIP3868 STM/STY STM1215 ATGTTCAACAATACGCGACTCTCTTACAGCGACTGCGGTTTCGATGTTCAACAATACGCGACTCTCTCGCTGGTGGGCGTTGCTTGCGCTTACCGCGACCATCATGCTTGCCCTTCCCGCGCAGGCGAATACGTGGCCTCTTCCGCCCCCCGGCAGTCGACTGGTGGGAGAAAATAAATTCCATGTCGTTGAAGACGACGGCGGCTCGCTGGAGGCGATCGCCAAAAAATATAACGTGGGCTTTTTAGCCCTGTTACAGGCCAACCCCGGCATTGATCCTTATGTGCCACGCGCAGGCA1
1981 CHIP2374 STM/STY STM1459 STY1663 ATGACTGATTACCTGCTGCTCTTTGTTACAACTTCACCAAACCACTAAAACCATGACTGATTACCTGCTGCTCTTTGTCGGAACTGTACTGGTCAATAACTTTGTACTGGTCAAATTCCTGGGCCTTTGTCCCTTTATGGGCGTATCCAAAAAACTGGAAACCGCCATGGGGATGGGCCTCGCGACGACCTTTGTCATGACGCTGGCGTCGATATGCGCCTGGCTTATCGACACCTGGATACTTATTCCGCTGGATCTGATTTATCTGCGGACGCTAGCCTTTATCCTCGTCATTGCTGTGGTCGTGC1
1982 CHIP2390 STM/STY STM3424 STY4374 ATGGATAAGAAATCTGCTCGTATCCTTAGAACTGAAGGCCAGCTTCAATGGATAAGAAATCTGCTCGTATCCGTCGTGCGACCCGCGCACGCCGCAAGCTCAAAGAGCTGGGCGCAACTCGCCTGGTGGTACATCGTACCCCGCGTCATATTTACGCACAGGTAATTGCACCGAACGGTTCTGAAGTTCTGGTAGCTGCTTCTACTGTAGAAAAAGCTATCGCTGAACAACTGAAGTACACCGGTAACAAAGACGCGGCTGCAGCTGTGGGTAAAGCTGTCGCTGAACGCGCTCTGGAAAAAG1
1983 CHIP2406 STM/STY STM3468 STY4328 ATGGCAACTGAACAAACGGCTTAGGCCACCACCTTCCCATGGCAACTGAACAAACGGCTATTACGCGCGCAACTTTTGATGAGGTGATTCTGCCTGTTTATGCACCGGCGGACTTTATTCCGGTCAAAGGTAAAGGCAGCCGAGTATGGGATCAGCAGGGCAAAGAGTATATTGATTTCGCCGGCGGGATTGCAGTGACTGCGCTGGGCCATTGCCATCCGGCGCTGGTCGAGGCGCTGAAATCCCAGGGGGAAACCTTGTGGCATACCAGTAACGTTTTTACCAATGAACCAG1
1984 CHIP2422 STM/STY STM3505 STY4291 ATGCAATTCACTCCTGACACTGTTAACAGGAAACCGCTTCCAATGCAATTCACTCCTGACACTGCGTGGAAAATCACCGGCTTTGCGCGTGAAATCAGCCCGGCGTATCGTCAAAAACTGCTTTCGCTCGGCATGTTGCCCGGCTCTTCATTTAATGTCGTCCGCGTCGCGCCCTTAGGCGATCCGATCCATATCGAAACACGACGCGTGAGTCTGGTTTTGCGTAAAAAGGATTTGGCGTTAATAGAAGTGGAAGCGGTTTCCTGTTAA1
1985 CHIP2438 STM specific ATGATGAGCATTGAAATAGAGAAACCTTAGCGCTCGGCTATCTGACATGATGAGCATTGAAATAGAGAAACCGACCACACGAGGGCGCTGGCTGCATATTATTCCAGCCACGATCCTCGTTTATATCGTGGCCTATATGGACAGGACCAATATCGCCATTGGGATCGCAGGCGGCATGGATGAAGATTTAGGCATGACGGCTTCTTTTGCCGGTCTGGTAGCCGGGATCTTCTTTATTGGTTATATCTTCCTGCAAATTCCCGGCGGTCAGATAGCCGAGCGCTAA0
1986 CHIP2454 STM specificSTM3558 ATGACCCTACAACTTATCTCAGCGTTAGGCACGTAAGCGAACGGATGACCCTACAACTTATCTCAGCGGAAGAGATAATTCAGTTTCACGACAGGCTTCTCCGCGTTACGCCTGGTGTAACAGGCATGCCTGATCCTGGCCGCGCGGAAGCGCTAATGTACCGGGTACTCAAGCAAATCGAATATGAAGGGGTGACCGACGTGTGGCTGCTGGCGGCAATGCATTTGCTCGCTATATCCCGTGGGCATATCTTCAATGATGGTAACAAACGTACCGCCTTATTTATTACGCTGCTGTTTT1
1987 CHIP3504 STM/STY STM0992 STY0994 ATGAGTGAATTTTCCCAGACAGTCTTAATATTTGTCAATGACATGCGCATGAGTGAATTTTCCCAGACAGTCCCCGAACTGGTTGCCTGGGCCAGAAAAAACGACTTTTCCATCTCGCTGCCGGTAGACAGACTTTCCTTTCTGCTGGCGGTCGCCACGTTGAACGGCGAACGCCTTGACGGCGAGATGAGTGAAGGCGAGCTGGTGGATGCATTCCGCCATGTGAGTGATGCGTTTGAGCAAACCAGCGAAACCATCGGCGTGCGCGCTAATAACGCGATTAACGATATGGTGCGTCAACGTC1
1988 CHIP4105 STM/STY STM4054 STY3817 ATGAAGCAACCTGGTTTTATACGTCTTAATTTTTTGCTGTCTGGATACGTTATGAAGCAACCTGGTTTTATACGTCTGGCTACGTTGGCCTTACTCTCCACACTCTCTTTCTTCTCCCACGGCGAAACCATTTTGCGCCTGGCCTACGCTGAAAATAGCCAGCCGGTAAAAGATGCGTTGCACTTCCTGGGGCAGCAAGTGGAAGAGAAAACGGGCGGCGATATCAAAGTACAGTACTTCCCGGACGGACAGCTTGGCGGCGAGCGCGAACTGGTGGAGTTGACGCAGGTCGGCGTCGTCGACATCA1
1989 CHIP4129 STM/STY STM4104 STY3765 ATGAAAGTAAAACTGCTTGCTGCCTTACTTCTTCACATCCGCAACGATGAAAGTAAAACTGCTTGCTGCCGGTATTTTGTTCACGCTGCCGTTCTGGGCCTGCGCCAAAGATGTCACCATTATTTACACCAACGATCTACACGCCCATGTGGAGCCTTATAAAGTACCGTGGATTGCTGACGGTAAACGCGATATTGGCGGTTGGGCCAATATCACCACGCTGGTGAAGCAGGAAAAAGCCAAAAATAAGGCGACGTGGTTTTTTGATGCCGGAGATTACTTTACCGGACCGTATATCAGCA1
1990 CHIP4145 STM/STY STM4128 STY3746 ATGAAACAGTCAGGTCAAGATAAAGGTTATTCCGCGGTGTCCTGATGAAACAGTCAGGTCAAGATAAAGGTACGCTGTTGCTGGCGCTCATCGCTGGCTTATCGATTAACGGCACATTCGCGGCGCTGTTTAGCGCTATTGTGCCGTTCTCCGTATTCCCGATTATCTCGCTGGTGCTGACGGTATATTGCCTGCATCAGCGCTACCAAAATCGTACTATGCCGGTAGGTTTGCCGGGGTTGGCCGCCGCTTGTTTCATTCTTGGCGTTTTACTGTATAGCACCGTCGTGCGTGCAGAAT1
1991 CHIP4161 STM/STY STM2905 STY3027 ATGATGTTTACAGACTGGCATGAGGTTATAACCTACCAGATGCAGATAAAGCATGATGTTTACAGACTGGCATGAGGCCGCGATAGGGAAAACCCACAATCGAATGAATTTTGATTGTGGGGATGCCGATCTGAACCAATTCCTGCAACGCCATGCACGACAAAATCATGAGAAAGGGACAACGAAAACCTATGTTGCGCTTGATAATTCGGATGTTACACGTATCCACGGCTTTTACTCAGTCAGTCCTGCATCACTGATATATGCACAGGTTCCCGGCGCAATCAGCAAAGGATTAGGGAGATACG1
1992 CHIP4185 STM specificSTM2940 ATGAGCCAATATCTGGTTTTTCAGCTTATTCTTGAGAGATACACGCGTCCATGAGCCAATATCTGGTTTTTCAGCTTCACGGGCCGATGGCCTCCTGGGGCGTGGATGCGCCAGGCGAAGTGCGCCACAGCCATGAGCTACCCTCGCGCTCGGCGCTGTTGGGGTTATTAGCTGCGGCGCTGGGAATTCGCCGCGATGAGGAGGAACGGCTAAACGCCTTCAATCGTCATTACCAATTTTTGCTGTGCGCCAGTGGCAACCCGCGCTGGGCGCGGGATTATCACACGGTGCAGATGCCGAAAGAGG1
1993 CHIP4139 STM/STY STM4117 STY3756 ATGTATCACGACGTCAGCCATTATCCTGGAGTAATCTGCTTTTCCATGTATCACGACGTCAGCCACCTTCTCTCCCGTCTCATCAACGGCCCGCTGCCGCTGCGCCAGATTTATTTTGCCAGCGCCAGCGGCCCAGCGCCGGAACTGGCGTACCAGGTGGATTTTCCGCGGCTGGAGATTGTGCTGGAGGGCGAGCTTACTGACATGAGCATTACCGCCCCGCTCATTCCTTGCGATGTTCTCTACGTTCCGGCTGGCGGCTGGAACATCCCGCAATGGCAAACGCCCGTCACCACCCTGA1
1994 CHIP4155 STM specificSTM2865 ATGATATTTTCGGTGCAGGAGCTTACGGTTTAAGTAAAGACTTATATTCAGCTATCCATGATATTTTCGGTGCAGGAGCTATCATGTGGAGGGAAAAGTATGCTAAGTCCTACGACTCGTAATATGGGGGCGAGTTTATCGCCTCAGCCTGACGTCAGCGGGGAGCTAAACACCGAAGCATTGACCTGTATTGTTGAGCGTCTGGAAAGTGAAATTATAGATGGCAGCTGGATTCATATCAGTTACGAGGAAACCGATCTCGAAATGATGCCTTTTCTTGTTGCACAGGCCAATAAGAAGTATCCAGAGTTAA1
1995 CHIP4171 STM/STY STM2920 STY3045 ATGGAGTTACGAAACACCGCGTTACGTCATCATCTTGCGTACCAATGGAGTTACGAAACACCGCGTTTCATCTGTTACGCCAACTTTTTCAGCAACATACCGCACGCTGGCAGCATGAACTACCGGAGCTCACCAAACCTCAATATGCGGTGATGCGCGTTATTGCTGAACATCCGGGTATTGAACAGGTCGATCTGACCGAAGCGGCGGTCAGCACTAAAGCGACGCTGGCGGAGATGTTAAGCCGGATGGAAAATCGTGGGCTGGTAAAACGAGAAAACGATCCGCTGGATAAACGTC1
1996 CHIP3051 STM/STY STM2392 STY2624 ATGAAGCTTCGCCTGTCGTTATTCCGAGTCGATCTCTTTGAGATGAAGCTTCGCCTGTCGGCGCTGGCGCTGGGAACCACACTGCTGGTCGGGTGTGCGAGTTCCGGTACAGAACAGCAGGGGCGTTCAGACCCATTTGAAGGGTTTAACCGCACCATGTACAACTTCAACTTTAATGTGCTGGACCCGTATGTTGTTCGGCCGGTCGCGGTCGCCTGGCGTGATTATGTTCCACAGCCTGCGCGTAACGGTTTAAGTAATTTCACCGGCAACCTCGAAGAACCGGCGATCATGGTGA1
1997 CHIP3451 STM specificSTM0908 ATGAATCTGTTACCTGTATTGCTGAAAAAATACTTACTTCAAACATTGTGTCCGGAATGAATCTGTTACCTGTATTGCTGAAAAAATACTGGTTGCAACTCTCAGTGACTTTGCTGATTGCTGCACTTGCATGGACAACAGAGCATTACCGCGACAACGCCATTCAGTATAAATCGCAGCGCGATACCGCCAGCCATCGCCTGACGCTGGCGAACGCGACAATTACCGACATGACGAAGCGCCAGCGTGACATTGCCGCCCTCGATGCCAGATATACAAAGGAACTCGCTGATGCGAAAGCTGAGAATGATG1
1998 CHIP3091 STM/STY STM2493 STY2734 ATGCTCGAAATGTTAATGCAATGTTAGGATGAGGCATCCGTCAATGCTCGAAATGTTAATGCAATGGTATCGCCGTCGCTTCAGCGACCCGGAGGCGATTGCCTTGCTGGTCATTCTGGTGGCTGGTTTTAGCATCCTCTTTTTCTTTAGCGGCCTGTTAGCGCCGCTGCTGGTCGCTATCGTACTGGCCTACCTGCTGGAGTGGCCGACGGCGCGCCTGCAGGCGATTGGCTGTTCCCGGCGCTGGGCAGCCTCCATTGTCCTTATCCTTTTTGTCGGCATTCTGTTATTAATGGCGT1
1999 CHIP3534 STM/STY STM4185 STY4403 ATGCCGCGTGGCCTGGAATTACGAAGAGTTCGCCGTACTTGATGCCGCGTGGCCTGGAATTACTGATTGCTCAAACCATCCTGCAAGGCTTTGACGCGCAGTATGGTCGATTTCTGGAAGTGACTTCCGGCGCGCAGCAGCGTTTTGAACAGGCCGACTGGCACGCCGTCCAACAGGCGATGAAAAGCCGTATCCACCTCTATGATCATCATGTGGGTCTGGTGGTGGAGCAACTGCGCTGTATTACCGATGGCAAAAGTACCGACGCGGATTTCCTTTTACGCGTTAAAGAGCATT1
2000 CHIP4126 STM/STY STM4100 STY3769 ATGACGCGTAAACAGGCCATTACCCCTTGTTTGCAGCCATGACGCGTAAACAGGCCACTATCGCAGTGCGTAGCGGATTAAACGATGACGAACAATACGGCTGCGTTGTGCCGCCAATCCATCTCTCCAGTACCTATAACTTTACCGGTTTCAATGAGCCGCGCGCGCATGATTATTCCCGCCGCGGTAATCCCACGCGTGATGTTGTTCAGCGCGCATTAGCGGAACTGGAAGGCGGCGCGGGCGCGGTATTGACGAATACCGGCATGTCGGCGATTCATCTGGTCACCACCG1
2001 CHIP4142 STM/STY STM4120 STY3753 ATGAAAAACGTTTTACCGCCATTAATGCCAGCAAAAATGGTGATGAAAAACGTTTTACCGCCATTTATCGAGATTTACCGCGCTTTGATTGCCACACCGTCGATAAGCGCAACCGAAGAATCCCTGGATCAAAGTAATGCGTCTTTAATCACTTTGCTTGCAGGCTGGTTCAGCGATCTTGGTTTCAACGTAGAGGTTCAACCGGTTCCAGGAACGCGAAACAAATTTAATATGCTCGCCAGCACCGGACATGGCGCGGGCGGTTTGCTGCTGACCGGCCATACCGACACGGTTCCCT1
2002 CHIP4174 STM/STY STM2925 STY3050 ATGAGCGCGGGAAGCCCATTATCGCTGCGGTAAATAACGCATGAGCGCGGGAAGCCCAAAATTCACCGTTAGTCGCATTGCGGCACTATCACTGGTTTCACTATGGCTGGCAGGTTGTACCAGTTCGTCAAACCCTCCGGCGCCGGTCACGTCTGTGGACAGTGGTTCGTCATCAAATACCAATTCCGGGATGTTGATCACACCGCCGCCAAAAATGGGCGCGACGACGCAACAAACGCCGCAACAAGCGCCGCAAATTCAACCCGTTCAGCGTCCTGTAACGCAGCCCATGCAAA1
2003 CHIP3046 STM/STY STM2381 STY2613 ATGAACAATACGCACCATTACGATTAATTAAGCGCTTCCGGCCATGAACAATACGCACCATTACGAACAGTTAATTGAGATTTTTAACGGCTGCTTTGCCGAAGAATTTAATACCCGTCTGATTAAAGGCGACGACGAACCGATCTATCTTCCTGCTGACGCGCAGGTACCGTACCACCGTATCGTCTTTGCGCATGGGTTTTACGCCAGCGCGCTGCATGAGATTTCTCACTGGTGTATCGCCGGTAAGGCGCGCCGCGAACTGGTTGACTTTGGTTACTGGTACTGCCCGGACGGAC1
2004 CHIP3070 STM/STY STM2445 STY2682 ATGGGTAAACTCACGGGCATTAGACGCCTACGCTTACGCATGGGTAAACTCACGGGCAAGACAGCATTGATTACGGGCGCATCGCAGGGCATTGGCGAAGGGATCGCTCGCGTATTCGCACGCCACGGCGCGAACTTAATCTTGCTGGATATCTCCGATGAGATTGAAAAACTGGCGGATGAGCTGGGCGGGCGCGGGCATCGCTGCACTGCCGTTAAGGCTGACGTCAGAGATTTTGCTTCGGTGCAGGCGGCGGTTGCGCGCGCCAAAGAGACTGAAGGTAGAATTGATATTT1
2005 CHIP0225 STM/STY STM2241 STY2467 ATGCCCTTTCATATTGGAAGCGTTAGTTACGACGCCACTGAACGATGCCCTTTCATATTGGAAGCGGATGTCTTCCCGCCACCATCAGTAATCGCCGCATTTATCGTATTGCCTGGTCTGATACCCCCCCTGAAATGAGTTCCTGGGAAAAAATGAAGGAATTTTTTTGCTCAACGCACCAGACTGAAGCGCTGGAGTGCATCTGGACGATTTGTCACCCGCCGGCCGGAACGACGCGGGAGGATGTGATCAACAGATTTGAACTGCTCAGGACGCTCGCGTATGCCGGATGGGAGGAAA0
2006 CHIP2324 STM/STY STM1100 STY1132 ATGCATGATTCATTAACCATCGCTTATGCTTCCGCTTCGCTATCATGCATGATTCATTAACCATCGCATTGCTTCAGGCGCGCGAAGCGGCAATGACCTATTTCCGCCCCATCGTTAAAAGCCACAATCTGACCGACCAGCAATGGCGCATTGTGCGAATCCTGGCCGATAGCCCCTCTATGGATTTTCACGAGCTGGCCTTTCGTACCTGCATTTTGCGTCCAAGTCTGACCGGAATATTGACGCGCATGGAGCGAGACGGACTGGTGTTGCGACTCAAGCCGGTTAACGATCAGCGTA1
2007 CHIP2348 STM/STY STM1301 STY1813 ATGATAAAAAAACTCGATGTTGTTGCTTAGCACGAATCCGTTAGTCTGATGATAAAAAAACTCGATGTTGTTGCCGCCATCATTGAATGCGACGGCAAAATTCTGCTGGCCCAGCGCCCAGCTCATGCGGATCAAGCCGGTTTATGGGAGTTTGCCGGCGGTAAAGTCGAACCCGGCGAAACCCAGCCGCAGGCGCTTATCCGCGAGCTACGCGAAGAGTTAGGGATTGACGCCACGCCCGGCGTCTATATCGCCAGCCATCAACGCGACGTGTCTGGCCGACGAATTCATTTGCACGCCTGGC1
2008 CHIP3617 STM/STY STM4350 STY4710 ATGAGTGCCGATGAAAACAACCTTACAGCTTAATGAAATGCTCGCATGAGTGCCGATGAAAACAACCTGATTTGGATCGATCTGGAGATGACAGGTCTGGACCCCGAGCGCGATCGCATTATTGAGATAGCCACACTGGTGACGGATGCCAGCCTGAACATTCTGGCGGAAGGGCCGACGATTGCGGTACATCAATCCGATGCGCAACTGGCGTTAATGGATGACTGGAACGTGCGCACCCATACCGGTAGCGGCCTGGTAGATCGCGTTAAGGCAAGTACGATGGGCGAACGAGATGCTG1
2009 CHIP3633 STM/STY STM4386 STY4742 ATGTCATTACCAATGTTGCAGGTTTAGCCCCACAGTTGGGCATGTCATTACCAATGTTGCAGGTCGCGCTGGACAACCAGACTATGGATAGCGCCTATGAAACCACTCGCCTGATTGCCGAAGAAGTCGACATTATCGAAGTGGGCACCATTCTGTGCGTGGGCGAAGGCGTGCGTGCGGTTCGCGACCTGAAAGCGCTTTACCCGCACAAAATCGTGCTGGCGGACGCCAAAATTGCCGATGCCGGTAAAATCCTCTCCCGTATGTGTTTCGAAGCCAACGCGGACTGGGTGACCG1
2010 CHIP3657 STM specificSTM4431 ATGAAAACAATCAGGTTGACCATGTTAGGCGACGCGAGCGTCATGAAAACAATCAGGTTGACCATGGCGCAGGCTTTGGTGCGCTTTCTTGATAATCAGTACATCGACGTAGACGGCAGCGAAATCAAATTTGTAAAAGGGATTTTCGCCATTTTTGGCCACGGGAACGTCGTCGGATTGGGGCAAGCGCTGGAAGAGGACTGTGGCCAACTTAGCGTTCATCAAGGGCGTAACGAACAGGGAATGGCGCATATCGCGACGGGATTTGCCCGCCAGATGCGTCGCCATCAGATTTATG1
2011 CHIP2979 STM/STY STM2260 STY2486 ATGCGCACTAACTGGCAGGTTATGGTGTTTCCTCACCTTGCATGCGCACTAACTGGCAGGTCTGTAGCCTGGTCGTGCAGGCCAAAAGTCAGAACATCGCCGCCATTGGCACACAGTTGAACACGTTGCCGGGTTGCGAAGTCGCGTTAAGCGATGTTGAAAGCGGGCAACTGATCGTGGTGGCGGAAGCAGATCAGAGTGAAACGCTGATGCAAACAATTGAGTCAGTACGCAATGTCGAGGGCGTACTGGCGGTGTCGCTGGTTTATCACCAGCAGGATGAGCAAGGTGAGGAAA1
2012 CHIP3675 STM specificSTM4483 ATGAACGATCTTTTTTCACTGGCTTAGACGGCAACCAGCATATGAACGATCTTTTTTCACTGGCAGGTAAAAATATCCTTATCACCGGAGCCGCTCAGGGAATTGGTTATTTGCTGGCGACCGGTCTTGGTCGCTATGGCGCGCGCATTATTGTTAACGATATCACCCCGGAGCGCGCCGAAACAGCCGTGACGAAACTTCAGCAGGAAGGGATAAAGGCTATTGCCGCTCCTTTTAATGTCACCCATAAACAGGATATTGAAGCTGCGGTTGAACATATCGAAAAAGATATCGGCG1
2013 CHIP3691 STM/STY STM4500 STY4856 ATGATGATGGATATCAGCGCCTTATCGCGCGATTAACGCATGATGATGGATATCAGCGCCGTTATTTTTGCAACGCATCGCATTCGGCTATTACCCGATGAAGGCAAAATCCCCTGGGACGAGCCAGCCTTCAGCCAACGCATGCTGGAAAATCATCTGTCGCAGGACCACGACTGGGCCAGCCGCCGGCTAACCGTGATTGAGCAACAGGTAACATGGATTACCCGTCAGTTACCCGCTGGCGCCCGCATTCTGGATCTCGGCTGTGGCCCCGGTTTTTATACCCGCCTGTTAG1
2014 CHIP3707 STM/STY STM4533 STY4892 ATGTTAAAGCGAATTAAAATTGTTACCAGTTAAAATGTTTCCCAATTATCGCTGATGTTAAAGCGAATTAAAATTGTTACCAGCTTACTGCTGGTATTGGCGCTATTTGGCCTTTTACAACTGACATCCGGCGGGCTGTTCTTCAACTCGCTGAAGAATGACAAAGAAAACTTCACCGTATTGCAAACTATTCGTCAGCAGCAGTCTGCCCTGAATGCAACCTGGGTGGAGCTGTTGCAAACGCGTAATACCCTGAATCGCGCGGGTATCCGCTGGATGATGGACCAGAGCAATATTGGCAGCGGCGCAA1
2015 CHIP2287 STM/STY STM1221 STY1261 ATGCAGTCGCGTCGGTTTCTTACAGCCCTTTCAGGAATTTATCAATGCAGTCGCGTCGGTTTCATCGATTAAGCCGCTTTCGTAAAAATAAACGTCTGTTGCGTGAACGTCTGCGCCAGCGGATCTTTTTCAGAGACAGAGTGGTGCCGGAAATGATGGAAAACCCAAGAGTATTAGTCCTTACAGGTGCAGGAATTTCTGCAGAGTCTGGTATTCGTACGTTTCGCGCGGCGGATGGCCTTTGGGAAGAGCATCGGGTTGAAGACGTGGCAACGCCGGAAGGATTCGCCCGTAATCCGG1
2016 CHIP2311 STM/STY STM1440 STY1682 ATGAAGCGATTAAGTTTAGCGATGTTATTTAATGACGCCGCAGGATGAAGCGATTAAGTTTAGCGATGGTGACGCTGCTGGCCTGTGCGGGTGCGCAGGCCGCCAGCGAGAAAGTAGAGATGAATCTGGTGACGGCGCAAGGCGTAGGACAGTCTATCGGCACCGTCGTCATCGATGAAACCGAAGGCGGCTTAAAATTTACCCCACACCTTAAAGCGTTGCCGCCGGGCGAGCATGGTTTTCACATTCATGCCAACGGTAGCTGCCAGCCCGCGATTAAAGACGGCAAAGCGGTTGCCG1
2017 CHIP2281 STM/STY STM1148 ATGCGGTTATCACGCCTGTTACAGCAACCATTCCACAATGCGGTTATCACGCCTGCTGGCAAGCTTTCGGCAAAGGCGGTTATTCACACAGTGGGGCCCGTCTGGCGAGGCGGCGAACACCAGGAAGCTGAGCTACTCGAAGAGGCATACCGGAATTGTTTGCTGCTTGCCGAGGCGAATCACTTTCGTTCCATCGCTTTTCCGGCAATCAGTACCGGCGTTTATGGCTATCCACGCGCCCAGGCCGCTGAAGTCGCCGTCAGGACGGTTTCAGATTTTATTACCCGTTACGC0



2018 CHIP0222 STM/STY STM3442 STY4356 ATGTTTGTTGCCCTCCCCTTAACCGTCTGGAAAGAAAACTTTCATGTTTGTTGCCCTCCCCTTTCTCATTTTTTATGCGTCGTTCTCTTTATTACTTGGCATATACGACGCGCGTACCGGTCTGCTGCCTGACCGGTTTACTTGTCCATTGCTGTGGGGTGGTCTGCTTTATCACCAGATTTGCCTGCCGGAGCGTTTACCGGATGCGCTTTGGGGCGCTATCGCCGGCTATGGCGGATTCGCGTTAATTTACTGGGGCTATCGCCTGCGTTATCAGAAAGAGGGGCTTGGATATGGCG1
2019 CHIP0238 STM/STY STM2469 STY2705 ATGAAACGTATTGCTTTTGTCGGTTAGCTGTGATAAGTTTTTTCACCTGCATGAAACGTATTGCTTTTGTCGGCGCGGTCGGTGCCGGAAAAACAACGCTTTTTAACGCGTTACGGGGAAATTATTCCCTCGCCAGAAAAACGCAGGCCGTGGAATTTAATGATCATGGCGATATCGATACGCCGGGTGAATATTTTAGCCATCCCCGTTGGTATCACGCCTTAATTACCACGTTGCAGGATGTGGACACGCTGATTTATGTCCACGCGGCAAACGATAAAGAAAGTCGCTTACCTGCCGGGTTAT1
2020 CHIP2337 STM/STY STM1223 STY1263 ATGATCGGTCGGCTGCTCTTATCGGCCCTTGGTTTTATCAATGATCGGTCGGCTGCTCCGTGGCGGTTTCATGACTGCCATCTATGCGTATCTGTATATTCCCATCATTATTCTGATCGTGAACTCCTTCAACAGTTCGCGGTTCGGCATTAACTGGCAGGGCTTTACCACTAAATGGTACGAACTCCTAGTCAATAACGACAGTCTGTTGCAGGCCGCTCAACATTCACTGACGATGGCGATTTTTTCAGCGACCTTCGCCACGTTGATTGGCTCGTTAACCGCGGTGGCGCTTT1
2021 CHIP2353 STM/STY STM1326 STY1785 ATGGTACGTATCTATACGTTGACGCTTTATTGCGCGGAAAGATAGGCATGGTACGTATCTATACGTTGACGCTTGCGCCCTCTCTCGATAGCGCAACAATCACGCCGCAAATTTATCCCGAAGGTAAACTGCGGTGCTCCGCGCCGGTATTCGAACCCGGCGGCGGGGGTATTAATGTCGCTCGCGCCATTGCGCATCTTGGCGGCACCGCGACCGCCATTTTCCCGGCTGGCGGCGCTACCGGCGAACATCTTGTCGCACTACTGGCTGACGAAAATGTCCCCGTGTCTACCGTCGATGCGA1
2022 CHIP3622 STM/STY STM4370 STY4727 ATGGCATGGACTCCACGGTTATTCCTGTGAATAGACTTGTGTTATTTCAATGGCATGGACTCCACGGACGCTGGCGGATGCATTAAACAACATCGCCGAATTAGATATTGATATAGAAAATAATGAATCTTCATTAATAATAAAAATGAATGATTATGGCGATTTACCACTGGCGGTTTTATTTACCTCGCAACAAATAGTTATCGAGACTTATATCTGTCCGGTAAATACGATTAGAGATACCGCGGAATTTAATCTTTTCTTGCTGAGAAATCAGAAGGTTTTACCGCTGTCTTCGGTCGGTA1
2023 CHIP2339 STM/STY STM1226 STY1266 ATGGGACAGAGTAAGAAATTGAATAATCATTACTTGTGTTCTTCATCAGCCAGATGGGACAGAGTAAGAAATTGAATAATCAACCGCGTTCGCTTTCACCGCTGGTGCTTTTGTCGGGAATTAGCAAAAGTTTCGATGGCAAAGAGGTCATTTCGCAACTGGATTTGACCATTAACAATGGCGAATTCCTCACGCTGCTTGGCCCTTCCGGCTGCGGTAAAACAACCGTTCTTCGCCTGATTGCCGGCCTGGAAACCGTTGATGCCGGGCATATCATGTTGGATAACCAGGATATCACCCACGTTCCCG1
2024 CHIP0280 STM/STY STM0021 STY0024 ATGAAAAAGCCTGTACTAGCATTAATGGTTAGGAATAAACCATGCTAAATGTCGATGAAAAAGCCTGTACTAGCATTAATGGTCTCTGCCATTGCCTTTGGCGGAATGTTGTCCACCGCGCAAGCGGATACTACAACCGTCACTGGCGGTACGGTAAATTTTGTCGGACAGGTCGTTGACGCCGCCTGTTCTGTTTCCGCTGACTCTGTCGATCAGACCGTGACATTAGGCCAGGTTCGCGCCAGTAAATTAACCGAGGCCGGTATGGTGGCGAATCAAAAAGAAGATTTCACCATCAAACTGGAAGACT1
2025 CHIP3904 STM/STY STM1297 STY1817 ATGTCCATGAGCGAGCAAGTTAACGAATCTCAACCATAGCGATGTCCATGAGCGAGCAAGCCATTCGTTTAACGCAATACAGCCACGGCGCTGGTTGCGGTTGTAAAATTTCCCCTAAAGTGCTGGAGACTATCCTGCATAGCGAGCAGGCGAAGTTCGTCGACCCGAACCTGCTGGTGGGTAATGAAACCCGCGATGATGCGGCGGTTTACGATCTGGGTAATGGCACCAGTATTATCAGCACCACCGACTTCTTTATGCCGATAGTCGACAACCCGTTTGATTTTGGCCGCATTG1
2026 CHIP3920 STM/STY STM1335 STY1776 ATGCCAAAAATTAAGACCGTACGTTATGCGTACGGCAGGCAATGCCAAAAATTAAGACCGTACGCGGTGCTGCTAAGCGCTTCAAAAAAACCGGTAAAGGTGGTTTTAAGCACAAGCACGCTAACCTGCGTCACATTCTGACCAAAAAAGCGACTAAACGTAAACGTCACCTGCGTCCGAAAGCCATGGTTTCTAAAGGCGATCTGGGCCTGGTTATCGCGTGCCTGCCGTACGCATAA1
2027 CHIP3952 STM/STY STM1429 STY1693 ATGTGGTCGGAATACTCGCTTTTAATCCCCGCTGTCGGGATGTGGTCGGAATACTCGCTTGAAGTGGTTGACGCCGTGGCGCGCAATGGCAGTTTTAGCGCGGCGGCGCAGGAACTGCACCGTGTGCCTTCAGCAGTCAGTTACACCGTTCGTCAGTTAGAGGAGTGGCTGGCCGTACCGCTTTTTGTACGACGTCACCGTGATGTTGAACTGACGCCTGCTGGCGTCTGGTTTTTAAAAGAAGGGCGTTCTGTTATCAAAAAAATGCAGATCACTCGCCAGCAGTGTCAGCAAA1
2028 CHIP0545 STM/STY STM3560 STY4252 ATGGAAAAAACGATGTTAACGTTTGTTAACCGCCCAGATAGGCGATGGAAAAAACGATGTTAACGTTTGAAAAAGTCAGCGCCCACTACGGCAAGATTCAGGCGCTGCACGACGTCAGTCTGCACATCAACCAGGGGGAAATCGTTACCCTGATTGGCGCTAACGGCGCGGGGAAAACGACGCTGCTTGGCACCTTGTGCGGCGATCCGCGCGCCTCCAGCGGACGGGTGGTGTTTGACGGTAAAGACATAACCGACTGGCAGACGGCGAAAATCATGCGTGAAGCGGTGGCGATAGTGC1
2029 CHIP0531 STM/STY STM0112 STY0131 ATGTCGAAGAACTATCATATTGCCGTTACACCCCTTCTGCGACAATGTCGAAGAACTATCATATTGCCGTACTGCCGGGCGACGGTATCGGCCCGGAAGTCATGGCGCAAGCCCTGAAAGTTATGGATGCGGTACGCAGCCGTTTTGATATGCGTATAACCACCAGCCACTATGACGTCGGCGGTATTGCTATCGACAATCATGGTCATCCACTGCCGAAAGCCACCGTTGAAGGGTGCGAGCAGGCGGATGCCATTCTGTTTGGCTCCGTCGGCGGCCCGAAATGGGAAAATTTGCCCC1
2030 CHIP0555 STM/STY STM0689 STY0727 ATGGCACAACACACACCTGCTTAGGCTTTATTTTCTGCCGCATGGCACAACACACACCTGCAACATCGCGCGCCGGCACGTTCGGCGCAATACTGCGCGTGACAAGCGGCAATTTCCTTGAACAGTTTGATTTTTTCTTGTTCGGATTTTACGCCACCTATATCGCCAGAACGTTTTTTCCGGCGGAAAGCGAATTTGCCTCATTAATGTTGACCTTTGCCGTCTTTGGCTCCGGTTTTTTAATGCGCCCCGTCGGCGCGATTGTGCTTGGCGCCTATATTGACAGAATCGGACGCC1
2031 CHIP0571 STM/STY STM4231 STY4427 ATGATGATTACTCTGCGCAAACTCTTACCACCAGATTTCCATCTGGATGATGATTACTCTGCGCAAACTCCCACTGGCGGTTGCTGTCGCAGCGGGCGTAATGTCCGCTCAGGCAATGGCTGTCGATTTCCACGGTTACGCCCGTTCCGGTATTGGCTGGACGGGAAGCGGCGGCGAACAACAGTGTTTCCAGGCAACGGGTGCCCAAAGTAAATACCGTCTCGGTAACGAATGTGAAACCTATGCGGAACTGAAACTGGGCCAGGAAGTGTGGAAAGAGGGCGATAAGAGCTTCTATTTCG1
2032 CHIP1422 STM/STY STM3883 STY3895 ATGACAACCCAGGCTGTTTCTTTACTGCTTTTTGTTGTCTACCAGTACCATGACAACCCAGGCTGTTTCTGGTCGCCGTTATTTCACTAAAGCGTGGCTTCTTGAGCAGAAGTCGCTCATTGCCCTGCTGGTGTTGATCGCGATTGTTTCGACGTTGAGCCCCAACTTTTTTACCGTTAATAATCTGTTCAATATTCTTCAACAGACCTCCGTTAACGCCATTATGGCGGTGGGGATGACGTTGGTGATTCTGACATCGGGGATCGATCTGTCCGTCGGTTCCCTGCTGGCGCTCACCGGTGCGG1
2033 CHIP1350 STM/STY STM0203 STY0225 ATGAAAACAGACACTTCCACCTTTTTAGTTAAGTATTCTCGTCCGCAGGATGAAAACAGACACTTCCACCTTTTTAGCTCAGCAAATTGTGCGTTTACGGCGCAGAGATCAGATTCGCCGGTTAATGCAGCGGGATAAAACGCCGCTGGCCATCCTGTTCATGGCGGCCGTTGTCGGCACGCTTACCGGACTGGTTGGCGTCGCCTTTGAAAAGGCGGTTTCCTGGGTACAAAACATGCGCATTGGCGCGCTGGTTCAGGTCGCGGACCATGCGTTTTTGCTTTGGCCGCTGGCCTTTATCCTTT1
2034 CHIP1462 STM/STY STM0452 STY0494 ATGATGGACAGCTTACGCACGTTACTGCTGTTCCAGAGCGTCATGATGGACAGCTTACGCACGGCTGCAAACAGTCTCGTGCTCAAGATTATTTTCGTTATCATTATCGTGTCGTTCATTTTGACCGGCGTTAGTGGTTACCTGATTGGCGGAAGCAATAACTACGCCGCAAAAGTGAATGGCCAGGAAATCAGCCGGGCACAGTTTGAGAATGCGTTTAACAACGAACGTAACCGTATGCAGCAGCAGTTGGGCGACAGGTATTCTGAACTGGCGGCCAACGAAGGTTATATGAAAA1
2035 CHIP1464 STM/STY STM0403 STY0441 ATGAATTTTCTTGCTCACCTGCTTACAGCGCTTTGCGGGCATGAATTTTCTTGCTCACCTGCATCTGGCGCACCTTGCCGACAGCTCGCTTTCCGGTAATCTTCTGGCCGATTTTGTCCGCGGTAACCCGGCAACGCATTATCCTCCTGACGTGGTAGAGGGTATTTATATGCATCGGCGTATTGACGTCATGACCGACAACCTGCCGGAAGTTCGTGAGGCGCGAGAGTGGTTCCGCCATGAAACGCGGCGCGTGGCGCCCATTACGCTGGACGTCATGTGGGATCATTTTTTAT1
2036 CHIP1480 STM/STY STM4242 STY4438 ATGAACAAAAACGTCAAACTTTCACTTAGAATGTCATTGTAAGCTGCGGTGAACAAAAACGTCAAACTTTCACTGATTGCTATCGCGGTCTCGCTTTTTATGGCAAAGCAGGCGAGCGCCGCCAATACCTGGACGGAAGCGCGTAATGACGCAATGGGCGGGACGGGCGTTGCGTCCGCGAATTATGGCAGCGGAGTACTATTAAATCCGGCGTTACTGGCAAAAGCCAAACCGGAAGACAATATCACTGTTGTCCTTCCTGCGGTCGGCGTCCAGATTACGGATAAAGACAATCTCCAGGATG1
2037 CHIP1496 STM/STY STM2372 STY2603 ATGACAGCAGTTAGCCAAAAAACATTAACCGCGCCGGAACGAATGACAGCAGTTAGCCAAAAAACAACGACCCCGTCTGCGAATTTTTCGCTGTTCCGCATCGCCTTTGCGGTTTTCCTGACCTATATGACGGTCGGCCTGCCGTTACCCGTCATCCCGCTTTTTGTTCATCACGAACTGGGCTATAGCAATACGATGGTTGGGATCGCCGTGGGCATTCAGTTTTTTGCGACGGTACTGACGCGCGGCTATGCCGGACGGCTGGCGGATCAATATGGCGCTAAACGATCGGCGTTAC1
2038 CHIP3917 STM/STY STM1324 STY1787 ATGTGGCAAGCTATCAGTCGTCTTATACCGCAAGCAGCCGATGTGGCAAGCTATCAGTCGTCTTTTAAGCGAGCAAGTCGGTGAAGGCGAAATCGAACTGCGTAATGAACTGCCAGGCGGAGAAGTTCATGCCGCATGGCATTTACGTTATGCAGGCCATGATTTTTTCGTGAAGTGCGATGAACGAGAAATGCTCCGCGGTTTTACCGCAGAAGCCGATCAGCTGGAGCTGCTCTCCCGCAGTAAAACCGTTGTTGTGCCTAAGGTATGGGCGGTAGGTTCGGATCGGGATTACA1
2039 CHIP3933 STM specificSTM1355 ATGTATCAGCGCTGTTTTGACTCTTAGGTATTTGGCAGCAAATACGATGTATCAGCGCTGTTTTGACTCCGCCGCGGAGACGATTTTTGAACAGGACAAGACCCCTCGATTTTCACGTTTTGTCATTAGCGATGATCCAAACTGGGAGTCTGGCCATCATATGCATGATAATGAAACAGAGCTTATTTACGTCAAAAAAGGGATAGCCAGGTTAATTATTGACTCTTCACTCTACGTCGCGCATGCGGACGATATTGTCGTCGTTGAGCGGGGGCGGCTACACGCTGTAGCATCCGACAGCA1
2040 CHIP3973 STM/STY STM1472 STY1650 ATGATCAGTCTCGTCCCGTCTTATTGTCCGGCGTTAAGGATGATCAGTCTCGTCCCGTCTCTGCTTTCCAGAACCGCGCTTCTCTTTCTGCTCACGGCCACAGGCGCAGCCACCGCCGCCCGCCCGGCAGCGGATATTATTTTGCATAACGGTAATATCATCACTCTGAATGATGCCCAGCCGCAGGCCAGCGCGCTGGCGATTTCCGGCTCGCGGATTGTGGCGATTGGCGATGATACGGCGACAAATGAATGGCGCGGCGACCATACCCGTACCATCGATTTACAGGGTAAAA1
2041 CHIP3991 STM/STY STM2079 STY2288 ATGACAGTGGATAGTAATACGTCTTCCGTTACAAGGCTTTTGGCTTATAGCTACGATGACAGTGGATAGTAATACGTCTTCCGGGCGTGGGAACGATCCGGAACAGATTGATTTGATTGAGTTATTGCTACAGTTATGGCGTGGGAAGATGACCATTATTGTAGCCGTTATTATCGCCATTTTGCTGGCTGTAGGCTACCTGATGATAGCCAAAGAAAAATGGACATCCACGGCGATTATTACCCAACCTGATGCCGCGCAGGTTGCCACCTATACCAACGCGCTCAACGTCTTGTATGGTGGGAATGCCC1
2042 CHIP1419 STM/STY STM3851 STY3932 ATGAGGGGACGCAATCGTTTAGTGTGCGTCAATAAACACAATGAGGGGACGCAATCGTTGCCGTACTAACAAATTGAGTGAAAAAAATTACCACACAACTGCGCCAGGTGTCGCATTTTGGTATAGGATAACGGCGAATTTTCCCTCCTTTCTCCGGAAATTGATAATGAGTCAACAACACACCACCCAGGCTTCTGGTCAGGGTATGCTGGAACGCGTGTTTAAACTGCGCGAACATGGCACGACGGCACGAACCGAAGTGATCGCCGGTTTTACCACTTTCCTGACGATGGTTT1
2043 CHIP1355 STM/STY STM0221 STY0244 ATGTTGTCTGCAACTCAACCAGTTAGGCTTTGTCATCACCAGGATGTTGTCTGCAACTCAACCAGTAAGCGAAAATTTGCCAGCGCATGGCTGCCGTCATGTTGCAATAATTATGGATGGCAATGGTCGCTGGGCGAAAAAGCAAGGGAAGATCCGGGCCTTTGGGCATAAAGCCGGGGCGAAGTCCGTCCGGCGAGCGGTCTCTTTTGCTGCCAATAACGGTATTGATGCGTTAACGCTGTATGCCTTTAGTAGTGAAAACTGGAACCGACCGGCGCAGGAAGTGAGCGCGTTAATGG1
2044 CHIP1371 STM/STY STM2060 STY2265 ATGCGTGCCGATAAGTCATTAAGTTATTTGCGCAAAGCCCGGTGCGTGCCGATAAGTCATTAAGCCCTTTTGAAATACGGTTGTACCGTCATTATCGCATCGTGCATGGCATACGTATCGCCCTGGCGTTCATTCTTACCTTTCTGCTGGTTCGTCTGTTTTCTATTCCCGAGGGCACATGGCCGCTAATCACGTTAGTGGTGATTATGGGGCCCATCTCATTCTGGGGAAATGTAGTGCCTCGTGCTTTTGAGCGCATAGGCGGTACGATTCTGGGCGCGGCGTTAGGGCTGGTGG1
2045 CHIP1387 STM/STY STM0125 STY0145 ATGTTAGTTTGGCTGGCCGTTAACGTACCTTCAGCGTTGCCATGTTAGTTTGGCTGGCCGAGCATTTGGTCAAATATTATTCCGGCTTTAACGTCTTTTCTTATCTGACGTTTCGCGCCATCGTCAGCCTGTTGACCGCGCTGTTCATCTCTTTATGGATGGGCCCGCGTATGATCGCTCGTCTGCAAAAACTCTCTTTTGGCCAGGTGGTACGTAACGATGGCCCGGAATCGCACTTCAGTAAACGCGGTACGCCGACGATGGGCGGCATCATGATCCTGACGTCGATTGTGATTT1
2046 CHIP1499 STM/STY STM2362 STY2592 ATGTGCGGTATTGTCGGTATCGTTAGCCTTCGTTATGCATTTCCAATGTGCGGTATTGTCGGTATCGCCGGTGTTATGCCGGTCAACCAGTCGATTTATGACGCGTTAACAGTGCTCCAGCATCGTGGTCAGGATGCTGCCGGTATCATCACCATTGATGCGAATAACTGCTTCCGCTTGCGTAAGGCAAACGGGCTGGTGAACGATATTTTTGAAGCTCGCCACATGCAGCGTTTGCAGGGCAACATGGGGATCGGCCATGTGCGCTACCCTACCGCAGGCAGCTCCAGCGCTTCGGAAG1
2047 CHIP2061 STM/STY STM3568 STY4243 ATGACCAAAGAAATGCAAAATTTAGCTTACGCTTCGATCGCAGCATGACCAAAGAAATGCAAAATTTAGCTTTAGCCCCTGTTGGCAACCTGGAATCTTATATCCGGGCGGCGAACGCGTGGCCGATGTTATCGGCTGACGAGGAGCGGGCATTGGCTGAAAGGCTGCATTACCAGGGCGATCTGGAAGCAGCTAAAACGCTGATCCTGTCTCACCTGCGCTTTGTTGTTCATATTGCTCGTAACTATGCGGGCTATGGTCTGCCGCAGGCGGATTTGATCCAGGAAGGCAACATCGGCC1
2048 CHIP3225 STM/STY STM3282 STY3463 ATGCTTAATCCGATCGTTCGTTTACTCGGCCTGTTCGCTCTTGCTTAATCCGATCGTTCGTAAATTCCAGTACGGTCAGCATACCGTTACGCTGGAAACTGGCATGATGGCGCGTCAGGCCACTGCCGCTGTTATGGTAAGCATGGATGACACCGCCGTATTCGTTACCGTTGTCGGCCAGAAAAAAGCCAAGCCAGGCCAGGACTTCTTCCCACTGACCGTTAACTATCAGGAGCGTACCTACGCTGCTGGTCGTATCCCGGGCAGCTTCTTCCGTCGTGAAGGCCGTCCAAGCG1
2049 CHIP1526 STM/STY STM2554 STY2801 ATGGCATTGCATTCCACGTTATGACGCGGCAACCACATGGCATTGCATTCCACGCGCTGGCTGGCGCTCAGTTATTTCACCTACTTCTTTAGTTACGGTATTTTTCTGCCCTTCTGGAGCGTCTGGCTCAAAGGTCTTGGGCTAACGCCGGAAACCATCGGTCTTCTGCTGGGCGTGGGTCTGGTCGCGCGTTTTCTCGGTAGTCTGCTCATTGCGCCTCGCGTAAGCGATCCTTCGCGGTTGATCTCCGCGCTGCGCGTCCTGGCATTGCTGACGCTGGTATTTGCGCTGG1
2050 CHIP1003 STM specificSTM1018 ATGAATTACGAGGATAAGCTCATGTATCTTAATCGCTTATAGTCTTAGACATTTCGAAATGAATTACGAGGATAAGCTCATGTATCAGCGAATGATTTTTGAAGAAGGAAAAGAGCCAAGGTTGTATTCAAGCCAACATGACTCCAAGTTTATCCCAATAAGTAATAACAATGGAAAAGTTCAAAAGGTTCCTGTTATGGAGCTCAAGGATACCAGAGGAGATGTTTTTTATGCTTACAACTATGCTTATTCTGGTAAAAAACCATCAAATGACGAAATCTATAAGGCTATTGATGAGCTAAAGCCAATCGGTG0
2051 CHIP1035 STM/STY STM0226 STY0249 ATGCCTTCAATTCGACTGGCTTAGTCTTGTTGATTAACCTTGCGATGCCTTCAATTCGACTGGCTGACTTAGCAGAACAGTTGGATGCAGAATTACACGGTGATGGCGATATCGTCATCACCGGCGTTGCGTCCATGCAATCTGCAACAACAGGCCACATTACGTTTATGGTGAATCCTAAGTACCGTGAACACTTAGGTTTATGCCAGGCTTCTGCGGTTGTCATGACGCAGGACGATCTTCCTTTTGCTAAGAGTGCGGCGCTGGTAGTTAAAAATCCCTACCTGACCTACGCGCGCA1
2052 CHIP3138 STM specificSTM2594 ATGACTGCCAGCAGTACCGCTTATCGCCCTCCTCCAGCGTGACTGCCAGCAGTACCGCGTACAGTTCCGCTGTGGAGAAAAGCGCAGCGGCCAGTACGCGTCTGGCGGCGGATGTGGATCAGACGCGACAGCGGGTGGAGGCACTGGGAAGGAAACTGCGTGAGGAACAGGCGCAGTCAGCGGCTGTGGCGGCAGCACAGGACAGGACAAGTGCTGCTTTTTACCGCCAGATTGACAGTGTAAAACAGTTAAGCGGTGGTCTGCAGGAGCTGCAGCGTATCCAGGCGCAGGTAC0
2053 CHIP2032 STM/STY STM3736 STY4058 ATGAACTTGCTGCAAATGGATATGTTATCGGTAGTACGTTTTTAATTTCCGATGAACTTGCTGCAAATGGATATGAACCTGTTAAAAGTACTGTATGTGCTGCTGGAGACGAGCTCTACGGGGAAAACGGCGCAAAAGCTGGCTTTGTCGCCTTCTGCGGTAAGTCATGCGTTAATGAGATTGCGCGATGCGCTAAACGACCCGTTGTTTCGACGGGAAGGGAACCGCCAGATTCCTACGCCTTATGCGCAGGCGCTGCGTGACAAATTGGCGCCTGTGTTTGTTTCGCTTAATGAGGAGCTGTTTG1
2054 CHIP2048 STM/STY STM3627 STY4171 ATGGCGTTATTAAATGTAGATCAATTATCGTTATAGTGTGGGCCTCCCGATGGCGTTATTAAATGTAGATCAATTATCGGTGCACTTCGGCGACGAAGGGACACCGTTCAAAGCCGTCGACCGCATTAGCTACAGCGTGAAGCAGGGTGAGGTGGTCGGGATTGTCGGCGAGTCTGGTTCCGGCAAATCCGTCAGCTCGCTGGCAATTATGGGGCTTATCGATTACCCAGGCCGCGTGATGGCGGAAAACCTGCTCTTTAACGGACAGGATCTGAAGCGCATTTCCGAGAAGGAACGTCGCAACC1
2055 CHIP2064 STM/STY STM3553 STY4258 ATGAGTAACTGGCCTTATCCCCATTAAAACTGAAAGTGAGGGCCGATGAGTAACTGGCCTTATCCCCACATTGTCGCCCATCGCGGCGGCGGTAAACTGGCGCCGGAAAACACTCTGGCGGCGATTGACGTGGGCGCGCGATACGGGCACACCATGATTGAGTTTGATGCCAAGCTGTCGAAAGACGGCGAAATTTTCCTGCTGCATGACGATAACCTGGAGCGCACCAGCAATGGTTGGGGCGTGGCGGGCGAGTTGAACTGGCAGGATTTATTGCGTGTGGACGCTGGCGGTTGGTTTA1
2056 CHIP2080 STM/STY STM3742 STY4050 ATGTATCTGTTTGAAAGCCTGAATCTTAGTTTCGGTTACGGGTGACTTTTGTATCTGTTTGAAAGCCTGAATCAACTGATTCAAACCTACCTGCCGGAAGACCAGATTAAGCGTCTTCGGCAGGCGTATCTCGTTGCACGTGACGCTCACGAGGGCCAGACACGTTCAAGCGGTGAACCCTATATCACGCACCCGGTGGCGGTGGCCTGTATTCTGGCCGAGATGAAACTCGACTACGAAACGCTGATGGCCGCTCTGCTGCATGACGTGATTGAAGATACCCCCGCCACCTATCAGGACATGG1
2057 CHIP1521 STM/STY STM2345 STY2575 ATGTCGATACCCCGTAAACGGTTAGCAGCTTTCCCGCATACAATGTCGATACCCCGTAAACGGCGCAGTACCGGTAAAGTGACTATCGCCGATGTAGCCCAACTTGCCGGTGTAGGCACGATGACCGTATCACGAGCCTTACGCACGCCGGAACAGGTCTCTGATAAACTCCGGGAAAAAATCGAAGCGGCAGTGCATGAGCTGGGCTATATGCCTAATCTCGCCGCCAGCGCGCTGGCGTCTGCCTCCTCGCACACCATCGCAATGGTCGTACCGAACCTTGCGGAAGCGGGGTGTT1
2058 CHIP1545 STM/STY STM2557 STY2804 ATGCAGCAACCTGTTGTACGCTTAATCTTCTGCCAGAAAACTATTCAGAATGCAGCAACCTGTTGTACGCATTGGAGAGTGGCTGGTTACACCTTCTGTTAATCAGATCAGTCGTCAGGGACGCCAGATTACTCTTGAACCACGGCTGATCGATCTTCTGATGTATTTTGCGCATCACCCGGATGAAGTGTTAAGCCGGGATAACATTATTGATCATGTCTGGATGCGCACCATCGTGACCAACCATGTTGTCACCCAAAGCATTTCTGAACTACGCAAATCATTAAGAGATGGCGGAGACAGCA1
2059 CHIP0992 STM/STY STM2438 STY2676 ATGAAGAAAATTGTTTGCGCCTTACTCAACATTCTTATCCGTTTCCGATGAAGAAAATTGTTTGCGCCGTCGTTGCGCTCCTGCTGACCCTACCCGCCTGGGCGAAGCTGAACGCCCATGAAGAAGCGCGCATTAACGCCATGCTTAATGCGCTGGCGCAGAAAAAGGATCTGACATTCGTTCGTAACGGTGATGCGCATAACTGCGAGGAAGCCGTATCGCACCTGCGCTTAAAACTGGGTAACACGCGCAATCGTTTCGACACCGCCGAACAGTTTATCGATAAAGTCGCGTCGTCGCCGC1
2060 CHIP1016 STM/STY STM0830 STY0868 ATGAAGTCTCTATTAAAAGTTTCACTGGCTTATTTAGGTTCTGTACCGAACCATTTTTTGATGAAGTCTCTATTAAAAGTTTCACTGGCTGCACTTACCCTGGCTTTTGCGGTGTCTTCGCACGCTGCGGATAAGAAACTCGTTGTGGCAACCGATACGGCGTTCGTTCCGTTTGAATTTAAACAGGGAGACAAATACGTCGGTTTTGATGTGGATCTGTGGGACGCTATCGCGAAAGAACTGAAGCTGGATTACACCCTGAAACCGATGGATTTCAGCGGCATTATTCCGGCATTACAAACCAAAAATATCGATC1
2061 CHIP1595 STM/STY STM0583 STY0626 ATGGCGCTGAATGATTTTCATTATTGTCCCGCCCAGATTTCATGGCGCTGAATGATTTTCACGTTTCTGAACCTTATACGCTTGGTATTGAGCTGGAGATGCAGGTGATCAATCCACCTGGCTACGATTTAAGTCAGGACTCTTCTACGCTGATCGACGCCGTTAAGCCCCAACTTACTGCGGGAGAAATTAAGCACGATATCACCGAAAGTATGCTGGAGATGGCCACGGGCGTCTGCCGCGATATTGACCAGGCGGCGGCCCAACTTTCTGCTATGCAGCACGTTATTTTACAGG1
2062 CHIP2003 STM/STY STM4465 STY4803 ATGGTTATTTCACTGAAAAATCGTAACTTTTAGTCGCCGAGCGTCGCATGGTTATTTCACTGAAAAATCGTAACTTTTTGAAGCTGCTTGACTACACCCCGGCGGAAATCCAACACCTCATCGATCTGGCTATTGAGCTGAAAGCCGCAAAAAAAGCCGGATGCGAAAAGCAAACACTGATCGGCAAAAACATCGCGCTGATTTTTGAAAAAACCTCTACTCGCACCCGATGCGCGTTTGAAGTCGCCGCGTTCGACCAGGGCGCGCAGGTGACTTATCTCGGCCCAAGCGGCTCGCAGATCG1
2063 CHIP3167 STM/STY STM2643 STY2836 ATGACTGTAACGACTTTTTCCGAATTACTCTTCGCTGGATTGCTCCATGACTGTAACGACTTTTTCCGAACTTGAACTCGACGAAAGCCTGCTGGATGCCCTCCAGGATAAAGGTTTCACTCGCCCGACCGCCATTCAGGCTGCCGCCATTCCGCCTGCGCTCGATGGCCGTGATGTACTCGGTTCTGCGCCGACAGGCACCGGTAAAACGGCGGCATATCTGCTGCCGGCGTTGCAGCACCTGCTCGACTTTCCGCGTAAAAAATCGGGGCCGCCGCGCATTCTGATCCTGACGCCAACCC1
2064 CHIP3183 STM/STY STM3195 STY3373 ATGAATCAGACGCTACTTTCCTCTTTTAGCTGGCTTTGCGCTCATGAATCAGACGCTACTTTCCTCTTTTGGTACGCCTTTTGAACGTGTTGAACTTGCACTGGATGCGCTGCGTGAAGGACGCGGTGTGATGGTGCTTGATGATGAAGATCGTGAAAACGAAGGCGATATGATTTTCCCCGCAGAGACGATGACCGTAGAACAGATGGCGTTAACCATTCGTCACGGTAGCGGTATTGTTTGCCTGTGTATTACTGAAGACCGTCGTAAGCAGCTCGACTTGCCAATGATGGTGGAAA1
2065 CHIP0603 STM/STY STM4248 STY4444 ATGTTTCAAAAAGTTGACGCCTATGTTACATGACAGCGGCAAATGGTGTTTCAAAAAGTTGACGCCTATGCCGGCGATCCGATTCTTTCACTGATGGAGCGTTTTAAAGACGACTCCCGTCACGACAAAGTGAATCTGAGCATTGGCCTGTATTACAACGAAGACGGGATTATCCCACAGCTTAAAACGGTGGCCGAAGCCGAAGCCCGGCTTAACGCGCAGCCGCATGGAGCTTCGCTGTACCTGCCGATGGAAGGACTCAATACTTATCGCCATACTATCGCGCCTTTGCTCTTTGGCG1
2066 CHIP0715 STM/STY STM2549 STY2795 ATGTCACATTGTTCCTGTCATGATTAATCGGCAAAACGTTGCGATGTCACATTGTTCCTGTCATGATAAACCGCAGCACAGTTTGCTCGCTGCGGCGTACCGCATCCTCAGTATTACTCGCCACACGCCGCTGGAGTGGAATTTCCGCGTGGCCGTCGATTTTCCCGCGCACTGGGGGCAATTTGTTGAGGTGTCGCTGCCGCGCGTCGGCGAAGCGCCCATCTCCGTTTCCGACTACGGCGACGGCTGGATAGATCTGCTGATTCGTAATGTCGGAAAAGTGACCAGCGCCCTCTTTA1
2067 CHIP0731 STM/STY STM2071 STY2280 ATGTTAGACAACACCCGCTTACGTTACTCCATCATCTTCTCGATCGATGTTAGACAACACCCGCTTACGCATAGCTATTCAGAAATCAGGCCGTTTAAGCGATGATTCACGAGAATTGCTGGCCCGCTGCGGCATAAAAATTAATTTACACACTCAGCGCCTGATTGCGATGGCGGAAAACATGCCGATTGATATCCTGCGCGTGCGTGATGATGACATTCCGGGTCTGGTAATGGATGGCGTGGTCGATCTCGGTATTATCGGCGAAAACGTGCTGGAAGAAGAGCTACTCAACCGCCGCG1
2068 CHIP0763 STM/STY STM0549 STY0596 ATGAAACCTGCATCTGTTATCATTATGTTACAATAATTCGTGTGATTTGGCGATGAAACCTGCATCTGTTATCATTATGGACGAACACCCTATTGTAAGAATGTCGATCGAAGTTTTACTCGGTAAAAATAGCAATATTCAGGTTGTCCTGAAAACGGATGATAGCCGAACAGCGATAGAGTATCTGCGCACTTATCCTGTTGACCTTGTCATTCTGGATATTGAATTACCGGGCACCGACGGCTTTACCTTACTTAAACGAATCAAATCTATCCAGGAACATACCCGGATACTTTTTTTATCGTCGA1
2069 CHIP1822 STM/STY STM4026 STY3852 ATGCTCTACATCTTTGATTTAGGTAATGTGTTAGCATAACAGCTTCGCGAAATGCTCTACATCTTTGATTTAGGTAATGTGATTGTCGACATCGACTTTAACCGCGTATTAGGTGTGTGGAGCGATCTGAGTCGAGTACCGCTGGCTTCGCTGAAGCAAAAATTTACGATGGGCGAGACTTTTCACCAACATGAACGCGGTGAGATAACGGACGAAGCGTTTGCTGAAGCTTTCTGTCATGAAATGGCGTTATCGCTCAGTTATGAACAATTTGCGCACGGCTGGCAGGCGGTATTTGTCGGATTAC1



2070 CHIP1854 STM/STY STM0880 STY0913 ATGAATAACTTACCGGTCGTTCGTTAGCCGCGTCTTGCACGATGAATAACTTACCGGTCGTTCGCTCGCCCTGGCGCATTCTGATTCTGGTGCTGGGGTTTACTTTTCTCTATGCGCCGATGTTAATGTTGGTGATTTACTCGTTTAACAGTTCGAAGCTGGTGACGGTGTGGGCGGGATGGTCGACGCGCTGGTATGGCGAGCTCTTTCGGGATACCGCCATGATGAGCGCAGTGGGACTAAGCCTGACAATTGCCGCCTGTGCGGCGACGATGGCGGTGGTGCTCGGTACCATTG1
2071 CHIP0662 STM/STY STM0709 STY0749 ATGCCCACCCATTTAGTCTGGTTACGCCCCTTTTCTCGCATGCCCACCCATTTAGTCTGGTTCAGGCGCGATCTGCGTTTACAGGATAACCTTGCGGCCGCCGCCTGCCGCGATGCATCCGCGCGGGTGCTGGCGCTTTATATTTCCACCCCCCAGTGGCAGGCCCATGATATGGCGCCGCGGCAGGCGGCATTCATCAGCGCGCAGCTCGCGCTACAGACGGCCCTTGCAGAGAAAGGCATTCCGTTGCTGTTTCATGAAGTGGCGTTTAACGCCAGTATTGAAACGGTCAAAA1
2072 CHIP1809 STM/STY STM4067 STY3803 ATGCACGTTGATCGAAACAATTACCCTGCGATTTGCCTGATGCACGTTGATCGAAACAAAATACTGGGATGCCTGGTGGGCGCCGCCGCCGCGGACGCGATGGGAGCCGCGACGGAAGTACGCACCCAGCAGCAAATAAAAGACTATTTTGGCGGCTGGGTGACGACCTTTCAAAAACCGCCAGCGGACACGTTTGGCCGCTGCAACGAAGCGGGGATGTGCACGGATGATTTTATTCAGGCGAAGTACATCATGGATGCGCTGCTGCGCCATCAACGCCAGGTCAGCGACGAGG1
2073 CHIP1841 STM/STY STM0681 STY0719 ATGACCATCAAGAATGTAATCTGCGTTAGATAACGTCTATCTCGGCGACATGACCATCAAGAATGTAATCTGCGATATCGACGGCGTGCTGATGCACGACAACGTAGCCGTACCCGGTGCGGCGGAATTTCTGACGGGGATTCTGGAAAAAGGTCTGCCGCTGGTGCTGCTGACCAATTACCCATCGCAAACCGGCCAGGATCTGGCGAACCGTTTTGCTACCGCTGGCGTTAACGTGCCGGACAGCGTGTTTTATACGTCAGCAATGGCGACAGCCGATTTTCTGCGCCGTCAGGAAGGTAAAA1
2074 CHIP1873 STM/STY STM0728 STY0771 ATGCCTGAAGGCCCGGAATTATTTCTGGCAATGCGGGATGCCTGAAGGCCCGGAAATTCGTCGTGCGGCGGATAATCTGGAGGCGGCAATCAAAGGCAAACCCTTAACCGATGTCTGGTTTGCCTTTGCACAGTTAAAACCGTATGAATCGCAGCTTACCGGTCAACTTGTTACCCGGATAGAGACGCGGGGAAAAGCGTTATTGACCCACTTTTCAAATGGCCTGACGCTCTACAGCCACAACCAACTCTATGGCGTATGGCGGGTGATCGATACTGGTGAAATACCGCAGA1
2075 CHIP0679 STM/STY STM4105 STY3761 ATGAGCTTTTTTCACGCCAATTATAAACCCGGTCTTACGCCCATGAGCTTTTTTCACGCCAACCAGCGGGAAGCCCTGAATCAGAGCCTGGCGGAAGTACAGGGTCAGATTAACGTTTCGTTTGAATTTTTCCCGCCGCGCACCAGTGAAATGGAGCAAACCCTGTGGAACTCCATCGATCGCCTGAGCAGTCTGAAACCGAAGTTTGTTTCGGTAACGTATGGCGCCAACTCCGGGGAACGCGACCGCACCCATAGCGTTATTAAAGGCATCAAAGAGCGTACTGGGCTTGAGGCCG1
2076 CHIP0615 STM/STY STM4266 STY4464 ATGGAAAAAAAATCTCCCCGTTTAATCATCTTCAAGCAGCCGATGGAAAAAAAATCTCCCCGTTTAAAAGCCTTACTGACGCCGGGGGAAGTTGCGAAACGTAGCGGTGTTGCTGTGTCCCCCCTGCACTTCTATGAAAGCAAAGGGCTAATTACCAGTATCCGTAATAGCGGTAACCAACGGCGATACAAGCGTGACGTGTTGCGTTATGTCGCGATTATCAAGATCGCCCAGCGTATCGGCATCCCGCTGGCAACTATCGGCGACGCGTTTGGTATCTTGCCGGAAGGACATACGT1
2077 CHIP0449 STM/STY ATGGTGACGATTGATGGTCATGTTATATCATCAGCGGTAACAATACTAAACTGGTGGTGACGATTGATGGTCATGATTATAACGCGACTAAGGTTGGGGCTGGTTGGCAATTTACACCAGGCAATGCCATTCCGGATGGCTCTTATAATATTACCGTTACGGTTGAAGATAAGGCCGGAAATACCGCGACATCGAAACCATTACCTGTTGTGATAGATACGACGGCTGAAATTGAAAGCGTCACGTTGGTTACAGATAGCGGTGATAGCGATGTAGATAACATTACCAAAGTCGACAGCCGCAGTTTAG0
2078 CHIP0465 STM/STY STM2556 STY2803 ATGCTTGACGCACAAACCATTACAGCACTTTATGCGGGCATGCTTGACGCACAAACCATCGCTACAGTAAAGGCCACCATTCCCCTGCTGGTTGAAACAGGACCGAAACTGACCGCCCACTTCTACGACCGTATGTTTACGCATAACCCGGAGCTCAAAGAAATCTTCAATATGAGCAACCAGCGTAACGGCGATCAGCGTGAAGCCCTGTTTAATGCTATCGCGGCCTACGCCAGCAATATCGAAAATTTACCGGCGTTGCTGCCGGCGGTAGAAAAAATCGCGCAGAAGCACA1
2079 CHIP4673 STM/STY STM0155 STY0178 ATGAAACTTTTTCTGACAACAGCAGTTAGCCCTGATGCGGCATATGAAACTTTTTCTGACAACAGCAGCGCTAACTGCGACCTTGATTTCCGGCATGGCATTTGCCAGCGATCCCGTCATCCCCTGGGCGACTAACAGCGGCGGTACGGAAAGCACGCATATTGCGGCAATGGGCGAGGATTTGAATGCGCAGCATCAGCAGATCACCCACACGCATGAAGGCGTATGGGCGGCTAATTCCGGCAGCATTCAGGCTGATGAAGCTGCGCTGACCAGCAACAAGCCGCCGGTACAAGGCC1
2080 CHIP0122 STM/STY STM4164 STY3721 ATGTCTACAACAACGTTAACCCGCTTAGGCTTCCTCCCGCTTGATGTCTACAACAACGTTAACCCGCCGCGAGCAGCGCGCTAAAGCCCAGCATTTTATCGATACGCTGGAAGGCACCGCGTTTCCCAACTCGAAACGCATCTACGTGACCGGTTCGCAGCATGATATTCGCGTACCGATGCGCGAAATTCAACTTAGCCCCACGCTCATCGGCGGCAGTAAAGACAACCCGCAGTTTGAAGAGAACGAAGCCGTACCGGTATACGACACCTCCGGCCCCTATGGCGATCCTGAGGTGG1
2081 CHIP0138 STM/STY STM4023 STY3855 ATGGCAGTTATAGCATTTATCGGGTTACTTTTTTACGTTGGCGGTCAATGGCAGTTATAGCATTTATCGGGTTGGGACAGATGGGCTCCCCTATGGCGAGCAATCTGCTAAAGCAGGGCCATCAACTCAGCGTCTTCGATGTTAATCCCGACGCCGTACAGCGTCTGGTAGACAAAGGCGCGCAACCTGCAAGCAGCCCGGCTCAGGCAACCATCGGCGCTGAATTTGTTATCACCATGCTCCCGAACGGCGATCTGGTTCGTTCCGTTTTGTTTGGCGAGCAAGGCGTTTGTGAAACTCTTT1
2082 CHIP4737 STM specificSTM4069 ATGTCGCTCTGGTTGTCCCTTACAGCATCCCCGCCCGATGTCGCTCTGGTTGTCCCATCCTCTGTTCCTCCCGTCCATCATCGTTGGCGTTACTATCCTTCTGTGGGCGACTTCGCCACTGCCGGAGTTTATGACCGCACTGCTATTTTTTGCTGTGGCGATGGGACCAGGGAAAGTTCCTGCGCGGGCGGGGATGCTGTGA1
2083 CHIP0388 STM/STY STM2878 STY3001 ATGCTAAAGTATGAGGAGAGAAAATTGAATTAGCTTGCCGTCGTCATAAGCATGCTAAAGTATGAGGAGAGAAAATTGAATAATTTAACGTTGTCTTCGTTTTCAAAAGTTGGTGTGTCGAATGATGCCCGACTTTATATTGCTAAGGAAAATACTGATAAGGCATATGTTGCGCCTGAAAAATTTTCGTCAAAAGTATTAACCTGGCTTGGAAAAATGCCGTTATTTAAAAACACTGAAGTGGTGCAAAAACATACGGAAAATATCAGAGTACAGGACCAAAAGATTTTACAGACATTTCTCCATG1
2084 CHIP0404 STM/STY STM1192 STY1231 ATGGGGGGCGATTTTGGTTTATCTGTGCGCCCGCAGATGGGGGGCGATTTTGGTCCTTCCGTGACGGTGCCTGCAGCATTGCAGGCACTGAACGCTAATTCGCAGCTCACTCTTCTTTTAGTCGGGAATCCCGATATTATCACGCCATTACTTGCCAAAGCTGACTTTGAACAACGTTCGCGTCTGCAGATTATCCCTGCACAGTCAGTTATTGCCAGTGATGCCCGGCCTTCGCAGGCGATCCGCGCCAGTCGTGGGACATCCATGCGTGTGGCCCTGGAGCTTGTGAAAG1
2085 CHIP1255 STM/STY STM1702 STY1350 ATGTTTCAGGACAACCCGCTTACGCTGCCGGTCGGGCATGTTTCAGGACAACCCGCTGCTAGCGCAGCTTAAACAGCAACTGCATTCCCAGACGCCGCGCGCTGAAGGGGTCGTAAAAGCCACGGAAAAAGGCTTTGGCTTCCTTGAGGTTGACGCGCAAAAAAGCTATTTCATTCCTCCGCCGCAGATGAAAAAAGTGATGCATGGCGATCGTATCGTCGCGGTCATCCACACGGAAAAAGAACGTGAGTCTGCCGAGCCGGAAGAACTGATCGAACCGTTCCTGACGCGTT1
2086 CHIP1287 STM/STY STM2662 STY2851 ATGGCACAACGAGTACAACTCATTATAACCAGTCCACATCATCTTTATGATGGCACAACGAGTACAACTCACCGCAACGGTCTCCGAAAACCAACTCGGTCAACGCTTAGATCAGGCTTTGGCCGAAATGTTCCCGGATTATTCACGTTCGCGTATAAAAGAATGGATTTTGAATCAGCGCGTGTTGGTCAATGGTCAACTTTGCGATAAGCCAAAAGAAAAAGTGTTAGGTGGCGAGCGGGTGGCTATTGATGCGGAGATCGACGAAGAGATTCGTTTTGAAGCGCAGGATATCCCGTTAGATA1
2087 CHIP1303 STM/STY STM0049 STY0058 ATGCAGATCCTGTTGGCCATTATTCGACCTCACGAACATCCATGCAGATCCTGTTGGCCAACCCACGCGGTTTTTGCGCCGGGGTAGACCGCGCTATCAGCATTGTTGAAAATGCGCTCGCTATTTACGGCGCGCCAATTTACGTTCGGCACGAAGTCGTGCATAACCGCTATGTAGTGGACAGCCTGCGCAAGCGCGGGGCGATCTTTATAGAGCAAATTAGCGAAGTGCCGGATGGCGCCATTCTGATTTTCTCCGCTCATGGGGTTTCCCAGGCGGTGCGTAACGAGGCGAAAA1
2088 CHIP4684 STM/STY STM1024 STY1038 ATGAAAATGCACAACGATCCCTTACGCTAAGTGAGAGCGAAATCATGAAAATGCACAACGATCCCCATTCAATGGACTCACAATCTATTTTTGCTGGCTCACAATTACTGCCAATGGAAAAAACTTCTCATTTGGCTCTGAGCGTCGGATTTCGCTCTCACTTAGCGTGA1
2089 CHIP1313 STM/STY STM3775 STY4009 ATGCGATACCGTTTTCCCGTTAATCAAAACCGTTATGCTCTGCATGCGATACCGTTTTCCCGATAACTTCTGGTGGGGCAGCGCCTGCTCAGCGTTGCAAACCGAAGGGGATAGTCTGAATGGCGGTAAAAGCCAGACCACGTGGGATGTGTGGTTCGAGCGCCAGCCGGGTCGTTTTCACCAGGGCGTCGGTCCAGCGGAAACCTCAACGTTCTATCGCCACTGGAAGCAAGACATCGCGCTACTGAAACAGTTAAAACATAACAGTTTTCGCACCTCGCTAAGCTGGGCGCGGCTCA1
2090 CHIP4694 STM/STY STM1410 STY1710 ATGTTGCAACTTTATCGTTATTTCTGGTTATAGCAAATGCTCCATGAAGAGTGTTGCAACTTTATCGTTATTTCTGGCAACCTGCTCGTTACGCTGTACCGGAATGGCTGGATAAGCTGGGCTTTCATCTTTCAAACTGCTGGCGTTATGGCGATCGGCCCGAGTTGGATCGTCTTCTTGACAGAGCGTTAAATAGACTAAGAGGAAGCTCTGTTATTCCAGCCTGTTTAAATGACAGGCAAAAACGGCAGGTTCGTCTTGCGCCGCGTATATCGGCATTTGCCTTTGGGCTGGGATTATTCAAAC1
2091 CHIP0135 STM/STY STM1729 STY1322 ATGAATATCAAAACCGTTGAAGACCTTATTTCGATTTGCGTTCAGCAATGAATATCAAAACCGTTGAAGACCTTTTTATCCATCTACTTTCAGATACCTATAGTGCAGAAAAACAATTAACCAAGGCTCTTCCTAAACTTGCCAGAGCCACGTCCAATGAAAAATTAAGCCAGGCCTTTCAATCTCATCTTGAAGAAACCCAGGGTCAGATTGAACGTATTGATCAGATCGTCGAATCTGAATCTGGCATTAAACTGAAAAGAATGAAATGCGTCGCTATGGAAGGGCTGATTGAAGAAGCCA1
2092 CHIP4734 STM specificSTM2725 ATGAGATCGCATGATCGTTTGTTATGCATGAGACATCCCTTTGCATGAGATCGCATGATCGTTTGAGGATCTTTTGTGTTAAGGCCCGCCAGTTCTGGCGGGCTTTTGCGTAGATCATGCAGGTGCATGAAAACCACTACATAAAGCGGGCAGGCGTGGCGGGGATACGAGCGCGCGCAAGCATGTCAAAAGATGAAATCAAGTGGTACGATAAGAAAAATTCGTCATTTCGCAAAGGGATGTCTCATGCATAG0
2093 CHIP4357 STM/STY STM0420 STY0459 ATGATGACCATTTTGCCACGCTTAAAATAATACCGAGCGGCCAGATGACCATTTTGCCACGCCATAAAGATGTTGCGAAAAGTCGCCTGAATTTGCGCAATCCGTGGCACCTGCTCGCTACCGGCTTTGGCAGCGGGCTGAGCCCCGTGGTGCCGGGCACGATGGGCTCGCTGGCGGCGATCCCCTTCTGGTATTTGATGACGTTTCTGCCGTGGCAGCTTTATTCGCTGGTCGTGATGTTTGGGATCTGCATTGGCGTTTATCTTTGCCATCAGACGGCGAAAGATATGGGCGTACACG1
2094 CHIP0399 STM/STY STM1659 STY1405 ATGCTGAGATTACTTGAAGAGAAGATAGCTTATAATAAAAGATAGCCTTCATGGCGATGCTGAGATTACTTGAAGAGAAGATAGCCACGCCATTAGGACCGTTATGGGTGGTTTGCGATGAGCAGTTTCGACTGCGGGCCATTGAGTGGGAACAGTACCGCGATCGTATGGAGCAACTGCTAAATATCCACTACCGTCACGAAGGCTATGAACGCGTTTCTGCGACTAACCCCGGTGGACTCAGCGATAAGCTTGCAGATTATTTTGCAGGCAATCTCGCCGTAATTGATACCCTGGAAACCGCCACGGGGG1
2095 CHIP2866 STM/STY STM1760 STY1292 ATGTCAAAAATGGCTCACGCTGCTTACTTCCTGGCAATCTTTTTCGCCTCAAAAATGGCTCACGCTGCTGTCTGCGAGGAGCGCTATCCCGCCGACTCAGAAGAATGCCAGTACGTTCAGGAATTAGAGCAAAAAGCGGAACAAGGAGATGAAAGCGCGCAGTTCTCGCTTGGAAGCTGGTATGCGGAGGGGCGATACGTTAAGCCTGATTATAAACTAGCCATAAAATGGCTGGAGAAAGCGGGTAAACAAGGTTCTGATTTTTCCTATTTCATCCTTGGCTATCATTACAACTATGGTGAAA1
2096 CHIP1708 STM/STY STM1825 STY1955 ATGGATACCAGCCGTCTGACTTAGGGCTTTACGCCAATTTGGTGGATACCAGCCGTCTGACGCTCGATCATTTCTTATCGCGCTTTCAGCTTTTGCGCCCGCAGATGACTCATGAAACGTTAAATCAACGTCAGGCCGCCGTACTGATCCCTGTGGTTCGCCGCCCCCAGCCGGGGCTGCTGTTGACCCAGCGGGCTATTCATTTGCGCAAACACGCCGGACAGGTCGCCTTTCCCGGCGGGGCCGTGGACAGTACCGATGCTTCGCTTATCGCCGCAGCGCTTCGCGAAGCGCAGG1
2097 CHIP1724 STM/STY STM1767 STY1285 ATGAATAATCAGGAACCGGCATTAAAAGATGCGTTCCTGATGTACCATGAATAATCAGGAACCGGCAACCATCCTGTTAATCGATGACCATCCGATGCTACGCACGGGTGTAAAGCAGCTTGTGAGTATGGCGCCCGATATCAGCGTGGTCGGAGAAGCCAGCAACGGTGAGCAGGGTATTGACCTGGCGGAATCGCTCGATCCCGATCTGATCCTCCTTGATTTGAATATGCCGGGAATGAATGGTCTCGAAACGCTGGATAAATTACGCGAAAAAGCGCTGTCAGGACGTATTGTCGTTT1
2098 CHIP1740 STM/STY STM2995 STY3133 ATGCCCCGCAGCACCTGGTTATTCATTCTTTTCGCTCATTAGAATGCCCCGCAGCACCTGGTTCAAAGCGTTATTGTTATTGGTCGCCCTCTGGGGGCCTGCAGTTCAGGCGGATATCGGTTGGCAACCGCTGCAAGAAACTATCCGTAAAAGCGATAAAGATACCCGGCAGTATCAGGCGATACGTCTTGATAATGACATGGTGGTGTTGCTCGTATCCGATCCGCAGGCTGTAAAGTCGCTTTCAGCGTTAGTGGTGCCCGTTGGATCGCTTGAAGATCCTGAGGCTCATCAGGGGC1
2099 CHIP1756 STM/STY STM2930 STY3055 ATGGCAGCCACTTTATTGGATTATGCTTTCTCCTGGTGGATGATGGCAGCCACTTTATTGGACGTTTGCGCCGTGGTGCCGGCGGCCGGATTTGGCCGCCGAATGCAAACAGAATGTCCTAAGCAGTATCTCTCAATCGGTAATAAAACCATTCTGGAGCACTCAGTTCATGCGCTGCTGGCGCATCCTCGGGTGACACGCGTTGTTATTGCTATCAGCCCTGGCGATCATCGCTTTGCCCAACTTCCGCTGGCGAATCATCCGCAAATCACCGTTGTGGATGGCGGCAACGAACGCG1
2100 CHIP1772 STM/STY STM2919 STY3044 ATGATACCTACTGAGCGTCGACATTATTGTTTGGCCATCAGCAGTTGATACCTACTGAGCGTCGACAAATCATTCTTGATATGGTAGCGGAGAAAGGCATCGTCAGTATCGCTGAACTGACCGAGCGCATGCATGTATCCCACATGACTATCCGCCGTGACTTACAAAAACTGGAGCAGCAAGGCGCGGTAATCCAGGTCTCTGGCGGCGTGCAATCATCGACTCGCGTGGCGCACGAACCCTCGCATCAGATCAAAACCGAACTGGCGACGCCGCAGAAAGCGGCAATTGGCAAACTGG1
2101 CHIP0377 STM/STY STM1114 STY1150 ATGATGATTTTGTTCAGGCGGTTATTGGGTTATTCCTTTCGCTTTTTTCATGATGATTTTGTTCAGGCGGATACTGTTCTGCCTGTTATGGCTTTGGCTGCCCGTCTCCTGGGCGGCGGAAAGCGGCTGGCTGCGTTCGCCCGATAACGACCATGCCAGCATACGGCTACGTGCCGATACGTCCGCTAACGGTGAGACCGGCTGTTGCTGGATGTCAAACTGGAAAACGGCTGGAAAACTACTGGCGCGCGCCGGGGGAAGGGGGCGTGGCACCTCTATCGCCTGGAAAGGCGACATGCCTGAGG1
2102 CHIP0759 STM/STY STM0088 STY0103 ATGGCAACTTATCTCATCGGCTTAGGCGTTGACCGCTTCGATGGCAACTTATCTCATCGGCGACGTTCACGGTTGCTACGACGAACTGATCGCCTTATTACAGCAAGTGGAATTTACGCCAGACACAGACACTCTGTGGCTGACTGGCGATTTGGTCGCCCGCGGTCCCGGTTCGCTGGACGTGTTACGCTACGTCAAATCGCTTGGCAATAGCGTGCGTTTGGTGCTGGGGAATCACGATTTACACCTGTTGGCCGTATTCGCCGGGATTAGCCGCAACAAACCTAAAGACCGGC1
2103 CHIP0052 STM/STY STM3930 STY3625 ATGGCAGAGAAAAAACCGGATTATTCCCCCACCTTGTGGATGGCAGAGAAAAAACCGGAGCTACAGCGTGGGCTGGAAGCTCGTCATATTGAATTGATTGCCCTCGGGGGCACCATCGGCGTCGGACTCTTTATGGGCGCCGCCAGTACGCTGAAATGGGCGGGCCCGTCAGTGCTGCTGGCGTATATCATCGCCGGATTGTTCGTCTTTTTCATCATGCGTTCGATGGGGGAGATGCTCTTTCTGGAACCTGTTACCGGCTCCTTTGCCGTGTACGCCCACCGGTATATGAGTC1
2104 CHIP0068 STM/STY STM3913 STY3641 ATGAATTCCACCTCGTTGTATGCTTAGCGAACGTCCAGCGGATGAATTCCACCTCGTTGTATGCCGCCATTGATCTCGGTTCCAATAGTTTTCATATGCTGGTCGTGCGCGAGGCGGCGGGAAGCATCCAGACGCTGACCCGAATAAAACGCAAGGTGCGTCTGGCCGCGGGTCTGAACAACGACAACCACCTTTCGGCCGAAGCGATGGAACGCGGCTGGCAATGCCTGCGTCTGTTTGCTGAACGTTTGCAGGATATCCCGCAGCCGCAAATCCGCGTGGTTGCCACCGCAACAT1
2105 CHIP0092 STM/STY STM4151 STY3734 ATGGCTTTAAATCTTCAAGACAAACATTACGCAGCTTCTTTTGCATCATGGCTTTAAATCTTCAAGACAAACAAGCGATTGTTGCTGAAGTCAGCGAAGTAGCCAAAGGCGCGCTGTCTGCAGTAGTTGCGGATTCCCGTGGCGTAACTGTAGATAAAATGACTGAACTGCGTAAAGCAGGTCGTGAAGCTGGCGTATACATGCGTGTTGTTCGTAACACCCTGCTGCGCCGCGTCGTTGAAGGTACTCAGTTCGAGTGCCTGAAAGACACGTTTGTTGGTCCGACCCTGATTGCATACTCTA1
2106 CHIP1711 STM/STY STM1815 STY1945 ATGGCACGCATTATTGTTGTTACTTATCCTCCGAACAGGCGTATGGCACGCATTATTGTTGTTACTTCGGGTAAAGGGGGCGTTGGCAAGACCACCTCCAGCGCGGCCATCGCTACAGGTTTGGCCCAGAAGGGAAAGAAAACTGTCGTCATTGATTTTGATATCGGACTGCGTAACCTCGATCTGATTATGGGGTGCGAACGTCGTGTCGTTTACGATTTTGTAAACGTCATTCAGGGCGATGCGACACTGAATCAGGCGCTGATCAAAGATAAGCGTACTGAAAATCTCTTCATTC1
2107 CHIP1705 STM/STY STM1841 STY1971 ATGCGTTTGATCATTCGCTTAGCCATTATCCACCACGGATGCGTTTGATCATTCGCGCAATTGTATTGTTTGCCCTGGTGTGGATAGGCCTGCTGATGAGCGGCTATGGCATCCTGGTGGGAAGTAAAGTGAACGCTGCGGGGCTGGGTTTACAGTGCCATTACCTGACCGCACGCGGCACCAGCACGGCGCAATATCTCCATACCAACAGCGGCATTATTGGCTTTTCCGACTGTCCCATTTTCAGAAAAATCGCCACCGTGGTGGATAATGGCTAA1
2108 CHIP0894 STM/STY STM1920 STY2129 ATGACCGGTATGAGTAATGTAAGCATTACGCGACGTGTGATGCATGACCGGTATGAGTAATGTAAGCAAACTGGCCGGCGAGCCGTCAGGTCAGGAATTCCTGGTGTTTACACTGGGAAATGAAGAGTACGGCATCGATATCCTGAAAGTGCAGGAGATCCGTGGCTATGACCAGGTGACGCGCATCGCCAATACACCGGCCTTTATAAAAGGGGTGACTAACCTGCGCGGCGTGATTGTCCCCATTGTCGATCTGCGCGTGAAATTCTGCGAAGGCGACGTTGAGTACGATGACAATA1
2109 CHIP0910 STM/STY STM4190 STY4407 ATGGAACTGCTTTTATTAAGTAACTCGACTTAAAAGCGATGACCCGCTATGGAACTGCTTTTATTAAGTAACTCGACGCTGCCGGGTAAGGCCTGGCTGGAACACGCTCTGCCGCTGATAGCGAATCAATTGAACGGTCGACGCTCAGCCGTGTTTATTCCGTTTGCCGGCGTCACGCAAACATGGGACGAGTACACGGATAAAACCGCAGAGGTGCTTGCGCCATTAGGGGTAAACGTCACAGGGATTCATCGTGTCGCCGATCCGCTTGCGGCGATTGAGAAAGCGGAAATCATTATTGTCG1
2110 CHIP0934 STM/STY STM0432 STY0471 ATGATGAACCGTATTCACGCTGTTACCCCAGGTAAATCCGCCATGATGAACCGTATTCACGCTGTTATTCTCGACTGGGCGGGCACCACCGTCGATTTTGGCTCCTTCGCGCCGACGCAAATTTTCGTTGAGGCGTTCCGTCAGGCATTTGATGTGGAGATCACCCTCGCTGAAGCACGCGTGCCAATGGGGCTGGGTAAATGGCAACACATTGAAGCGCTGGGAAAATTACCTGCTGTTGACGCGCGCTGGCAGGCAAAGTTTGGCCGCTCCATGAGCGCAGCAGATATTGATGCCA1
2111 CHIP1785 STM/STY STM4043 STY3831 ATGATCCGCAAAGCCTTTGTTACTGCAGATAGAACACCTCTTTTAGCATGATCCGCAAAGCCTTTGTGATGCAGGTAAATGCCGACGCGCACGAGGAGTATCAGCGTCGTCATAACCCAATCTGGCCGGAGCTGGAAGCCGTATTAAAATCTCACGGCGCGCATCACTACGCGATTTATCTCGATCAGGAGCGCAATCTGCTGTTCGCCACCGTTGAGATTGAATCCGAGGAGCGCTGGAACGCCGTTGCCAGCACCGACGTTTGCCAGCGTTGGTGGAAACATATGCGTGACGTTATGCCCG1
2112 CHIP0023 STM/STY STM3964 STY3595 ATGATCGAAATTAAACATCTGAAAACATTACAGGCGCGGCTGTGAATGATCGAAATTAAACATCTGAAAACACTCCAGGCATTGCGGAATAGTGGATCGCTGGCTGCCGCGGCGGCGGTGCTGCACCAGACCCAATCCGCTCTGTCTCATCAGTTCAGCGATCTGGAACAACGCCTTGGCTTCCGCCTGTTCGTGCGTAAAAGCCAGCCGCTGCGCTTTACGCCGCAGGGGGAAGTTCTGCTGCAACTGGCAAACCAAGTGCTGCCGCAAATCAGCCGTGCGCTGCAGGCGTGCAACGAAC0
2113 CHIP4464 STM/STY STM0610 STY0658 ATGGATTCAATCTATGAATCACTGACGTTACTCATATTGATATTCTCGTTTTAATTCAGCATGGATTCAATCTATGAATCACTGACGGAATTAGAAAAAACAGGGCTTACATTGCGTGATTTTTTTAATTCTCATGATAGTCGTTCACTGAAATCTGCCTACGTGAGATTAAATCCCACTGCTGCGGTAAACCTTACCGATCGGGCGTGGCTGGAGGCGGAGTATGACTTTAATGCGCTATTCGTCGGTCCTGGCAAGCTGCTGGCTGCGCCTTTCGCTTCAGTGTATCTGGAAGATGATGCGCTGGTGATGGGAA1
2114 CHIP2856 STM/STY STM1733 STY1318 ATGAGCGTTCTTAACCCATGCTTAATTTGCGGGCAATTGTACCATGAGCGTTCTTAACCCATGCATGACATGCGGTGCCTGTTGTGCCTATTTTCGTGTCTCCTTTTATTGGGCTGAAGGCGACGATGCCAGCGGACGCGTTCCGGCGTCATTAACCGAGCCTGTTACCCCTTTTTTACGTTGTATGGCCGGTACCAACCAAAAACAGCCGCACTGTAAAGCGCTAATTGGCACGCCGGGTGAAAACGTCAGTTGCGCTATTTATGAAAACCGCCCTTCAACCTGTCGCGAATTTTCGA1
2115 CHIP2776 STM/STY STM1577 STY1488 ATGAGTAAACTGTTGGATCGCTTTCTTATTTTTTCGCCTCCTGTACCTGATGAGTAAACTGTTGGATCGCTTTCGTTACTTTAAACAAAAAGGCGATACCTTTGCCGACGGCCATGGTCAGGTGATGCATACCAACCGCGACTGGGAAGACAGTTATCGCCAGCGCTGGCAGTTTGATAAGATCGTGCGCTCAACCCACGGCGTCAACTGCACGGGCTCCTGTAGCTGGAAAATTTATGTCAAAAACGGTCTGGTGACGTGGGAAACCCAGCAAACCGACTACCCGCGCACGCGTCCCGATTTAC1
2116 CHIP2792 STM/STY STM1609 STY1455 ATGCGTAATCACAAGCAGAGCTTACGAACGGTCATTTTTTTCCTATGCGTAATCACAAGCAGAGCGATCGCGTGCTCAATCTGCCTGCGGGCTATTTTGGCATCGTCCTTGGCACTATCGGTATGGGATTCGCCTGGCGTTATGCCAGCCAGATATGGGGAATAAGCCACTGGCCCGGCGACATCATGGTGATCCTGGCGATGATTATTTGGGCACTCTTGACCCTGGCGTTCCTTAGCCGTCTGGTGCGCTTTCCCCATAGCGTGATGGCTGAAGTGCGACATCCGGTAATGAGCAGTT1
2117 CHIP2808 STM/STY STM1631 STY1439a ATGCCATTGAGTGTTGGACATTATTCAGTGGAATAATGATGAGCTATAAAACATGCCATTGAGTGTTGGACAGGGTTATTTCACATCATCTATCAGTTCTGAAAAATTTAATGCGATAAAAGAAAGCGCACGCCTTCCGGAATTAAGTTTATGGGAGAAAATCAAAGCATATTTCTTTACCACCCACCATGCAGAGGCGCTCGAATGTATCTTTAATCTTTACCACCATCAGGAACTGAATCTAACACCGGTACAGGTTCGCGGAGCCTACATCAAACTTCGAGCCTTAGCGTCTCAGGGATGTAAAG1
2118 CHIP2832 STM/STY STM1670 STY1394 ATGGCTTCTTCTGCTACACCTGTTAGCGACGGATAGCGCGATGGCTTCTTCTGCTACACCTGCTTCTGTTGGTCACCGTCCTGTGGCAACTACTAATGCAAAAAAAATAGAAGTGTCTGGGGAACTGACGACCGGTTCAACCCTCCAGATAGCGGATGTTTTTATTAGGGATGAGGATGGGGATCCCTTATCGCTGGATAAAATGAATAATGCCGACGATATTAAATGGTATCTGGTGGATAATGAGGCCGCCGATCCTTCTGGAACCCCGGCGGCAACCGGGACGGCTTTTACCA1
2119 CHIP4387 STM/STY STM0476 STY0520 ATGAACAAAAACAGAGGGTTAACGCTTAAGACCTGGGCTGAGCAGATGAACAAAAACAGAGGGTTAACGCCTCTGGCGGTCGTTCTGATGCTCTCAGGCAGCTTAGCGCTAACAGGATGTGACGACAAACAGGACCAGCAAGGCGGCCAGCAGATGCCAGAAGTTGGGGTTGTCACACTAAAAACGGAACCACTGCAAATCACAACTGAACTTCCGGGTCGTACCGTTGCTTACCGTATCGCCGAAGTTCGCCCGCAGGTAAGCGGCATTATCCTGAAGCGTAATTTCGTTGAGGGAAGTG1
2120 CHIP1143 STM/STY STM1543 STY1519 ATGAAAAGAAAAACAATGGGATGGTTAATGAACACAGCTTTGACTTTCATTGATGAAAAGAAAAACAATGGGATGGCTTATCGTTTTTCTTCTATTTATAGTTTACATGCTCAACTATATGGATCGTTCAGCATTGTCGATAACTGCCCCCTTGATCGAAAAGGAGTTAGGATTTAACGCCGCGGAGATGGGGATGATCTTCAGCGCGTTTTTTATCGGATACGCCCTGTTTAATTTTATTGGTGGCTGGGCCAGCGATAAAGTTGGGCCAAAAACGGTTTTTCTCATCGCAGCGTTACTATGGTCTG1
2121 CHIP1159 STM/STY STM1527 STY1534 ATGACAGTGCTTTTTCACCAGCTTAGGTCAGTTGATAGCGTTTATCCATGACAGTGCTTTTTCACCAGCTGAAGATAATCATGATCGTTAGACCACAACAGCACTGGATTCGCCTGATATTTGTCTGGCATGGTTCCGTGTTATCTAAAATCTTTTCACGACTACTCCTTAACTTTCTTCTTTCTATCGCCGTTATTATCATGCTGCCCTGGTACACAATGCTGGGTATTAAGTTTACCCTTGCGCCGTTTAGCATACTGGGCGTCGCTATCGCCATTTTTCTTGGGTTTCGCAATAATGCCT1



2122 CHIP1183 STM/STY STM0979 STY0979 ATGAAAAATAAATCATTACTACTGGCGGTTACTTTTTATCTTCGGCAATTCTGTCATGAAAAATAAATCATTACTACTGGCGGTGGCGATTTCCGCCACGCTACTGGCAGGATGTAAAAATGGCGTGAATGGCAATTTAATCGCCAGTTCAGGCATGTCAACCTACAAAGCCGCCACACTGTCCGATGCGGATGTTAAGGCATTATCTAATAATGCCTGTAAACAAATGGACAGCGAGAATCAACTGGCAGGTTCGAAAAGCAAATACACCAAACGTCTGAGCAAAATCGCCAAAGCGCTGGGTAACAACA1
2123 CHIP4467 STM/STY STM0615 STY0663 ATGAAAGCATTGACGTATCACGGTTAGACAACGCCGCCTGGATGAAAGCATTGACGTATCACGGTCCACATCACGTAAAGGTTGAAAACGTACCCGATCCCGGCATTGAGCAGCCTGACGATATCATTTTGCGTGTTACCGCCACCGCGATTTGCGGATCTGATTTGCATCTCTATCGCGGCAAGATCCCACAGGTAAAACATGGTGATATTTTCGGCCATGAATTTATGGGCGAGGTGGTGGAAACCGGACATGATGTGAAGAATATTCGGAAAGGGGATCGGGTCGTTATCCCGT1
2124 CHIP2859 STM/STY STM1740 STY1311 ATGGAAATGGATCTGAACAATCGTTATTCGCGCCAGAGAATATGGATGGAAATGGATCTGAACAATCGCCTGACTGAAGACGAAACGCTTGAGCAGGCTTACGATATTTTTCTTGAGCTGGCGGCGGATAATCTTGATCCGGCTGATATCATTCTGTTCAATTTGCAATTCGAGGAGCGCGGCGGCGCGGAGTTGTTTGATCCCGCTGAAGACTGGCAAGAGCACATCGATTTTGACCTGAATCCAGACTTTTTTGCCGAGGTGGTAATTGGCCTGGCGGATACCGAAGACGGCGAAATTA1
2125 CHIP2757 STM specificSTM1550 ATGACTTATAAGCTGGCATTTAACGATTAGCTTCTGTGTCGTGTCATTTTGATGACTTATAAGCTGGCATTTAACGAATCAGCACTAAAAGAGTGGAAAAAACTGGGTCATACCATACAGGAACAGTTTAAAAAAAAGCTAAGGGAACGGCTTGAAAACCCTCGGGTTCCGGCTTCTCAATTACATGGAAGAAAGGATCAGTACAAAATTAAGCTGCGTGGTGCAGGATACAGGCTGGTGTACAGCGTCGAAGATGAAATTATCACGGTAACTGTCATTGGTGTTGGAAAGCGTGAAAATGATGCCG1
2126 CHIP2773 STM specificSTM1571 ATGGTTGGGTTAATTCGCGTTAGCGCCGCCGCGTTGCATGGTTGGGTTAATTCGCGGCGTCAGCGAAGGTCTCGGACCGGTAGGCGGCGCAGCCATGATCTATTCATTAAGCGGTCTGCTGCTGATTTTTACCGTCGGATTACCTGATATCCGCCGTTTCCCGGGGCGATACCTCATCGCAGGCAGCGTACTGTTTGTCAGTTATGAAATATGCCTGGCGCTTTCTCTCGGTTATGCCGCCACTCGCCATCAGGCTATCGAAGTCGGCATGGTTAACTATTTATGGCCCAGCC1
2127 CHIP2789 STM/STY STM1604 STY1460 ATGCGCCAGCAACCTCACTTAAACGCCCCTGCGCTTATGCGCCAGCAACCTCACTATCTCGAATTGTTAAGTCCGGCCCGTGACGCCGCAATTGCTCGCGAAGCGATTTTGCATGGCGCAGATGCCGTCTACATCGGCGGACCCGGTTTTGGCGCACGTCATAACGCCAGTAACAGTCTGCGCGATATCGCCGATCTGGTTCCGTTTGCTCACCGTTACGGCGCCAGGATTTTTGTCACGCTGAATACTATTCTGCATGATGATGAGCTGGAGCCCGCGCAGCGGTTAATCA1
2128 CHIP2813 STM/STY STM1638 STY1433 ATGAAGCATACACAACAATCAGGCTTACGATGAGCGTGGCGTATGAAGCATACACAACAATCAGGCGCAAAAGTCTATAACCCATTCACGCTTAGCTTATATGACTGGTGGGTACTCAATATCTCAAACAAATATGCCTGGAAGTGTCCTACTGATACGCGACTACTTCCTTTCTTCCTGCATCACATGGGCGAGACTCACCTGGATATTGGCGTAGGTACAGGTTATTACCTGAAACATGCACCTGCGACTCATGCCATTTCGCTGATGGATTTAAATCCGGATAGCCTGAAAATAG0
2129 CHIP2933 STM specificSTM1896 ATGGCCATTGAGCAACAAGCTTATTGGAAGGACTGCTGGCAATGGCCATTGAGCAACAAGCTATCGCCTATACTGTCAGCCAAAAGTGGGACAAGCTGGACGCTATGTTTCAGGAATACAATACCGGATTCCCGACAACCAGCGGCGGAACTCATAAACTGGTTATCGCATGGGGAGGGATCTATAATCTTTTTTCAGTAGATGTTTCCGACAATGGTATTTCTGGCGTGGCAAAAGAGTGGCTTAAAGCAAACCCCAAATCCACGGGTGCAAGGCTGCTGCAAGCAATGGTTTTTG1
2130 CHIP1130 STM/STY STM1878 STY2084 ATGTTGCGGATTATAGACACGGTTATTGTGGTGTTCCATTGCTGATGTTGCGGATTATAGACACGGAAACCTGCGGGCTGCAGGGCGGGATCGTAGAGATAGCCTCTGTTGATGTCATTGATGGCAACATTGTCAATCCCATGAGTCACCTGATACGCCCCGATCGCCCTATTACGCCGCAGGCGATGGCGATACACCGTATTACCGAAGCCATGGTCGCCGATAAGCCGTGGATTGAAGATGTCATACCGCTTTATTACGGTAGTGAGTGGTATGTCGCTCACAATGCCAGTTTCGACA1
2131 CHIP4200 STM/STY STM2973 STY3112 ATGGCGAACAGAATGATTCTGATTACCAGGCGGTATGATACAGTTCATGGCGAACAGAATGATTCTGAATGAAACGGCATGGTTTGGCCGGGGAGCGGTGGACGCATTAACCGATGAGGTGACGCGCCGCGGTTATCATAAAGCGCTGATTGTTACCGATAAAACGCTGGTGCAATGCGGTGTGGTCGATAAAGTGACAAGCAGAATGGATGCCGCAGGGCTGGCGTGGGAGATCTATGCGGGCGTGATCCCTAATCCTACGATTTCCGTTGTCCAGGAAGGGCTTAAGGTCTTTACCCAAA1
2132 CHIP4224 STM/STY STM3021 STY3166 ATGCAACATGACGCCATACATTATGCACTAACGCGCTGATGCAACATGACGCCATACAACGTCGCTCGCTGCCGGAGCGTATTTTCCATGCTGTCTGTTTTGAAGGTATTGCGACTGCGATACTGGCGCCAACGACCGCCTGGCTAATGCAGCGCTCGGTGCTGGAGATGGGCGGCCTGACGATATTGCTGGCAACGACGGCCATGATCTGGAATATCATTTATAACGCTCTGTTTGATCGACTGTGGCCCGCGCATCAGGTGAGACGAACCGCCAAAGTGCGCGCACTCCATG1
2133 CHIP4240 STM/STY STM3062 STY3218 ATGGCAAAGGTATCGCTGGTTAGTACAGCAGACGGGCGATGGCAAAGGTATCGCTGGAGAAAGATAAAATTAAATTTCTGCTGGTTGAAGGGGTGCATCAAAAGGCGCTGGAAAGCCTTCGTGCGGCAGGTTACACCAACATTGAATATCACAAGGGCGCGCTGGACGCTGAACAGTTGAAAGCGTCCATCCGCGATGCCCACTTCATCGGTCTGCGATCCCGTACTCATCTGACAGAAGAAGTGATTAACGCCGCAGAGAAGCTGGTGGCGATTGGCTGTTTTTGCATCGGCA1
2134 CHIP4256 STM/STY STM3093 STY3246 ATGTACCGTAATTTTTCTTTTGCCGTTAGCTCTTTCGCGCCTGATGTACCGTAATTTTTCTTTTGCCGCTGCGTTGCTGGCCGCAGCGTTTTCAGGCCAGGCCCTGGCCGATGGCATTAACAATTTTTCTCAGGCCAAAGCGGCGAGCGTCAAAGTCAATGCTGACGCGCCCGGCAGCTTTTACTGCGGGTGCCAAATCCGCTGGCAGGGTAAAAAAGGCGTCGTAGACCTGGAGTCCTGTGGCTATAAGGTGCGTAAAAACGAGAATCGCGCCAGACGCATTGAGTGGGAGCACGTTG1
2135 CHIP4368 STM/STY STM0445 STY0487 ATGATGGCGGGAATTTTTACCTTAACGGGCGTTTTGCTTGATGATGGCGGGAATTTTTACCTATCACGTTTTAAGCGTCATTGAGAGCCTGAATATGTTAAAAAAACTTCTCTTTCCGTTAGTCGCTCTGTTTATGCTGGCAGGATGCGCCACACCGCCGACGACCATTGACGTCGCGCCGAAGATCACCTTGCCACAGCAGGACCCGAGCCTGATGGGCGTCACCGTTAGCATTACCGGCGCGGACCAACGCCAGGATCAAGCGTTAGCGAAAGTCACGCGTAACAACCAGCTGG1
2136 CHIP2464 STM/STY STM3581 STY4230 ATGATAGAAAAGAAAACATGTTGTAAAAATGCTTACGACGATGATGCGGCATGATAGAAAAGAAAACATGTTGTAAAAATGCGGTGATACTCATGCCCGAACCCGTCGCTGAACCGGCGCTAAACGGATTGCGCCTCAATCTGCGTATTGTCTCCATTGTGATGTTTAACTTTGCCAGCTACCTGACCATCGGCCTGCCGCTCGCCGTCTTGCCCGGCTATGTGCATGATGCGATGGGATTCAGCGCGTTCTGGGCGGGGCTTATTATCAGCCTGCAATACTTCGCCACTCTGTTAAGCCGTCCCC1
2137 CHIP2482 STM/STY STM3618 STY4182 ATGTGTGCGGCGGTAATAGGTTACTCATGGTCAGGGTCGAGAATGTGTGCGGCGGTAATAGGATTAAGCGCGTTTCCTGCTTTCATGACGGCGGCGGCGCCTGCTACGCCGCCATTGATAAATGCTGAACCCACCGAGCCTGCGCCGTCGCCCGCAACTGAGGCGCCCGTCGTGGCGCAGACCGCGCCTTCGCGCGAGGTCAAGCTGACCTTTGCGCAAATCGCGCCGCCGCCGGGTAGTATGGCGCTGCGTGGCGTTAACCCTAACGGCGGCATTGAATTTGGTATGCGCAGCGATG1
2138 CHIP2506 STM/STY STM3676 STY4120 ATGCGTAATCATCCATTAGGTATTTACGTTAACATGTGAAACCTCCTTCCTGATGCGTAATCATCCATTAGGTATTTACGAGAAAGCACTGGCGAAAGACCTCAGTTGGCCAGAGCGGCTGGTGCTGGCAAAAAGCTGCGGTTTTGATTTTGTCGAGATGTCGGTGGATGAAACCGACGAACGCCTTTCTCGCCTGGAGTGGACGCCAGCCCAACGCGCATCGCTGGTGAACGCGATGCTGGAAAGCGGCGTCGCTATCCCGTCAATGTGTCTCTCCGCCCATCGCCGTTTCCCTTTTGGCAGCCGCG1
2139 CHIP2522 STM/STY STM3704 STY4091 ATGTCGGTTTCTAAAAAACCTATGGTTTATTCCACGATGAACAGCGGATGTCGGTTTCTAAAAAACCTATGGTACTGGTGATTCTGGATGGCTACGGCTACCGTGAAGAACAGCAGGATAACGCTATCTTAAACGCCAAAACCCCGGTGATGGATGCTCTGTGGGCAAAACGTCCGCATACCCTGATCGACGCATCCGGTCTGGAAGTGGGTCTGCCTGACCGCCAGATGGGCAACTCCGAAGTGGGCCACGTTAACCTGGGCGCAGGCCGCATCGTTTATCAGGACCTGACGCGTCTGGACG1
2140 CHIP4195 STM/STY STM2961 STY3099 ATGACAACGCAATCCAGTCCTTAGTGACGACCAAAAACAGGGATGACAACGCAATCCAGTCCCGTTATTACGGACATGAAGGTCATTCCGGTTGCCGGACATGACAGTATGCTACTCAACATCGGCGGCGCGCATAACGCGTACTTCACCCGTAACATCGTCATCCTCACCGATAACGCCGGGCATACTGGCGTCGGCGAGGCGCCGGGCGGAGAAGTGATTTATCAGACGCTGGTCGATGCTATTCCGATGGTATTAGGCCAGGAAGTCGCCCGCCTGAACAAAGTGGTGCAGCAGG1
2141 CHIP4211 STM/STY STM2991 STY3129 ATGTCGGGAGCCAATTCATTAACTTCTTCTCGCCAGCGATGTCGGGAGCCAATTCAGCAATCAGCCGTCGCCGTTTACTACAAGGCGCGGGCGCCATGTGGCTATTAAGCGTGAGCCAGGTCGGGCTGGCTGCCGTAAGCCAGGTCGTTGCGGTGCGTATCTGGCCTGCGTCCAGCTATACCCGCGTCACGGTAGAGTCGAATCGTCTGCTGAAATATAAACAATTTGCCTTAAGTAACCCGGACCGCGTGGTAGTAGATATTGAGGATGTGAATCTGAACTCGGTGCTTAAAG1
2142 CHIP4235 STM/STY STM3040 STY3196 ATGTCTGAACAAAACGCACAGGTTATTTCACCGGACGCATCGATGTCTGAACAAAACGCACAGGGCGCTGACGAGGTAGTCGATCTTAACAATGAAATGAAGGCACGTCGCGAGAAGCTGGCTGCACTGCGTGAGCAGGGTATCCCGTTCCCGAACGATTTCCGTCGTGACCGTACCTCAGACCAACTGCACGCAGAGTTTGACGCGAAAGAAGCTGAAGAACTGGAAGCGCTGAATATTGAAGTGTCCGTCGCGGGCCGTATGATGACTCGCCGTATTATGGGTAAAGCCTCTTTTG1
2143 CHIP2469 STM/STY STM3588 STY4215 ATGGAAAGGTTTGATGCCGTTAGCGTTTTGCCGCCAAGTGGAAAGGTTTGATGCCGTTATTATAGGCGCTGGCGCAGCGGGCATGTTTTGCGCCGCGCAGGCAGGACAGGCGGGTAGCCGCGTGCTGCTCATCGATAATGGCAAGAAGCCAGGACGTAAAATCCTCATGTCCGGCGGTGGGCGCTGCAACTTTACTAATCTTTATGTTGAGCCTGCTGCGTATTTGAGCCAGAACCCCCATTTTTGTAAATCAGCGTTAGCCCGCTATACCCAGTGGGATTTTATCGATCTGG1
2144 CHIP4605 STM/STY STM2981 STY3121 ATGACCAGCCGTTTTATGCTGTTATTCATGGCTCGCGCCATGACCAGCCGTTTTATGCTGATTGTCGCCGCTATCAGCGGTTTTATTTACGTTGCTCTGGGCGCGTTCGGGGCGCATGTTTTGAGTAAAACCCTGGGCGTGGTTGAAATGGGCTGGATTCAGACCGGCCTGCAATATCAGGCGTTCCATACGCTGGCGATCTTTGGCCTGGCGGTGGCGATGCAGCGCCGTATCAGCATCTGGTTTTACTGGAGCAGCGTTTTTCTGGCGCTGGGCACGGTGCTGTTTAGCGGCA1
2145 CHIP4621 STM/STY STM4312 ATGGATACACAACCGTCCGCTTAGGCATGATTTTCTTCATCAACAATGGATACACAACCGTCCGCCGAACCAACGTTGGGATCGACTGTTAGCAGTCTGGATAACACCGTCACCCTTAAGGGAGTCGTGGAGGCGCATCAGGATATTCAGGTGAAGGTCACGGTCAACGATACGGACTATACCGCCAGTGGAACATTTACAGGCACATCGCCGACGAAAAACCCGGTTAACAAGAGTTCCGGCGTAGATGAAATGATTTCGCTTAGCGAGGCGACATGGCATTCGGTAAGTGTTGATGAAG1
2146 CHIP2533 STM specificSTM3745 ATGAAAAAACGTTGCCGTCATTATTCGCCGCGCGACAGATGAAAAAACGTTGCCGTCAACCTGAAACCCTGCGTGAACGCTGCCGTCATATTTTTGGCGATGAGCCGCCGGTTCTTAACGTGTGGGAAGCGGAGTTTGACTATGCCGATGCTGAGTTGCAGGCGCTGGCGGCGACGGACTGGCGGCAGATTACCGATTGGCATCTGAGCGTTTATTATGTGCTGAATCTGGTTTACCACGAACCGATGCAGCCGGAATTGTTTCGTTATCTGTTTCCGCTGTGCCTTGCCTGTT1
2147 CHIP4294 STM/STY STM3177 STY3354 ATGCGAATTTTACTGGTAGAAGATGATTATGCGTCACCCAGGGTATGCGAATTTTACTGGTAGAAGATGACACACTTATTGGCGATGGCATAAAAGCGGGCCTGAGTAAAATGGGTTTCAGCGTCGACTGGTTTACCGAGGGACGTCCGGGCAAAGAGGCGCTTTACAGCGCGCCTTATGATGCGGTTATTTTAGATTTGACGCTGCCAGGCATGGACGGACGGGATATTTTGCGCGAATGGCGCGAAAAGGGTAAACAGGAACCGGTACTGATCCTGACGGCGCGCGACGCGTTAGCAG1
2148 CHIP4222 STM/STY STM3016 STY3160 ATGGTCTCTATTAATCATGACTCTGCTTTAACTTACACGCCAATATTTCTTAGCTTCTCATGGTCTCTATTAATCATGACTCTGCTTTAACGCCGCGTTCGCTTCGCGACACACGACGTATGAATATGTTTGTTTCGGTTTCTGCAGCGGTAGCGGGACTGTTATTTGGTCTGGATATCGGCGTTATCGCCGGGGCGCTGCCTTTTATTACCGACCATTTCGTACTGACCAGCCGGCTGCAGGAATGGGTCGTCAGCAGCATGATGCTTGGCGCGGCAATTGGCGCATTATTTAACGGCTGGCTTTCATTCCGGC1
2149 CHIP1644 STM/STY STM2214 STY2450 ATGGTCAAATCTCAACCGATTTTGTTAACTGCGGCTCAGAACTCGATGGTCAAATCTCAACCGATTTTGAGATATATTTTGCGCGGGATTCCTGCGATTGCAGTTGCGGTTCTGCTTTCTGCTTGTAGCACAACCACCAATACCGCAAAGAATATGCATTCTGAGACGCATGCTGTGGGCAATAGCGATAGCTCTTCACTGCAAGCCTCTCAGGATGAATTTGAAAATATGGTGCGTAACCTCGACGTTAAGTCGCGGATTATGGATCAGTATGCTGACTGGAAAGGCGTGCGTTACCGCC1
2150 CHIP1660 STM/STY STM2096 STY2306 ATGAATATCTTACTTTTTGGTAAGACAGGGTTAGATGGTTGTCGTCGTAAACATTTCATGAATATCTTACTTTTTGGTAAGACAGGGCAAGTAGGCTGGGAGTTGCAACGTTCTCTGGCACCGGTAGGGAATCTGATTGCCCTGGATGTCCATTCAAAAGAGTTTTGCGGTGATTTTAGTAATCCGAAAGGCGTTGCCGAAACCGTTCGTAAGCTTCGTCCCGATGTGATTGTTAACGCAGCAGCCCATACTGCAGTAGATAAAGCAGAGTCTGAACCAGAACTGGCGCAGTTACTTAACGCCACCAGTGTGG1
2151 CHIP1676 STM/STY STM2158 STY2388 ATGATTAAAGTGCTGATTGTGGATGTTACAGGCCAATCGCCTCTATGATTAAAGTGCTGATTGTGGATGATGAGCCGTTAGCGCGGGAAAATCTGCGGATTTTGCTCCAGGGGCAGGATGACATTGAGATTGTGGGAGAGTGCGCGAACGCGGTAGAAGCGATTGGCGCGGTACATAAGTTGCGACCTGATGTGCTGTTTCTGGATATTCAGATGCCGCGTATCAGTGGACTGGAGATGGTAGGAATGCTTGATCCGGAACACCGCCCGTATATCGTTTTTTTAACCGCGTTTGACGAAT1
2152 CHIP1892 STM/STY STM0940 STY0936 ATGTCGCGGATTACGATCATTAGCGTTTGAATGTGGCCGATGTCGCGGATTACGATCATGACACAGCTTACAGATAATACCTGGTACACTTCAGATTACATCTCTCCTTTACAATTATTTATTCGTCTGACGCGCGGGCAATTACAGCCAGGAAAATTCTGGCGTAAAGCCAGCTTTCGTCGCAAGTTTTTAATCCGCTCATTAGTCATGCCGCGTGCGACCAGCCAATTACTGACCAATCTCACCCAATGGCCGGAGTTAAATACGTTACTTGCTCGTCAGCCGCGTTTGCCTA1
2153 CHIP2100 STM/STY STM3662 STY4136 ATGTTTGATAAACGTCACCGTATCATTACAACAACGCTTCACTATGCTGATGTTTGATAAACGTCACCGTATCACTCTGTTATTTAACGCGAATAAAGCCTATGACCGTCAGGTAGTGGAGGGGGTGGGTGAATATTTACAAGCCTCGCAATCCGAATGGGATATATTTATTGAGGAAGATTTCCGTGCCCGTATCGATAACATTAAAGAGTGGTTAGGCGACGGCGTTATTGCCGATTACGATGATGACGATATCGCGCAATTATTGGCCGATGTCGACGTACCCATTGTCGGGGTCGGCGGTT1
2154 CHIP1932 STM/STY STM4317 STY4517 ATGCCAGCCGCAAACAGTTTATTTTTCCTGCTCCCACGATGCCAGCCGCAAACAGTATGGCGATGAAACGCGAAACCCTGAACCTGCGTATCAAACCCGCCGAGCGCGATCTTATCGATCGAGCGGCGAAAGCCAGAGGGAAAAACCGCACAGACTTTGTGCTGGAAGCTGCCCGCGCTGCCGCAGAGGAAGCGCTTATCGAACAACGCATCATTATGGCCGATCCAGAGGCTTATCAGGAGTTTCTCGTTCGTTTGGATCAAACACCTTCACCTAATGCCGCACTGCGTAAAA1
2155 CHIP2086 STM/STY STM3706 STY4089 ATGCCTCAGTTTCGTCGCTTAATCTGTCTTAGCGCTCACGTTGCCTCAGTTTCGTCGCTCCATTCTCACGCTGGCCACTTTGCTGGCGTTTGCACATCCCGTTTTCGCTGGCAAGCTCGCCATCGTGATTGATGATTTTGGCTATCGCCCGCACACGGAAAACCAGGTTCTGGCGCTGCCGCCAAACATCTCCGTCGCTGTACTGCCCAACGCGCCGCACGCGCGCGAAATGGCAACTAAAGCGCACAATAGCGGGCATGAGGTGTTAATCCATCTGCCGATGGCGCCGCTAAGCA1
2156 CHIP2110 STM/STY STM3596 STY4206 ATGCTCAGTTATCGTCACAGCTTTCTTACTCCGGCACGATCCAATGCTCAGTTATCGTCACAGCTTTCACGCTGGCAACCACGCCGACGTCCTTAAACATACCGTTCAGAGCCTGATCATCGAGTCGCTAAAAGAGAAAGAAAAACCGTTTCTCTATCTGGACACGCACGCGGGCGCGGGGCGTTATCAGTTGGGCAGCGAACATGCTGAACGTACCGGAGAGTATCTGGAAGGCATCGCCCGTATCTGGCAGCAGGACGATCTGCCCGCCGAACTGGAACCGTATATTAGCGTCGTAA1
2157 CHIP2126 STM/STY STM3503 STY4293 ATGAAAACGCCCCTGATCATTATTTGACGTATTCGATCGCATTGATGAAAACGCCCCTGATCACCCGCGAAGGGTACGAAACACTCAAACAAGAGCTCAATTATCTCTGGCGTGAAGAGCGCCCGGAGGTCACCAAAAAAGTGACCTGGGCTGCGAGTCTGGGCGACCGCAGCGAGAATGCCGACTATCAGTATAATAAAAAGCGCCTGCGTGAGATCGACAGACGCGTCAGATATCTGACCAAATGCATGGAAAATCTCAAAATCGTGGATTATTCCCCGCAGCAGGAGGGCAAAGTCT1
2158 CHIP2142 STM/STY STM3295 STY3473 ATGAAACTCTTCGCTCAGGGCTTACTCATAGCGTTTGTTTCCCTTTGATGAAACTCTTCGCTCAGGGCGCCACGCTCGATCTCACTCATCCGCATGTTATGGGGATCCTGAACGTAACGCCGGATTCGTTCTCCGACGGCGGCGCGCATAACACGCTGATTGAGGCGGTGAAACATGCGAATTTAATGGTGAATGCCGGGGCGACAATTATTGATGTGGGGGGGGAATCAACGCGACCAGGCGCGGCAGAAGTGAGCGTGGAAGAAGAGCTGGATCGCGTTATTCCGGTACTGGAAGCAATCG1
2159 CHIP1974 STM/STY STM4569 STY4920 ATGAAACGTGCATTTATTATGGTGCTTACAGCATGTTTTTACCGTAGTCCATGAAACGTGCATTTATTATGGTGCTGGACTCATTCGGCATCGGCGCTACTGAAGACGCGGATCGTTTTGGCGACGTAGGTTCCGACACTCTGGGCCACATCGCAGAAGCTTGCGCCAAAGGCGAAGCTGACAATGGCCGTAAAGGCCCGTTGAATCTGCCTAACCTGACTCGTCTGGGGCTGGTGAAAGCGCATGAAGGCTCTACCGGTAAAATTGCCGCCGGCATGGACGGCAACGCGGACGTTATTGGCGCAT1
2160 CHIP4483 STM specificSTM0351 ATGAAATTCACCCACTTTTTCATTGTTATGCTTGCTGATCATGCGATGAAATTCACCCACTTTTTCATTGCACGCCCCATCTTCGCCATCGTCCTGTCGCTGTTAATGCTGCTGGCTGGCGCTATCGCCTTTTTAAAACTGCCGCTGAGTGAATATCCGGCCGTTACGCCGCCCACGGTACAGGTTAGCGCCAGCTACCCCGGCGCTAACCCGCAAGTGATTGCCGATACGGTAGCCGCGCCGCTGGAACAGGTGATCAACGGCGTTGACGGCATGTTGTATATGAATACCCAGATGGCCA1
2161 CHIP2144 STM/STY STM3284 STY3465 ATGAGTCGTCCTCGTCGTCGTTACGCTGGGTACTCTACTACCAGCATGAGTCGTCCTCGTCGTCGTGGCCGCGACATTCACGGCGTTCTGCTGCTGGATAAGCCGCAGGGTATGTCCAGCAATGACGTGCTGCAGAAAGTTAAGCGCATCTACAATGCCAACCGCGCCGGGCATACCGGCGCGCTGGACCCGCTGGCGACCGGCATGTTGCCGATTTGCCTCGGCGAAGCGACAAAATTTTCGCAGTACCTGCTGGATTCTGACAAACGCTATCGTGTTATTGCCCGTCTGGGGCAGCGCA1
2162 CHIP2160 STM/STY STM3185 STY3363 ATGCGTAAATCAGACAACTTGCCTTATTTTTTCCACTCGTTTTTTAACTCATGCGTAAATCAGACAACTTGCCAGTTACTTTCACCAAAAGCGATGTAGAAATTATTGCACGGGAAACGCGCTATCGCGGTTTTTTTTCATTGGATGTGTATCGATTCCGCCATCGTTTATTCAACGGAGAAATGAGTGGCGAGGTAAAGCGCGAAATTTTTGAGCGCGGGCACGCCGCCGTCTTGCTACCCTTTGACCCTGAACGCGACGAGGTGGTGCTGGTCGAACAGATTCGTATTGCCGCATATGACACAA1
2163 CHIP2176 STM/STY STM3107 STY3262 ATGATGCGCAAAACGCTGTTACTTCAGGCTGCCAACCAATGATGCGCAAAACGCTGCTGGCGACAGTGCTAACGTTTACGGCGATGGCCGCTCATGCAGATTACAAATGCAGCGTCACGCCGCGTGACGATGTGATCCTGAGTCCACAAACGGTGCAGGTGAAAGGTGAAAACGGCAACCTGGTGATCACGCCGGACGGCAATGTGATGTACAACGGTAAGCAGTACACCCTTAGCGCCGCGCAGCGCGAGCAGGCGAAAGATTACCAGGCGGAACTGCGAAGCGCGCTGCCGT1
2164 CHIP1617 STM/STY STM2817 STY2943 ATGCCATTATTAGATAGCTTCGCATTAAATATGCAGTTCCTGCAGTTTTTCATGCCATTATTAGATAGCTTCGCAGTCGATCATACCCGGATGCAAGCGCCGGCGGTCCGGGTTGCAAAAACGATGAACACCCCGCATGGCGACGCAATCACCGTGTTTGATCTGCGTTTTTGCATTCCGAACAAAGAAGTGATGCCGGAAAAAGGGATTCATACGCTTGAGCATCTGTTTGCTGGCTTTATGCGCGACCACCTCAACGGTAACGGCGTTGAGATTATCGATATCTCGCCGATGGGCTGCCGCACCG1
2165 CHIP4517 STM/STY STM2181 STY2411 ATGAGTAAGTCACTGAATATTATCTGGCATTATTTTTTCGTTCCCTTCTGCATGAGTAAGTCACTGAATATTATCTGGCAATATATACGCGCTTTTGTATTGATTTATGCCTGTTTGTACGCAGGCATTTTTCTTGCATCACTGCTTCCTATCACTATTCCCGGCAGCATTATCGGGATGTTAATTCTGTTTGTATTGCTGGCGCTGCAAATTCTGCCGGCAAAGTGGGTTAACCCCGGCTGTTATGTGCTGATTCGTTATATGGCGTTGCTGTTTGTGCCAATTGGCGTTGGGGTCATGCAATATT1
2166 CHIP4533 STM/STY STM2220 STY2456 ATGAATACATTACAGCTCTCAATTGTTCATTAAAAAGGATTATTGTTAGAAAAAGGTTCCGTGAATACATTACAGCTCTCAATTGTTCACCGTCTGCCGCAAAACTATCGCTGGTCGGCGGGTTTTGCGGGGTCAAAGGTTGAACCGATTCCGCAAAACGGCAGAGCACCGAGAATAGTCTGGTGGCGCTTAAACTGTTGAGTCCGGCAGGCGATAGCGCGTGGTCAGTGATGCATAAGCTCAGCCAGGCGCTAAGCGATATTGAAGTTCCTTGCTCCGTGCTGGAGTGCGAAGGGGAGCCGTGCCTGTTCGTTAA1
2167 CHIP4535 STM/STY STM2222 STY2459 ATGCGACTTGATAAATTTATCGCTCTTAGCCGACGCTGGCGATATGCGACTTGATAAATTTATCGCTCAGCAGCTTGGCGTCAGCCGCGCTATTGCCGGGCGTGAAATTCGTGGTAACCGCGTTACCGTCGATGGCGACATCATTAAAAATGCGGCCTTCAAACTGCTCCCAGAACATGCGGTTGCGTATGACGGCAATCCCTTAGCGCAGCAACACGGGCCACGCTATTTTATGCTTAACAAGCCGCAGGGATACGTTTGTTCAACCGATGATCCCGATCATCCAACGGTGCTGTATT1
2168 CHIP1675 STM/STY STM2154 STY2383 ATGAACGAACAATCCCAGGCTTACACCGCGCGGAAGGCATGAACGAACAATCCCAGGCCAAATCACCAGATACCCTGCGAGCGATGGTCGCCGGGACGCTGGCGAATTTTCAGCACCCAACCCTGAAGCATAACCTCACCACGCTTAAGGCGTTGCACCACGTCGCCTGGATGGATGATACGCTGCACGTTGAGCTGGTCATGCCGTTCGTCTGGAACAGCGCGTTTGAGGTATTAAAAGAGCAATGCAGCGCCGATCTGTTACGTATTACGGGCGCAAAAGCGATCGACTGGA1
2169 CHIP4575 STM/STY STM2407 STY2648 ATGTTCAGGTCACTGATTCTGGCTTAGTGATGATGTTTGTGACCCCATGTTCAGGTCACTGATTCTGGCGGCAGCCTTGCTGGCTTTTACACCGCTTGCCGCGAATGCGGGCGAAATCACCCTGTTGCCCTCAATAAAATTACAGATTGGCGATCGCGATGATTACGGTAACTACTGGGACGGTGGTCGCTGGCGCGACCGGGATTACTGGCACAACCATTATGAATGGCGTAAAAATCGCTGGTGGCGCCATGACAACGGCTATCATCGCGGCTGGGATAAGCGTAAAGCGTATGAACGCG1
2170 CHIP1907 STM/STY STM3425 STY4373 ATGTCTCGTGTTGCTAAAGCACCTTACTTCTTCTTAGCCTCTTTGGTACGATGTCTCGTGTTGCTAAAGCACCGGTCGTTGTTCCTGCCGGCGTTGATGTCAAAATCAACGGTCAGGTTATTACGATCAAAGGTAAAAACGGCGAGCTGACTCGTACTCTCAACGATGCTGTTGAAGTTAAACATGCAGATAATGCACTGACCTTCGGTCCGCGTGATGGTTACGCAGACGGTTGGGCACAGGCTGGTACCGCGCGTGCCCTGCTGAACTCAATGGTTATCGGTGTTACCGAAGGCTTCACTAAGA1
2171 CHIP1923 STM/STY STM3472 STY4324 ATGCTCAAATCGACTCTGGCTTATGGCAGGACTTTCGCGATGCTCAAATCGACTCTGGCGGCTGTCGCAGCTGTTTTCGCTCTTTCTGCTCTTTCTCCCGCAGCGTTGGCAGCAAAAGGCGATCCTCATGTGCTGTTAACCACCTCCGCCGGGAATATTGAGCTGGAGCTGAACAGCCAGAAAGCGCCGGTTTCTGTGAAAAACTTTGTCGATTACGTCAACAGTGGTTTCTATAACAACACTACGTTTCACCGCGTTATTCCTGGCTTTATGATTCAGGGTGGTGGTTTTAACG1
2172 CHIP1939 STM/STY STM4363 STY4720 ATGGCGTGGAATCAGCCCTTATTCCCCCTGACGCTGGATGGCGTGGAATCAGCCCGGTAATAACGGACAGGACCGCGACCCGTGGGGAAGCAGCAAACCTGGCAGCAACTCTGGGGGAAATGGAAACAAAGGTGGCCGCGATCAGGGACCTCCCGATCTGGATGATATCTTCCGTAAGCTGAGTAAAAAACTCGGTGGTTTTGGGGGCGGTAAAGGCACCGGTTCCGGCGGCGGTAGCTCATCGCAAGGCCCACGTCCGCAACTGGGAGGCCGTATTGTCGCCATCGCCGCGG1
2173 CHIP0331 STM/STY STM3762 STY4024 ATGAATAATCGTCGTGGTTTAACCGTTAATCAAATACGCCATTAATAATCGCATGAATAATCGTCGTGGTTTAACCGCCGTCCTGGCGACGTTGATTACGTTTTCCCTGAGCGCTACGCCTGTGCTGGCGAATCCGGGAAATGGTAATGGCGGCGGACATGGTAATAACGCGGCTAATCAGGGTAATAACGGTAACGGACATAAAGGAAATGCCGGGCAAAAAACGGAACACCGTAAAAATGGCGGTAAACCGGATCACGTCGAGTCGGACATTAGCTATGCTGTCGCCAGGCAACTGGCAGTGAATT1



2174 CHIP2238 STM/STY STM3157 STY3330 ATGTCTCATCTATACGACCCTACCACTTAGCCTAAATGCTCCCCGCATGTCTCATCTATACGACCCTACCACGCAGTATTACACCGGCGAGTATCCTAAGCAAAAACAGCCGGCGCCCGGCGTCCAGGCGAAAATGACGCCTGTTCCTGACTGTGGTGAAAAAAGTTATGTCGGCAGTGGTCGCCTTAAAGATCGTAAGGCGCTGGTGACAGGGGGCGACTCCGGGATTGGGCGCGCTGCCGCTATCGCTTACGCGCGTGAAGGCGCAGATGTCGCGATCAACTATCTGCCAGCGGAAGAAG1
2175 CHIP2262 STM/STY STM3060 STY3216 ATGTCTGCACAACCCGTCGTTATTCAAAGTTTTGGCCCGTATGTCTGCACAACCCGTCGATATCCAAATATTTGGCCGTTCACTGCGAGTGAATTGCCCGCCTGACCAAAGGGATGCGTTGAATCAGGCTGCGGACGATCTGAATCAGCGGTTGCAAGATCTGAAAGTTCGCACTAGAGTCACAAATACTGAGCAGTTGGTTTTCATTGCCGCATTGAATATCAGCTATGAGTTAACTCAGGAAAAAGCGAAGACCCGCGATTACGCGGCGAGCATGGAACAACGTATTCGGATGC1
2176 CHIP3362 STM/STY STM0782 STY0815 ATGATACTGACCGATCCAGAATGGTTAGCGCCCCGTCCGTTCATGATACTGACCGATCCAGAATGGCAGGCTGTCCTTCTTAGCCTGAAAGTGTCTTCCCTGGCCGTGCTGTTTAGCCTGCCGTTTGGGATCTTTTTTGCCTGGTTACTGGTGCGATGCCGGTTTCCGGGCAAAGCCTTACTTGATAGCGTCCTGCATCTGCCGCTGGTGCTGCCGCCGGTGGTGGTCGGCTATCTGCTGCTGGTGTCGATGGGGCGACGCGGATTTATTGGCCAGTGGCTGTATGACTGGTTCGGTC1
2177 CHIP3394 STM/STY STM0822 STY0858 ATGGATTATCGCAAGATCATCAATTATTCGCTAAAAGCCTGTTCGAATGGATTATCGCAAGATCATCAAAGAGATCGGGCGAGGTAAAAATCACGCCCGCGATCTGGATCTGGATACCGCGCGCGGTTTGTATACCCGAATGCTGAATGGCGACGTCCCCGACCTGGAAATGGGCAGTATATTGATGGCGCTGCGTATTAAAGGCGAAGGCGAAGCCGAAATGCTGGGCTTTTATGAGGCCATGCAGAATCATACCATCAAACTGACACCGCCCGCAGATAGGCCGTTGCCGGTCGTTATTC1
2178 CHIP0292 STM/STY STM2679 STY2866 ATGACCGTTGATGACATCATGGTTACTCCGCCACACTCTCGATGACCGTTGATGACATCATGGTGCCGCGTAATGAAATTATCGGGATCGATATCAATGACGACTGGAAGTCTATCGAGCGGCAGCTCACCCACTCGCCGCACGGACGCATTGTGCTCTATCGCGATTCGCTGGATGACGCCATCAGTATGCTGCGCGTGCGTGAAGCCTGGCGGTTAATGGCCGAGAAAAAAGAGTTCACCAAAGAGATGATGCTGCGCGCCGCCGATGAAATCTATTACGTCCCGGAAGGTACGC1
2179 CHIP0382 STM/STY STM2081 STY2290 ATGTCCAAGCAACAGATCGGTTATTCCAACCATTCGGTATGGATGTCCAAGCAACAGATCGGCGTCGTCGGTATGGCAGTGATGGGGCGCAACCTCGCGCTCAACATCGAAAGCCGTGGTTATACCGTCTCCGTTTTCAACCGCTCCCGTGAAAAGACCGAAGAAGTGATTGCCGAGAATCCCGGCAAAAAGCTGGTGCCTTATTACACGGTGAAAGAGTTTGTTGAATCCCTCGAAACGCCTCGTCGTATCCTGTTAATGGTGAAAGCGGGCGCAGGTACTGATGCAGCTATCGATT1
2180 CHIP3357 STM/STY STM0773 STY0806 ATGCTAAATGAAACGCCCGTTAGAACGGAATAAACTGATACTCGGTGTGCTAAATGAAACGCCCGCACTGGCCCCCGATGGTCAACCGTACCGCCTGCTAACCCTGCGCAACAGCGCAGGGATGGTGGTAACGCTGATGGACTGGGGAGCCACTCTTCTTTCCGCCCGTATTCCGCTGTCTGACGGCAGCGTTCGGGAAGCATTGCTGGGCTGCGCCAGCCCGGAACACTACCCTGAACAGACGTCATTCCTCGGCGCCTCTATTGGCCGTTACGCGAACCGTATCGCCAATAGCCGCTATA1
2181 CHIP3389 STM/STY STM0817 STY0852 ATGAGTGAGGCCGTTATTACGCTTACTCATGCGTATGCTCCTTATCCATGAGTGAGGCCGTTATTACGCTGCACGGTCTGACGAAGCGCTTTGCGGGAATGGATAAACCCGCCGTCGCGCCGCTCGACTGTACCATTCATTCCGGTTATGTCACCGGGCTGGTAGGGCCGGACGGCGCAGGAAAAACCACGCTAATGCGTATGCTGGCAGGCCTGCTCAAAGCCGATGGCGGCAGCGCGTCCGTATTGGGCTTCGACCCGATACAAAACGACAGCGAGCTGCACGCGGTTCTGGGCTATATGC1
2182 CHIP3421 STM/STY STM0862 STY0895 ATGATTACGCTGTGGGGCCTTAGGTCACCGGGATCATCAATGATTACGCTGTGGGGCCGGAACAACTCGACTAATGTTAAAAAAGTGTTGTGGACGCTTGAAGAGCTGGAACTGCCATACGATCAAATTCTGGCAGGCGGAAAATTCGGCGTTAACCAGGATGCCGACTATCTGGCGATGAATCCTAATGGGCTGGTGCCGCTGCTTAAAGATGATGAAACCGACCTGTTATTGTGGGAATCCAATGCCATTGTCCGCTATCTGGCGGCGCAATACGGCCAGAACCGGCTATGGG1
2183 CHIP2202 STM/STY STM3314 STY3493 ATGCTTTTAGCGATGGCGTTATCCAACAAGAAGTGGCGAATGCTTTTAGCGATGGCGCTACTCATAATTGGTTTGCTTCTGGTGGCCTACGGCGCCGATCGTCTGGTGTTTGCGGCCTCTATTTTATGCCGTACATTCGGTATTCCCCCGCTGATCATCGGGATGACGGTTGTGAGTATCGGCACCTCGCTGCCGGAAATTATTGTGTCGGCCGCCGCATCGCTACACGGTCAGCTCGATTTGGCCGTCGGCGCGGCGCTCGGTTCTAACATCACCAATATTTTGCTGATCTTAG1
2184 CHIP2226 STM/STY STM3222 STY3402 ATGCTCTCACAATGTGCCCGTTACTGGCGAGAAGGGCAATGCTCTCACAATGTGCCCGTTTTATCCGCCGCCTCTGTTTTACACGCCGGGCCTTAACAGTGGCGTGTTTTCTGCTTGTCGCAGCAGGCGTCGCGCTTTTCTATTCCAACTGGCTTATCGTCAACGCCTCACAGCATCTGACATGGAATGACATTCAGACCGTTCCCGCCCGCAACGTCGGGCTGGTGTTAGGCGCCAAACCCGGCAATCGGTATTTTACCCGGCGGATTAATACTGCCGCCGCGTTGTATCACG1
2185 CHIP4325 STM/STY STM4313 STY4513 ATGGTAGGCAAGGCAACTCTGTTAATTGTTGCGTGAGCTTCTAAGCGTGGTAGGCAAGGCAACTCTGGATATCATCTTCAGAGATCGTTCCGCAAACGCTATGGATAATTCTTCGCTGTCTATCGGCTGGCTGACGATAGACTCTACACCGCCAGTACGTTCCATGGAGGATAATAGTGATATCGGCGCCGGAGGCGATAATATCACTAACATCAATACACCGACCTTTATCGGGTCGCTTAGAAGCTCACGCAACAATTAA1
2186 CHIP1447 STM/STY STM0366 STY0398 ATGAAAACTGGCTACAAGGTTATGCTTATTTCTTTTTATAAATATCAGCCGTACCAATGAAAACTGGCTACAAGGTTATGCTTGGCGCATTAGCGTTTGTCGTGACAAACGTTTATGCCGCAGAAATCATGAAAAAAACGGACTTTGATAAAGTCGCCTCCGAATACACGAAAATTGGCACGATTTCCACCACCGGGGAAATGTCGCCGCTGGACGCCAGAGAAGATTTAATCAAAAAGGCGGATGAAAAAGGGGCGGATGTGGTGGTGCTGACGTCCGGGCAGACAGAAAATAAAATTCATGGTACGGCTG1
2187 CHIP1440 STM/STY STM2576 STY2822 ATGGCGCTGTTAATCACCATTACAGTTTATCTGCGTGATGCAATGGCGCTGTTAATCACCAAAAAATGTATCAACTGCGATATGTGCGAGCCGGAGTGCCCGAATGAGGCGATTTCAATGGGCGACAGCATTTATGAAATTAACAGCGACAAATGCACCGAGTGTGTAGGCCATTACGAAACGCCGACCTGTCAGAAAGTCTGCCCAATCCCCAATACGATTTTGCAGGATCCCGCCCATGTCGAAAGCGAAGAACAGTTGTGGGATAAGTTTGTTCTGATGCATCACGCAGATAAAC1
2188 CHIP0462 STM specificSTM2635 ATGAGCAAAAAAATTAGAGACTTTGAATTGTTACGCCACGTCAGACCGATGAGCAAAAAAATTAGAGACTTTGAATTGATGAGCACCCGCGAAATTTGCTGCCAGCTCAGGATTTCTTCCAGGACGCTGGAGCGTTACCGTAAGCGACCAAGCGACAACAACCCATTCCCGGAGCCTGACTGTTCATATATGGGTGGCTCCAACAAATGGCTTAAAACCAAAGTCAATGAGTGGCAGGTCAGGGAAATGTCACGACCAACACGCCGTCCAATGTCGCATCTGAATCTGCCCCGTGACAACAAAG1
2189 CHIP0650 STM/STY STM4459 STY4799 ATGACACACGATAACAAACTGCATTAGTTGGCCAGCACCACAATGACACACGATAACAAACTGCAGGTTGAAGCCATTAAATGCGGCACCGTGATTGACCATATCCCTGCGCAGGTAGGCTTTAAACTGCTGAGTCTGTTTAAATTGACCGAGACCGATCAGCGAATCACTATCGGTCTGAATCTCCCGTCTGGCGAGATGGGGCGTAAAGACTTAATCAAAATAGAAAACACCTTTCTCACCGAAGAGCAGGTTAACCAACTTGCTCTGTACGCGCCGCAGGCCACCGTTAACCGCA1
2190 CHIP1574 STM/STY STM0586 STY0629 ATGAAAGAGGCGCTGGCATTAAAGCGTGTCGATAAGCGGATGAAAGAGGCGCTGGCAACGGGAAGTGAGGCCTGGTGGAGGACGAAAACCGGGCCGGAATGGATACGGGAAAAAGACGGAAATTATCGGGTCACTTTTTGGTGGCGCGACCCGCAGGGAAACGAAACACACTCCCCGATACGGCGTGTCTGGGTCTACATCACTGGCGTAACCGATCATCATCAAAACGCGCAGCCTCAGACGATGGCGCGTATTGCCGGAACGGATGTCTGGCGCTGGAGCACGGCGCTTAGCG1
2191 CHIP1803 STM/STY STM4121 STY3752 ATGTTGAATACGCTGATTGTAGGCTTAAATAAGAGACTGCGTTTCAGCGATGTTGAATACGCTGATTGTAGGCGCTAGCGGTTATGCGGGCGCAGAGCTTGTAAGCTACGTAAATCGCCACCCACATATGACCATAACCGCTTTGACCGTCTCAGCGCAAAGCAATGATGCAGGAAAGTTAATTTCTGATTTACATCCGCAGTTAAAAGGGATTGTCGACCTGCCATTGCAACCGATGTCGGATGTACGTGACTTTAGCGCAGATGTTGATGTGGTGTTCCTGGCGACAGCGCATGAAGTGAGCC1
2192 CHIP1941 STM/STY STM4365 STY4722 ATGAATTCAACAATCTGGTTGGCTTAGCCAATCGTTTTCCTCAATGAATTCAACAATCTGGTTGGCGCTTGCTCTGGTATTAGTCCTCGAAGGGCTGGGACCGATGCTGTATCCCGGCGCATGGAAAAAAATGGTTTCGGCACTGGCGCAACTGCCGGAAAATGTTTTACGTCGTTTTGGCGGCGGACTTGTGGTCGCGGGAGTTGTGGTCTACTACATGTTGAGGAAAACGATTGGCTGA1
2193 CHIP0985 STM/STY STM1388 STY1732 ATGACAAAACCGACAAAAGATGATTATGACCGCGCCAGAGCATGACAAAACCGACAAAAGATGACGAACTGTACCGCGAGATGTGCCGGGTGGTGGGCAAGGTCGTGCTGGAAATGCGCGATCTGGGGCAGGAGCCTAAATATATTGTTATTGCGGGCGTGTTAAGAACCGCGCTGGCGAATCAACGCATCCAACGTAGCGCGTTAGAAAAACAGGCTATGGAAACCGTGATTAACGCTCTGGCGCGGTCATAG1
2194 CHIP1034 STM/STY STM3384 STY3564 ATGCGCATCGGACAATATCATTACGCAAAATTTTCGAAGTATGCATGCGCATCGGACAATATCAGCTCAGAAATCGCCTGATCGCAGCGCCCATGGCTGGCATTACTGACAGACCTTTCCGGACGCTGTGCTATGAGATGGGAGCAGGATTGACAGTATCCGAGATGATGTCTTCTAACCCGCAAGTGTGGGAAAGCGATAAATCTCGTTTACGGATGGTGCACGTTGATGAGCCAGGAATTCGCACGGTGCAAATTGCCGGTAGCGACCCTGTTGAGATGGCCGATGCCGCACGTATTA1
2195 CHIP3540 STM specificSTM4198 ATGAGTCAAACCACCGTCTGGTTAACAATCGTATTGCCAGCTATGAGTCAAACCACCGTCTGGCTCGCCTGCTATAAGGGGCGATCGGAGCATCGCGGCATCGCCAGGTTTGCCGACTGGCTCACGCGCAAAGTCACGCGCGGTATCTACTCTCACTGTGAACTGGCGGTGGCGCACGGCGGTAATGAATACCTCTGCTACTCCGCGTCGTTTCGCGATCGCGGCGTGCGGGGAAAGATAATACCGTTACCGGACGATAAGTGGGATAAGCTACCGTTAAAGGCCACGTTGCCGGAAG1
2196 CHIP3572 STM/STY STM4250 STY4446 ATGTGGTATCAGCGCACCATTATTCCCCTTGTAGTGTCGCATGTGGTATCAGCGCACCATTACACTGAGCGAGAAGCCGCGCGGGTTTCATCTGATAACAGATGAAATTACCGATAAATTGTCTGGCTTACCGCCTGTCGAAACGGGTTTGCTGCATCTGTTGTTGCTACATACCTCGGCCTCGCTGACGTTAAACGAAAACTGCGATCCCACCGTGCGCGCTGATATGGAGCGCCATTTCCTGAAAACCGTTCCCGATAATGCGGCGTATGAACATGATTACGAAGGCGCGGATG1
2197 CHIP1205 STM/STY STM2736 STY4642 ATGTTTGATTATAAGATTTCCAAACATCCTTAGATCAGACCGAATGAAGCATGTTTGATTATAAGATTTCCAAACATCCACACTTTGACGAAGCCTGCCGGGTTTTCGCGCTGCGTCACAACATGGCGAAGCTGGCAGAACGCGCGGGAATGAAAGTCCAGACGCTGCGTAACAAGCTGAACCCGGAACAACCGCATCAGCTCACGCCGTCGGAGATCTGGCTGCTTACCGATCTTACTGAGGACTCTACGCTCGTTGACGGTTTTTTGGCTCAGATTCACTGCCTGCCATGCGTACCGATGAACG1
2198 CHIP4085 STM/STY STM2787 STY2907 ATGATGAGCGATCGTATCTTTGCTTAACTCAGCCAGGCGCCATGATGAGCGATCGTATCTTTGCGGGTATCTGGCTGTTGCTCTGTATCGCCGGGCTATTCATCGCCTGGCAGATCCAAAGCGAATACAGCTATGAACCCGTCGGCCCCCGCCCTTTTCCGCTGGGGATTATCGGCCTGATGGCGCTCTGCGCGCTGGCGCTGTTATTGCGCCATCCCGACACGGTGAGCTGGCCGCGCCGCCATGTTCTGCAAAAGCTAATTACCATGATCATCATCCTGTTGATGTATGCCTGGG1
2199 CHIP4094 STM/STY STM3995 STY3885 ATGAAATGTAAACGCCTGAATGATTACTCTTTAATAACGCCGCGGATGAAATGTAAACGCCTGAATGAAGTCATTGAACTCCTCCAGCCAGCCTGGCAGAAAGAGCCTGATCTTAATCTGACGCAATTTTTGCAGAAACTGGCGAAAGAGTCAGGTTTTGACGGCAAACTGGAAGATTTAACTGATGATATCCTGATCTACCATCTGAAAATGCGCGATTCCGCCAAAGACGCCGCCATTCCAGGGATTCAAAAAGACTATGAAGAGGACTTTAAAACGGCGCTTTTACGCGCCCGCGGCG1
2200 CHIP4160 STM/STY STM2904 STY3026 ATGAAAACCATGCCTCAGATAGCTTATTTCTTCATGTCCGGCAATGAAAACCATGCCTCAGATAGCTATAGAATCTAACGAAAGGCTGTCGTTACGTGTATCGACGGATGCCAAAAAGTTGATAGTCCGCGCTGCGGCAATCCAGCAAACCAACCTGACGGATTTTGTGGTCAGTAACATACTACCTGTCGCACAGAAGATTGTTGATGCCGCCGAACGGGTATATCTGACGGAGCGCGATACTAAAATGATCATGGAAATTTTAGATAACCCGCCAGCGCCGAATGAAAAGCTTCTTG1
2201 CHIP4138 STM specificSTM4116 ATGGCAGTACCTGTACGGCATTACTCCAGGATAAGGTGGGTATGTATGGCAGTACCTGTACGGCATCTGGTGGCAGTGACCGCCTGCGTGAGCGGTGTAGCGCATACCTATATGGCTGCTGAACGGCTGGAAAAACTTTGCCAGCAGGAGAAGTGGAGCATCAAGATTGAAACCCAGGGGGCACTCGGTACAGAGAACCGCTTAACGGAAGAGGATATCCGCCGTGCCGATGTCGTGTTGCTCATTACCGATATCGAGCTGGCGGGCGTGGAGCGATTTACCCGGAGTCGCTATGTCCAGT1
2202 CHIP4180 STM/STY STM2932 STY3057 ATGCGTAATAGCCATAACATTACTTTCATTACCCTAATAGCCATATAAATAACGCGATGCGTAATAGCCATAACATTACTTTCACAAGGTCAGACGCCTTCATGGTCGACGATGACGCCACCAGTGCATTTCCGGGGGCGGTGGTCGGCTTTGTGTCATGGCTGCTGGCGTTGGGGATCCCTTTTCTGCTTTATGGCCCTAACACGCTGTTTTTTTTCCTCTATACCTGGCCCTTTTTCCTCGCGTTAATGCCGGTATCGGTGATTATCGGCATTGCGTTGCATCTGCTGGTAAAGGGCAAAATACTTTTTA1
2203 CHIP3965 STM/STY STM1461 STY1661 ATGACTGTTCAGGATTATCTATTAAAATTCCGTTATTGCACATAGCGCCAGAATGACTGTTCAGGATTATCTATTAAAATTCCGCAAAATTAGTTCGCTCGAAAGTCTGGAAAAACTGTTCGACCACCTTAACTATACCCTTACTGATGACATGGACATTGTTAATATGTATCGCGCTGCAGATCACCGCCGTGCCGAACTGGTTTCCGGAGGACGCCTGTTTGATGTAGGTCAGGTTCCGCAATCCGTCTGGCGCTATGTGCAATAA1
2204 CHIP3990 STM/STY STM1503 STY1560 ATGAACAATACGCTGAGCAAACGTTAGGGCGTAATAACGCGATGAACAATACGCTGAGCAAACGCCTGTGCCTGACGGCAATGCTTACGTTGGCGGCCGTTGTATATACTACTTCCGCATTCGCTGAAACCAGTAAACTGGTGATTGAATCGGGAGATAGCGCACAAAGTCGTCAGGAAGCGGCGATGGAAAAGGAACAATGGAACGACACTCGCAGTCTGCGTCAGAAAGTGAATACCCGCGCAGAAAAAGAGTGGGACAAAGCCGATGCCGCCTTTGATAACCGCGATAAATGCG1
2205 CHIP0184 STM/STY STM2045 STY2250 ATGAATAACGCACTGGGACTGGTTAGGCTGATTTCGGTAAAATGGATGAATAACGCACTGGGACTGGTTGAAACAAAAGGGCTGGTCGGCGCCATTGAAGCCGCCGATGCAATGGTTAAATCCGCCAACGTACAGCTGGTGGGCTACGAAAAAATTGGTTCTGGCCTGGTGACCGTCATGGTTCGCGGCGATGTCGGCGCGGTTAAAGCAGCCGTAGATGCCGGCAGCGCAGCGGCAAGCGTCGTGGGTGAAGTGAAATCCTGCCACGTTATCCCGCGTCCGCACAGCGATGTTGAGGCCA1
2206 CHIP0234 STM/STY STM4394 STY4750 ATGCAAGTTATTCTGCTTGATAAAGTAGCTTACTTCGTGTTCGCCAGTGGATGCAAGTTATTCTGCTTGATAAAGTAGCAAACCTGGGTAGCCTGGGTGATCAGGTTAACGTTAAAGCGGGCTATGCTCGTAACTTCCTGGTACCAAAGGGTAAAGCTGTTCCGGCTACCAAGAAAAACGTTGAATACTTCGAAGCACGTCGCGCTGAACTGGAAGCTAAACTGGCTGACGTTCTGGCTGCTGCAAATGCACGCGCAGAGAAAATCAACGCCCTGGAAACCGTTACTATCGCGTCTAAAGCAGGCG1
2207 CHIP0220 STM/STY STM3444 STY4354 ATGTACGTTTGTTTGTGTAATGGTATAAGCTTAGGCGATCTCTTTAAATTCCGATGTACGTTTGTTTGTGTAATGGTATAAGCGATAAAAAAATCCGCCAGGCTGTACGACAATTTCATCCACAGTCATTTCAACAGTTGCGTAAATTTATTCCTGTGGGAAATCAATGTGGTAAGTGTATTCGCGCCGCGCGAGAAGTGATGCAGGATGAGTTAACGCAAATGCCGGAATTTAAAGAGATCGCCTGA1
2208 CHIP1335 STM/STY STM0307 STY0352 ATGAAAAACTTTGTACGCACAACTTTACTTACTCAAGTGCCTGGGCGATGAAAAACTTTGTACGCACAACTTTACTGGCAGCGACTCTGGCGGGCGTTTCTTTTGGCGCTTTCGCCACCGCTGTCCCCAATCCTCCCCTGCCCGCCCAGGATCCTATTGTCCAGCATCTGAAGCTGACAAACGATCAGATTACCCGGATCAAAAAACTTCACCAACAACTGGAAACCGACGTCAGTCAGATTTCTATGAAGGGAATTAAAGACGGTGCGCTGATAGAGGTGATTAAATCCGGTAAATGGGATG1
2209 CHIP2889 STM/STY STM1813 STY1943 ATGAGGCAAGTCACCATCCCTTAACGGTCAGCGGGCGATTGAGGCAAGTCACCATCCCGTTAATTCAGAGTAAAAGTATGTTTTGTGTGATCTATAGAAGTAGCAAGCGCGATCAAACCTATTTGTATGTCGAAAAAAAAGACGATTTTTCGCGGGTGCCTGAAGCGTTGATGAAAGGATTCGGTCAGCCGCAGTTAGCGATGATGCTGCCGCTTGATGGACGTAAAAAATTAGTCAATGCCGAGCTCGAAAAAGTAAAACAGGCGTTAAGCGAGCAGGGCTATTATTTACAAT1
2210 CHIP2874 STM/STY STM1782 STY1908 ATGAAACGCAAAAACGCTTCGTTAGCTATGACGACGATTGTCGTATGAAACGCAAAAACGCTTCGTTATTCGGTAACGTGCTGATGGGGTTGGGGCTGGTCGTGATGGTTGTCGGCGTGGGTTACTCTATTTTAAACCAACTGCCGCAGTTTAATTTGCCGCAATTTTTTGCGCATGGCGCAATACTGAGCATTTTTGTCGGTGCAGTTCTTTGGCTGGCGGGGGCTCGTGTAGGGGGGCATGAGCAGGTGAGCGACAAATATTGGTGGGTACGTCACTATGACAAACGTTGCCGCCGTA1
2211 CHIP2914 STM/STY STM1857 STY1991 ATGGACATTCAAATCACACATCAATTATAAACCGGGCTTAATTAAATAATGCATGGACATTCAAATCACACATCAAGTTACTGAATTTGATAAAGAAGAACTATTAACCGGATTAAGAAGCTACAATGCTCAGTTCGTCGATTTTAGTAAAAATGGGCAGCTTGGGGTCTACTGCAGAAACGAAAGCGGCGAAATGGTAGGCGGATTAATTGCTGACAGAAAAGGTCCGTGGCTCTGCATCGACTATCTTTGGGTAAGTGAATCTGCAAGGAACTGCGGTCTGGGGAGCAAACTTATGGCGATGGCCG1
2212 CHIP2924 STM/STY STM1881 STY2087 ATGAATAAAAGAGGAGCGTTGTTGTTAGCGGGGCTTATATTCCGATGAATAAAAGAGGAGCGTTGTTGAGCCTGCTGTTTTTATCCGCCAGCGTATCGGCATTTGCGGCATCCACCGAGAGTAAATCGGTTAAGTTTCCGCAGTGCGAAGGGCTGGATGCCGCCGGGATTGCGGCAAGCGTGAAGCGCGACTACCAGCAAAATCGTATCGTGCGGTGGGCCGACGACCAAAAAAAGGTCGGGCAGGCTGACCCGGTCGCGTGGGTTAATGTGCAGGACGTTGTGGGTCAAAATGATAAAT1
2213 CHIP2902 STM/STY STM1839 STY1969 ATGAACGACGTTTTAAACTCTGGTGTTATCGTTCTGCAACCAGACGATGAACGACGTTTTAAACTCTGGTGCGTTTTCTCTTGCATCTTTAATAGTATCAATGGTGGTTCTGGTGGTGGGGCTGGCGCTCTGGTTCTTTGTCAACCGGGCAAGCTCCCGTGCCAACGAGCAGATAGAATTGCTCGAAGCGTTATTGGATCAACAGAAGCGGCAAAACGCGTTGTTACGTCGCCTTTGCGAAGCAAACGAACCAGAAAAAGAAGCGGAACCCGCAACAGCGGCAAGCGAACCAAAAGAGGATG1
2214 CHIP4719 STM/STY STM2209 STY2445 ATGTGTGGGTTTTATCTTATGAAGAAATATACGTTACATCCCTTTTAAAACGCTAATAGTATGTGTGGGTTTTATCTTATGAAGAAATATACGTTCGCAGCCAGGGCGTTTATTTTTACGCTGGTGTTGCTTTTTGTTATTTCAGTATTCGGGTTGACTATTAGCGTTTTAAAAGGGATGTGA1
2215 CHIP1080 STM specific ATGGCAGCACGTGGCGTATTAAAAGGGAATATCATCGTCGAAATGGCAGCACGTGGCGTAAACAAAGTTATTCTGGTCGGTCATATCGGGCAGGACCCGGAAGTACGTTACATGCCCAACGGGGGCGCGGTGGCAAATCTTACCCTCGCCACGTCAGAAACATGGCGTGTCAGGCAGGACGGGGAGATGCGCGAACACACCGAATGGCACCGTGTTGTCGTGTTTGGCAAGCTCGCTGAAATTGCCAGTGAATATCTGCGTAAAGGTGCTCAGGTCTACATCGAGGGCCAGTTACGCA0
2216 CHIP1057 STM specific ATGTTTGTAGAGGTGGATAAATCCTCCTTAGCGGGATTTGAAGAGTTTCTCTTGTTTGTAGAGGTGGATAAATCCTCCGGTGAAATCGTAAATCTCACTCCTAATGCCAGTAATACCGTGCAGCCTGTAGCTCTGATGCGGCTTGGAGTATTTGTTCCTACGCTTAAGTCACTGAAAAACCGTAAAAAGAACACGCTTTCGCGTACTGATGCGTCGGAAGAACTGACGCGTCTGTCTCTCGCCAGGGCCGAGGGGTTTGATAAAGTGGAGATCACTGGTCCCCGCCTGGATATGGATAATGACTTCA0
2217 CHIP1089 STM specificPSLT079 ATGGAACACGGCGCCCGTTTATTTTTTCTCATCGTCAGTTTCCCATGGAACACGGCGCCCGTTTAAGTACCAGCCGCGTACTGGCAATAAGTTTTATTTTTATGGCCCTGCTGATTGTGCTCAGTCTGGCCGTGAATGTCATTCAGGGTATTAATAACTACCGGCTGCAGAATGAGCAACGCACGGCGGTCACTCCTATGGGATTTAACGCGTCCTTTGCGGTGTCACAGAACAGTGCCGATGCCTCTTATTTACAGCAGATGGCGCTGTCGTTTATTGCCCTGCGTCTGAATGTGTCGT1
2218 CHIP0651 STM specificPSLT038 ATGCCCATAAATAGGCCTAATCTAAATCTTACTCTGTCATCAAACGATAAAACGGATGCCCATAAATAGGCCTAATCTAAATCTAAACATCCCTCCTTTGAATATTGTAGCTGCTTATGATGGGGCGGAAATACCATCTACAAATAAGCACCTGAAAAATAATTTCAACTCCTTGCACAACCAAATGCGGAAGATGCCGGTATCCCACTTTAAAGAGGCGCTGGATGTGCCTGACTATTCAGGGATGCGCCAGAGTGGTTTCTTTGCTATGAGCCAAGGTTTTCAGCTGAATAACCATGGTTACGATGTTT1
2219 CHIP1074 STM specific ATGTCCCGTTTAATCCTGGGTTACGCGGCCTCCGGATAAAAGATGTCCCGTTTAATCCTGGGGAACTGTGTCGATATTATGTCCGGCTTTCCGGAGCGCGCCGTCGATTTCATTCTGACCGACCCGCCTTACCTTGTCGGATTCCGTGACCGTTCCGGCCGCAGTATTGCCGGTGACAGAACCGACGAGTGGCTGCAACCCGCCTGTAACCAGATGTACCGCGTACTCAAAAAAGATGCGCTGCTGGTCAGTTTCTACGGCTGGAACCGCGTGGACCGTTTCATGGCGGCCTGGAAAA0
2220 CHIP1114 STM specificPSLT106 ATGCTGAAGTTTATGCTGGATACTAACATTAGCTCCAGTCCTCAGTTCTCAATGCTGAAGTTTATGCTGGATACTAACATCTGCATTTTCACGATAAAAAACAAACCTGCCAGCGTCAGGGAGCGTTTTAACCTGAACCAGGGGAGAATGTGTATCAGCTCGGTCACCCTGATGGAGCTGATTTACGGCGCCGAAAAAAGCCAGATGCCCGAAAGAAATCTCGCTGTGATAGAGGGGTTTGTTTCCCGACTTGATGTTCTGGATTATGACACGCCGGCCGCCACCCATACGGGGCAGATCAGGGCAG0
2221 CHIP0951 none R460025 ATGCCAATAATAACCGCAAAAGTTTAGCGCTCCTTTTTTGGTTCATGCCAATAATAACCGCAAAAGTATCAGATGAACTTTTGGCCTATATAGACCTGGTTTCAGGAGGTAATCGGTCAGATTATCTGCGGCGCTGCCTTGAAGCTGGCCCAGGTGATCGGGAGTCCGGGTTGAAAATAGTTGCCGACCGGCTGAGCGACGTAAATCGCAAACTGGATTATCTTTTTGACCGTGCTTCAGATGCGGATTTTGGCCCACTGCGCGATGAGCTGAAGGCAATAACCGAAACGCTATCTGGCG0
2222 CHIP4875 none R460010 ATGACCACGTTGTTTAAGAAGTATGGTTAGCTTCCTACGCCCGTCATGACCACGTTGTTTAAGAAGTATGGCCCTGCGGTAGTTATGGGCGTTTTGTCCATTGCCCTGCCGCAAATTGCGCTGGCCGCTGGCACCGATACTGGTGAATCAACCGCTACATCAATCCAGACGTGGTTGAGCACATGGATTCCAATTGGTTGTGCTATTGCGATCATGGTTAGTTGCTTTATGTGGATGCTTCACGTAATCCCAGCCAGCTTTATTCCTCGTATCGTAATCTCTCTGATTGGTATTGGTTCTG0
2223 CHIP4902 none R460055 ATGAAATCTAACAATGCGCTCATCTTAGGTCGAGGTGGCCCGATGAAATCTAACAATGCGCTCATCGTCATCCTCGGCACCGTCACCCTGGATGCTGTAGGCATAGGCTTGGTTATGCCGGTACTGCCGGGCCTCTTGCGGGATATCGTCCATTCCGACAGCATCGCCAGTCACTATGGCGTGCTGCTAGCGCTATATGCGTTGATGCAATTTCTATGCGCACCCGTTCTCGGAGCACTGTCCGACCGCTTTGGCCGCCGCCCAGTCCTGCTCGCTTCGCTACTTGGAGCCACTATCG0
2224 CHIP4890 none R460035 ATGCTGAACAAAACCGAAAACATTATTCAGACACGGTAATGCCTAGTTATGCTGAACAAAACCGAAAACAACACCAACATTAGTAGTATCAACCCCTGTTCTACAGAGAGCCTAATAGCCGTGACGGGAAATGATGGAGAGACGCATATCATTCAGCGTGAGTTAATATCCCACTCTGTTGAAGGGCATGAAGCCACAATCATTCACCTTGTAACCGGGAAGTCGATAAGGGTTTCTTTGTCATCTGAAATTCTGGCAAAAAAACTAGGCATTACCGTGTCTGAATAA0
2225 CHIP4884 none R460020 ATGACTGATGCAGCTTTCTATCAACTTACAGGCTCCCGTTCACAATGACTGATGCAGCTTTCTATCAACTTGGCCCACTGCGCGAGTATTTAGAAGATCCTACTGTTTTTGAAATTCGCATTAACTGCTTTCAGGAAGTTATCTGTGATACGTTCAGCGGCCGCAGGGTTGTGCAGAACGCGGCAATTACGGCAGATTTTATTAGGAACCTTGCTAAATCGTTGGTGAGCAGCAACAAGCTGACCATGCAGGCCATTAATGACGTGATCCTGCCTGGCGGGATCAGGGGCGTTATCTGTC0



2226 CHIP4871 none R460005 ATGAAGAAACTCTTAATACCTCTGATAGCATTATAAGCGAACTTTCCCGTATTTACTTATGAAGAAACTCTTAATACCTCTGATAGCAGCTGGTAGTCTGCTTTATCTTCCTGCCAGCCATGCTGAAGATCCCTGCAAAGTTATTATGTGCATGGCGGGCAAGCTCACCGGCGATAGCGGCGGAAGCGAGTGTAACAGTGCTGAAGCTGCTTTCTTCAATATCGTTAAAAAGAACAAGCACGGCTTTTTACCCAACCACACGAAGGATGCTAGGAAGGCTTTTCTTAATGAATGCCCGGATAATGGCGAAGGTG0
2227 CHIP4803 STM specific CGCCGATGGAAGTATTGAACTAAATGCGATCTCCCTCGTCCGCCGATGGAAGTATTGAACGAGGACTGTTTACCTTCACATTCGTCACCGAAAATGTATTTAGGTGTAAAACGTTTCGATCTTGAATCGTCGTGGGGTATTGAAAATCGCGATGAACTGCTTCAGACCATTTCCCGCAGGACGGATGACGGTCATGCCACACAACTGGAATGGCTATATCGCCGCTGGTTTAGGTATGCGCCGCAGGAGTGGCAGGAGTATACCGACGCGCTGGACGAGGGAGATCGCATTTA0
2228 CHIP4807 STM specificSTM2590 CCAGTGGTGCTGAAGCTGTCAACCTGACCACCATCTCCTCCAGTGGTGCTGAAGCTGTCCGGGCACTGGCGGTACAGTTGCCCGGTCTCCGGCAGAAACTGAACGACGGCTGGTATCAGGTACGCATAGCCGGAGACGATGTTACGGCTGATACCCTGACAACCAGCCTGCATGACCCGCTGCCGCCTGGCGCGGTGATTCATATTGTGCCGCGTCTGGGCGGGGCCAAATCTGGCGGGGTGTTTCAGGCGGTGCTTGGTGCGGCGCTGATTGCCGTTGCCTGGTGGAACCCGGC1
2229 CHIP4811 STM/STY TCGGTTTTGATTACCGTTCCCAGAGAGTGGGTGTTGCTTTCTCGGTTTTGATTACCGTTCCAAGATTGAAGACCCGCGCTGGCGCAACATGTGGGACTGGGGCGTGTTCATCGGTAGCTTTGTGCCGCCGCTGGTGATTGGCGTGGCCTTTGGCAACCTGTTGCAGGGCGTACCGTTCCACGTGGATGAGTATCTGCGTCTGTACTACACCGGTAACTTCTTCCAGTTGCTGAACCCGTTTGGTCTGCTGGCGGGTATCGTAAGCGTAGGGATGATCATCACGCAGGGGGCGACTTA0
2230 CHIP4815 STM specific GCTGTACAGTGCCAACCACACCGGATGTACTCCTGCAAATGCTGTACAGTGCCAACCACAACCACAACCAAAACCGCCAGTACCCGCCGCGTGGGCAATGCTGCCACCGTCGAACTCTCTCCAGTTGCTGGACAAAACGTTCTCGATATCCGCGCCGGAATCATCAGCGATCAGGAAAAACTGAAGTATTTGCAGGAGTACATCCGG0
2231 CHIP4819 STM specificSTM1010 CATTAATTTGGCGTGGCTTCAGTGGTTTCGCCAGTTGAATCATTAATTTGGCGTGGCTTCCTACACCCTGAATTTAAGACTGGAGAAATTATGGAAATCGTAAAAATCGAAATGAACCTGAAAGCAGTTAATAAGAGCATTGCTTTATTCAATTGCGAAAAGAAAGTCTCAGGCGTTATTCACTCAAATTCAACTGGCGAAACCACT0
2232 CHIP4823 STM/STY ATAGCGCGTCAGCTACTGGTGGCCGCTCAAATCTTTATGAATAGCGCGTCAGCTACTGGTGGAACTGGTGAATATGGGGTTGCCATTGGCGACCGAAGCGTTGGATCCGAACAGCCCGCAATACCTGGGCGATCTGTTTAGCTGGTCGGCGATAGGGGCGCGCACAACCGAATCGCAAACCCACCGCGAAATGGCGTCTGGTCTTTCTATGCCGGTCGGCTTTAAAAACGGCACGGATGGCAGCCTGGCGACAGCGATTAACGCCATGCGCGCCGCTGCGCAACCTCATCGTTTTG0
2233 CHIP5197 STY specific STY3188 ATGACGATTAAAGACGCTTTCCATTAGCTTGTCTTAGTAAAGCTCAGGCGATGACGATTAAAGACGCTTTCCAGTTCGGCATTGAGCCAGTACGTATCACCGACACCGACAACATTCAGATTAACGAAGGTTTGCCAACTAACGCAGACCCTCAGGTCTACGCCTTTGAGCTGGCTAAACTGGTTAAGACAATGCTGAATGGTGTGCTGAAATCCGCTCAGGAGAACATCCCGTTCCCTGTAGAAGTCCTGCCTACCCGCAATAGCCTGCCTACTCCAATCATTGCTCACACTCTGGCTGACCGCT0
2234 CHIP5127 STY specific STY2068 ATGAACGAGACAGAATTAAAACACGTTTATACCCCGCCAAGACCCATGAACGAGACAGAATTAAAACACGTTATCGCTCTACTCCTAGAAGATGCAAAACGCCTCCAGCAACTGGAGCCAAATGCAGGCACTGAAGCCCGCATCTGGCTGGCTAAAGAAGCGCTGGAATCTGGCGATAATGATAGCGAAGAAGCCTTCTACAAAGCAGAAGGCCGTGCAGGATATTCACCGGGTCTTGGCGGGGTATAA0
2235 CHIP5143 STY specific STY2298 ATGAAGCTTTTAATTACCGGTGGATTATATAGAACTAGTCCAATCATACATTTTCTGGATGAAGCTTTTAATTACCGGTGGATGTGGCTTCCTTGGGAGTAATCTTGCCTCCTTTGCTTTAAGTCAAGGGATTGATTTAATTGTATTCGATAATCTATCACGTAAAGGTGCAACAGATAATTTACATTGGTTATCCTCCTTAGGAAACTTTGAGTTTGTACATGGTGATATTCGCAACAAAAATGATGTTACAAGATTAATAACTAAGTATATGCCTGATAGCTGTTTTCATCTTGCAGGTCAAGTGGCAATGA0
2236 CHIP5247 STY specific STY3685 ATGAACAAACCACAATCCCTGCTTAGCCACGTTTCACCGTCCGTGAACAAACCACAATCCCTGCGCCACGCCCTCAATAAAGCGGTGCCTTATGTCCGCAATAACCCGGACAAACTGCATCTGTTTGTGGATAACGGTTCGCTGGTTGCCACGGGGGCCAGCTCCATGTCATGGGAGTACCGCTATACCCTGAACGTGGTGATAGAGGATTTCAGCGGCGACCAGAATCTGCTGATGGCCCCGGTTTTACTGTGGCTTCGGGATAACCAGCCCGATGCCATCAATAACCCGGCGTTAC0
2237 CHIP5262 STY specific STY3764 ATGAATTTTCGGGGGAACCTTATTGGTAAGGCAACGGATAGTTGATGAATTTTCGGGGGAACCGCATGATAAACAACGATCCGCTTTTTGATTTACTTAATAAAGAGCAACAGCGCCAGCAGCACTCGCTGGAACTGATTGCCTCGGAGAATTTCGCCAGCCCTGCCGTTCTTGCGGCACAAGGGTCGGTGTTAACCAATAAATACGCCGAAGGCTATTACCAGCACCGCTACTACGGCGGCTGTAAGTTCATTGATGAGGTTGAGATGCTGGCGATAACCCGCGCGCAGCAACTTTTCG0
2238 CHIP5005 STM/STY STY1293 ATGACGGCAGATTTACAGTCTGCTTATTTCAGGCAAAGGAATGCTTATGACGGCAGATTTACAGTCTGCTCCCTTTGGCCGCTCGGGAACCCCACCACGGGATAAATTCATTATGCTGCTTGCATTCTATAGCGGGAAGGATTATTCGGAGCTAAAGCTCCTCACCCTTCGGGCCGTTGCCTGCGGCAACGTTCTCTCACTATTGCTCGAGTCGAACCTTGAAGTCGATGACGGCAGATTTGCAGTCAGCTCCCTTATGATCGCTCGGGAACCCCACCACGGGGTAATGCTTAATACTGGCC0
2239 CHIP5219 STM/STY ATGATGGACTTTTTCAGCATTAACATTAGCAGGCTCTGGCGGCATGATGGACTTTTTCAGCATTAACAATGTAATGGTCAACATTCCTCTCGGCGAGGGTGGGTATGCGCTATCGTGGATTGAGGCTATCGGTACCGTCTTTGGCTTATTGTGCATCTGGTGCGCCAGCCGGGAAAAAATCATTAATTACCTGTTTGGCTTGATTAACGTCACTCTGTTTGCCGCCATCTTTTTTCAGATTCAACTGTATGCCAGCTTGCTACTTCAGGTGTTTTTCTTTGCGGCGAATATTTACGGCT0
2240 CHIP5234 STY specific STY3671 ATGAAGAAATTAACTGGCGTAATTGCTTATTTAGAAAGGTACTTATCTCTAAGTTGATTCAGTATGAAGAAATTAACTGGCGTAATTGCTTTTGCTCTGCTGCTTACTGCTTGTGACAAACCGAAGATCGATGCATCAAGCGATCAGTCGATGAAAGAGTCCATTCAAAAAGTAAGAGAGTCCTTACCTGCAGATAAAAAAGCTCAGTTTGATGATGCAGTTAAAGTCGTTGCCTTTAGCCAAATCAACATGAGAGAGCTAATGCAGGCTGGAACGTCTTCTGGGGACGTCTACGAAACAAAAATTAAGTCAGCGTTGG0
2241 CHIP5249 STY specific STY3687 ATGAACGCACAATTAACCGAAATCTTATACCGGGCCTCCGGTATGAACGCACAATTAACCGAAATCATGCGCCTTATCACCAATCTGATCCGCACTGGTGTAGTCACCGAAGTGGACCGGGAACACTGGCTTTGTCGGGTGAAAACGGGCGACCTTGAAACCAACTGGATTAACTGGCTGACGCTGCGCGCGGGTAATGCCCGCACATGGTGGAAACCATCGGAAGGTGAGCAGGTGGTGCTACTGAGTCTGGGCGGCAATCTGGAAACTGCCTTTGCGCTGCCCGCTGTCTATTCGA0
2242 CHIP5264 STY specific STY3845 ATGAGTATGATGGCTGGGATGGTTACCATTCCTCACGAAGTTTACGGTGAGTATGATGGCTGGGATGGATATGGGCAGAATTTTACTCGATTTATCAGACGATGTGATTAAACGGCTTGACGATCTCAAGGTGCAACGCAACCTACCTCGTGCAGAACTCTTGCGGGAGGCCGTTGAGCAGTATCTGGAAAGACAGGATCGGGCTGAGACCACAATTTCGAAAGCATTGGGGCTCTGGCAAGGCTGTGAGGAAGATGGCGTTGAATACCAACGTAAACTTCGTGAGGAATGGTAA0
2243 CHIP5007 STY specific STY1360 ATGAATATGATGAAACCTATTTCTGCCTTATACAGTAACTGTCAGTTTACAATATCGTAAAAACGTGAATATGATGAAACCTATTTCTGCCGCGATCCTCAATATTAGAGGGGCAGCCCCCGGCACTGCCACTATCGGAAATGGCGCAACTAACCTAGCCAAAGATATTATTAGGGTAGCTAATATTGCTTATAATATTTCACAGGTTGAGCAAAAAAGTGGTTTCTTGTTAGTAACGGGAGAGAAAGGCTTCAACAAATCTGCTTGCCTGCATATGCTGGGACAACAAATATCCAGAGTTTTTTCTGGGAAGCACTTAT0
2244 CHIP5023 STY specific STY1598 ATGACACGGAACACCGAACTTTATATGATTTCTCCGGTGTATGTGACATGACACGGAACACCGAACTCACCCGCACCGCCCTCTACCGTCTGGCCCTGCAGCGTTTCGGGCCGGACGCACAGGCCCTGAAACTGACAGAAGAGGCCGCTGAACTGGCGGCCAGTGCCGCCCGCAACCTGAACGGACAGGGCAGCGAAAGTGACCTCGCGGCAGAGCTGGCAGACGTGGAAATCATGACAGAGCAGCTGCGCCTTCAGGGAATGGACCGGCTGATTGACTTCCACAAACAGAAAAAACTGGAAC0
2245 CHIP5229 STY specific STY3665 ATGCGTAATATTGAAACCCTCTCGTTAGTGGATCTCCTGCGCTTCATGCGTAATATTGAAACCCTCTCGACCAAAACCGGACCGGATGACGCAGGGCTTAATATTTTACTGACAGAGGCTCGTCTGGAAGAACGCCGGGCAAGGGCTGAAGCAATGGTAGCTCGCCTTGATAGCCTGGCGTGTCATATCACATCCCGCCAGCTAACCCACGTCGAAGCGGCAGAACTGCTTCGTGTGACTGCTGAAGCAATCCAGAACGAAGCGCAGGAGATCCACTAA0
2246 CHIP5243 STY specific STY3681 ATGACGCTTGAGCGAATCATTAACGATTGATGGATTCATAGTCCTATGACGCTTGAGCGAATCAGCGCCTTTATCACGTATTGCATCGCCGTCGTGCTGGCCTGGCTGGGCGATTTGTCCATCAAGGATGCCTCAACGCTGGGCGGCCTGATGATTGGTGTGCTGATGCTGGCTATCAACTGGTACTACAAACACAAAGCCTACCAGCTTCTGCGCGACGGGCAGATCTCGCGGGAGGACTATGAATCCATCAATCGTTAA0
2247 CHIP5258 STY specific STY3703 ATGATGATTTGCCCACTGTGTTTAAAGAGAGAGCGCCACCTGATGATGATTTGCCCACTGTGTGGAAGTGCCGCCCATACTCGCAGCAGTTTTCAGGTATCTTCATTGACCAAAGAGCGTTACAACCAGTGCCAGAACATTAACTGCAGCCATACTTTTGTTACCCATGAAACTTTTGTTCGTTCGATTGCAACGCCAAAAGAGTCAAATCCGGTTCAGCCGCATCCAATGAAATCAGGACAGGTGGCGCTCTCTCTTTGA0
2248 CHIP4914 STY specific STY0202 ATGGTGATACCAATGAGACGTTTGTTATTCATAGGAGACATTCACCAGTACAATGGTGATACCAATGAGACGTTTGCGCGAACCCACGCTCGCCACGTTATTTTCAGGGCTGGCAACAGCCCTGTTTAGCGCGACGCTGTACGCCGATACCAATGTGAATTTCACCGCCAGCGTGCAGAAGGACACCTGCCAGATAAAGATAGATGGCAATGGAACGGTAAACTTCGCCACCATAGCGCCCGCCTATTTTGCCGATGGCATTACCGCGGAAACCGATTATGAGGGGGGGAAAGAGTTCACCATTAAGC0
2249 CHIP4930 STY specific STY0322 ATGAAATATAAAAAAATAAGAGTATCTTATGATACCGATTATGGATTCATTTCCATTTCAGTGATGAAATATAAAAAAATAAGAGTATCTTATGATACCGAAGTTACTGGAAATGTTAATGGAGTCTACTCGGTAGAGATAAAAGATAGTCTTTCCTTTAAAAGTAAAGAAGATAAAAAATATTTCGAAGGCTTTTTTTTGAAAAATAGCAAGGATTATAATAGAGTGATGATTGATGACTTTAAATGCATTGATGTTAATAAAATTCAAGAAATATGTTTTTTCCCTGTAAGGAAAAAAATAAAAGAAATAGATATGA0
2250 CHIP4946 STM/STY STY0478 ATGGCGAATTTGCATATTACACTTTTATTCTTTATCTAAAAAGTGCACACTGTCAATGGCGAATTTGCATATTACACTTGAACTGAAAAATGCTGATGGAATGGCAACTGAGGAAACGTTGATGATTCCGCCATTCGGTTTGAATACTCTGGGGATAGATATGCAAAATCATGATGTTGATCCTCTCATTACCCCATACGATCTCCCACTGTATACGCAAGATTTTTGTCACGGGATCGGCGATATCCATTTTACGCTGAAATCCGCTACGGCAACGATTAACGGTAAGAATGTCGATTTGCTGAAAGCTG0
2251 CHIP5245 STY specific STY3683 ATGAAAAAGAAATTAATCAGCGGACTTTATGCTGCTACCTGTTGCGCATGAAAAAGAAATTAATCAGCGGACTGTTTCTGATGTTATGGATGGCGCTGTTAATCGCAGCAATGGTGTATCCGCAGGGGATTTTTCCGGTACTGGCAGCGTCCGGCGTTTGGGTAGCCTGTTTGCTGACATGGGCGGTAATTCCGGTAGCACTGGCTGCGTTAATTAAGAATGGCCCGCTCTGGCAGGAGTTAAGGGCATCTTTGCTGAAGACAATTACCCGAAAAGAAAACGTATTTACCAGTTGGGTGATGC0
2252 CHIP5179 STM/STY STY2895 ATGCGGTTCAGAGTTCACCGTTAACTGTGGGTTGCCATATTTTCGTGCGGTTCAGAGTTCACCGGCGCTTCCCTGTCGACGGCAAACCGTTCTTACAGTTTGCCGTCAGGGTAATGGCGGGATCGGATACGATTGTAGTCATTCGATATATGACAATGAAAGTGATGTTGGCGCCAAAATACAAAGCGCCTGGTAATAATTATCAGGCGCTTTGCAGACAGAAAACCATCAAACATCGGTTTCTCGTTCTCCAGGATCTACTGGAAAATATGGCAACCCACAGTTAG0
2253 CHIP4916 STY specific STY0204 ATGAAAAGGAATAAATACCTTTTAGCAGCTTATTGATAAGTGAAGTTAAACGTAGCGGATGAAAAGGAATAAATACCTTTTAGCAGCCTCTGTGCTCGCCGTGATATTTCCGCTTACCAGTCAGGCGGAAAATATCAACGTCGACTTTACCGCCACCGTGTTAGCCACGACCTGCAGCATGTCAATTGCGGCGTTAGATGGCTCGAACTTATCGGGTGATGCCACCAGCGGCTATACGCTGAACGTCGGCGATGTCGGGTTGGATAAAATTATAAAAAAATCAGCGGAATCGCAGAAAAACTTTAAGTTTGTCG0
2254 CHIP4932 STY specific STY0324 ATGACGATGCACCGGGAGTTAGCCAGTGCTTCTATAATTCCTGGATGACGATGCACCGGGAGCCGGGCGGCGAACGGTATTACTACACCTGGGCGTGGTTTGAAGGCCCGGACGATGCGGCGTGGCGGGTGACGGGCCATCATACGGACAGCGGCGAGCAGTACCGTCTGGACTGGAATCTGGCAGAACGTTCGCTGTGCGTGACGGATAGCATGGGGCGTACGCGCTGCCACTGGTGGGATGCGCAGGGCCTGGTGACGGCGTACCGGGACGAGGCCGGGCAGATGACCACTTTCCGCT0
2255 CHIP4948 STY specific STY0480 ATGCAGGATGACGTTTTGGCTTAAATAAAAATTCCCGCCTTAAGAAATGCAGGATGACGTTTTGGCAAAAGAGCTTGCGGATAAAACCAGTAAAGCAGATATCGATACTGATGCGCAGACGGTGACGCGCCTGATAGCCGACGAAATAGATACGGCAAAGCAAGCCGCGGAAAGCGATATTACTCAGCGTTCCCGGTTTATTGAAACATTACGCCAGTATGCCGGCGGCGGGAGCGCGATGGCCGCGCGCATCACGCGCCTGGGTTATTCAAAGGCGGATATCCTGCACCTTGCGGAGCTGT0
2256 CHIP4964 STY specific STY1029 ATGGGTCGATTAAAATCTGAGCGTTAGGAGATAGGCTGGTCCTGTGTTGGGTCGATTAAAATCTGAGCGCTACATTCAGAGGGGGCGAAATACTACAGCAATGTTGGGCGTTGTGCATTCCAACCAGGATATGATTTTTGTGCAAAAAGTGCTATTTATTGGCTTTGTGTCCACTTTAATCGACTCACAGGACCAGCCTATCTCCTGA0
2257 CHIP5284 STY specific STY4219 ATGAAAAACACTTGTCTTGAACCCTTTATTTTAATTTTTGTATGTATTTATAAACAGTGGGATGAAAAACACTTGTCTTGAACCCTATGAATTTTTGATCGATTTCCTGGCCGATTATTTTGGCGAAAACACGGAAGTTGTTCTGCACAATCTTTCTGATCTTGAGTCTTCTATACATAAAATCAGAAATGGACATATCAGCGGTCGCTCTGTCGGAGATCCCATCACCGATCTGGTAGTCCGTGCCATGAAGAACAATGACAGTGAGGTACATTACCAGTGTAATTATCTCAGCAAGACACGCGATGGCAGACGGC0
2258 CHIP5385 STY specific STY4653 ATGTTCGGTTTATTAGGTTGTACACGTTATATATCAAAGGAATAATCTTCAGTTTGAATCGGTGTTCGGTTTATTAGGTTGTACACGCTATTTTGAGTCTGATAAGGGCCCGCGGGTGGTCCTTGATAAAACAGATTTTGTCATGGGCTACCATGAGCATATCGGTATTCTGGCGGCTCCTGGTTCAGGCAAAACGACGCTAACCAGGTTGCTGTGTGGCCTGGATGCTCCTGATGAGGGGGATTTTATTGGGCTACGGGGTGATGCGCTCCCACTGGGGGCAAACTCTTTTATTCTGCCAGGGTTAACCGGTGAGG0
2259 CHIP5403 STY specific STY4679 ATGATGAAAGAGAAAAAAACACTGCTCTTAATGATTTATTGCTTTTGTATAGGAACGATGATGAAAGAGAAAAAAACACTGCTCAACAATAATGAGAATGGAACTGGCTTACCATCCAAGCCCTCAATTATGAGTGAAAATAAACTCCAGAACACAGTGTTTTCCGCTATTGGCAGTGCATCCCCAGCTCACAAGCTGGTACAGGGCTCCAGCGCTGCCGCTTTCCTGAAAAACCATGAATCACTTCTTGCCGGTACCGCTGTCAGCAGCGCATTCGCAACTCAGAAGCCGGCACAGGGCTCCAGCGCTGCTG0
2260 CHIP5419 STY specific STY4831 ATGAAAAATCCATTACCGCCCTTAGTGCAGTACCGGTGCGATGAAAAATCCATTACCGCCCGTATTACGCGCCGCGCTGTATCGTCGCGCCGTGGCCTGTGCCTGGCTGACCCTGTGCGAACGCCAGCACCGCTATCCGCACCTCACCCTCGACGCGCTGGAAAGCGCCATTGCCGCCGAGCTGGAGGGCTTCTACCTGCGCCAGCACGGAGAGGAAAAAGGCCGCCAGATTGCCTGTGCACTGCTGGAAGATTTAATAGAAGCCGGGCCACTTAAGGCCGCACCGTCGCTGTCCT0
2261 CHIP5434 STM/STY STY4875 ATGAAAAAATCGACGACCTCAATTAGTGACTAACATCCTGAAGCTCTTCAATGAAAAAATCGACGACCTCAACACCGCATGATGCGGTGTTTAAAACCTTTTTGCGCCACCCGGAAACCGCCCGCGATTTTATGGAGATTCATCTGCCGGTGTCGTTACGCCAGCTTTGCGATCTGCGGACGCTAAAGCTGGAGCCCGGCAGCTTTATTGAAAAAAATCTGCGAGCCTATTATTCCGATGTGCTTTGGTCGCTGAAAACGCGCGAGGGCGACGGTTATATCTATGTCGTGATTGAACATCAGAGCA0
2262 CHIP5285 STY specific STY4220 ATGAAAGAGATTATTTTTACAGAAACAGCATTATTGACGAAATGCCACAGCGTGAAAGAGATTATTTTTACAGAAACAGCACCGGCAGCAATTGGCTCATACAGTCAGGGCAATGCGATGGGTAATTTAATTTTTACCTCCGGACAATTGCCCATTAACGCTGACAGTGGCAAAATTGAAACTGATGATATTCAGGAACAGACCCGTCAGTCACTGCTTAATCTTCTGGCTGTAGTTAAGATGGCAGGCGGTGATACTGATACGGTACTGAAAACGACCTGTTTCTTGAGTGATATGGCTGATTTTG0
2263 CHIP5356 STY specific STY4596 ATGAGAATAAACGTACTATTACTAACCAGTCTGTTTTAATCCTTCTGGATGATCAATTGTGATGAGAATAAACGTACTATTACTAACCAGTCTGTTAGTAGCTGGACCGGCACTGGCAGGAGAAGCTCACGTTTGTAAATCACAGACGGTAGCGAACTCTGCAGCGAATGCCGAGTTGACGGATAACACGGTATTTAAATGCGGCGAAAGCATTTCCGGAACTATCCCGTCACTTGCCCGGGAGGGATGGAAAATTGTGCAACAGACAGATCAGGCAGATGTCACCGATCCATCAAAAACATACGCACAATTGATCA0
2264 CHIP5288 STM/STY STY4259 ATGAAACGCTTACTACTTATTACGGCTTTTAAGGGCTGATAGTTTTCAGCGATGAAACGCTTACTACTTATTACGGCTTTATTACCCTTTGCTGTATTGGCCCAGCCAATTAACACTATGAATAATCCTAATCAGCCAGGTTATCAAATCCCCAGCCAGCAGCGTATGCAGACGCAGATGCAAACGCAGGCGCGCAGCCAGCAGCAAAATCTACAGTCGCAGTTGAATGCCAATACGCAGCGGGTTCAGCAGGGACAGCCGGGCAACGGTATGCTCGGTCAGCAAACGCTGCCCAATACGCAGGGCG0
2265 CHIP5304 STY specific STY4529 ATGATGAGTGAGAAAGAACAGGTATCATTACAGTAATTGCACAATATCTGCTTTGGTGATGAGTGAGAAAGAACAGGTATCAGTGTCCAGAAAAGCGGGTGCTTTACGTTCGGCGCTGAACATAGCGTTGAATACTGATTATGCAATAAATTTGTGGCAGGGGCGTCCTCCGGAAGAAGAGGGGGAAAAGGAGGGGAAGAAAAAAGAGCGTCGTCAGAGTCTTATTTTCAGTATGCCAGCCTTCATTCAAAAAGCAGGTCGTATTAATGCCGATTCATTTAATGACAATCCGTATGCTGATCAGAAGATGC0
2266 CHIP5400 STY specific STY4675 ATGAGGTGTGGTGGGGCTTTACGGACTGCGGCCTGCTTGAGGTGTGGTGGGGCTTCGGTTGTGCTCTCAGAGCAGCCGCCCGCTTGTGCGGGTTATCCCCCGGATCGTCCGGATCCGCCTCGGTATCGGCTCATGTTCTCCTTATGGGTAAAATGGCCTGAAAAGGCAGTGTCAGAATCCAGCCATGAGCTGGCGCAGTTGAGTTGTCTGGTGCAGGTCGAAAAGGCTGCGTGCGTCACTTTCCCGCTTTACGCGGTTAAAGTGACGCACTGGACTGGTGCAGTGTCTGAAA0
2267 CHIP5416 STY specific STY4828 ATGCACACCGCTTTTTCTTCCTTATACCTGGAAACGATAAAAAGAAGCAATGCACACCGCTTTTTCTTCCCCGTCTTCTGCCCCTGCCGCGCCGCTGATGCCGGTTTCTGATACCGTTCATGAGCGTTTTATTCGTCTGCCCGAAGTGATGCATCTGTGCGGTCTGTCCCGCTCGACCATTTACGACCTCATCAGCCGGGAAGCCTTCCCGAAACAAATCTCCCTCGGCGGAAAAAACGTGGCGTGGGCGCAGTCTGAAATCACGGCATGGATGACTGACCGCATCGCAACCGGGGTTATGACGC0
2268 CHIP5431 STY specific STY4853 ATGACCTCTGACAAAACCCTAAAGCTTAATGCTCTCCTCTGAACACCTCATGACCTCTGACAAAACCCTAAAGCAAGCGATATCAAATATTACTATTTGGCGCAAAGGCGAACAGCGAGCGCCGCATAAGCCGTTATTGCTGTTATATGTTCTCTCGCACTATCGGCAGGGTCACGATCGTCTGTTTGATTATGGTTCTGAAATTCATGAGCAATTGCTGGATTTGCTGGAGCGCTATGGGCCACAGCGCCGTGAACAGCGCCCGGATATGCCGTTCTGGCGTCTGAAGGGCGATGGTTTCTGGG0
2269 CHIP2704 STM/STY STM0190 STY0215 ATGGCGGGGAATGACCGCTTAATTGCCGCCGAACATCATGGCGGGGAATGACCGCGAGCCGATTGGACGTAAGGGGAAACCGTCACGTCCTGTGAAACAAAAGGTGAGCCGTCGTCGGCAGCATGACGACGATTATGATGATGACTATGAGGATGAAGAACCGATGCCGCGTAAAGGTAAGGGCAAAGGGCGTAAGCCTCGTGGCAAGCGCGGCTGGCTGTGGCTATTGCTAAAACTGTTTATCGTTTTTGTGGTGCTGTTCGCCATTTACGGCGTCTATCTGGATCAAAAAA1
2270 CHIP3304 STM/STY STM0680 STY0718 ATGTGTTCTATTTTCGGCGTATTCGTTACTGGTACGCCGACTGATGATGTGTTCTATTTTCGGCGTATTCGATATCAAAACAGATGCAGCGGAACTGCGTAAAAAAGCCCTTGAACTGTCACGCCTGATGCGCCATCGCGGCCCGGACTGGTCCGGCATCTACGCTTGCGATAACGCGATTCTCGCACATGAACGCTTGTCGATTGTTGATGTTAACGCTGGCGCCCAGCCCCTGTATAACGCCAGAAAAACCCACGTACTGGCGGTGAACGGTGAAATTTATAACCATCAGACGTTACGCG1
2271 CHIP3320 STM/STY STM0702 STY0743 ATGACAAACGTTCTGATTGTTGAATTACGGCATAAAGCGATAGCCGTGACAAACGTTCTGATTGTTGAAGATGAACAGGCCATCCGCCGCTTTCTGCGCGCCGCGCTGGAAGGCGACGGCCTGCGCGTGTATGAAGCTGAAACATTACAACGTGGTTTACTGGAAGCCGCCACGCGAAAGCCCGATCTGATTATTCTCGATCTCGGCCTGCCGGACGGCGACGGAATCGATTTTATTCGCGACCTGCGTCAATGGAGCGCAATACCGGTGATTGTCCTTTCCGCCCGCAGCGAAGAAAGCG1
2272 CHIP2577 STM/STY STM3832 STY3946 ATGTCGATGGCCCTTACCGTTAATATTTTTTAATCGTTAAGATTAATGCCGATGTCGATGGCCCTTACCGCCCCCCCAACCAGGAAAAGATTTTTAATCGTTGCCTGTCTGTTTATTGGAATATTTATTGCTTATCTCGATCGCGTTAATGTTTCGGTATTAGCCGCGAATGAACCCTTCTTAGCCTATATGGGTATTGAAGGCATGCCCTTGCAAATCGGCATGATGATGACCGTCTTTCTGGCCGCTTATGGTATCGCTAACGTTGTATTATCACCGCTTGGTGATTATCTCGGCCCCAGAAAAG1
2273 CHIP0810 STM/STY STM2028 STY2233 ATGAATACCGTAAAGCCTGAATCCTTAGTGTGCAACTCCTAAAGTAATAGTGACGATGAATACCGTAAAGCCTGAATCCATTGCGTTGTTTTGCCTGACGCCCGGCGGCGTGGCGCTGGCAAAGAGACTCGCCGCGATGCTGCCGTTAACCTGCTTTACCAGTGAAAAACTGCGGGAAGAGGGATTTATTCCCTTCGATGGCGGATTCGCTAATACCGCCCGGCAGGCTTTTACCACTTATACCGCGCTTATTTTTATCGGCGCGACCGGCATTGCCGTTCGTGTCCTGGCGCCGTTAGTGAACGACAAGT1
2274 CHIP0826 STM/STY STM3789 STY3993 ATGAACACCTTTTTTTCCCGTTTTAAACGTAACGCTGGGGCATGAACACCTTTTTTTCCCGTTTAATCACCGTTGTTGCCTGCTTTTTTATCTTCTCCGCCGCGTGGTTCTGCCTGTGGAGTATCAGCCTGCATCTGGTAGAGCGCCCGGAGCTGGCGGCGCTACTCTTTCCCTTCGGCCTGCGCCTGGGACTTATGCTGCAATGCCCGCGCGGATACTGGCCAGTATTGCTGGGCGCGGAGTGGCTGCTGGTGTACTGGTTGGCGCAGAAGGTTGCGTTGGCCCATCTGCCGCTTT1
2275 CHIP2587 STM specificSTM3845 ATGTTTGAAGAAACTATTAAAAAACAATTTGATTAATTAATCTCCTCAGCCATTTCTTTTTTTGATGTTTGAAGAAACTATTAAAAAACAATTTGAATTGTTAGACATAAGTAACTTCAATGTTGATATATCTCATCGTCTCCTTTTCGTGTGTGGTGGCAAAGTCGATGTACGTGCACCAATTCCCCCCAGTTTTAGGGATAGACTACTCACTTACACAGCAAAAAATGCCTCTGAACTTCACGAACATTTCATTCTAGCTGAGACATTCAAGGATTATTTTAAAGAGAATGCCTATCCGGACCTTCTGGTGTTTGAAG1
2276 CHIP2603 STM/STY STM3877 STY3901 ATGAAAACCGCTTACATTGCCTTATAAAATAGCAGGAATGCTTTCGCATGAAAACCGCTTACATTGCCAAACAACGTCAAATTAGCTTCGTGAAATCACATTTCTCTCGCCAGCTGGAGGAGCGTCTGGGTCTGATTGAGGTCCAGGCGCCGATCCTGAGTCGCGTAGGGGATGGTACGCAGGATAATTTGTCCGGCTGTGAAAAAGCGGTGCAGGTAAAAGTGAAAGCATTGCCTGACGCCCAGTTCGAAGTGGTGCATTCACTGGCGAAGTGGAAACGTCAAACCCTGGGGCAACATGACT1
2277 CHIP2627 STM/STY STM0041 STY0049 ATGCCATTTATGCAACAAGACCTTACAAGTTCAGCAGGCTACGGATGCCATTTATGCAACAAGACCCGCGTCGTCTGGTCTGGCAGCAAAACGATCGCTATTTATGGATTGAACCCTGGGGCGAGAACAGCCTGCGCGTACGCAGCGGCCGTCATCTGCCGGTAATGAGAAATGAAGACTGGGCATTGACTGAGCCAGTCGCAGAAAGTCAGTGCCACATTGATTATGAGCACCACCAGGCAACGCTGACCAACGGCAAAATTATCGCTATCGTCAATCAAAAAGGACAGGTTACCTTTT1



2278 CHIP2659 STM/STY STM0116 STY0135 ATGTTCGGCTATCCTGGAGGTTAGGTCCTCTCCGTTTTGCTTGTGTTCGGCTATCCTGGAGGCGCAGTGCTTGATATTTATGATGCGCTACATACCGTTGGAGGGATCGATCATGTGCTGGTGCGTCATGAGCAGGCCGCGGTGCATATGGCGGATGGCCTGGCGCGAGCCACTGGCGACGTTGGCGTGGTGCTGGTGACTTCCGGACCGGGAGCGACCAATGCGATTACCGGGATTGCTACGGCCTATATGGATTCCATTCCGCTGGTGATTCTTTCCGGCCAGGTCGCCACCTCAT1
2279 CHIP2675 STM/STY STM0149 STY0171 ATGGATAAGGGCAGACTTTCGGTTAGGCTTTCCTTACGCTTTCAGATGGATAAGGGCAGACTTTCGGTAAGAGAGAAAATCGGGTATGGCATGGGTGACGCCGGATGTAACATTATTTTTGGCGCTATCATGCTGTTTGTTAATTACTTTTATACGGATATTTTTGGTCTTGCCCCGGCGTTAGTCGGTGTTTTACTCCTTTCAGTACGCGTTATCGATGCCGTTACCGATCCGGTGATGGGCGCGCTTGCCGATCGTACCCAAAGTAAATATGGTCGTTTCCGCCCCTGGCTACTGTGGA1
2280 CHIP2691 STM specificSTM0175 ATGCGCAAAAGGCAACACTTACTGGCAGACGGCGTTATGCGCAAAAGGCAACACCGGGTATTTTATTTATCGCGCTGCGCTGTGTGTATCGCGCTGGGCAGCACGTTCACACACGTTGCATGGGCGCGCGACTATTTCAATCCGGCATTTATTGAAAACCATGGGCAGGCGAATCGCACAAGCGTCGATCTGTCGACATTTGATAACGACAAAAGCCAGCTGCCTGGCACCTATTACGTCACTATCAATATCAATAAAACAGAAATCGGCGCACGAAACGTTGATTTTCAAC1
2281 CHIP3245 STM/STY STM3328 STY3507 ATGAAGCAAATTCGTATGCTGGTTATTTTTTTTCCGCGTTTGCATGAAGCAAATTCGTATGCTGGCGCAATACTATGTCGACCTGATGATGAAATTGGGTCTGGTGCGCTTTTCCATGCTCCTGGCGTTGGCATTGGTGGTGCTGGCGATTGTCGTGCAGATGGCGGTGACCATGGTGCTGCATGGTCAGGTTGAAAGTATCGACGTTATTCGTTCCATCTTTTTTGGCCTGTTAATTACGCCCTGGGCGGTCTATTTCTTATCCGTTGTTGTTGAACAACTGGAAGAGTCAAGGCAGC1
2282 CHIP3261 STM/STY STM3368 STY3548 ATGAGTCTGAACCTGGTAAGTGAACATTATGCGGTGCCGCCAACATGAGTCTGAACCTGGTAAGTGAACAATTGCTAGCGGCGAATGGCCTGAACCATCAGGATCTGTTCGCTATTTTGGGCCAACTGGCCGAACGCCGTCTTGATTATGGCGACCTCTATTTTCAGTCGAGCTATCACGAATCCTGGGTTTTAGAAGACCGCATCATTAAAGATGGTTCATATAATATCGACCAGGGCGTTGGCGTTCGCGCCATTAGCGGCGAAAAAACCGGTTTTGCTTATGCTGATCAGATAAGCC1
2283 CHIP3277 STM/STY STM0629 STY0678 ATGTCTAAGATTAAAGGTAACGTTAAGTGGTTTTACAGAGCAGTTACGTTTGCAGCATGTCTAAGATTAAAGGTAACGTTAAGTGGTTTAATGAATCCAAAGGATTCGGTTTCATTACTCCGGAAGATGGCAGCAAAGACGTGTTTGTACACTTCTCTGCAATCCAGACCAATGGTTTTAAAACTCTGGCTGAAGGTCAGCGCGTAGAGTTCGAAATCACTAACGGTGCCAAAGGCCCTTCCGCTGCAAACGTAACTGCTCTGTAA1
2284 CHIP3293 STM specificSTM0654 ATGAATCATTCCATAACCAGTCATCCTTAAGCGTGCAGTTGGGCATGAATCATTCCATAACCAGTCATCCCTGCGACAACGTATCTTTAGCACAATTAACCGAACTGGCGCAGTCAGGAAATAGTGAAGCTCAATATATATTAGGCCGTTTATATAATGACGAACGTATAGATGGCAGCGAAGAGGATAAGCTCTCTTTTTATTGGTTGCAGCAGGCAGCTGAACAAGGACACTGCGAGGCACAATATTGGCTCGGCTTACGATACAAAGACACGCCTACCGACATGAAAGATAATACGC1
2285 CHIP3309 STM/STY STM0686 STY0724 ATGAGTGAGGCTGAAGCCCTTACTCGCCCGCTTTCGCATGAGTGAGGCTGAAGCCCGCCCGACTAACTTTATTCGTCAGATTATTGATGAAGATCTGGCGAGTGGTAAACATACCACTGTCCATACCCGTTTTCCGCCGGAGCCGAATGGCTATCTGCATATCGGCCACGCGAAATCTATCTGCCTGAACTTTGGCATCGCGCAAGATTATCAGGGCCAGTGCAACCTGCGTTTCGATGACACCAACCCGGTAAAAGAAGATATCGAGTACGTTGATTCGATCAAAAACGACG1
2286 CHIP3325 STM/STY STM0712 STY0752 ATGCAGCGAGCGCGTTGTTTAGCATATTCCCTCCTTTTGCGGTGCAGCGAGCGCGTTGTTATCTGTTAGGCGAAACGGCGGTCGTCCTGGAACTTGAACCGCCGATTACGCTGGCGAGCCAGAAACGCATCTGGCGTCTGACGCAGCGTCTGGTCGATATGCCGAACGTGGTGGAAGCCATTCCCGGGATGAACAATATCACCGTGATCTTGCGGGAACCGCAAACCCTGGCGCTGGATGCGATTGAGCGTCTGCAGCGCTGGTGGGAAGAGAGCGAGGCGCTGGAACCGGACTCGC1
2287 CHIP2727 STM/STY STM0242 STY0269 ATGCGTACTAGCCAATACCTGCTTTAGCCCTTAATCGCCTTGACCATGCGTACTAGCCAATACCTGCTCTCCACTCTGAAGGAGACACCTGCCGACGCCGAGGTTATCAGCCACCAGCTGATGCTGCGCGCCGGGATGATCCGCAAGCTCGCCTCCGGGTTATATACCTGGCTGCCGACCGGCCTGCGCGTCCTGAAAAAAGTCGAAAACATCGTGCGTGAAGAGATGAACAACGCCGGTGCTATCGAGGTGTCGATGCCAGTCGTTCAGCCAGCCGACCTGTGGCAAGAGAGTGGTCGTT1
2288 CHIP2751 STM/STY STM1541 STY1521 ATGCTAAATCCATTCAAAATCCCCTTAGCCGCCGACAATCTTTCATGCTAAATCCATTCAAAATCCCCTGGATATGGATTGGAGGGCGCATGGTTATACCTGAGGTCAGGCAGGAGAGGCTCTATCAGAAGATAGCCAACCTCATCATTAAGCTGATCAATGATAATATTTTTCCACCGGGAACTTTTTTACCGCCAGAACGCGAACTGGCAAAACAGCTTGGCGTGAGCCGCGCCTCCTTGCGAGAAGCCCTTATTGTACTGGAGATCTCGGGATGGATCGTGATTCAGTCCGGTAATG1
2289 CHIP4008 STM/STY STM2113 STY2326 ATGAATATTCTGCAATTTAATGTACGGCTTACAGATTCTGATAGAACGAGACATACTCCATGAATATTCTGCAATTTAATGTACGGCTGGCGGAAGGCGGCGCGGCGGGAGTGGCGTTGGATCTCCATCTGCGGGCGCTGCAAAAAGGGCTGACGTCGCATTTTGTTTATGGTTATGGCAAAGGCGGAAAAAAAAGCGTCAGCCACCACCGTTATCCGCAGGTGATAAAACAGACGCCGCGCGGCACGGCAATCGCTAATATCGCGCTGTTTCGTTTCCTGAATCGCGATCTGTTTGGCAATCTCGACAATCTTT1
2290 CHIP3736 STM/STY STM4591 STY4938 ATGGGCGTTGCGATTAAAACTTAGTTATAGGTCAGGTTTAATGTTGCCGGTGGGCGTTGCGATTAAAACCCAAACGAATGCTGGCCCTTACGATAATGTCATGCCAATCGATAATACCTACCATAATGGCGATGGCAATAAAACACACCATGCGATGGCTCCCGCCTACAATGTTGAACTGGTCGCCTTAGGCGGTCCGATCACCTCCGGTACCGCGACATTCCAAAGCCCACTGGCGCGCGTATCTTTTCGCGATAGCGCAACGGAAGACTCCGGCGGCGATATCCTGACCCATCTGTATTTGG1
2291 CHIP3752 STM specificSTM0278 ATGGATACTGCCGTGAAATGGTTACTTCTCGACACGCCTTTTAATTAATTCGTGGATACTGCCGTGAAATGGTTAATATTAGTTACTTTCAGCATAAGTGGAATGCTGGTATGGCAGCCATCCTTTGCACAAGAAGCATTGACCACACAATATTCACAGTCGGAACTCTTAAAAAATTGGGCGCTGAGTCATTGTCTGGCATTAGTATACAAAGATGATGTCGTTAAAAACGATGCCAGAGCTACGGCCAGTGCTTACCTTGAATATGGTAAACAATCTGTGGAGATTTACCATGAAATTGATGAGA1
2292 CHIP3776 STM/STY STM0321 STY0366 ATGAGTGACAGCCAGACGCTTATCGAGTAATCATGTCATCACGAATGAGTGACAGCCAGACGCTGGTCGTAAAACTCGGCACCAGCGTGCTAACAGGCGGATCGCGCCGCCTGAACCGTGCCCATATCGTAGAACTTGTCCGCCAGTGCGCGCAGTTACACGCCGCGGGACATCGTATTGTTATTGTTACCTCTGGCGCGATTGCCGCCGGACGTGAACATCTCGGCTACCCGGAACTGCCGGCAACAATTGCCTCTAAACAGCTTCTGGCGGCGGTAGGGCAAAGCCGCTTGATTCAAC1
2293 CHIP4026 STM specificSTM2707 ATGAATAGTCTGTTGCCGCCGTTATGGATTCACTCTCATTGTGTCATGAATAGTCTGTTGCCGCCGGGTTCGTCGCCGCTTGAGCGCCGACTGGCGCAGACCTGCAGCGGGATTTCCGATCTGCAGGTATCGCTGCGTGATTTGTGGAACCCGGCAACCTGCCCGATCAGATTCCTGCCTTATCTGGCCTGGGCGTTTTCTGTTGACCGCTGGGATGAGAGCTGGACAGAAAGCGTCAAGCGCCGCGTTGTGCAGGACGCTTTTTATATCCATCAGCACAAGGGGACAACCAGCGCCGTGC1
2294 CHIP3754 STM/STY STM0283 ATGATGAAAAAATCAACCTATGATGTGTTATATATTACAGGGATACTCTATTAATTTATTTATGATAAGTTCAATGATGAAAAAATCAACCTATGATGTGTCTCATCATTCGGCAGTATGTGGCGTGACGGGGGATTATTATCGGATCTCAGCGACATATCACATAACACGATCTGTTCGTGTTTTTTTGATCATCTTATGTTGCCTGTTATCCGGTGGCGCTTTTGCCGGATCCCCGATTAACGCAGGATTCATTTCCCCCGATAATGTCAACCTCAGTACTCAGGATTTCCTGAAATTTTATGCCACTGACAACGTACAGAAAAAAG1
2295 CHIP4066 STM specificSTM2759 ATGAGTATCTTCGAGGCGCATTATTCGAGCCAAAGTTGGCTATGAGTATCTTCGAGGCGCATTTTCGCAGGCTGCACGCCCGCTACGGCGCAGGTCAGACGCACGAATTACAGATGCAGGAGATCGCCGCCATCTTCGGCTGTTCGGTGCGTAATTGTCGTATTGCGCTAAAAAAGATGCATCAGGAAAAATGGCTCGACTGGCAGCCCCAGCGCGGGCGCGGCAAGCGCTCACGGCTCCATCTGTTAACCTCGCCGGAAAAGCTGTTCAGCCAGAACGTCAATAAGCTGCTGGAGA1
2296 CHIP4082 STM/STY STM2781 STY2899 ATGACGATGCAGCAAAGTGATTACCGGGAGAGGCTGTTGATGACGATGCAGCAAAGTGATATGGAAAGATATAATCCATTATTAATGTTAAAAGAAGTCATGGCGCAGACGCCTTATCGCCATAAACGCTGGGGAGAGCGTAAGTTTCGTTATAAATTTTTATTACGTTGCCTTATTAACCCCGTAACGACAATTAAATACTTCAATGAATTATGCCATCTGTCTCAGCCCAGAACGCTGATTATTCATCGTCCACTGTTGCCGGCAAAAATCCAGCGGCCCTATTTGTATACCG1
2297 CHIP3810 STM/STY STM1087 STY1115 ATGCTTCCGGTCACCTACAGATTATTTATTGAAGATGTAGACCATTCTGGGATGCTTCCGGTCACCTACAGATTAATACCTCAAAGCGGAGTATCCACATATAGATTAAATACCGCAGATACACCTGTTTTCCCCGATATTCCCGAACATGCACCAAACCCCTCACGGCTACGCCTTGCTCATGACAGCCTTGCCATAAACAGTGAATTCCGTCTGGAGCCAGAGTGTGTGGTGGAGTACCTTATCTCAGGCGCGGGTGGAATAGACCCTGATACAGAAATTGATGACGACACTTATGACGAATGCT1
2298 CHIP3826 STM/STY STM1111 STY1147 ATGGCTAACATCACTGTCACCTTTACTTAGGGATGCGAGATAAAGCGATGGCTAACATCACTGTCACCTTTACCATCACCGAATTTTGTTTGCACACCGGCGTGACGGAAGAGGAGCTAAACGAAATCGTCGGACTTGGCGTAATTGAGCCTTACGAAGACGATAACGCCGACTGGCAATTCGACGATCGCGCAGCGAGCGTGGTACAACGCGCGCTACGCTTACGCGAGGAGCTGGCGCTCGACTGGCCTGGGATCGCGGTCGCGTTAACGCTGCTGGAAGAGAATTCACGGCTGCGCGAAG1
2299 CHIP4076 STM specificSTM2769 ATGAAGTATGTCTTCATCGAAAAACATCTTAAGCGAGGTTCTGGTTTTCAATGAAGTATGTCTTCATCGAAAAACATCAGGCTGAGTTCAATATCAAAGCCATGTGCCGTGTATTTCAGGTTGCCCGTAGCGGCTGGTACGTCTGGCATCAGCGTCGTCATCAGATAAACCGGCGTCAGCGGTTCCGCCTTGTCTGTGATAACGTCGTCCGGGAAGCATTCAGTGACGCAAAACAACGCTATGGTGCGCCACGCCTGACGGATGAGCTTCGTGCTCAGGGTTACCAGTTCAACGTGAAAACCGTGG0
2300 CHIP4092 STM/STY STM2798 STY2918 ATGTCCATTGGGATAGTTTCCCTTAATGAGTACGGGTATTCCAGGGATGTCCATTGGGATAGTTTCCCCCCGTGAGGCGCAAGCGCTGATAGCGCAAGGCGCGAAACTGATTGATGTGCGCGACGCCGATGAATATCTGCGCGAGCATATTCCACATGCGCAACTGGCGCCGCTCTCCCGGCTTGAACAGGGCGATTTGCCCGCCAACCTGCGAGCGGAACAGATTATTTTTCACTGTCAGTCAGGTAAACGAACCAGCAGCAATGCAGCAAAACTACAGGCCATTGCCGCCCCTGCTCAGG1
2301 CHIP3820 STM/STY STM1102 STY1136 ATGAAGAAAATAAATCATTGGATTAACGGTTAAACTCCCCATTTTGGGATGAAGAAAATAAATCATTGGATTAACGGCAAAAATGTTGCAGGTAACGACTACTTCCAGACCACTAACCCGGCGACCGGTGACGTGCTGGCGGAAGTGGCCTCCGGCGGTGAAGCAGAGGTGAACCAAGCTGTCGCGGCGGCAAAAGAGGCGTTCCCGAAATGGGCCAACCTGCCGATGAAAGAGCGCGCGCGCCTGATGCGCCGCCTTGGCGACCTGATTGACCAGCATGTGCCGGAAATCGCGGCGATGGAAA1
2302 CHIP2396 STM/STY STM3453 STY4345 ATGAAATCACTGTTTAAAGCCACGTTATTTTTTAGCAGCATCTGCGGATGAAATCACTGTTTAAAGCCACGCTGCTGGCAACTACGATGGCCGTTGCTATGCACGCACCGATCACTTTTGCTGCTGATGCGGCGAAACCGGCAGCTACCGCTGATAGCAAAGCAGCATTTAAAAACGACGATCAAAAAGCGGCTTATGCGCTGGGCGCCTCGCTGGGTCGTTACATGGAAAATTCGCTTAAAGAGCAGGAAAAGTTAGGCATCAAACTGGATAAAGATCAGTTGATTGCCGGCGTTCAGGATG1
2303 CHIP2412 STM/STY STM3489 STY4307 ATGAAGGCTAGCCGCAGTGTTAACCACCAGCGTCACTTTCGATGAAGGCTAGCCGCAGTGTATTGCTCTGTTTTTGTTTGCTGATGTTGACAGGAATGCGCGATCCCTTCCGCCCGCCGGAAGATCGCTGCCGGATAGCGGAACTCTCGCAGTGGCGGTATCAGGGCGCGGTGCGTAAAGGCGAGCGATGGACAGGCATTCTTAAAGACAGTCAGCAAAAATGGCGACGAGTGGAAGAAGGGCAGACGCTGGAAAACGGTTGGACGATTGTCCGCCTGACGGCGGAAACCTTAACGT1
2304 CHIP3876 STM/STY STM1236 STY1276 ATGAAACGGCTTCTCATTGCTTTAAAGCGGTTTATCAATGTGGTCATGAAACGGCTTCTCATTGCTTTTGCTTTATTAACACCGTTATCCGTTAATGCGGCCAGCTTCGACTGCCAGAAAGCGCAGGCTGCGGATGAAAAGGCTATCTGCGCGCACCTGACGCTGAATGATAAAGACGTGGAAATGCACACCAAATATCAGTTTCTGAAAGGGTTGTTCGCGATGGGCAGTCGCGGCGCCCTGCAGGACGCCCAGCAGAGCTGGCTTAAACAGCGTCAGCAGTGCAAGGCCGACGTCACCT1
2305 CHIP3822 STM/STY STM1319 STY1792 ATGATGAAACCTCTTCGCCATTAGTCAGCGATTTCGTTTTCCTATGATGAAACCTCTTCGCCAGCAAAATCGCCAGATTATTAGCTATATTCCGCGTGTTGAACCCGCGCCGCCGGAACATGCGATAAAAATGGATACGTTTCGCGACGTCTGGATACTGCGCGGTAAATATGTTGCCTTTGTTCTGACGAGGGAGTCATTTCAACGGTCGCCCGCCTTTAGCGTGCCAGAATCGGCGCAACGTTGGGCGAATCAGGTTCGCCAGGAAAACGAAATCGCTGACTAA1
2306 CHIP3838 STM/STY STM1147 STY1184 ATGACATCACGTCTTCAGGTCATTAGGCAGGGTCGTCGCCATGACATCACGTCTTCAGGTCATACAGGGTGATATCACTCAACTTAGCGTCGATGCGATTGTGAATGCCGCTAACGCATCATTAATGGGCGGCGGTGGCGTAGACGGCGCGATTCATCGCGCGGCGGGGCCGGCATTGCTGGACGCCTGTAAACTCATCCGTCAGCAACAGGGCGAATGTCAGACGGGACATGCGGTTATCACGCCTGCTGGCAAGCTTTCGGCAAAGGCGGTTATTCACACAGTGGGGCCCGTCT1
2307 CHIP3854 STM/STY STM1197 STY1236 ATGTCTAAGCGTCGTGTAGTTGTGTTAGATCTTTTTAAAGATCAAGGAACCGGTGTCTAAGCGTCGTGTAGTTGTGACCGGACTGGGCATGTTGTCTCCTGTCGGCAATACCGTAGAGTCTACCTGGAAAGCTCTCCTTGCCGGTCAGAGTGGCATCAGCCTGATCGACCATTTCGATACTAGCGCCTATGCAACGAAATTTGCTGGCTTAGTAAAGGATTTTAACTGTGATGACATTATCTCGCGCAAAGAACAGCGCAAGATGGATGCCTTCATTCAATATGGAATTGTCGCTGGCGTACAGGCCA1
2308 CHIP3870 STM/STY STM1217 STY1257 ATGTATCAACCTGTCGCTCTATTCATTATTCATAACGTAAAGCCTCAGCGATGTATCAACCTGTCGCTCTATTCATTGGCCTGCGTTACATGCGCGGGCGTGCAGCAGATCGCTTCGGTCGCTTCGTTTCCTGGCTTTCCACTATCGGCATTACCCTGGGGGTGATGGCGCTGGTCACGGTATTGTCGGTGATGAACGGTTTTGAGCGCGAACTGCAAAATAACATTCTTGGTTTGATGCCTCAGGCCATCCTCTCTGCTGAACATGGTTCTCTTAACCCGAATCAGATGCCGGAAAAAGCGGTGA1
2309 CHIP3886 STM/STY STM1267 STY1854 ATGACTACCATTACACTAGTCAACGAACATTAGATGTCGTCAGGTGTCTGAAACATGACTACCATTACACTAGTCAACGAACAAAATAGTACTGGCAATCCTTTTTCTGCACATATGTTATGTGAACAGCGAGCTATTCAGGAAATTACTTACGAACTATTGCAATCGCAGCAGCATGTCTCAAATAAGGATATCATCGCCAAACTTATTGAAAAACTGGAAACAGAAAAAGACGTAGTGCAGCTTGATATTTACCGTAATGCCTTAGAAGCCGTTTTGTTTCAGACACCTGACGACATCTAA1
2310 CHIP2462 STM/STY STM3578 STY4233 ATGAGCGATCTGTTTTCCTCCTTAATGCGCTTTACGCAATAAATAACATGAGCGATCTGTTTTCCTCCCCTGACCATACGCTTGACGCCCTGGGGCTGCGTTGCCCTGAACCGGTAATGATGGTGCGCAAAACGGTGCGCAACATGCAAACTGGCGAAACATTGCTGATTATCGCCGACGATCCGGCGACGACGCGTGATATTCCGGGGTTCTGTACCTTTATGGAACACGATTTGCTGGCGCAAGAGACGGAGGGTCTGCCGTACCGTTATTTATTGCGTAAAGCGCATTAA1
2311 CHIP3521 STM specificSTM1030 ATGGATCAGGAAATTAAAAGCCTCTTATTCCTGCTCTTCCTCTTGCCGTGGATCAGGAAATTAAAAGCCTCGAATTAAACATCACACAGCTTTCGGCCATCACTGGTGCACACCGACAGACCATCGCCAGCAGGCTGAAGGGCGTAAAAACCTCAGGTGGGAACGGTAGTAACCTGAAAATCTACCGGCTGGTGGATATTCTGACCGCCATGATGACGATGCCGGCTGTTACCGGGGAGAATGACCCCAATAAGATGAAACCCTCAGATCGACGGGCATGGTTTCAGTCGGAAATGACGCGTA1
2312 CHIP3537 STM specificSTM4195 ATGCTCGCCGTCATTACCCTTAATTTACCTTTGCCGTTTCGCATGCTCGCCGTCATTACCCGGCTGTTCCCGTTATGGGCGCTGCTGCTCTCTCTCACTGCGTATTACACACCATCCACCTTTACTCCTGTTGGGCCGTGGGTCGCGACACTACTGATGTTGATTATGTTCGGTATGGGGGTCCATCTTAACGTTGACGACTTTAAACGCGTGCTCTCCCGACCAGCCCCTGTCGCCGCAGGGATATTCCTGCACTATCTGGTAATGCCGCTCGCGGCATGGCTGCTGGCGTTGCTGT1
2313 CHIP3561 STM/STY STM4221 STY4417 ATGAAAAACATCAATCCAACGCTTAGGCGCGCCAGGCTTTATAACATGAAAAACATCAATCCAACGCAGACTTCTGCCTGGCAGGCGCTCCAGAAACACTACGATGAAATGAAAGACGTTACGATCGCTGAGCTTTTCGCGAACGATAGCGACCGTTTCGCTAAATTTTCCGCGACGTTTGACGATCTGATGCTGGTGGATTTCTCCAAAAACCGCATCACCGAAGAGACGCTGGCAAAATTACAGGATCTGGCGAAAGAGACCGATCTGGCCGGCGCGATTAAATCCATGTTCTCCGGCG1
2314 CHIP3577 STM/STY STM4264 STY4462 ATGAGTCAAAGCACACGACGCTTACCGCCTGTAGGGCGTATGAGTCAAAGCACACGACGCAAGGTGTTGAGATTTCTCGGAACGATCATTGTGGTGTTACTTCCTATATTGCTGGCGATCTGGTTTGCTCATATCCGGGCAGTCTCTGAAACCAGAAATCAGTTACATTCATTTGCGCAGTTGGTATTAGATAAAACGGAGCGGGTTATCCTGCAAGCAGATTTAGCCCGCGATGCCGCTGAACAATATCAGGGGCAAGCCTGTACGCCAGCCCATCAACAGCGAATGCTGAATA1
2315 CHIP3593 STM/STY STM4297 STY4496 ATGAGTACGCAAGCAATATCCCTTTAGCCGGGCATCGTCTGATGAGTACGCAAGCAATATCCCTCCTCCCGCCCGACCCGCACATGTGCAACGGCGATGAAAAGCAAACCCGTAGCCCGCTGTCGCTCTATTCCGAATATCAACGACTGGACGTTGAACTGAGGCCGCCGCACAGAATGGCCAGCAGTCACTGGCATGGGCAAGTAGAAGTGAATGTTCCGTTTGACGGCGATGTGGAGTATTTAATCAACAATGAAGTCGTGCAGATAAAGCAGGGGCATATCACCCTGTTTTGGG1
2316 CHIP3041 STM/STY STM2376 STY2607 ATGAAAACGTTCTCCCTTGTCGTTAATGCTTCTTATATTCCGGCGATGAAAACGTTCTCCCTTGTCGCGCTTATCCTGTTGCTTTGTAGTTGCTCTGCGCCTCATCACGACAGTACGCAGGCCGTGAAGCAGTTCTATACCTCATGGATGACGACGTTCACGAACGATGTGAATACCCCTGACGACACCACCGCCTTAATGCAACGTTACGTTGCTAAAGAGGTTATTCATCGCCTGGCGCTAATACAGTCCCTTTATGAACAGGAGATTGTGGGGGCAGATTATTTTATGTATGCGCAGG1
2317 CHIP3571 STM/STY STM4249 STY4445 ATGAAAAAAATAACCCTGGCGTTAGTACTCCGAGTTGACAATGACTTCATGAAAAAAATAACCCTGGCGCTGAGTGCCGTCTGTTTGTTGTTTACGCTAAACCATTCCGCGAATGCGTTAGTATCTTCCCCTTCGACGCTCAATCCGGGCACTAATGTTGCAAAACTCGCGGAACAAGCGCCTGTCCATTGGGTCTCTGTCGCCCAGATTGAAAACAGCCTCACCGGACGCCCGCCGATGGCGGTCGGCTTTGATATTGACGACACCGTGTTATTTTCCAGCCCCGGATTCTGGCGCGGAAAGA1
2318 CHIP3587 STM/STY STM4284 STY4483 ATGAAACTACTTCTTGCATTGATGTTGTTAGCCATTCGTTAGCGTTTCATGAAACTACTTCTTGCATTGATGTTGTTTATGACATTCTTTGCCCATGCCGCAGATCCTGAGCCGGGTAGCCAGTATTTGCAGGCAGCAGAGGCAGGTGACAGACGCGCACAATATTTTCTGGCCGACAGTTGGTTGAGCTATGGCGATTTGAACAAAGCTGAATACTGGGCGCAAAAAGCCGCCGACAGTGGCGACGCCGACGCCTGCGCGCTACTGGCGCAAATCAAAATCACTAATCCGGTAAGCCTGGATT1
2319 CHIP3603 STM/STY STM4326 STY4685 ATGTCAAACAACATTCGTATCGAATTACTGTTCGCTTTCATCAGTATAACGATGTCAAACAACATTCGTATCGAAGAAGATCTGTTGGGTACCAGGGAAGTTCCAGCTGAAGCCTACTATGGTGTTCACACTCTGAGAGCGATTGAAAACTTCTACATTAGCAATAACAAAATCAGCGACATCCCTGAATTTGTGCGTGGCATGGTTATGGTAAAAAAAGCGGCGGCGCTGGCCAACAAAGAGCTGCAAACCATTCCTAAGAGTGTGGCGAACGCCATCATTGCCGCATGTGATGAAGTCCTTAACA1
2320 CHIP3435 STM/STY STM0890 STY0923 ATGAAAAAAGTTCTGATTGCCGCTTACTTCTGGAACCATTTGTTATAGATGGATGAAAAAAGTTCTGATTGCCGCGCTAATTGCAGGCTTTAGCCTTTCCGCTACAGCAGCCCAGACCATTCGTTTTGCGACCGAAGCGTCCTATCCGCCGTTCGAATCGATGGATGCTAATAACAAGATTGTCGGCTTTGACGTCGACCTGGCCAACGCGCTATGTAAAGAGATCGACGCCTCCTGTACCTTTACCAATCAGGCGTTCGACAGCCTGATCCCCAGCCTGAAATTCCGCCGCTTCGACGCTGTAATGG1
2321 CHIP3459 STM specificSTM0916 ATGGGCGTACCCAACCCATTAAGGGGCAGTGACCGTGATGGGCGTACCCAACCCACTGATAAAAACCAAAGGCGCCGGGACCACGTTCTGGCTGTACACCGGACGTGGCGACGCGTTTCACAACCCGCTGGCTGATGACGACTGGCTTCGCCTGGCAGGTATTAAAGATCTGCAGCCGGGTGAAATGACTGCCGATGCGGAAGATGATGATTATCTTGATGATGAAGATGCTGACTGGAAAAGTACCACGCAGGGGCAGAAAAGTGTCGGTGATACCACGGCAACACTGGCCT1
2322 CHIP3475 STM/STY STM0937 STY0933 ATGTTTTGTGTGCAATGTGAACATTACGCGCTCAGCAATTGCATGTTTTGTGTGCAATGTGAACAAACCATCCGTACACCAGCCGGAAACGGCTGCTCCTACGCGCAGGGAATGTGCGGTAAAACAGCTGAAACGTCCGATCTGCAGGATCTGCTGATTGCGGCTTTGCAAGGTTTGTCTGCCTGGGCGGTGAAGGCCCGTGAATATGGCATCATTAATCACGACGTTGATAACTTTGCGCCGCGCGCGTTTTTCTCCACGCTGACCAACGTTAACTTCGACTCTCCGCGTATCGTCG1
2323 CHIP4110 STM/STY STM4066 STY3804 ATGAAGGCCATGAATAAGGTTTGTTATTTCACGGTCATGGCTTGATGAAGGCCATGAATAAGGTTTGGGTTATCGGCGATGCCTCCGTTGATCTGGTGCCGGAAAAACAGAACAGCTATCTGAAATGCCCCGGCGGAGCGTCGGCGAACGTGGGGGTATGCGTTGCCAGGCTGGGCGGAGAGTGCGGTTTTATTGGCTGTCTTGGTGACGATGACGCCGGCCGCTTCCTGCGCCAGGTTTTTCAGGATAACGGCGTGGATGTCACGTTTCTAAGGCTGGATGCGGACCTGACCAGCGCGG1
2324 CHIP3558 STM specificSTM4217 ATGCGTTATCAATACGTATGCCTGTTAATGAATGCAGCTAGCCCGATGCGTTATCAATACGTATGCCTGGTCTGCGCTATGACTTTCTTGTCTGCCGACGCTGCCGAACCGCCGCGCGCTTCCCTGCAATGGCGCAACGAAGTGATTCGTACCGCGCGCGAAATCTGGGGGCTTAACGCCCCCGTTGCTGATTTTGCCGGGCAACTACATCAGGAATCCGGCTGGGCGCCTGACGCGCTTTCTCCGGCTGGCGCGCAGGGTATGGCGCAATTTATGCCTGCGACGGCAAAATGGGTGAGCC1
2325 CHIP4158 STM specificSTM2902 ATGGACATCCTTTTGATGGACATTAATCATAAAGCCATTTCCCAGCATGGACATCCTTTTGATGGACACAATTCAGCAAGAGGTGTTAGCACTCTTCCGTGAAGAGATTCCCGGATATTTAGACAGCAATTGGAAAGAAATCCCATTAGAACTTGATTCTGATTTATTTGAAGCTCCAGGCGATGACCTGCATGAAGCTTTGGATAAATTTGAAAAAAAATTTAATGTAGATTTATCACAAGTTAAATGGTCGTGTTATTTCCCTTGGGAGAATACTCCACTGCTTACACGATGGTTTAAAT1
2326 CHIP3606 STM/STY STM4332 STY4692 ATGGCCTTAACGATTAAGGGACTTTAGCGTTTTTCCTGCGATGATGGCCTTAACGATTAAGGGACTAAATACCGGCGTTATTCGTCACAATGATAAGTTTATCGCGCTGGCGCTTAAGGTGAAGTCACTGAGAAATAAAGAAACACTGCTTTTCTTTCCTGTGCTCGCGCTGCGAGACTTGTTGATCGGCCTTGAACACCGGCTTTATCTACAACACTCGCTTCCGGAACAAGAGCAGGAAAAACGCCAGAAAGCTAAAAGCAGTCATGTGCTTAAAATGCATGAGAATATTCCGGCAA1
2327 CHIP3430 STM/STY STM0878 STY0911 ATGAATGATGTCCCCCACCTTATACCGTCAGGACCACGCGTGAATGATGTCCCCCACCGCCCGCAGGTGAAAACCCGTAAAGCGCTGACGCCGCTTCTGGAAATTCGCAACCTGACGAAGTCATTCGACGGGCAACATGCTGTCGATGATGTCAGTCTGACTATCTATAAAGGCGAGATTTTTGCCCTGCTGGGCGCGTCAGGTTGTGGAAAATCGACTCTGCTACGGATGCTGGCAGGTTTTGAACCGCCGAGCAGCGGGCAAATTATGCTCGACGGCGTCGATCTGGCGCATG1
2328 CHIP3454 STM specific ATGAATTTTCTGGATAAAGCGATTGTTAGCGCCGCTTTCGTTCATGAATTTTCTGGATAAAGCGATTGGCGCGCTGGCTCCGGGGTGGGGCGCGTCCCGCCTGCGTTCCCGGATGGCTATCCGGGCGTATGAAGCCATCACGCCCACGCGTACCCACAGGGTGAAGCGTGAAAATCGAAGTGGAGACCAGCTTATCCAGCTGGCCGGAAAGTCGTTGCGGGAGCAGGCCCGGTGGTTTGACAACAACCACGACCTGGTGATTGGTGCGCTGGACAAAATGGAAGAACGCATTATCGGCG0
2329 CHIP0233 STM/STY STM0202 STY0223 ATGAGTAAGTCTGAAAATCTCTATAGCGCTTACAGTTTCGCAAACACCCGATGAGTAAGTCTGAAAATCTCTATAGCGCGGCCCGCGAGCTGATCCCCGGCGGCGTGAACTCCCCTGTTCGCGCCTTCACTGGCGTGGGCGGCACCCCGCTGTTTATCGAAAAAGCGGACGGCGCTTATCTTTATGATGTCGATGGCAAAGCGTATATCGACTATGTCGGTTCCTGGGGACCAATGGTACTGGGGCATAACCATCCGGCTATCCGCAATGCGGTGATCGAAGCTGCGGAGCGCGGTTTAAGCTTCG1



2330 CHIP0249 STM/STY STM0369 STY0401 ATGACAGACACGACGATCCTGTTAGCAACGATCGTCTATCGAGAATGACAGACACGACGATCCTGCAAAACAACACGCATGTCATTAAGCCTAAAAAATCGGTCGCGCTTTCCGGCGTACCTGCCGGAAATACCGCTCTGTGTACCGTGGGAAAAAGCGGTAACGATCTGCACTATCGCGGTTACGACATTCTCGATCTGGCGGAGCACTGCGAATTTGAAGAAGTCGCGCATTTACTGATCCACGGAAAATTACCGACCCGCGACGAGCTGAACGCGTATAAAAGCAAGTTAAAAGCGC1
2331 CHIP2356 STM/STY STM1347 STY1763 ATGAACAGAACCGACGAACTCCTTAAAAGCGGCTGTCTACCGCATGAACAGAACCGACGAACTCCGTACTGCGCGTATCGACAGCCTGGTAACACCGACCGAACTCGCGCAGCGGTATCCTGTATCGTCCTCCGTCGCCAGTCACGTTACCGACTCCCGACGCCGGATAGAAAAGATTTTAAATGGTGAAGATCCACGGCTACTGGTCGTCATTGGCCCCTGTTCGATTCACGATCTGAATGCTGCCATGGAATACGCGACGCAGCTCCAGGCACAACGCCAAAAGCATCAGGCGCGTC1
2332 CHIP2945 STM/STY STM1935 STY2143 ATGCTGAAAACAGAAATGATCGATTAATTTTGCGTATCCAGGGTGATGCTGAAAACAGAAATGATCGACAAACTGAATGAGCAAATGAATCTGGAGTTGTACTCCTCCCTGCTCTATCAACAAATGAGCGCGTGGTGTAGCTATCACAGTTTTGAAGGCGCGGCCGCATTTCTTCGTCGCCATGCGCAAGAAGAGATGACGCATATGCAGCGCCTGTTTGACTACCTTACCGATACCGGAAGCCTGCCGCGCATTCATACCGTTTCTTCGCCCTTCGCTGAGTACGCCTCGCTGGATGAGC1
2333 CHIP2961 STM/STY STM1993 STY2201 ATGGACTCAGGATACTGGCAATCTTACTGATGCGTAGCAAACATCTGATGGACTCAGGATACTGGCAATCGCAGTTTGAAGACTGGCTACGTCACCACCATCAGGAACAGGATGCCGCCCATGACATCTTCCATTTTCGTCGTGTTTGGGCAACCGCGCAAACGCTGGGGGAAAACAGTCCTGTCGACTGGCTGGTGGTGCTATCGGCATGTTATTTCCATGACATCGTCAGCCTGGCGAAAAATCATCCGCAGCGGCATCGTTCTTCCATTCTGGCGGCGGCAGAAACCCGGCGTATTTTTC1
2334 CHIP2985 STM/STY STM2271 STY2496 ATGAAATACCTTGCTTCCTTTCGTTATGCCCGCGTTTTACGTTGAAATACCTTGCTTCCTTTCGAACTACGCTGAAAGTCTCGCGCTACTTATTCAGAGCGTTAGCGTTACTCATTTGGCTCTTAATCGCCTTTGTTTCGGTGTTTTACATCGTCAATGCCCTGCACCAGCGGGAGTCTGAAATTCGTCAGGAGTTCAACCTTAGCTCCGATCAGGCGCAGCGTTTTATCCAGCGCACGTCGGATGTGATGAAAGAGCTCAAATATATCGCCGAGAACCGTTTAACGGCGGAAAACG1
2335 CHIP3659 STM specificSTM4433 ATGAAAAAGCTTCGATGTGGTGTTAAAGATAAATATCGCTTGTTATTTTCACCATGAAAAAGCTTCGATGTGGTGTTATTGGCCTCGGTCGGGTAGGTAAAATGCATGTTGAGAATATGTATTTACTGCCTCAATTAGATATTATCTGCGCCGCCGATTATTTTATTGAGGAGATGAGCGATTGGCTTTATTCGGTAAATATAACTTCAGGGTATAAAAATTATCAGGAACTTTTACAGCGTGATGATATAGAGGCAGTTTTTATTTTCACCTCAACGGATATGCACGAAGAGATCGTCACGGCGGCAG1
2336 CHIP3003 STM/STY STM2310 STY2541 ATGCATTCTATTACTACTGCGCTGGTTACGCATCCATCTGCAATAAGGGTGCATTCTATTACTACTGCGCTGGAAAATCTGACGCGTCAGCTATCGCAAGAGATACCGGCGACGCCAGGGCTTTGCGTTTTCGATGCGCCTTTCCCTTTAAACGATGCCTTCGATGCATTGAGCTGGCTGGCCAGCCAGTCATCCTTTCCGCAATTCTACTGGCAACAGCGCAATGGCGACGAAGAAGCTGCCGTTCTCGGGGCCATCACCGTATTTTCATCGCTCGATCTGGCGCAACGGTTTTTACGTCAGC1
2337 CHIP3019 STM/STY STM2336 STY2566 ATGTCGACACCGGATAATCGTTACAAATCATCCAGGAAAGTTTTATCCATGTCGACACCGGATAATCGCTCCGTAAATTTTTTTAGCTTATTTCGCCGGGGGCAGCACTACGCGAAGACGTGGCCGATGGAAAAACGGCTGGCGCCCGTTTTCGTCGAAAACCGCGTCATTCGTATGACGCGCTATGCCATACGATTTATGCCGCCTGTCGCCGTCTTTACATTATGCTGGCAGATAGCGCTGGGCGGTCAGTTAGGTCCGGCCGTGGCGACCGCCCTGTTCGCCCTGAGCTTGCCCATGCAGG1
2338 CHIP0196 STM/STY STM2057 STY2262 ATGGCCATTAACGCCGGTTTAGGCTGGTACACAAAGCCCATGGCCATTAACGCCGGTAGCTCATCGTTAAAATTTCAGCTGCTGGAGATGCCGCAGGGCGACATGCTCTGTCAGGGGCTGATTGAGCGTATCGGTATGGCAGATGCGCAGGTGACAATTAAGACGCACAGCCAAAAATGGCAGGAAACCGTCCCCGTTGCCGATCATCGCGATGCGGTAACGCTGCTTCTGGAAAAGCTGCTGGGTTATCAAATCATTAACAGTCTGCGGGACATTGATGGGGTGGGCCATCGTG1
2339 CHIP0212 STM/STY STM2924 STY3049 ATGAGTCAGAATACGCTGAAAGTTCATTACTCGCGGAACAGCGCTTGAGTCAGAATACGCTGAAAGTTCATGATTTAAATGAAGACGCGGAATTTGATGAGAACGGAGTAGAGGCTTTTGACGAAAAAGCCTTGAGTGAAGAGGAACCCAGTGATAACGACCTGGCTGAAGAAGAGCTGTTATCGCAAGGGGCCACACAGCGTGTGTTGGACGCGACTCAGCTTTACCTTGGTGAGATTGGGTATTCACCACTGTTAACAGCCGAAGAAGAAGTCTATTTTGCGCGTCGCGCACTGCGTG1
2340 CHIP0236 STM/STY STM0206 STY0228 ATGGCTAAGCAAATGTTCAGGGTTAATTCACCTGTGAAAGCGCAATGGCTAAGCAAATGTTCAGGGCGCTGGTCGCCCTGCTGCTTACGCTCCCGGTGTGGCTTTACGCTGCGCCGCGCGTCATTACCCTCTCTCCCGCCAATACGGAGCTCGCTTTTGCCGCCGGGATTACGCCCGTTGGCGTCAGCAGCTATTCCGACTACCCGCCCGAAGCGCAAAAAATAGAACAAGTCTCTACCTGGCAGGGAATGAATCTGGAACGCATTGTGGCGCTGAAGCCGGATCTGGTCGTCGCCTGGC1
2341 CHIP0206 STM specificSTM2636 ATGGCTATTTCAGATAGTTATCTAAAGTCGTGTTATCCGGTCTGACGTGGCATGGCTATTTCAGATAGTTATCTAAAGTCGTGCCTCGGGCGCGAACGCGATAAAGTTGAGGAGAAGGCAGACCGGGACGGTCTGTGGGTGCGCATTTCCAAAAAGGGCGCCGTCACTTTTTTCTACCGATTCCGTTTCCTGGGTAAGCAGGACAAGATGACGATCGGCAGTTACCCGGAATTCGGGTTGAAGGCCGCGCGCGAAGAGGTAACTAAGTGGGCCGCCATTCTTGCCCGGGGAGAAAATCCGCGGATCA1
2342 CHIP2305 STM/STY STM1340 STY1770 ATGGATAACATGCTGACTTTTGCCTTAACGCGCGGATTTGAGATGGATAACATGCTGACTTTTGCCCGCCAACAACAGCGACGAAACGTTCGCTGGCTTCTGAGCCTGTCACTGCTGGTGCTACTGGCTACACTTCTGAGCTTATGCGCAGGCGAACAGTGGATTGCCCCCGGTGACTGGTTAAGCGCCCGGGGGGAACTGTTTGTCTGGCAAATTCGCCTTCCCCGCACGCTTGCGGTATTGCTGGTTGGCGCTGCGCTGGCGCTATCTGGCGCTGTGATGCAGGCGCTGTTTGAAA1
2343 CHIP2321 STM/STY STM1076 STY1098 ATGGAACTGACGACTCGCATTATTTCAGGCGCTCGGCATGGAACTGACGACTCGCACCTTGCCGACGCGCAAACATATCGCGTTGGTTGCTCACGACCACTGCAAACAGATGTTAATGAACTGGGTGGAACGCCATCAGCCGTTGCTGGAAAAACACGTTCTTTATGCAACCGGCACCACGGGGAATCTGATCCAGCGCGCAACCGGTATGGACGTTAATGCGATGCTGAGCGGCCCGATGGGCGGCGACCAGCAGGTTGGCGCACTCATTTCAGAAGGGAAAATCGACGTGT1
2344 CHIP0262 STM/STY STM2867 STY2988 ATGGTATTGCCTTCAATGAATAAATCATTAATGGTTCATTGTACGCATAAAGCATGGTATTGCCTTCAATGAATAAATCAGTTGAGGCCATTAGCAATAATCACCTTCAACAGCCGAACAAATTTCCATTAATAAATGGATTAGCTGACGTAAGAGACTATTATGTCGCAAACTGCTTATTGTTTAAACTTAATAAAGGCAGTTTGCGAATTGAAAACGAATTTGGGGAGTTCATCGAACGATCTGCGCCGTGTTTATTTTTATTGGAAAAAGATCAAACAATCACGCTTAGTATGAGCGAAATAGAAG1
2345 CHIP0278 STM/STY STM4094 STY3776 ATGAAATCGAACAAGCAGGTTACTGTTAGGGTAAAGCGCGCGTGTGAAATCGAACAAGCAGGTTACTGCCGCTACGATGAAGGATGTTGCGTTGAAGGCGAAAGTCTCTACGGCAACCGTATCCCGCGCGTTAATGAACCCCGATAAAGTCTCCCAGTCGACCCGTAGCCGGGTTGAACAGGCCGCGCTTGAAGTGGGTTATTTCCCGCAGTCGATGGGGCGAAATGTAAAACGCAATGAATCCCGTACGATTTTGGTGATTGTCCCGGATATTTGCGATCCCTTCTTCAGTGAAATTA1
2346 CHIP2950 STM/STY STM1945 STY2153 ATGCAATTTAATATCCCTACGTTGCTTACTGATCAAGCAAATCTCCGCATGCAATTTAATATCCCTACGTTGCTCACGCTGTTTCGCGTCATCCTGATTCCATTCTTTGTCGTGGTGTTTTATTTGCCGTTCGCCTGGGCGCCGATGGTCAGCGCGCTGATTTTCTGTATTGCCGCTATTACCGACTGGTTTGACGGCTTTCTGGCGCGACGCTGGAACCAGAGTACGCGTTTCGGCGCTTTCCTCGACCCCGTCGCCGACAAGGTGCTGGTGGCGATCGCCATGGTGCTGGTCACCGAGCATT1
2347 CHIP0264 STM/STY STM2898 STY3021 ATGAAGACACATATTCTTTTGGCCATTATTTAATTGCCTCCTGACCTCTATCATGAAGACACATATTCTTTTGGCCAGAGTGCTGGCATGTGCCGCGCTTGTTCTGGTTACACCTGGTTATTCTAGTGAAAAAATACCTGTAACGGGAAGTGGGTTTGTTGCGAAAGACGATAGCCTGCGGACATTTTTCGATGCCATGGCGCTACAGCTAAAGGAGCCTGTCATTGTTAGCAAAATGGCGGCACGAAAAAAAATTACGGGCAACTTTGAGTTTCACGATCCTAACGCATTACTGGAGAAGCTTTCCC1
2348 CHIP2363 STM/STY STM1431 STY1691 ATGTCGTTCGAATTACCTGCATTATGCGGCGAGATTTTTCGATGTCGTTCGAATTACCTGCATTACCGTATGCCAAAGATGCTCTGGCGCCGCATATTTCTGCTGAGACGCTGGAATATCACTATGGCAAACATCATCAGACTTACGTGACCAATCTTAACAATTTGATCAAAGGCACGGCGTTTGAAGGCAAATCGCTGGAAGAGATCGTGCGCACTTCCGAAGGCGGCATCTTTAATAACGCCGCTCAGGTGTGGAACCACACCTTCTACTGGAACTGCCTGGCGCCAAACGCTG1
2349 CHIP0481 STM/STY STM1144 STY1181 ATGAAACTTTTAAAAGTGGCAGCATTAATACTGGTTAGCCGTGGCGATGAAACTTTTAAAAGTGGCAGCATTCGCAGCAATCGTAGTTTCTGGCAGTGCTCTGGCTGGCGTCGTTCCACAATGGGGCGGCGGCGGTAATCATAACGGCGGCGGCAATAGTTCCGGCCCGGATTCCACGTTGAGCATTTATCAGTACGGTTCCGCTAACGCTGCGCTTGCTCTGCAAAGCGATGCCCGTAAATCTGAAACGACCATTACCCAGAGCGGTTATGGTAACGGCGCCGATGTAGGCCAGGGTGCGG1
2350 CHIP0497 STM/STY STM3726 STY4068 ATGCCTGAATTACCCGAAGTTGTTACTTCTGACAGTGACGGCAAATGCCTGAATTACCCGAAGTTGAAACCAGCCGCCGGGGTATTGAACCCCATTTAGTTGGCGCTACTATCCTGCACGCCCATATCCGTAACGGCCGTCTGCGCTGGCCGGTTTCAGATGAAATTTATCGTCTGAGCGATACACCCGTCCTTAGCGTTCAGCGTCGTGCTAAATATCTACTGCTGGAGCTGCCTGACGGCTGGATAATTATTCACCTGGGGATGTCGGGAAGCTTGCGGATACTGCCGGAAGCGCTGC1
2351 CHIP0529 STM/STY STM3716 STY4079 ATGATTATTGAAAAAAAGATTAAAAACTATACCGTTAGCGTTTTTCCTTACCCTTAATACGATGATTATTGAAAAAAAGATTAAAAACTATACCGTCTTTGTCAAAAAAGACGGTGAAAAATACATTGAGATATTCAAAGATTTTCTATCTTATAATCATCAGGTTATTAAAGTCTTCCGTAATATAGAAGATACAAAAGTTGTATTGATTAATACAGACTACGGAAAATATATTCTCAAAGTATTTAGTCCAAAAGTAAAAAATACTGAACGCTTTTTCAAATCGTTAGTAAAAGGAGATTACTACGAAAAGCTTT1
2352 CHIP3976 STM/STY STM1478 STY1590 ATGAAGCTTAAGAACACTCTCCTGGTTATTTATAGAGGTCGGCGCTGAATGAAGCTTAAGAACACTCTCCTGGCGTCGGCTCTGCTTTCTGCGGCTGCTTTTTCTGTCCATGCAGCAACAGAACTGACGCCGGAGCAAGCGGCTGCACTAAAACCTTATGACCGCATCGTTATTACCGGTCGTTTTAATGCTATTGGCGATGCGGTCTCCGCCGTGTCCCGCCGCGCAGATAAAGAAGGCGCAGCCTCCTTCTATGTTGTCGACACCTCGGAGTTCGGCAACAGTGGTAACTGGCGTGTTGTGG1
2353 CHIP3970 STM/STY STM1468 STY1654 ATGTCAAACAAACCCTTCTTTTATCATTAACGATAACAACACAACGGTGTAGATGTCAAACAAACCCTTCTTTTATCAAGACCCTTTTCCCCTCAAAAAGGACGATACCGAGTACTACTTGTTGACCAGCGAACATGTTTCCGTCGCCGAATTCGAAGGACAAGAGATCCTGAAAGTCGCGCCGGAAGCGCTAACGCTGTTGGCGCGTCAGGCCTTCCACGATGCGTCTTTTATGCTACGTCCCGCGCATCAGCAGCAGGTGGCGGATATTCTGCGCGATCCGCAGGCCAGTGAAAACGACAAATATG1
2354 CHIP3986 STM/STY STM1498 STY1566 ATGAAAATCACCAACCCTGAGGTTACGCCTTTTCAACCTGAACAATGAAAATCACCAACCCTGAGGCATTAATGGCGGCCAGTCTCAGCCGACGAAGCCTGGTGAAAACCTCCGCTATCGGTAGCCTTGCGCTTGCCAGTAGCGCTTTCACCCTTCCGTTCTCCCGCATCGCACACGCCGCAGCAGACCTCGCATCCGGCAATGTGGCAGAAAAAGCGGTCTGGAGTTCATGTACCGTTAACTGCGGCAGCCGCTGCCTGCTGCGCCTGCACGTAAAAGATGACACCGTATATTGGGTTG1
2355 CHIP1318 STM/STY STM3781 STY4001 ATGCCTGATTACCACGCAGCTTATTCACCAATAAGCGCCCCATGCCTGATTACCACGCAGCGCTTGTCATTGACATTGGCACAACTAACTGCAAAGTCAGCTGTTATTCCTGTCATGACGTGTCAGTTCTGGAAGTCCGCAAGTTTCCGACGCCAACAATATCGTCGGACAAAGGCGAGGTAGATTTCGATATCGAAGCGCTGTGGCAGGCACTGCGACTGGTAATGGCTGAACTGGTGGCTTCAGTACCGTTTCCGGTAAAAAATATCAGTATTGCGAGTTTCGGTGAGTCTGGCG1
2356 CHIP1334 STM/STY STM0308 STY0353 ATGTCTGGTTTGAAAATTACTCTGTTGTTACAAGGTGAATGGATCGGCGTGTCTGGTTTGAAAATTACTCTGTTGCAACAACCTTTAGTCTGGATGGACGGCCCGGCAAACCTGCGTCATTTTGACAGACAGCTAGAGCTCGTATCTGGCCGGGATGTGATTGTTCTGCCTGAAATGTTTACCACCGGCTTCGCGATGGAGGCCGCTAATAACTCACTTTCGCAAGATAGCGTGATTACGTGGATGCAGGCCAAAGCCCGACAAACTGACGCTCTGATTGCCGGCAGCGCGGCGCTACAAACTG1
2357 CHIP1446 STM/STY STM0363 STY0395 ATGTCTCCGATCTCCTGTCACTCTTACGCACAGTGGCGGGAATGTCTCCGATCTCCTGTCACTCTTCCGCCGCCCCGGCGATGAAAAAGATCTTTTCCGTCAGCGACTTCATCGCGTTTGGCGAGCGTTATGGCATTGATTACCGCTTCCCTGCGTTACCGCAGTATACGCAGAGTAGTCCCGTACTTCATGGCGATATCGAAGAGATAGCGCTTCCCGGCGGGATTTGCATTACACGCTCGGATGTTCACGTGTTACAACCTTATGAAACCACCTCTCGCCATAGCAGTCCGCTGT1
2358 CHIP1374 STM/STY STM2013 STY2216 ATGTTGCATTTGCAGACATTTTTTCTTACTCCCTCTTTACGCGCTTGTTGCATTTGCAGACATTTTTTCTGCAAAAAGCTTTGCAGCCTTACGATTTCTCGCTCATTATTGAAATGTGGTTTCAACTCTCTTCTTTAAGGTCCATTTTGAACGTCTCCACTGCCTTACGCCAGGCTGTCGTCCGTACGCCCTGGTATGCCAAACGCAAGAGCTACAAAGTGTTGTTCTGGCGTGAAATCACCCCACTTGCTATCCCTATTTTTCTGGAAAATACCTGTGTTTTGCTAATGGGCGTGCTCA1
2359 CHIP1376 STM/STY STM2067 STY2276 ATGACAGTTAAAAACGACAGCATACATTACACAATCTCGGTTGCGTACTGTGACAGTTAAAAACGACAGCATACAGAGCACATTCCTCTTCCACGATTACGAAACCTTCGGTACGCATCCAGCCCTCGACAGACCTGCGCAATTCGCCGCGCTCCGTACGGATAACGACTTCAACGTTATTGGCGAGCCGGAGGTGTTTTATTGCAAACCCGCCGATGATTATCTACCGCAGCCCGGCGCGGTGCTGATTACCGGCATCACGCCGCAGGAAGCGCGTGAGAAAGGAGAAAACGAAGCCGCTTTCG1
2360 CHIP1392 STM/STY STM0133 STY0153 ATGTTTGAACCTATGGAACTAACCAATTAATCAGCTTGCTTACGCAGGATGTTTGAACCTATGGAACTAACCAACGACGCGGTGATTAAAGTCATCGGCGTCGGTGGTGGCGGCGGTAACGCTGTTGAACACATGGTGCGCGAGCGCATCGAAGGTGTTGAATTCTTCGCGGTGAATACCGACGCTCAGGCGTTGCGTAAAACGGCGGTTGGCCAGACCATTCAAATTGGTAGCGGCATTACCAAAGGTCTGGGCGCTGGCGCTAACCCGGAAGTCGGTCGTAACGCGGCGGACGAAGACCGTG1
2361 CHIP1504 STM/STY STM2323 STY2553 ATGCTAATGGCTACGATTCATGTAGATTATTGTTGCGCCTCCCGATGCTAATGGCTACGATTCATGTAGACGGCAAAGAATACGAGGTCAATGGCGCGGACAACCTGCTACAGGCATGTCTGTCCCTCGGCCTTGATATTCCGTATTTTTGCTGGCACCCGGCGCTGGGAAGCGTCGGTGCTTGCCGCCAGTGTGCGGTGAAGCAATACCAAAACGCGGAAGATACGCGTGGTCGCCTGGTGATGTCCTGTATGACGCCAGCCACCGACGGTACCTTTATCTCTATTGACGACGAAGAAG1
2362 CHIP0494 STM/STY STM0317 STY0362 ATGAGCGAAAAATACGTCGTCATTAACGACCTGAAATCGGCGATGAGCGAAAAATACGTCGTCACCTGGGACATGTTGCAGATTCACGCACGCAAACTGGCGAGCCGCCTCATGCCTTCAGAACAATGGAAAGGCATTATTGCCGTAAGTCGTGGCGGCCTTGTACCGGGCGCACTACTGGCGCGTGAATTGGGCATTCGTCATGTCGATACCGTATGCATCTCCAGCTACGATCACGATAACCAGCGCGAACTGAAAGTGCTGAAACGTGCAGAAGGCGACGGCGAAGGCTTTATCG1
2363 CHIP0510 STM/STY STM1980 STY2188 ATGACTCCTGAATCCGTCATGATTATCCGATGATATAAGGTAAATTGCTGATGACTCCTGAATCCGTCATGATGATGGGCACCGAGGCGATGAAAGTCGCTCTCGCCCTGGCTGCGCCGCTGTTACTCGTCGCGCTGATTACCGGCCTCATTATCAGCATCTTGCAGGCCGCGACTCAGATTAATGAAATGACGCTGTCGTTTATCCCTAAAATCGTCGCGGTATTCATCGCAATTATCGTTGCCGGCCCGTGGATGCTCAACCTGCTGCTGGATTACGTGCGCACTCTGTTCAGCAATTTACCTT1
2364 CHIP3981 STM/STY STM1487 STY1578 ATGAATATCGAATTACGTCATTTACGTTTTAATCCCGTCGGGCAGCATGAATATCGAATTACGTCATTTACGTTACTTTGTGGCGGTAGCAGAAGAGCTGCATTTTGGTCGCGCCGCCGCGCGCCTCAATATCTCGCAGCCGCCGCTGAGTCAGCAGATACAAATTCTGGAGCAGCAGGTCGGCGCGCGATTACTGGCGCGGACCAACCGCAGCGTAGCGTTAACCGCCGCCGGGCGACAGTTTCTGGTGGATAGCCGACACATCCTGAGTCTGGTAAACGACGCCGCCGCTCGCGCCGAGC1
2365 CHIP0568 STM/STY STM3447 STY4351 ATGCCACGTCGTCGCGTCTTACCAACGGTAGTGTGCGAATGCCACGTCGTCGCGTCATTGGTCAGCGTAAAATTCTGCCGGATCCGAAGTTCGGATCAGAACTGCTGGCTAAATTTGTCAATATCCTGATGGTAGATGGTAAAAAATCTACTGCAGAATCAATCGTATACAGCGCGCTGGAGACCCTGGCTCAGCGTTCTGGTAAATCTGAACTGGAAGCTTTCGAAGTCGCTCTCGAAAACGTTCGCCCGACTGTAGAAGTTAAATCCCGCCGTGTAGGTGGTTCTACTTATC1
2366 CHIP1427 STM/STY STM3847 STY3936 ATGAAACGTTTTCTACTGTGTAGTTTTGCTTAAGGTCGAGATTGGTAAGGGAATGAAACGTTTTCTACTGTGTAGTTTTGCCCTGGTTTTACTCTATCCTGCCGGTATTGATATGTATCTGGTCGGTTTACCGCGTATAGCCGCCGATCTGAACGCCAGCGAGGCGCAGTTGCATATCGCCTTCTCCGTTTACCTGGCCGGAATGGCGACGGCCATGCTGTTTGCCGGGAAGATAGCCGACCAGTCAGGCCGCAAGCCGGTCGCGATCGTCGGCGCGCTCGTCTTTATGATGGCCTCACTGCTTTGTT1
2367 CHIP1451 STM/STY STM0387 STY0420 ATGACCATCTGGGTGGATGCTTATTTTTTACGCTGGCTTTCCAATGACCATCTGGGTGGATGCGGATGCGTGTCCGAATGTCATTAAAGAAATTTTGTACCGCGCCGCCGAGCGGATGCAGTTGCCGCTTATTCTGGTTGCCAATCAGGCCTTGCGCGTGCCGCCTTCGCGTTTTATCCGCACGCTTCGCGTGGCCGCCGGGTTTGACGTGGCGGATAACGAAATCGTGCGTCAATGCGAAGCGGGCGATCTGGTGATTACCGCGGATATTCCGCTGGCGGCTGAAGTGCTGGAAAAAG1
2368 CHIP1467 STM/STY STM0441 STY0483 ATGGCAACTGATACTTTAACGCATTACATCGCCCCCATCAGATGGCAACTGATACTTTAACGCACGCGACTGCCCACGCGCACGAACACGGGCACCATGACGCAGGCCAGAACAAAATCTTCGGATTTTGGGTCTACCTGATGAGCGACTGCATTCTGTTCTCTATTCTGTTTGCTACCTATGCCGTTCTGGTGAACGGCACCGCTGGCGGCCCGACAGGTAAGGACATTTTCGAACTGCCGTTCGTTCTGGTTGAAACCTTCCTGCTGTTATTTAGCTCCATTACCTACGGCATGG1
2369 CHIP1483 STM/STY STM4269 STY4467 ATGATGCCTCTCTCCATCATAAAAAACTTACTGATTTTCTATCAGTAGCGCTTCCATGATGCCTCTCTCCATCATAAAAAACATCGCAAACAGGGAACGCATGGAAATTTTCTTCACAATACTCATCATGACCCTTGTGGTCTCGCTGTCGGGGGTATTTACGCGTGTATTACCCTTCCAGCTTCCTTTACCCCTTATGCAGATCGCCGTTGGCGCGCTGTTGGCGTGGCCGACGTTTGGTTTGCATGTGGAATTCGACCCGGAACTCTTCCTGGTGCTGTTTATTCCGCCGCTGCTGTTTGCGGATGGCT1
2370 CHIP1507 STM/STY STM2312 STY2543 ATGATTGACTGGCAGGATCTCCTTATGCCTGATGAACCTCCCGATGATTGACTGGCAGGATCTCCACCATAGCGAACTTACCGTTCCTCAACTTTACGCGTTACTCAAATTGCGCTGCGCGGTCTTTGTGGTAGAACAGCGCTGTCCTTACCTGGATGTGGATGGCGATGATTTAGTCGGCGACAATCGGCATATTCTGGGCTGGCATCAGGATGAACTGGTGGCGTATGCGAGGATTCTGAAAAGCGATAACGAATCAGACCCGGTTGTCATTGGCCGGGTGATCGTCAGCGATGCCT1
2371 CHIP3209 STM/STY STM3258 STY3441 ATGAGCCAACTATTTGTCCGAATTAAACCTGGACGCACTGCTATGAGCCAACTATTTGTCCGAACCGGAATCACATTCGACTCGAGCCAACAGGCGCTGGCGCACATTGGCAAAGAGATGCTGGCGAAAGGCGTGGTACATGATAGTTATCCGCAGGCGCTGGTGGAACGTGAAGCGTCTTTTCCTACCGGCATTGCGCTGGAGCGTCACGCCGTCGCTATCCCTCATTGCGAGGCCGTTCATGCGAAATCACCCGCTATCTATCTGATTCGTCCAGATAAGCCGGTCATGTTTCAAC1
2372 CHIP0963 STM/STY STM4156 ATGTTACAGAAAAAAACAAACCCAATGTTATTTTTTCATGACTCTTGTTTCTCGATGTTACAGAAAAAAACAAACCCAATGATAAAAAATTTCAATTTTGAGTATTGTGGATTCTCTACTTTTATTACGCCGGTTGATGGCGTTGGCGGGATTTTAGTAAAGTGGCTCTCAAACAAACATAATGTAATTGTCCCAACGCCTTATACATTCGGTCAAGACCCCATTCCTGGCGTCAATCTTTATCGTAATACAAAAGCAAAATTTGTTATGGCTAACGGTGGTAATAGTCTTCCCTGTGCGATGGCAAAAT1
2373 CHIP0987 STM/STY STM1381 STY1741 ATGAAAATTTTATTTATTGGCGAATCCTTATTTTTTTATTGTGTGTAAAACATTACACCAATGAAAATTTTATTTATTGGCGAATCCTGGCACATTCATATGATTCACTCTAAAGGTTTTGATAGCTTTACATCGAGCAAATATGAAGAAGGTGCAGACTATTTATTATCCTGCTTACGCCAGGGTAATATCGATGTGGACTACATGCCTGCCCATATTGTGCAAACTCGTTTTCCACAAACCGCCGAAGCATTAGCCTGCTATGATGCGATCGTCATCAGTGATATCGGTAGCAATACGTTCCTGCTACAAAACA1
2374 CHIP1550 STM/STY STM2512 STY2753 ATGTTATCCTCTCAAACTTCCTCAATTTTTACTTACGTGCCCGGCGTGACATGTTATCCTCTCAAACTTCCTCAATTTTTACCGTAAGCCGCCTTAACCAGACGGTTCGTCTGCTGTTAGAACAGGAGATGGGACAGGTATGGATCAGCGGCGAGATTTCTAATTTCACGCAGCCTGCGTCGGGCCACTGGTACTTTACGCTCAAAGACGATACCGCTCAGGTGCGCTGTGCGATGTTCCGTAACAGCAATCGCCGGGTGACGTTCCGCCCGCAGCACGGGCAGCAGGTGCTGGTACGCGCCAACA1
2375 CHIP1582 STM/STY STM0500 STY0546 ATGATAGCGATGATTCTGGTGCTTAAACGGCACGAATGCGATGATAGCGATGATTCTGGTGCATCCGCATATCTTCTGGCTTAGCCTCGGCGGCCTGTTGTTGGCTGCGGAAATGCTCGGCGGTAACGGCTATTTGCTGTGGAGCGGCGTGGCGGCAGTGATTACCGGCTTAACCGTCTGGCTCTTACCGCTCGGCTGGGAATGGCAGGGCGTGCTGTTTGCGGCCTTAACGTTGCTGGCGGCCTGGCTTTGGTGGCGCTGGCTGGCGCGTCGCGTGCGGGAACAGAAGCCGACCG1
2376 CHIP1998 STM/STY STM4413 STY4772 ATGATGAAAAATGATATATTAATTACCGGTGTTATTTTTCAACTCCGTTTGGCATGATGAAAAATGATATATTAATTACCGGTGGACATATCATCGATCCCGCTCGTAATATTAATGAGATTAACAATTTACGCATCATTAACGATATTATCGTTGATGCCGATAAATATCCTGTAACTTCGGAGACCCGGATTATCCATGCCGACGGCATGATCGTTACTCCCGGTCTTATCGATTATCACGCGCATGTTTTTTATGACGCGACGGAAGGCGGCGTCAGGCCTGATATGTACATGCCGCCGAATGGCG1
2377 CHIP3180 STM/STY STM3190 STY3368 ATGTCAGTACCACTTATTCTGACCTTACTGTTAACCGATACCTATCGTCTGCAATGTCAGTACCACTTATTCTGACCTTACTGGCGGGCGCCGCCACCTTTATTGGCGCGTTTCTTGGCGTTCTCGGCCAAAAACCGTCTAACCGCGTGCTGGCTTTTTCGCTGGGCTTCGCCGCAGGGATCATGCTGCTTATCTCGCTGATGGAGATGCTGCCCGCCGCGCTTGATACCGAGGGGATGTCGCCTGTACTGGGCTACGGAATGTTTATTATCGGCCTGTTGGGCTACTTCGGGCTGGACCGCCTGCTTC1
2378 CHIP3196 STM/STY STM3220 STY3400 ATGAGCCACGTAGACGACGGTTATCGACGGCGTCCCTGATGAGCCACGTAGACGACGGTTTCCGTTCACTGACGCTGAAACGTTTTCCGCAAACGGATGATGTTAACCCGCTTCTGGCGTGGGAGGCGGCCGATGAGTATCTGCTGCAACAGTTGGATGAGACGGAAATTCGCGGCCCGGTGCTGATCCTGAATGATACGTTTGGCGCGCTAAGCTGTGCGCTGGCGGAGCATTCGCCATACAGTATTGGCGATTCGTATTTAAGCGAACTGGGTACGCGAGAGAATTTACGCC1
2379 CHIP3212 STM/STY STM3265 STY3448 ATGGCTCAAATACCAGCAAGGTTATGAGTGGTCGTTAAACGCAATGGCTCAAATACCAGCAAGGGGAGATTGTTCCCGCCAGCTAACGCGTAAACAGGCTGGCGACGCGTGGGAAGCTGCCGCGCGTCGCTGGCTGGAAAGCAAAGGACTGCGGTTTATCGCCGCCAACGTGCGCGAGCGCGGCGGCGAAATCGATCTGATCATGCGCGACGGAAAAACGACGGTTTTTGTTGAGGTCCGCTATCGGCGCTCCGGGCTTTATGGCGGCGCGGCGGCTAGTGTGACCCGCAGCAAGCAAC1
2380 CHIP3228 STM specificSTM3291 ATGAGTTTATTTTTCGATCGTGCTGTTAATCTAACTGGACAACATTTCGCAATGAGTTTATTTTTCGATCGTGCTGGATTGATTGCTGAATTGCGCACATCCAATTTGAGCTCTGCTATTCAGGAGAAAGTCGTGCAACAGGCACGTGCTGCTATTGCATTTAAACGTTGTCTGCGGGATATGGAAACAGTAAAGGTGGGGGCATCGCGGTTGGGCGGTCTACCCGACTGGCCATTAGGACAAAGCTGGCCTATACGAAAAAAATCGGTTAATGCCACATCTCGCGTACTAAAGCTGAAAGCTGAAA1
2381 CHIP0982 STM/STY STM1773 STY1898 ATGAGGTCGTTAGCTGATTTCGTTAATGTAGAACAATTTGCTTGTGCGATGAGGTCGTTAGCTGATTTCGAATTTAACAATGCGCCGCTGTGTGATGGCATGATCCTGGCATCAGAGATGATTCGCCTGGATTTTCCCACGCAGTTTGTCTACGACGAACTGGAACGTCTGGTCAGTCTGGCGCAGGAAGAAATTAGCCAGCTCCTGTCTCAGGATGAGCAACTGGAAAAATTGCTGGCACTTTTTTACGGCGAGTGGGGGTTCACGGATTCCCGCGGCGTCTACCGTCTTTCTGATGCTTTAT1



2382 CHIP1006 STM/STY STM2300 STY2530 ATGACGAAAGTCGGTTTACGCTTATGAGGCGCTCGCTGCATGACGAAAGTCGGTTTACGCATTGACGTTGATACCTTGCGAGGAACGCGTGAAGGTGTTCCCCGGCTGCTGGCGACATTGCATCGCCACGGCGTTCAGGCCAGCTTTTTCTTCAGCGTCGGGCCGGACAATATGGGACGCCATCTTTGGCGTCTGATAAAACCGCGATTTTTATGGAAAATGCTACGTTCAAACGCCGCTTCGCTCTACGGCTGGGATATCCTGCTGGCCGGTACCGCCTGGCCGGGAAAAAATA1
2383 CHIP1539 STM/STY STM2447 STY2684 ATGAAATCGCTGCGTTTGATTAACGACGCCAGATAATTTTGCATGAAATCGCTGCGTTTGACTTTACTCGCACTGCCGCTGGCGGTGACCGGCTGCTCGACGCTCTCCTCGGTCAACTGGTCTGCCGCAAATCCATGGAACTGGTTTGGTTCCTCGACAGAAGTCACTGAGCAAGGCGTGGGAGCGCTGACCGCCGCCACGCCGCTGGAAGAGCCGGCTATTGCAGAGGCATTAGATGGCGATTATCGCCTGCGTAGCGGTATGAAAACCGATAACGGCAACGTGGTGCGCTTTTTCG1
2384 CHIP1024 STM/STY STM4471 STY4809 ATGACGGTACGGCAGCGTTTATCCGGCGGCTGGCACATGACGGTACGGCAGCGTCTGCTGTCGTATTTTTTTAACAGGTTACGTATGAATTACCCGCAAATACTCTCTCCGGTGCTTAATTTCCTGCATTGCCCGACGCCGCAGGCGTGGATTGTCCAGGCCCGCGATCCGCAAAATCTTCCTCTTCTGCTTACCGATCACCTGATCTGCGAACTGAAGGCTGCGCAAACCGCGTTGCTGTTGGTGCGTAAATATGTCGCCGATAAATCGGGCGCCGACGCGCTGCTCTCCT1
2385 CHIP1603 STM/STY STM2794 STY2914 ATGACCGCCCTTTCCCAATTACATTTTCCCTGCCATCGATGACCGCCCTTTCCCAACCGACGGCCATAGATGGCTATCGCTGGCTTAAAAATGACATTATTCGCGGCACTTATCAGCCGGATGAGAAACTGCGGATGAGTTTATTAACCGCCCGCTATGCGCTCGGCGTAGGGCCGCTGCGTGAGGCGCTGTCGCAACTGGTGGCGGAACGGCTGGTCACCGTGGTGAATCAAAAAGGCTATCGCGTGGCATCCATGTCAGAGGCGGAACTCCTCGATATTTTTGACGCGCGCG1
2386 CHIP2011 STM/STY STM4512 STY4868 ATGCCTGATTTATCCGCCGTTACGCCGGTTCAAAGGTACCATGCCTGATTTATCCGCCGCGGAGTTTACCTTATTACAGGGTGCGCACCTGTTTGCGCCAGAAGACCGGGGCATCTGCGATGTTCTACTCGCGAATGGCAAAATTATTGCCGTCGGCGCTGGCATCCCCGGCGATATCGTACCGGACTGTACGGTGATTAATCTTAGCGGCCGTATGCTGTGCCCGGGCTTTATCGACCAACACGTTCATCTGATCGGCGGCGGCGGCGAAGCGGGGCCGACGACGCGGACGCCGG1
2387 CHIP2027 STM/STY STM4595 STY4944 ATGTTTAATAAGAAAATAATCATCCTGGCATTACTGATACGAAACGGTATACGTAACCATGTTTAATAAGAAAATAATCATCCTGGCAATGTTAACTGCCGTAGCATCCACACCGGTATTTGCCCAGAACACGATTACGTTCAATGGCAAAATTTACGATCAGGCGTGTACGGTTCAGGTGAATGGCTCCACGGATACCACCATTGATTTGGGTAATTACAGCAAAGAACGCATCGCGGAAAAAGGCGCCACAACCGATTACGTGCCGTTTACCGTAAGCCTGGTTAGCTGCCCGGAAGCAGGGACTGGCGTAC1
2388 CHIP2043 STM/STY STM3656 ATGCAAAAGTTTGATACCAGGACCTTACTTGTCTTTGTTGCACATCGGATGCAAAAGTTTGATACCAGGACCTTCCAGGGCTTGATCCTGACCTTACAGGATTACTGGGCTCGCCAGGGCTGCACCATTGTTCAACCATTGGACATGGAAGTCGGCGCGGGAACTTCTCATCCAATGACCTGCCTGCGCGCGCTGGGGCCAGAGCCGATGGCGACTGCCTATGTGCAGCCTTCTCGTCGTCCGACCGATGGCCGCTACGGCGAAAACCCGAACCGCTTACAGCACTACTATCAGTTCCAGGTAG1
2389 CHIP0611 STM/STY STM1753 STY1297 ATGACGCAGCCATTGGTCTTATTCCGCAGACAACATCAATCATGACGCAGCCATTGGTCGGAAAACAGATTCTTATTGTTGAAGACGAGCCTGTATTTCGCTCGCTTCTGGATTCGTGGTTTTCCTCTTTGGGAGCGACAACGGCATTGGCAGGCGACGGGGTGGATGCCCTGGAGTTGATGGGGCGTTTTACCCCTGATCTCATGATATGTGATATCGCTATGCCGAGAATGAACGGTCTCAAACTGGTAGAAAACTTACGTAATCGCGGAGACCAGACGCCTATTCTGGTTATTT1
2390 CHIP0627 STM/STY STM1693 STY1368 ATGATTATCTTCACCCTGCGTCGTTATCGTAAGGCATACCATTCCTTATGATGATTATCTTCACCCTGCGTCGGTTATTGCTGTTGCTGGTGACGCTCTTCTTCCTGACCTTTATCGGCTTTAGCCTGAGCTATTTTACGCCGCATGCGCCGCTACAAGGCGCATCATTATGGAATGCCTGGGTTTTCTGGTTCAACGGTCTGCTGCACTGGGACTTTGGCGTGTCCAGCATTAACGGCCAGCTGATCTCCGAACAGCTTAAAGAGGTGTTTCCCGCCACGATGGAGCTGTGCATTCTCGCCTTTG1
2391 CHIP0643 STM/STY STM4048 STY3825 ATGACCGTACTGCATAGCGTGTTACTGGATTATCGCATCGCATGACCGTACTGCATAGCGTGGATTTTTTTCCATCAGGTAAAGCGCCCGTGGCGATTGAACCTCGTCTGCCGCAAGCCGCTTTCCCTGAACATCATCATGATTTTCATGAAATCGTGATTGTGGAACACGGTACGGGCATTCATGTATTCAACGGGCAGCCGTATACCATCAGCGGCGGTACCGTGTGTTTTGTTCGCGATCACGACCGGCATTTATATGAACATACCGACAACCTATGCCTGACGAATGTACTGT1
2392 CHIP1798 STM/STY STM3998 STY3882 ATGACGAGAATACTCGCGGCTTACTGACCGGCGTTTTTATAAGATGACGAGAATACTCGCGGCTATCACGCTCCCATTGAGTATCGTATTGACCATCCTGGTCACTATTGTTTGCTCAGTACCGATCATCATTGCCGGTATGGTAAAGCTTCTTTTGCCTGTTCCCGGTATCTGGCGCAAGGTCTCCATTTTCTGCAATTTCATGATGTATTGCTGGTGTGCTGGTCTTGCAGCGCTGTTACGCCTTAATCCGCACTTGCAATGGGATGTAGAAGGGTTAGAAGGGCTGAGCAAGAAAA1
2393 CHIP1830 STM/STY STM0813 STY0848 ATGACTCAACACACGCGAAATTTTTCTTATAGATGGATCTCCGCATGACTCAACACACGCGAAATTTTTCATTCAAAGTGCTCACAATTAATACGCACAAAGGTTTTACCGCCTTTAATAAACGCTTCATCCTGCCGGAGCTGCGCGACGCTGTCAGAACGGTCGGCGCCGATATCGTCTGTCTGCAAGAAGTGATGGGCGCGCATGAAGTACATCCGCTGCATATCGAAAACTGGCCGGACACTACCCACTATGAATTTTTGGCCGACACCATGTGGAGCGATTTCGCCTATGGCCGCA1
2394 CHIP1862 STM/STY STM0797 STY0830 ATGACTAAACGCTATTTTGTGACCGTTAGGCGCGTTCCAGGGGGTGACTAAACGCTATTTTGTGACCGGTACTGATACTGAAGTCGGTAAAACGGTCGCCAGTTGCGCCTTATTGCAGGCCGCAACGCAGTTAGGTTATCAAACCGTAGGCTATAAGCCCGTCGCTTCCGGCAGCGAAATGACAACCGACGGGCTACGCAATAGCGATGCCCTGGCCTTGCAGCGTAACAGCAGCCTGCCGCAACCTTATTCCGCTATCAATCCTTATACTTTTGCCGAGCCTACCTCTCCCCACATCG1
2395 CHIP0758 STM/STY STM0089 STY0104 ATGATCAATTCGCCCAGAGTGTTAGTGAATGAGTGTAGGGACGGCATGATCAATTCGCCCAGAGTGTGTATACAGGTGCAAAGCGTCTACATTGAGGCGCAATCCTCACCTGACGATGAACGTTACGTTTTTGCCTATACCGTAACCATCCGCAATCTGGGCCGGGCGCCAGTGCAGCTATTGGGCCGCTACTGGCTGATTACCAATGGTCATGGCCGTGAAACCGAAGTCCAGGGCGAAGGTGTGGTTGGCGTCCAGCCGCGCATTGCGCCTGGCGAAGAGTACCAGTACACCAGCGGCG1
2396 CHIP1817 STM/STY STM4040 STY3836 ATGAAAAGGAATTTATTATCCTCAGCGTTAACGCAGGCGGTTATAATCATGAAAAGGAATTTATTATCCTCAGCGATAATCATTGCGCTAATGACCCTGGGCGCAACAGGATGTGATGACAATAATGTTAAAACCGAGGCGACGCCGGCCGCCAGCAGTCAGCCTGCGACGCCAGCGCCTTCTCAGACGCCGGAAACGCAATCTGGCGAAAGTCCAGCGCAGCCCTCAGCAGCGAAGCCAGAAACGGCAACTCAGCCCCCGGTGGCGAAACCAGAAACGCCAGCTCAGCCGGAGGTTGACGCTG1
2397 CHIP1849 STM/STY STM0641 STY0692 ATGAAGCTGCAACTTGTCGCTTACTCACGGTGATAAGGGTGGTGAAGCTGCAACTTGTCGCTGTCGGCACGAAGATGCCCGACTGGGTTCAAACGGGATTTACGGAATATCTGCGTCGTTTTCCGAAAGATATGCCCTTTGAGCTGATCGAAATCCCTGCGGGCAAACGCGGCAAGAACGCGGATATCAAACGCATTCTCGACAAAGAGGGCGAGCAGATGCTGGCCGCCGCCGGTAAGAATCGCATTGTTACCCTGGATATTCCAGGCAAGCCGTGGGATACGCCGCAGTTAGCCA1
2398 CHIP1881 STM/STY STM0261 STY0282 ATGAATCTTAACAGTATTCCCGCGTTAGAACGTGTCTTTCTTTGACCATGAATCTTAACAGTATTCCCGCGTTTCAGGACAATTACATCTGGGTGCTGACCAATGATGAAGGCCGCTGTGTGATTGTTGATCCCGGCGAAGCGGCCCCCGTCTTAAAGGCCATTGCTGAACATAAGTGGATGCCGGAGGCGATTTTTTTGACGCATCACCATCACGACCATGTTGGCGGAGTCAAAGAGCTGTTGCAACACTTCCCGCAAATGACGGTTTATGGACCGGCGGAAACGCAAGACAAGGGAGCAA1
2399 CHIP0591 STM/STY STM0978 STY0978 ATGGAATCCCTGACGTTACAACCTTAGGCAGGCGTACTCATTCGATGGAATCCCTGACGTTACAACCCATCGCGCGGGTCGATGGCGCCATTAATTTACCTGGCTCCAAAAGTGTTTCAAACCGTGCTTTGCTCCTGGCGGCTTTACCTTGTGGTAAAACCGCTCTGACGAATCTGCTGGATAGCGATGACGTCCGCCATATGCTCAATGCCCTGAGCGCGTTGGGGATCAATTACACCCTTTCTGCCGATCGCACCCGCTGTGATATCACGGGTAATGGCGGCGCATTACGTGCGCCAG1
2400 CHIP0711 STM/STY STM2355 STY2585 ATGAAGAAGACCGTTCTCGCTTTAATCGCCGTAAACATTAAAATCGATGAAGAAGACCGTTCTCGCTTTGTCTTTGCTGATAGGTCTGGGCGCGACGGCGGCCAGTTACGCCGCGCTCCCGCAAACGGTTCGTATTGGAACAGATACCACCTACGCGCCTTTCTCATCAAAAGATGCCAAAGGCGAGTTTATTGGCTTTGATATCGATCTCGGTAATGAAATGTGTAAGCGTATGCAGGTGAAATGTACCTGGGTCGCCAGCGACTTTGATGCGCTTATTCCCTCACTAAAAGCGAAAAAAA1
2401 CHIP1284 STM/STY STM2685 STY2871 ATGCGCTGTAAAACGCTGATTACTTCGTCAACGCCGGATGCGCTGTAAAACGCTGACTGCTGCCGCAGCAGTACTCCTGATGTTGACCGCAGGCTGTTCCACTCTGGAGCGAGTGGTTTACCGACCTGACATCAATCAGGGGAACTATCTTACACCTACGGATGTCGCCAAAGTGCGTGTTGGTATGACGCAACAACAGGTTGCGTATGCTTTAGGCACGCCGATGATGACCGATCCTTTTGGTACGAACACCTGGTTTTATGTCTTCCGCCAGCAGCCAGGACATGAGAACG1
2402 CHIP1300 STM/STY STM0059 STY0068 ATGAAAATCATTAAAGATGCCCTGGTTATAACGCACTCCATTGAATTTCATGAAAATCATTAAAGATGCCCTGGCAGGCACGCTGGAATCCAGCGATGTGATGATCAGGATTGGTCCATCCAGCGAGCCAGGAATTCGGCTGGAGCTAGAGAGTCTGGTGAAGCAGCAGTTTGGCGCGGCGATTGAGCAGGTGGTGCGCGAAACGCTGGCGAAGCTGGGCGTTGAACGCGCGCTGGTTAGCGTCGATGACAAAGGCGCGCTGGAGTGCATTTTACGCGCCCGAGTGCAGGCGGCGGCGTTACGCG1
2403 CHIP4681 STM/STY STM0362 STY0394 ATGGTCGCGGCGAGTCGTTTAACCGCTATTGAGGGGAATGGTCGCGGCGAGTCGTATGGATGGTCGCGATATGGTGCGCCAGCGTGCTTCTGCTGGCGGGCGTCGGAATGTTATTCAGACTGCTCATGACCTCCGCAGGATTTCGCTCCTGACTGATACCCCCGGACGCGCTTTCGTCGCTGGCGAAAGCGCGTTTTTATCGACAGATCGGCGTTTATCGATCACCTTTGCTCGCCTTATCTCTCCCCTCAATAGCGGTTGA1
2404 CHIP4705 STM/STY STM1854 STY1986 ATGCCGCCTTTAAAAAAAATTGTTAAAAACATATCGGAAACATAAACCACATGCCGCCTTTAAAAAAAATTGTGCTGCGCCTGTTTGTGGGGGCGATGGTCGCCACGGTAACGACACCTGCATTGGCGCTGGTTTGCCTTGAGGATCACTCCGCTAAAGAGTGTGCTATATCGTGTGCTGAGGCGATGTGGTTTATGTTTCCGATATGTTTTTAA1
2405 CHIP0146 STM/STY STM3594 STY4209 ATGACCAATCCATTACTAACGTCTTTTTCTTAGCCTTTAATCCCGTAATGCTCATGACCAATCCATTACTAACGTCTTTTTCACTGCCGCCTTTTTCTGCAATTAAACCGGAGCATGTGGTGCCTGCGGTCACCAAAGCGTTGGCCGATTGCCGGGCGGCGGTAGAAGGCGTTGTGGCGCATGGCGCGCCGTATAGCTGGGAAAACCTCTGCCAGCCGTTGGCGGAAGCCGACGATGTTCTGGGGCGTATTTTCTCGCCAATTAGCCACTTAAACTCGGTGAAAAATAGTCCGGAGCTGCGTGAAGCCT1
2406 CHIP3323 STM/STY ATGATAAACAAGCATCTCAACCCCGCGTTATTAGGATTCGACGGCCAGCATAAACAAGCATCTCAACCCCGCGCTATTTACTACGTTGTCGCCCTGCAAATTTGGGAGTACTTCAGCTTTTATGGTATGCGCGCCCTACTGATTCTTTATCTCACCAATCAGCTAAAATACGACGATAACCACGCCTATGAGTTATTCAGCGCTTATTGTTCGCTGGTCTACGTAACGCCGATTCTTGGCGGCTATCTGGCGGATAAGGTGCTTGGCAACCGAATGGCAGTCATGCTGGGCGCATTTTTAATGGC0
2407 CHIP1223 STM/STY STM4303 STY4501 ATGATCAATGTATTAATTGTCGATGACGTTACTGACAATATTGTTTCAGTAAAGAGTAATGTTATGATCAATGTATTAATTGTCGATGACGATGCGATGGTCGCGGAGTTAAATCGCCGCTATGTCGCGCAAATCTCCGGTTTTCATTGTTGTGGAACCGCTTCGACGCTGGAAAAAGCGAAAGAGTTTATCTTCAACAGTGAAAATCACATTGACCTAATCCTGCTGGATATCTATATGCAGCAGGAAAACGGATTGGATCTGCTGCCTGTCCTGCACAGCGCAGGCTGCAAAAGCGACGTTATTGTCATTTCTTCTG1
2408 CHIP1239 STM/STY STM1936 STY2144 ATGGAAGGAGACGCGGACTTAATGGCGGCAGATTTTACTCTATGGAAGGAGACGCGGACAACCGCCGTAAACCTGCGCTAGCGCAAAGTCGCTTGTACACGGACACATTAGGCTACGAGTTTTATTCAGGAGGGGTTATGGATTCCATTCATGGTCACGAAGTGCTCAACATGATGATTGAGTCTGGCGAGCAGTACACGCATACCTCGCTGGAGGCGGCAATAAAAGCGCGCTTTGGCGAGCGGGCACGATTTCACACTTGTTCAGCATCAGATATGACGGCGGCGGAACTGGTCG0
2409 CHIP1263 STM/STY STM1684 STY1377 ATGAGCGAACCGTTAAAACCGTTATTTCTCAGGCGACGACATGAGCGAACCGTTAAAACCGCGTATTGATTTTGCAGAACCGCTAAAGGAGGAACCTACGTCGGCCTTCAAAGCGCAGCAAACTTTCAGCGAAGCGGAGTCGCGTACATTTGCGCCTGCAGCTATCGATGAGCGCCCGGAAGACGAAGGCGCGGCAGAAGCGGCGGTCGATGCCGCGCTGCGCCCCAAACGCAGCCTGTGGCGTAAAATGGTGATGGGAGGACTGGCGCTGTTTGGCGCGAGCGTGGTCGGGCAAG1
2410 CHIP0460 STM/STY STM2637 STY2830 ATGATTAAAGAGTGGGCAACCGTTACTGGCGCGTTTCGATATGATTAAAGAGTGGGCAACCGTTGTCTCCTGGCAGAATGGTCAGGCGGTGGTGAGCTGCGACGTTAAAGCGTCATGCAGCAGCTGCGCCTCCCGTGCGGGATGCGGCAGTCGCGTGCTGAATAAATTAGGGCCGCAAACCACGCATACCATTGTTGTGCCAAGCGCGGAGCCGCTGGCGCCGGGGCAGAAAGTCGAGTTGGGCATCGCCGAAAAAAGCCTTTTAGGTTCGGCGTTGCTGGTCTATATGTCGCCTT1
2411 CHIP0476 STM/STY STM1139 STY1176 ATGCCGCGCTTACTTATTTTGTTAGGATTCTGGCGGTACTGACATGCCGCGCTTACTTATTTTGGTTGCCGTTTTATTGTTGAGCGGATGCTTAACTGCCCCGCCGAAACAAGCTGCGAAACCGACATTAATGCCCCGCGCACAAAGTTACAAAGATTTGACGCACTTACCTGCTCCCACCGGTAAGATCTTTGTTTCGGTATATAACATTCAGGATGAAACGGGCCAATTTAAACCTTACCCGGCAAGTAACTTTTCTACGGCTGTGCCGCAGAGCGCCACCGCTATGTTGGTCACTG1
2412 CHIP0109 STM/STY STM2958 STY3096 ATGACCAACTACAGCCTGCGTTAGCCTAATATTTTTTTCGCTTCACGATGACCAACTACAGCCTGCGCGCACGCATGATGATTCTGATCCTGGCCCCGACCGTCCTGATAGGTTTGCTGCTCAGTATCTTTTTTGTAGTGCACCGCTATAACGACCTGCAGCGTCAACTGGAAGATGCCGGCGCCAGTATTATTGAACCGCTCGCCGTCTCCAGCGAATATGGTATGAACTTACAAAACCGGGAGTCTATCGGCCAACTTATCAGCGTCCTGCACCGCAGACACTCTGATATTGTGCGGGCGA1
2413 CHIP4678 STM/STY STM0324 ATGTTCCGGACTGAGACCGTTACTGAAACGCCATAATCTGCGTTGTTCCGGACTGAGACCGCCACAGGCACTGTGACGACGCTACCGATTGTAATCACACTCACTATAATTAAACACTGCTGTCCGCATTATTTCCCGGCTGACAAAGTCCTCTCCGTGGATACATTCCACCTTCAGCGTATGGAAGAAGCTTTCCGCACAGGCATTGTCGTAACAACAACCTCTGGCGCTCATACTTCCCCGCAGATTATGGCGTTTCAGTAA0
2414 CHIP0119 STM specificSTM4161 ATGCAGATTCAGTTCAATGATGAATTAACCCCCTGCAATAACCTGATGCAGATTCAGTTCAATGATGAACCGATGCAGTGCGCCGCAGGGCAAACCGTCAGTGAGCTGCTCACGCAACTCAATCAGCTTAAACCGGGCGCGGCGCTGGCGCTCAATCAGCAGATCCTGCCGCGCGAGCAGTGGCAGCAGCAAATCGTGCAGGAAGGCGACCAGATCCTGTTTTTTCAGGTTATTGCAGGGGGTTGA1
2415 CHIP4718 STM/STY STM3460 STY4338 ATGGACGAACAGCGGACCTTATGTGTACGCTCCGGTTTCTATGGACGAACAGCGGACCACGAACGTTCTCTTCCAGCGTGTTTAGCGCCTCGGCGGTACGGGCGATGTTGCCCTTCTCCACAAGCATCATTAAGATGGTGAGCTTGCGGAAGGTAATGTCATCGGTGATAGACAGGTTCATCGTCCGCCCCGTGCGTTAGAGCCTATCCCCGTAGGCGTAATTGTTGAAGCCAGTTTGGGGCCGGACAGCGCGCAGAAACCGGAGCGTACACATAG1
2416 CHIP3231 STM/STY STM3297 STY3475 ATGGACAGGTAAAAAGCGTTCTGCCTTATTACTTTCGCCCGGTCGCTGACAGGTAAAAAGCGTTCTGCCAGCTCAAGCCGCTGGCTTCAGGAACACTTTAGCGATAAATATGTTCAACAGGCGCAGAAAAAGGGGCTACGCTCCCGTGCCTGGTTTAAACTTGATGAAATACAGCAAAGTGACAAACTTTTTAAGCCGGGAATGACGGTAGTCGATCTCGGCGCTGCGCCAGGAGGCTGGTCACAGTATGTGGTCACGCAGATTGGCGGCAAAGGCCGCATCATCGCTTGTGATCTTTTACCT1
2417 CHIP0191 STM/STY STM2052 STY2257 ATGAATACCTTCTCACTACAAACGCGTTATAGCAGTTCCTCCAGCAGTTCATGAATACCTTCTCACTACAAACGCGGTTGTACAGCGGTCAGGGCAGCCTGGCGGTGCTCAAGCGCTTTACCAATAAGCACATCTGGATAATCTGCGATGGCTTTCTGGCGCACTCTCCGCTGCTGGATACCCTGCGTAACGCGCTGCCCGCAGATAACCGCATCAGCGTCTTTAGCGAGATAACGCCGGACCCCACCATCCACACAGTGGTTCAGGGCATTGCGCAAATGCAGGCTCTGCAACCGCAGGTGGTGA1
2418 CHIP1234 STM/STY STM4279 STY4477 ATGAGTTGCACCCGACGTTTATTGGCTCACCTCCCCATGAGTTGCACCCGACGTCAATTTATTACCCGCGTCGGCGCGCTGGCGGCGGTCAGTGGGATGGCAGGACGCGTTGTAGCGAACACGTTGAATATTAATGGCGTGCGTTATGGCATGGTACACGATGAGTCATTATGCATCGGCTGCACGGCCTGCATGGATGCCTGTCGGGAAGTCAACACCGTGCCGGAAGGCGTATCGCGCCTGACGATTATTCGCAGCGAGCCGCAGGGGACGTTTCCTGATGTGAAGTATC1
2419 CHIP0865 STM/STY STM1975 STY2183 ATGACTGACTCCGCGATTAACATTACCGCAGAATAAAAGCTGTATAAAGCATGACTGACTCCGCGATTAACAAAAAGAGCAAACGCTCGATTTGGATACCTTTGCTGGTGTTGATTACCCTCGCCGCCTGCGCGACCGCCGGTTATAGCTACTGGCGTATGCAGCAGCAACCGACCACGAACGCTAAAGCGGAACCGGCTCCGCCGCCCGCGCCGGTATTTTTTGCGCTGGATACGTTTACCGTCAATCTGGGCGATGCGGATCGCGTGTTGTATATCGGCGTGACCCTGCGTCTGAAAGACGAAG1
2420 CHIP0881 STM/STY STM1512 STY1549 ATGTCGACGAATCCTTTGTTAGACTTAGCGATCGAGCCCACGATGTCGACGAATCCTTTGTTAGACCAGAGTATGTTGCCTTATCAGGCACCGCGTTTTGATCGGATCAAAGATTGCCATTATCGTCCTGCTTTTGATGAGGGCGTGCGGCAAAAACGCGTGGAAATCGAGGCCATCGTCAATCATCCGGCGGCCCCTGACTTTACGAATACGCTTCTGGCGCTGGAGCAAAGTGGGGCGCTTCTGTCACGCGTCACCAGCGTTTTTTTCGCGATGACGGCCGCGCACACTAACGATG1
2421 CHIP0897 STM/STY STM4130 STY3744 ATGATTAAAAAAGCTACGCTGCTGTTAGAAGGTGTAGCTGCCAGACAATGATTAAAAAAGCTACGCTGCTGACGGCGTTCTCCGTCACGGCCTTTTCCGCTTGGGCGCAGGACACTAGCCCGGATACCCTGGTTGTCACCGCCAACCGTTTTCAGCAGCCGCGCAGCGCGGTTCTGGCGCCCGTTACCATCGTGACGCGTCAGGATATTGAACGCTGGCAATCGACCTCCGTAAATGATGTTCTGCGCCGTTTGCCTGGCGTCGATATTGCGCAGAGCGGCGGCGCGCGACAAAACTCCTCCA1
2422 CHIP0913 STM/STY STM0609 STY0655 ATGCTCGACACAAATATGAAAACCTTATGCGATTTTGGTGCGAATGCTCGACACAAATATGAAAACCCAGCTCAGGGCTTACCTTGAGAAACTGACCAAACCTGTTGAGCTGATTGCCACGCTGGATGACAGCGCTAAATCGGCGGAAATCAAGGAACTGCTGGCTGAAATCGCCGAGCTGTCCGACAAAGTCACGTTTAAAGAAGACAATACTCTGCCGGTGCGCAAGCCGTCTTTCCTGATTACGAATCCAGGTTCTCAGCAAGGGCCGCGCTTTGCCGGTTCTCCGCTGGGCCACG1
2423 CHIP0929 STM/STY STM1744 STY1306 ATGATGTTAAGTAAGAAAAACAGCGAGATTAACGATCTTTCGGGTCGATGATGTTAAGTAAGAAAAACAGCGAGACGCTGGAAAATTTCAGTGAAAAGCTGGAGGTGGAAGGTCGCAGCCTTTGGCAAGATGCCCGTCGGCGCTTTATGCATAACCGTGCGGCGGTGGCCAGTCTTATTGTCCTGTTTCTGATAGCCCTGTTCGTGACAGTGGCGCCTATGCTGTCGCAATTTACCTATTTCGATACCGACTGGGGCATGATGTCCAGTGCGCCGGATATGGCGTCCGGTCACTATTTCGGCA1
2424 CHIP1780 STM/STY STM4072 STY3798 ATGGCTCGACTCTGTACCCATTACAGGCCTGGCGCTTTCATGGCTCGACTCTGTACCCATACTGAATCAGGACATTACCTGATGGCTCTTGACGCCGGTACCGGTAGCGTCAGAGCAGTAATTTTTGATCTACAAGGAAAGCAAATAGCTGTCGGTCAAGCGGAATGGCAGCATCTGGCCGTGCCGGATGTGCCTGGTTCGATGGAGTTTGATCTTGCCAAAAACTGGCAACTGGCTTGCCAGTGTATCCGTCAGGCACTACAGAAAGCCGCCATCCCTGCAACGGCTATCGCTG1
2425 CHIP0020 STM/STY STM3967 STY3592 ATGACAACGACACATCCATCCTTAGCCTTTTTTCCCACCGTATGACAACGACACATCCATCCGGCTTTGCACCTGCAGCCTCCCCACTTGCCCCTACGATGATTCATACGCCTGATGGGGCCATTAGCGCGGGGATAACGTCGATTCCCTCTCAGGGCGACGATATGCCCGCCTATTACGCCAGACCAAAAGCGAGCGACGGCGCGCTGCCGGTGGTCATTGTGGTACAGGAAATTTTTGGCGTACATGAACACATTCGCGATATTTGCCGACGACTGGCGCTGGAAGGCTATCTCG1
2426 CHIP0036 STM/STY STM3951 STY3608 ATGGACGTTTCTTACCTGCTCGTTAAACCGTTTCCAGCTTCGATGGACGTTTCTTACCTGCTCGACAGCCTTAATGATAAACAGCGCGAAGCGGTGGCCGCGCCACGTAGCAACATGCTGGTGCTGGCGGGCGCGGGAAGCGGGAAAACCCGCGTGCTGGTGCACCGTATCGCCTGGTTACTGAGCGTAGAAAACAACTCGCCATATTCCATCATGGCGGTGACCTTTACCAATAAAGCGGCGGCGGAAATGCGCCATCGTATTGGCCAGTTGATGGGGACCAGCCAGGGCGGAATGT1
2427 CHIP1382 STM/STY STM0085 STY0100 ATGATTTATGCGCATCCGTATCCGCTTATATCCATGATTCACCTCCTGCCATTTATGCGCATCCGTATCCGCATCATTCTCATGCGAATAAGCGGATGCTTGAACAGGCAGGGACGCTGGAAAACGTCGAAATACGTTCGCTTTATCACCTCTATCCCGATTTCAATATTGACGTTGCCGCCGAGCAGGAGGCGCTGTCGCGCGCGAGTCTTATCGTCTGGCAGCATCCGATGCAGTGGTACAGCGTCCCTCCTTTACTCAAATTATGGATGGATAAAGTCCTCACCCACGGCTGGGCTTACGGTC1
2428 CHIP2182 STM/STY STM3059 STY3215 ATGTCTATACAGAACGAAATGCCTGGTTAGTGTAGCGTCGGTTTACGCTCTATACAGAACGAAATGCCTGGTTACAACGAAATGAACCGGTTTTTGAATCAACAAGGGGCCGGTCTGACCCCGGCTGAAATGCATGGTTTAATCAGCGGGATGATTTGCGGCGGCAACAACGACAGCTCATGGCAGCCGCTGTTGCACGACCTGACGAACGAAGGTCTGGCCTTCGGGCATGAGCTTGCTCAGGCGCTGCGCAAAATGCACGCGGCGACCAGCGACGCGCTGGAAGACGACGGCTTTCTTTTTC1
2429 CHIP0868 STM/STY STM1971 STY2179 ATGTCTAATGAATTGCCGTGGCTTAGAGCACTCCCGGCGCATGTCTAATGAATTGCCGTGGCAAGTCTGGACCCCCGACGATCTCGCCCCGCCGCCAGAAACTTTTGTGCCGGTTGAGGCTGATAACGTGACCTTGACAGAAGATACGCCGGAGCCCGAACTCACTGCCGAACAGCAGCTGGAGCAGGAGCTGGCGCAGCTAAAAATACAGGCCCATGAACAAGGTTATAACGCCGGGCTGGCGGAGGGACGGCAAAAAGGACACGCGCAGGGATACCAGGAAGGGTTAGCGCAGG1
2430 CHIP0884 STM/STY STM2430 STY2666 ATGAGTAAGATTTATGAAGATAACTCGCTGTTACTGTTGCAGTTCTTTCTCAGTAAAGAATGAGTAAGATTTATGAAGATAACTCGCTGACTATCGGTCATACGCCGCTGGTTCGACTGAACCGTATCGGTAATGGACGCATTCTGGCAAAGGTGGAGTCGCGCAACCCGAGCTTCAGCGTCAAGTGCCGTATCGGCGCCAACATGATTTGGGATGCCGAAAAGCGTGGCGTACTGAAACCTGGCGTGGAACTGGTGGAGCCGACCAACGGCAACACCGGTATTGCGCTGGCGTATGTCGCCGCCGCGCGCGGTT1
2431 CHIP0878 STM/STY STM2432 STY2668 ATGATTTCAGGCATTTTAGCATCCTTAGCAGATTGTTTTTTCTTCAATGAAATGATTTCAGGCATTTTAGCATCCCCGGGTATCGCTTTCGGCAAAGCACTGCTGCTGAAAGAAGACGAAATCGTCATTGACCGGAAAAAAATTTCTGCCGACAAGGTTGATCAGGAAGTTGAACGTTTTCTGAGCGGTCGTGCCAAGGCATCTGCGCAACTGGAAGCGATCAAGACAAAAGCTGGTGAAACGTTCGGTGAAGAAAAAGAAGCCATCTTTGAAGGGCATATTATGCTGCTCGAAGATGAGGAGCTGG1
2432 CHIP1729 STM/STY STM1717 STY1333 ATGCATTACCAACCGAAACAAGTTATTGGGCGATTCCTGGATGCATTACCAACCGAAACAAGATCTATTGCAAAACCGCATTATTCTGGTCACTGGCGCCAGCGATGGCATTGGGCGGGAAGCCGCGCTCACGTATGCGCGTTACGGCGCAACGGTGATTCTGCTGGGACGCAACGAAGAGAAACTGCGTCGGGTCGCGCAGCACATTGCTGACGAGCAACATGTTCAACCACAGTGGTTTACGCTCGATCTGCTGACCTGCACCGCTGAAGAGTGCCGGCAAGTGGCCGACCGCA1
2433 CHIP1753 STM/STY STM2951 STY3080 ATGCAGTACCCGATTAACGAGATTAGGCGATATTTAAATATTTATGCGATGCAGTACCCGATTAACGAGATGTTCCAGACCCTACAAGGCGAGGGTTATTTTACCGGCGTCCCCGCTATTTTTATTCGTTTACAGGGATGTCCGGTCGGCTGTGCCTGGTGTGATACTAAGCATACCTGGGATAAACTGAGCGATCGGGAAGTGTCTCTGTTCAGCATTCTGGCAAAAACCAAAGAGAGCGACAAATGGGGTGCTGCGAGCAGTGAAGACTTGCTGGCAGTAATTAATCGTCAGGGCTATACCG1



2434 CHIP1769 STM/STY STM2949 STY3077 ATGTCCACCACGTTGTATAAAGATTTCTTATTCGCCGCGATAGACGATGTCCACCACGTTGTATAAAGATTTCACCTTTGAAGCCGCTCACCGCCTGCCTCACGTGCCTGAAGGGCATAAGTGCGGCCGCCTGCACGGACACTCGTTTATGGTGCGTCTCGAAATTACCGGTGAAGTCGATCCGCATACCGGTTGGATTATGGATTTCGCGGATCTCAAAGCGGCGTTTAAACCGACTTACGATCGTCTTGATCACTACTATCTGAATGATATTCCAGGGCTGTCCAATCCCACCAGCGAAG1
2435 CHIP1793 STM/STY STM4013 STY3866 ATGTATAATTCAATGGATGAAGTCCCCTTAATGATTACAGCTCAGCAAGAAATGATGTATAATTCAATGGATGAAGTCCCCGTCTCGCTGCACGCGTCGATTGACACAGGCGATGGCGAATTCGATATGAATGCGCTAATTAGTAATAACGCTCATATTCTTTTTATTGTGCTGGACTCGTTACGCTACGACATTGCGCTTCAGGAACAAACCGCCGGAAATACGCCCAACCTTAATCATTATGGACAATGGACGAAATGCGAAGCGGCCGGTAATTTTACCTGGCCTTCGCATCACGCCATGTTTTCAG1
2436 CHIP0550 STM/STY STM1912 STY2121 ATGATGCGTAAATGGCTGGCGTTAAGCGGTAGTTCACAATCACCTGATGCGTAAATGGCTGGCGTTGTTGCTCTTTCCCCTGACGGTTCAGGCCGCAGGCGAAGGCGCGTGGCAGGATAGCGGTATGGGTGTAACCTTAAATTACCGGGGTGTTTCCGCATCGTCTTCGCCATTGTCGGCGCGCCAGCCGGTTTCCGGTGTGATGACGCTGGTCGCCTGGCGTTATGAACTGAATGGCCCGACTCCCGCGGGCTTACGGGTACGTTTATGTTCCCAGTCCCGTTGCGTAGAACTTGATGGTC1
2437 CHIP1204 STM/STY STM1656 STY1409 ATGGAAGCCATTAAGGGATCGTTACAACCATTTACTGCGATGCAGTGGAAGCCATTAAGGGATCGGATGTGAACGTGCCGGATGCCGTTTTCGCATGGCTACTGGATGGTCGTGGTGGAGTAAAACCGCTCGAAGATAATGATGTGATCGATAGTCAGCATCCCTGTTGGCTACATCTTAATTATACCCACCCGGACAGCGCCCGCTGGTTGGCTTCAACGCCTTTACTCCCCAATAACGTGCGTGATGCGCTGGCTGGTGAAAGCTCGCGCCCGCGCGTAAGTCGTATGGGGGAAGGGA1
2438 CHIP2760 STM/STY STM1554 STY1509 ATGATGAGTAGTATTACAAAAAGCATACAGAATGTTATTTCTTTTTATATGCCCCATACAAAAGATGATGAGTAGTATTACAAAAAGCATACAGAATGAATATGTTTTATTGATGGAAAACGCTTTTTCTGAAAAATATAAATATGCATTCAGAAATTTAGAACTAAAAGAATTACGTAGATTCATCCTGAAAGAGCTAATTAGCTCTCCCGAGTTAGATAATCAACTTACAAACCTAATCGTGTTGCTAAATAAATTTTGGGATACTCACGCCGCGGCGCTTATAACAGAAGTGCGGGCGTCTAAAAGTTATCGATTAT1
2439 CHIP2880 STM/STY STM1795 STY1922 ATGTACCACGGTCAATTAAAGAACATTAACCTGGATAGATACCGCGAATGTACCACGGTCAATTAAAGAACATATTACTTTTATCACTAAGGTTTATCATGGATAAGTTATCTTACGCTTCAGATAGCAGCACATCTGCCTGGAATACCTACCTGCAACAAATCGAGCGTGTGGCCCCTTATCTGGGCGAGTTATCCCCCTGGGTGGATACTCTGCGCCACCCAAAACGCGCTCTGATCGTCGATATTCCGGTACAAATGGATGATGGCACTATTCGTCATTTCGAAGGATATCGCGTGCAGC1
2440 CHIP2896 STM/STY STM1830 STY1959 ATGACCATTGCTATTGTTATAGGCATTATTTCGCCACTTTGGCAAGTGACCATTGCTATTGTTATAGGCACACATGGTTGGGCTGCAGAGCAGTTACTTAAAACAGCCGAAATGCTGTTAGGCGAGCAGGAAAACGTCGGCTGGATCGATTTCGTTCCAGGCGAAAATGCCGAAACGCTGATCGAAAAGTACAACGCTCAGTTGGCTAAACTCGATACCAGTAAAGGCGTGCTATTTCTCGTTGATACATGGGGAGGCAGTCCGTTTAATGCTGCCAGCCGCATTGTCGTCGATAAAGAGC1
2441 CHIP2912 STM/STY STM1853 STY1984 ATGATGCGGCCTGAAGAGTTATTGTATCCGCGCTAACGTCATGATGCGGCCTGAAGAGATTTATCAGCGAATAGAGGCAAAGAATTGGCGGCATGTCTGGGTGGTTGGCGATATTCACGGCTGTTTTTCAATGTTAATGAAAAGGTTACGTGAGTGTCGATTTGATCCGCAACAAGACTTGTTAGTTTCTGTGGGCGATCTCATTGATAGAGGCCCGGACAGCCTGGGCTGCCTGGCTTTACTGCGTGAGTCCTGGATGACGGCGGTTCGCGGCAATCATGAACAAATGGCGCTGG1
2442 CHIP2936 STM/STY STM1900 STY2108 ATGAAGGATAAAGTGTACAAGCGCTTAGGCGACGTTAATGACAAACTCGTGAAGGATAAAGTGTACAAGCGCCCCGTTTCGGTCCTGGTGGTTATTTTCGCGCAGGATACGAAACGGGTGCTAATGTTGCAGCGACGCGACGACCCGGATTTTTGGCAGTCAGTGACTGGCAGCATAGAAGAAGGGGAGACCGCGTTGCAGGCCGCCGTGCGTGAAGTCAAAGAGGAGGTCACGATTGATGTTGCGGCAGAGCAACTGACCTTAATCGACTGCCAACGTACGGTGGAGTTTGAAATTTTTTCAC1
2443 CHIP1127 STM/STY STM0888 STY0921 ATGCTTGAGTATTTACCTGAACTGCTAAAAGTTAATTGCGCCGCTCAAACATGCTTGAGTATTTACCTGAACTGCTAAAAGGGCTACACACCAGCCTGACGCTGACCGTGGCTTCTATTGCCGTCGCTTTGGTGCTGGCGTTAGTTTTTACCATCATCCTGACGCTAAAAACACCGTTCGTGGTGTGGCTGGTGCGCGGCTATATCACGCTGTTTACCGGTACGCCGTTGTTGGTGCAAATTTTCCTGATCTACTACGGACCCGGTCAATTCCCGACGCTGCAAGAGTATCCACTACTCTGGCATC1
2444 CHIP4411 STM/STY STM0520 STY0568 ATGAGTGAAACTAAAAAATCCGGAATTAAGCTGAAGCAATACGTTGCGATGAGTGAAACTAAAAAATCCGGAATTGATTACTGGAAACAAATTGTTGTCGTAATGAGTCTGGGCTGGGTAGCGATTTGGATCTATCGCACCGTGCTTACGCCAATTTATCCAGAAATTCAGGCATCTTTAGACAATGTAAGTAATGCTGAAATAGGCGCCATTGCAAGTTTTTACTTTTTTGCTTACTGCAGTATGCAAATCCCTTGCGGAATATTGGTCGATAAATTCGGTCAAAAAATCATGCTGATGGCCG1
2445 CHIP1167 STM/STY STM0998 STY1000 ATGTTTGAGAACATAACCGCCGTTACAGTACCGCGACAATGGCATGTTTGAGAACATAACCGCCGCTCCTGCCGACCCGATTTTGGGCCTGGCCGATCTGTTTCGCGCCGATGACCGTCCAGGGAAAATTAACCTTGGCATTGGCGTATATAAAGATGAAACCGGCAAAACACCGGTGCTCACCAGCGTTAAAAAAGCCGAGCAGTATTTACTGGAAAATGAAACGACGAAAAACTATCTCGGCATTGACGGGATTCCGGAATTTGCTCGCTGCACTCAGGAACTGCTGTTCGGCAAAG1
2446 CHIP4451 STM/STY STM0589 STY0632 ATGCCATCTCTTAATGTAAAACAAGAAAAAAATCTTAGACTAACCGTTCATCTATCGCATGCCATCTCTTAATGTAAAACAAGAAAAAAATCAGTCATTTGCAGGTTATTCACTGCCGCCCGCCAACAGTCATGAAATCGATTTGTTTAGCCTTATAGAGGTGTTATGGCAGGCGAAACGTCGTATTCTTGCTACCGTTTTCGCCTTTGCGTGCGTGGGGTTGCTTCTGTCCTTTCTGCTGCCGCAAAAATGGACCAGCCAGGCGATTGTCACACCGGCGGAGTCGGTACAGTGGCAGGGGCTGGAGAGAACGT1
2447 CHIP4475 STM/STY STM0338 STY0371 ATGTCCCCCACCATTAATTTGTTATTCCTTCTCGCAGATTTTGTTCATGTCCCCCACCATTAATTTGAACCGCAAAAGCCTTGCGCTATTGATCGCCATAGTTTGCTCAGGCTCCGCGCAAGGTGAAGAGTATTATTTTGATCCTGCGCTACTTCAGGGGGCCACTTACGGACAAAATATTGCCCGTTTTAATGAACGGCAAACGCCTTCCGGAGACTATCTTGCCGACGTTTACGTTAATGGCACGCTGGTAACCTCGAGCACTAATATTCGATTTAATGCTGTAAAAGAGGGTCAACAGA1
2448 CHIP2763 STM/STY STM1557 STY1507 ATGGATTTTAACCAGATTATCAATCGCTTATCCGCCTGTTGGTATTCCATGGATTTTAACCAGATTATCAATCGCAACAATACTGGTTCGGTAAAGTGGGATTTTATTGAGCGTCACTTTGGCGATGGCGCAGGGAAACTGCTGCCGATGTGGGTTTCTGATTTCGATTTTGCCTGCCCGCCTGAGGTTCAGGCGGCATTGCATCAGCGAATCGAGCACGGCGTATTTGGCTATAGCGAACGCGATGAGGCCTATTTTAACGCCCTGCTTCACTGGTTTTCATCACGCCACCAGCTCACGTTAA1
2449 CHIP2861 STM/STY STM1746 STY1304 ATGATAGCAAAAGCAGTGACAGACCTTAATGTTTGATAATATATAAGTTTTTCACATAAATATTATCCGTGATAGCAAAAGCAGTGACAGACCTGGCAGTACACCACCAGTGCTGCACAGGAACCCTGACGGGATTAAACAGGCTGGTAAAAACCAGTAATTATAATGAGTGGAGTACAAACACAATGTCTAACATCACGAAAAAAAGTTTGATTGCAGCGGGAATACTCACTGCGCTCATCGCCGCCAGCGCCGCGACTGCGGCAGACGTGCCCGCCGGCGTTCAGTTAGCCGACAAGCAAACGTTGGTACGTAATAACGGAT1
2450 CHIP2877 STM/STY STM1786 STY1913 ATGAATAACGAGGAGACCTTTTATCAATTATGCCTGTTTATCCTCATTGTCCATGAATAACGAGGAGACCTTTTATCAAGCCATGCGTCGTAAGGGAGTGACCCGACGCAGCTTTCTCAAATTCTGTAGCCTTGCCGCCACATCGCTGGGACTGGGCGCCGGAATGACGCCAAAGATCGCCTGGGCGCTGGAGAATAAACCGCGAATTCCGGTGGTCTGGATTCATGGACTGGAATGCACCTGCTGTACCGAATCCTTTATCCGTTCCTCGCACCCGCTAGCCAAAGATGTGATCCTCTCGCTGATTT1
2451 CHIP2893 STM/STY STM1827 STY1957 ATGGGCGAAATTTTTATCTCTTCCTTATAGATGCGGCATCGCGATGGGCGAAATTTTTATCTCTTCCTCGTCGACTCCACGTTTCCCCACTACACTTGCTGTGTCGCGGTTGGCTTTTGTCGCCAACGCTTATTGGGCGGCCCGCATGCAAACAGCACAACGGATCATCAATCATTATCGCCGTAATCGTTTCATTGTTTGCACGATTTGTGCACTGGTCACGCTCATTCTTACGCTGAGCATCCGATTTATTTCGGAGCGGAACTTAAATCACCATCGCACGGTTGCATTCGCGAATC1
2452 CHIP2821 STM/STY STM1651 STY1419 ATGCAAACAATTGACGGTAATGGTTAATCTGCGCCGGGTTTTTCATGCAAACAATTGACGGTAATGGCGCAGTAGCGTCGGTGGCGTTCCGTACCAGCGAGGTTATCGCCATTTACCCGATTACGCCCAGTTCAACAATGGCTGAACAAGCGGATGCCTGGGCCGGCAATGGGCTTAAAAATGTCTGGGGCGATACGCCGCGTGTGGTAGAGATGCAGTCGGAAGGCGGCGCGATCGCCGCCGTTCACGGTGCGTTACAAACCGGTTCGCTTTCTACGTCATTTACATCATCGCAGGGGC1
2453 CHIP2837 STM/STY STM1678 STY1385 ATGAAACAATCCAATAATCAGGTGGTTATTGCTGTGTTTTCAGCCAGGATGAAACAATCCAATAATCAGGTGGGTGAAAAAGTATTGGTGCTGGGCGCGGGACAACTGGGGGCGTCAGTGCTGGCGTCGTTGGTTCCGGCGGTCACACAGCGTAATGGTTCCGTTAGCGTTATTGTGTCAGGGCGATCCAGGGATAAACAGAGCAAACGACGTTCCAGCATTCATCAACAACTGGCAGATGCCGGTGCGCGGTTTATCCCGGTCGACATCGCAGGCAGTTCGGTTGCAGCGTTAAAAGATCAAT1
2454 CHIP4398 STM/STY STM0497 STY0543 ATGTTTAGAAAAGCAGTTACGCTTCTTTTATTCGCTGCCGTCGAGATGTTTAGAAAAGCAGTTACGCTTCTTTTCCTGCTTTCTCCCGCCGTCAGTTATGCAGGGTTATTTGATTCCACTCCAGAGTTAAAATGTGGCAACGATAATGCAGTCACGGCGGCAAAAGAATGGATTTACAATGAAGCATTAGGTCGTTTACAGCAAGACTATATTAAAGAGCCCTCCACGCTTTTCTTCGATATCCCCCAGACTCAATACGAGCAACAACTCCGGGCTATTCCTGTTCAATTCAGTGATGTAA1
2455 CHIP4208 STM/STY STM2984 STY3124 ATGAACGCTTTTAATCCCACGTTAATCCACCAGCAGTTCCAGCATGAACGCTTTTAATCCCACGCAGTTTCGCGCGCAGTTTCCCGCGCTAGCCGATGCGGGTGTTTATCTCGATAGCGCCGCCACGGCATTAAAGCCACAGGCAGTCATTGACGCCACGCACCAGTTTTATTGTTTGAGCGCCGGTAACGTTCATCGTAGCCAGTTTGCGCAGGCGCAGCGCCTGACGGCGCAATATGAAGCGGCCAGAGCAAAAGCAGCGCGGCTGTTAAACGCGCCCGATGAAAAAAGTATCGTCT1
2456 CHIP4320 STM specific ATGTTGACACCCGTACATAGCCTTATCTCCCGATCGCAAACCTTGTTGACACCCGTACATAGCCAATTTGCACAACAGGCCCCCTCGCAAAAGGCTGGGATCATGCCATTTACGACCGTTTTCTGCATTTTCATAAACCTCGGTTTAGGCGAAACAGCAAAGCAAGCTGCGGGCGCAGTCCAGAAAACTGGCGATGAGATGAGCGGGAAGTTAACCCTGCCACAGACATCTTCCTTCGGCGTGAATACTAACAACACACTGGGCGGTAGTTCCATCGCTATCGGTGATAACGATACCG0
2457 CHIP4336 STM/STY STM0270 STY0291 ATGAAAAAAACTGACACGCTTCCTTATGCGCCATCGTTTTCATGAAAAAAACTGACACGCTTCCTGCTACCCTGTCCGCGCTGATACAGGAATACTCTATTGCGGAGGGGATTCAGATGGCGGAGCAGCAGGTTCGGGAAAATCCGGCGAAAGCGCTCTGCCGCCACAGCCTGTTTCAGTTGCTGTGTGTGGCCGGAGACTGGTCGCGGGCGCTACACCAGCTTCAGCTATGCGCCAGGATGGAGGCCAATTATACCCAGGAGGCCCGGCTGTACCGGGAGCTGGTTCGCTGCGAAA1
2458 CHIP4352 STM/STY STM0408 STY0446 ATGGCACAGGAATACACTGTTGTTACGGCAGAATGGACGGGTGGCACAGGAATACACTGTTGAACAACTAAACCACGGCCGTAAAGTCTATGACTTTATGCGCTGGGACTTCTGGGCATTCGGCATCTCCGGGCTGTTGCTGATCGCGGCCATTGTCATTATGGGCGTACGCGGGTTTAACTGGGGGCTGGATTTCACCGGTGGTACGGTAATTGAAATCACGCTGGAAAAACCGGCTGAAATGGACGTGATGCGCGAAGCGCTGCAAAAAGCGGGCTATGAAGAGCCGCAGTTGC1
2459 CHIP4280 STM/STY STM3148 STY3319 ATGAGTCATGATCCAAAACCGCTTATGCTTTGCTCGCCTCATGAGTCATGATCCAAAACCGCTGGGCGGAAAAATCATCAGTAAACCGGTCATTATTTTTGGACCGTTAATCGTCCTGTGTATGCTCCTTATCGTGAAGCGTCTGGTCTTCGGGTTGGGCTCCGTTTCCGACCTGAACGGCGGTTTCCCGTGGGGCGTCTGGATTGCCTTTGACCTGTTGATCGGCACCGGCTTTGCCTGCGGCGGTTGGGCGTTGGCATGGGCGGTGTATGTCTTTAACCGTGGGCAATACCATC1
2460 CHIP4584 STM/STY STM2830 STY2951 ATGACTGACAGTGAACTGATGCGTTAAGTGTTTTGTAGAAATTGTTGCCATGACTGACAGTGAACTGATGCGGCTTAGCGAGCAGGTCGGGCTGGCGTTAAAAGCGCGCGGGGCGACCGTAACGACAGCAGAGTCCTGTACCGGCGGCTGGCTGGCGAAAGCCATTACCGACATCGCCGGAAGTTCCGCCTGGTTTGAACGCGGCTTTGTCACCTATAGTAATGAAGCCAAAGCGCAGATGATTGGCGTGCGTGAAGAGACTCTGGCGCAGCATGGCGCGGTCAGCGAACCCGTAGTGGTCGAAA1
2461 CHIP2490 STM/STY STM3633 STY4164 ATGGCTGTTCAAAATAAAAAACGCTTACCGGCAGGTTGACGCATGGCTGTTCAAAATAAAAAACGCGCAAAGTTGATTGATGTTGCCCGCCATGCAGGCGTGTCGCCAGGGACAGTATCCAATGCATTGCACAACACTCGCTTTGTCGAGCCGCAGACGCGACGGCGTATTGAAGAGGCCATTGCTGCGCTCAACTACACGCCGAATATTCGCGCTCGCCAGTTACGAACCGGCAAAACCAATACCATTGCTTTGCTCTCTTCGGTGCCGCTGGCGATTGCCTCCGGCGCATCACGAC1
2462 CHIP4626 STM specificSTM4540 ATGAACAATCAGGAGAAAAATATGTTGGTTAATAATCGAACTGACGGTAGTAACGACTGAACAATCAGGAGAAAAATATGTTGGGTTTTAATCAGGACGAGTACCTGACGAGTGCTCGTGAGATCATCGCTGCGCGCCAGAAGGCAGAACAGGTTGCTGACGAGATTTATCAGGCCGGGTTCAGTTCTTTATTTTTCGCCTCTGTTGGCGGTTCACTGGCGCCAATGATGGCAATTAATGAATTTGCCAAAGAATTAACAACGTTGCCGGTTTATGTTGAGCAGGCGGCAGAATTAATTCATAAAGGAAATA1
2463 CHIP2530 STM/STY STM3737 STY4057 ATGAATCGCTATGCATTATTCCTTGTTATGGCTGCTGTGCGGTATGAATCGCTATGCATTATTCCTTGTATGTATATTTTCAACATCAGCACTTCCTGCCATGGCGGCATTAGATCCTTCACAACCGTTATCACCCGCGCCTCCGTTATCACTGTTTAAAGCGTGGGCTAAGCCTATAAAGCCGTTTCAAATCACAGAAGGCGTGTGGTATGTCGGTACGAAAAATCTCTCTTCTATTCTGCTGACCACTCCGGCAGGGCATATTCTTATTGATGCGGGGTTGGATGAAAGCGCACCGC1
2464 CHIP4291 STM specificSTM3170 ATGCGAATACTCACCAATGCATTAGCGAAGATGGCGCTGATGCGAATACTCACCAATGCACTGAACAAAATACTGGCCGGGTGCTGCTGTATTATTCTGGCGGTCATGGTTGCCTGCGTATCCTGGCAGGTGGCGGCGCGCTTTATATTCAACGCGCCAAGCAGCACGCTCGACGAATTCACCCAGATTCTTTTTATGTGGATGATTCTGTTAGGCGGCGTCTATACCGCCGGATTAAAAAAACATTTAGCTATCGATTTGTTAGCGCAAAAACTCTCCCGAACGCCCGCCCTCA1
2465 CHIP4219 STM/STY STM3009 STY3152 ATGCGCCGGAACAACATCTTAGTATGATGCCTGCCGATGCGCCGGAACAACATCATGAGTGAGTCAGTACGTACTAACACCTCCATCTGGTCGAAAGGGATGCTGTCGGTGATTGTCGCGCAGTTTCTCTCGGCTTTTGGCGATAATGCGCTGCTGTTCGCGACGCTGGCACTGCTGAAAGCTCAGTTTTACCCGGACTGGAGCCAGCCTGTTTTGCAAATGGTGTTTGTGGGCGCTTACATTCTTTTTGCGCCGTTTGTCGGCCAGATAGCGGACAGCTTTGCCAAAGGCC1
2466 CHIP4243 STM/STY STM3076 STY3236 ATGTCCTCACGTAAAGAGCTTGCTTACAGCAGTGCTTTCGCTTTGATGTCCTCACGTAAAGAGCTTGCCAATGCTATTCGTGCGCTGAGCATGGACGCAGTACAGAAAGCCAAGTCCGGTCACCCGGGTGCCCCGATGGGTATGGCTGACATTGCCGAAGTCCTGTGGCGTGATTTCCTGAACCACAACCCGACCAACCCGTCCTGGGCCGACCGCGACCGCTTCGTGCTGTCCAATGGCCACGGCTCAATGCTGATTTACAGCCTGCTGCACCTCACCGGTTATGACCTGCCGATGTCCG1
2467 CHIP4589 STM/STY STM2845 STY2967 ATGACTGACGTTTTACTCTGTGTCGTTACGCCTCCGGCGCTTCGTGACTGACGTTTTACTCTGTGTCGGCAACAGCATGATGGGCGACGACGGCGCAGGCCCGTTACTGGCGGAAATGTGCGCGGCGCAGCCGAAGGGCAACTGGGTTGTCATCGATGGCGGCAGCGCGCCGGAAAACGACATTGTGGCGATTCGCGAACTGCGCCCGCAGCGTCTGTTGATTGTCGACGCCACCGATATGGGACTTAATCCGGGCGAGATCCGCATCATCGATCCGGATGATATCGCCGAAATGTTTA1
2468 CHIP2493 STM/STY STM3647 STY4155 ATGGCGACAGGTAAGTCCTGCTTACTGGGTCGCGTTTACCGATGGCGACAGGTAAGTCCTGCTCTCGCTGGTTTGCGCCTGTTGTGGCGTTATTAATGGTGTTTAGCCTGAGCGGGTGTTTTGATAAAGAAGGCGATCAGCGCAAAGCGTTTGTCGATTTCCTGCAGAATACAGCAATGCGTAGCGGAGAGCGTTTACCAACGCTGACGGCCGATCAGAAAAAACAGTTTGGTCCGTTCGTGTCTGATTACGCGATACTGTATGGCTACTCGCAGCAGGTAAACCAGGCGATGGATT1
2469 CHIP2509 STM/STY STM3680 STY4116 ATGACGAACAATCCCCCTTCTTAGAACAGCCCCAGAGGCATGACGAACAATCCCCCTTCAACACGTATTCAGCCAGGTGAATACGGGTACCCACTGAAGTTAAAAGCCCGCTATGACAATTTTATTGGTGGTGACTGGGTTGCGCCCGCCGACGGCGAATATTATCAAAACCTGACGCCAGTGACCGGCCAGCCGCTATGTGAAGTCGCTTCCTCCGGTAAAAAAGATATCGATTTAGCGCTCGACGCCGCGCATAAGGCGAAAGATAAGTGGGCGCATACGTCAGTACAAGACC1
2470 CHIP2541 STM/STY STM3768 STY4017 ATGACGCCGAATATCTATCAACATTAATCTGCTGCATGTTCTGCAAATGACGCCGAATATCTATCAACAACTGGGGTTGAAAAAGGTCATTAACGCCTGCGGCAAAATGACCATTCTGGGCGTCTCAAGCGTCGCGCCGGAGGTCATGCAGGCCACCGCGCGCGCGGCTTCCGCTTTCGTCGAGATTGACGCGCTGGTGGAAAAAACCGGCGAACTGGTATCGCGCTATACGGGTGCTGAAGATAGCTATATCACCTCGTGCGCCTCGGCGGGTATTGCCATTGCCGTCGCTGCCGCTATCA1
2471 CHIP4206 STM/STY STM2979 STY3119 ATGAAAGCGGCACGCCAATTACGATTGCGGCGCATCATGAAAGCGGCACGCCAACAAGCGATAGTCGATCTGCTGATCAATCATAAAAGTCTGACCACCGAAGCGCTGGCCACCCGGCTTAACGTCAGTAAAGAGACCATCCGCCGCGATCTCAGTGAACTACAGACGCAGGGAAAAGTGCTGCGTAATCACGGACGAGCTAAATATATTCATCGTGAAAATCAGGACAGCGGCGATCCATTCCATATCCGCCTGAAAAGCCATTATGCGCACAAAGCCGATATTGCCCGTG1
2472 CHIP4230 STM/STY STM3029 STY3177 ATGCTTCGTTTAACACCAGGCTTACAGGTATTTCAGGGTGTAGGTGTGCTTCGTTTAACACCAGGCGTTTATTATTCATACGAATCTTTTCTGAACGCTTTCATTAATACCCTCAGAGTTGTTTTCAGCCTTTGCAAAATAATTCTCATTCACCCAAAGGACATATTATCTATGCGTAATAAAATAATACTTGCCATGGCGGCTGCCGGTATGATGTATGGTGCTTCTGTATTTGCCGCCGATACTACACCCACAGCAGGCCCGTTCGGCTCAGGTAAAATTCTTTTCACTGGTACCATCA1
2473 CHIP4528 STM/STY STM2200 STY2435 ATGGGTTCCAAAACTAAAACCACATTACTTTTTAACGCGTTCCGGATGGGTTCCAAAACTAAAACCACAGAAGCGCCCGCGCTACGTCGCGAATTAAAGGCGCGTCACCTGACGATGATTGCCATTGGCGGCTCCATCGGGACAGGTCTTTTCGTTGCATCTGGTGCGACAATTTCTCAGGCGGGGCCAGGCGGCGCGCTGTTTTCTTATATTCTGATTGGTTTGATGGTCTACTTCCTGATGACCAGTCTTGGCGAGCTGGCGGCCTATATGCCAGTATCTGGCTCGTTTGCGACATATG1
2474 CHIP4544 STM specificSTM2235 ATGCACAGAATTGATACGCCCTTATGCTCCCACCGTATACCACATGCACAGAATTGATACGCCCACTGCGCAAAAAGATAAATTTGGTCAGGGGAAAAACGGATTTACGAATGGTGATCCCGCCACGGGCCGCCGCGCAACGGATCTCAACAGTGATATGTGGGATGCAGTCCAGGAAGAGGTCTGTACTGTTATTGAAGCCGCCGGCATACCACTCAGTAAAGGCGAACATACGCAGCTTCACGCCGCCATTGGCAGGTTGATCTATGAACAGGTTAAAACCCGTCTTGAAAAAAATC1
2475 CHIP1684 STM/STY STM2208 STY2444 ATGCGGGGAGAAAATAGTGAATTATGCGCGGTCATTCATATGCGGGGAGAAAATAGTGAAATTGATTTAGTCGACGTTTCCTTATTCCTTATAAGAAAATGGCTAAGTATCATGATCGCTACCTTTATTTTTGTTGCCATTGGCTATGTTTTTGTGAGCGTGCAGCATGATACAAAGGTTGTGAGTATGACAATCAAACCTAATCTGGATACGCCTGCTACCTATGCGTTATGTGGCTATACTAATGATATTCAATGTAAAACAACGGTTATCCTTAACCAGTTTAGCCGTTTCT1
2476 CHIP2084 STM/STY STM3731 STY4063 ATGATGAAAAAAATCGACGTTAAGATTCTTACTTACGGCCAGAATGACCGATGATGAAAAAAATCGACGTTAAGATTCTGGACCCGCGTGTTGGTCAGCAGTTTCCGCTGCCGACTTATGCTACTTCTGGTTCTGCCGGGCTTGACCTGCGCGCCTGTCTCGACGACGCCGTAGAACTGGCGCCTGGCGCAACGACGTTGGTACCTACCGGACTGGCCATTCATATCGCCGATCCATCACTGGCGGCAGTCATGTTGCCGCGTTCGGGCCTGGGCCATAAACATGGTATCGTGCTGGGCAACCTGG1
2477 CHIP1916 STM/STY STM3435 STY4363 ATGGAAACTATCGCTAAACATCGCTTAGCGATCGGACACAACCATGGAAACTATCGCTAAACATCGCCATGCTCGTTCTTCTGCTCAGAAGGTTCGCCTTGTTGCTGACCTGATTCGCGGTAAGAAAGTGTCGCAGGCTCTGGATATTCTGACCTACACCAACAAGAAAGCGGCTGTACTGGTCAAGAAAGTTCTGGAATCTGCCATTGCTAACGCTGAACACAACGATGGCGCTGACATTGACGATCTGAAAGTTACGAAAATTTTCGTAGACGAAGGCCCGAGCATGAAGCGCATTA1
2478 CHIP1940 STM/STY STM4364 STY4721 ATGCGTAAGTCAGTTATTGCGATTATCTTAGCGTGTCGTCGAACTCGATGCGTAAGTCAGTTATTGCGATTATCATCATCGTGCTGGTAGTGCTCTACATGTCCGTCTTTGTGGTCAAAGAGGGCGAGCGCGGCATTACGCTGCGTTTTGGTAAAGTTCTGCGTGACGATGAGAACAAACCGCTGGTTTACGCGCCGGGTCTGCACTTTAAGATCCCGTTTATTGAATCAGTGAAAATGCTTGATGCGCGTATCCAGACGATGGATAACCAGGCCGATCGCTTTGTGACTAAAGAGAAGAAAG1
2479 CHIP1902 STM/STY STM3414 STY4384 ATGCGCCATCGTAAGAGTGGTTACTCTGCAGCAGCTTCTGTTTTCATGCGCCATCGTAAGAGTGGTCGTCAACTGAACCGCAACAGCAGCCATCGCCAGGCTATGTTCCGCAACATGGCAGGTTCACTGGTTCGTCATGAAATCATCAAGACGACCCTGCCTAAAGCGAAAGAGCTGCGTCGCGTAGTTGAGCCGCTGATTACTCTTGCCAAGACTGATAGCGTTGCTAATCGTCGTCTGGCATTCGCCCGTACTCGTGATAACGAGATCGTGGCAAAACTGTTTAACGAGCTGGGCCCGC1
2480 CHIP1926 STM/STY STM0941 STY0937 ATGCGTGCTAAGGGAAAGAAATTTAAAAAGTTATGGCGTCGCTCCTGGATGCGTGCTAAGGGAAAGAAATTTAAAAAGCGTTATCTGGTCATTATTTTAATTCTTTTAGTGGGGGGGATGGCTGGCTGGCGAATGATAAATGCCCCGCTGCCAACTTATCAGACATTAATCGTGCGGCCAGGCGATCTTGAACAGAGTGTACTGGCGACTGGAAAACTGGACGCGTTGCGTAAAGTGGATGTCGGCGCGCAGGTGAGCGGCCAGTTGAAAACGCTGCTGGTCTCCATTGGCGATAACGTTAAAA1
2481 CHIP1942 STM/STY STM4366 STY4723 ATGGGTAACAACGTCGTCGTTTACGCGTCGAACGGGTCATGGGTAACAACGTCGTCGTACTGGGCACCCAATGGGGTGACGAAGGTAAAGGAAAGATCGTCGATCTTCTGACTGAACGGGCTAAATATGTTGTACGCTACCAGGGCGGTCACAACGCAGGCCATACTCTCGTAATCAACGGTGAAAAAACCGTTCTCCATCTTATTCCATCAGGTATTCTTCGCGAGAATGTAACCAGCATCATCGGTAACGGTGTTGTGCTGTCTCCGAGCGCGCTGATGAAAGAGATGAAAG1
2482 CHIP2150 STM/STY STM3247 STY3429 ATGAAAATCGTAATTGCCCCCTTACCCTGCGCTGCGCATATGAAAATCGTAATTGCCCCCGACTCCTATAAAGAAAGCCTTTCTGCCGCCGAGGTAGCGCAGGCGATAGAAAAAGGATTTCGGGAAATTTTCCCCGATGCGCAATATGTCTCTGTTCCGGTTGCCGATGGCGGCGAAGGAACGGTCGAAGCCATGATTGCCGCGACGCAGGGCGTTGAACGCGCCGCATGGGTGACCGGGCCGTTGGGTGAAAAAGTGAAAGCCTGCTGGGGAATGTCCGGGGATGGTAAAACCG1
2483 CHIP2166 STM/STY STM3149 STY3320 ATGAACAGACGTGACTTTATTAAAGCATTATGACTCATGATCGTCTCCTCGTGAACAGACGTGACTTTATTAAAGCAGCCTCCGGTGGAGCATTGCTGTTGGGCGCCGCGCCGTCTGTCAGCCATGCGGCTGCAGAAAACCGTCCGCCGATTCCAGGTTCGCTGGGTATGCTGTATGACTCCACTCTGTGCGTGGGCTGTCAGGCCTGCGTCACAAAGTGTCAGGATATCAACTTCCCGGCGCGTAACCCGGAAGGGGAGCAGACCTGGTCGAACAACGACAAGCTGTCGCCGTATACCAATAACA1
2484 CHIP1607 STM/STY STM2833 STY2954 ATGACACGGGTTCGCATTGTTATTGATAGATAAAGCCGGAAACAAATGACACGGGTTCGCATTGAGAAAGGCGCCGGCGGCTGGGGCGGCCCGCTTGAACTGGACGTTACGCCAGACAAAAAGATCGTCTATATCACAGCCGGTACGCGCCCGGCGATCGTCGACAAACTGGCGCAACTAACAGGCTGGCAAGCGGTGGACGGCTTTAAAGAAGGCGAACCGCGCGAAGCGGAGATCGGCGCGGCCATTATCGACTGCGGCGGTACGCTGCGCTGCGGTATCTATCCGAAACGCCGGATTC1
2485 CHIP1960 STM/STY STM4446 STY4785 ATGCCTTCGATTTTTGAGAAGTATCTTATGCTTGTTTCTCCTGATTAATCATGCCTTCGATTTTTGAGAAGTATCAATTAAAACAGGTGATTAACGCCTCCGGACGTATGACGGCGCTCGGCGTCTCTACGCCGCGCCCGGAAGTGATAGACGCGGCGATGGCCGGAATGAATCAGTATTTCGAGATGAAAGATCTGGTGAATAAAACCGGTGAGTACATTGCGAAATTGCTGGAGGTGGAAGGGGCGACGGTAGTCTCCTGCGCCAGTGCGGGCCTTGCCCAGTCGGTTGCCGCGGTACTGGTTC1



2486 CHIP1976 STM/STY STM4579 STY4926 ATGGCAAAAGCTCCCAAACTTATAAGTCGTCAAACACGCTTAACGGTGGCAAAAGCTCCCAAACGCGCCTTTGTTTGTAATGAATGTGGTGCCGATTACCCACGCTGGCAGGGGCAATGCAGCGCCTGCCATGCCTGGAACACCATTACCGAGGTGCGCCTTGCCGCGTCGCCGACGGTGGCGCGTAACGAACGTCTGAGCGGATACGCCGGCAGTGCGGGCGTATCAAAAGTGCAGAAACTGTCTGACATCAGTCTTGAGGAACTGCCGCGCTTTTCTACCGGTTTTAAAGAGTTTGACC1
2487 CHIP4485 STM specificSTM0353 ATGAGTCAGTCAGAAAATCGTCACGTTATGTCGTGGATGTGTCGATGAGTCAGTCAGAAAATCGTCACGACACGATAAGCTTACTTATTGAAGGTATGACCTGCGCGTCGTGCGTCGCTCGCGTTGAAAAAGGTATTAAGGCTGTGCCTGGCGTAACGGACGCTACGGTGAATCTGGCGACGGAGCGCGCCACCGTCCGCGGGACGGCGTCGGCGGAGGCGGTGATCGCGGCGATTGAAAAAACGGGGTATAAGGCGCGACCGATAGAGACGGCGGGGCAGGGCGAAGACGACTCTGAAG1
2488 CHIP1625 STM/STY STM2844 STY2966 ATGTTACACGGCAAAGGTTGTAAGTTAATCCTGATTAACGCCTGGGTGTTACACGGCAAAGGTTGTAAGAAGGACGTGAAGATTATCGTATGGAGCGGACTGCTATTTCTCTGCCTCGCCGCACGCGCACTGGCCACCGGTGTTGTCGGTTACCTGCCGATGAGCGACGGTGAATATGCGCAAAAGCGTGCGCTGAAGCCGCTGTTGACCCTGCCTTATTCTGTATCGCCCGACCAGACCTGGCACTTTCGCCAGGTCGGAGTCAGTGGCGTGACGCTACTGCCGGAGCCGAAAAAAGATA1
2489 CHIP1641 STM/STY STM2207 STY2443 ATGCACAACAGTCCCGCCTTAAACATCTTTAATACGCGCCAGATGCACAACAGTCCCGCCGCCGCTGCGCCTAAATCGTTTGACCTGACGTCTACCGCCTTTTTGATCGTCGCTTTTCTCACCGGTATTGCCGGTGCGTTACAGACGCCGACGCTCAGTATTTTTCTGACGGATGAGGTTCACGCCCGTCCCGGCATGGTGGGTTTCTTTTTTACCGGCAGCGCGGTTATCGGCATTATCGTGAGCCAGTTTCTGGCGGGTCGCTCAGATAAAAAAGGCGATCGCAAAAAACTGATCG1
2490 CHIP1657 STM/STY STM2090 STY2300 ATGACAGCAAATAACCTGCGTGTTAGAAATTCAAACCAAAGAACTCTTCAATGACAGCAAATAACCTGCGTGAGCAAATCTCTCAGCTTGTCGCTCAGTATGCGAATGAGGCATTGAGCCCGAAACCTTTTGTTGCAGGTACAAGCGTTGTGCCTCCTTCCGGGAAGGTTATTGGTGCCAAAGAGTTACAATTGATGGTTGAGGCGTCTCTTGATGGATGGCTAACTACTGGTCGTTTCAATGATGCCTTTGAAAAAAAACTTGGGGAATTTATTGGGGTTCCTCATGTTTTAACGACAACATCTG1
2491 CHIP1659 STM/STY STM2092 STY2302 ATGAAAGCGGTCATCCTGGTTACTCCCAGGTTTTCCACGGATGAAAGCGGTCATCCTGGCTGGTGGACTTGGTACCAGACTAAGTGAAGAAACAATTGTAAAACCAAAACCGATGGTAGAAATTGGTGGCAAGCCTATTCTTTGGCACATTATGAAAATGTATTCTGTGCATGGTATCAAGGATTTTATTATCTGCTGTGGTTATAAAGGATATGTGATTAAAGAATATTTTGCGAACTACTTCCTTCACATGTCAGATGTAACATTCCATATGGCTGAAAACCGTATGGAAGTTC1
2492 CHIP4559 STM/STY STM2152 STY2381 ATGAAACGTTCACTTATTGCTGCTTTAGTCAGTAACAACCGTTAAAGTCAGTGATGAAACGTTCACTTATTGCTGCTTCTGTATTGTCTGCTGTATTTATGAGCGCTGGGGCTTTTGCTGTTGATGAGTATGATTCAGGCGTTCTGAATATTAACGGAAAGGTGGTTGGTACTACCTGTCAATTTTTGGGTACGAACACCGCTGAAATTAGACTGAATGAAATTGGTGCGGATAAAATAATTAATTTAACCCCGGGTCAGATTTATGACGCAGTAACTAATCAAACTCAGATGCCGTTGAAAATAAAAT1
2493 CHIP1699 STM/STY STM1765 STY1287 ATGTGGCAGACATCAAATCAAGATTACTTTTTATTTTTAGAATGACGTCCATATACCATGTGGCAGACATCAAATCAAGAATCAGAGGTGTCTATGAGTCACTTATCCGCCCCGGAAAGGGCAACTGGCGCTGTTATCACGGAATGGCGTCCGGAAGATCCGGCATTCTGGCAGCAGCGCGGCCATCGTGTCGCCAGCCGTAATTTGTGGATTTCTGTGCCGTGTTTACTGCTGGCGTTTTGCGTCTGGATGCTATTCAGCGCAGTGGCGGTGAACCTGCCGAAAGTGGGATTTAATTTTACGACCGATCAGC1
2494 CHIP2099 STM/STY STM3668 STY4130 ATGAAAGTAACTTTCGAAGAGTTAAAAGGGTTACAGCGCCTGAATTTTAGCCATGAAAGTAACTTTCGAAGAGTTAAAAGGGGCCTTCTACCGCGTCTTGCGGTCGCGGAATATTGCGGAAGATACCGCCGACGAGTGCGCGGAAATGTTCGCTCGCACCACCGAGTCCGGTGTCTATTCCCACGGCGTGAACCGCTTTCCTCGCTTCATCCAGCAACTGGATAACGGCGACATTATTCCTGATGCTAAACCGCAGCGGGTTACCAGCCTCGGCGCCATCGAACAGTGGGATGCTCAGCGCGCTATCG1
2495 CHIP2115 STM/STY STM3575 STY4236 ATGCTTTGGTCGTTTATCGCTTTACAGGTACAGCGAGCGAACATGCTTTGGTCGTTTATCGCTGTCTGCCTGTCCGCATGGCTGTATGTGGACGCCTCCTATCGCGGGCCAGCCTGGCAACGCTGGGTTTTTAAGCCCGTCACGTTATTACTGTTGCTGTTACTGGCCTGGCAAGCGCCGATGTTTGACGCCATCAGTTATCTTGTGTTGGCCGGACTGTGCGCCTCGCTGGTCGGCGATGCGTTAACGCTCTTACCGCGTCAACGCCTGCTGTACGCCGTCGGGGCATTTTTCTTAT1
2496 CHIP2131 STM/STY STM3336 STY3516 ATGACTACGTTAGCAATCGATATTGGTTATAATGTGTCTCCTTGAGCTAACAATGACTACGTTAGCAATCGATATTGGCGGTACTAAACTTGCCGCCGCGCTCATCGACAACAACTTGCGCATTAGCCAGCGTCGCGAGCTACCGACCCCCGCGAGCAAAACGCCGGATGCGTTACGTGAAGCATTAAAGGCGCTGGTTGAACCACTACGAGCAGAGGCGCGTCAGGTAGCGATAGCTTCTACCGGGATCATTCAGGAAGGGATGCTGCTGGCGCTAAACCCCCATAATCTGGGCGGCTTGCTACACT1
2497 CHIP2222 STM/STY STM3226 STY3406 ATGGAACTACTGACTCAATTGCTGATTATCCCCGGCTCCCATACATGGAACTACTGACTCAATTGCTGAATGCCCTGTGGGCTCAGGACTTTGAAACACTGGCCAATCCTTCCATGATTGGCATGTTATATTTTGTGTTATTTATGATTTTGTTTCTGGAAAATGGGCTGCTCCCTGCCGCCTTTTTGCCTGGCGACAGCCTGTTGATCCTGGTCGGCGTGCTGATCGCCAAAGGCGCGATGGGTTATCCACAAACCATTTTGCTGCTTACCGTCGCGGCCAGCCTGGGTTGCTGGGTCA1
2498 CHIP0363 STM/STY STM1402 STY1718 ATGGTGCAAGAAATAGAGCAATGGTTAAAAACGTCGCTGGATAAGATGATGGTGCAAGAAATAGAGCAATGGTTACGTCGGCATCAGGTGTTTACTGAGCCTGCATATTTAGGGGAGACCGCCATATTACTTGGGCAGCAGTTTATATTATCGCCTTACCTGGTGATCTATCGTATTGAGGCAAAAGAAATGATTATTTGTGAGTTCAGGCGCCTGACGCCCGGGCAACCTCGACCACAGCAATTGTTTCACTTACTGGGACTTTTACGCGGGATATTTGTGCATCACCCGCAGTTAACATGTT1
2499 CHIP0379 STM/STY STM1116 STY1152 ATGGCGGGTAAACTGCGGTTAGAACGTTTGTGCCCACCATGGCGGGTAAACTGCGGCGTTGGCTGCGTGAAGCCGCGGTTTTTCTGGCGCTCCTCATCGCGATAATGGTGGTCATGGACGTCTGGCGCGCGCCGCAGGCGCCTCCGGCGTTTGCCACGACACCATTACGTACGCTGACGGGAGAGTCGACAACTCTGGCGACATTGAGCGAAGAACGCCCCGTACTGCTCTATTTTTGGGCCAGCTGGTGCGGGGTATGCCGCTTTACTACGCCTGCGGTCGCTCGCCTGGCGG1
2500 CHIP3370 STM/STY STM0791 STY0824 ATGAACACCATGACACTCACTCCTTACATAAAGTCCGGCACCAGAATGAACACCATGACACTCACTCCGGGGCAGTTAAGTCTCTCTCAACTGTACGATATCTGGCGTCATCCGGTACAGCTTCGGCTGGACGCCAGCGCCATTGACGGCATTAACGCCAGCGTCGCGTGCGTCAATGATATCGTTGCCGAAGGGCGTACCGCCTACGGCATCAACACCGGTTTCGGCCTGCTGGCGCAGACGCGCATCGCTGATGAAGACTTGCAAAATCTACAGCGATCGTTGGTGCTGTCTCACGCCG1
2501 CHIP3402 STM/STY STM0837 STY0878 ATGAATATGAAATTAACAACGCTTTTCGTTAGTTCAGACGAACCGGCAATGAATATGAAATTAACAACGCTTTTCGCGGCGGCTTTCGCTGTAGTTGGTTTTTGTAAAACAGCCTCAGCAGTCACTTACCCGCTGCCTACCGATGGTAGCCGTTTAATTGGGCAAAATCAGGTCATCACCGTTCCGGAGGGCAATACCCAGCCGCTGGAGTATTTTGCCGCGGAGTACCAGATGGGGCTCTCCAACATGCTGGAAGCCAACCCTGGCGTGGATACCTTCCTGCCGAAGGGCGGTACCGTGCTGA1
2502 CHIP2183 STM/STY STM3057 STY3213 ATGAGCGTCATTATCGTTGGCTTAACGCGCAACCCAACCATGAGCGTCATTATCGTTGGCGGCGGCATGGCAGGCGCGACGCTGGCGCTGGCCATCTCTCAGTTCAGTCATGGGACGTTGCCGGTACACCTGATTGAAGCGAAAGCGCCTGAAGCCGACGGTCATCCCGGCTTTGACGCCAGAGCGATTGCGCTGGCGGCGGGCACTTGTCAGCAACTGGCGCGAATTGGCGTCTGGCAGGCGATTTCCGATTGCGCAACGGCAATCAACACCGTACACGTCAGCGATCGCGGCC1
2503 CHIP2273 STM/STY STM1103 STY1137 ATGGGCAAGTTAGCGTTAGCATTACGCAGGCAGCGGGAAATGGGCAAGTTAGCGTTAGCAGCAAAAATTACCCACGTGCCGTCGATGTATCTTTCTGAACTGCCGGGAAAAAATCACGGTTGTCGTCAGGCAGCCATTGATGGGCATATTGAAATTGGCAAGCGTTGCCGCGAAATGGGCGTTGACACCATTATCGTATTCGACACCCACTGGCTGGTGAATAGCGCTTACCACATTAATTGTGCCGACCATTTCCAGGGCGTCTATACCAGCAACGAATTGCCACACTTTATTC1
2504 CHIP3365 STM/STY STM0787 STY0820 ATGCGGCAACTTTTACCGGTTATGAGATTTTTCCTCTGTATACCCGATGCGGCAACTTTTACCGGGCGATACTGTCTGGCGAAACATCAGGCTGGCGACAATGGACCCGCAGCAGCAAGCCCTGTACGGGCTGGTGGATAATCAGGCGCTGATTGTGCGCGAAGGGCATATTTGCGATATCGTGCCAGAGACGCAGCTTCCTGTCAGCGGGGACAATATCCATGATATGCAGGGACGACTGGTAACCCCGGGACTTATCGATTGCCACACGCATCTGGTGTTTGCCGGTAACCGCGCCGCAG1
2505 CHIP3397 STM/STY STM0827 STY0865 ATGCGGTGGACCCTGTTCTTAAATCGTCGGTTCGCGATGCGGTGGACCCTGTTCATCCTTTTTTGTCTACTGGGCGCACCTGCCCATGCGGTCGCCATACCCGGCGTGACCACGGGGACATCAACCAGCCAGCAAGCAGCGCCAGAGCCCAGTCCTGAACAAAAAAAAGCGGCCTATGCGGCCCTGGCTGACGTACTGGAGAACGAGGCTTCACGTAACGAATTGATAGCGCAACTCCGCGAAGCCTCAACCACGCCGCCGACCGAGCCAGCGCCAGCGCTTGCGCCGCCTG1
2506 CHIP0303 STM/STY STM1601 STY1463 ATGAAGAAATCAGATGGTGAAATTCATTACGGGCGTGAAGAAACAATGAAGAAATCAGATGGTGAAATTCACGAAAAGACAGCATCCTGGGGCATTTTGCAGTCAGAATGGCTAAGGAAATGTGGACGGCTATTATTGCTGTTACTTTACCGTTTCGTTATCGGATGGGCTTTTTTTCAGTTACTTGCCATGATCGTGGCAGGGATATTTTTGTTAGGCATCTTATTATTTCATCCCATAATATTTGTACAGACTATCGCAATTACTGAGAAGTTAAATCATGCTTCGCTTGATTTATGGC1
2507 CHIP2210 STM/STY STM3256 STY3438 ATGCAGCTCTGTGAACACGATTAATTAAACAATCGAGATAGCCAACTGATGCAGCTCTGTGAACACGATATTTTTATCAGCGATGAGCGCCTCGATAAAGTCACCGCTCTGCACCGTGTGGTGGAAAAGTTATCTGCGGCTGGCAATACCACGACTGACTATTTACGCGGCATGTTGGATCGCGAAGCACAGATTTCCACTTATCTGGGAAATGGAATCGCGATCCCACACGGTACGCCAGAGTCTCGCGATGCGGTATTACAAACCGGTGTAAAGGTAATCGTTTTTCGCCACGGCGTTGACT1
2508 CHIP2234 STM/STY STM3187 STY3365 ATGAAACGGACAAAATCCATCCTTAGCCGCCCATCGAACGATGAAACGGACAAAATCCATCCATCACGCATCATTTCGCAAAAGCTGGAGCGCGCGGCATTTAACGCCGGTCGCCCTGGCGGTTACGGCTGTTTTTATGCTGGCTGGCTGTGAAAAAAGCGATGAAACCGTATCGCTGTATCAAAACGCTGATGACTGTTCAGCGGCGAATCCGGGCAAAAGCGCGGAGTGTACAACCGCGTATAACAATGCGCTGAAAGAGGCCGAACGTACTGCGCCTAAGTACGCTACACGCG1
2509 CHIP0237 STM/STY STM2470 STY2706 ATGAATAAAGAACGCATTATTCAGGATTAACTTTTTGTTAACTCACACAGGGTAAAGATGAATAAAGAACGCATTATTCAGGAATTTGTGCCGGGCAAACAGGTCACGCTGGCGCATCTCATTGCGCACCCTGGTGAAGAACTGGCGAAAAAGATCGGCGTTCCCGATGCTGGCGCGATTGGCATTATGACTTTAACGCCGGGGGAAACGGCGATGATCGCTGGCGATTTAGCGATGAAGGCTGCGGATGTACACATCGGTTTTCTCGATAGATTTAGCGGCGCGCTGGTGATTTATGGCACCGTCGGCGCAG1
2510 CHIP0314 STM/STY STM2304 STY2534 ATGGAATGGTTGGTTAAGAAATCGTTATGATGGCTTGCGCGTATGGAATGGTTGGTTAAGAAATCGCATTATGTCAAAAAGAGGGCGTGCCATGTTCTGGTGCTGTGCGATAGCGGCGGTTCGCTAAAAATGATCGCCGAGGCGAATTCCATGATATTACTGAGTCCCGGCGATATCCTGTCGCCTTTACAGGATGCGCAGTATTGTATTAATCGGGAAAAACACCAGACCTTAAAAATCGTTGATGCACGCTGTTATTCCTGCGACGAATGGCAGCGGTTGACGCGCAAGCCATCAT1
2511 CHIP1417 STM/STY STM3862 STY3916 ATGTTAAATAGTGCTATGAGCGTAGTGATCTTACTTTTTCTTCACCGGACGATGTTAAATAGTGCTATGAGCGTAGTGATCCTTGCCGCAGGTAAAGGCACACGCATGTATTCCGATATTCCTAAAGTGCTGCACACGCTGGCGGGTAAACCCATGGTGCAGCATGTCATTGATGCAGCTACTAAATTAGGGGCCGCACAGGTTCATCTGGTCTATGGCCACGGTGGCGAGTTGTTAAAACAGACCCTGAAAGATGACAAGCTGAACTGGGTGCTTCAGGCGGAACAGTTGGGAACAGGTCACGCAA1
2512 CHIP1466 STM/STY STM0424 STY0463 ATGCCGAAGAAAAATGAGGCTTACTCATTATCCGCGATAAAAGGCATGCCGAAGAAAAATGAGGCGCCCGCCAGCTTTGAAACTGCGCTGAGCGAGCTGGAACATATTGTTACCCGCCTGGAAAGCGGCGATTTGCCGCTGGAAGACGCGCTGAATGAATTCGAGCGCGGCGTACAACTGGCGCGTCAGGGGCAGGCAAAACTGCAGCAGGCGGAACAGCGCGTGCAAATTTTGCTGTCTGATAATGAAGAGGCTTCACCTGAGCCTTTTATCGCGGATAATGAGTAA1
2513 CHIP0582 STM/STY STM2805 STY2930 ATGAGCATTACTATTTACACTCGCAATAACTTATGCGTTTGCCGCGTGATGAGCATTACTATTTACACTCGCAATAACTGTGTTCAGTGCCACGCCACAAAGCGGGCGATGGAAAGCCGTGGATTTGAATTTGAGATGGTGAACGTCGATCTGGTGCCGGATGCAGCGGATACGCTCCGGGCGCAAGGATTTCGTCAATTACCGGTGGTGATGGCGGGCGATTTGAGCTGGTCTGGCTTCCGCCCGGACATGATTAACCGTCTGCACCCGACACCCCACGCGGCAAACGCATGA1
2514 CHIP4373 STM/STY STM0454 STY0496 ATGCAAACACAAATCAAAGTTCGTTATTGCACCATCTGTTCCAGCATGCAAACACAAATCAAAGTTCGTGGATATCATCTTGATGTTTATCAACATGTTAATAATGCCCGCTATCTGGAGTTTCTGGAAGAAGCCCGTTGGGATGGTCTGGAAAACAGCGACAGCTTTCAGTGGATGACGGCCCGCAATATTGCCTTTGTGGTGGTAAACATCAATATAAATTACCGTCGCCCGGCGGTATTGAGCGATCTATTGACCGTGACCAGCCAGGTACAACAGCTTAACGGTAAAAGCGGCGTAT1
2515 CHIP0917 STM specificSTM3353 ATGACTAATGCAGCTCTGCTATTAGGTTAAGCATTAAGGCGGTGATGGATGACTAATGCAGCTCTGCTATTAGGTGAAGGCTTCACCCTGATGTTCCTCGGCATGGGGTTCGTGCTGGCGTTTCTGTTCCTGCTGATTTTCGCCATCCGCGGCATGTCCGCCGCCGTCAACCGCTTCTTCCCTGAACCGGCTCCGGCGCCGAACGCACCTGCCGCCGCCGCGCCCGTCGTGGACGACTTCACCCGCTTAAAGCCGGTCATTGCCGCCGCTATCCACCACCATCACCGCCTTAATGCTTAA0
2516 CHIP1910 STM/STY STM3429 STY4369 ATGGCAGCGAAAATCCGTTTACTTGATAGTTTCGCTGTTAGACTTGAATGGCAGCGAAAATCCGTCGTGATGACGAAGTTATCGTGTTAACCGGTAAAGATAAAGGTAAACGCGGTAAAGTTAAGAATGTCCTGTCTTCCGGCAAGGTCATTGTTGAAGGTATCAACCTGGTTAAGAAACACCAGAAGCCGGTTCCGGCTCTGAACCAACCGGGCGGCATCGTTGAAAAAGAAGCTGCAATTCAGGTTTCTAACGTTGCAATCTTCAATGCGGCAACCGGCAAGGCTGACCGTGTAGGCTTTA1
2517 CHIP1912 STM/STY STM3431 STY4367 ATGACCGATAAAATCCGTACTCTGCTTACAGAACCGCTTTCTCTACAACGATGACCGATAAAATCCGTACTCTGCAAGGTCGCGTGGTTAGCGACAAAATGGAGAAATCCATTGTTGTTGCTATCGAACGTTTTGTGAAACACCCGATCTACGGTAAATTCATCAAGCGTACGACCAAAATGCACGTACATGACGAGAACAACGAATGCGGTATCGGCGACGTGGTTGAAATCCGCGAATGCCGTCCGCTGTCCAAGACCAAATCCTGGACTCTGGTTCGCGTTGTAGAGAAAGCGGTTCTGTAA1
2518 CHIP1953 STM/STY STM4402 STY4760 ATGCGCGCTCATACTCTTTCTTAGCCGCCATCTGATAAACGATGCGCGCTCATACTCTTTCCCGGCAGTTGCGTGAAGGCAATCTCTTTGCTGAACAGTGCCCGTCCCGTGAGGTGTTAAAACATGTCACCAGTCGCTGGGGCGTACTGATTCTGGTGGCGTTACGCGACGGTACACACCGTTTTAGCGACCTGCGCCGCAAGATGGGAGGCGTGAGTGAAAAGATGCTGGCGCAGTCGTTACAGGCGCTTGAACAGGACGGATTTCTTAACCGGGTGTCATATCCAGTTGTTCCGC1
2519 CHIP4560 STM/STY STM2153 STY2382 ATGAAAAAATATTTGCTGATGGGATTAGTCGTAATGATTAACAACAATCTGTCGATGAAAAAATATTTGCTGATGGGAATTATAGTTTCGGCTTATGGGATAAGCGTACCTGTTTTTGCCTCCGACACCGCAACATTAACCATCAGTGGAAAAGTGACCGCGCCAACGTGCAGTACAGAAGTGGTAAACGCACAGTTGCAGCAGCGTTGCGGCAACACTATCCACGTTTCAACTCTGCAAACACCCGCCGCTACGCCGATGAGAGGTGTGACAACGCAGCTATACACGGTGCCTGGTGATAGCACCCGAC1
2520 CHIP4507 STM/STY STM1930 STY2139 ATGACTTCCCTGGGTTATGAGTTAATCTTAAATCGTACGCTTCGCTTATGACTTCCCTGGGTTATGAGTTAATCGTTATTTCTGCGTGTGTCTTAGGGGGGGATTCCTGAAAGGCGGCCTCGGAAAAGTCTCATATGTGGTGGCGAGCGTACTGATATCAGGAGCGGTGGAGAGCGCGATGAACCTGCTCAACATTTCACCTTTTGCACAGTGTATGGTTCGCGGCTGAATCCTTCTGACAACAGTTATCTTCGACCATTATAAGCAAAAAGCGAAGCGTACGATTTGA1
2521 CHIP2267 STM/STY STM1065 STY1086 ATGAAAAAATGGCTAGTCGTGATAATGTTAGGGAAGGCGCTTTATCATGAAAAAATGGCTAGTCGTGATAATGGCGTTCTGGCTGGCGTCATGTAGCTCCGGCGGAGAGAATAAAAGCTATTATCAGCTCCCGATAGCGCAAAGCGGTGTGCAAAGCACCGCAAGCCAGGGCAACCGTCTCTTATGGGTAGAGCAGGTTTCCGTACCTGACTATCTGGCAGGTAACGGCGTGGTGTATCAAACCAGTGATGTTCAGTATGTGATTGCCAATAACAATCTGTGGGCCAGCCCGCTGGACCAGC1
2522 CHIP4652 STM/STY STM2653 STY2846 ATGCGCGTGTTGATTCCTTTAGTATCGCGCCATTTGCCGTGCGCGTGTTGATTCCTTTTACGGTGTTGTTTCTCTCCGGGTGCAGCCATCTGGCTAACGACCACTGGAGCGGTCAGGATAAAGCCCAGCATTTTATGGCATCAGCGATGCTATCGGCAGCCGGTAATGAGTATGCGCGTCACCAGGGAGTAAGCCCTGACCGCAGCGCAGCGATAGGGCTGATGTTTTCTTTGAGTCTCGGAGCCTCAAAAGAACTCTGGGACAGCCGCCCGGAAGGCAGCGGCTGGAGCTGGA1
2523 CHIP4637 STM/STY STM1443 STY1679 ATGAAGTGTATACTCAACGCCACATTACCACGCGATCAGTAAAACGGTGAAGTGTATACTCAACGCCACAGGATTGCCCTTACAAGATCTCATGTTGGGAGCATCTGTTTACTTTCCGCCATTCTTTAAAGCCTTTGCGCTTGGGTTCGTTATCTGGTTGTTTATTCACCGACTCCTGCGTGACCGGATATACTCTGATGAAATCTGGCATCCCCTGTTAATGGATCTCTCCCTCTTTACGCTTTGCGTATGTCTGGGCCTCGTTTTACTGATCGCGTGGTAA1
2524 CHIP4653 STM/STY STM2664 ATGCGTTTTTTTATTCGGTATCTGATTACATACCGTTCTTAATGTCAAAATGTGTGCCGTTTTTTTATTCGGTATCTGATGCAACAGAAATGATTTCACTGCAACGCATCCAGTCAAATATGGCCTGCTTTCAGCCATTCCTCAAGTAAAAGATCGCTTCTTCCTGCGATGCCTCACAAAAAGTTCGCCTTGACAAAAAGTGACAAAATAATGTGATTTACATCACACATTTTGACATTAAGAACGGTATGCTG1
2525 CHIP4598 STM/STY STM4096 STY3774 ATGAAAAAAGGTATTCACCCGAATTATTTGCTGCCAGGGATGCATGAAAAAAGGTATTCACCCGAATTACGTAGAAATTACTGCAACCTGTTCTTGCGGTAATGTTATCAAAACCCACTCTACCGTGGGTCACGACCTGAACCTGGACGTGTGCGGCAAATGCCACCCGTTCTTCACTGGTAAGCAGCGTGTTGTTGATACCGGTGGTCGTGTTGAGCGCTTCAACAAGCGCTTCAGCATCCCTGGCAGCAAATAA1
2526 CHIP4662 STM/STY STM4302 STY4500a ATGGACAATACGTATATTGGTGAGCATTAAGTAATTATTTTCTTGCGATGGTGAATGGACAATACGTATATTGGTGAGCAGATACGCGTCTCCACACGCCATACTAATAATTTAAAAAAATGGCGTGACAATGATCACATAAGTCACATGCTGTTCGATTTATCTCGTGATTTACCTGATGGCGAGACACAAAAATCAAATAATAAACGCCTGTTTTTAAAACAGACAAATCATAATTTACTGCTCTCGCTGACTCCACCTGCCCATCGCCAGAGGGTACTCCCCTCTGAACATCACCATCGCAAGAAAA1
2527 CHIP0099 STM/STY STM0449 STY0491 ATGACAGATAAACGCAAAGATGGCTTATTCGCCAGAAGCCTGCATGACAGATAAACGCAAAGATGGCTCGGGCAAATTGTTGTACTGCTCTTTTTGCGGCAAAAGCCAGCATGAAGTGCGCAAGCTGATTGCCGGTCCATCCGTGTATATCTGCGACGAATGCGTCGATTTATGTAACGACATTATTCGCGAAGAAATTAAAGAAGTTGCTCCGCACCGTGAACGTAGTGCGCTGCCGACGCCGCATGAAATTCGTACCCACCTGGACGATTACGTTATCGGCCAGGAGCAGGCGAAAA1
2528 CHIP0134 STM/STY STM1728 STY1323 ATGGCCGAACATCGTGGTTTAGGAATTATCGGATTTACGTCCGATGGCCGAACATCGTGGTGGTTCAGGAAATTTCGCCGAGAATCGTGAAAAAGCATCTGAAGCGGGCCGCAAAGGCGGTCAGCATAGCGGCGGGAATTTCAAAAACGATCCGCAACGAGCTTCTGAAGCCGGTAAAAAAGGTGGTCAGAATAGTCACGGCGGACGTAAATCCGATAATTCCTGA1
2529 CHIP3887 STM/STY STM1272 STY1849 ATGGGAAAAGCTACTTATACCGTCATTACCAACCGCAAACGTCGATGGGAAAAGCTACTTATACCGTCACGGTCACGAATAATAGCAACGGCGTCTCTGTGGACTATGAAACGGAAGCACCGATGACGTTGCTGGTACCTGAAGTTGCAGCAGAAGTTGTGAAGGATTTGGTCAATACCGTGCGTTCCTACGATACCGAAAACGAACACGACGTTTGCGGTTGGTAA1
2530 CHIP4321 STM/STY STM2704 ATGAGCGATTATTATTACAGCTTTAAAGAGATTACTGGCTGACTGGCTTATCCGATGAGCGATTATTATTACAGCTTTAAAGAGAAAGGTTTTTTCTACAAGCCGGATACCGAATCGGGCGATTTCCCGACTGATCTAATTCCTCTGACTGATGAACATTACCATGGACTTATGCAGGGTCAGGTGGACGGAAAATATATTGAGCACAGGAAAGGAGGCCCGGTACTGGTTGAGCATCGCGAATATACGCCTGAAGAACTGGTTGCACAGGCTGAATCCAGAAAAGCGGAACTTCTTGCTGAGGCAGAGT1
2531 CHIP1366 STM/STY STM0237 STY0262 ATGTCAATGAATGAAACGTATCAACCTTAGGATTCGCTAACTACCACGATGTCAATGAATGAAACGTATCAACCCATTAATTGCGATGACTACGATAGTCTTGAGCTTGCCTGCATGCATCATTTAATACTGACGCTAACGTTAAAAGATGGCGAGGTTTTGCAGGCAAAAGCGAACGATTTGATCTTACGTAAAAACGTAGAATATCTGCTTGCCGAAGTTTCCGGCGAGTCTTGTGAACTTCGTCTCGATAAAATCGCCAGTTTCAGCCACCCGGAAATTGGTACCGTGGTAGTTAGCGAAT1
2532 CHIP2616 STM/STY STM0017 STY0017 ATGAAAACTTATATCATTAATAGCAATTGCATTTAGTGAATATGCAGATACATGAGAGAACCATGAAAACTTATATCATTAATAGCAATTGCATTTACAATGAAGGTAAATATGAACTGAGGACGGTCTCAAATTCACAGGTTATTAAAATGACTGCGATGAGAGCCAAATGTCTCAGTTTCATCATCGAGAATGCTCATCTGGAGATTATCGAGCGACAAAAAATAACCACTGCGTTATGGGGAAGTCGAAGCCATTATGTTAATGATGCAAATCTAACGCAGATTCTCTATTTAATCAGACGTGACCTTAAAGCGC1
2533 CHIP2563 STM/STY STM2251 STY2477 ATGATGAGTCCGGCATTTTCATCGTGGTTAGCCACCGCCAGCCAGACAAAAAAGTGAGTCCGGCATTTTCATCGTGGAGCGATTTTTTCGCCATGGGCGGGTACGCCTTTTTTGTCTGGCTGGCGGTGGC0
2534 CHIP4680 STM/STY STM0359 STY0391 ATGCTAAATAGATACTACCGTTTCGCTGTTACGATTTTTTTTGCGGCTGATGCTAAATAGATACTACCGTTTCGCTGTCGAAAAAGACGACCCCTCCGAAGCGCCAGAGTCGGGCGATAAGCCTGACAGCCAGCCGCAAAAAAAATCGTAA1
2535 CHIP4696 STM/STY STM1093 STY1125 ATGACACTCCAGGCAAATATCAGCTTATCGTCTTATGTAAGAGGGGGCATGACACTCCAGGCAAATATCAGCAGAGAGACAAAAGCGGCAAAAACCCAGGAGGTATATAAGCACGTTGTTCTTTTCAAAATGGCCGCCCCCTCTTACATAAGACGATAA1
2536 CHIP4715 STM/STY STM3566 STY4246 ATGACGGCTGGGAGAAGCTTATAACTTGCCGCCTGCATGACGGCTGGGAGAAGCGCTAAAAGAAAGCCGGATGGCGCTGACGCTTATCCGGCCTACATGCCGGGAGAAAAGATAAAAACCACCTCGCAATTTTCCAAGAATTTCGCGTTGCAGGCAGGCGGCAAGTTATGA1
2537 CHIP2910 STM/STY STM1851 STY1982 ATGATGAAAACCAGTGTGCGCTTAGGCAAGACGCATGACCCATGATGAAAACCAGTGTGCGCATTGGCGCTTTTGAAATCGACGATGCCGAATTACATGGCGAATCGCCGGGGGAGCGAACGTTAACAATCCCCTGTAAATCCGATCCGGATTTATGTATGCAACTGGACGCCTGGGATGCCGAAACCAGCGTTCCCGCCATTCTCAACGGGGAACATTCCGTTTTGTTCCGTACTCATTACGATCCTAAATCTGATGCCTGGGTCATGCGTCTTGCCTGA1



2538 CHIP2895 STM/STY STM1829 ATGATGGAGATCCGTAATTTTGTTTTCTTAATAATTCCATGACAAGCTCCTGCGTGATGGAGATCCGTAATTTTGTTTTCGATAATGAGAAATTTCGAAGTGTAAAATATCCTGGTTACATCTCTTTGCAAAGGAAGGTAAATCTTTGCCAAAAACCAGTTGTCTCTGTTATGTTTAGCTTCCGTTTAATTAGAATGGGGTATAGGGCAGCAGCCCGTTGTATGGATCGTCACCGACGTCATTTCACTCTTTGGCCGTTTTGCGCCTGTCAATCTGGCATATCTTGCCATAGCCTTACTTTGTTTATTG1
2539 CHIP1096 STM specificPSLT087 ATGCATAAATCAGACGCTGAAAAAATGTTATTCTGATTTATCCCCGCCGATGCATAAATCAGACGCTGAAAAAATGGAATCCATTATTGATAAACATGACCGGATATACCGACGACAGGTGCGGGTATTTAAAAACCTGGGCTTCCTCTCAATAATTACCGCCGTACTGAGTGTGATTACTGCGTTATTCAGTACCTCCCTGCTCCTGAAATACACGCTGTGTGTCGTGATATGCGTTTGTCTGATTTATCTGGTTTTTATGTTCTTCTGCCTGGACAGGTATATCGCGCTCAGTCGTCAGACAC1
2540 CHIP1065 STM specificPSLT036 ATGGAGTGCGAAATTATCGAGATTACTCCGGCGTATTCTGTCTGTTGGAGTGCGAAATTATCGAGATGGATGGTGAACAAGATCACGTCCATCTGCTGATAGCGTATCCGCTAAAACTGGGGGTCAGCGTGATGGTAAATAATTTAAAGTCGGTATCGTCGCGGCTTCTCCGTCAGCAGAATACCCACTTGCGGATGCAGAGCAAAACCGGGCTGCTGTGGTCTCGTTCTTACTTTGCCTGTAGCGCCGGTGGTGCCACGATAGAAACGCTTAAAGCATACGTGCTCAGACAGAATACGC1
2541 CHIP1097 STM specificPSLT088 ATGAAGAACCTGCTTGATACTGTCATTAGTCTGTTTCTGCTTTGTACTCATAAGTGTGAAGAACCTGCTTGATACTGTCACTCAGGCGGCCAACTCGCTGCTGACCGCGCTGAAGCTGCCGGATGAATCGGCACAGGCCAATCAGATCCTCGGCGAGATGAGCTTCCCGCAGTTCAGCCGTCTGCTGCCGTACCGGGACTATAACCAGGAGTCCGGCCTGTTCATGAATGACGCCACGATGGGCTTTATGCTGGAAGCCACGCCTGTCAACGGCGCTAACGAGACCATTGCGCTCTCCCTTGACCATCTGC1
2542 CHIP0659 STM specificPSLT039 ATGTTGATACTAAATGGTTTTTCATCTGCTTATGAGTTGAGTACCCTCATGTTTATTATTCATGTTGATACTAAATGGTTTTTCATCTGCCACTTTAGCGCTGATCACTCCCCCTTTCCTGCCAAAAGGGGGCAAGGCGCTGAGTCAGTCAGGCCCTGACGGCCTAGCCAGTATAACGCTGCCTCTGCCCATCAGCGCCGAACGCGGCTTTGCGCCTGCGCTGGCGCTGCACTACAGCAGCGGTGGCGGCAATGGCCCCTTCGGCGTGGGCTGGTCCTGCGCGACAATGAGCATTGCCCGCCGCACCAGCCATGGCG1
2543 CHIP1090 STM specificPSLT081 ATGGCGAGCATCAATACGGTTATTTCCCATTTACATGTCCTCCCATGGCGAGCATCAATACGGTTGTAAAGCGTAAACAGTACATCTGGCTGGGGATTGTTGCGGTGGGGGCTGCCGCTGCCATTGGCGGAGGCCTTTACCTGTCTGACGTCGACATGAGTGGCAACGGGACGGCCGCAGAGCAGGAGCCGGTACCGGATATGACCGGGGTGGTGGACACGACCTTTGATGACAAAGTTCGTCAGCATGCCACCACGGAAATGCAGGTGACGGCGGCGCAGATGCAGAAACAGTACGACG1
2544 CHIP0604 STM specificPSLT018 ATGAAAAAGAGCATTATTGCTTCCATTATTTGTAAGCCACTGCGAAAGAATGAAAAAGAGCATTATTGCTTCCATTATTGCACTGGGTGTTCTGGGCGGGACTGCACACGCTGCCAATGAAGTAACTTTCCTGGGTTCAGTAAGCGCAACAACCTGTGACCTGACCACTTCTGTCAACGGCGCCGCTCAGCCGAACCAGGTTGTTCAGCTGGGTACCGTTCAGGCTAACCAGCCGGGTAATTTTGTTGACTTCGCCATGAAACCGGTTGACCCGAATGCACAGGGTTGTGCAAATCTGGCTCAGA1
2545 CHIP0953 none R460024 ATGGACGATAGAGAAAGAGGCTTAGCTTAGATCTCCCTCAGTTCAATGCCATGGACGATAGAGAAAGAGGCTTAGCATTTTTATTTGCAATTACTTTGCCTCCAGTGATGGTATGGTTTCTAGTTGCAAAATTTACCTACGGTATTGATCCATCCACGGCTAAATACCTGATTCCGTATCTGGTTAAGAATACTTTTTCGCTATGGCCTTTATGGTCAGCTTTAATTGCAGGCTGGTTTATTGGTGTTGGCGGTCTGATCGCTTTTATCATTTATGATAAATCACGCGTGTTTAAAGGCGAAAGAT0
2546 CHIP4882 none R460018 ATGAAAAAACTACTTCTTTCAGCAGTCGTTAGTTATCCTCCCCAATTTGAACCATGAAAAAACTACTTCTTTCAGCAGTCGTTTTGTCAGTCCTGGGAGGCGCGGCCACTAACGTTATGGCGCTTGAGGTTGGCCGCAATTCTCCTTATGACTATCGCATTAAAAGCGTTGTTTATAACCCTGTTAATGTGGTCAAAATTGACGCTGTCGCCGGTGTGGCTACCCACATTGTTGTCGCGCCTGACGAAACCTATATCACTCATGCTTTTGGCGATTCTGAAAGCAGGACGTTTGCGCACAAAATGAACC0
2547 CHIP4908 none R460063 ATGGTGTTGTCTAGGTGTCTATTAAATCGTTAAATTTTGCTCAGATTAACCATGGTGTTGTCTAGGTGTCTATTAAATCGATTTTTTGTTATAACAGACACCCACTGTCCGATATTTGATTTAGGATACATTTTTATGCGACTTTTTGGTTACGCACGGGTATCAACAAGCCAGCAGTCCCTCGATATTCAGATCAAGGGGCTTAAAGAGGCGGGGGTGAAAGCCAGTCGCATATTTACCGACAAAGCATCCGGCAGTTCTACCGACAGGAAAGGACTGGATCTGCTGCGAATGAAGGTGGAGGAAG0
2548 CHIP4903 none R460056 ATGGAACGGGTTGGCATGTTAACCAGTAAGGCAACCCCGATGGAACGGGTTGGCATGGATTGTAGGCGCCGCCCTATACCTTGTCTGCCTCCCCGCGTTGCGTCGGGCCACCTCGACCTGAATGGAAGCCGGCGGCACCTCGCTAACGGATTCACCACTCCAAGAATTGGAGCCAATCAATTCTTGCGGAGAACTGTGAATGCGCAAACCAACCCTTGGCAGAACATATCCATCGCGTCCGCCATCTCCAGCAGCCGCACGCGGCGCATCTCGGGCAGCGTTGGGTCCTGGCCAC0
2549 CHIP4891 none R460036 ATGTTAGCGACACTTCAACACCCTTAAATATCGGTTTGTGTTACGTCTGCATGTTAGCGACACTTCAACACCCTACCGTCTGGCAATTGCCAGATCGGTTAATGCTTTTGGAACTGTTAATGTTCGATTACCGAAATTCCGATCAGGAGCGCTACGGCCAGCAAATCTATCACCACTATCGTAAACAGGGTAATCATCGCTGGGATACTTCTGTTCATCAGGATAGCGGCGGCCAATACGCGATTATTTTCCGGCACTCCTTCAGCAAAAAACAGGCTGATGGCGTTAAGCGAACGATGATCCGCG0
2550 CHIP4878 none R460013 ATGAAAAAATCACTTACGGCAGTGTTAGTTAATTGAAGGTGACGCGGATGAAAAAATCACTTACGGCAGTGCTGCTGACCACCGGCTTGATTCTTGGGGGCGCGCAAAGGCCCTCCGCTGGCATCATCGTATCCAACCCCACCGAGCTGATTAAACAGGGTGAACAGCTTGAACAAATGGCTCAACAGCTGGAGCAGCTTAAAAGCCAGCTGGAGACGCAGAAAAATATGTATGAGTCGATGGCTAAAACAACCAACCTGGGCGATCTGCTGGGGACGTCAACCAATACGCTGGCGAATAACC0
2551 CHIP4804 STM specific GGCGTGGGATGGTTTTATTATCAGGTTTCAGGTGCTTTCCGGCGTGGGATGGTTTTATTAACTGCACCACGGAAATTAACTGGCAATACGCCAGCGCCCGCCAGAATGCTGTATTCAGTACAACGGCATACTGTCCGTCAAAGGCGCTTTGTCCGAACGCCAGAACGGAATATATCGGTTTTGGTGATTACAGAACGTATTGCAAAAAATCAGGTAACACCTGCATCAGTCCCCGTCATCAGGTTGATGATATTTATATTGGTGCGCATAGCCATGCTGTTTTCCTTAGCCCCAAT0
2552 CHIP4808 STM/STY STM0710 STY0750 CGCCGACATTCCTTTATCTGACGCCTGCCAGATAGTTAGCCGCCGACATTCCTTTATCTGTCGCTGGCGATCATTGTCTGCGGCTACGGCCTGTTTAAATCGAATATTAGCTGCCTGCTGGGCGAACTGTACCAGCCGGAAGATCCGCGCCGCGACGGCGGGTTCTCGCTGCTTTACGCAGCGGGCAATATTGGTTCGATCGTGGCGCCTATCGCCTGCGGCTATGTGCAAGAGGAGTACAGTTGGGCGATGGGCTTTGCGCTCGCCGCCATTGGTATGCTTGCGGGGTTAGTGAT1
2553 CHIP4812 STM/STY CATTGCTTCCTCTCCGTCACCGGTATCTTCCCAGCCAATACATTGCTTCCTCTCCGTCACTAAATGGGGTCATTCGGCGATTGTGAATACCAGCGGCAACGGCGACTGCCATATCATTCTGCGCGGCGGTAAAGCGCCAAACTATAGCGCGCAGCATGTTGCTGAGGTGAAAGAAGGCCTCACCAAAGCGGGACTGACGCCGCAGGTCATGATCGATTTCAGCCATGCCAACTCCTGTAAGCAATTTCAAAAGCAGATGGAGGTTTGCGCCGATGTCTGCCAGCAGATAGCGGGCG0
2554 CHIP4816 STM/STY STM0848 STY0887 CGTGCTGGTGATGTATCAGGTAAGGATGCTGCGGATTTTCCGTGCTGGTGATGTATCAGGGCGAGGCCGTGGAAACCGGCAGCGTAGAGCAGATTTTCCATGCGCCGACGCATCCTTATACCCAAACGTTACTGGCCGCCGTCCCTCAGCTTGGCGCGATGCGAGGCCACTCGCTGCCACGCCGTTTCCCGTTGATTTCCGCTGACGAACCGGCCCTTTATGAATCGCAGATTGAGCAAGACACGGTGGTGGAAGGCGAACCTATTCTCCAGGTTCGGGGGCTGGTGACGCGATTC1
2555 CHIP4820 STM specific TGAAGGAGTCACCAATGAAAGCCTGGAACGATTATGCCTGCTTGAAGGAGTCACCAATGAAAGCTTTAGTTTGTGTAAAACAAGTTGTCGATCATAACGTTAGAATTAGAATAAAGCGAGATCATTCTGATGTTGATATTTCTGATTCAAAACTCAGTATCAATCCATTTGATGAAATTGCAGTTGAAGAAGCAGTACGTTTAAAAGAACGGGGATTAATCAGTGAGGTTGTTGTAGTGTCTATAGGAAACACAGGTGTAGGGGATGTATTGCGTACAGCACTGGCAGCAGGGGCAGA0
2556 CHIP4824 STM/STY CTGTTCGATATCACGCTGGACGATCGCTATAGGGCTTCAGCTGTTCGATATCACGCTGGATTGCCCCGAAGGCGAAACGCTGGTGTTGCTTGGCCCAAGCGGGGCGGGTAAAAGTTCGCTGCTGCGTGTACTCAATCTGCTTGAGATGCCGCGCTCCGGCACTCTGACTATCGCCGGGAACCATTTTGACTTTACGAAAACGCCGTCCGATAAGGCGATTCGTGAGCTACGTCAAAATGTCGGAATGGTCTTTCAGCAATATAATCTTTGGCCGCATCTCACCGTTGTGCAGAATC0
2557 CHIP5111 STY specific STY2052 ATGGCGCATATACAACTGGTCATTACGCAAACTCCAGTAACTGTGCATGGCGCATATACAACTGGTCAAACAAACCTCTTCCGGATTACTTCTCCCGGCGACGCCGGAGAGTTGCGATTTTTTGCATCAAATCAAAATAGGTGAGTGGATACACGCAGACTTTAAGCGTGTGCGTAACTACGCATTCCACAAGCGTTTTTTCAAACTCCTGCAACTGGGATTCGATTACTGGACTCCGAACGGTGGGGCGATCACGCCTCGCGAACGAGAACTGGTGTCCGGTTTCGTTGATTTCCTGTGCG0
2558 CHIP5217 STM/STY STY3614 ATGCAATATCGTAATTTGTTTTGCCTTAGCGACGTGATTTTTGGCATGCAATATCGTAATTTGTTTTGCCTTTTTTCGCTTTCACTTCTGCTGCCTCCCGCTTGGGGATGCCGGCTGAGTGAACCTCCGCACAATGTTTATCAACGGCAAGGCAGCGGCGTGGTTTATCTCCAGCCAGAAGAGGAGAACAATCTTTCGTTGCCGGAGGTGAATTTCAAACGCCTGCGTCGGTTACCCAATTCATTGATTAACCCGGCAACTCAGGATGAGTGGGACAGGGAACCGCCGCTCACCGACCTGA0
2559 CHIP5151 STY specific STY2355 ATGTATAAAAAGATAGTAATATTAGTGATTACGCTTATTATTATATTTTTCTTAATTACTTTGGATATCGTTAAAACAAGAATATGATGTATAAAAAGATAGTAATATTAGTGATTACGCTTATTATTATATTTTTCGGCGGTGGGTGGTATATGCATAAATCACAACAACAAATGGCAACCCTTGTTATTTCTGATAGTGAAAATGCCCTCGATTATCCGAATAAACGTAAATGGTTTGATGCCAGTAGATGGCTCAGCACATCACAATATATTAAAATAGATGATTTTTATCTTTTAAATCTTAAGCATCATCCAGTTAACAATATAAATGATGCAGGGA0
2560 CHIP5167 STM/STY STY2756 ATGCCCATTCGGCTGGGGTTACTCCACGCACGTCGCGTGCCCATTCGGCTGGGGCGAGGAAACTATTCGCAAAACCGGGCTGGCGGTAGTGACAGCACCAACAACAGCGACATGCTGTTAACGCCGATTGCGCCGCCAGCGGATGCTAAAGTATTTGCCTACCATTATTCCGGGGAGCAGCTCTGGTACTGGTACGGCACTACGGATGAGAGCGGCAGGGTGCAGTTTGAGCTGACGCAGGATAATACCCCCGGCCTGAAAACAGCGCTGCAGGCGATGCTGTCCGACAATC0
2561 CHIP5181 STM/STY STY3006 ATGCTTAATATTCAAAATTATTCCGCTTTTATCCTTGCAGGAAGCTTTTGATGCTTAATATTCAAAATTATTCCGCTTCTCCTCATCCGGGGATCGTTGCCGAACGGCCGCAGACTCCTTCGGCGAGCGAGCACGCCGAGATTGCCGTGGTACCGTCTACCACAGAACATCGCGGCACAGATATCATTTCATTATCGCAGGCGGCTACTAAAATCCAGCAGGCACAGCAGACGCTGCAGTCAACGCCACCGATTTCTGAAGAGAATAATGACGAGCGCACGCTGGCGCGCCAACAGTTGACCAGCA0
2562 CHIP4918 STY specific STY0206 ATGTTGTATGTAAAAAAAAGCCTGACCTTACAGCGATACGGAACCTTCAATGTTGTATGTAAAAAAAAGCCTGACCGCCATCGTATTAGCCAGTGCTGTATTTAGTACCTTTAGCTATGCGGATATTATTATCTCGGGCACCAGAATCGTTTATGACGAAAATAAAAAAGACGTCAGTATACGACTGGAAAATAAGGGTACCCGCCCATTATTAGTCCAAAACTGGATAGACCTGGGTAACGATAACGACGATCCCGGGAGTATTAAAGCGCCTTTCGTTTCTACCCCCCCGGTTTCACGCGTTG0
2563 CHIP5137 STY specific STY2104 ATGAAAATAGGTTGGGTGTTTTATTTTTCTTAATCGCATGTTGTTTTATCGTCGATGAAAATAGGTTGGGTGTTTTATTTTTCTTATATTTTTGTTGCTATTATCTTTCATCTGTTTATTAGTTTTTGTTATTGTTTGAGTATTGATATGGCAGAGGCTAATACCGTTGTTTTTTTATTAAAGCCAGGGACGATTTCATTATTATTTTTACTTCTCCCTGCCAGGCGGTTCAGAACCAGACTGTTGGCAACATTGAGTTCAGTTTTCATTGCCTTAGTATTTAACCAGTGGCATTTGGTTGCCGGGAATA0
2564 CHIP5153 STY specific STY2357 ATGATGTTAAAAATAGTTATGCTTTTTTTGATGTTAAAGGTAGCTTAGTAAAAACAACGCCTTGATGTTAAAAATAGTTATGCTTTTTTTGATGTTTTTTCCCTGTTATTGCTTACCTATGGATATTAAAAATATAAAAGATTGTAAGTTGGAGGAAGGTAATAGAGTTAAATTAATTTCATTGAGCACTGTTGATGGTAGTACGCCATACTTAATCTTTGACAATGTTATTGTTAGCGCATTTCTTGATGGTAGTATCTATTCTGGGGACATTATCCTCTCAAAATATATCCATCACTCCCTCATTTTTGCGCTGA0
2565 CHIP5168 STM/STY ATGCAAGCAACAGTAAAACGGCTTATTTGCGTTTGTAGTCGATGGATGCAAGCAACAGTAAAACGGCGGCTGACGAAGGTCGCTTTAGCATTAGTAGTTGCCGGGTATTGCGCCGCGCCAGCGGTGGCGGCAAACGGTAATCTGAAATCGGGGCAGTGGCAGATTGTCTCTGAACAGACGGGCACCATTCAGGGTACGGTGCCGTGGATTACCCGTGCGGCGGATAAGACCGCGGATACCGACAAAGATCACGTAACGGTAACTATCGATCGCGGCGATCGTAAAATTGTGACCGAAGGCG0
2566 CHIP5183 STY specific STY3065 ATGAGCTGGCTGCCGCTGTTAGGTACTCCGATGACCGGAATGAGCTGGCTGCCGCTGAATCCCATCCCGTTGAAAGACCGTGTTTCGATGATATTTCTCCAGTACGGACAAATTGATGTGATCGACGGTGCGTTTGTGCTTATCGATAAAACGGGTGTACGTACCCATATTCCTGTTGGATCGGTGGCCTGCATCATGCTGGAACCGGGGACGCGGGTTTCCCATGCCGCCGTGCGACTTGCGGCAACGGTGGGTACGTTACTGGTGTGGGGGGGGGAAGCGGGCGTACGCGTTT0
2567 CHIP4920 STY specific STY0295 ATGCCAAAAGAGTTAAGTGGTGCTTAATGCCCATCAATTGACCAATGCCAAAAGAGTTAAGTGGTGCGCAGTGGGTTTATGGCGTGACTAAGTTTGTCGGCGGAAATACAGATAAACCCCACTGGTCAATTGATGGGCATTAA0
2568 CHIP4936 STY specific STY0332 ATGAAAAACATAAAAAAATTAATTATCGCAATTAAGCTTGATATGCCGCTATGTTATGAAAAACATAAAAAAATTAATTATCGCAAGCGTGTTGAGCATGATAACTGCTAGTTGTTATGCTGGTTCAATCGTGGTGGGCTCAGAGCAACAAAGTTCAGTGGATATTGGCTTTGCCTCTCCCCAGCAGTTGAGCGTAACATTTGCTCCAGTGGCGGGCTTAAAGGCTGGGGTGATTAAGTCTAATACGGAGATTGCGACTATTGCAGTTAGTTCTGTTGCTGCTAAACAATTCGCGATCGCAGCGGATTTTA0
2569 CHIP5147 STY specific STY2350 ATGCCGATTATGAATAATTATAGATTAACTTTTTCTTAACGCTCGCTTCTTTTTTCAATGCCGATTATGAATAATTATAGATTAACTTTTTCTTTATGTTTACTGCGTTCGGCCATATTGTTTGGCATTATTTTAATAAGTGTTAATTGTAATAATCAAAAGAGTAAGGAATTGGTTCTTCCTGTTGATTCCACGCAGTTTACACAATTGGCTTGTTATTATAAAGATATTAATTCCGATGATAATATAATGGAGTTAAAATTACCAGATGAATATAAAGAGAAAACTAACTTATTTAATCAACAGGAAATTA0
2570 CHIP5163 STY specific STY2731 ATGACGTCGATATCCACCTTGGTTATCCTGCAAAACCAAAGAAACCATGACGTCGATATCCACCTTGGGAGCCATTGCCGCATTGGTTGTGGCCATCGTATTAATTTTAAGAAAAGTGTCGCCAGCCTACGGCATGATGGCGGGCGCGCTGGTCGGCGGTTTGATTGGCGGCGCCGATCTTCTGCAAACCGTGTCGCTGATGGTGTCAGGCGCGCAGGGCATCGTTAATGCCGTATTGCGTATTCTGGCCGCAGGCGTACTGGCGGGCGTATTAATTGAGTCCGGGGCGGCGAATACGATTG0
2571 CHIP5177 STY specific STY2888 ATGGCTCAGGATTACCACCATTACGCGCTGACCTGGCTATGGCTCAGGATTACCACCACGGGGTGCGCGTTGTTGAAGTCAACGAAGGCACCCGATCCATTACCACGGTGAGCACCGCCATCGTGGGTATGGTCTGCACGGGCGATGATGCCGATGCAAAAATGTTTCCTCTTAATAAACCCGTGCTGATCACTGATGTGCTGACTGCCAGCGGTAAAGCGGGTGAGTCAGGCACGCTGGCCCGTTCGCTGGATGCCATCGCTGACCAGGCAAAACCCGTGACCGTTGTTGTGC0
2572 CHIP5009 STY specific STY1364 ATGAAAAAGAAATTAAAGGTTCTGACTCTTTTAATTTGTCACCGTAGGCCCATGAAAAAGAAATTAAAGGTTCTGACTCTTGCTCTTGCGTCAATATCCAGTGTTTGTTATGCAGCTATGGCTGATTATGATACGTATGTGAGTAATGTTCAGATTAACAACCTGTCTTATGGTGTGTATACGTCAGGGGGTAAGGAAACTCAGTTTTTTTGTATCGGACTGAAGCACGGGAGTGAAGCTATTAGTATCAATGCCATGTGTAAAGTGGATGTGTACGGGAATCATAAACAGGGGTTTGATAACATGC0
2573 CHIP5025 STY specific STY1600 ATGATATTTAAATGTATTCAGTGCGAGAGGTTATTGCGCGTCCTCCCTATGATATTTAAATGTATTCAGTGCGAGAGGGATATAACAGCCCTGCGTTTTCACAGCGCCATCGCCGTGATGTCCGGTAAATACCACATCCCTGCGGTACGCGTCACCCTGGTCTGCCCGTACTGCAGCCAGCATTTTTCGGCAGACGTGCCTGTCATGGAATTCTCCCGCCCTGACAGGGAGGACGCGCAATGA0
2574 CHIP5041 STY specific STY1617 ATGAGCGTGACAACGGCTTTATCCTCTCAGTTCCTGTTGTGCATGAGCGTGACAACGGCTGAACTGGCGTACTGCATGACGCTTCCCCCGAAGCGGGCAGTCAGTTACCTGAAGTCCAAAGGGTATCAGATTACCTGGGACTGGGAAGAAATGTGGCAGGAGGCCCATGCCCGCGCCTTTACCGTTGCTAAAGTGACCCGCCTGGATATCCTGGAAGATATTCGCGGGGCACTGCAGCAGGCTGTCGATGAAGGAAAAACCGATCGCTGGTTCCGGCAGGAGCTGGAGCCGGTGCTGA0
2575 CHIP5165 STY specific STY2749 ATGAAAGATTTTTCAAAATACTCAAAAGCTTAGCTTGCCAACGTATAATCCTCTTTGAAAGATTTTTCAAAATACTCAAAAGCGTTAGGGATGGCTAAGTTCTATGTTTATGCATTTTATGACACTGAAGATGCAGCTAAGAAGCCGTTTTATATAGGCAAAGGCAAGTCAGAACGCTGCCTTGATCATATAAAGTATAATGATGACTCTCCGAAATCAGAACGAATTAATCATCTGTTAAAAACAGGAAATCTGGGTATCGACATACTACGCCATGGCATGGATGAGGCAACCGCGAAGCTTGTTGAAG0
2576 CHIP5268 STM/STY STY3924 ATGACAAAGCGCATTAATAAAGACATTACAGACGTGACCAGGCCGATGACAAAGCGCATTAATAAAGACACTCAGGTCTGCATGTCCCTGGCTGCACGCCCAAGTAACTTCGGTACACGCTTTCACAACTATCTGTACGAAGCGCTGGATCTCAATTATCTCTACAAAGCTTTCTCGCCGACCGATCTTACGCAGGCCATTAGCGGCGTGCGCGGGCTGGGGATACGTGGGTGCGCGATCTCTATGCCATTTAAGGAAGCCTGCATTCCGCTGGTGGATGAACTGGATGCTTCCGCTAAGG0
2577 CHIP5011 STY specific STY1413 ATGCGTATAACAGTAAGTGATATATCAACCATTACATCGCCCCCTCAATACCATGCGTATAACAGTAAGTGATATATCAACCAGAGAATCACAGCAGACGGTACAGATACAAGCTATCAGAAGTTGGGATACCATACCGTACCTTTCAATGTTGGATGGACTTTATCAGGACGATATCTTTCATGAGCAAATATCTAATTTACCAGAAGAATATATTAAGCTGGATGAGATGGCCAAAGATGAAGAAAAGAACAGCTTAAATATTTATGAATTCTTCTTTGAGCCAACACATGAAATTATATGTGAAG0
2578 CHIP5027 STY specific STY1602 ATGAAATCCACCACAGGTATCAATTACCACAAAGATTCCGGCCATGAAATCCACCACAGGTATCAACCAGCAAATCAGTAAAGTGCAGTCAGCCATTATGGCGCTTAAGGCGACGAACACGGATGTACAAAGCATCACCATCAGGGGTAACAAACCTGTCATCCGCGTTTCCAGGAGTGCGCATTGCATGCGCATGCTTGAGCAGGGAAAGGCCTGTTATCTGTATACCGGACATGACCACAGGGGATATTTCCGTCAGGGCGTTTTCGAACTGCACGGCTGTCGCGTCGTGTGGCCGG0
2579 CHIP5043 STY specific STY1619 ATGTCAGCCATTCACATTTTTAAAGCTTACAGGCAGCGTGCGACATGTCAGCCATTCACATTTTTAAAGCCGGTACTCATACCGATATGCACGGCAAAAAACTGCCGTTCACGCCAGACGATCTTGCCGCCTGCGTGAAAGCCTATGACCCGTCCGTCCATGAAGCACCACTCGTGATTGGTCATCCCAGAACGGAAGACCCGGCGTGGGGCTGGGTGAAAGCCCTGTCGCTCAGCGGCGTCGATCTGATGGCAGAGCCTGCCCAGCTGGACCCGCAGTTTGCTGAGATGGTCACCGACG0
2580 CHIP5058 STY specific STY1636 ATGGCTGAGGTGCTACAACTCCTTAACTGCTCCCGTGGTTGTATGGCTGAGGTGCTACAACTCCCGCCACCGCTTGAGGGTGATATCAGTCTCAGAACGCTGGGAAGACTGGCCGGACGGCTGGATAACATCGACCTGAGCGTACTGATGGTCGGTCTCGTCGATATTGTCGACAGTTCCGCGCTGCCATGGCTTGGCGAGCAGTTCTCGCTGTTCGGCGATGGCTGGGAACTGGCGGAATCGGACGATGTACGCCGCATGCTTATCAAATCCGCTATCGAGCTACACCGCTATAAAG0
2581 CHIP5373 STY specific STY4630 ATGAAAAATATTCACAGCGTAACTGATAAAGTTAGCTGATTTCCATTATAATAGAATAAGCTCTATTTTCATGAAAAATATTCACAGCGTAACTGATAAAGCTTTGTATGATGCTTTAAACCAAAAGCAAATTACCCTAAATGAAATTCAAGACCTTTTCTTAGAGAGAGGAACGATTATATGTAAAAAAACTCCTCGAAAGGAATTGGCAAGAAACTATTCTCGAATGACTCATGATTATTACGAGCATCAAAAAATTGCAACCCTGCTAGGTGGCCAGACAAGGACCGAAAAAATTACATGTGTAAGAATTGAGACTGGTATAG0
2582 CHIP5307 STY specific STY4535 ATGTTAACTTCACCATCATCTTCTACTGGTTAAGCCTGTTCACGCTGTGAATGTTAACTTCACCATCATCTTCTACTGGTTTACTGGCAGCAAAATTTGCCGGGTTATCCTTACCTTTACAGGTCCTTCGCAGTGGTGCCGGATATTACATCGGCACGCAAAATGAAGAAGGGCCGGTATCCCGTGAATCTGTTGAGTACTTTTCCACTCAGTCTCAGGCAGAACATGCGCTCAAACAGGGCACATGGTCACAGCGTGAACAGGCTTAA0
2583 CHIP5328 STY specific STY4566 ATGCTTTCAAAGAGTAAACATGGGTTTAATTCAAAATCTTCGCGGCATGCTTTCAAAGAGTAAACATGGGTTAAGAGTACCACTTCCCTGTCTTTTGATTCTGCTGTTACTGGTGGCGAGCTTCTCCTCTCATGCAGGATTACCTACGGTCAATATTCCCGGTGGGGGCGGTGGGGGTGACATGATGCAAACGATCAAGCTTCTGTTTTCTGGGTTTCTCGTCCTGATGGGGCTAATCATTTGTGCTGTCGGATTTTATATGGTTTCCGGCGCTATTCTGGCGACATTCTCAGAAATACGCT0
2584 CHIP5344 STY specific STY4584 ATGGCCAGTCTCATTACCCGTTAGCGAACCGTCCAGGCGTGGCCAGTCTCATTACCCGGTATTTCAGTCAGCAGCTTTCAGATGACGAAAAAGTGGCAGCCCTCAATCATTTTCGCCTGACACTTCATGAGCTCAGCCCCTTTGCCCGGGAGCCTGTGGACCTGGTGCTGTGGGTGAAAGCCAGCGAAGTGGTGGCCAACGATTACAACCCCAATGTTATGGCTGCCGGAGAGAAAAAATTGCTGCAGCACTCACTGCAGGAGGACGGCTTTACCCAGCCCGTCGTTGTATCTG0
2585 CHIP5360 STM/STY STY4601 ATGAATTTTAGCTCTGATCTTTTTGGCTTATTCTATTTCTAAATCATCAATCTTTACTTCTAGCGTGAATTTTAGCTCTGATCTTTTTGGCCTGAACAGCAGAAGCCCGGCTTTCAGTATCACTATTGAAGGTAAGGACGTGACCACCGCGCTGGATGCGCGCCTGATGAGTCTGACGCTGACCGATAACCGGGGTTTTGAGGCTGACCAGCTTGATCTGGAGCTGGACGACGCCGACGGGCAGATCGTTCTGCCGCGACGTGGTGCCGTTATTCAACTGGCGCTGGGGTGGAAGGGCCAGCCGCTTTTCCCAAAAGGGG0
2586 CHIP5292 STY specific STY4413 ATGTTGTTAATCACCGATCTGGATTAATTGGATTCATTATCTTTCGCCATGTTGTTAATCACCGATCTGGATGGAACATTACTCACCTCGCAGAAAACAATCAGCCCGCGCACGCGTCAGGCGCTGATTGCGTTCCGCCAGGACGGTAGTCTGCTGGCGGCATGTTCCGCCAGACCGGTCTCCTCAATGGTACGCCTGCTACACCAACAACAGGTTGATAGGTTGTTTAGCTGGTGCGCCGGTTTTAACTGCGGACATCTTCTGGAGATGGCGGGGCAGCGCATTATTCATGCTGCTCCGTTGT0
2587 CHIP5363 STM/STY STY4610 ATGAGCGAATATTATTACAGCTTTAAAGAAAAAGTTATATCTGAGCTGGTTTCTCCGGATGAGCGAATATTATTACAGCTTTAAAGAAAAAGGTTTTTTCTGGCAACCGGATACCGAATCCGATAATTACCCTGACGATTTAATTCCCCTGACAGATGAGTATTATCGCGAGCTGATGCAGGGCCAGGTGGACGGAAAATATATCGAGCACAGGAAAGGAGGCCCGGTACTGGTTGAGCATCGCGAATATACGCCTGAAGAGCTGGTTGCACAGGCTGAAGCCAGAAAAGCGGAACTTCTTGCTGAGGCAGAGT0
2588 CHIP5377 STY specific STY4637 ATGAATACCGATAAGATGACAATTAGCCTTATTTAGCACCACCTTTAGCCAGAATGAATACCGATAAGATGACAATTAGCCAACGTGCAAATCAATGGCTTGATAATGACTACTTATTTATTGATACCGAAACGACCGGGTTGGGTGATGATGCGGAAATAGTTGAAATATGCATTATTGATAGTCATGGGTTTATTATGCTTAATACGCTTATTAAGCCCACTAAGCCTATCCCTGATGAAGCAATAGCAATTCATGGAATTACTAATGAAATGGTTGCTTTTGCCCCTGCCTGGACTGATATATGCG0
2589 CHIP5312 STY specific STY4544 ATGCCTGCCAGTGAACCCTTAAAACGTCAGTTGCTGACCGATGCCTGCCAGTGAACCCGCTACGGAAGCAGCGGCATCGATATCCTCTGCAGACTTATCAGATACAGTCCCCATTTTCCCCGGTAACAGCGTGACGGCCGGACAGCTGGAGGCGCTGCAGGGGAAAAACCTGCTCCTGGAGGCAAAGGTTCAGGCAGCCCGACTGCTAAAAGAGCTGACTTCTGCACAAACTCCGGGGGATGTTGGCAATGTGCCCACGACCAGTCCGTTCGTTATGGGAATGCCGGCAGAGATGA0



2590 CHIP5325 STY specific STY4563 ATGAGTACAGAAAAAAACAGCTCTCAAAGTTACAGATATTTTTTGAATGTAGATGTCACTACAATGAGTACAGAAAAAAACAGCTCTCAAAGTTCTCCACCACCGCGCAAGCCACCAGGTTTGCTGACCCTTGTTTTGTGGATCTGGCCAGTCAGGCTTTTGGCTTTTCTGCTGGTATCCTGGATGGCTGGTGTTTTTATTGAATGGGCAGGAATGTTTTTTTTCTGGTCAGATCAGGGAGCTTTGCATTCCCAGTCCGTTATGAATAAAGAACTTGGCTATTTATCAGCAGATTTTACTCAAAGCCTTATTTTTTCTT0
2591 CHIP5341 STY specific STY4580 ATGAACGCACAAGCACGCTTATAGGTCATCCTCATTATCTATCCTACTTGATGAACGCACAAGCACGCGGTGCCCGGGCCGCAAGGCTTTATAAAAGGGCTAAGTCAAAGCTGATTTCACTCGACCATTTCTGTGTTCAAAAAGCCAGAGAGCATAAGCTGCCCGCCTGGACTGGTCATCTCCCGGTGACAACCCTGACAGGGATTCTTTTTGCTGCAGTGATTTTTGGCTCACTGTTATTTGTGAGCTTAGGCTTATTTATATTTGCACTTATTCTGGTTACATCGTGGCCTGGAAAAAGAACAA0
2592 CHIP5357 STY specific STY4597 ATGTTCGCCCTGGCTGACTTAGCGCAATCGTGCAACAATGTTCGCCCTGGCTGACGTCAACAGCTTCTACGCGAGCTGTGAAAAAGTATTTCGTCCCGATTTACGTAATACACCTGTTGTGGTGCTCAGTAACAACGATGGATGTGTTATCGCGCGTTCAAAAGAAGCGAAGCAACTGGGCATTAAAATGGGGGTTCCGTGGTTTCAACTGAAAACAACCGAATTTCCTGTACCTGTCGTTGCGTTCTCGAGTAACTACGAACTCTACGCGTCGATGTCGAACCGTGTTATGG0
2593 CHIP0834 STM/STY STM1071 STY1092 ATGTACACTTCAGGTTATGCAAATCGTTAATGATACAAATTAGAGTGAATTTTTAGCCCATGTACACTTCAGGTTATGCAAATCGTTCTTCGTCATTTCCTACCACTACCCACAACGCTGCGCGCACCGCTACGGAAAATGCCGCGGCAGGACTGGTCAGTGAAGTTGTCTACCACGAAGACCAGCCCATGATGGCGCAACTCCTGCTTTTGCCTTTACTCCGTCAGTTAGGCCAACAATCACGATGGCAGCTCTGGCTCACGCCGCAGCAAAAGCTCAGCCGTGAATGGGTACAGTCTTCAGGTTTGCCATTAA1
2594 CHIP0858 STM/STY STM4227 STY4423 ATGGCTATGGTCCAACCCATTAACCTTTCACACCCCCTGCATGGCTATGGTCCAACCCAAATCTCAGAAACTGCGTCTCCTCATCACGCACCTGGGGCTGCTGATTTTCATCGCAGCGATTATGTTCCCGCTGCTGATGGTCATCGCTATCTCGCTACGTGAAGGGAACTTCGCCACCGGAAGCCTGATCCCGGATAAAATCTCCTGGGAACACTGGCGGCTGGCGCTGGGTTTCAGCGTGGAACATGCGGATGGTCGGGTAACGCCGCCTCCCTTCCCGGTCCTGCTGTGGCTGT1
2595 CHIP2673 STM/STY STM0142 STY0164 ATGAGCGTTAAACAGCTCTGGCTTATCCCATCCCGCTCATCATGAGCGTTAAACAGCTCTGGCGCTGGCAAGGCGTTAACGATAAAGGTCAACTGGAACAAGACGTTGTATGGGCGGACAATCGTCTGGCGCTGATCATCACCCTGCAACATCAGCGCATTATGCCGCTTCGCATCAAGCGCATGGGCGTTAACGCCGCACTGTGGAAAGAAGAGCAAAGCGCTGAAATTATTCATCAGTTGGCCACGCTCATTCATGCCGGGCTGACGCTTTCAGAAGGGCTGGAACTCCTTGCGA1
2596 CHIP2689 STM/STY STM0173 STY0195 ATGATGCAGCTTTACTGGGTTGTTAACTGCGCAACCCGCGATGATGCAGCTTTACTGGGTTGCCCTTAAAAGCATCTGGGCGAAAGAGATCCACCGCTTTATGCGGATCTGGGTGCAAACGCTGGTGCCGCCCGTCATCACCATGACGCTCTATTTTATTATTTTCGGTAACCTGATTGGTTCGCGCATCGGCGAAATGCATGGTTTTAGCTATATGCAATTTATTGTGCCGGGCCTGATTATGATGGCGGTCATTACTAACTCCTACGCGAATGTCGCGTCGTCATTTTTTAGCG1
2597 CHIP2705 STM/STY STM0192 STY0219 ATGCAGGAAAACCACATTCATTCTTAATACACAAAACTCACAGGTGCCATGCAGGAAAACCACATTCATTCCGATACCACCTTTGCGCTGCGAAGCGTCGCCTTTCGTGTGCCGGGCCGCACGCTTTTACACCCCCTCTCGTTAACGTTTCCCGCAGGTCGCGTCACCGGACTTATTGGTCATAATGGTTCCGGTAAATCCACGCTGTTAAAAATGCTGGGCCGCCATCAGCCGCCTTCCGAAGGGGATATTCTGCTCGACAATCAGCCGCTGGCGAGCTGGAGCAGCAAGGCGTTTGCCCGCA1
2598 CHIP2729 STM/STY STM0246 STY0273 ATGTCTGAGGCAATGATGTGGTTACTTATGCGTGACAGCCCTGATGTCTGAGGCAATGATGTGGTTACTGGTTCGTGGCGTCTGGGAAACGCTGGCGATGACCTTTGTCTCCGGTTTCTTCGGTTTCGTGATTGGCCTGCCGGTTGGCGTATTGCTGTATGTTACGCGCCCGGGGCAGATTATGGAGAACGCCAGGCTGTATCGCTCCCTCTCTGCGGTGGTCAATATTTTCCGCTCGATTCCCTTTATCATCCTGCTGGTGTGGATGATTCCTTTTACCCGAATAATTGTCGGCACCT1
2599 CHIP3267 STM/STY STM3375 STY3555 ATGCGATTAACGACGAAATTCTCTTAAACCGAGTATCTTTGCGAATATTTTTTCATGCGATTAACGACGAAATTCTCAGCTTTTATCACGCTGCTCACGGGGTTAACGATCTTCGTGACTCTGATAGGTTGCTCGCTAAGCTTTTATAACGCCGTACAGTATAAGTATGTCAGCCGTGTGCAGGCGACGGCGACAGCCATTGATACGCACCTGGTGACCCATGATATTGTCTCGCTGACGCCGCAAATCGACGAACTCATGATCGCTTCCGATATTGTGCGTGTCGATCTGTTGCAGGGGGAGCGCAGCG1
2600 CHIP3291 STM/STY STM0652 STY0703 ATGATGAATAAGACGAAAGATATAGCCGTTAGGCCGACTCGCGTATCGTGATGAATAAGACGAAAGATATAGCCGCATCTCCTCTCTGTTTTGTCTCTCCTTACCCTCAACTGGCAAAGGCTGCCGAGGCGCTGGTCGCGCAGTTGGATTACGCCGTCACTATTCATCAAACGACGCTTAATCGTATCCTGGATGAGCTACCTTTATTAGAGTCCCGTGGGCACCAGGTACTGATTAGTCGTGGCGGATGTGCGGAAATATTAAAAAAGCACAGTAAATTACCGGTAGTCGAAATTAAAATGT1
2601 CHIP3307 STM/STY STM0684 STY0722 ATGAGACTGATCCCCCTGAGTACTTACAGACCTTTAATATTTTCTGCTTCTAATTCATGAGACTGATCCCCCTGAGTACCGCAGAACAGGTTGGCAAATGGGCCGCTCGCCATATCGTTAACCGTATTAATGCGTTCAAACCGACCGCCGATCGTCCGTTTGTCCTTGGACTGCCTACCGGCGGCACGCCGCTAACGGCGTACAAAGCGCTGGTTGAGATGCACAAAGCGGGCGAGGTCAGCTTTAAGCATGTGGTCACCTTTAATATGGACGAATATGTTGGCCTGCCGAAAGAGCATCCGGAAAGCTACC1
2602 CHIP0773 STM specificSTM3639 ATGAACCGCTCACGTTTGATTAGTTAACGCGCTGTGTCAACAATGAACCGCTCACGTTTGATATCTTGCACAGCACTGGTGCTGGCGTTGATTGCTCAAAACAGTTTTGCCGGAGGCGTGGCATTAAGCAGCACGCGTGTTATTTATGACGGTAGTAGAAAGGAAGCTTCTCTTACGGTAAATAATAAAAGCACCACGGATGAATTTCTCATTCAGTCATGGATTGATGATGCTAACGGTAATAAAAAGACGCCCTTTATCATCACTCCACCGTTATTTAAATTAAGCCCGACTAAAA1
2603 CHIP2580 STM/STY STM3839 STY3939A ATGAAACGCACTTTTCAACCGTTACTTGGAAACGGTCAGACGAATGAAACGCACTTTTCAACCGTCTGTACTGAAGCGCAACCGTTCTCACGGCTTCCGTGCTCGTATGGCTACTAAAAATGGTCGTCAGGTTCTGGCACGTCGTCGTGCTAAAGGCCGCGCTCGTCTGACCGTTTCCAAGTAA1
2604 CHIP2596 STM/STY STM3858 STY3925 ATGACTAAAAAAATTGTTGCTGTGACGTTAGACTGTTTGCGCAACCGATGACTAAAAAAATTGTTGCTGTGACGGCCTGTCCGACGGGCGTCGCCCATACCTTTATGGCGGCAGAAGCGTTGGAAATTGAAGCCCGCAAGCGTGGTGACTGGATCAAGGTTGAAACCCGCGGTTCCGTCGGGGCGAAGAACACGCTGACCGCGGAAGAGATAGCGCAGGCGGATGTGGTGATTATCGCGGCGGATATTGAGCTGGATCTGTCAGGCTTTGTTGGCAAAAGACTCTATCGCACCAGTACCGGCG1
2605 CHIP0775 STM specificSTM3637 ATGTTGAAAAAGTTGATAATGTTTACGGTTACTCCACATCAATACGCATGGATGTTGAAAAAGTTGATAATGTTTACGGGCCTGTTGGGCGGGTCGGTGCTGTTTTCGGGGCAGGCGCTGGCAGCGGCAGATTTTGGACCATGTACTCCTGAAGGTGGAACACATATCTTCAGTGCCACCATAAATAAAACAGTTTCAGATACGTCAAAGAACACAACGGGTGCGACCTTCGTAGATTTCGATAGCTGGAATTTAGGTGGAACCTATGCGATGTCCTGTGAATGCCCTGATGATACCTCTCTTATAA1
2606 CHIP2590 STM/STY STM3850 STY3933 ATGTCTGAAACGCTGAATGTGGTTACGCTTTAACGCGCTGAATGTCTGAAACGCTGAATGTGGTTACACTGCTGGGAAGTTTACGCAAAGGTTCCTTTAACGGGATGGTGGCGCGTACGCTGCCTAAAGTCGCGCCGGCAGGAATGACGGTATCGCCGCTGCCTTCGATCGGGGATATTCCGCTGTATGACGCCGATATCCAGCAGGAAGAGGGATTTCCAGCCAGCGTAGAGGCGCTGGCGGAGCAGATTCGCAACGCCGACGGCGTCGTCATTGTGACGCCGGAATATAACTATT1
2607 CHIP2606 STM/STY STM3884 STY3894 ATGAACATGAAAAAACTGGCTACCCTTACTGCTTGATGACCAGTTTCAGATGAACATGAAAAAACTGGCTACCCTGGTATCTGCTGTTGCGCTGAGCGCCACCGTGAGCGCGAATGCAATGGCGAAAGACACCATTGCGCTGGTGATCTCTACCCTCAATAATCCCTTCTTCGTGTCGTTAAAAGACGGGGCGCAAAAAGAGGCGGATAAACTGGGTTATAACCTGGTGGTGCTGGACTCCCAGAACAACCCTGCCAAAGAGCTGGCGAACGTGCAGGATTTAACCGTTCGCGGGACCAAAATTC1
2608 CHIP0839 STM/STY STM3713 STY4082 ATGCTAACCACATCATTAACGTTAAATAAAGTTATCTATTTCTTAGCGCCAGCAGATGCTAACCACATCATTAACGTTAAATAAAGAGAAATGGAAGCCGATCTGGAATAAAGCGCTGGTTTTTCTTTTTGTTGCCACGTATTTTCTGGATGGTATTACGCGTTATAAACATTTGATAATCATACTTATGGTTATCACCGCGATTTATCAGGTCTCACGCTCACCGAAAAGTTTCCCCCCTCTTTTCAAAAATAGCGTATTTTATAGCGTAGCAGTATTATCATTAATCCTTGTTTATTCCATACTCATAT1
2609 CHIP0855 STM/STY STM0225 STY0248 ATGAAAAAGTGGTTATTAGCTGCAGGTTATTTAACCTGTTTCAGTACGTCAGCGGTGAAAAAGTGGTTATTAGCTGCAGGTCTTGGTTTGGCGATGGTAACGTCCGCACAGGCTGCTGACAAAATTGCAATCGTCAACATGGGTAATCTGTTCCAACAGGTTGCGCAGAAGACGGGTGTATCCAATACACTGGAAAACGAATTTAAAGGCCGTGCGGCTGAACTGCAAAAAATGGAAACCGATCTGCAATCTAAAATGCAGCGTCTGCAATCCATGAAAGCAGGTAGCGATCGTACTAAGCTGGAAAAAG1
2610 CHIP2662 STM/STY STM0121 STY0141 ATGATCAGCAGAGTGACAGAAGCTTATTTTTGCACTACAATATTTTCTTGGGATGATCAGCAGAGTGACAGAAGCCCTAAGCAAAGTGAAGGGATCGATAGGAAGCAACGAGCGCCATGCCTTGCCTGGCGTGATCGGTGACGATCTTTTGCGGTTCGGGAAGCTGCCACTCTGCTTGTTCATTTGCATCATTTTAACGGCGGTGACGGTGGTCACGACGGCGCACCATACTCGTTTACTCACCGCGCAGCGTGAACAATTGGTTCTGGAGCGCGATGCATTGGACATTGAATGGCGCAACCTGATCC1
2611 CHIP4072 STM specificSTM2765 ATGCGTAAAGCCCGTTTTACCTTAAAGCTTTTTTTCGATAACGTCTTTCATGCGTAAAGCCCGTTTTACCGAGCATCAGATCATTGCCGTAATTAAATCGGTTGAAGCCGGACGAACCGTTAAAGATGCCTGCCGGGAGGCCGGTATATCTGAAGCCACCTACTATAACTGGAAGTCCAGATACGGCGGCATGGAACCTTCTGATATTAAAAAGATAAAAGATCTTGAGGACGAGAACCGACGCCTCAAACAGATGTTTGCCGACCTGAGCCTTGAGAACCGGGCGCTGAAAGACGTTATCGAAA1
2612 CHIP4088 STM/STY STM2790 STY2910 ATGTATGATTTTGTGATTATCGGCGTTAACGGGTAAATGCGGCGATGTATGATTTTGTGATTATCGGCGGCGGCATTATCGGCATGTCGACCGCCATGCAACTTATTGATGTCTACCCGGATGCGCGCATCGCGTTGCTGGAAAAAGAGTCCGCGCCAGCCTGCCACCAGACCGGGCATAACAGCGGCGTGATCCATGCCGGGGTGTACTACACGCCCGGCAGCCTCAAAGCGCAGTTTTGTCTGGCAGGCAATCAGGCGACCAAAACCTTTTGCGATCAAAACAACATCCGCTACGACA1
2613 CHIP2376 STM/STY STM1484 STY1583 ATGCATAAAACCATTGCTGTATTACTGTTAATCCTGCGCCAGAGCATGCATAAAACCATTGCTGTATTACTGGGCATAGTGTGTTTTTTACCGGTTATGGCGAAAGCCGGGGGGGCTGAAACAGACGCCACGGATGCCAGCGACGTTAAAACGCTTTTTTTTAACCATGATGATCGGGTGCCCGTCGCCGATCCTACCCAATCGCCGTGGGATGCCATCGGGCAACTAGAGACCGCCAGCGGTAATTTGTGTACGGCAACGCTTATCTCCCCGCATATCGCCCTGACAGCAGGTCACTGCC1
2614 CHIP2392 STM/STY STM3439 STY4359 ATGGAATTAGTATTGAAAGACGCTTATGCCAGCATCTCCTCAACTATGGAATTAGTATTGAAAGACGCGCAGAGCGCGCTGACTGTTTCCGAAACTACCTTCGGTCGTGATTTCAACGAAGCGCTGGTTCACCAGGTTGTTGTTGCTTATGCAGCTGGTGCTCGTCAGGGTACTCGTGCTCAGAAGACTCGTGCTGAAGTAACTGGTTCCGGTAAAAAACCGTGGCGCCAGAAAGGCACTGGCCGTGCGCGTTCAGGTTCTATCAAGAGCCCGATCTGGCGTTCCGGTGGCGTGACCTTCG1
2615 CHIP2408 STM/STY STM3480 STY4316 ATGTTTAAATTTGTAAAAATTGCCGTTGTTATTGATCGGCAGCCGGATGTTTAAATTTGTAAAAATTGCCGTTGTGGCAGGGGTTCTGGCGACGCTCACTGCTTGTACTGGTCATATCGAAAACAAAAAAAATAACTGCAGCTACGATTATTTGCTGCACCCTGCAATTTCTATTTCTAAAATTATTGGCGGTTGCGGCCCGGCTGCCGATCAATAA1
2616 CHIP2424 STM/STY STM3508 STY4288 ATGGCGACCTCAACAACATCTTAATGGTTTTCAGACGCCAGAATGGCGACCTCAACAACATCCACGCCGCATGACGCGGTATTCAAACAGTTTTTATGCCACCCCGATACTGCACGGGATTTTTTGGAAATCCATCTCCCGTCGACATTACGTCAAATCTGTAATCTGAATACGTTACGGCTGGAGTCCGGTAGCTTTATTGAAGAGGATTTACGCCCCCATTATTCCGATATTCTTTGGTCGCTGGAAACAAGTGAAGGTGAAGGTTACATTTACGTGGTTATTGAACATCAGAGTA1
2617 CHIP2386 STM/STY STM3411 ATGAGTCGTTATCAACATAAGAAAGGGTTAAAGAGGAAGTGTTATTGGGCGATGAGTCGTTATCAACATAAGAAAGGGCAGATAAAGGACAATGCCATCGAGGCATTACTGCACGATCCCCTTTTCAGGCAACGCGTTGAAAAAAATAAGAAAGGCAAAGGAAGTTATCTGCGTAAAGGTAAACACGGTAATCGAGGGAACTGGGAGGCCAGTGGCAAGAAAGTGAATCACTTTTTTACCACTGGCCTTCTGCTTATTAAGAACGGTTATTTTGTTCTTTCAGCAGATCGCGGATTTCGCCCAATAA1
2618 CHIP2402 STM/STY STM3462 STY4335 ATGCGCGGTATAGTATTGTTTCCTTATGATGACGCCTCCAGGTATGCGCGGTATAGTATTGTTTCCAATTATCAATTGTTCTGGTGCTATGGTTGAGATCACGTCCACAGAAATGACCCCGCCTGTCAATGACTCGCATGAATTTATTCCCATGCGTGGCATTCGTAATCGCCATTTACAAACTATGCTGCCGCGTTTAATCCGCCGCAAAGTGAAGTTCAACGCCCACTGGCAGCGGCTGGAGCTACCGGACGGCGATTTTGTCGATCTGGCATGGAGCGAAGATCCGCAACAGGCAA1
2619 CHIP2418 STM/STY STM3498 STY4298 ATGATTATGCCGCAACATGACTTAATGAACCTGTGGATCGGCATGATTATGCCGCAACATGACCAATTACATCGTTATCTGTTTGAAAACTTTGCCGTTCGCGGCGAGCTGGTAACCGTTTCGGAAACCTTGCAACAGATCCTCGACAATCATAACTATCCGCAGCCGGTGAAAACCGTACTGGCCGAACTGCTGGTCGCCACTAGCCTACTGACCGCGACGCTGAAGTTTGCTGGTGACATTACGGTACAGCTCCAGGGCGACGGGCCGTTAAGCCTGGCGGTGATCAATGGCAATA1
2620 CHIP3882 STM/STY STM1254 STY1867 ATGACAAATAAAAAACACATTTTTTCAATTATCTTATTGTCCTCTTACGACAACACAGGATGACAAATAAAAAACACATTTTTTCAATTATCTTTATTGGTTCTCTTTTAACGGGGTGTGCTACAGGACCATCACCGACAGGGATTGGCTTATATACGGATGTTAAAGGGCCAATTACTGCCACGAGTCTCCCGGCAACCAAAACCGGTAAAGCGTGTGCGCAAACGGTATTGGGTATTGTAAATACCGGCGACGCATCTATTGATTCAGCGAAAAAAGCGGGCGATATTTCTTTAGTGTCGAGTGTTGATTATG1
2621 CHIP3898 STM/STY STM1287 STY1829 ATGAGCATAGTATTCAATACCGTAGCCTTACTGACGAACGTCATCCGATGAGCATAGTATTCAATACCGTAGCCAAGCCCAGCGGCAGTCTGTGTAACTTATCCTGCAAGTACTGTTTCTATCTTGATAAACCCCGGGGGCAGCGCGTCATGTCTGACGATGTGCTGGAGACGTATATCCGCCGGGTAATTGATGATACGCCATCCTCAGAGGTCTCGTTTTGCTGGCAGGGGGGAGAGCCGACGCTATGCGGTCTTTCTTTTTACCAAAAAGTGGTGCGCTTGCAGCAACGCTATGCCAACG1
2622 CHIP4011 STM/STY STM2118 STY2331 ATGATGAAATCCAAAATGAAATTGATGTTACCAGGAATGAATGTCGCTGATGATGAAATCCAAAATGAAATTGATGCCATTATTGGCGTCGCTCAGCTTGATAAGTGGTTGCACAGTACTTCCGGGCAGCAATATGTCTACGATGGGGAAAGATGTGATCAAACAGCAAGACGCTGACTTTGATCTCGACCGGATGGTCAATGTGTATCCGCTGACGCCACGGTTGGTTGAGCAATTACGCCCGCGGCCCAATGTCGCGCAACCGAATATGTCGCTGGACCAGGAGATCGCCAGCTATCAGTATC1
2623 CHIP2436 STM specificSTM3528 ATGGGTGGGCTCAGGACTTTATTTCGCGGCCGGATACATGGGTGGGCTCAGGACTACCGGGTTTATACTTCCGTTATCGCAGGGATTAGCGGATAGAAAAATGAAAAATGCTAATTGGCTTTTTTTGTCAATCATAATGGCGTTTATCGGCGTGCCGCTGCTGGTGAACATTATTACGATTATCGTGGGGGGAATGTGGGCGTACATTAGCGTTCTTGAAAATAGTATCCCCGTCGCGCGATCTATTGAGGAGGCGACCATTATCCCGGTAGCGCTTCTGGGCGCAGGGTTAA1
2624 CHIP2452 STM/STY STM3554 STY4257 ATGGCTGGTTTAAAACTACAGGCATTATACACGTTGTCCTGTTTCGCATGGCTGGTTTAAAACTACAGGCAGTAACCAAAAGCTGGGACGGCAAAACCCAGGTCATTCAACCGCTGACGCTGGACGTGGCGGATGGCGAATTTATCGTGATGGTCGGGCCGTCCGGCTGCGGCAAATCAACGTTGTTGCGGATGGTGGCTGGTCTGGAACGCGTGACCAGCGGCGATATCTGGATTGATCGCAAACGGGTCACCGAGATGGAGCCCAAAGATCGCGGCATCGCGATGGTATTTCAGAACTATG1
2625 CHIP4013 STM/STY STM2120 STY2333 ATGAGACGATTTCTGACGACGTTACAGCTTATTCAGCAGCTTCTTCAATGAGACGATTTCTGACGACGCTGATGATTCTCCTGGTCGTGCTGGTGGCCGGATTCTCTGCGTTGGTATTGTTGGTCAATCCGAATGATTTCCGCGCCTATATGGTGCAGCAGGTTGCCGCGCGTAGTGAATATCAGTTGCAACTTGACGGGCCGCTGCGCTGGCACGTATGGCCGCAACTGAGTATCCTTTCCGGGCGAATGACGCTAACGGCGCGAGGCGCCAGCGAACCGCTGGTGCGGGCTGACAATATGC1
2626 CHIP4029 STM/STY STM2711 STY4616 ATGGATGAGCTGCAGAAGGTTTACCCCGCCAGCCAGCGGTGGATGAGCTGCAGAAGGTGGATGACTGGCTGACGGCGCTGCTGGCGAATCTGGAGCCTGCCGCGCGCAGCCGTATGATGCGGCAACTGGCGCAACAGCTGCGCCGGACGCAGCAGCAGAACATCAGGCTGCAGCGTAATCCTGACGGCAGCGGCTATGAGCCGCGCCGGGTGACTGCCCGCAGCAAGAAGGGACGCATCAAACGCCAGATGTTTGCAAAGCTTCGCACCACAAAATACCTGAAAACCACCGCCA1
2627 CHIP3757 STM/STY STM0286 STY0310 ATGCGCCGGCCAGCAGTGTTACAGCATCTGACCTCTATTTTTTTCATGCGCCGGCCAGCAGTGGTATCAGCCCCGGCGATGTTCGGCAGGCTGCCGGACCAGCGCGACTATGTGCGCTGGCGAGTGGGCGCTGAAGAGGGACGAATATGGCAGGACTGGCTGAACCGCCAGACGTGGGTGGGCAGCGGGCGGCATATCGTGTTGCCGGGAGGCCAGACGACCGATGAAGAGCGTGACGGCTGGATGCACCTGTCGCCGCGTGGCGAACATGATATGCCCGCGCCGGAACACCATCCGCTGC1
2628 CHIP3773 STM/STY STM0313 STY0358 ATGCGCAAAATCATACATGTTGTTATAACCCTAACACCAACTGTCGTTATGCGCAAAATCATACATGTTGATATGGACTGTTTTTTTGCCGCGGTAGAGATGCGTGATAATCCGGCGTTACGCGATATCCCCATTGCCATTGGCGGGAGTCGTGAGCGAAGAGGCGTTATCAGTACCGCCAACTATCCTGCGCGCCAGTTTGGCGTACGTAGCGCGATGCCGACCGCCATGGCGCTAAAGCTGTGCCCCCATCTCACCTTACTGCCTGGCCGCTTTGACGCCTATAAAGAGGCTTCGCGGCATG1
2629 CHIP4007 STM/STY STM2112 STY2324 ATGTCTCGTTCTATCAGAATCTGTAGCTTTATGAAATTTTTAACGCCTTGCGATGTCTCGTTCTATCAGAATCTGTAGCTATCTGCTGCTGCCGCTGATCTACCTACTGGTCAATGTCAAGATTGCCCAACTGGGGGAAAGCTTTCCCATTACCATCGTCACTTTTTTACCGCTGTTGCTGCTGTTATTTGTGGAACGCATTAGCGTAAAAAAATTGATGATCGCCTTAGGCATCGGCGCGGGGCTTACGGCATTTAACTTCCTGTTCGGCCAGTCGCTGAATGCCGGTAAATATGTCACGTCCACGA1
2630 CHIP4023 STM/STY STM2137 ATGGCACGTTTTAATGCCGTTACCTCCAAGAACTGGCAGTTAAACATGGCACGTTTTAATGCCGCTTTTACAAGGATTAAAATAATGTTTTCCCGGATTAGAGGTTTGATTTCATGTCAAAGTAATACTCAAACCATCGCACCTACGCTCAGTCCACCTTCATCAGGCCATGTAAGTTTTGCTGGGATTGATTATCCTCTATTGCCACTAAATCACCAAACGCCGCTCGTTTTTCAGTGGTTTGAACGCAATCCAGATAGATTTGGTCAAAACGAAATTCCCATTATCAATACGCAGAAAA1
2631 CHIP4047 STM specificSTM2740 ATGCCTAACCAACTGAAACCCTTTACGGGGAAAATGACCTGATGCCTAACCAACTGAAACCCTTAACAAATGTGGAGATCGCTGGCGCGAAGCCCCGTAGCACAGACTATGAGCTACGGGACGGTGAAGGCCTGTACTTGCTGGTTAAGACTTCAGGGAGGAAGGCCTGGCATTTCGAGTATTATCATCCCGTCACCAAAAAGCGCACCAAAACCAGCCTTGGCCCTTACCCGGTCGTTACACTGGCCATGGCTCGCGAAACTCGCACGAAATACAGACGACTGCTCTATCAGGGCA1
2632 CHIP4063 STM specificSTM2756 ATGGAAACGCAATCTGTTGCTTATTCGAGGTTGGCGTGCATGGAAACGCAATCTGTTGCAGGCGTTGCCTGTAGCGACCTGAATCAGGCGATGTCGCGGATTGATGGCGCTGCGCTGGCGCGTCTGGAGCAGGCCATTGCTGACGCGAAAGCGGTATTTGTTTTTGGCGCAGGGCGTTCGCTGTTGATGCTGAAAGCTTTTGCGATGCGCCTGATGCATATCGGCCTGAAGGTGCATGTTGTCGGCGATGTGGTCACGCCTGCGCTGCAAAAAGGCGACCTGCTGTTACTGGCGA1
2633 CHIP3791 STM specificSTM1048 ATGAGCAAAGGTGGAGGGATTAGTCCCTTAAAAAAATCCAGATACCATGAGCAAAGGTGGAGGGAAGGGGCATACACCACGTGAGGCGAAGGACGATCTGAAGTCCACACAACAACTGAGCGTGATTGATGCCCTCAGTGAGGGACCGATAGTCGGCCCGGTGAACGGTCTGCAGAGCGTGCTGATTAATAACACGCCGGTGGTGGACGCGGACGGTAACAGTAATATTCACGGCGTGACCGTGGTATATCAGGTGGGGGAGACACCACAGGCACCGCTGGAAGGTTTTGAGGCTTCCGGCG1
2634 CHIP3807 STM/STY STM1082 STY1106 ATGCATATTCGACATCAGGATCTTTTAACGTACCTGACTGGGCAGAATGCATATTCGACATCAGGATCTTACGACGGCAGAGGTGCGTTCCAGTCATCTGCACCGTTTGCATCGTGTTACGCTTTTTTCCGCCGCTATCTGCCATATTACGCAGGGCAGTAAAGTCATCATTCAGGATGATAGCCGCCTTGTCGCCGGGCCTGGCGAGTTGATTATTATCCCGGCGAACACGCCGCTGGAGATTATTAATCAGCCTGCGCAGAACGGTTTTCGCTCCGACCTGTTATTACTTTCACCGGAGA1
2635 CHIP3425 STM/STY STM0869 STY0902 ATGGAACTCATCATGAAAGAAAATGCTTAACCCCGCCATTTCGGGTGGAACTCATCATGAAAGAAAATGCCGTAAGACGCGCCAATGATCCTAAGCGACGGGAAAAAATAATTCAGGCCACACTGGAAGCGGTAAAGACCTATGGCGTTCATGCCGTGACGCACCGGAAAATCGCCGCTATCGCTCAGGTGCCGCTTGGCTCGATGACCTACTATTTTGCCGGTATGGATGCGTTATTGAGTGAAGCTTTTACACTTTTCACCGAGAACATGTCGCGTCAATACCAGGACTTTTTTGCGC1
2636 CHIP3441 STM specificSTM0897 ATGCCCTCAATATCTCATCAGGTTTAGTTGATTCCTCCGCTGAAATATTTCTTGCCCTCAATATCTCATCAGGTATTTCTGTCTGGATGGACGAAGAGGAGAAACGCCGTGAAAAACAACACAATTGAAATTTACCGTCGTCGTATTGCAATTGCTGCACTGGAGAGGATGAAACGTAAGACAGGTAGCAACTGTGTCATCGTTAATATGCCCGATGGTGATATTCAGAAGATAGACTTTGACGAAAAATCAATGCTGAAACTGTTAATGCGTTTTGAAAGACAGGCGTGCAGTGAATACGGAATTT1
2637 CHIP3457 STM specificSTM0914 ATGTCTCTGAAGGGGCTCGTTATCGGGTCAGATACAGCCTCATGTCTCTGAAGGGGCTCGAAAATGCCATTCGTAACCTGAACAGTCTGGACAGGCATATGGTGCCGCAGGCCAGCGCCTGGGCAGTCAACCGCGTGGCGGCCTCGGCGGTGTCCGCCGCCACGCACCGTGTGGCGAAAGAGGCTGTGGCGGGAGATAACCAGAAAAAAGGGATCCCTTTCCGGCTGGTGAAACAGCGCGTCAGACTCTGGAAGGCGAGCGCAACGGGAAAACACTATGCCCGTATCCGGGTTAACC1
2638 CHIP3473 STM/STY STM0932 STY0928 ATGAAGGTACTGGTTACCGGCGTTAACGCGGTAAATTTCCGTGATGAAGGTACTGGTTACCGGCGCCACCAGCGGCTTAGGTCGAAACGCGGTTGAATTTTTGCGCAATAAAGGCATCAGCGTCAGAGCGACGGGTCGCAATGAAGCGATGGGCAAGCTGCTTGAAAAAATGGGCGCGGAATTCGTCCATGCGGATTTAACCGAACTGGTCTCCTCGCAGGCTAAAGTGATGCTTGCCGGGATCGACACGTTGTGGCACTGCTCCAGCTTTACCTCGCCCTGGGGAACCCAACAGGCTT1
2639 CHIP3113 STM/STY STM2543 STY2789 ATGAAATTACCGATTTATCTCGACTACTCTTAATGATGTGCCCATTCGATGATGAAATTACCGATTTATCTCGACTACTCCGCAACCACGCCGGTGGACCCGCGTGTTGCCGAGAAAATGATGCAGTTTCTGACCCTGGACGGAACCTTTGGGAACCCGGCGTCTCGTTCACACCGTTTCGGCTGGCAGGCTGAAGAAGCCGTCGATATCGCCCGCAACCAGATTGCTGAACTGGTCGGCGCCGACCCGCGTGAAATCGTCTTTACCTCAGGGGCGACGGAGTCTGATAACCTGGCGATTAAAGGCG1
2640 CHIP3129 STM specificSTM2585 ATGATGAGATTCGTATATATTTATATCTTAGTGATTTATGTTATTCATCCGGGAAAACCTCTGTGATGAGATTCGTATATATTTATATCTTAGTGATTTATGGATCATACTTGTGGTTTTCCTTAGGAGGTAACATGTTTACAATTAATAGTACTAACAGGGTGGCGAGCACAATCGCTCCATATGCATGTGTAAGCGATGTTAATTTAGAGGACAAGGCTACATTTTTAGATGAACATACCTCAATACATGCGAATGATTCTTCTTTGCAATGCTTTGTCTTAAATGATCAGCATGTTCCGCAGAATACATTAGCTA1
2641 CHIP3099 STM/STY STM2511 STY2752 ATGCTACGTATCGCTAAAGAAGCCTTAGGAGCCCAGACGGTAGTTCATGCTACGTATCGCTAAAGAAGCCCTGACGTTTGACGACGTCCTCCTTGTTCCCGCTCACTCCACCGTTTTGCCGAATACTGCCGATCTCAGCACGCAGTTGACGAAAACTATTCGTCTGAATATTCCTATGCTTTCTGCGGCGATGGACACCGTGACGGAAGCGCGCCTGGCAATTGCCCTGGCCCAGGAAGGCGGCATTGGTTTTATCCACAAAAACATGTCCATTGAGCGCCAGGCGGAAGAAGTTCGCCGCG1



2642 CHIP3499 STM/STY STM0986 STY0987 ATGTCATTGCCGTACCTTTCTCTTTAGGGTGCAGGGTCTATTTCCATGTCATTGCCGTACCTTTCTCTTTCCCAGGCCCGTTGTCTTCACCTTGCTGCGCAGGGGCTATTGAAAAAGCCGCGCCGTAACGCGCTGCCTGGCGATGTTCTTGCCGCCATCTCACGCATGGCGTTGCTGCAAATTGATACCATCAATGTTGTCGCACGTAGCCCCTATCTGGTGCTGTTTAGCCGTCTCGGCTCGTACCCGCAGGCCTGGCTGGATGAGGCGCTGCGACGCGGCGAGTTAATGGAATACTGGG1
2643 CHIP3524 STM specificSTM1033 ATGAAGACAACAGTGGCGGCTTATACGGTGCATTTCACCATGGTGAAGACAACAGTGGCGGCGATAAAAATGCCGCCGGTGATGACAGCAGGGAACGGACGCGGGGAGGGAAGCAGTAATAGCTGGTATTCCATCAGGGCTGCAGCCAATAACACGGCGGAAGTCCGCATTTATGACGAGATTGGTGGATGGGGAATTTCGGCTCGCTGGTTTGCAGAAGAACTGGCTGCACTGGGACAGATTAACCGGATAAATCTGCATATTCATTCACCTGGCGGAGCAGTACTGGACGGAATAG1
2644 CHIP3556 STM specificSTM4215 ATGGAAACATTATCTGTTATACATACCGTGTTATTGAATTTCCTCATAATTAACGATTGATGGAAACATTATCTGTTATACATACCGTGGCGAATAGACTACGTGAATTAAACCCTGATATGGATATACATATTTCATCAACCGATGCGAAAGTATATATCCCAACAGGACAGCAGGTAACGGTATTAATTCACTACTGCGGTTCGGTTTTTGCCGAACCAGAAAATACGGATGCCACGGTACAAAAACAACTAATCCGGATTTCCGCCACCGTTATTGTTCCGCAAATAAGTGACGCGATAAACGCGCTGGATC1
2645 CHIP4148 STM/STY STM2851 STY2973 ATGAGTTCACTTTCACTGATTACTAGCGTTAGGCTCCTCGTGAAACCATGAGTTCACTTTCACTGATTACTAGCGGCGTCGCGTGGTTTGCCGCCGCCGCCGTTCTGGCGTTTCTGTTTTCGTTTCATAAAGCGCTGAGCGGCTGGATTGCCGGTATCGGCGGCGCGGTCGGCAGCCTGTGTACGGCAGGCGCGGGGTTCACCGCGCTGACCAGCGCCGTTACGGTTAGCGGCGTGATGCCGTTTACCGGCCACATGCTGCAAATTACGCCGCTGAATGCTATCTGGCTGATTACGCTGGGGC1
2646 CHIP4172 STM/STY STM2922 STY3047 ATGGCATTTGATGATTTGCGTTATTTACGGTTGGCCAGCAATGGCATTTGATGATTTGCGCAGTTTTTTACATGCGCTGGATCAGCAGGGACAACTGCTGAAAATCAGCGAGGAAGTGAATGCGGAGCCGGATCTCGCAGCCGCTGCCAACGCAACGGGACGCATCGGCGATGGCGCGCCCGCGCTGTGGTTTGACAATATTCGTGGTTTTACCGACGCCCGCGTGGCGATGAATACCATCGGTTCCTGGCAGAACCATGCCATCTCACTGGGTTTGCCGCCTAACACGCCGGTTA1
2647 CHIP3078 STM/STY STM2474 STY2711 ATGTCCCGTAAAGACCTTGCCTTAGCCTTTGATGTTTAGCACCCATGTCCCGTAAAGACCTTGCCAATGCGATTCGTGCGCTGAGCATGGATGCCGTTCAAAAAGCCAATTCCGGGCACCCCGGCGCGCCGATGGGGATGGCGGATATCGCTGAAGTGCTATGGAACGATTTTCTTAAACATAACCCCACCGATCCGACCTGGTATGACCGTGATCGTTTTATCCTTTCCAACGGTCACGCCTCCATGCTGCTCTATAGTCTGCTGCATTTAACCGGGTATGACCTGCCGCTGGAGGAGT1
2648 CHIP3478 STM/STY STM0945 STY0943 ATGCTCAATCAAGAACTGGAACTCTTAGTGCGCGGCTTCCGGATGCTCAATCAAGAACTGGAACTCAGTTTAAACATGGCTTTCGCCAGAGCGCGCGAGCACCGTCATGAGTTTATGACCGTCGAGCATCTGTTGCTGGCGCTGCTCAGCAACCCATCGGCTCGCGAAGCGCTGGAAGCATGCTCCGTGGATCTGGTGGCGCTCCGTCAGGAACTCGAAGCCTTCATTGAACAAACCACACCCGTACTGCCTGCCAGTGAAGAAGAGCGTGATACGCAGCCGACGTTAAGTTTCCAGC1
2649 CHIP3502 STM/STY STM0989 STY0991 ATGGAACAGTTGCGGGCCTTAGGCAAGCCAGGGGAGATGGAACAGTTGCGGGCCGAACTCAGTCATTTGTTGGGTGAAAAACTTAGCCGTATAGAGTGCGTGAATGAGAAAGCGGATTCCGCATTGTGGTCATTATATGACAGCCAGGGCATTCCGATGCCGCTGATGGCGCGAAGTTTTACCACTCCCGGCGTTGCGCAGCAACTGGCATGGAAAACCTCAATGCTGGCGCGTAGCGGTACGGTGAGGATGCCGGTAATCTATGGCGTATTGACGCATGAAGAGCATCCTG1
2650 CHIP3527 STM specificSTM1036 ATGGAGGTAAAGGGGCTTAAAGATTATTTTTTAGTGAATCTCCTCAGTTCATAACATGGAGGTAAAGGGGCTTAAAGAGGCCATTTCAGTACTTAAAGAACTTGATCGTGGATATGTGACCCGGGCAAAAATTCGGGCCATTAACCGGGTGGCAAAACGGGTGGTCAGCGTGTCAGTTCGCAGTGCTGCTGCTTTGGTGGTGGCCGGAGACAACCGACGGCAGGGTATTCCCGTCAGAACGGTAAGACGTCGCGCCAGAGTCAGGCTGGCCAGAGCGGACAAGCCTTTTGCCAACATTTATGTGAACTGTG1
2651 CHIP3543 STM specificSTM4201 ATGGATAAACTGCTTCTGCCGTTACTCCGGGTAAATAGATGTAATTTCAATGGATAAACTGCTTCTGCCGCCGCCGCTGGCCAGCGACGAACGTTTCTCAATTCTGGCGAACATTGCCGCCGAACGTTTCGCGCAAATCGACCTGACGGCGTTGCTGGTCTATCTGGTGGATATCGTTGATGCCTCGGCATTGCCCTCGTTGGCCGAACAGTTTCATGTACAGGGGCTCGAAGGCTGGCTATTTGCTGCCAATGAACAGGAGAAACGAGAGTTAATTAAGCAGGCGATTGAACTGCATAAATATA1
2652 CHIP3567 STM/STY STM4243 STY4439 ATGCAGCCTGAAACCCAGTTTAACGCTTGTCTGCCACCAATGCAGCCTGAAACCCAGTCCTCCGCTTTACCTGCTTATCGCTTCTCCATCGCGCCTATGCTCGACTGGACGGACAGACATTGCCGCTATTTCCTGCGTTTGCTGTCTCGCCAGACGCAGCTCTACACCGAAATGGTGACCACGGGCGCGATTATTCACGGTAAGGGTGACTATCTGGCTTATAGCGAAGAAGAGCATCCGGTCGCTCTACAGCTTGGTGGAAGCGATCCGGCTCAGCTTGCGCATTGTGCAAAGC1
2653 CHIP3665 STM/STY STM4442 STY4781 ATGATGAAAGAGCAATTCACCACCTTAGCGTTTCGCGACGAAATGATGAAAGAGCAATTCACCACCACGGTGAGAGTAAAAGGCAAGGGCGACGCCAAAGCACGCGCCTTTGCCGATGCGCTGAACCATGTTCAGTCGGCGGTGATGAGAGAGTCGCCGTATATCTTACTGCGTATTGAGCCACAGGATGTGCGGATTGTTCAGGCGCATGAGTCGGTGCGTAAAGAGGCCTTTCTGTTTTTCTTTTTGCGCCGGGAACGACGCACTTACAGCGTGGAGCTGGATGTGACCGTCAACG1
2654 CHIP3009 STM/STY STM2318 STY2548 ATGAACATGCTTGCCTTAACCATTACCAGCGTACGTTTACCCAGATGAACATGCTTGCCTTAACCATTATTCTGCCATTGATTGGCTTTGTACTGCTGGCGTTCTCTCGCGGACGCTGGTCGGAAAATCTCTCCGCGACCATTGGCGTGGGCTCCGTTGGTCTGGCGGCGTTGGTGACAGCGTTTGTCGGGATGGATTTCTTCGCCAACGGCAAACAGGCGTTCAGCCAGCCGCTGTGGACGTGGATGTCGGTCGGTAACTTTAACATCGGTTTTAACCTGGTGCTGGACGGCCTGTCGC1
2655 CHIP3025 STM/STY STM2344 STY2574 ATGCTGGGAACCTGGTTATCTGTTAGAAACGGTCAATAATCGTTTTAATGATGCTGGGAACCTGGTTATCTGACGCAACCATCACGCTACAGGAGAGCGTGGAAACGTGGCCGCAGGCGCTGGAAATTTGCGGCAAACCCCTGCTGGACGCAGGTGTTATCGCACCGGAATACCTTACGGCGATTGTTCAGCAGCACCAAAAGCTTGGGCCATATTATGTATTAGCGCCAGGGTTAGCGATGCCGCATGCGAGGCCGGAAGAGGGGGCGAAAGGGTTAGGTTTATCGTTACTGAAACTACAGCACG1
2656 CHIP2277 STM/STY STM1117 STY1153 ATGAAAAAATCATTACTCGCTGTTGCTTATTTTGCAGCAGTGTTCATGACATGAAAAAATCATTACTCGCTGTTGCTGTGGCAGGGGCTGTTTTGTTGTCATCCGCCGTACAGGCGCAGACAACGCCGGAGGGTTATCAATTACAACAGGTGCTGATGATGAGCCGCCATAATCTGCGGGCGCCGCTGGCGAATAATGGCAGCGTACTGGCGCAGTCGACGCCGAACGCCTGGCCGGCGTGGGACGTTCCCGGCGGGCAACTGACGACGAAAGGCGGCGTGCTGGAAGTCTATATGGGACACTACA1
2657 CHIP0218 STM/STY STM1259 STY1861 ATGCTGAGCTGCCGCGACTTATTCCACCTGTAAATGGCGGATGCTGAGCTGCCGCGACCTCGTTATTCGTCAGGGCGGGAAAGTCTTATGGCAGAACCTGACGTTTACGATTTCTGCCGGTGAACGGGTAGGAATTCATGCGCCAAGCGGAACGGGGAAAACAACGTTGGGGCGCGTCCTGGCCGGATGGCAAAAGCCGACGGCGGGCGACGTTCTGCTGGACGGCAGCCCGTTACCCCTGCATCAGTATTGTCCGGTACAGCTTGTCCCCCAGCATCCTGAACTGACGTTTAATC1
2658 CHIP2325 STM/STY STM1112 STY1148 ATGGAACTTAAGGATTATTACGCCATTATGCTTTCCCCCATTGCATGGAACTTAAGGATTATTACGCCATTATGGGCGTGAAACCGACGGACGATCTCAAGACGATTAAGACCGCCTATCGCCGACTGGCCCGCAAGTACCATCCAGATGTCAGCAAAGAACCCGATGCCGAAGCCCGTTTCAAAGAGGTTGCTGAAGCATGGGAAGTGCTGAGTGATGAGCAACGGCGCGCCGAGTATGACCAGTTATGGCAACACCGTAACGATCCACAATTTAATCGCCAGTTCCAGCAACACGAAG1
2659 CHIP2319 STM/STY STM1067 STY1088 ATGGTAGATAAACGCGAATCCTATACATTAGAACGCGGAAGTATCCTGGATGGTAGATAAACGCGAATCCTATACAAAAGAAGACCTTCTTGCCTCTGGTCGTGGTGAACTGTTTGGCGCTAAAGGGCCGCAACTCCCTGCACCGAACATGCTGATGATGGACCGCGTCGTTAAGATGACCGAAACGGGCGGCAATTTCGACAAAGGCTATGTCGAAGCCGAGCTGGATATCAATCCGGATCTATGGTTCTTCGGATGCCACTTTATCGGCGATCCGGTGATGCCCGGTTGTCTGGGTCTGGATG1
2660 CHIP0260 STM/STY STM2516 STY2761 ATGCAAGCAACAGTAAAACGGCTTATTTGCGTTTGTAGTCGATGGATGCAAGCAACAGTAAAACGGCGGCTGACGAAGGTCGCTTTAGCATTAGTAGTTGCCGGGTATTGCGCCGCGCCAGCGGTGGCGGCAAACGGTAATCTGAAATCGGGGCAGTGGCAGATTGTCTCTGAACAGACGGGCACCATTCAGGGTACGGTGCCGTGGATTACCCGTGCGGCGGATAAAACTGCGGATACCGACAAAGATCACGTAACGGTAACTATCGATCGCGGCGATCGTAAAATTGTGACCGAAGGCG1
2661 CHIP0284 STM/STY STM0026 STY0031 ATGCGTAACGATATCCTGTACGGTTATTCATAGGCAAGAATGAAGGTTGATGCGTAACGATATCCTGTACGGCATCGGGATGCTGCTGGCGGCATCCGGCGTCCAGGCGCACGATGGCCGGGTCTATGTTTCCGGAACCATCACGGACAATACGTGTTCGCTCTCTCCTGGCTCGGAAAATATTAACGTGGCGATGGGCGCGGTTTCTCAACGGCAGTTTTATCGCGCAGGCGACGGTTCCGCATGGCAACCTTTTGCTATCGATTTACAAAACTGCGGCAGCACTGCCAGCGGCGTAACGGTCA1
2662 CHIP2956 STM/STY STM1987 STY2194 ATGCCGCACGAAACACTGTTATTTCTTTTCCCGCTCCTGAGTGCCGCACGAAACACTGTTAGACAATCAAGGCTGGTTTAAAAAGCTGGCGCGGCGTTTTGGTCCCGGTCATGTCGTCAACACCTGTTTTCTGATCGTGATGCTGTTCTCGACGCTACTTACCTGGAGGGAAGTGATGATACTGAAAGACGCGTATGTCGCCAGTCAGCGCAATCATCTGGGGAGCGTCGCGAATGTCCTTGACCGCCAACTGCAATTCAACATGGACAGGTTGATCTTTTTACGCAACGGTATGC1
2663 CHIP2972 STM/STY STM2066 STY2275 ATGAAGATATCATCAGGCGCATTACGCCCAGGCCAGTGGATGAAGATATCATCAGGCGCAATTAATTTTTCTACTATTCCTAACCAGGTTAAAAAATTAATTACCTCTATTCGTGAACATACGAAAAACGGGCTCACCTCAAAAATAACCAGTGTTAAAAACACGCATACATCTTTAAATGAAAAATTTAAAACAGGAAAGGACTCACCGATTGAGTTCGCGTTACCACAAAAAATAAAAGACTTCTTTCAGCCGAAAGATAAAAACACCTTAAACAAAACATTGATTACTGTTA1
2664 CHIP2988 STM/STY STM2275 STY2504 ATGTTACGTAAAAAACAATACAATTCAAAAGCTTACGCTTTCAGCGCAAGAATGTTACGTAAAAAACAATACAATTCAAAAGCTAATGTGTCATATCTGATATATCAGCAAGCAAACTTAATGAAATATACAATAACAACAATAAAGTATGTAAATTTTCTTATATCTGATATATTAGATCCGTTAATTTTGAATAAATTAATTACAATGGAGCCGGGTTTAACCATGGAGGAGAAGAAAATGAAAAATAGATTAAAGCGTGACTTTAGTCACATATCAATTGAAATACCCAAATCCATCACCCAGG1
2665 CHIP2958 STM/STY STM1989 STY2196 ATGGCAGGAAGTAGCTTACTGACATTAGTGCGAAACACCGCGTTGGCAGGAAGTAGCTTACTGACATTACTCGACGATATCGCCACGCTGCTGGACGATATTTCGGTAATGGGCAAATTGGCCGCGAAAAAAACCGCGGGCGTACTGGGGGATGACCTGTCGCTCAATGCGCAGCAGGTGACCGGCGTTCGCGCTAATCGCGAGCTGCCGGTGGTATGGAGCGTGGCGAAAGGATCATTAATCAACAAGGTTATTCTGGTGCCGTTGGCGCTGTTGATAAGCGCATTTATCCCGTGGG1
2666 CHIP2974 STM/STY STM2069 STY2278 ATGAAACCACTGCTGGACGTTTAAACCGGCGATTTTGCAATGAAACCACTGCTGGACGTTCTGATTATTCTTGATGCGTTAGAAAAAGAAGGCAGCTTCGCGGCGGCGTCGGCAAAATTATTTAAAACGCCGTCCGCCCTCAGTTATACCGTTCATAAGCTGGAAAACGATCTTAATATCCAACTGCTCGACCGTAGCGGGCATCGCGCGCGATTTACGCGAACCGGTAAGATGCTACTGGAAAAAGGCCGTGAAGTGCTGCACACCGTTCGCGAGCTGGAAAAGCAGGCGATTA1
2667 CHIP2990 STM/STY STM2280 STY2509 ATGAAAGAAAAATTATGGACGAAAGATTTTTGTTAGTGCAACTCGCTGGTGGATGAAAGAAAAATTATGGACGAAAGATTTTTGGGCAATCACCATAGTCAGTTTTATTATCTTTTTTGTTTTTTATGTACTGCTAACTTTATTACCCATTTATATCGCTGACCGCCTGCATGCTTCTGCAGATAAGGCCGGGCTGTTAGTGACATGTTTCCTGGCCGCGGCAATTGTTATTCGGCCATTTGCCGGACAATGGGTGGGAAAATATTCGAATAAAAAGATTCTGGTGCTCTCTTCTCTGGCTTTTTTGG1
2668 CHIP3006 STM/STY STM2314 STY2545 ATGGACAATTTTCAGAAAGATATTGATGTTAGGCGCTTTTGCGGCTATGGACAATTTTCAGAAAGATATTGATGACAGGGCCAATTTAACCCTGTCCAACCGTTTTGAACTGCTGTTATTCCGTCTTGGTACATCGCTGCATGAACAGAAGTCAGAGCTGTTCGGCATCAATGTATTTAAGCTGCGCGAAATCGTACCAATGCCCGCCTTTACGCGCCCGGCAGGCATGAAAGCGCCGCTATTGGGCATGGTCAATATTCGGGATCAGGTCATTCCGGTGATTGATTTGCCAGCGGTAGCGG1
2669 CHIP3030 STM/STY STM2358 STY2588 ATGTATATGCCAGTTCTGGAAATAAATCTTTAACGCGTAAACCTCCAGGCATGTATATGCCAGTTCTGGAAATAAATCTACGCAAGCTGGAAGAAAACGCCCGCACGGAAAAAGCTCTGCTGGCAAGTAGCGGTATTGACGTGATGGCTGTCAATAAAGTTTTTGACGGCTGCGTGGAAACCGCGCAGGCGGTGTTCAACGGCGGAATTACCGTTATCGCTGAATCACGAACCTATAATTTGAAAAAAATACGCGAGACAGGATGTACGACCTGCCTGTTACGCAGTCCGTGTCTGAGTGAAATCG1
2670 CHIP2282 STM/STY STM1187 STY1227 ATGTTCATCCACTGGCGTAGATTATTTTGCGTTACGCAGCACATGTTCATCCACTGGCGTAGACGTCTCTATAAGCATAGAAAAATGTGTGGCGCGAATCTCACAGGCTATTTAGAATCGCCCCCCATGAAAACAGAAACGCCATCCGTAAAAATTGTTGCTATCGCCGCTGACGAAGCGGGGCAACGCATTGATAACTTTTTGCGCACCCAACTGAAAGGGGTACCAAAAAGTATGATTTATCGCATCTTGCGTAAAGGCGAGGTGCGGGTGAACAAAAAACGCATTAAACCGGAAT1
2671 CHIP0553 STM/STY STM1174 STY1213 ATGCTCGACAGGCTCGATGTTAGTTTCCTCCCTGTAGCACATTCATGCTCGACAGGCTCGATGCCGCCTTACGATTTCAGCAGGAAGCGCTAAATCTGCGCGCGCAACGTCAGGAAATATTAGCGGCGAATATCGCCAATGCCGATACGCCGGGGTATCAGGCGCGCGATATTGATTTTGCCAGTGAGTTAAAAAAGGTGATGGTGCGTGGACGGGAAGAAACCGGCGGCGTCGCGTTAACGTTGACTTCCTCTCACCATATTCCCGCCCAGGCGGTCTCTTCTCCCGCAGTGGATCTGC1
2672 CHIP0569 STM/STY STM3446 STY4352 ATGGCTCGTACAACACCCATTATTTACCACGGGCTTCGATGGCTCGTACAACACCCATCGCACGCTACCGTAATATCGGTATCAGTGCGCACATCGACGCCGGTAAAACCACTACTACCGAACGTATTCTGTTCTACACCGGTGTAAACCACAAAATCGGTGAAGTTCATGACGGCGCAGCTACCATGGACTGGATGGAGCAGGAGCAGGAGCGTGGTATTACTATCACCTCCGCAGCGACTACTGCATTCTGGTCTGGTATGGCTAAGCAGTATGAACCGCATCGCATCAACA1
2673 CHIP1332 STM/STY STM0340 STY0373 ATGTCTATGAAAAAATATTTAGCAATGATCATTATTTATACGAAACGGCGTATTGAAATGTCTATGAAAAAATATTTAGCAATGATCACAGGCTCACTTCTTGTCTCCAGCAGCGCGATGGCTGTTTCTGATAACACCATCACCTTTCAAGGGGAAGTCTCTGATGAAACATGCTCTGTCGTTATTAATGGTAATCAGGCTAAACCCGTCGTGTTATTACCAACAGTAAGTACTAAAGATTTATCAGAACAAGGGAAAACCGCGGGGCCAATAACGTTTGATATTGGGCTGTCCGGGTGTACCGGCTCTCAGG1
2674 CHIP1348 STM/STY STM0162 STY0184 ATGAAAATGATAGTTATCGCCGATGTTAGTCTCCACAATACATCTCCTCAATATAATAAAGATGAAAATGATAGTTATCGCCGATGATTTTACCGGATCGAATGATACCGGCGTCCAGTTGGCGAAGAAGGGGGCGAGAACGGAAGTCATGTTGAGCGCGTCGCAAAAACCGTCCCGCCGCGCCGATGTGTTAGTCATTAACACCGAAAGCCGGGCGATGCCCGCAGATCAGGCGGCATCTGCCGTTTATGCCGCGCTTTCGCCGTGGTGTGAGACATCGCCAGCGCCGCTGGTGTACAAAAAAATCGACTCCACAT1
2675 CHIP1468 STM/STY STM0442 STY0484 ATGTTCGGAAAATTATCACTGGATGTTAGTTGCCATTTTTCAGCCATGTTCGGAAAATTATCACTGGATGCAGTACCGTTCCATGAACCTATCGTCATGGTAACGATCGCTGCAATTATCGTCGGGGGACTGGCGATACTGGCAGCGATTACTTACTTCGGTAAGTGGACCTACCTATGGAAAGAGTGGTTAACGTCGGTTGACCATAAACGCCTCGGCATCATGTATATCATCGTCGCGATTGTGATGCTGTTACGTGGTTTCGCCGATGCCATCATGATGCGTAGCCAGCAGGCGCTTG1
2676 CHIP1484 STM/STY STM4272 STY4470 ATGAATAACGTTCAGTTAAGCGTACTGTTAGAACATCACCCTCGCCGTGAATAACGTTCAGTTAAGCGTACTGTGCCTGGTGATTACGCTGGGAATTTATTTCGCCAATAAGCGCCTGTATCGCCGTTTTCGCAAATTGCCGTTGATGCCATTAGTGCTGACGCCGGCACTGCTGGTGTTAATGCTGGTGTTCGGTCATATCTCCTGGCAAAACTACATTGGTGAATCGCACTGGCTATTGTGGCTGCTCGGCCCGGCGACCATTGCCTTTGCGGTGCCGGTGTACGATAACCTCGCGATTA1
2677 CHIP1470 STM/STY STM4182 STY4400 ATGCCGATTCGCGTGCTGTTAATCCAGGGTTGGATTCATGATGCCGATTCGCGTGCTGGACGAGCTACCCGCCGTCAATTTTTTACGTGAGGAGAATGTCTTCGTCATGACGACTTCTCGCGCATCAGGTCAGGAAATTCGCCCGCTAAAGGTACTTATCCTTAACCTGATGCCGAAGAAGATTGAAACGGAAAATCAGTTTCTGCGTTTGCTATCGAACTCGCCATTGCAGGTCGATATTCAACTACTGCGGATAGATGCCCGCGAGTCGAGGAACACGCCAGCCGAGCATCTGA1
2678 CHIP1406 STM/STY STM0139 STY0161 ATGCACACCCAGGTCCTATTTGTTAGCAACAGGCCAGTTCAAAATCATGCACACCCAGGTCCTATTTGAACACCCTCTCAATGAGAAGATGCGTACGTGGCTGCGCATAGAGTTTTTGATCCAACAGCTCTCCATCAACCTGCCAATTGCAGACCATGCTGGCGCACTGCATTTTTTCCGTAATATCAGCGATCTACTGGATGTGTTCGAACGGGGCGAAGTCCGTACCGAACTGCTGAAAGAACTGGAGCGCCAGCAGCGTAAATTACAGGCCTGGGTTGAGGTTCCCGGCGTCGATCAAG1
2679 CHIP0492 STM/STY STM2301 STY2531 ATGATGAAATCGATACGCTATTATCTGGTTATTTAGGCCGATACTGAATTAACACCATGATGAAATCGATACGCTATTATCTGGCTTTCGCCGCGTTTATCGCGCTCTACTATGTTATTCCTGTCAACAGCCGCCTGCTCTGGCAGCCGGATGAAACGCGCTATGCCGAAATAAGTCGGGAGATGCTGGCGTCTGGCGACTGGATCGTGCCGCATTTTCTGGGATTACGTTATTTTGAAAAACCGATAGCCGGTTACTGGATAAACAGTCTGGGTCAGTGGCTTTTTGGCGCTACCAATTTTGGCGTGCGGG1
2680 CHIP3939 STM specificSTM1361 ATGAAAAATCGTTATTTCCCTACCGTTATTGCGCGGTTGACGCATGAAAAATCGTTATTTCCCTACCGCTGTAGGGTTGTATTTTAATTACTTTGTACATGGCATGGGGGTTATCCTGATGAGCCTGAACATGTCATCGCTTGAACAGCAATGGCATACCAGTGCCGCAGGCGTATCTATTGTGATCTCTTCGCTTGGTATTGGCCGGCTAAGCGTTTTGTTAATCGCCGGTATGCTTTCCGATCGCTTTGGTCGCCGTCCTTTTATCATTCTGGGGACCACCTGTTACCTGATTTTTT1
2681 CHIP3955 STM/STY STM1436 STY1686 ATGTCATCAGCAAAACTGTTTACCCTTACAGAGTAGGGTAGTCAGTGTAGCCTATGTCATCAGCAAAACTGTTTACCCCCCTCAAGGTGGGTGCCATCACGGCGACAAATCGCGTATTTATGGCGCCTTTGACGCGTTTGCGGAGTATTGAACCGGGCGACATTCCTACGCCGTTAATGGCGGAATATTACCGTCAACGCGCCAGCGCTGGATTGATCATCAGCGAAGCCACACAAATCTCCGCACAGGCGAAAGGCTATGCCGGCGCACCGGGATTACACAGCGATGAGCAGATCGCCGCCTGGAAAA1
2682 CHIP0556 STM/STY STM0399 STY0435 ATGACCCATCAGTTAAAATCGCGTTAGTGAGCGCTGGAGGTCAATGACCCATCAGTTAAAATCGCGCGATATCATCGCCCTGGCGTTTATGACATTTGCGCTGTTCGTTGGCCGAGGCAATATTATCTTTCCTCCTATGGTCGGTTTGCAGGCGGGTGAACACGTCTGGACAGCCCGTATTGGCTTTCTGATTACCGCCGTAGGGCTACCGGTTCTTACTGTTGTGGCGCTGGCGAAAGTCGGCGGCGGCGTAGACAGCCTCAGTACGCCGATTGGTAAAGTGGCGGGACTCCTGCTGG1
2683 CHIP0558 STM/STY STM1411 STY1709 ATGCTACCAGAGTATCGGCAATTGTTAATATTCATCGCTACCTCTTTTATCTTCAATGCTACCAGAGTATCGGCAATTGCTTCTACAGTGGTTTAGCGAGGATGAGATCTGGCAGCTATATGGTTGGTTGGGGCAAAGAGATGGCAAATTACTTCCTCCGCAAGTGATGCAACAAACTGCATTGCAGATCGGTACCGCCATTCTTAATCGGGAAGCGCATGACGATGCGGGTTTTACATGCGCTATTAGTATTATTACCCCCTCCGCAGCGTATACTTTGGCCGAAGACTTCTCTTACCGAGATTATCTTC0
2684 CHIP0574 STM/STY STM4228 STY4424 ATGGATGTCATTAAAAAGAAACACTGGTTAATCAAACTTCATACGCGTGGATGGATGTCATTAAAAAGAAACACTGGTGGCAAAGCGACCAGCTTAAATGGTCAGTAATTGGTCTGCTGGGCCTGCTGGTGGGTTACCTTGTAGTTTTAATGTACGTACAAGGGGAGTATCTGTTCGCCATCATGACGCTGATTTTAAGCTCTGCTGGCCTGTATATTTTCGCAAATCGTAAAACCTACGCCTGGCGCTACGTTTACCCTGGCCTCGCCGGCATGGGGCTGTTTGTGCTATTCCCGCTGGTGTGCA1
2685 CHIP1337 STM/STY STM0322 STY0367 ATGCTGGAACAAATGGGCATTACGCACGAATCGTACCATCATGCTGGAACAAATGGGCATTGCTGCTAAAGCGGCGTCGTATAAGCTGGCGCTGCTCTCCAGCGGCGAAAAAAATCGCGTGCTGGAAAAAATAGCCGATGAACTGGAAGCGCAAATGGAAAGTATCCTCAGCGCGAACGTACAAGATGTTGAGCAGGCGCGAGCCAATGGCCTGAGCGAAGCGATGCTGGACCGCCTGGCGCTGACCCCTGCGCGTCTGAAAGCGATTGCTGACGATGTGCGCCAGGTCTGTAATC1
2686 CHIP1361 STM/STY STM0166 STY0188 ATGGCCGAAAATACGATGTGTTACTGTGCGGACAGTGCATGGCCGAAAATACGATGTGGCATGAAACGCTACACGACCAGTTTGGTCAGTACTTTGCCGTAGACAACGTTCTGTATCATGAAAAAACCGATCACCAGGATTTAATCATCTTTGAAAACGCCGCTTTTGGCCGCGTGATGGCGCTGGACGGCGTGGTACAGACCACCGAACGCGACGAGTTTATTTATCATGAAATGATGACCCATGTCCCGCTGCTGGCGCACGGTCATGCGAAACACGTTCTGATTATCGGCG1
2687 CHIP1377 STM/STY STM2001 STY2208 ATGATTAAGTGGCCCTGGAAAGTTAATGTTCGGATTCCTCGCCATGATTAAGTGGCCCTGGAAAGCACAAGAAATAACCCAGAACGAAGACTGGCCGTGGGATGATGCGCTGGCTATACCTCTTCTGGTAAACCTCACCGCGCAAGAACAGGCTCGGCTTATTGCGCTAGCCGAACGTTTTTTGCAGCAGAAAAGACTGGTAGCGCTACAGGGATTTGAGCTCGACTCGTTAAAAAGTGCACGTATTGCGTTAATTTTTTGCTTACCGATCCTGGAGCTCGGTATTGAGTGGCTTGATG1
2688 CHIP1489 STM/STY STM2403 STY2644 ATGACAAAGTATGCTTTAGTAGGAGATGTAGGTTATAGAATATGACCTAATGTCTGGCATGACAAAGTATGCTTTAGTAGGAGATGTAGGCGGCACGAATGCGCGTCTTGCCCTGTGTGATATCGCCAGTGGAGAAATCTCGCAGGCCAAAACGTATTCCGGCCTGGATTATCCCAGTCTTGAGGCCGTGGTGCGCGTTTATCTCGATGAGCATAGCGTCAGCGTGGAAGATGGTTGTATCGCCATAGCCTGCCCGATTACCGGTGACTGGGTAGCGATGACTAACCATACCTGGGCTTTTTCTATTGCGGAAA1
2689 CHIP1508 STM/STY STM2307 STY2537 ATGATCTATCCTGATGAAACAATGCTTTATGGGTTCCGTTTGAATTTGATGATCTATCCTGATGAAACAATGCTTTACGCACCGGTAGAATGGCACGACTGCTCGGAGGGTTACACCGACATTCGTTATGAAAAATCCACCGACGGTATTGCAAAAATCACCATTAATCGTCCGCAGGTGCGCAATGCATTTCGTCCGTTGACCGTCAAAGAGATGATTCAGGCGCTGGCGGATGCCCGTTACGACGACAACGTGGGTGTGATTATTCTGACCGGCGAAGGCGATAAAGCGTTTTGCGCGGGCG1
2690 CHIP1524 STM/STY STM2295 STY2525 ATGCGTCAACGAACTATAGTTTGCTTATAATAACCCTTTCAATGCTAATGTGTGATGCGTCAACGAACTATAGTTTGCCCATTAATTCAAAATGATGGCTGTTATCTGCTGTGCAAAATGGCCGACAACCGCGGCGTCTTTCCCGGTCAGTGGGCGCTGTCGGGCGGCGGGGTCGAGCCAGGCGAACGCATTGAAGAGGCGCTGCGTCGGGAGATTCGGGAGGAACTCGGCGAACAACTGATTCTGAGCGATATTACGCCGTGGACCTTCCGCGACGATATCCGTATTAAAACCTACGCTGATGGCAGAC1
2691 CHIP1548 STM/STY STM2546 STY2792 ATGCATCCGATGCTGACCTTAGCGCTTCAGCGCATCATGCATCCGATGCTGACCATCGCCGTGCGCGCAGCGCGCAAGGCGGGTAATGTAATTGCCAAAAACTATGAAACTCCGGACGCTGTAGAAGCGAGCCAAAAAGGCAGTAACGATTTTGTGACCAATGTAGATAAGGCCGCTGAAGCGGTGATTATCGACACCATTCGCAAATCTTACCCGCAACACACTATTATCACCGAAGAAAGCGGTGAGCACGTTGGCACAGATCAGGATGTTCAATGGGTTATCGATCCGC1
2692 CHIP1025 STM/STY STM4472 STY4811 ATGAAACGCCTATTATCAGCAATTGTTACTGTTTCACGCCTTTTGACGATGAAACGCCTATTATCAGCAATTGTTTTCCCCGCTATGTTTATTAGTATCTCTAATGTATATGCATTAGATATACAGCCCGGCGAATGGAAAATGGAAAATATAGAAATGCGCACCATCAATCCAGATACAAAAGAAGTATTAATGGATGAAAAAAATTCGGGCATAGCGACGCTTATGTGTTATACCCCTAAAATGTCTGAAGATTCTAAAAAAATGGTGAAGGGTTTTTCTACCAGTGCAGGCGGTTGCACGA1
2693 CHIP1588 STM/STY STM0535 STY0583 ATGGCGACACTGTTTATTGCATTACAGGGGGAAGGCGATGTGGCGACACTGTTTATTGCAGACTTGCATCTGCAAACGGAAGAACCGGCGATCGTCGCCGGTTTTCTGCGTTTTTTAGCCGTAGAAGCCCGTCAGGCCGACGCGCTGTATATTCTTGGCGATCTCTTCGAGGCCTGGATTGGCGACGACGACCCCAACCCGCTACATCGTGAAATGGCCGTTGCCATTAAATCGCTGGTTGATTCCGGCGTCCCCTGCTTCTTTATTCATGGTAATCGCGACTTCCTGATTGGCA1



2694 CHIP3136 STM specificSTM2592 ATGCAGGACATTTCGCAGGTTACTGTGAAAGTTTATTAATGGAGAGGAAATGCAGGACATTTCGCAGGATACGCTGAACGAATCCGCTAAACTGGCGCAGTCCGCCAGGATCACTTTGTGGGAAATCGATCTGACACAGTCTGGCGGTGATCGTTATTTTTTTTGTAACGAGGCAAATGAAAAGGGGGAGGCGGTTACCTGGCAGGGACGGAAATATGACGTTTATCCTGTAGACGGTTGCGGATTTGAAATGAACGGCAAAGGCGCAGCTGCGCGCCCGTCACTGAAGGTATCCAATCTTTACG1
2695 CHIP3146 STM specificSTM2602 ATGGCAACAAAAGAAGAGAATATACAGCTTACAGTTCAATAATAAGTCCTGCAGCATGGCAACAAAAGAAGAGAATATACAGCGTCTGCGGGAGCTTGCGACGCGGCTTGGTCGTGATCCGGATGTGTCCGGGAGCGCCGCTGAACTCAGCCAGCGTGTCATGGAATGGGAAGAGGAAGCGGAGGCGGAGCATTTGCCTGCTGTGGAAAATGACAGTGATGAATCCATAGTGCCGCCCGGGATCGGGCAAAGATCCGAACGGGTACTTATCAGGGCGCTTCGTACACTACACATCTGCGCCATCGATCCGG1
2696 CHIP2022 STM/STY STM4566 STY4917 ATGCCTGCCTCATGCGAATTACTGACTAAAGCGCATCTGTTGATGCCTGCCTCATGCGAAACTGCGCTCCAGCAGCGTTGCCAGCAAATTGTGACCAGCCCGGTGCTCACGCCTGAACAAAAACGCCATTTTCTGGCGCTGGAAGCTGAAAACGCCCTGCCTTATCCCACCCTGCCGGAAGATGCCCGCCAGGCGCTGGATGAAGGCGTCATTTGCGATATGTTTGAGGGGCACGCCCCCTTCAAACCGCGCTACGTGTTGCCCGATTACGCCCGATTTCTGGCTAACGGTTCACAGT1
2697 CHIP2038 STM/STY STM3700 STY4095 ATGAACCAAAGTAATGCGTCAATGTTAGTGGCGACTCAGCTCTTCCATGAACCAAAGTAATGCGTCAATGACAGTCATCGGTGCCGGCTCGTACGGCACCGCTCTTGCCATCACTCTGGCGAGAAACGGCCACCAGGTTGTCCTGTGGGGCCACGACCCAAAACATATCGCGACCCTGGAGCACGATCGCTGCAACGTCGCGTTCCTTCCCGATGTGCCTTTTCCCGATACGTTACACCTGGAAAGCGACTTAGCAACCGCGCTGGCGGCCAGTCGTAACATTCTGGTGGTGGTGCCAAGCC1
2698 CHIP2054 STM/STY STM3610 STY4193 ATGACTAAAGCAGGCAAAATAACCGTTACTGCTTCATCTGCGTTAAAATCATGACTAAAGCAGGCAAAATAACCGCCGCCATCACAGGGACTTTCTTGTTGTTGATCGCCATAGTGATTTTGTTGATCGCAACATTTGACTGGAACCGCCTCAAACCGACCATCAACCAGAAAGTCTCTACCGAATTGAACCGGCCTTTCGCTATTCGCGGCGATTTAGGCGTGGTGTGGGAACGCCAAAAACAGGAGACCGGCTGGCGAAGCTGGGTACCGTGGCCGCATGTTCACGCGGAAGACGTCATTCTCG1
2699 CHIP2070 STM/STY STM3514 STY4282 ATGTCACAGCCAACCTTCAATAAAGTTAGCGTTTTGCCTGCCAATGTCACAGCCAACCTTCAATAAAGATCAATTCCAGGCCGCCCTGACGCGTCAGTGGCAGCGTTTCGGTTTACTGTCGGCGTCCGACATGACGCCTCGTCAGTGGTGGCAGGCCGTTAGCGGCGCGCTGGCGGAATTACTGAGCGCGCAACCGGTAGCGCAGCCGACGAAAGGCCAGCGTCATGTGAACTACATTTCGATGGAATTTTTGATTGGCCGCCTGACGGGAAATAACCTGTTAAATCTGGGATGGTACC1
2700 CHIP1519 STM/STY STM2406 STY2647 ATGATTTATCAGCCCGATGAGATTAAAACCGGCCCTCCAGATGATTTATCAGCCCGATGAGAATCGTTATCACACAATGGAGTATCGTCGCTGCGGACGCAGCGGCGTCAAACTTCCCGCTATTTCGCTGGGGTTATGGCACAACTTCGGCGATACGACACGGGTAGAAAATAGCCGGGCGCTGCTGCAACGCGCGTTCGATCTGGGCATTACCCACTTTGATCTCGCCAATAATTATGGGCCGCCGCCGGGCTCCGCAGAATGCAATTTTGGCCGCATTCTGCAGGAAGATTTTT1
2701 CHIP1553 STM/STY STM2483 STY2721 ATGTCGTGCCCGGTTATTGTTAGGCGACGAGCTGTTCATGTCGTGCCCGGTTATTGAGCTGACACAGCAACTTATTCGTCGCCCCTCCCTGAGTCCGGATGACGCAGGCTGTCAGGCATTAATGATTGAACGCCTGCGTAAAATCGGTTTTACCATTGAGCATATGGATTTTGGCGACACGCAAAATTTTTGGGCATGGCGTGGGCGTGGCGAAACGCTGGCGTTCGCCGGGCATACTGACGTCGTACCGGCTGGCGATGTCGATCGCTGGATCAATCCGCCGTTTGAGCCTA1
2702 CHIP1030 STM/STY STM0959 STY0957 ATGGTAGATAGCAAGAAGCGCCTTAGCGTGTCTTAATAACCAGACGAATGGTAGATAGCAAGAAGCGCCCTGGCAAAGATCTCGACCGTATCGATCGTAACATTCTTAATGAACTGCAAAAGGATGGGCGTATTTCCAACGTCGAGCTTTCTAAACGAGTAGGACTTTCGCCGACACCTTGCCTTGAGCGTGTGCGTCGGCTGGAGCGACAGGGGTTTATCCAGGGCTATACGGCGCTGTTGAACCCGCATTATCTGGATGCGTCACTTCTGGTATTCGTTGAGATTACCTTAAATCGCGGCG1
2703 CHIP1593 STM/STY STM0569 STY0618 ATGCAGGAATTGATATCCCGTTAATGCCGCAATGTCCCATGCAGGAATTGATATCCCGGGTAGAAGATTTAGCGGGAATTGAAATGAATCACACCACGTCGCTGGTGGTGATATTTGGTATTATTTTTCTGACAGCAGTTGTCGTGCATATTATTTTGCACTGGATAGTACTGCGCGCTTTCGAAAAACGTGCCAGCGCCAGTTCCCGCCTGTGGCTGCAAATTATTACCCAGAATAAATTATTCCATCGTCTGGCTTTTACGCTGCAAGGCATCATTGTCAATATTCAGGCCG1
2704 CHIP2001 STM/STY STM4437 STY4776 ATGACAAAGCAGCCCGAATTACCCTTCGTTTTCCGCCATGACAAAGCAGCCCGAAGACTGGCTCGACGACGTTCCCGGTGATGACATCGAAGACGAAGACGATGAAATTATCTGGGTCAGTAAAAGTGAAATTAAACGCGATGCCGAGGAATTAAAACGCCTGGGCGCGGAACTGGTGGATCTGGGGAAAAACGCGCTGGATAAGATCCCGCTGGACGCCGATCTGCGCGACGCCATTGAACTGGCCCAGCGTATCAAAATGGAAGGACGCCGCCGCCAGTTGCAGCTTATCG1
2705 CHIP2017 STM/STY STM4544 STY4897 ATGGCTGTACCGCAAACGTTACCCCCTAAAACCTGGTGGATGGCTGTACCGCAAACGCCCCCGCGTGTGATTGGTGGAACGCCTCCTGCTGTTCTTACAGGTCTGTGTGGTACTATAAAAACAGTCGCCCTTCTCGGTTGTTGTTCCATATTGAGAAACATTATGTCTTCCAGAATTTTAACGTCGGACGTCATCGGTATTGACGTCCTTTTACACGATCATCATGCTGTGCTGGCGAAGTCAACGGGCGGCGCAGTGGCGGTATTCGCTAATAATGCGCCTGCCTTTTATGCCG0
2706 CHIP2033 STM/STY STM3734 STY4060 ATGCGTCCAGCAGGCCGTTTAATTTTCTAACGCCGCCATGCGTCCAGCAGGCCGTAGCGCTAATCAGGTGCGTCCCGTAACCCTGACCCGTAACTATACAAAACACGCTGAAGGCTCGGTACTGGTCGAATTTGGAGATACTAAAGTGTTGTGCACTGCCTCCATTGAAGAGGGCGTTCCACGTTTTCTGAAAGGACAAGGCCAGGGGTGGATCACCGCAGAGTATGGCATGTTGCCTCGCGCTACCCATACCCGTAACGCGCGCGAAGCGGCAAAGGGTAAGCAGGGCGGCC1
2707 CHIP3191 STM/STY STM3212 STY3391 ATGGTTAAGGACATACTGGCGCTTATAGCCCACGCATAATGAGCATGGTTAAGGACATACTGGCGCCAGGGCTACGGGTGGTTTTTTGCGGCATCAATCCGGGACTCTCCTCGGCGAATACCGGCTTTCCGTTTGCGCATCCCGCGAATCGTTTTTGGAAAGTTATTCATTTGGCCGGTTTCACCGATCGACAGTTGAAACCGGAAGAGGCGGAAAAATTACTGGATTTTCGCTGCGGGGTAACGAAACTCGTCGACCGACCGACGGTACAAGCGACTGAGGTGAAGTTGCATGAATTAC1
2708 CHIP3207 STM/STY STM3255 STY3437 ATGAAAAAGATCATTGCAGTGACCTTACAGAGCTGCATTCTGACCTCATGAAAAAGATCATTGCAGTGACCGGCTGCCCTACCGGTATTGCGCATACATTTATGGCTGAAGAAGCCTTAAAAAATGCCGCGAAAAAATTATCTGTTGAAATAAAAGTTGAAACCAATGGTGCCAGTGGCGTTGAAAATGCTATTCAACCTGCTGATCTGGTAGATATTGCCGGAGTCATTATTGCGGCGGATAAAGATGTCTTACCTGATCGCTTTAATGGTTTACCGGTTATTGAAGTACCGGTAAAAGAAG1
2709 CHIP2083 STM/STY STM3735 STY4059 ATGATCCGCAGTATGACCGCTTATTCAATATTCTGGATTTGCTCGCATGATCCGCAGTATGACCGCCTACGCCCGGCGTGAAATCAAGGGTGAATGGGGTAGCGCGACCTGGGAAATGCGCTCGGTAAACCAGCGTTATCTGGAAACTTACTTTCGTCTGCCGGAACAGTTCCGTAGTCTTGAACCCGTCGTGCGCGAACGCATTCGTACACGCCTGACGCGCGGCAAAGTCGAATGTATGCTGCGTTTTGAACCCGATGCCAGCGCGCAAGGCGAGCTTATTCTGAATGAAAAGCTAGCGA1
2710 CHIP0689 STM/STY STM4524 ATGAGTGGGGGGAAATTGCTTAGGCTTTTTTACGCGAGGTTATGAGTGGGGGGAAATTGCCGGAGGGGTGGGCTACAAGCACAATCAATGAAATGTGCAACCTCAATCCCAAACTTAAACTTGATGATGATTTAGATGTTGGATTTATGCCGATGGCCGGTGTTCCAACAACCTATTTAGGTAAATGTAACTTTGAAACCAAAAAGTGGAGTGAAGTAAAAAAAGGATTTACTCAATTTCAGAACGATGATGTTATTTTTGCCAAAATCACGCCATGCTTCGAAAATGGAAAAGCTG1
2711 CHIP0705 STM/STY STM0117 STY0136 ATGCGCCGGATTTTATCGTTAGCGCATAATCTTATCGCCGATGCGCCGGATTTTATCGGTATTACTGGAAAACGAATCTGGGGCGTTATCGCGGGTTATCGGCCTCTTTTCGCAACGCGGATATAATATTGAAAGCCTGACCGTCGCGCCGACAGACGATCCGACGTTGTCGCGCATGACTATCCAGACGGTAGGCGATGAAAAAGTGCTTGAGCAAATTGAAAAGCAACTGCACAAGCTGGTTGATGTGCTGCGCGTCAGCGAGCTGGGACAGGGAGCGCACGTTGAGCGGGAAA1
2712 CHIP0633 STM/STY STM2888 STY3011 ATGTTTTACGCGTTGTACTTTGAAATTCTTATTCGAGGACATGCGTCGATGTTTTACGCGTTGTACTTTGAAATTCATCACCTGGTTGCGTCTGCGGCGCTAGGGTTTGCTCGCGTGGCGCCGATTTTTTTCTTCCTGCCGTTTTTGAATAGCGGGGTATTAAGCGGTGCGCCGAGAAACGCCATTATCATCCTGGTGGCATTGGGAGTATGGCCGCATGCATTGAACGAGGCGCCGCCGTTTTTATCGGTGGCGATGATCCCGTTAGTTCTGCAAGAAGCGGCGGTAGGCGTCATGCTGGGCT1
2713 CHIP1870 STM/STY STM0736 STY0779 ATGCAGAACAGCGCTTTGATTAATCGACGTTCAGCGCGATGCAGAACAGCGCTTTGAAAGCCTGGTTGGACTCTTCTTACCTCTCTGGTTCGAATCAGAGCTGGATAGAACAGCTCTATGAAGACTTCTTAACCGATCCTGACTCGGTAGACGCTAACTGGCGTTTGACGTTCCAGCAGTTACCTGGTACCGGAGTCAAACCGGATCAACTCCATTCAAAAACACGTGAATATTTCCGGCGGCAGGCGTTGGCTGGCTCACGTCACTCTTCTACGATTTCCGACCCTGACACCA1
2714 CHIP0676 STM/STY STM4299 STY4498 ATGAGCATCTCTCTGACAACAAAGCTTACGCTTTTACATCGCTGGTCATGAGCATCTCTCTGACAACAAAGCTGAGTTACGGGTTCGGTGCGTTTGGTAAGGATTTCGCCATCGGCATTGTGTATATGTACCTGATGTATTACTACACCGATGTGGTGGGACTTTCGGTCGGCCTCGTCGGCACCCTCTTTCTGGTCGCGCGAATCTGGGATGCGATAAACGATCCCATCATGGGCTGGATTGTCAACGCCACGCGTTCGCGGTGGGGGAAATTTAAGCCGTGGATATTGATCGGCACCTTAA1
2715 CHIP0700 STM/STY STM2675 STY2862 ATGAGCAAGCAACTCGCCTTAAAAACCAGGATCCCAGTCTACTTATGAGCAAGCAACTCGCCGCACAAGTACCCGCTGAACCGGTTGTACTGGGGAAAATGGGTTCTTCATACGGTATCCGTGGTTGGCTCAGAGTGTTTTCCTCCACTGAAGACGCCGAAAGCATTTTTGACTATCAGCCCTGGTTTATCCAGAAGGCGGGTCAGTGGCAGCAGGTACAGCTGGAAAGCTGGAAGAAGCACCACAATCAGGATCTGATCATCAAGCTGAAAGGCGTTGACGATCGAGATGCCGCGAATC1
2716 CHIP0716 STM/STY STM2550 STY2796 ATGAGCATTGATATTGATATCATTAAAGCCTTAGTGCCCGGCGGGTTTGATGAGCATTGATATTGATATCATTAAAGCCCGTGCGAAAAACGAATATCGCCTGTCAAAAGTGCGCGGCGAAGCCATGATCAGCGTCCGCATTCCCGGCGGTATTTTGCCCGCGCATTTGCTAACGGTGGCGCGTGACATCGCCGAAACCTGGGGCAACGGACAAATTCACCTCACTACCCGCCAGAAGCTGGCGATGCCGGGTATCCGTTACGAAGATATCGACAACGTGAACGCTGCGCTGGAGCCGTTTCTTC1
2717 CHIP0732 STM/STY STM2072 STY2281 ATGAGCTTCAATACCCTGATTGACTTATGCTTGCTCCTTGAGGGATGAGCTTCAATACCCTGATTGACTGGAACAGCTGTAGCCCTGAACAGCAGCGTGCGCTGCTGACGCGTCCGGCGATTTCCGCCTCTGACAGTATTACCCGGACGGTCAGCGATATTCTGGATAATGTAAAAACGCGCGGTGACGATGCCCTGCGTGAATACAGCGCTAAATTTGATAAAACAGAAGTGACAGCGCTACGCGTCACCCCTGAAGAGATCGCCGCCGCCGGCGCGCGTCTGAGCGACGAATTAAAAC1
2718 CHIP0668 STM/STY STM0320 STY0365 ATGAATAAAAGCACTCTGGCAATAGTGTTAGAACTGGTAGGTCAACCCTATTGCATGAATAAAAGCACTCTGGCAATAGTGGTGAGTATCATCGCATCAGCATCTGTTCACGCCGCCGAGGTTTACAATAAAAACGGTAATAAGCTTGATGTGTATGGAAAAGTTAAAGCCATGCACTATATGAGCGATTATGACAGCAAAGATGGCGATCAAAGCTACGTTCGTTTTGGTTTTAAAGGCGAAACGCAAATTAACGATCAATTGACCGGCTACGGGCGCTGGGAAGCTGAGTTTGCCAGTAATAAAGCCG1
2719 CHIP0623 STM/STY STM0494 STY0539 ATGAAATTTTTGAAACGGGGTGTTACAGCCAGCTCACCTCACCATGAAATTTTTGAAACGGGGTGTGGCGCTGGCGTTACTGGCGGCGTTCGCGCTGACGACTCAGCCTGCACAGGCTTACGAAAAAGATAAAACCTATAAAATTACTATCCTGCATACCAACGATCACCACGGTCACTTCTGGCGCAGCGAATATGGCGAATATGGTCTGGCGGCGCAAAAAACGCTGGTGGACAGTATCCGTAAAGAGGTGGCGCAAGAGGGGGGAAGCGTCCTGTTGTTATCCGGCGGCGACATTA1
2720 CHIP0639 STM/STY STM1058 STY1079 ATGTACTATCCCTTCGTTCGTAAAGCTTAGATGTGCGTTACGATTTCTTTAATCATGTACTATCCCTTCGTTCGTAAAGCCCTTTTCCAGCTCGATCCAGAGCGCGCTCATGAATTTACATTTCAACAATTACGCCGCATTACAGGTACGCCGCTGGAAGCGCTGGTGCGCCAGAAAGTACCGACAAAGCCGGTTACCTGCATGGGACTTACCTTTAAAAATCCACTGGGGCTGGCTGCCGGTCTGGATAAAGACGGGGAGTGCATCGACGCGTTAGGCGCGATGGGGTTTGGCTCCCTGGAAATCGGCA1
2721 CHIP0663 STM/STY STM4319 STY4519 ATGAAAAGTCGTTATTTAGTATTTTTTCTACCATTAGTAATTAAGTTTGGGGTGATCTTCTTTACATGAAAAGTCGTTATTTAGTATTTTTTCTACCACTGATCGTAGCTAAATATACATCAGCAGAAACAGTGCAACCCTTTCATTCTCCTGAAGAATCAGTGAACAGTCAGTTCTACTTACCACCACCGCCAGGTAATGATGATCCGGCTTACCGCTATGATAAGGAGGCTTATTTTAAGGGCTATGCGATAAAGGGTTCCCCGCGATGGAAACAAGCTGCTGAGGATGCAGATGTAAGCGTGGAAAATATAGCCAGAA1
2722 CHIP1810 STM/STY STM4063 STY3808 ATGAAAAAGTGGGGCGTGGTTAGCGTTTGCTGATTTGGTCGATGAAAAAGTGGGGCGTGGGATTCACATTATTGCTGGCGTCAACCAGCATTCTGGCAAAGGATATTCAGTTACTTAACGTATCGTACGATCCAACGCGTGAGCTGTACGAGCAGTACAACAAAGCGTTTAGCGCGCACTGGAAGCAGGAAACCGGCGACAACGTCGTGATCCGCCAATCGCACGGCGGTTCGGGTAAACAGGCGACTTCCGTTATTAACGGCATTGAAGCCGATGTCGTGACGCTGGCGCTGGCTT1
2723 CHIP1842 STM/STY STM0668 STY0714 ATGAGCCAGGTGATCCTCGTTATTCTGCAATCTTCTCGGCAATGAGCCAGGTGATCCTCGATTTACAGTTGGCCTGTGAAAACCACGCGGGCCTGCCGGATGAAGCTCAGTTTCAACGCTGGCTGGACGGCGTTATTCCGCAGTTTCAGGAAGAGGCGGAAGTCACAATCCGTCTGGTGGATGAGGCCGAAAGCCACGACCTTAATTTGACGTACCGCGGGAAAGATAAACCCACTAATGTTCTCTCCTTCCCGTTTGAAGCGCCCGCCGGCATTGAAATGCCGCTACTGGGCGATC1
2724 CHIP1874 STM/STY STM0723 STY0764 ATGAAAATCTCTTGCAAAAACGTTGTTAAAATCCGCCTTTGCTAACTATCTATGAAAATCTCTTGCAAAAACGTTGGCGTAATACTCCCTATATTTAACTCCAGCCACCGTTCATTTAAAAAAACTTTTCTACAGGCTGCTTCAGGTGGACGAATTGGCTCATCGAATACCGGGATTATTGAAGTAGAGGCATTAAAAAAAATTGATTTTACGCTTACCGAAGGTAACCGTCTTGCGCTTATCGGACACAATGGTTCGGGCAAAACAACTCTTCTGAGAGTACTTGCAGGGGCCTATAAACCAACTT1
2725 CHIP0178 STM/STY STM2039 STY2244 ATGGCAGAAAAAAGCTGCAGTTAGATGTAGGACGGACGATCGATGGCAGAAAAAAGCTGCAGTTTAACGGAATTTGTCGGGACCGCCATTGGCGATACCCTGGGCCTGGTTATCGCCAACGTCGATACCGCCCTGCTGGACGCGATGAAACTTGAGAAGCGCTATCGTTCCATCGGCATTCTCGCGGCCCGCACCGGCGCAGGCCCGCACATTATGGCGGCGGACGAAGCGGTGAAAGCCACCAACACCGAAGTGGTCAGCATTGAGCTGCCGCGCGATACCAAAGGCGGCGCGGGCC1
2726 CHIP1221 STM/STY STM4309 STY4510 ATGAAACTCAACCTTATTACCGTCAGCTTACAGCTCCGGCGTCTTTTTGATGAAACTCAACCTTATTACCGTCAGCCTGGCTACGCTCGTTGCCGCTGGCGCATTCCCGGCCCATGCCGGTCCTCAGGCGCATGTCGTGTGCGGCTATCACCACACGCTGGGCGATGACGCGATTATGATGTTTGGTAAAGCGAATCAGGCGATGTGGCATGACTTTTTTGGCAACACCCACACCGATGCGGTCTCTACCTACCAGACGTTGCGCGCGCAACCCGATACCACCTGTGATAATAAAGCCGACAGCT1
2727 CHIP1237 STM/STY STM1951 STY2159 ATGAGTGCGATCGAAGTTACCATTATTTCACTAAAAATTTCTCAAGGAACTGATGAGTGCGATCGAAGTTACCAACCTGGTCAAAAAATTTCATGGTCAAACGGTGCTGCACGGTATTGACCTTGAGGTGAAGCCCGGAGAAGTCGTCGCCATTATCGGCCCGAGCGGCTCAGGGAAGACAACGTTATTACGCTGTATTAACCTGCTGGAACAACCGGAAGCGGGCACCATTAAAGTGGGCGATATTATCATCGATACCGCCCGCCCATTCAGCCAGCAAAAAGGGTTGATTCGCCAGCTACGCCAGC1
2728 CHIP1261 STM/STY STM1677 STY1386 ATGGACAAGCTGGAAGCGTTAGCGAAGAGGCGCCGGATGGACAAGCTGGAAGCGATGCAGGTCTATGTTTGCGTAGTGGATACCCATAGTTTTATCAGAGCCGCCGAAGTGCTGGGCGTGCCGCGCTCAACGGTATCGCGAGTGGTTAAAGAACTGGAATCCTGGCTTAAGATTCAACTTTTGCAACGTACAACTCGCAAACTTAGTGTGACCGCAGAGGGGCGGCGTTACTACGAAGAGTGCAAAAGAGTGCTGGCAGATATCGCGGCCATGGAGTCGTCATTTCCCGGCC1
2729 CHIP0450 STM/STY ATGACTGATATCGCCGGCATTATCGGTTATTATTAGCTGAGATTTGGCGTGACTGATATCGCCGGCAACGTTGCGCAAGAAACGCTGCAGTTTACGATTGATACGACTCTGCGAGAGCCGACAATTGTACTCGATCCCACCCATGATACTGGTGATGATACTAATGATAATCTTACCAGGATTAACAAACCGGTGTTTATTATCGGTAATGTCGATAATGATGTATCACACATTGTGGTTCATATTGATGGTCGGGATTACACCATTGAAAACACAGGGGGGAATTTAACCTTTACGCCGGATC0
2730 CHIP1301 STM/STY STM0058 STY0067 ATGCAGAATAGAGTGAATCTAATATTTAAACGTTATATGGTTTCAGTGTGTCTGGCATGCAGAATAGAGTGAATCTAATATTTAAACGCATTTATTTGCAAAAGGATGTATTGCGTCGCGAGTCGGTCGCCATGTTTCTGGAGGGCGTGGGACTCGCCCTGGAAGACGATTGTGAAATCGCGGTATGCGCATATTGGCAGGGTGAGATAGTCGGGTGCGGTTCTCTGGCCGGGAGCGTACTGAAATGCATCGCCGTTTCCCCGGTTTTACAAGGGGAAGGGCTCAGCCTCAAACTGCTGACCGAGCTGCTTA1
2731 CHIP4692 STM/STY STM1268 ATGCTTATTCGTTTAAACTGGAGTGATTATATCATAAAACTGTAATAAAAAATCATAAAAACGTGATGCTTATTCGTTTAAACTGGAGTGAGAAAAAAGAACAGGCCGTTGATTCTGCGGAATCTTCATTTAAAGTGTATAAAATATACAACAAATCACACAAATGTGATGCGCATCACGTTTTTATGATTTTTTATTACAGTTTTATGATATAG1
2732 CHIP0133 STM/STY STM4176 STY3709 ATGCAACAACGTCGTCCATTAATGGCGGAAGTGGCGATGCAACAACGTCGTCCAGTCCGCCGCGCTCTGCTCAGTGTTTCTGACAAGGCCGGTATCATCGAATTCGCCCAGGCACTTTCCGCACGCGGTGTGGAGCTGCTGTCTACGGGGGGCACCGCCCGCCTGTTAGCAGAAAAAGGCCTGCCGGTGACCGAAGTTTCCGATTACACCGGTTTCCCGGAAATGATGGATGGACGCGTAAAGACCCTGCATCCAAAAGTCCACGGCGGCATCCTCGGTCGTCGCGGCCAGG1
2733 CHIP0149 STM/STY STM2536 STY2782 ATGACAGAAGCCATGAAAATTACGTTAGGCGGTCAGCAAATTCGATGACAGAAGCCATGAAAATTACGCTTTCCACGCAGCCTGCCGATGCGCGCTGGGGCGATAAAGCCACTTACAGTATTAATAACGACGGTATTACCTTGCATCTTAACGGTAAAGACGATCTGGGATTGATCCAGCGTGCGGCGCGTAAAATCGACGGCCTGGGAATAAAACAGGTCGCGCTGACAGGCGAAGGATGGGATACCGAGCGTTGTTGGGCATTCTGGGCGGGTTACAAAGGACCAAAAGGCGTCCGTA1
2734 CHIP0181 STM/STY STM2042 STY2247 ATGAATACCGACGCAATTGAATCTTAATCGTCGCCTTTGAGTTTTTTACATGAATACCGACGCAATTGAATCGATGGTCCGGGACGTATTGAGCCGCATGAACAGCCTGCAGGGCGATGCGCCAGCAGCGGCTCCTGCGGCAGGCGGCACGTCCCGCAGCGCAAAGGTCAGCGACTACCCGCTGGCGAACAAACACCCGGAATGGGTGAAAACCGCCACCAATAAAACGCTGGACGACTTTACGCTGGAAAACGTGCTGAGCAATAAAGTCACCGCTCAGGATATGCGTATTACCCCGGAAACCC1
2735 CHIP1224 STM/STY STM4301 STY4500 ATGTTATTTAGTATACAGCTTCTCATAATATTAATATGTCTTACAGGAATCCGTACATTGCGATGTTATTTAGTATACAGCTTCTCATAATATTAATATGTCTGTTTTATGGTGCCCGAAAGGGCGGGATCGCGCTCGGGTTGTTGGGCGGTATCGGTCTGGTCATTCTGGTGTTTGTTTTCCATCTCCAGCCAGGCAAACCGCCCGTTGACGTAATGCTGGTCATTATCGCGGTAGTCGCCGCGTCGGCGACGTTGCAGGCGTCAGGCGGGCTGGATGTGATGCTGCAGATTGCCGAAAAGCTGCTGCGTCGCAACC1
2736 CHIP1240 STM/STY STM1931 STY2140 ATGAAAAAGGTCGCGGTGCTTACCAGGGATAATAGATATGTTCAGCCATGAAAAAGGTCGCGGTGCTGTTGGCACCAGGATTTGAAGAAGCAGAGGCCATTGTTACTCTTGATATTCTGCGACGTTTGCATATCGACGTCGAAACGCTGGCGTGTGCTGAATCACGGGCGGTGGTGAGTTACCATGATATTCCTATGGTTGCGGACAGCACGCTGAGTGAACGCCAGCAGGCGCTTTTCGATGCGGTAGTGCTACCGGGCGGTCCGCAGGGGAGCGCTAATCTGGCGGCTAATCCGGCGGTGA1
2737 CHIP0407 STM/STY STM1195 STY1234 ATGAGCTTTGAAGGAAAGATTGCTTAAACCATGTACATTCCGCCGATGAGCTTTGAAGGAAAGATTGCGCTGGTGACTGGTGCAAGCCGTGGCATAGGCCGCGCAATTGCAGAGACTCTCGTTGCCCGCGGCGCGAAAGTTATCGGGACTGCGACCAGTGAAAATGGTGCGAAGAACATTAGCGACTATTTAGGTGCTAACGGGAAAGGTTTGATGTTGAATGTGACCGATCCTGCATCTATTGAATCTGTTCTGGAAAATATTCGCGCAGAATTTGGTGAAGTGGATATCCTGGTTAATA1
2738 CHIP1258 STM/STY STM1664 STY1400 ATGACCAAAAAAGTCAACTTATCGACCTTAACGGCTCTTTTCATTCACCATGACCAAAAAAGTCAACTTATCGACCACGGCGGGCGCCGACGTCAGCACAATAAATGAAGCTGTTTCCCAACGTATCAAACAATTTCGTAGCCAAAAAAAGATGTCGCTGGATGAGCTTGCGCGGCGTTCCGGCGTCAGTAAAGGAATGCTGGTGGAAATTGAAGGCTGTAAAGCCAATCCAAGCATTGCGCTGTTATGTAAGATCGCGGCGGCAATGGGAGTGTCCGTGGCGGATGTTGTCAACGTCGCCAGCG1
2739 CHIP1282 STM/STY STM2667 STY2854 ATGACATCGGAAAACCCATTACTTTAGGCAGGTTCTACCGGCATGACATCGGAAAACCCATTACTGGCGCTGCGAGATAAAATCAGCGCTTTAGACGAAGAGTTACTGGCCTTACTGGCAAAACGACGCGCGCTGGCGATTGAAGTGGGACAAGCAAAACTACTGTCGCATCGTCCGGTTCGGGATATCGATCGTGAACGCGCGCTGCTGGACAGGCTCATCCATCTCGGTAAAGCCCACCATCTCGACGCACACTACATTACCCGTCTGTTCCAGCTTATCATTGAAGACTCCGTGC1
2740 CHIP1298 STM/STY STM0005 STY0005 ATGCTGATTCTGATTTCACCTGCTTACTGCTCGTAGCGTTTAAAGACCATGCTGATTCTGATTTCACCTGCAAAAACGCTTGATTATCAAAGCCCGCTGGCCACGACCCGCTATACCCAGCCGGAGCTGTTGGATCACAGCCAGCAGCTTATTCAACAGGCCCGCCAGCTTTCGGCGCCGCAAATTTCCAGGCTGATGGGAATTAGCGACAAACTGGCGGATCTCAACGCCACGCGTTTTCATGACTGGCAGCCTCATTTTACGCCGGATAATGCACGCCAGGCGATTCTGGCGTTCAAAGGCG1
2741 CHIP1314 STM/STY STM3794 STY3988 ATGGAGACCAAGCAAAAAGAACGTTATTCACTTTCCGAATCAGGCGATGGAGACCAAGCAAAAAGAACGTATCCGACGCTTGATGGAGTTACTGAAAAAGACCGATCGAATCCATCTGAAAGACGCCGCGCGGATGCTGGAAGTTTCGGTGATGACCATTCGCCGCGATCTCAGCCAGGATGATGACCCTTTACCGCTGACGCTGCTCGGCGGCTATATCGTCATGGTAAATAAGCCTGCGTCTTCAACCAATATGCCGCTGCCGGCGAAAAAGACGCATCATCGGGACGACCTTCCCGTTG1
2742 CHIP4695 STM/STY STM1474 STY1648 ATGAATCAAAGGCATCCTAATCTGTTAAAAAACAGACATTGCATACATGATTGAATCAAAGGCATCCTAATCTGAATAATATTATTTCAGCAAATGCTAACTTTTCTTATATGTTATTAATTAATACAAAAGTTACTATCGGAAACGCATATATTTATGGTGAATATATTTGTTATTATGTATTCATGTATGTGATTTGTTTTATTTCACAATTTGCGAAAAAAGATGGCAATATAGCGGCGGGCAGACATTCTGTTATCAATTTTGTGAACTGGCTTCGAGTTTTTTTAATTTAACTTTCTTGAG1
2743 CHIP1788 STM/STY STM4037 STY3839 ATGCAGGTCAGCAGAAGGCTTAGACACGCGCCTGGTTATGCAGGTCAGCAGAAGGCAGTTCTTTAAGATCTGCGCTGGCGGTATGGCAGGCACCACGGCGGCGGCACTGGGCTTCGCGCCCGGCGTAGCGCTAGCGGAAACACGGCAATATAAACTGCTGCGCACCCGCGAAACCCGTAACACCTGCACCTACTGTTCCGTTGGCTGCGGGCTGTTGATGTACAGCCTCGGCGACGGTGCGAAAAACGCCAAAGCATCTATTTTCCATATCGAAGGGGACCCGGATCATCCGG1
2744 CHIP0018 STM/STY STM3969 STY3590 ATGGATATTACTCTTATGATAAGCGCCTTAACTTAACTGCTGCTTCACCCGGTGGATATTACTCTTATGATAAGCGCCGTCGTGGCGCTGGCGGCTGGGGCGGTGATTGGCTGGCTGGCGACGAAAGCGCACGCCGATCAAATCCGCGCCGATCTTATCGAAGAACGGCGTGAGCTGGATATCGAACTTAGCGCGGCCCGGCAGCAATTAGCGCAAGAAGCGCACTGGCGCAGTGAATGCGAGTTACTTAATAACGAACTGCGTAGCCTGCACAGTATTAATACCTCTCTGGAAGCCGATCTGCGTG1
2745 CHIP0050 STM/STY STM3936 STY3623 ATGACGGAACAAGAAAAATCCTCTTATTCTCCTTGCGGCGCATGACGGAACAAGAAAAATCCTCCGCCGTGGTTGATGAGACCAGGGAGAGCGTGGAAACCACGCCACAGCCAGTTAATACCGAGAAAAAAAGTAAGAACGGCGCCGCGCTGGTATTAAGCGCGGTGGCGATTGCGATTGCCCTGGCGGCAGGTATTGGGCTTTATGGCTGGGGGAAACAGCAAGCAACCGCGCAAACGGAAACCAGCGATGCGCTGGCGACGCAACTGACCGCCTTGCAAAAGGCGCAGGAGAGCC1



2746 CHIP2178 STM/STY STM3068 STY3226 ATGTCGTAAAACCAGGCGTGATCTTAACAGAACGTCAATCGCGTTCTCGTAAAACCAGGCGTGATCACTGGTGATGACGTACAGAAAGTGTTCCAGGTAGCAAAAGAAAACAATTTTGCTCTGCCGGCAGTTAACTGCGTGGGCACTGATTCCATCAACGCTGTTCTGGAAACCGCTGCAAAAGTTAAAGCACCGGTCATCGTTCAGTTCTCCAACGGCGGCGCTTCCTTCATCGCGGGTAAAGGCGTGAAAACTGACGTACCTCAGGGCGCGGCAATCCTGGGCGCTATCTCTGGCGCGCA1
2747 CHIP0866 STM/STY STM1976 STY2184 ATGGGCGATAGTATTCTTTCTCAGGTTATTTGGGCTGTTCCTCATTCAATGGGCGATAGTATTCTTTCTCAGGCTGAAATCGATGCGCTGTTGAACGGCGACAGCGACACCAAAGACGAACCCACTCCCGGTATCGCAAGCGATAGCGATATTCGCCCTTACGATCCCAATACCCAGCGTCGCGTCGTGCGTGAACGCTTGCAGGCGCTGGAGATTATTAACGAGCGTTTCGCACGCCAGTTCCGGATGGGATTATTTAACCTGCTGCGCCGCAGCCCGGATATTACCGTGGGTGCCATACGTA1
2748 CHIP0882 STM/STY STM2429 STY2665 ATGTGCTTTTTGCTGTTTTTTCGTTATTTCCATAACGCGTGCTTAGCATGTGCTTTTTGCTGTTTTTTCGAACATTTCCGAACTATCCACCGTCTGATAACCGGGTAAGATATCCCACGTTTACCCAGGGCTTTAAGAAAAAGGAGTATGTCCTGAATATGGTTTCATCATCCACAACCGTACCACGTAGCGGCGTCTATTATTTCTCGCAAGGATGGAAGTTAGTCACCCTACCGGGAATCCGCCGCTTTGTTATTTTACCTTTGCTGGTCAACATTGTGCTGATGGGCGGCGCATTTTGGT0
2749 CHIP1719 STM/STY STM1789 STY1916 ATGAATGCGCAACGCGTATTATTCGCCACTTCTTTTGCATGAATGCGCAACGCGTAGTGGTGATGGGGTTAGGAAACCTGCTGTGGGCCGATGAAGGATTCGGTATCCGGGTCGCGGAGCGTTTGTATGCCCGATATCACTGGCCTGAAGAGGTAGAAATTGTGGACGGCGGTACGCAAGGGCTAAACCTGTTAGGTTATGTTGAGCAAGCCAGCCATCTCCTGCTCCTTGACGCGATCGATTACGGCCTGGCGCCGGGCAGCCTGCGAACCTATGCCGGCGAGAAAATCCCCG1
2750 CHIP0908 STM/STY STM3287 STY3468 ATGAACAAAGAAATTTTGGCTGTTGTTACGCTTCGTCACCGAACCATGAACAAAGAAATTTTGGCTGTTGTTGAAGCCGTCTCCAACGAAAAGGCGCTGCCACGCGAAAAAATTTTTGAAGCGCTGGAAAGTGCGCTGGCGACAGCAACAAAGAAAAAATATGAGCAGGAGATCGATGTTCGTGTAGAAATCGATCGTAAAAGCGGTGATTTTGATACTTTCCGCCGTTGGTTGATCGTTGAAGAAGTGACCATGCCGACGAAGGAAATTACGCTGGAAGCGGCGCGTTTTGAAGACGAAA1
2751 CHIP1767 STM/STY STM2970 STY3109 ATGGAAACCACTCAGACCAGCTTAGCTGAACAGTGAGTAGAAAATAGCGATGGAAACCACTCAGACCAGCACTATTGCTTCGATTGACTCTCGAAGCGCATGGCGCAAAACGGATACCATGTGGATGCTGGGCCTTTACGGCACGGCTATCGGCGCGGGCGTTCTGTTCCTGCCGATCAACGCAGGCGTCGGCGGCATGATTCCGCTCATCATCATGGCGATTCTCGCTTTCCCGATGACCTTTTTCGCACACCGTGGTTTAACCCGCTTCGTGCTGTCCGGTAAAAATCCGGGTGAAGACATCA1
2752 CHIP1783 STM/STY STM4052 STY3820 ATGATTGACCCTATTTTTGCGTCTTACATGATGCCCAGTAGACGGATGATTGACCCTATTTTTGCGTCCTGTACGCTAATTGCCGTCTTTGTTGTTTTACTGGCCATGGGCGCGCCTATCGGGATCTGCATCGTTATCGCCTCTTTCAGCACCATGATGCTGGTACTGCCTTTCGATATTTCGATGTTCGCCACCGCGCAAAAAATGTTCTCCAGCCTGGACAGTTTTGCCTTGCTGGCCGTGCCGTTCTTCGTTTTGTCCGGGGTGATCATGAATAGCGGGGGAATTGCCGCCCGGCTGG1
2753 CHIP0013 STM/STY STM3975 STY3584 ATGGCTGTAGAAGATACTCAACCGTTAGTCTTCAGTGTGCTCGGCATGGCTGTAGAAGATACTCAACCGCTTATCACGCATCTGATCGAGTTGCGTAAGCGCCTGCTAAACTGCATCGTCGCAGTACTTCTGATTTTTCTGGCGTTAATTTATTTCGCCAATGATATTTATCATTTAGTCGCCGCACCGCTGATTAAACAGATGCCGCAAGGGGCGACAATGATTGCGACGGATGTGGCGTCGCCGTTTTTTACGCCTATCAAACTCACCTTCATGGTGTCTTTGATCTTATCCGCGCCTG1
2754 CHIP0029 STM/STY STM3958 STY3601 ATGGTGAACGGGGTTAATGTGTTACTCTTCGTCATCACCATCGAATGGTGAACGGGGTTAATGTGGCGCAGGCGGAAGTGTTGAATCTGGAATCAGGGGCCAAACAGGTTTTGCAGGAAACCTTTGGCTACCAACAGTTTCGCCCGGGTCAGGAAGCGATTATTGATACTGCGCTCTCCGGTCGCGACTGTCTGGTCGTCATGCCCACCGGCGGCGGCAAATCTCTGTGCTATCAAATCCCCGCGTTGTTGCTGGACGGGTTGACTGTCGTCGTTTCGCCATTAATCTCGTTGATGAAAG1
2755 CHIP0031 STM/STY STM3956 STY3603 ATGTCCGCTGTACTTACCGCTTTATCCCACCATATAAGTAGCGGTGATGTCCGCTGTACTTACCGCTGAACAAGCTCTGAAATTAGTGGGTGAAATGTTTGTCTACCACATGCCGTTTAATCGGGCGTTAGGGCTGGAGCTGGAACGCTATGAAAAAGCGTTCGCCCAACTGGCCTTCAACAACCAGCCGATGATGGTCGGCAACTGGGCGCAAAGCATTTTACACGGCGGCGTGATCGCCTCTGCGCTGGATGTCGCCGCCGGACTGGTATGCGTCGGCAGCACGCTAACTCGCCACGAAA1
2756 CHIP1563 STM/STY STM0489 STY0533 ATGCGAAAACCGGTATCCTGCTGTTACATATCAATATGTTCCGGCGTCGCCGAAAACCGGTATCCTGCTGGCTAACCTTGGCACGCCAGATGCCCCAACTCCTGAAGCGGTAAAGCGTTACCTGAAACAATTTTTAAGCGACAGACGCGTGGTGGATACTCCTCGTCTGCTGTGGTGGCCGCTGCTGCGTGGCGTTATTTTACCGCTGCGTTCGCCGCGCGTCGCGAAACTCTATCAATCTATCTGGATGGATGGCGGTTCGCCGCTCATGGTATATAGCCGCGAACAGCAACAGGCGCTGGCCGC1
2757 CHIP0087 STM/STY STM4146 STY3739 ATGTCTAAAGAAAAGTTTGAACGTACAAAACTTAGCCGAGAACTTTAGCAACAACATGTCTAAAGAAAAGTTTGAACGTACAAAACCGCACGTTAACGTCGGTACTATCGGCCACGTTGACCATGGTAAAACAACGCTGACCGCTGCCATTACTACCGTACTGGCTAAAACCTACGGCGGTGCCGCTCGCGCATTCGACCAGATCGATAACGCGCCGGAAGAAAAAGCGCGTGGTATCACCATCAACACTTCTCACGTTGAATACGATACCCCGACCCGCCACTACGCACACGTAGACTGCCCGGGGCACG0
2758 CHIP0871 STM/STY STM1970 STY2178 ATGAGTAATCTTAGCGGTACCGATAAAAGTTAGACATAGGTATCCTCGCCGCATGAGTAATCTTAGCGGTACCGATAAAAGCGTCATTTTGTTGATGACCATTGGCGAAGACCGGGCGGCAGAGGTGTTTAAACACCTCTCCACCCGCGAAGTACAGGCGTTAAGTACGGCGATGGCTAACGTGCGTCAGATCTCCAACAAACAACTGACGGACGTACTATCAGAGTTTGAGCAAGAAGCGGAGCAGTTCGCCGCGCTGAATATCAACGCCAACGAATACCTGCGCTCCGTACTGGTTAAAGCGCTGG1
2759 CHIP0887 STM/STY STM2947 STY3075 ATGAGCATGAGCGAAAAACATCTTATTCCCAGAAATCACGCATGAGCATGAGCGAAAAACATCCAGGCCCACTGGTGGTCGAAGGTAAACTGTCCGATGCCGAGCGCATGAAGCTGGAAAGCAACTATCTGCGCGGCACCATTGCGGAAGATCTGAACGACGGTCTCACCGGCGGTTTTAAAGGCGATAACTTCCTGCTGATACGCTTTCATGGCATGTATCAGCAGGATGACCGCGATATTCGCGCCGAGCGTGCGGCGCAGAAGCTGGAGCCGCGCCACGCGATGCTGCTGCGCT1
2760 CHIP1738 STM/STY STM2999 STY3137 ATGTCAATAACCACGCGGGTTACAGATTAAATCCCGTTACGCGTGTCAATAACCACGCGGGGGTTCTCGCTACTGGAGGTTGTGCTGGCGATGGCGATCGGTTCCATTTTACTGCTTGGGTCCGCACGATTTTTACCGGCGCTACAACGCGAGATCTGGCACAACACGCGACAGTTATCGCTGGAAGATGAAATCTGGCAGCGAACCTATACCGTAGCGAAGCATCTTCAACGTGCGGGTTACTGTCATGGCCACTGCATTGGCGAAGGGTTACATCTTGCCGAACAGGGGCAATGCG1
2761 CHIP2840 STM/STY STM1686 STY1375 ATGTTGAAAAAAGGAATATTTGCGTTTATTTTTTTACTTTCGGCATATCAAGAATGTTGAAAAAAGGAATATTTGCGTTAGCGTTATTCATAGCCATGCCGCTTTATGCCGCAGAATACTGGATAGATGTCCGCATTCCGGAACAATATCAGCGAGAGCATATTCAGGGCGCGATTAATATCCCATTGAAGGAGATTAAATCTCATATCGAAACGGTAGTTCCAGACAGGAACGATACGGTAAAGTTATATTGCAACTCCGGGCGACAGTCGGGCATGGCAAAACAAATGTTGCTTGATATGGGGTATA1
2762 CHIP4401 STM/STY STM0501 STY0547 ATGCTCATTCTTATCCCTATTCTCATTTTCTTATGCTTTTTTCCGTTCGCATGCTCATTCTTATCCCTATTCTCATTTTCGTCGCGCTGGTGATCGTCGGCGCGGGCGTCAAAATCGTTCCGCAGGGATACCAGTGGACGGTGGAGCGCTTTGGACGTTACACCAAAACCCTGCAGCCGGGATTAAGCCTTGTTGTACCGTTTATGGACAGAATTGGCCGCAAGATCAATATGATGGAGCAGGTGCTGGATATTCCGTCGCAGGAGGTGATCTCAAAAGATAACGCCAACGTCACTATCGATGCGG1
2763 CHIP4417 STM/STY STM0526 STY0574 ATGGGATATCTGAATAACGTCACGTTAAATCATAACGTCGCGGTTACAATGGGATATCTGAATAACGTCACGGGTTACCGCGATGATTTACTGGCGAACCGCGCCATTGTGAAACACGGTAACTATGCGCTCTTAACGCCGGACGGTCTGGTGAAAAATATTATTCCCGGCTTTGAAAACTGTGACGTCACCATCCTTTCGACGCCGAAGCTGGGTGCTTCTTTCGTCGATTATCTGGTCACCTTACATCAGAATGGCGGCAACCAGCAGGGCTTTGGCGGCGAGGGGATTGAAACTTTTCTCT1
2764 CHIP4441 STM specificSTM0575 ATGTTGCTCACCGCAACGTTAGCCCTCCTGTTGGGATGATGTTGCTCACCGCAACGCTGCTCGGCCTGATTGCCGCACTGGGCATTCTTGACGGGCGTTTACTCGGCGTGTCGATGATTGACCGTCCGCTGGTGATGTGCGCCCTCACCGGTCTGGTCTGCGGCAATTTACACGAAGGCATTCTGATCGGCGCGACGCTGGAACTGATCTTTTTAGGTAATGTCGCTATCGGCGCCGCGGTACCGCCTGATGTCGTCACCGGTTCGGTGCTGGCGACCGCGTTTTCTATTATGT1
2765 CHIP1197 STM/STY STM1636 STY1435 ATGATCGCTGGCTGGTCTCTTAGTAACCCTGACCGTAATGGATGATCGCTGGCTGGTCTCTCTTCTTTAATGACCTGACTGAACAACTGCCACTTGTTGTGGACGGTATTAAAGAAACCTGTAAACTTGCGCTGATTGTTTCCATCACCGGTTTTTTGTGGGGAATTATTATTTTCTTTCTGAGCCTGAGCCATCGCCCCGTGGTAAAAGCCATAACTCGACTGTACATGGATTTCTTTATCGGTACGCCACTCATTCTTATTCTATTTGTTATCTATTATGGTTTACCTCAATCTG1
2766 CHIP2849 STM/STY STM1711 STY1340 ATGCAGCTTAAACGTGTGGCTTACTTACTTAGTAGGTGGCCCATTTTGATGCAGCTTAAACGTGTGGCAGAAGCCAAACTGCCAACCCCATTGGGTGACTTTCTGATGGTGGGATTTGAAGAACTGGCAACCGGACACGACCATGCCGCGCTGGTTTTTGGCGATATTTCAGGTAAAACGCCGGTACTGGCTCGCGTTCATTCCGAATGTCTTACCGGGGACGCGCTTTTTAGTCTGCGCTGTGATTGTGGTTTTCAACTGGAAGCCGCGCTGACGCATATTGCGGAAGAAGGACGCGGTATTC1
2767 CHIP2867 STM/STY STM1761 STY1291 ATGCACTTCCTGAATATGTTCTTCTTTGTTAGTGACGTGCACGAACAATCATGCACTTCCTGAATATGTTCTTCTTTGATATCTACCCGTACATTGCCGGATCGGTATTTCTGATCGGTAGTTGGTTACGTTACGACTACGGCCAGTACACCTGGCGGGCGGCTTCCAGTCAGATGCTGGATCGCAAAGGAATGAACCTGGCGTCAAACCTGTTCCACATTGGGATTCTGGGTATTTTCGCCGGTCACTTCCTGGGCATGTTAACGCCGCACTGGATGTATGAAGCTTTTCTGCCGGTCGACGTGA1
2768 CHIP2883 STM/STY STM1801 STY1929 ATGGATGCTGCAACAATTATTAGTCTTTATTCTGCTTCGTCTTCGGCTTGGATGCTGCAACAATTATTAGTCTATTTATTTTAGGTTCCATCCTTGTAACCAGCAGTATCCTGTTAAGTTCATTCTCATCGCGACTGGGTATCCCGATTCTGGTCATTTTCCTCGCCATCGGGATGTTAGCGGGTGTGGATGGCATTGGCGGTATTCCTTTCGATAATTATCCTTTCGCTTATATGGTCAGTAACCTGGCGCTGGCGATTATTTTACTCGATGGCGGAATGCGCACCCAGGCCAGCTCTTTCC1
2769 CHIP2899 STM/STY STM1834 STY1963 ATGTTTGCTGGGGGCAGTTTAACCGTGAAAATGCGTCCATGTTTGCTGGGGGCAGTGATGTGTTTAATGGATACCCCGGTCAGGACGTTGTCATGCACTTTACTGCTACTGTTCTTCTCGCTTTCGGCATGTCGATGGATGCTTTCGCGGCATCAATTGGCAAAGGCGCCACCCTACATAAACCCAAATTCTCAGAAGCGTTGCGTACCGGTCTTATCTTTGGCGCGGTTGAAACGCTAACCCCGTTGATCGGCTGGGGGCTGGGGATATTGGCGAGTAAATTCGTTCTGGAAT1
2770 CHIP2915 STM/STY STM1860 STY1995 ATGGACGAAAAGAAACTCAAAGCTTAGTGCCGCCTCTTCGGATGGACGAAAAGAAACTCAAAGCCCTTGCGGTTGAACTGGCTAAAGGCCTTAAAACCGAAGCCGACCTCAATTCGTTTTCCCGTATGCTGGCGAAATTAACCGTCGAAACGGTGCTCAATGCGGAGCTGGCTGACCACCCCGGGTATGAGAAAAATGCGCCCAAAACAGGCTCAAACACCCGTAATGGCTACTCGTCCAAAACGGTGTTGTGCGATGACGGCGAGATAGAACTCAACACACCGCGTGACCGTGAAA1
2771 CHIP2939 STM/STY STM1907 STY2115 ATGGCGTTACTTGAGATCTGTTGTTATTTGGCCTGATGGCGATGGCGTTACTTGAGATCTGTTGTTACAGCATGGAATGCGCGCTCACCGCGCAGCGAAACGGCGCGGATCGTATCGAACTGTGCGCCGCGCCGAAAGAAGGGGGGCTTACGCCTTCTTTCGGCGTCTTACGCAGCGTACGCGAGCATATTACGATTCCCGTACATCCGATTATTCGTCCTCGCGGCGGGGATTTTTACTACACTGACGGCGAATTTGCCGCCATGCTGGAAGATATCCGCCTCGTCAGAGAGTTGG1
2772 CHIP4396 STM/STY STM0491 STY0535 ATGAAATTTCCCGGTAAACGTAAATCTTAGCGATCCCAGTACGACTCTTATGAAATTTCCCGGTAAACGTAAATCCAAACACTATTTTCCCGTCAATGCGCGTGACCCGTTGTTGCAACAAATTCAGCCAGAACAGGAAACCAACGCCTCCTGGGTCGTCGGTATCGACCAGACGTTGGTGGATATTGAGGCGAAAGTGGATGACGATTTTATTACACGCTATGGATTAAGCGCCGGGCATTCTCTGGTGATAGAAGACGAGGTGGCGGAGAAGCTGTATCAGGAACTGACGCGGGAAAATCTGA1
2773 CHIP1138 STM/STY STM1533 STY1530 ATGAATCATTCCAGAACTATTCCAGTTTAATCTTTGCACGAACTATTACCTTGTGAATCATTCCAGAACTATTCCAGTCGTTAATATTGCCGGACCAGGATCGCAGCCAGAAGAGGAAGACTTTAACTTTCTTCCCATCCCCGCCGGCATTAATCTCCCGCTGACGCCGGTTTTACCGGAACAGGCGCTGCCCGCTGAGCTCCGTGTTGCCAGACACATCCTGACTACGCTTATTCGCGATATGGATAACCCGGTGGCAACGCTCCCCTTTCCCCTGAGCTATAAGCTGAATGCCACTGAGCAACAGA1
2774 CHIP1154 STM/STY STM1523 STY1537 ATGGACCTGACGCAACTGGTTAGTCGGTGCTCGCCAGATGGACCTGACGCAACTGGAAATGTTTAACGCTGTCGCTCTGACGGGCAGCATTACGCAGGCGGCGGCAAAAGTGCACCGCGTTCCGTCCAACCTGACCACGCGTATCCGTCAGCTTGAAGCCGACCTGGGCGTCTCTCTGTTTATTCGCGAAAACCAGCGACTCAGGCTGTCACCAGCCGGGCATAACTTTTTACGTTACAGCCAGCAGATCCTGGCGCTGGTCGATGAAGCCCGCATGGTGGTTGCCGGAGAGG1
2775 CHIP1186 STM/STY STM0973 STY0973 ATGTCCGAGCTTAATGAAAAGTTAGCTTACATGGTCTGCGTGAAGGTATGTCCGAGCTTAATGAAAAGTTAGCCACAGCCTGGGAAGGTTTTACCAAAGGTGACTGGCAGAATGAAGTAAACGTCCGTGACTTCATTCAGAAAAACTACACTCCGTATGAGGGTGACGAGTCCTTCCTGGCTGGCGCTACTGACGCGACCACCAAGCTGTGGGACAGCGTAATGGAAGGCGTTAAACAGGAAAACCGCACTCACGCGCCTGTTGACTTTGACACCTCCGTTGCTTCCACCATCACTTCTCACG1
2776 CHIP4470 STM/STY STM0621 STY0670 ATGACGCAGAAAAATGAATCTCATTATTCCTTCACCTGATGCACCATGACGCAGAAAAATGAATCTCAACGCCAGGATCGCGTAGCAGCCTGGAGCCGTCACGCTGAAAGCGAACTGAGCGCTTACCAAAGTGCGGCAAAATTGGATCTACAAGCGCAAAAACCGCGCGACCACAAACTGTGCGCCAGCCTGGAAGAGGCCATCCGCCGTTCCGGTTTACGCGACGGCATGACGGTCTCCTTTCACCACGCGTTTCGCGGCGGCGATCTGACGATTAACCTGGTGATGGAAACCATCGCGA1
2777 CHIP2766 STM/STY STM1562 STY1501 ATGAATAAATTCTCCCTTGCTACAGCTTATTTTGAGAGTTCTTTCTTGATTTCGATGAATAAATTCTCCCTTGCTACAGCAGGTATTATCGTGGCAGCGCTGGTAACCAGTGTTAGCGTGAATGCGGCAACAGATACTACTAAAACAAACGTTACGCCTAAAGGTATGAGCTGCCAGGAGTTTGTTGACCTCAATCCGCAGACGATGGCGCCAGTCGCTTTCTGGGTGCTGAATGAAGATGAAGATTTTAAAGGCGGGGACTACGTAGATTTCCAGGAAACTGAGACGACAGCAGTGCCGCTAGCCGTTG1
2778 CHIP2782 STM/STY STM1594 STY1471 ATGTTGGTCAATCTGTGTGATTACATTATTTCAGGTATACACTCCCACTATCTATCCATGTTGGTCAATCTGTGTGATTACAAACAGAGCGTCACGCTCATTGCAAACAGCGGCGTCCAGTTTCTTGATTTTGGCTTAACGCCGCAAGAGTCGGCCCACTACGGACGTTTTGTGCGCAAAACGGCAAACGGCCCGCTACTGCGCCTCGATTTTGATCTGACCAGCGGGCGCTACACGTTGCCAGGACGTGCTGGCGGCCAACCCGAAGTCGTGAAACCGGAAAGCACTCAGACGCTGCACTATTCTCTGGATG1
2779 CHIP2472 STM/STY STM3597 STY4205 ATGACCAAACACTATGATTACATCGCTTAACGCATGGTCACAAACTCTTATGACCAAACACTATGATTACATCGCTATCGGCGGCGGCAGCGGCGGTATCGCCTCGATTAACCGCGCCGCTATGTACGGCCAGAAATGCGCGCTCATCGAAGCCAAAGAGCTGGGCGGCACCTGTGTTAACGTGGGCTGCGTGCCGAAGAAAGTGATGTGGCATGCCGCGCAGATTCGTGAAGCGATTCATCTGTATGGCCCGGACTACGGTTTTGACACCACGATTAATCAGTTCGACTGGAGCAAGCTGATTG1
2780 CHIP2488 STM/STY STM3631 STY4166 ATGCCGCAACCTGGCCTTTTAACTTTTGACCCTGGCCTGATGCCGCAACCTGGCCTTACTACGCCGGATAACGATGCATTACCCTGGCAAACCACCTTACTTTTGGCGCTTCAGCATGTGCTGGTCGTTGCCGCCACCCCCATTACCTCCGTCTTTCTGATCGCCAAAGCGCTCCACTTTACCGATACGGTGACCGCCTCGGTACTTAGCGCGACCTTTCTGATGTGCGGTCTGGGCGCTATTTTGCAAAGCCTGGGTGTGAAAGGGGTGGGCGCGCGTTTGCCGTTTATTATGG1
2781 CHIP4624 STM specificSTM4503 ATGGAACTGCAGGCGCTATTAACCTACTTTTTCAACTACAAAATTATCCTGATGGAACTGCAGGCGCTAAGGTATGCGGCAATGATTTCAACGATGAGTTTTGCGAAAGCATGCGAATATTATCAGGCATATCTTTGGAAGCATGGGATCGATGAGAATGCAAAAGAGAAGTTACTGGATTTTGTGGAGTTAGAAGAAAACGAACTCGCTGATTTTGGTAAAGATATTCGCATCGTTCTGGCATCAGCGGATTTCAGTAAAGAATTAACGACAACCGCAATATGGCTAAGAGATAAAGGTGTCGATA1
2782 CHIP2528 STM/STY STM3730 STY4064 ATGATGAGCCTGGCCGGTTTAACGTCGATTTTTTTCATCATAACGATGATGAGCCTGGCCGGTAAAAAAATTGTTCTCGGCGTTAGCGGCGGTATCGCTGCGTATAAAACGCCGGAGCTGGTGCGCCGTTTACGTGAGCACGGCGCTGACGTGCGCGTGGCAATGACCGAGGCGGCAAAAGCCTTTATTACCCCCCTGAGCTTACAGGCAGTGTCGGGCTATCCCGTATCCGACAGTCTGCTTGACCCTGCCGCTGAAGCCGCGATGGGGCATATCGAGTTGGGGAAATGGGCCGACCTGG1
2783 CHIP4193 STM/STY STM2956 STY3094 ATGGTCGCGGTAAGAAGTGCTTACCCCCCGTGCAGTCGATGGTCGCGGTAAGAAGTGCACATATTAATAAAGCTGGTGAATTTGATCCGAAGAAGTGGATCGCAAGCCTGGGAATTTCCAGCCAGCAGTCGTGTGAGCGCTTAGCCGAAACCTGGGCGTATTGCCTGCAACAGACACAAGGACATCCGGATGCGGATCTGTTGCTGTGGCGTGGCGTGGAGATGGTAGAAATTCTTTCCACGCTGAGTATGGATATCGACACGCTGCGGGCGGCGCTACTGTTCCCTCTGGCCG1
2784 CHIP4305 STM/STY STM2680 STY2867 ATGTCAGAAGATTATGTAATTGAATGGGTTAGCTTAAAAAATCCTGCACTTCCATGTCAGAAGATTATGTAATTGAATGGGATAAGAATTTTGCAGACGACCTCAACGTCGTCGCCAACGTTTTTTTATCACACAACCCAACCTTATGGCCCACTATTTTCTCTCAACTTTCGACGCAACCTGAAATCTTTGAAGACGAAGATGAAGACGAATATGGGTTGCAGGACGTCCTGGATTGTAGCGGTGGCGATCTCGGAAATAACGAGCTGGCACAGGCATTTTTACAAGTTCTACGCGGCGAAGGATTTA1
2785 CHIP4339 STM/STY STM0382 STY0414 ATGGAATCCTGGAAAGTTAATCTAATTTCTTATTGGCCTTTCGCTTTTTGATGGAATCCTGGAAAGTTAATCTAATTTCCGTTTGGTTTGGATGTTTTTTTACCGGGCTGGCAATCAGCCAAATCCTGCCATTCTTACCCCTTTATATTTCCCAGCTTGGCGTCTCTTCCCATGAAGCGTTATCAATGTGGTCCGGGTTAACGTTTAGCATCACGTTTCTTATTTCCGCCATTGTGTCGCCGATGTGGGGCAGTCTCGCCGATCGTAAAGGGCGTAAACTGATGCTATTGCGCGCGTCGCTCGGGA1
2786 CHIP4363 STM/STY STM0437 ATGGAAATTAAATTTTTATCATTATGTATTTTAGCGTTATTCTTTATCTAAAAAGCGCACACTGATGGAAATTAAATTTTTATCATTATGTATTTTAGCGGGTGTTTTATTTGTTAGCCAGGTGAATGCTTCAGCGAACAACGGTAAAGATGATGTAAAATATGCTGCGCTTACCCAGAAGGATCTTGATGCTTTGCCTGTGGAAAAAAGAGCTTCGGTTCTGGATGAACTGGGGTTTATCCATGAATACGGCCTTAGTGTACCGATGAATCGCGAACGGGCGTTGCAGTATTACAAGCAGGCCTGTGAGCTTGGCGGTA1
2787 CHIP4379 STM/STY STM0463 STY0507 ATGAAGATAGCGATGATAAAAACCACATTACGCGTTATACGCATTCTCATGAAGATAGCGATGATAAAAACCACACTGGCTTCACTGGCGCTGCTGCCTGGGCTAACGATAGCCGCGCCGGCGGTTGCCGATAAAGCGGATAGTGCTTTTATGATGATTTGCACCGCGCTGGTGCTGTTCATGACGATACCGGGTATCGCGCTGTTTTACGGCGGATTAATTCGCGCCAAGAACGTGCTGTCAATGTTAACGCAAGTGACCGTCACCTTTGCGCTGGTCTGTATTTTATGGGTGGTGTACGGCT1
2788 CHIP2475 STM specificSTM3600 ATGAGCATCAGCGTATTGGGTTATTGTGCAAACGGTTTACCAAATGAGCATCAGCGTATTGGGTATTGGCGACAACGTTGTCGATAAATACCTGCATTCCGGCATCATGTACCCCGGCGGTAATGCATTAAATTTTGCTGTCTATGCGAAATTAGCAGACATCCCCAGCGCGTTTATGGGGGCGTTTGGCAATGACGACGCCGCGCAGCACGTACAGGATGTATTACACCAGCTACAGATAGACATCTCTCACAGCCGCCATTATACCGGCGAAAATGGGTATGCCTGTATCCGTCTCT1
2789 CHIP2499 STM/STY STM3660 STY4138 ATGTATATCGGGATCGATCTTGGTTATGACATCAACGGCAACAGCATGTATATCGGGATCGATCTTGGTACATCGGGTGTAAAAGCTATCCTGTTGAATGAGCAGGGCGATGTGCTGGCTACGCATACTGAAAAACTGACCGTATCGCGTCCGCATCCCTTATGGTCGGAACAGGAACCAGAGCAGTGGTGGCAGGCGACGGATCGTGCGGTTAAAGGTTTAGGTCGGCAACAGTCGTTAAGTGGCGTCCGGGCGTTGGGCATCGCCGGACAAATGCATGGCGCGACATTGCTTGATAGCC1
2790 CHIP2515 STM/STY STM3691 STY4105 ATGAATAGAATATTTAAAGTCCTCTGGAATGTTACCACTGGAAGCCCGCATGAATAGAATATTTAAAGTCCTCTGGAATGCCGCTACGGGAACATTTGTTGTCACCAGCGAAACCGCAAAAAGCCGCGGCAAAAAAAACGGCCGCAGAAAGCTGGCAGTTTCCGCACTCATCGGTCTTAGCAGCATTATGGTTTCTGCGGATGCACTGGCCAACGCAGGAAACGATACAGGCGACGGCGTTACTCCAACGGGTACCCAGACTGGAGGAAAAGGGTGGATTGCAATTGGTACCGATGCCACAGCCA1
2791 CHIP4326 STM/STY STM4389 STY4745 ATGCGAGCCCGGATAATGTTAGCGATAAATATTCGCGCTGATGCGAGCCCGGATAATGTTATTTCTGGCTGCGCTTTTGCCTGGCATAACGGCAACGGCAGCCGTCGAGTTAAATAATCATCAGGCCAGAAATATGGATGATGTGCGCAGCTTAGGCGTAATCTACATCAACCATAACTTCGCCACGGAAAGTGAAGCCAATCTGGCGCTGAATGAAGAGGCCGACGTGCGAAACGCAATGTATTATCACGTCATACTTATCCGGGAACCGGGTAGCAACGGCAATATACACGCCA1
2792 CHIP4342 STM/STY STM0388 STY0421 ATGATGCAACCTCTTTATCTTGTTGGTTAAGTATAGACATCTCCCTGTAACCGTTATGATGCAACCTCTTTATCTTGTTGGCCCGCGGGGCTGTGGGAAAACCACCATCGGTATGGCGCTGGCGCAGGCAACCGGTTTTCGGTTTGCAGATACCGACCGCTGGCTGCAATCGCACGTGCAGATGAGCGTCGCTGATATCGTTGAAAAAGAAGGCTGGGGAGGGTTCCGCGCCCGGGAAACCGCGGCCCTGGAGGCGGTAAGCGCGCCTTCGACTGTCGTGGCGACGGGAGGCGGTATTATTCTCACGGAGT1
2793 CHIP4358 STM/STY STM0421 STY0460 ATGCAATACAACACGTTAGGAAATACATTATTTAAATCCCACTACCGGATGCATGCAATACAACACGTTAGGAAATACAGATCTTCGGGTATCCCGCCTTTGTCTGGGCTGTATGACATTCGGCGAGCCAAGTCGCGGCAATCACGCCTGGACGCTTCCCGAAGAGAGCAGCCGTCCCATCATCAAGCGCGCTCTTGAGGGCGGCATTAACTTTTTTGATACCGCCAACAGCTACTCCGACGGCAGCAGCGAAGAGATTGTCGGTCGCGCGCTGCGTGATTTTGCCCGGCGCGACGAGGTGGTGGTAG1
2794 CHIP4286 STM/STY STM3161 STY3333 ATGCGCTTACGCATTAAAAAAGTTACACAATTCTGGCGAAGCCTTGCGCTTACGCATTAAAAAAGCCACCTGTTTTTATTTTGGCAAAATTTTCATCTGTATCACACGTCGCCAGGGTGCAGATGGTTATATTCATGCTAGTTTAGACATCCAGACGGTTAAAATCAGGAAACGCAACATGACGGATAAACAGTTGGATACCAAACTGGTAAACGCAGGACGCAGCAAAAAATACACGCTTGGCTCAGTGAATAGTGTGATTCAACGCGCTTCTTCACTGGTGTTTGACACCGTCGAGG0
2795 CHIP4590 STM/STY STM2847 STY2969 ATGAGCAATTTATTAGGCCCGCTTATCGGATACGCGCCTCATGAGCAATTTATTAGGCCCGCGTGACGCCAACGGCATTCCGGTACCGATGACGGTGGATGAATCCATCGCCAGCATGAAGGCGTCTTTACTGAAAAATATTAAGCGTTCGGCATACGTTTACCGCGTGGACTGCGGCGGCTGTAACGGCTGTGAAATCGAAATCTTTGCGACGCTTTCGCCGCTGTTTGATGCCGAGCGTTTCGGCATCAAAGTAGTACCGTCGCCGCGTCATGCCGATATTCTGCTGTTTACCG1
2796 CHIP2502 STM/STY STM3664 STY4134 ATGATGAAACTTGCCGCCTTTAGCGGCGGCCCGCCCAGTGATGAAACTTGCCGCCTTCGCTCTGACGCTGATACCCGGTATCGCGATCGCCTCATCATGGACCTCACCCGGTTTTCCGACGTTCTCGACGCAGGAAACCGGGCGCTTTACCAGCCATGCTGCATTAACAAAAGGTACACGCGCGTTAACGCTCCATATTGACCAGCAGTGCTGGCAGCCCTCCGGCGCCATAAAACTCAACCAAATGTTGTCGTTAAAACCCTGCGAAGGCGCGCCGCCGCAATGGCGTTTGT1
2797 CHIP2132 STM/STY STM3335 STY3515 ATGATGATGGGGGAAGTACAGTCTTAGGCCGCCAGCAGACTATGATGATGGGGGAAGTACAGTCGTTGCCTTCTTGCGGGTTGCATCCGCGATTGTTGGATGCCTTGACTCTCGCGCTGGCGGCAAGGCCGCAGGAGAAAGCGCCGGGGCGCTATGAATTGCAGGGCGACAATGTCTTTATGAATGTAATGCAGTTAACGACGCAAATGCCGGCCGAGAAGAAAGCGGAATTGCATGAACAATACATTGATATTCAGCTACTACTAACCGGCGTCGAGCGTATTGCGTTTGGGATGT1



2798 CHIP2148 STM/STY STM3263 STY3446 ATGAAACAAAACGAATCGGCGTTATTCTTCCTGCTGCTCCAGCATGAAACAAAACGAATCGGCGGATAATTCTCAGGGCCAACTCTTTATTGTACCTACTCCTATCGGTAATCTGGCGGATATTACCCAGCGTGCGTTGGAGGTGTTACAGGCTGTAGATCTGATTGCCGCCGAAGATACTCGTCACACCGGTTTATTGCTGCAACATTTTGGGATTAATGCCCGGTTGTTCGCGCTGCACGACCATAACGAACAACAAAAAGCGGAAACGCTGGTCGCGAAGCTAAAAGAAGGGCAGA1
2799 CHIP2164 STM/STY STM3153 STY3326 ATGGAACGCTTTCTTGAAAATGTTTAATGGTTATGCCGCGTATGGAACGCTTTCTTGAAAATGTAATGTATGCGTCTCGCTGGCTGCTCGCGCCGGTGTATTTTGGCCTCTCTTTGGCGCTGATCGCTTTAGCGCTAAAATTTTTCCAGGAAATTCTACACGTTCTGCCGAACGTTTTTGCCCTGGCGGAGGCCGATCTGATCCTGGTGCTGTTATCGCTGGTTGATATGACGCTGGTTGGCGGATTGCTGGTAATGGTCATGTTCTCCGGGTATGAGAATTTTGTCTCTCAGCTGG1
2800 CHIP4489 STM/STY STM0364 STY0396 ATGCCTTTGGAGATGTTCATGTTTAAAACGCCCATGACACGATGCCTTTGGAGATGTTCATGTTTGCGACAACGCGTATGGCGCTATTGATAGGCGGAGCTATCGGCGGCGCGACTTTTCCTCTTTTTGCCCAGGAAACCACAAAAAATGATACCGTCATTGTCACCTCGCCCGTTCAGAGTGGCGCGACCAAGCTGGCGACGCCAGATATTGAAACGCCGCAGTCGGTATCCATTATTACCCGCCAGCAGTTTGAAGAGCAGGGCGCAACCAGCGTGCGTCAGGCGGTCAGCTACA1
2801 CHIP4513 STM/STY STM2802 STY2925 ATGGAGGATCATATGCTTAACAAACCTTAGCGACGCAGGCTAAGCATGGAGGATCATATGCTTAACAAACCGAACCGAAACGACGTCGATGATGGTGTTCAGGATATTCAGAATGATGTCAATCGATTAGCCGACAGTCTGGAAGATGTCCTTAAATCCTGGGGAAGCGATGCGAAAGACGAAGCCGAGGCTGCGCGACGTAAAGCACAGGCGTTGCTGAAAGAGACCCGGGCGCGGATGCAGGGTCGTACTCGCGTAAAACAAGCCGCCTGTGATGCGATGGGGTGCGCGGATACGTTTG1
2802 CHIP4529 STM/STY STM2201 STY2436 ATGCATATTACGCTACGACAACTTGTTATTCACAGTAACTCAAAAAACGCTGATGCATATTACGCTACGACAACTTGAAGTGTTTGCTGAAGTACTGAAAAGCGGTTCAACAACCCAGGCGTCGGTCATGCTGTCATTATCGCAGTCCGCCGTTAGCGCCGCGCTCACCGATCTGGAAGGTCAGCTCGGCGTACAGTTGTTTGATCGGGTGGGGAAACGGCTGGTGGTCAACGAACATGGGCGCTTGTTATACCCGCGCGCGCTGGCATTGCTGGAGCAAGCGATAGAAATTGAGCAGCTATTTCGTG1
2803 CHIP4491 STM/STY STM0373 ATGCACTCCTGGAAAAAGAAACTTTTACCAGGTATATTTAACACCAACGTTTGATGCACTCCTGGAAAAAGAAACTTGTAGTCTCACAATTAGCATTGGCTTGCACTCTGGCAATCACTTCTCAGGCGAATGCTACTACTTACGATACCTGGACTTATTACGACAATCCTACCACCGCGCTTGATTGGAATAATATGGATGCCGCAGGCACTGTTGATGGTAACTATGTAAACTATAGCGGTTTCGTTTACTACAACAATGCCAATGGTGATTTCGATCAGACGTTCAACGGTGACACTGTTAACGGTA1
2804 CHIP1639 STM/STY STM2183 STY2413 ATGCATCCACGTTTTCAAACTGTTAGCCGAGAAGCACGCGATGCATCCACGTTTTCAAACTGCTTTTGCCCAGCTTGCGGATAATTTGCAATCAGCGCTGGCCCCTATCCTGGCGGACCACCATTTTCCCGCCATGCTGACCGCAGAGCAGGTCTCGACGCTTAAAAATACGGCGGGACTGGACGAAGACGCGCTGGCTTTCGCACTGTTACCTCTGGCGGCGGCCTGCGCCCGTACCGATTTGTCCCATTTTAACGTCGGCGCGATTGCGCGCGGCGTTAGCGGCAACTGGTATT1
2805 CHIP1655 STM/STY STM2085 STY2294 ATGAAAATAACATTAATTATTCCCACATATAATGCTTATTTTATCTCTTTTGACGAAGAATATTGGATGAAAATAACATTAATTATTCCCACATATAATGCAGGGTCGCTTTGGCCTAATGTTCTGGATGCGATTAAGCAGCAAACTATATATCCGGATAAATTGATTGTTATAGACTCAGGTTCTAAAGATGAAACGGTTCCGTTAGCCTCAGACCTGAAAAATATATCAATATTTAATATTGACTCTAAAGATTTTAATCATGGAGGAACCAGAAATTTAGCAGTTGCAAAAACTCTGGACGCTGATGTTATAATTTTTC1
2806 CHIP4555 STM/STY STM2141 STY2370 ATGACTGATATTGCGCAGTTGCTTAGGCGATGGTGACTTTGATGACTGATATTGCGCAGTTGCTTGGCAAAGACGCCGACAGCCTTTTACAGCATCGTTGTATGACCATTCCTTCCGATCAGCTTTATCTACCCGGCAAGGATTATGTTGACCGGGTGATGATTGACAATAATCGTCCACCAGCCGTTCTGCGTAATATGCAGACGCTCTATAATACTGGACGCCTGGCGGGAACAGGATACCTTTCGATACTGCCCGTCGATCAGGGGGTGGAGCACTCCGCCGGCGCCTCTTTTG1
2807 CHIP4571 STM/STY STM2174 STY2404 ATGCGTGTTTTACTGGCGCTTAGATTTTAATAGCCTGAATCGCCCATGCGTGTTTTACTGGCGCCGATGGAAGGCGTGCTCGACGCGTTAGTGCGCGAGCTGCTGACCGAAGTGAATGATTACGATCTCTGCATCACCGAATTTGTGCGCGTGGTGGATCAGCTGCTGCCGGTAAAAGTGTTTCATCGCATCTGCCCGGAGTTGCATCACGCCAGCCGCACGCCGTCCGGCACGCCGGTGCGTATTCAGCTTCTGGGCCAGCATCCGCAGTGGCTGGCGGAAAACGCCGCGCGGGCGACGG1
2808 CHIP1903 STM/STY STM3417 STY4381 ATGGCAAAGGCACCAGTTCTTATACGCGACGTTTTTTCGGATGGCAAAGGCACCAGTTCGCGCACGTAAACGTGTAAGAAAACAAGTCTCTGACGGCGTGGCTCATATCCATGCTTCTTTCAACAACACCATCGTGACTATTACCGATCGTCAGGGTAATGCGCTGGGTTGGGCAACAGCCGGTGGTTCCGGTTTCCGTGGTTCTCGCAAATCCACTCCGTTTGCAGCTCAGGTTGCAGCAGAGCGTTGCGCTGACGCCGTGAAAGAATACGGTATCAAGAATCTGGAAGTTATGG1
2809 CHIP1665 STM/STY STM2108 STY2320 ATGAATAAGCAACGAATTTTTGTGGTTACCCCCGGAACCGTTGATGAATAAGCAACGAATTTTTGTGGCGGGCCATCGCGGAATGGTGGGCTCCGCCATTGTACGGCAGCTTGCGCAGCGCGGCGACGTGGAACTGGTACTGCGCACCCGCGATGAGCTGGATCTGCTCGACGGGCGCGCGGTACAGGCGTTCTTTGCCGGGGCGGGTATCGACCAGGTTTATCTGGCGGCGGCGAAAGTGGGCGGCATTGTCGCCAACAACACGTATCCGGCGGATTTTATTTATGAAAACATGATGA1
2810 CHIP4565 STM/STY STM2167 STY2397 ATGTCTTCCATAACAATGACTGATAATAAAACTTAATGCGTTTCGTCGGGATGTCTTCCATAACAATGACTGATAATAAAACGTTCCTGAATGAGCTGGCCCGCCTGGTAGGCCATTCTCACCTGCTGACAGACCCCGCCAAAACCGCCCGCTATCGCAAGGGTTTCCGTTCCGGTCAGGGCGACGCGCTGGCCGTTGTTTTCCCGGGTTCATTACTGGAACTGTGGCGTGTGCTCAACGCCTGCGTTAACGCTGACAAAATTATTCTGATGCAGGCCGCCAACACCGGTCTGACGGAAGGCTCCA1
2811 CHIP1897 STM/STY STM0262 STY0283 ATGAAACCGGCAAGGCTCTTAGCCATCCGGTTTGCGATGAAACCGGCAAGGCTCTCTCAAACTGTCGTTGCGCCCGGATGTTGGGGTGAGTTGCCCTGGGGCAATTACTACCGTGAGGCGCTGGAACAGCAGCTAAATCCGTGGTTTGCAAAAATGTATGGTTTCCATTTGCTTAAAATCGGTAATTTAAGCGCAGAAATCAATTCCGAAGCGTGCGCGGTCTCCCATCAGGTGAATGTTTCATCGCAGGGGTCGCCGATGCAGGTTCTGGCCGATCCGCTACATCTTCCTT1
2812 CHIP2105 STM/STY STM3624 STY4176 ATGACTCAGCATACTCAAACTCCTTCTTACTGCGGGTAAGGCACCATGACTCAGCATACTCAAACTCCTTCAATGCCTTCTCCGCTCTGGCAATACTGGCGCGGTCTTTCCGGCTGGAACTTCTATTTTCTGGTCAAGTTTGGCCTGCTGTGGGCAGGCTATCTGAATTTTCATCCTTTACTGAATTTGGTATTCATGGCGTTTCTGCTCATGCCAATACCAAAGTATCGCCTTCACCGGTTGCGCCACTGGATTGCCATTCCCGTCGGCTTCGCGCTGTTCTGGCATGATACCTGGCTGC1
2813 CHIP2121 STM/STY STM3546 STY4265 ATGAGTGAAATAGTGATACGCCACGTTATTTCACGCGCGCCATATGAGTGAAATAGTGATACGCCACGCTGAACCGAAAGATTACGATGCCATTCGTCAGATCCACGCCCAGCCGGAGGTGTACCACAACATGCTACAGGTTCCTCATCCTTCCCTCGAAATGTGGCAGGCGCGGCTAACCGAGCAAGCCGGGGTTAAACAACTGGTTGCCTGCATTGACGATATTGTCGTTGGCCATCTTTCTATTCAGGTCACCCAACGTCCTCGCCGCAGCCACGTGGCCGATTTTGGCATCTGCG1
2814 CHIP2137 STM/STY STM3307 STY3486 ATGGATAAATTTCGTGTACAGGGGTTATTCGCCTTTCACGCGATGGATAAATTTCGTGTACAGGGGCCAACGACGCTCCAGGGCGAAGTCACAATTTCCGGCGCCAAAAACGCCGCGCTGCCGATCCTGTTCGCCGCTCTGCTGGCAGAAGAACCGGTAGAGATCCAAAACGTTCCAAAACTGAAAGACGTGGATACGTCGATGAAGCTCCTGAGCCAATTAGGCGCGAAAGTGGAACGCAATGGATCGGTACACATTGACGCCAGCCAGGTGAACGTGTTCTGCGCGCCTTATGATC1
2815 CHIP1947 STM/STY STM4385 STY4741 ATGAAATTACGTGATTCACTGGCGTTAAGCTGCCGCGTTGGTATGAAATTACGTGATTCACTGGCGGAGAATAATTCTATCCGCCTGCAGGCTGAAGCGAATACCTGGCAGGAAGCCGTCAAGATCGGCGTCGATTTACTGGTGGCTGCAGACGTGGTAGAGCCGCGCTATTACCAGGCGATTCTGGATGGCGTTGAGCAGTTTGGCCCCTATTTTGTGATTGCCCCCGGCCTGGCGATGCCGCATGGCCGCCCGGAAGAAGGGGTGAAGAAAACCGGTTTTTCGCTGGTGACCCTGA1
2816 CHIP1963 STM/STY STM4468 STY4806 ATGATTATTGGCAATATTGAACATCTGTTACGCCATCAGCATTTTCAATGATTATTGGCAATATTGAACATCTGGAGGTCTGGCTGCCGACGGCGTTACGGCAGGCGATTGAGCACGTCAATGCGCATGTCACGACAACGACCGCGCCAGGTAAGTATGACATTGACGGCGACAGGCTGTTTTATATGATTTCTGAAAATATGACGGAGCCGGGCGAATCGCGCAGCGCAGAGTATCACGCTCGTTATCTTGATATTCAGATTGTGCTACAAGGTCAGGAAGGGATGGCATTCAGTACCCGGC1
2817 CHIP1979 STM/STY STM4587 STY4934 ATGAATGGTAACAATATGAAATACAAGAGCTTATTGTCGCCACGGCATATGAATGGTAACAATATGAAATACAAGAGCTTAGTACTTTTCTCAATTTTGTTGCTGCTGGGGCAGAGCGCCCGCGCGGAACAAATTGGTTCAGTCGATACGGTATTTAAAATGTTCGGTCCTGACCATAAAATCGTGGTGGAAGCTTTTGACGATCCTGATGTCAAAAACGTGACGTGCTATGTTAGCCGGGCGAAAACGGGCGGCATAAAAGGCGGATTGGGGCTGGCGGAAGATACGTCTGACGCCGCTATCT1
2818 CHIP0289 STM/STY STM3740 STY4052 ATGGCTCAAGGTACGCTTTATATTGTTAGTCTGCCAACAATTTGCTGAATGGCTCAAGGTACGCTTTATATTGTTTCTGCCCCCAGTGGCGCGGGTAAATCCAGCCTGATTCAGGCTTTATTAAAAACCCAACCGTTGTATGACACTCAGGTTTCCGTTTCACATACCACGCGCGCGCCGCGTCCGGGTGAAGTGCACGGTGAGCACTATTTCTTTGTAAATCATGATGAGTTTAAAACCATGATTGGCAGGGAGGCGTTTCTGGAGCACGCGGAAGTGTTTGGCAATTACTACGGCACTTCGC1
2819 CHIP2204 STM/STY STM3298 STY3476 ATGACCCGTTTTCAATCCCATTAACGCGGCAGCGAGATATGACCCGTTTTCAATCCCAACGTAAGCAAAAATATACGATGAATCTGAGTACTAAACAAAAACAGCACCTAAAAGGTCTGGCACATCCGCTCAAGCCTGTTGTTATGCTTGGCAATAATGGTTTGACCGAAGGGGTACTGGCCGAGATTGAACAAGCGTTAGAGCACCATGAACTTATCAAGGTGAAAATCGCCTCGGAAGATCGCGAAACAAAAACCTTGATCGTGGACGCTATCGTGCGCGAAACCGGCGCCT1
2820 CHIP2220 STM/STY STM3228 STY3408 ATGAAATACCGCATCGCTTTGTTAGTAGTCTCTGGCCTCAAGTTTTTTTAGATGAAATACCGCATCGCTTTGGCTATCACGCTTTTTACACTTAGCGCCGGTAGCTACGCTAATTCGCTTTGTCAGGAAAAAGAGCAGGATATACAAAAGGAAATTAGCTACGCTGAAAAGCACAACAATCAGCGCCGTATTGAGGGTCTGAACAAGGCGCTCAGCGAAGTACGCGCCAATTGTACTGACAGCAAGCTGCGCGCCGAGCATCAGAAAAAGATCGCTGAGCAAAAAGAAGAGGTAGCCGAACGCCAAC1
2821 CHIP2191 STM/STY STM3349 STY3529 ATGTTTGTGAAGCTCTTACGTTCGTTAGTTCGACGCCGGGTAATGTTTGTGAAGCTCTTACGTTCGGTCGCAATAGGTTTAATTGTCGGCGCTATTCTGTTGGCCGTGATGCCTTCTTTGCGCAAAATTAATCCTATCGCCGTCCCGCAATTCGACAGTACCGATGAGACGCCAGCCAGTTATAATTTTGCGGTTCGCCGCGCCGCGCCTGCCGTCGTCAATGTCTATAACCGCAGTATGAACAGTACCGCGCATAATCAACTGGAGATCCGCACGCTGGGTTCCGGCGTGATCATGG1
2822 CHIP2207 STM/STY STM3262 STY3445 ATGAACTCATTTGAGCGAAGAAATAAAATTGTTAGACGATCATTAATTCCACGCCATGAACTCATTTGAGCGAAGAAATAAAATTGTCGACCTGATTAATACGCAAGGCAGCGTGCTGGTGATGGACCTTTCAAATACCTTTGGTATTTCTGAAGTGACTATCCGTGCTGACCTGCGTCTGCTGGAAGAGAAAGGCCTTGTCACCCGTTTTCATGGCGGCGCGGCAAAACCGGGAAGTCATCTGGCGGAAGGCGACAATCAGGAAGTCATTCTGGAAGATCGGTATCAACTCGCCAGCGATCCGAAAAAGC1
2823 CHIP2223 STM/STY STM3225 STY3405 ATGGCTACGCAACGAGCATTAGCTACGCAAGGCGTTATTCGATGGCTACGCAACGAGCATCAGGGCTACTGCAGCGTTTAGCGCAAGGCAGTCTGGTTAAACAAATTTTAGTGGGTCTGGTACTGGGGATTTTACTGGCATGGATTTCTAAGCCTGCGGCAGAAGCGGTTGGCTTGCTTGGCACCCTGTTCGTCGGCGCCTTAAAAGCGGTCGCCCCCGTTCTGGTGCTGATGCTGGTAATGGCCTCGATCGCCAACCACCAGCACGGCCAAAAAACCAATATTCGCCCTATTCTCT1
2824 CHIP0356 STM/STY STM0628 STY0677 ATGATCATCAGAAAGTATTTTCTTATTATTGCTTTAAAACTGGAAACGCATCCAATGATCATCAGAAAGTATTTTCTTATTATTGCTCTCCTTTTGATGCCATGGCTGGCTATTCCTTCAGTCTCTGCGGCGGATAAAGGGGGGTTTAACACGTTTACCGATAACGTCGCAGAAACGTGGCGACAGCCTGAGCATTATGATTTGTATGTCCCCGCCATTACCTGGCATGCGCGCTTTGCCTACGATAAAGAGAAAACGGATCGCTATAACGAGCGGCCGTGGGGCGTTGGTTTTGGTCAGTCCCGCTGGG1
2825 CHIP0372 STM/STY STM0170 STY0192 ATGAAACATACTGTTGAAGTCATGATCCTTACTCGTCCAGCAGCACCATGAAACATACTGTTGAAGTCATGATCCCCGAAGCGGAGATCAAAGCACGTATTGCCGAGTTGGGTCGTCAGATTACCGAACGTTATAAAGACAGCGGCAGTGAAATGGTGCTGGTAGGTCTGTTGCGTGGCTCATTTATGTTTATGGCGGACCTGTGCCGTGAAGTCCAGGTTCCTCATGAAGTCGATTTTATGACCGCCTCCAGTTATGGTAGCGGCATGTCCACCACCCGCGACGTGAAAATCCTCAAAGATC1
2826 CHIP3331 STM/STY STM0722 STY0762 ATGAATGATTTGAAAGAAGCTCTGGTTATAACCAGTATACGATTCTTGAGCGAATGAATGATTTGAAAGAAGCTCTGGCCAGGCACCAACTTTGGATTTCGCTAGGTTGGAATGATGTCCTGGGACGATACCGGCGATCGGTGTTAGGGCCTTTTTGGATAACGATTTCGATGGGGGTCACCATATCAGCGATGGGACCTCTTTACGGTTCGCTGTTCAGTTCTGGTTCCGAAAATTTTATCATGCATCTTACTTTAGGTATGATCTTTTGGGCCTTTCTATCAGCAACTATTAATGAGTCATGCGGAA1
2827 CHIP0351 STM/STY STM4344 STY4704 ATGAGCGAAACGGCAACCTTACGCCCGATCGACCGTATGAGCGAAACGGCAACCTGGCAGCCGAGCGCGTCCATCCCCAATTTATTAAAACGTGCGGCGATTATGGCGGAAATCCGTCGTTTCTTTGGCGATCGTGGAGTGCTTGAGGTTGAGACGCCCTGCATGAGTCAGGCGACGGTCACAGACATTCATCTGTTCCCGTTCGAAACGCGTTTCGTCGGACCTGGCCATTCCCAGGGGATCAACCTCTATTTAATGACCAGTCCGGAATACCATATGAAACGCCTGCTGG1
2828 CHIP0367 STM/STY STM1405 STY1715 ATGAAACCTGTTAGCCCAAATGCTTACTCCGGCGCACGTTGATGAAACCTGTTAGCCCAAATGCTCAGGTAGGAGGGCAACGTCCTGTTAACGCGCCTGAGGAATCACCTCCATGTCCTTCATTGCCACATCCGGAAACCAATATGGAGAGTGGTAGAATAGGACCTCAACAAGGAAAAGAGCGGGTATTGGCCGGACTTGCGAAACGAGTGATAGAGTGTTTTCCAAAAGAAATTTTTAGTTGGCAAACGGTTATTTTGGGCGGACAGATTTTATGCTGTTCCGCTGGAATAGCAT1
2829 CHIP0383 STM/STY STM1521 STY1539 ATGATGGATTTGTTTAAAGCGATTGTTAGTGGTACGTTTTAATAATTTCCAACACATGATGGATTTGTTTAAAGCGATTGGATTGGGGCTGGTCGTACTGCTCCCGTTAGCCAATCCGCTAACCACCGTGGCGCTGTTTCTTGGCCTTGCGGGCAATATGAATAGTGCGGAACGCAACCGGCAGTCCTATATGGCTTCGGTTTATGTCTTCGCTATTATGATGGTGGCGTACTACGCCGGGCAGTTAGTCATGAACACCTTCGGTATTTCGATTCCAGGGCTACGGATCGCCGGGGGGTTAATCGTGGCGT1
2830 CHIP3350 STM specificSTM0762 ATGAGTCGTATATTAAATACAGAAATTATCATTCCTTAAATGATTTCACTAGCGTGGCGATGAGTCGTATATTAAATACAGAAATTATCATTCCGATTATCGAAAAACTTGTAAAAAAAGCTTGTTATGAACTGGATGATAATCTCATGTGTTCTTTTCGTAAAGCATATGATAAAGAAGAGTCAAAGATCGGCAAGGAAACCATTAAGATATTAATTGATAATGGAGAGTATGCAAAAAAAGAACAACTTGCATGCTGCCATGATACCGGCACTTGTATCGTTATAATGGAAATTGGACAACATGTATGCTGGG1
2831 CHIP3382 STM/STY STM0808 STY0843 ATGTTATCCCTTACCTATTGGTATACTGCGTTACGGCCTGAAAGATAATAGTATTTCCATGTTATCCCTTACCTATTGGTATACTGCGTTGGGACTATGGTGTACCGCCGGCATTATATGGTTAACGTTGTATAGTCATTTTTTAATAACCCACGTTCAACCTGTTGTTGTTTTGTGGATATCAGCACTTTTGCTTGGCCTGGGGTATGGGGCCATTACCTGTCTTTCCCGCTTTGGCACTGTTGTCGCAACGTTGATATATATTGCCATCATTACGCTTACCGGCGTGTCATTAGCTTACCTTTTCTCAGGTG1
2832 CHIP3414 STM specificSTM0855 ATGGAGCGTTCAGTCATGAAGTTAAATTACTTTTTCTTCGTTTTTTAATTTATCTAGCATGGAGCGTTCAGTCATGAAGGGCAAATGGTGGATAAACCGTTACTGGAAAAAGCAAAAAGGATTTTGGCTCATAGCATTTAGTAAATATATGAAGGAGTCACCAATGAAAGCTTTAGTTTGTGTAAAACAAGTTGTCGATCATAACGTTAGAATTAGAATAAAGCGAGATCATTCTGATGTTGATATTTCTGATTCAAAACTCAGTATCAATCCATTTGATGAAATTGCAGTTGAAGAAGCAGTACGTTTAAAAG1
2833 CHIP3702 STM/STY STM4521 ATGGAATTTTACGAGAACCGCCTTATTCCACATCCTTCCTTTCCAATGGAATTTTACGAGAACCGCCCCAGACAACCATTCATTGGCTTTGTGCAGCTCAGACGGGCGCTAAAAAGGTGGTGGCTGCGTAAGCGGGCCTGTCAGGCGCTGCGACGAATGAGTGACGAGCAGTTAAGGGATATCGGGTTGGAAAGGAAGGATGTGGAATAG1
2834 CHIP4264 STM specificSTM3117 ATGCTATTTTTTAATGTAGCATCCCTAAAATATAAACTTAAACATACTGCGAAATTTCAATTAAGTTATGCTATTTTTTAATGTAGCATCCCTAAAATATAAACATCATGAGTCTATTCAAATGATAATTGACAGAATTGATCACCTTGTATTAACGGTATCTGATATATCAACCACAATAAGATTCTACGAAGAGGTACTTGGTTTTTCTGCGGTAACATTTAAACAAAACAGAAAAGCGTTAATATTTGGAGCGCAAAAAATTAACCTCCATCAGCAAGAAATGGAGTTCGAACCAAAAGCGAGTAGACCAACGCCGGGAT1
2835 CHIP4383 STM/STY STM0469 STY0512 ATGAAACCTGATATTCATCCTGTATACCGTTACCCCCGTTTAGCGCCATGAAACCTGATATTCATCCTGTATACCGCACCGTCGTATTTCACGACACCAGCGCAAATGAATATGTGAAAGTGGGATCAACTATCAAAACTGAACGTGAAATCGAACTGGACGGCGTGACATATCCGTATGTCACTATTGATGTGTCATCAAAATCGCATCCTTTTTATACCGGTAGACAGAAAACGTTTGATAGCGAAAGTAGCGCCGCACGCTTCCAGAAACGTTTCGGTCATTTTATCGGCGCTAAACGGG1
2836 CHIP4196 STM/STY STM2965 STY3104 ATGACGACTCATGACCGTGTGTTAGGATTTATCGCGGGCATGACGACTCATGACCGTGTGCGTCAGCAGTTACATACGCTTGAAACGCTGCTGCGCGAGCATCGCCACTGGCGGCAGGATGCGCCGCAGGCGCACCTGTTTACCAGCACCCAACCATTTTTTATGGATACCATGGAGCCGCTGGAATGGCTGCAATGGGTATTGATCCCACGTATGCATACCCTACTTGATAATGCGCAGCCGCTGCCCGAGGCGTTTGCCGTCGCCCCTTATTATGAAATGGCGCTGGCGGCGG1
2837 CHIP4253 STM/STY STM3088 STY3242 ATGGGTATAACATCGGCAGGTTTAGGTCACTTCTTCGCCCAATGGGTATAACATCGGCAGGTATGCAAAGCAGAGATGCAGATTGCGGGGGACATGCGCGCACCAGAACGATGCGACAGATTCAGCAGAATACAACGGTTCATTATCTCGTATCACCTCCACGGCCGCCTCGTAAGACGAACCCACAAGCCAAAGCAACGTTTTAACCCGGCTGGAAGTGGCGACACGAAGAAAACGTCGTGTGCTTTTGTATGAGCCGCGCGTCGCGTTTTATACCCAGAACGCAGAAAAAAAGCA0
2838 CHIP0505 STM specificSTM1866 ATGTTTTCTCTTATTAAATCACGTAAAGTTTTATTCTTAAAAGCAAATGAGAAAACCAAGGATGTTTTCTCTTATTAAATCACGTAAAGTTTTATTCATAACAACTCTTCTGCTGTTGTCGTCTGCTGCCCAGCCAGCGTTCGCCCTGGGGTGCATAGGGGACGGTGGTAGCACTGCAGACTGTGCAAAGGTTTGTTCCCTGGCGGCAGGTTTAGGCCCCCTTGGTTTTCTCATTTGCTTTTAA1
2839 CHIP3580 STM/STY STM4271 STY4469 ATGGCTGTGGCGATAAGCCTTATTCACGGTTTAGCCTGCTCAATGGCTGTGGCGATAAGCCGCGTTACGCCTGCCGTTGTGCAACGACTCCAGGTACCGGTTCAGGTACTGCTCTATGCAGGTTTATTCATTTTTTCCCAATATCTTGTCTCCTGGCTGCACCTGCCGTTGCCCGCGAATCTGGTCGGCATGGTGCTTATGTTGGCGCTGATCGTTTGCCGGATTATTCCGCTTAGCTGGGTACGCGCAGGCGCACGCTGGCTGCTGGCGGAGATGCTGTTATTCTTTGTTCCCGCCG1
2840 CHIP3557 STM specificSTM4216 ATGAAACTCAGTATCGATTTTTGGGTTAATGGTTACCTCGTTGAATCAGTTATGAAACTCAGTATCGATTTTTGGGAAGTCATCTCCCTCTTACTTTCGTTTGTTGGATTAATGTTTGCTGCCGGTAAATTGCTGCTGGCGCAAATTGAAAAACGGCTGAATGAACGTTTTGAAGCACTGGAAGCTGCCCGGCGCGAATCAGAAGCGGGCTGGTCCAGGCTGGAGAGAGAATTTCTGGAATTTCGCGCCGATTTACCGCTGCATTATGTCCGCCGCGAGGATTATCTTCGCGGCCAGGCCGTTCTGG1
2841 CHIP3581 STM/STY STM4274 STY4472 ATGAATGACCAAATTTATCAGCGGTTATAATACTTTCACCTCATGCAGTACGATGAATGACCAAATTTATCAGCGGATAGAAGACAGTGCGCGTTTCAGGGAATTAGTTGAAAAACGGCAACGGTTTGCCACGATTCTGTCGGTTATCATGCTGGCGGTTTATATCAGCTTTATTTTACTGATCGCCTTCGCGCCTGGCTGGCTGGGCACGCCTCTACATGCGGGAACCAGCGTCACCCGAGGAATTCCCATTGGCGTCGGGGTGATTGTGATTTCTTTTGTGTTGACCGGAATTTATATCTGGCGGG1
2842 CHIP3526 STM specificSTM1035 ATGGCTGACCTTTTTGACGGTTAAGCCCCTTTACCTCCATTGATGGCTGACCTTTTTGACGGGATGAAAAGGCGCATGGATGCACTTATCGCAGAACGCTTCGGCATGAAGGTCAACATCAACGGGACTGACTGCATAGTGGTGGAGTCTGATTTTCTGGCTGAACTGGGGCCTGTTGAAGGAAACGGAAAAAACGTAGTGGTGTTTTCAGGCAACGTTATCCCGCGCCGGGGAGACAGGGTGGTACTGCGGGGCAGTGAGTTTACCGTGACCCGTATCCGGCGTTTTAACGGTAAGC1
2843 CHIP1906 STM/STY STM3422 STY4376 ATGGCAAAGACTATTAAAATTACTCAAACCTTACTCCTCAACTTTAACCATGAAGGATGGCAAAGACTATTAAAATTACTCAAACCCGCAGTGCAATCGGTCGTCTGCCGAAACACAAGGCAACGCTGCTTGGCCTGGGTCTGCGTCGTATTGGTCACACCGTAGAGCGCGAGGATACTCCTGCTGTTCGTGGTATGGTCAACGCGGTTTCCTTCATGGTTAAAGTTGAGGAGTAA1
2844 CHIP0997 STM specificSTM1012 ATGAACAAAAATCTTCATCCCATTTTCTTATTTTTTGAGGTCGTTAATTAGATCAAAAACATGAACAAAAATCTTCATCCCATTTTCGCCAAGCGTATCCAGCAAGTTCTGGATGAGAACGGCTGGTCTATGGCTGACCTCTCACGGCGCGTAATGCTTTCTCACACATCTGTGAGAAAGTGGGCCTCTGGCACGTCTGTAGCCAGCGGAGAGCGCTTGAAAAGGTTATCGGCGGTGACCGGAAGGCCTGAATATTGGTTCTTCATGGAGCCAGGGGATGAAAGTGAAGGCGAAAGGGCTGAACCTAAACCCAGAG0
2845 CHIP4670 STM/STY STM4562 STY4912 ATGGTAAAGGAGAGGCTTATGTTTCGTTAGGGTCGTTTACGGCCCATGGTAAAGGAGAGGCTTATGTTTCGTTGGGGCATTATATTTCTGGTTATCGCGTTAATTGCCGCCGCATTGGGTTTTGGTGGACTGGCTGGTACGGCTGCCGGCGCGGCGAAAATCGTCTTCGTCGTCGGGATCGTGCTCTTCCTGGTCAGCCTGTTCATGGGCCGTAAACGACCCTAG1
2846 CHIP1174 STM/STY STM1564 STY1496 ATGTTTACTTATCACTCAGCAAATACCTCATTACAGAGTCGGGTGCTGCATGTTTACTTATCACTCAGCAAATACCTCAGCAGCACAACCGGCCCTGGTCAACGCGATTGAACAAGGATTACGCGCGGAGTTAGGCGTTGTCACTGAAGATGATATTTTAATGGAGCTGACCAAATGGGTTGAGGCTTCCGACAATGACATCCTCAGTGACATCTACCAGCAGACCATCAACTATGTGGTAAGCGGGCAGCACCCGACTCTGTAA1
2847 CHIP1207 STM/STY STM2717 STY4622 ATGAAAGTGCGTGCGCATTTAGTCCCATAGCTGGACGGATGAAAGTGCGTGCGCATCAGTATGACACGGTGGACGCGCTTTGCTGGCGTCATTACGGGCGCACGCAGGGTGTCACTGAGCAGGTTCTGCATGCAAATCCGGGGCTGGCTGAGTACGGCCCATTTTTACCGCACGGGCTGCAGGTGGAGCTGCCGGACATTACGGCGTCAACCACGGCGCAGACCGTCCAGCTATGGGACTGA1
2848 CHIP1152 STM/STY STM0623 STY0672 ATGAAAATAAACCAGCTAGCCGTCTTATTGGCGATCCTCCCAATGAAAATAAACCAGCTAGCCGTCGCAGGCACGCTTGAGTCCGGCGATGTGATGATACGCATTGCGCCGCTCGATACGCAGGATATTGACCTGCAAATCAACAGTAGCGTTGAAAAACAGTTTGGCGAGGCCATTCGCGCCACCATCCTGGAGGTGCTTTCTCGCTACGACGTGCGCGGCGTACAACTGAACGTCGATGATAAAGGCGCTCTGGACTGCATTTTGCGCGCCCGACTGGAAACGCTACTGGCGCGCG1
2849 CHIP1184 STM/STY STM0953 STY0951 ATGGCCAAAGAAGACAATATTGAATTAGCGACTACGGAAGACAATGCATGGCCAAAGAAGACAATATTGAAATGCAAGGTACCGTTCTCGAAACGTTACCTAATACCATGTTCCGCGTAGAGTTAGAAAACGGTCACGTGGTTACTGCACACATCTCCGGTAAAATGCGTAAGAACTACATCCGCATCCTGACGGGCGACAAAGTGACCGTTGAGCTGACCCCGTACGACCTGAGCAAAGGCCGCATTGTCTTCCGTAGTCGCTAA1



2850 CHIP1208 STM/STY STM2716 STY4621 ATGACGCTTGAACGAATCAGCTTAACGATTGAAGGATTCATATTCCCATGACGCTTGAACGAATCAGCGCCTTTATCACTTACTGCATCGCCGTGCTGCTGGCATGGCTGGGCGATCTGTCGCTCAAGGATGCGTCAACGGTTGGCGGCGTACTGATTGGTGTGCTGATGCTGGCTATCAACTGGTACTACAAACACCAGTCTTTCAAATTGTTACGTGGCGGCAAGATTTCGCGGGGGGAATATGAATCCTTCAATCGTTAA1
2851 CHIP1407 STM/STY STM0140 STY0162 ATGAGGTATACCGTAGCCTTAACCGTTACGGTTTTTCCTGTGAGACAAATGAGGTATACCGTAGCCTTAACCGGCGGTATTGGCAGCGGTAAAAGTACCGTCGCTGATGCCTTCGCTGACCTCGGAATAACCGTCATCGACGCGGATATTATCGCGCGCCAGATGGTTGAGCCAGGGCAGCCCGCCCTGAACGCAATAGCGGAACATTTTGGTTCTGAACTTATCGCCGCCGACGGCACGTTACGTCGCCGGGCGCTGCGTGAGCGTATTTTTTCGCATCCGGAAGAAAAAGCCTGGCTTAACG1
2852 CHIP1345 STM/STY STM0280 STY0303 ATGAATGAATGGCGTAACCCCTTATTTATCCCGTTCCGTAATTACAGTGAATGAATGGCGTAACCCCACTCGGTGGTTATGTGCGGTAGCTATGCCTTTTGCACTGCTCCTGCTTTCCGGATGCGGCAGTAGCGATGCGTTACCTGACCTCGAATCACAGCGACTCGACCTGAGCGTGAAAGCCTCCGATAAGGTGAATCCTGACAATCAGAAGAAGGCCGCGCCCATTGAGATACGTGTTTATGAACTGAAAAATGACGCCGCTTTCACGACAGCTGATTACTGGTCGCTCCATGACAACG1
2853 CHIP1362 STM/STY STM0181 STY0199 ATGCTAATCATTGAAACCCTGCTTACTGGGCTAATGTAACGCTTTGGTGCTAATCATTGAAACCCTGCCGCTGCTGCGCCAGCATATTCGTCGTCTGCGTCAGGAAGGTAAACGCGTCGCACTGGTTCCCACCATGGGCAACCTGCACGACGGCCATATGAAGCTGGTCGATGAGGCAAAAGCCCGGGCTGATGTGGTGATCGTCAGCATTTTCGTCAATCCGATGCAGTTTGATCGGCCGGACGATCTGGTGCGTTATCCGCGCACGCTGCAGGAAGATTGTGAAAAGCTGAACAAACGCA1
2854 CHIP1452 STM/STY STM0389 STY0422 ATGCCAACCAGACCACCTTTTATGATTTATCCGGATCTTCGTAACGATGCCAACCAGACCACCTTATCCGCGGGAAGCTTATATCGTCACCATTGAAAAAGGCACGCCGGGCCAGACGGTGACGTGGTATCAGCTACGGGCTGACCATCCGAAACCTGATTCGCTCATCAGCGAGCATCCGACCGCAGAAGAAGCGATGGATGCGAAAAATCGTTACGAAGATCCGGATAAATCATAG1
2855 CHIP2619 STM/STY STM0020 STY0021 ATGAAAAAAATGATGAACGACGCTTAATACGCCACTGGCAGTTTTCATGAAAAAAATGATGAACGACGCTTTTGCTAAAGATAATAATGAGAATTCATTACACTCTTTTCTTTTTTCTCAGCAGGCTAAACCTCACGCGGCAATTGATGCCTTATTTTCGGCCTTGTTGCCATTTGGTCAACCGTTTACGCTGGGTATCGGCGATGAGTTTTATTTACAGGCAAACGATGAACACTACATTGTATTACTGGAGTCAGGCGTTGTTTCTTTCTGTCATGATGACAAACGACTCCATATATCTT1
2856 CHIP4285 STM/STY STM3160 STY3332a ATGGCTTTTTTAATGCGTAAGCGTTACCCACTCTGTATCTCCAGGACGTGGCTTTTTTAATGCGTAAGCGCAAAGAAAAAGCAGTAAAGGTGCGGCAGTATGTAAATAGTAATGAGAACGACTATCAATTCGACGTTGTTTTGATATTATTATGCTCAGATTTTGTGATTTGCGTCCTGGAGATACAGAGTGGGTAA1
2857 CHIP2911 STM/STY STM1852 STY1983 ATGTTCGCGCTGGTACTTTTTGTTAAAAATCGCTATATTGCTGCGCATGTTCGCGCTGGTACTTTTTGTATGTTACCTGGATGGAGGATGCGAGGATATTGTCGTGGACATCTACGATACCGAGCAGCATTGTCTTTATTCGATGGACGATCAACGGATTCGCCATGGCGGCTGTTTTCCGGTAGAGGATTTTATCGACGGCTTCTGGCGACCTGCGCAGCAATATAGCGATTTTTAA1
2858 CHIP2777 STM/STY STM1585 STY1480 ATGAAAAAGTTATTTATATGCTCAGGTTTGGTTAGTCAGCCTTAATCAACTGCGATGAAAAAGTTATTTATATGCTCAGGTTTGGGCATGATGTTTTTTATGCTTGCGGGTTGTACAACCAACTATGTGATGACGACGAAGAATGGGCAAACGATCGTAACTCAGGGTAAGCCGCAGTTAGATAAAGAGACGGGGATGACCAGTTATACCGATCAGGAAGGCAACCAGCGGGAAATTAACAGCAATGATGTGGCGCAGTTGATTAAGGCTGACTAA1
2859 CHIP1560 STM/STY STM0470 STY0513 ATGCAGGTGTTAAACTCACTTCGTTAACGTCTTTTTTTACGCCCCATGCAGGTGTTAAACTCACTTCGCAATGCAAAACAACGGCATCCGGATTGCCAGATAGTCAAACGCAAAGGACGCTTATACGTGATTTGTAAAACAAATCCGCGTTTTAAGGCGGTTCAGGGGCGTAAAAAAAGACGTTAA1
2860 CHIP2901 STM/STY STM1838 STY1968 ATGTGTGGCATTTTCAGTAAAGAAGTTTAGAGTGTTTTCTTTGCCCGTAGATGTGTGGCATTTTCAGTAAAGAAGTCCTGAGTAAACACGTTGACGTTGAATACCGCTTCTCTGCCGAACCTTATATTAGTGCCTCAAGCAGTAATGTCTCAGTTTTATCTATGTTATGCCTACGGGCAAAGAAAACACTCTAA1
2861 CHIP2767 STM/STY STM1565 STY1495 ATGAAATCGAACCGTCAGGCTTACTTTTGGCTGTCGGCGATGAAATCGAACCGTCAGGCTCGTCATATACTTGGACTGGATTACAGAATTTCCAACCAGCGTAAGGTTGTTACTGAAGGCGACACCAGCAGCGTGGTGAATAACCCAACCGGCAGAAAGCGCCGCGCCGACAGCCAAAAGTAA1
2862 CHIP3360 STM/STY STM0780 STY0813 ATGCCCATGTTAGAGTTATTAAAAAGTCTGTTAGCGGTTCTGTCTGGACTGTTGCCCATGTTAGAGTTATTAAAAAGTCTGGTATTCGCCGTCATCATGGTACCGGTAGTGATGGCCATCATCCTCGGTCTGATTTACGGTCTGGGTGAGGTGTTCAACATTTTTTCCGGTATCGGTCAGAAAGACCAGTCCAGACAGAACCGCTGA1
2863 CHIP0652 STM specificPSLT041 ATGGATTTCTTGATTAATAAAAAATTAAAAATTTTCTTAGAAGGTGGACTGTTTCAGTTCCATGGATTTCTTGATTAATAAAAAATTAAAAATTTTCATAACACTGATGGAAACAGGTTCCTTCAGTATCGCAACATCAGTACTGTATATCACCCGAACCCCGCTGAGCAGGGTTATTTCAGACCTGGAAAGAGAGCTGAAACAAAGACTCTTTATACGGAAGAATGGCACTCTTATCCCAACCGAATTTGCACAAACTATTTATCGAAAAGTAAAATCCCATTATATTTTCTTACATGCACTGGAGCAGGAAATCG1
2864 CHIP1107 STM specificPSLT098 ATGCGTAAATATAAATTATCGCTTCCTTTTATTGAGAGACATGTGATTTATCCCCGTGCGTAAATATAAATTATCGCTTCCTTTACCGGATATTACTGGAGTATGGGTTTTCTCCCTGGGCGTCTGGTTTCACATTGTCGGGCGGCTGGTTTACCGCAAACCCTGGATGGCTTTTTTTCTGGCGGAACTGATTGCCATCATTCTGGTGTTGTCCGGCGCTTACCGGGTGCTGGATGCCTGGATAGCCCGCGTCAGCCGGGAAGAGCGTGCGTTACTGGAAGCCCGTCAGGCTGCCATTCTGGCTGCTGAAA1
2865 CHIP1092 STM specificPSLT083 ATGATAAAAATGAACATACGTAATGTTATTTCTTATGATTTCGCCCCTTTCTTATTCGTGATAAAAATGAACATACGTAATGTTATTTCAGTTCCTGATGAATCCGTGCAGGATGATTTTGTGAAATATGTTATCAGTAACTGCACTACAAAAATAATACTCTCCGGTCGCCGGGAATATAATTTCTCACGACAGGAATATAATTTTTCAGTTACCGGAATGCCTGGCGCAGGGAAAACATGTGTTCTGTCTGAATTAATCAAAAAGCTGCTGCGTGAGAATAAGAAAGGGGCGAAATCATGA1
2866 CHIP0622 STM specificPSLT103 ATGAAAATGAAAAAATTAATGATGGTTACATTAAAGAATATTTGCAATTGATTTGGCATGAAAATGAAAAAATTAATGATGGTTACACTGGTCAGTTCCACTCTGGCCCTGTCAGGGTGTGGTGCGATGAGCACAGCAATCAAAAAGCGTAATCTTGAAGTGAAAACCCAGATGAGTCAGACCTACTGGCATGATCCCGTCAGTGAACGGACGGTGTGGCTGCAGGTCAAAAATACCTCCGATAAAGATATGAGTGACCTTCAGAGCCTGATTGCAAAAGATATTCAGGCAAAAGGGTATACTGTGGTTACCT1
2867 CHIP1069 STM specificPSLT052 ATGGAAAATATTGAGCAGTTACGGATTACATACCTCCATTAGTACGAATGAACTCATGGAAAATATTGAGCAGTTACGGAAAGTCGCCACACGTGCAGGTAAACTTCTGACATCCTTGAGCGAAAGTATCCGCCAGCAAAAAGAGGAATTGAAGCTTACCGAGTTCTATCAGGAATACAGCAAAGCCGCCCTATATAAGCTGCCTAAGCTCAGCAAAGGGAGTGTTGAGTATGCTGTGGCCGAAATGGAAGCCAGTGGCTACATTTTTAAAAAGAAACCTTCTGGCAATACCATGAAGTACGCGATGACGA1
2868 CHIP1101 STM specificPSLT092 ATGAAACGGTATCTGTGGCTGTTTACAGAAATACACAGTTGCGCTTACGATGAAACGGTATCTGTGGCTGTGTGTACTGATTCTGCTGGCCGGTCATGTCCCCACGGTATCGGCTGATGCGGCCTGTGAAAGTCGTTTTGTAAACCCGATCACGGATATCTGCTGGAGCTGCATCTTTCCGCTGTCGCTGGGCAGTACAAAAGTGAGTCAGGGAAAGCTGCCGGATACGGCCAATCCCTCAATGCCGCTCCAGTTCTGTCCGGCGCCGCCGCCCATTTTTAAGCGTCCCGGACTGGCGATTGGCT1
2869 CHIP4885 none R460021 ATGAAAAAATTAGCAACCTGGCTTTTAGTAGCTGGAACGGTAGTCTCTTCCATGAAAAAATTAGCAACCTGGCTTCTGGCCGCAGCATTTACGACAGCCGCCCTGCCCGCCTTTGCGGTGGAACCATCCGTTCAGGTTGGCTACTCGCCTGAAGGAAGCGCCCGCGTTCTCGTCCTGAGCGCCATTGACTCCGCAAAAACCTCGATACGGATGATGGCTTATTCTTTTACCGCCCCGGATATTATGAAGGCACTGGTAGCAGCCAAAAAACGGGGAGTTGATGTGAAAATCGTAATTGATGAAAGGG0
2870 CHIP4879 none R460014 ATGAAAAAACTACTGCTGCTTATCCCTTAAATTTTCGGTGAGTTAATTTCACCATGAAAAAACTACTGCTGCTTATCCCTTTCTTCCTGGTGGCCTGCGACGCTTCGCATGACGTTGATTGGTACAAAAAGCATGACAAAGAGCGCAAGGCAACGATCGAGGAGTGCAAGAAGAATGCTGATGAACTCCAGAAGCCAGACTGCAAAAACGCGCGTGAGGCTGATCGCCAGCTGTTTGTTCTCGGTAAAGAGGACGGTGAAATTAACTCACCGAAAATTTAA0
2871 CHIP4872 none R460007 ATGCTGGTTCCCCTGAAATCTTATATCTTCAGATCATCAAGTGATAAACCAATGCTGGTTCCCCTGAAATCAGAAAAACGACCAAAAGGCGAACCCGTGTATCGTGACCCGGATAACCCTTTTAATACGTGGACTGGTATAGGGAAGCGCCCGGCCTGGCTAACTGCAAAATTGGACGCTGGCATTAGCCTGGAAGCCATGAAGATGCAGGGCGTAGCCAACCCCAGAGAACATAGACCAGCAAAATACCGCGACCCCAGGAACGCAGAAAATACCTGGTCCGGGACTGGCCGCCGACCCACATGGC0
2872 CHIP4873 none R460008 ATGAGTAAACATCCAAAACTCCTGGTTATTCCCCCTTCGCTGTTTCATGAGTAAACATCCAAAACTCCTGGTTCTCGCTCTGGCCTGCCTTGCTTGTGCTGGCCGTGCCAGTGCTGCGCCTGCCTCCGATGAAGTTGCCAGGCTTGCGCAGAGATGTGCGCCTGATGTTTCACCCTTAACGATGGCGTACATCGTCGGCCATGAGTCCTCAAATGGACCGTACAGGATCAATATTAACGGTAGTATTCAGTTAAAACAGCAACCGCGTACTGAAGCTGAGGCCGTCAGCGTTGCGAAAGTTC0
2873 CHIP4907 none R460061 ATGTTACTGGCAGGCGCTATTTTTGTTACAAAGTGAAAGAGAGACGTAGCGATGTTACTGGCAGGCGCTATTTTTGTCCTGACCATCGTTTTGGTTATCTGGCAACCGAAGGGATTAGGGATCGGCTGGAGTGCGACGCTGGGCGCGGTACTGGCGCTGATCTCTGGCGTAGTCCATATTGGTGATATCCCTGTAGTGTGGAATATTGTCTGGAATGCGACGGCGACCTTTATTGCCGTGATTATTATCAGCCTTCTGCTCGATGAATCGGGCTTTTTCGAATGGGCGGCGCTGCACGTTTCACGTT0
2874 CHIP4901 none R460054 ATGAACAAGCTCCAACGCGTTATTCGTCAACATTCTTCAGCACCATGAACAAGCTCCAACGCGAGGCCGTGATCCGAACCGCGCTCGAACTGCTTAACGACGTGGGCATGGAAGGTCTAACGACGCGCCGACTGGCTGAGCGCCTCGGGGTGCAACAGCCAGCGCTCTACTGGCATTTCAAGAACAAGCGTGCGTTGCTNGACGCACTTGCCGAAGCCATGCTGACGATAAATCACACGCATTCGACGCCAAGGGATGACGACGACTGGCGTTCGTTCCTGAAGGGCAATGCATGCAGTT0
2875 CHIP4825 STM specificSTM2703 AACGTGCTGGCAGGATATTTGATCGCAAACCAGGCTACAGAACGTGCTGGCAGGATATTTTAATGAAAATGAATTGCAGCACAGTAAAAAGATGCTGACTAAAAATTTTCAGGCTCTTGTTGATAATAACTGGCCGGAGGGGGCGGGGGGATTTTCTGGTCAGTTAAGCAGTGAAGCACCGTTTAGTGTACCAATGGTTCACCGTCAGAATAATGATAATAATTTTTTCCCGCTCCTGAAAGGAAAGGTCTCACTGGAGTCTGGCTATCCTGTAGCCGCCTCTTTCGGAATATTAA1
2876 CHIP4829 STM specific ATCAACGTAAAGCCGAAACGGCCGGGTTATGTTGTTCTGTATCAACGTAAAGCCGAAACGCTGATAGCCCGCGCAGAAAAACTTCCCCCGCGGCGGGTGCCCGACGGTGTCCGTTTCCTTGTCGCTACTGTTGACGTTCAGGGCGGTAAAAAGCGCCGTTTCGTCGTGCAGGTGGTCGGTTATGGCAGTCATGGTGAGCGCTGGATTGTGGACCGTTTCAATATCACCCGGTCACTACGCTGTGATGAGAGCGGCGAGGCCATGCAGATAAACCCCGGCGCGTATCCCGAAGACTG0
2877 CHIP4833 STM specificSTM0912 CTGGGGAGTATCACGCAGATACGTTCGGTCAGTGACATGCCTGGGGAGTATCACGCAGATCAACCTGCATATTCATTCCCCGGGTGGCAGTATTTTCGACGGGCTGGCCATTTACAATCTGCTGAAAAATCACCCGGCGAGAAAAGTGGTGTATGTGGACGGTGTGGCCTGTTCGATGGCGTCGGTCATCGCGATGGTGGGCGACCCCGTCATCATGCCGGAAAACGCGATGATGATGATCCACCGCCCACGCGGTATTGCCGGCGGTGAGTCCTCTGATATTCGCGACTATGCCG1
2878 CHIP4837 STM/STY CGACGCCTGTAGTGACTGAAACCGTTTGGATCGAGCGTACGACGCCTGTAGTGACTGAAATGCAGGTTATCCCGGTTGCGGGTCATGACAGTATGCTGATGAACCTGAGCGGCGCGCACGCCCCGTTCTTCACGCGCAACATCGTCATTATTAAAGATAACTCCGGCCATACCGGGGTTGGCGAGATTCCGGGCGGCGAAAAAATTCGCAAAACGCTGGAAGATGCGATCCCACTGGTGGTGGGAAAAACGCTGGGTGAATATAAAAATGTCCTGACCGCCGTTCGCAACCAGTT0
2879 CHIP4841 STM/STY CACCCATGGGCGTTTACTACATCCTGACTGACCAGCATCCCACCCATGGGCGTTTACTACTGGCTAATGGGCAGCATGAAGTCGAATTTCCGGTCGATAAGTGCATGAATTTCCACGCCGACAACCTGTCTCTGCATGAGAACGGGATGCGTATTACCGCGCTGGCGGGCGATAAGGTGCTCTACAGCCAAACCTACTACTCCATCGGCGGCGGCTTTATCGTCGATGAAGAGCACTTTGGTTTGACGAATAGCGAACCCGTTAACGTACCGTACCCTTACAAAACCGCCGCGGAT0
2880 CHIP4845 STM specific ACCCCTGGCTATTTCCAGATCACGTATCATTGCGTCCGTAACCCCTGGCTATTTCCAGATTACAGCCACACCGCGTCAGGCGGTATACGACCCGACGGTGCAGTATGAGTTCTGGTTTTCAGACGCGCAGATTACGGATATCCATCAGGTGGAAAACGCCGCACGATATCTGGGAACAGCGCTGTACTGGATAGCGGCCAGCGTGAATATCAGGCCCGGCAGGGATTACTATTTTTATATCCGGGCGGTAAATCGGGTCGGTAAATCCGCATTCGTGGAGGCGACCGGGCAGGCCA0
2881 CHIP5013 STY specific STY1499 ATGTTGCAACCACGGCTTTTATCTACGCAGGGTACGATTACTCTGTTGTTGCAACCACGGCTTTATACTTTTTACGAGTGCTATTTTTTTTGGCTAATTAAAAAGGTAAAGTTAATGAAACTATCCGTAACATTGGCGTTTTTCGGTTACATGATGGTATCCAGTATGGCACAAGCTAGCGATATCAATATGTGGCGTGAACCCAAACCTGTTGTGAAAGAGGGTAAATATTACAGCTTAATCATGGATCGTGGCGAGTTGCAAAAAGCAGTAAAAAGCAGCAGCAATAACTATCTCTTTT0
2882 CHIP5029 STY specific STY1605 ATGATTGATACCCCCAGAGACTTCTTATGCCTCCAGCCCGTTATGATTGATACCCCCAGAGACTTCATGGCAGGCCTGGTCTGTCAACTGGAAAGCACAGCGCGTAGCCTGCGCTCCACATTTGACCTGCCGGACGAGCCAACAGGCAATGCAGCGCCTTCATGGCTGACTGAGCCGACGCCACAGATTAACGGGCTGGAGGCATAA0
2883 CHIP5045 STY specific STY1621 ATGGGAACCACTCAGCAGGTTACACCCCGCGCAGGATATGGGAACCACTCAGCAGGTCATTCTGATCACAACCGTAACGGCAGGGGCCGCACTGGCACAGCAGCGTTTTGTCGGGGCAGATAATACCCCCTGTAAAGCCGGTGCCGCAGCGCTCGGGGTTGCCGAAGTGGATGCTGTTACCGGCGACAGCACGCCGGTGAGCGTTCTGGGCATTATTGCTGTCGAGGCCGGGGCCGCTGTCAGCCGTGGTGTGGCTGTTCAGTCAGATGCTCAGGCCAGAGCCGTGCCGCAGT0
2884 CHIP5060 STY specific STY1639 ATGAATAATGCTGCTGCAGTACTTGTTAACTGGCTGCTGCCAGAATGAATAATGCTGCTGCAGTACTTGATCAGAATGGTATCGCTATAACTGCAGGCGATATTACCGTTTATAACTACGATGCTGAAAACCGTGAATATCTCTCTGCCACTGTTGAGTATCTCGCTTATGGTGTTGGAATTCCGGCTCACTCATGCATTGACGCGCCACCAGAAAAACGCCCCGGCTTCGCTGTCTGTCGTGATACCGACCAGAACATCTGGAAATATGTTCCAGACCACAGAGGCGAAACGGTTTACA0
2885 CHIP5076 STY specific STY2005 ATGGGGCAGGATTCGGACTTACTTTACCCAACGATTACGTCCCATGGGGCAGGATTCGGACGACAGGCGCCGTACCTCCAGTGCTGGAAGGGTATGGCAGGATCATAAAGATATGGTCAGGCAAGCGCTACGTGTAAGTATTCCGTGGTTCACATTTGTGAATATCAGCTTTGCGCTTATCATTTTATTTCGCCACATACTCATCAGTGACTTTGACAAGTCGATCAGTGCACAGACTGGAATACTGCCTTTAATAGACGATATTATGGGCAGTATTATTGTTTTTTCGTTCCTGATAC0
2886 CHIP5089 STY specific STY2028 ATGGCTACTTATTCTTTTATGGATGTCATTAAAACTCTCCGAGTACCTGGTCGATGGCTACTTATTCTTTTATGGATGTCACCGCGTCCATTTCTGGCCCGACTGGCGAGATTGACCTGGGCTACGGTTCCGCCAGTTCAGAGGAGGGGATCACCGTTGCAATGGGCGGCCCCAAAAACACCATGACCATCGGTGCTGACGGCGAAGTGATGCACAGCCTGCACGCGGATAAAAGCGGTACGGTAACTGTCAATCTGCTGAAGACCTCGCCGACAAACAAAAAACTGTCGCTGGCGTATAACGCACAGA0
2887 CHIP5031 STY specific STY1607 ATGAGTCCTGAAGAAGGTCTAGTTACTGATTAAACCTCAGTCATCCACATTTCCTTGAGTCCTGAAGAAGGTCTAGTTACTGAAGCCTCTCAGCGCCTTATAAACGATATTTGTGCAAAATATGCAGGACGCACACAGTTCCTAGGCTGTAATGATGTCTTAATCGCCAAACGAGAGTCTGAAAAGTTACGTGACGTTTTAAAAGCATTTGCGGCAGAGAAAGGACTTGACGGCGCTGAAAAAGATGCATTTCTTAAGAGTGCGTTTGAACACTTACATGCACTAAGTAAGGCTGGTGAACCACTTAGTC0
2888 CHIP5047 STY specific STY1623 ATGAACGTTCTGCCCGTCCTTACTCGCTTTCCTCATAGTTCACTTCATGAACGTTCTGCCCGTCCTTGATGCGGTACTGGCCCGGTTACGCGAGAAGCTGCCGCAACTGCAGGTGGAGTACTTCCCGGAGAAACCGGCTGAATATCGCCTGAACCATCCGGTTGGCGCGTTGCTGCTGAGCTATGCCGGTTCGCGCTTTGACAGGCCGGATGATACCGGTGCGGTGATCCAGTCTCAGACTATCCAGCTCTGCGTCACGGTGGTCTTCCGCCAGCTCAACGGTAAAAAAGGGGCGATTAATG0
2889 CHIP5062 STM/STY STY1649 ATGAAAAGAAAAGTATTGGCACTTGTCTTAGAACTGGTAAACCATACCCAGCATGAAAAGAAAAGTATTGGCACTTGTCATCCCGGCTCTGCTGGCTGCTGGCGCAGCACACGCCGCTGAAATTTATAACAAAGACGGCAACAAACTGGACCTTTACGGGAAAGTAGACGGCCTGCACTATTTCTCTGATGACTCTTCTAAAGATGGCGATCAGACCTATATGCGTGTCGGCTTTAAAGGCGAAACGCAGATTAACGACCAACTGACCGGTTACGGCCAGTGGGAATATAACGTTCAGGCTAACACTA0
2890 CHIP5078 STY specific STY2007 ATGAGCAGAAATTACACACCGGTTACTTCCAAAGCAGGAAAGCCATGAGCAGAAATTACACACCGGCGCAGAAAGCTGAAATACAAAAGCGCCTGACGGAACTGGTACGAACACACGGTCGGATGACGTTTGGAGAACTTCGGAAGATAACAGGGTTAACCATTTTTACAGCCCGTCACTACCTGGAAAAGGCGGAAAGTTGTGGGGATCTGTATCAGGCCGGGAGAAGCGGTATTTTTCCTTCGGAACAGGCTTTCCTGCTTTGGAAGTAG0
2891 CHIP5091 STY specific STY2030 ATGAGCAATAATTCCAGTACGGAGCTTAATCTCCGAAGAATGAAACTGGTTGAGCAATAATTCCAGTACGGAGCCGGGATGGCTTACACCTGTCAGCGGCGATCCGGATTATGACGAGGCGCTCGACAGGCTGTTAAGCCAGTGGGTACGCAACGTTTCCGGTTTGCCGACTGGAATGGTTCGCCCCCGATGGCAGAAAGATCAGCCGCCACTGCTGCCAGCTGAAACGAACTGGTGCGCGTTCGGCGTTACCGGATGGCCCATAGATAACAGTCCCGCATTCACTAACCAGACTGAAGAGGGCG0
2892 CHIP5200 STY specific STY3192 ATGGATTTAAGTATTTGCTCCCGCTTACTCGTTAGCGGCCTGTTGATGGATTTAAGTATTTGCTCCCGCTGTGAAGAAAAAGCATATTGGTATGATGAGAAACTAATAGTCCCTCAAAGCTCTACAGTGGAAATGCCTAATCCAGACATGCCTGATGACTGCAAGTCCGACTACATGGAAGCTAGAAGCATCATTAATCTGTCTCCTAAAGGCGCTGCTGCGCTCCTGCGCTTAAGTCTTCAAAAGCTGATGGTCCATCTCGGTGAGCCGGGGAAGCATATCGACACGGACATTAAGTCCC0
2893 CHIP4954 STY specific STY1014 ATGAGATACGGCTCTGTTTGCATTAAATCCCCAGTGAGGCGATGAGATACGGCTCTGTTTGCAGTGGAACTGCGGCGATGCCCATAGAGGAACCGGCGCTGCGCACCTGGCGCCGCCCGTTCCTGAAATGGGCAGGCGGTAAATATTCGCTGCTGCCGGAACTGGATCGTCTTATCCCGGCAGGTAAACGACTGATAGAGCCATTTGTGGGCGGCGGATCGGTGTTTCTTAACTCAGACAAGCACGAACGCTTCCTTCTGGCTGACGTCAACGCTGACCTGATTAACCTGTACCAGA0
2894 CHIP4970 STY specific STY1041 ATGGTAGCAAATGACCCTTCTGCTTAGTGCCTCAGAGCATCAACCATGGTAGCAAATGACCCTTCTGCAGTTCTGAATGCCGTAATTTGTGGGGTAATAGTCATCGTTCTGATGTTTTACCGACGCGGTGATGCGACACACCGCCCCCTGATTTCGTTACTGGCCTATGTCATGGTGCTGGTGTATGCCAGTGTCCCTTTCCGGTTTGTTTTTGGTTTATATGAATCATCCCACTGGCTGGTGGTGATGGTGAATATCCTTATCTGCGCCGCTGTGCTGTGGGCTCGCGGTAATGTGGCGC0
2895 CHIP4985 STY specific STY1057 ATGGGGGAATTCCGGTTGTTAATCTCCGAAAAAGATGACTGGATGGGGGAATTCCGGTTGAGCAATAACACCAGCACAGAGCGCGGATGGCTGATACCAACCAGTGGCGATCCGGATTATGACGAAGCGCTCGACAGGCTGTTAAGCCAGTGGATGCGTAACGTTTCCGGTCTGTCTGCCGGGATGGTTCGTCCGCGCTGGCAGAAAGAGCAACCGCCACTGCTACCGGCTGAAACGAACTGGTGTGCGTTTGGGGTTATCGGATGGTCAGGTGATGACAGTCCGGCATTCACCAGAC0
2896 CHIP5001 STY specific STY1073 ATGGAATTAAAAAACGTAACCAGATACATTTATTGTGGTAATTCAGGCCACCATGGAATTAAAAAACGTAACCAGATACATTCCTGATGACCCGGATTATGATAACAGCTTTCTGTATTTTCGTAGTGAAGATGGTCAGGATTTTTATGAGTCGCTGAGTAAATTCACGAAAAAATATAAGTTGTGCATTGATTCTGAAAATATAATCCGTTCCGTATCAGAAGATGTGTCGCGACTCTATCCGGCTGGCTTTTCAGTTGTTGAGGTCAATAAACTACCAGCCGGATTTAATATCTATGGCGACTGGA0
2897 CHIP5202 STY specific STY3277 ATGTCACAAAATGGCCTGCGTTATTCCAGCTTGCACCTGTTGATGTCACAAAATGGCCTGCGTTTTACGCTGGATGTGGACGGATTAACGCCGGCGGCAACCACTGTCGTCAGCTTCACCCTCCAGAGGTATCAACAGTTCAACAGGTGCAAGCTGGAATAA0
2898 CHIP5214 STM/STY STM0768 STY3531 ATGGAAAGTCTGAACGCCCTTTACATTGCCAGCACGTACTTCAATGGAAAGTCTGAACGCCCTGCTTCAGGGCATGGGGCTGATGCACCTTGGCGCGGGCCAGGCCATCATGCTGCTGGTCAGCCTGCTGTTGCTGTGGCTGGCGATAGCGAAAAAGTTCGAACCGTTACTGCTGCTGCCGATAGGCTTCGGCGGCCTGCTCTCCAACATCCCGGAAGCGGGCATGGCGCTGACCGCGCTGGAGAGCCTGCTGGCCCATCACGACGCCGGGCAGCTGGCGGTGATTGCCGCGAAGCTCA0
2899 CHIP4972 STM/STY ATGAATCTGTTATCTGCTCTTCTGAAAAGTTAGTGCGGAGCTATGGGATTGATGAATCTGTTATCTGCTCTTCTGAAAAGATACTGGTTGCAGCTGGCGTTTATTTTGCTGATGGCTGGTGCGTTTATCGCCGGTAATGTCTGGAGTGACAGGGGCTGGCAAAAAAAATGGGCAGATCGCGACAGCGCTGAATCCTCTCAGGAAGTCAACGCCCAGACCGCCGCCCGTATTATTGAACAGGGCCGCATTATTGCCCGTGATGAGGCTGTGAAAGATGCACAAGCGCAAGCCGCTAAATCTGCTGCCA0
2900 CHIP4987 STY specific STY1059 ATGTCTACCTATTCTTTTATGGATGTCACTGTTAAAACTCCCCGAGAACCTGGATGTCTACCTATTCTTTTATGGATGTCACTGCGACGCTGACCGGGCCGACCGGTTCGATTGACCTCGGGTACGGTTCGGCAAGTTCTGAGGAGGGGATTGTGGTTGCGATGGGCGGTCCTAAAAACACCATGACCATCGGTGCTGATGGCGAAGTGATGCACAGCCTCCATGCAGATAAAAGCGGGACGATTACCGTTAACCTTCTGAAGACATCACCGACAAATAAAAAATTGTCGCTGGCGTATAACGCACAGA0
2901 CHIP5095 STY specific STY2034 ATGGCGAAAGAAAAGCTGGTTACTTACTGTTGGCAGGCTTTGAATGGCGAAAGAAAAGCTGGTTACCATCCATGTTCACACCCCGTTTACGCTGACGCTCGGTGATCAGTCAAAACAGGAGTTTGGCCGGGGACGGCATAACGTACCAGAAGAGGTCGCGTCGCACTGGTTTACCCGGGCGCACGCTGAGCTTTCCGAAAGCGGATCGAATGAAACTGATGACCAGCAACCCGTTATTGACAGCCTTCAGGCGCAGATTGCCGATAAAGATAAACTGATTGCCGATCTGAAAGACGCTC0



2902 CHIP5204 STY specific STY3279 ATGGTCACTAAAAAATTTAGTACACAAACAGATTAGGAGTTAATAAGTGATAGGAACATTGTACTTACATGGTCACTAAAAAATTTAGTACACAAACAGAATACTCATGCTATATCCAAATTCATAGAAAAAAGAAAGAGAAACTTTATCTAATAACAAATTTTAAAAAAATCAGCAGTGCGTTGAGAAAACCAATACATACATTCCCAGATGGAATTATGCCATCAAATAGAAGAGAAAATAAATTAATTAATATCCTGAATTCGCATAAAAAAGATTCAGAGTTTAGATTTTTATTAAAAGAATTAATTAGTTATATTGGAG0
2903 CHIP5134 STY specific STY2075 ATGTATAAAATTACTGCCACTATTGAAAAGGTTACGAGGACAGAAGTTTCTCGCATGTATAAAATTACTGCCACTATTGAAAAGGAAGGTGGCACTCCTACTAACTGGACAAGATATTCAAAATCTAAATTAACGAAATCAGAATGCGAAAAAATGCTCTCAGGGAAAAAAGAAGCAGGCGTTTCCAGAGAGCAGAAAGTAAAGCTGATAAATTTTAATTGCGAGAAACTTCTGTCCTCGTGA0
2904 CHIP5150 STY specific STY2353 ATGAAGTATATGAAGCATTTTTTTCTAATCCTTTACTTTAATTTATTCTCGCCAACAAAAACTTGAAGTATATGAAGCATTTTTTTCTAATCCTTTTTGGGATTTCTTCTCCATTTATATGTTTGGCTACTTCTGTTGAATTTAATGTTACAAAGGGAATAAAAGCATCAATCACTTGGGTGGATAATAAAAAAGTTGAGTATGAAATTACAGGTAGTGATCGTGTGGCAAAGAGAGGATATTATGATGTTGATACGGAAAATAATATCCATGTTAAATATGGTGATTATAATTTTGATGGTAAAGAAGATTTTGTGA0
2905 CHIP5300 STY specific STY4524 ATGCATGTACTGTCAGGAATGGCTTATTCGCCGACACGAGTCAGTGCATGTACTGTCAGGAATGGCGAGAATCAGGAGACAAAAAACAATGAAGAGTCTGAAAAAGCCCCGCTCACATTACCAGTGGGTCGGTGCCACGGTTGTCACCACACAGGAGCTGAGCAGTGGACTGGCGGTTATTCCTGTCGGAAGTCGAGGCGTAGTGAATGCAGCAAAGCGCGGGCTGTCGGTAATATTTGATGCCTGCCCGTGTTGCGGTGTTCAGCTAAGGCTGACCCGTATTCGTCCTGAGATGCTTG0
2906 CHIP5315 STY specific STY4548 ATGTGTGGATATTTTTCCCGACTTTATTGAGCCCCCGTTTGCATGTGTGGATATTTTTCCCGACTGGCTTTATTCATGACGCTGTGCAGTGTGCCGCTGTGGGTACAGGCATTCTGCTTTGATGCCGCTGCGGCGAAATACCATGTCTCCCCGCTGCTGATTAAGTCCATGGCCATTGGTGAAAGTAATCTTGATCCGCATGCAACAAATGATAACCGGGACAAAAAAACGGGGAAAATCAAAAGCACGGATTATGGACTGATGATGGTGAATTCTACGCATATTCCCCGTCTTGTCT0
2907 CHIP5329 STY specific STY4568 ATGAGCCGATTTCGCCATTTAAAACATCCCCTTTTTCTCTGGATGAGCCGATTTCGCCATGCTCTGAAGGATCGCGATCAGCATATTTTGACCCTGAGATTAGCGTGTGGAGTTCTGCTTCTCTTATTGATTCTGGTTATTACAGGATGGATGCGGGCGCCCAGTGACCTGACAATACATAACCCGCCAGATTTACGCAGCGGGAGTACGCGTAAATGGTGGGAGGTCCCTCCGAGTACGGTCTACAGCTTTGCCTTTTATATTTTTCAGCAAATTAATGCCTGGCCGAAGGACGGAG0
2908 CHIP5345 STY specific STY4585 ATGAAAGTAACATGGACTGTCACTCCTTAAGTCTGCCTTAACTTTCTCGATTTAAGATGAAAGTAACATGGACTGTCACTCCTGTGGGGTATCAGCACATCGCAAAACGCTGTCCGTCATGCAATGTAAAAAGAGACTTCACGCCGTCAGGTGCATTCAGGATTAATTCACAAAAGAAAATACTGGACGTATGGAGTATCTATAAATGTACTCACTGCGATTACACCTGGAATATAGCGCTGTATTCCCGCCTTCCTGTAAGCAAAATAAATCAGGAACTTCATCACCGGCTGATGACAAACGATGAATCCA0
2909 CHIP5361 STY specific STY4602 ATGATGATGGTACTGGGGTTATATGTCTTACTGCAGCAACCCTCCAATGATGATGGTACTGGGGTTATATGTCTTCATGCTGCGTACAGTGCCATATCAGGAGCTGCAGTATCAGCGAAGCTGGCGACACGCCGCCAACAGTCGGGTGAACCGGCGACCATCAACGCAGTTTCTTGGCCCGGATAATGACCCGCTGACGTTATCTGGCGTACTGCTGCCGGAAGTCACCGGCGGCAGGCTGTCATTGCTGGCACTTGAGCAAATGGCAGAGCTTGGCAAAGCATGGCCCCTGATTGAGGGAA0
2910 CHIP5293 STY specific STY4414 ATGTTTAAAGGCGATATGAATAAAAAACGTTAATGAACAATAAACGGCGTAACGATGTTTAAAGGCGATATGAATAAAAAACGCGCCAAAGCGTTACAGAAAGTGAAAGAAGCCATCACGCTTCACGGTGGGCAAACTATCCTCAGCACAGGAATAACTGGCGACGATGCGCGCCTGGCGAAAGCCGTGTGTGAGGCTGGCGTTAAGCTTCTGGAGCCGAACCACCCTGCGTTGGCGCTGGCGCGTGGACACAAAGGCGTGAGCAACATGCACGCGGCGGAGCAGATTCGTCACGAAATCACCAATAGCC0
2911 CHIP5364 STM/STY ATGGCAGTGATTGACCTTTCCTTATTCATCCGTTCCTCCGTTATGGCAGTGATTGACCTTTCCCGGCTGCCCGCGCCGCAGATAGTGGACGTGCCGGATTTTGAGACGCTGCTGGCTGAGCGCAAGGCCGCTTTTGTGGCTCTTTATCCTGTGGATGAACAGGACGCGGTGCGGCGCACGCTGGCGCTGGAATCTGAACCCGTCACCAAGCTGCTGCAGGAAAGCACATACCGCGAAATCCTGCTGCGCCAGCGTATTAACGAGGCTGCGCAGGCGGTGATGGTGGCCTATTCGATGG0
2912 empty none empty 0
2913 empty none empty 0
2914 empty none empty 0
2915 empty none empty 0
2916 empty none empty 0
2917 CHIP0842 STM/STY STM1780 STY1906 ATGCCTGATATGAAGCTTTTTGCTTAATGCTCGAACATGGCGGTGCCTGATATGAAGCTTTTTGCTGGTAACGCTACCCCGGAACTAGCACAACGTATTGCCAACCGCCTGTACACTTCTCTCGGCGACGCCGCCGTAGGTCGCTTTAGCGACGGCGAAGTCAGCGTACAAATCAACGAAAATGTACGCGGTGGTGATATTTTCATCATCCAGTCCACTTGTGCCCCAACCAACGACAACCTGATGGAATTGGTCGTTATGGTTGATGCCCTGCGTCGTGCTTCCGCAGGTCGTATCA1
2918 CHIP2657 STM/STY STM0106 STY0123 ATGCTAAAACTGATTGATATCACCTGGTTACAAAATATGGGATTTGATGCCATGCTAAAACTGATTGATATCACCTGGCTTTACCATCATTTGCCGATGCGTTTTACGCTGGCGGTAGAACGCGGCGAGCAGGTGGCGATTCTTGGCCCCAGCGGCGCGGGGAAAAGCACGTTGTTGAATTTAATTGCCGGTTTTCTTGCGCCTGCCAGCGGTACGCTACTGATTGCCGGCGACGATCATACGCTTACGCCGCCCTCACGCCGTCCGGTCTCAATGCTGTTTCAGGAGAATAATTTATTCAGCCACC1
2919 CHIP3249 STM/STY STM3338 STY3519 ATGAGTACTTCTACCCAGAACATCCCTTAACTTTTCGTTTTTACAAAGGCACCATGAGTACTTCTACCCAGAACATCCCGTGGTATCGCCATCTCAACCGGGCGCAGTGGCGGGCATTTTCCGCTGCCTGGCTGGGATATCTGCTTGATGGTTTTGATTTTGTGTTGATTGCTCTTGTACTGACTGAGGTACAAAGCGAATTTGGGCTGACGACGGTACAGGCGGCAAGCCTGATTTCTGCGGCTTTTATCTCTCGCTGGTTCGGCGGGTTATTACTGGGCGCGATGGGCGATCGCTATGGGCGTCGTC1
2920 CHIP3265 STM/STY STM3372 STY3552 ATGGTGGCGAGCTATCGTAGCTTATTGCACAGCAAACTGCTGGATGGTGGCGAGCTATCGTAGCCAGGGGCGCTGGGTTATCTGGCTCTCGTTTCTTATTGCGCTGTTGCTGCAAATCATGCCCTGGCCGGACGACATCATTGTTTTCCGGCCAAACTGGGTTTTGCTCATCTTACTGTACTGGATTCTGGCCCTGCCGCACCGCGTAAATGTGGGGACGGGATTTGTGATGGGTGCCATACTTGATCTCATCAGCGGTTCCACACTTGGCGTGCGCGCTCTGTCGATGAGTATTGTCG1
2921 CHIP2713 STM/STY STM0214 STY0237 ATGAATACTCTTCCTGAACAGCACGTTACCCTTTATCGTTTGGATTGAGGATGAATACTCTTCCTGAACAGCACGCGAATACCGCACTCCCCACCCTCCCTGACCAGCCGCAAAACCCTGGCGTCTGGCCGCGCGCTGAACTGACCGTCGCCGGTATCAAAGCCCGCATCGACATCTTTCAACACTGGCTGGGAGAGGCATTTGACAGCGGCATTTGTGCTGAACAGCTTATTGAAGCCCGAACCGAATTTATCGACCAGTTATTGCAACGCCTGTGGATTGAGGCCGGTTTCGGTCAGATTGCCG1
2922 CHIP3305 STM/STY STM0682 STY0720 ATGACACCAGGCGGACAATTAACTTTCCAGCAAACATTGCAATGACACCAGGCGGACAAGCTCAGATAGGTAACGTTGATCTCGTAAAACAGCTTAACAGCGCGGCCGTTTACCGCCTGATTGACCAGCATGGTCCTATCTCGCGCATACAAATTGCCGAGCAAAGCCAGCTTGCTCCCGCCAGCGTAACGAAAATTACGCGTCAACTCATTGAACGCGGGCTGATCAAAGAAGTCGATCAGCAGGCCTCTACCGGAGGCCGCCGCGCTATCTCTATCGTCACGGAAACCCGTAACT1
2923 CHIP3275 STM/STY STM3390 STY3569 ATGACGAAACATGCCAGGTTTTATTGCGCCGTTTTCGCATGACGAAACATGCCAGGTTTTCACTCCTGCCCTCATTCATCATATTCTCTGCTGCGCTGCTGGCCGGTTGTAATGACCAGGGAGATACCCAGGCTCATGCCGGCGAGCCGCAAGTCACCGTCCATGTGGTCGAAACAGCGCCGCTAGCCGTAACGACCGAACTTCCCGGACGTACGTCCGCATTTCGCATTGCGGAGGTTCGCCCCCAGGTGAGCGGGATCGTGCTTAAAAGAAACTTCACCGAAGGTAGCGATG1
2924 CHIP2723 STM/STY STM0235 STY0260 ATGCTGGGATTAAAACAGGTTCATTACTGCTCATACAGCTCAAGCGATGCTGGGATTAAAACAGGTTCATCACATCGCGATCATTGCGACAGACTATGCGGTGAGCAAGGCGTTTTATTGCGATATTCTGGGGTTCGATCTGCTAAGCGAAGTCTGGCGGGAAGAGCGTGACTCGTGGAAGGGCGATTTGGCGCTAAACGGGCAGTATGTGATTGAGCTTTTCTCTTTTCCCTTCCCTCCGGCGCGTCCAAGCCGACCTGAAGCCTGCGGCCTGCGCCATCTGGCTTTCAGCGTGGAAAATG1
2925 CHIP2739 STM/STY STM1515 ATGAAACTACAGGTGGCTGCATTATTTTTGCAGTCGGTTCACGATGAAACTACAGGTGGCTGCATTTTTAAGTTTTCTGATAATGCCTTACGCGCTAGCGGATGATCAAGGGGGATTAAAAAAAGACGTGGCACCGCCGCCGCCTCATGCTATTGAGGATGGTTATCGCGGTACGGATGATGCAGAAAAAATGACCATCGAACAGGCAAAAACCCTGCATGATGGCGCGACCGTTTCGCTGCGCGGCAACCTTATTGATCATAAAGGCGACGATCGCTATGTATTTCGTGATAAATCCG1
2926 CHIP0781 STM/STY STM1964 STY2172 ATGAAAAAAGTAGCGATCGTTGGTTACGGCAGCGGCGTCGGATGAAAAAAGTAGCGATCGTTGGCGCATTGCTGGTTCTGGCCGGATGCGCCGAGGTGGAAAACTATAATGATGTGGTGAAAACGCCCGCGCCGGCCGGTCTGGAAGGGTACTGGCAGTCAAAAGGCCCGCAACGTAAGCTGGTGAGCCCTGAAGCTATCGCCAGCCTGGTGGTGACTAAAGAAGGCGATACGCTGGACTGCCGCCAGTGGCAGCGCGTTATTGCTCTGCCGGGCAAGCTGACCATGCTCTCCGATG1
2927 CHIP0797 STM/STY STM3710 STY4085 ATGATCATCGTTACCGGCGTTACGCGTCGCGGTTCAGATGATCATCGTTACCGGCGGCGCGGGCTTTATCGGCAGCAATATCGTTAAGGCCCTGAATGATAAAGGTATCACCGATATTCTGGTGGTGGATAACCTGAAAGACGGCACCAAGTTTGTAAACCTGGTGGATCTGAACATTGCTGACTATATGGATAAGGAAGATTTCCTGATCCAGATTATGTCCGGAGAAGAGCTCGGCGATATCGAAGCTATTTTCCATGAAGGCGCCTGCTCTTCCACCACCGAGTGGGACG1
2928 CHIP0813 STM/STY STM2025 STY2229 ATGAAAAAAGCGCTTCTGGTGTTATGCCGCCTCCTCTACCGATGAAAAAAGCGCTTCTGGTGGTCAGTTTTGGCACCAGCTATCACGACACCTGTGAAAAAAACATTGTGGCGTGCGAACGTGATCTGGCGGCGTCCTGTCCCGATCGCGACCTGTTTCGCGCCTTCACTTCCGGAATGATCATTCGCAAGCTTCGCCAGCGTGACGGTATCGACATCGATACGCCATTACAGGCTTTGCAAAAGCTTGCCGCACAGGGATATCAGGACGTGGCGATTCAGTCGTTGCACATTATTA1
2929 CHIP0783 STM/STY STM1963 STY2171 ATGAAAAACCCCACGTTATTGCTTACACGTCCTCAATGACCCAATGAAAAACCCCACGTTATTGCAGTACTTCCACTGGTATTATCCCGACGGCGGTAAACTCTGGTCTGAGCTGGCGGAACGTGCTGATGGGCTGAATGATATCGGTATCAATATGGTCTGGCTACCGCCCGCCTGTAAAGGCGCCTCCGGCGGCTATTCCGTAGGCTATGATACCTACGACCTGTTTGACCTCGGCGAATTTGACCAAAAAGGAACTATCGCGACAAAGTACGGCGATAAACGCCAGTTACTGACGG1
2930 CHIP0807 STM/STY STM2031 STY2236 ATGCTAACGGTCGTGGGATTATCTTTCATCAAGGATCACCACTGATGCTAACGGTCGTGGGAATGGGGCCCGCTGGACGGCATTTGATGACGCCTGCGGCGCTGGAAGCGATAGACCACGCCGATGCGCTGGCAGGCGGTAAACGGCATTTGGCGCAGTTTCCGGCGTTTGGCGGCGAACGATTTACGCTGGGCGCGGATATTGGCGCGTTGTTGTCATGGATTGCCGCCCGTCGGGATAAAGGGATCGTGGTGCTGGCCTCCGGCGATCCGCTGTTTTATGGCATCGGTACACGCCTGG1
2931 CHIP0823 STM/STY STM1997 STY2205 ATGTTCGCGCTCTGCGATTTACTTAACACGCAGTAGATCAGAGTATCTTATGTTCGCGCTCTGCGATGTTAATAGCTTTTACGCCTCCTGCGAAACGGTCTTTCGTCCTGATTTATGTGGCCGACCGGTGGTGGTGTTATCAAACAATGATGGCTGCGTTATCGCGTGTAGCGCCGAGGCGAAACAGCTCGGTATCGCACCAGGTGAGCCATACTTCAAACAGAAAGAACGCTTCCGGCGATCCGGTGTTGTTTGCTTCAGCAGTAATTACGAGCTTTACGCTGATATGTCGAACCGGGTAATGA1
2932 CHIP2630 STM/STY STM0046 STY0055 ATGAGTGACTATAAATCGACCCTGAATTAGGCAAATTTACGTTGTTCGCATGAGTGACTATAAATCGACCCTGAATTTGCCGGAAACAGGGTTCCCGATGCGCGGCGACCTCGCCAAGCGTGAACCGGGAATGCTGGCGCGTTGGACCGATGATGATCTGTACGGCATCATTCGTGCGGCCAAAAAAGGCAAAAAAACCTTCATTCTGCATGATGGCCCTCCATATGCGAATGGCAGCATTCATATTGGTCACTCAGTTAACAAGATTCTGAAAGACATTATCGTGAAGTCCAAAGGACTGTCGG1
2933 CHIP2646 STM/STY STM0082 STY0095 ATGAAAAAACGCATTATTGCCGTTATTTCGTCGCATCGTTATAAACTTATGAAAAAACGCATTATTGCCGCCGCATTACTGGCAACGGTTGCTTCATTCAGCACACTTGCGGCAGAGCAGGTCTCTAAACAAGAAATCAGCCACTTCAAACTGGTTAAGGTCGGCACCATAAATGTGTCCCAGAGTGGCGGACAGATTTCCTCACCCTCTGATCTACGCGAAAAACTGTCAGAATTAGCCGATGCGAAAGGCGGAAAATATTACCATATTATCGCTGCACGTGAGCATGGTCCGAATTTTGAAG1
2934 CHIP3238 STM/STY STM3311 STY3490 ATGCAAACGAAAAAAAATGAAATTTGTTATTTCGTTTCGCCCGCATGCAAACGAAAAAAAATGAAATTTGGGTAGGCGTTTTTTTGCTGGTAGCGTTGCTGGCGGCGCTGTTTGTTTGCCTGAAGGCGGCAAATGTGACCTCTATGCGCACGGAGCCGACCTATAAGGTTTATGCGACCTTCGATAACATCGGCGGTCTGAAAGTGCGTTCCCCGGTACGCATCGGCGGGGTGGTTGTCGGGCGGGTTGAAGATATCTCGCTTGATCCGAAAACATACCTGCCGCGCGTAACGCTCGACA1
2935 CHIP3784 STM specificSTM0331 ATGAAACTGGTTCAATATCTTGTGAACGTTACTTTCTCCCGTCATGCCATGAAACTGGTTCAATATCTTGTGAACGGTGGCAAACGCTACGGCATTATGCAGGAAACCGGAATAATTGATCTCTCGCAGCGGCTTGGCGACAAATATCCCACTTTGAAATCTCTCCTGTGCGCTAATGCGCTGACGGATGCGGCGTTATGGTGTGATGAGCCGGCGGATTATTACTACCAGGAAGTCACTTTTCTGCCGGTGATTGACGATCCGCAGAAGATCATCTGTGTCGGAATGAATTATGCCGATAAGC1
2936 CHIP3800 STM/STY STM1066 STY1087 ATGAAGAGACAAAAACGAGATCGCTTAGGCCATTACCGCCCTATGAAGAGACAAAAACGAGATCGCCTGGAACGGGCACATCAACGTGGATATCAGGCCGGCATCGCCGGACGATCAAAAGAAATGTGTCCCTATCAGACGCTGAATCAACGGTCATACTGGTTGGGAGGTTGGCGACAAGCCATGGAGGACAGGGCGGTAATGGCCTGA1
2937 CHIP3824 STM/STY STM1109 STY1143 ATGATGAAAAAAAGCGTCGCTTTACGGTACGCTTATCGTCATATTGATGATGAAAAAAAGCGTCGCTATGCTGGCGGTGTGTATGCTGGCGCAAAGCCACCTTGCCATTGCTGCCGGTACTCCTGCGCCTCAAGAGATCAACATTGTTTTACTGGGCACCAAAGGCGGGCCTTCTTTGCTCAATACAGCCAGACTACCGCAAGCGACGGCGCTTACTATCGGCGATAAAATATGGCTGATAGATGCCGGCTACGGCGCCAGTCTGCAACTGGTGAAAAATGGCATTCCACTGCGCAACATCA1
2938 CHIP3840 STM/STY STM1151 STY1188 ATGAATAAAACAACTGAGTATATTGACGCATTATCTCGCTGACGATGTTCGATGAATAAAACAACTGAGTATATTGACGCATTGCTGCTTTCTGAACGTGAGAAAGCGGCATTGCCGAAAACTGACATCCGCGCCGTGCATCAGGCGCTGGATGCCGAGCATCGGACTTACTCGCGAGAAGACGATTCACCGCAGGGTTCCGTAAAAGCCCGCCTTGAACACGCCTGGCCGGATTCATTGGCGAAGGGGCAGTTAATTAAAGATGATGAAGGGCGCGATCAGTTGCAGGCTATGCCAAAAGCGACGC1
2939 CHIP3856 STM/STY STM1200 STY1239 ATGGGCAGTAATTATATCGTCATCGTTATGCCGCTTGCTCCTGATGGGCAGTAATTATATCGTCATCGAGGGCCTGGAAGGCGCCGGAAAAACCACTGCGCGCGACGTGGTGGTGGAGACCCTTGAGCAACTGGGTATTCGTAATATGATTTTTACCCGTGAGCCGGGCGGTACGCAGCTTGCCGAAAAACTAAGAAGTCTGGTGCTGGATATTCGATCGGTAGGCGACGAAGTGATTACCGATAAAGCGGAAGTGCTGATGTTTTATGCCGCTCGCGTACAGCTCGTCGAAACGGTAA1
2940 CHIP3872 STM/STY STM1220 STY1260 ATGTATTACGGGTTTGACATTGGCTTAGTCGGTAAGATGTAAAAAAGCAGCATGTATTACGGGTTTGACATTGGCGGAACAAAGATTGCGTTAGGCGTATTTGACTCAACGCGGCGGCTGCAGTGGGAAAAACGGGTTCCCACGCCCCATACCAGCTATAGCGCCTTTTTAGACGCCGTATGCGAACTGGTCGAGGAAGCCGACCAGCGATTTGGCGTAAAAGGGTCGGTAGGGATTGGCATACCCGGTATGCCGGAAACCGAAGACGGCACGCTGTACGCCGCGAATGTCCCGGCAGCCAGCGGTA1
2941 CHIP3834 STM/STY STM1131 STY1168 ATGGTTTCGTTTATAGCATTTTCATCATTAAAAGTGGTATTGTAATCCAACGATGGTTTCGTTTATAGCATTTTCATCATATCTACAAGCGGCAACCCTTGATTATCGGCATGAATATGCTGATAGAACCAGAATTAATAAAGACCGTATTGCTATAATTGAAAAGCTTCCTAACGGCATTGGTTTTTATGTCGATGCCAGCGTTAAATCGGGAGGAGTAGATGGTGAGCAGGATAAGCATTTAAGCGATCTCGTCGCAAACGCTATAGAACTGGGCGTAAGTTATAATTATAAAGTTACGGACAATT1
2942 CHIP3850 STM/STY STM1185 STY1226 ATGAAAAGAATGTTAATCAACGCGTTATTCTACCGGCTGTGGGATGAAAAGAATGTTAATCAACGCGACTCAGCAGGAAGAGTTGCGCGTCGCCCTTGTAGATGGGCAGCGTCTGTACGATCTGGATATAGAAAGCCCCGGACACGAGCAGAAAAAAGCGAACATCTATAAAGGCAAAATTACCCGTATTGAACCGAGCCTGGAAGCGGCTTTTGTTGATTACGGCGCAGAACGCCACGGTTTCCTCCCGTTAAAAGAAATTGCCCGCGAATATTTCCCCGCTAACTACAGCGCTCATG1
2943 CHIP3866 STM/STY STM1212 STY1252 ATGAATAAATCAATGTTGGCGGTTATGCTTTGTTATTCAGAACCAGTTGGTGAATAAATCAATGTTGGCGGGTATAGGGATTGGCGTAGCGGCTGCGCTGGGTGTGGCGGCAGTGGCCAGTCTCAACGTATTTGATCGTGGTCCGCAATATGCGCAGGTGATATCGGCTAAACCGATTAAAGAGACGGTAAAAACGCCGCGTCAGGAGTGCCGTAATGTCACGGTCACGCATCGCAGACCGGTTCAGGACGAAAACCGTATTGCCGGCTCGGTGCTTGGCGCAGTAGCAGGCGGCGTGATTGGAC1
2944 CHIP2442 STM specificSTM3533 ATGAAAAAGATTACGACATCTATTCCGTTAGCACATCAGACGCGTCAATGAAAAAGATTACGACATCTATTCCGGCTCTCGATAAAATTATGCGCGTATTTGCTTACCTTCTGGAGTGCGATGGCGCAACGTTTACCCAGATCCATCAAAATTCAGGGATTGCGAAAAGCAGTACCTCATCTTTGCTCAACGGCATGGTGGAGCATGGGTTATTACGCCAGGAAAAAGACAAGTATTATCTGGGGCTACGCCTGTATGAATTAGGTAATAAAGCGGCGGAACAGTACGATATTAAAAAAATCG1
2945 CHIP2458 STM/STY STM3572 STY4239 ATGAAAAAACCGACTCACTCTGGTTAATCAACATCATTTTCTCCTTGCGATGAAAAAACCGACTCACTCTGGCAGCGGCCAAATCCGCATTATTGGCGGGCAATGGCGTGGCCGTAAATTACCGGTTCCGGACAGCCCGGGTCTGCGTCCCACCACCGATCGCGTGCGCGAAACGTTATTTAACTGGCTGGCTCCGGTAATGGTAGACGCCCATTGTCTGGATTGCTTTGCCGGCAGCGGCGCGCTGGGTCTGGAAGCGCTATCACGTTATGCGGCCCAGGCAACGTTACTGGAAATGGATCGCG1
2946 CHIP3723 STM/STY STM4567 STY4918 ATGACTGATTTAAAAGCAAGCAGCTTAGTAGCTGCTGGCGCTCTATGACTGATTTAAAAGCAAGCAGCCTGCGTGCGCTCAAACTGATGGATCTGACCACTCTGAACGATGACGACACCAATGAAAAAGTGATCGCGTTGTGTCATCAGGCAAAAACTCCGGTCGGGAATACGGCGGCGATTTGTATTTACCCGCGTTTTATCCCGATTGCGCGTAAAACTCTGAAAGAACAAGGTACGCCGGACATCCGCATTGCAACGGTGACTAACTTCCCGCATGGCAATGATGACATCGATATTG1
2947 CHIP3884 STM/STY STM1264 STY1857 ATGACGCTGTCCATACCGCTTATGTGAACTGCGTGGGGATGACGCTGTCCATACCGCCCTCGATTCAATGCCAAACGGAAGCGGCATGTCGCCTGATTACTCGTGTCACAGGCGATACGTTGCGTGCTATTCATTTATATGGTTCCGCTGTCGCGGGCGGTCTGAAGCCAAACAGCGACATTGATCTGCTGGTGACAATATGCCAGCCGCTGACGGAGGCCCAACGCGCAACGCTGATGCAGGAATTGCTGGCGCTTTCATCGCCGCCGGGGGCGTCGGCAGAAAAACGCGCTC1
2948 CHIP3900 STM/STY STM1289 STY1827 ATGATTAATAAAATTTTTGCCCTCCCTTAGCGTTTAGCGACGCAGATGATTAATAAAATTTTTGCCCTCCCGGTTATCGAACAGCTTACCCCTGTCCTTTCCCGTCGTCAGCTTGATGACCTGGATCTGATCGTCGTTGACCATCCGCAGGTTAAAGCCTCTTTTGCATTACAGGGCGCGCACCTTCTCTCCTGGAAACCCGTTGGCGAGGAAGAGGTATTGTGGCTCAGTAATAATACGCCTTTCAAAACCGGCGTGGCGCTACGCGGCGGTGTACCGATCTGCTGGCCCTGGTTTGGAC1
2949 CHIP3725 STM specificSTM4571 ATGAAATCCAACAGCAAATGGTTTATTTCGTCAGCACTTCCCAATGAAATCCAACAGCAAATGGTTGGGGATTGCTATATGTTGTATCTTCACCGCACTACTCCCCCCATCAGCCCGGGCCGACGATGACTGCCAAATAACGTTTTCTTCGCCAAACGTCAGCTTTGGCTGGCTTAAGCAAGATGATATCGTCAATTCTCAGCAAGGCTGGAATCAAATGTCTTCACAGGAGGTTCACGTTAGTGTGAGTTGCCCAGAAAGCCAGAATATTGCTCTTTTTGTGCAGGCCTCAGCGGGGG1
2950 CHIP3741 STM/STY STM0002 STY0002 ATGCGAGTGTTGAAGTTCGGTTAAACTCCTAACTTCCATGAGAGGGATGCGAGTGTTGAAGTTCGGCGGTACATCAGTGGCAAATGCAGAACGTTTTCTGCGTGTTGCCGATATTCTGGAAAGCAATGCCAGGCAAGGGCAGGTAGCGACCGTACTTTCCGCCCCCGCGAAAATTACCAACCATCTGGTGGCAATGATTGAAAAAACTATCGGCGGCCAGGATGCTTTGCCGAATATCAGCGATGCAGAACGTATTTTTTCTGACCTGCTCGCAGGACTTGCCAGCGCGCAGCCGGGATTCC1
2951 CHIP4053 STM specificSTM2746 ATGGAACTCAGAAGAATATCTGTAAATAATTTGTTATTGTCCCTCCATGTTTTTATTGATGGAACTCAGAAGAATATCTGTAAATAATTTGTTCGGAATTTTAAACTATGATATTGATTTAGGGAACTCAGAAACAATTATTATTACCGGACCAAATGGTTACGGAAAAACCATGCTTTTAAAGATAATTGACAACATTTTAAATAAAAATATAGATTTTTTCTTTGATTTGCGATTTGAAGAAATAAAATTTGAACTTGACACCATATTACTATGTATAGAGAAACAAAAAAATAAGAATGTTGCAGTTACGG1
2952 CHIP4069 STM specificSTM2762 ATGTTAATAATCATTGCTCTGCTTTGGTTAGTGATCTTTTGAAGAATAACCCTCGATGTTAATAATCATTGCTCTGCTTTGGTGTAAAAAGGATATTAGAGATTCTTTTTATCAACTTATCAAAACATTTTTCCATAAACAAATTTTGACAGTATTAGGATTTGCGGTTGTTTGGACGTCTATTTGTATTGTGCTTTTTTATGAAATTGGTGTTTGGAGTACAGATAATCTTAAGACCACTTTGGTATGGGTAATTACATATGCTTTCGTAACAATCTTTGAAACACATAAAATAAAGAGCAGTAAGTATT1
2953 CHIP3719 STM/STY STM4549 STY4902 ATGAGTCTGCAATCTGTACGGCTTATTGGCACACGTCTACCCAATGAGTCTGCAATCTGTACGGCAATTTCTGGCCGATCATGCTCCCGATATTGAAATTATCGAATTAAATCAAAGTACAGCGACTGTCGAACTGGCAGCCAAAGCGCACAACGTAGAGCCAGGGCAGATAGCTAAGACGCTCTCGCTTAAAGTAAAAGACACCATTATCCTGGTGGTCGCGAAAGGCGATGCCCGCCTGGATAATAAGAAGCTTAAAACCACTTTCGGCGCAAAAGCCCGTATGTTGAGCAGCGATG1



2954 CHIP3735 STM/STY STM4589 STY4936 ATGCGCATCGGAATGCGTTTATGTGAAGTGACGGTGAAGTGTATGCGCATCGGAATGCGTTTGCTGCTGGGCTACTTTCTTATTGTCGCCGTCGCCGCCGTGTTTGTGCTGTCTATCTTCGTTCAGGAGATAAAGCCGGGCGTCCGCCGCGCGACGGAAGGGACGCTGATTGACACCGCAACGCTGCTGGCGGCGCTGGCCCGCGACGATCTCCTTTCCGGCAACCCGACTGACGGCCAGTTGGCGAAGGCATTCGCCCAACTGCAACATCGCCCGTTTCGCGCCAATATCAGCGGGA1
2955 CHIP3759 STM/STY STM0288 STY0317 ATGATGGCAGTAAGACTGACTTTTGTTATTGTTTTGTTCCACCATTCGATGATGGCAGTAAGACTGACTTTTGACGGGCAAAAGCTGACATGGCCTGGTATCGGGATATTTAAGGCGACCACGGGGTTACCGGATTTACAGTGGCCAGATAAACAGTGTGTGCCGGATGCGGCGATACCGGAAGGGAATTATAAATTGTTTATTCAGTTTCAGGGGGAGGCACCGATAAGAAATGCTGCGGATTGTGATCTGGGACCATCATGGGGCTGGAGTACCATTCCGCGAGGCCAGGCTGCCGGAACAT1
2956 CHIP4071 STM specificSTM2764 ATGCAGGCGGCAGCTGAATTAAATAAATTCCAGTTTTACTGCATGTTGTTGCAGGCGGCAGCTGAACGGTATCCACGATACGGTTTTCCGAAGCTTTTTCAGGTTCTGCGGCGGCAGGGATACATGTGGAATCACAAAAGGATCCACCGTATTTATTGTCTGCTGAAGCTGGATTTTCGCCGTAAGGGCAAACAACGGCTGCCGGTGCGTAACCCCTCGCCACTGGCCACGCCGGAAGCGCTGAACCAGAGCTGGTCTGTCGATTTTATGCATGATGCCCTGGTCTGTGGCCGTCGTTTTCGCA1
2957 CHIP4087 STM/STY STM2789 STY2909 ATGATTCTGATGAATGCACTGACTGTTATTGGTGAGTTTGATAATGGCTGATGATTCTGATGAATGCACTGACTGCCGTAAAAGCGAACACAGATGATTTAGCCCAACGCCATACTGGTTTCACCCTTGCCCCTTCGGCGCAGTCGCCGCGCCTGCTGGCGTTAACGTTTACGGCGGATACCACAAAACAATTTCTTCATCAGGTTGCGCAGTGGCCGGTGCAGGCGCTGGAATACAAATCTTTCTTACGTTTTAAAATCGGCAAGATCCTCGACGATCTGTGCGGCAATCAGCTACAACCGCTGT1
2958 CHIP3815 STM/STY STM1095 STY1127 ATGGTTAAGTTATCAATGACGCTGCTTAGCTATCACCACTATCAGGCAGAATGGTTAAGTTATCAATGACGCTGCGCCTGACAATTTCTTTTATCGCCATCCTTATCCTCGCCTGTACCGGCATTAGCTGGACGCTCTATAACGCGCTGAGCAAAGAATTAACGTATCGGGATGATATGACGCTAATAAATCGGGCGGCGCAAATGCAGCAACTGTTACTGGATGGCGCCAGGCCGGAAAATCTGCCGCTCTATTTCAATCGGATGGTGGATACGAAGCAGGACATCTTATTGATCCATTCAGCAA1
2959 CHIP3049 STM/STY STM2389 STY2621 ATGCGTCAGGCTTTACCGTTTATTCCGCCTCCAGAACCAATGCGTCAGGCTTTACCGTTGGTCACCCGCCAGGGCGATCGCATTGCTATTGTCAGTGGGTTACGAACCCCCTTCGCTCGTCAGGCCACTGCATTTCATGGTATTCCCGCTGTTGATCTCGGCAAGATGGTGGTAGGCGAGCTGCTGGCGCGCAGTGAAATTCCAGCCGATGCCATTGAGCAACTGGTTTTTGGTCAGGTAGTACAAATGCCGGAAGCCCCCAATATTGCGCGCGAAATTGTGCTGGGTACGGGGA1
2960 CHIP3065 STM/STY STM2425 STY2661 ATGAAACTTTTTCGTATCCTTGACCCTTAAGCTTTCGCGGCGCGATGAAACTTTTTCGTATCCTTGACCCTTTCACGCTGACACTTATCACCGTGGTACTACTGGCCTCTTTTTTCCCGGCGGAAGGTGGCTTTGTGCCTGTCGTTGAAGGCATTACGACAGCGGCTATCGCTCTGCTGTTTTTTATGCATGGCGCGAACGTTTCGCGTGAAGCGATCATCGCTGGCGGCAGCCACTGGCGGTTGCATCTGTGGGTCATGTGCAGCACTTTTGTGCTCTTTCCTGTCCTCGGCGTACTGT1
2961 CHIP3081 STM/STY STM2478 STY2716 ATGAAATTTACTCTCGTTGCGACGTTATTTTAAGGAACCATATATCTGGTCAACAATGAAATTTACTCTCGTTGCGACGGTTCTACTGACGTTTTCCCTTTCAGCTTTTGCCGTTGAGTATCCTGTATTGACCACCGCGAGCCCTGATCAGGTGGGGTTTGATAGCCAAAAACTTCACCGACTTGATGGCTGGATTCAAAATCAAATTGATGCCGGATATCCCAGCATCAATCTTCTGGTGATAAAAGATAATCATATTGTTCTACAAAAAGCCTGGGGCTATGCCAAAAAATATGACGGTTCCACGCTGT1
2962 CHIP3481 STM/STY STM0950 STY0948 ATGTCAAGTCCTGCTAATTTTAATGGTTTAACGCTGTGAATCCAACATTTCATGTCAAGTCCTGCTAATTTTAATGGTTTGCGCCCGGTAATTGATGTTAACGATTCCGTGATGCTTTTAATCGATCATCAAAGCGGTCTTTTCCAGACCGTAGGCGATATGCCAATGCCGGAATTACGCGCTCGCGCCGCGGCGTTGGCGAAGATGGCGACGTTAGCGAAAATGCCGGTCATTACCACGGCATCCGTACCGCAAGGTCCGAACGGCCCTCTGATCCCGGAGATCCACGCTAATGCGCCACATGCGC1
2963 CHIP3497 STM/STY STM0981 STY0981 ATGACTGAATCTTTTGCTCAACTCTTTTACTCGCCTTTAGCTGCTTTGATGACTGAATCTTTTGCTCAACTCTTTGAAGAATCCTTAAAAGAAATCGAAACCCGCCCGGGTTCCATCGTTCGTGGTGTTGTTGTTGCTATCGACAAAGACGTAGTACTGGTTGACGCCGGTCTGAAATCTGAGTCTGCCATTCCGGCTGAGCAGTTCAAAAACGCCCAGGGCGAACTGGAAATCCAGGTTGGTGACGAAGTTGACGTTGCTCTGGATGCAGTAGAAGACGGCTTCGGTGAAACTCTGCTCTCTC1
2964 CHIP3513 STM/STY STM1020 STY1034 ATGGCGCACGAATTACAACTTTACCCCGCAAAGCTCATTAGATGGCGCACGAATTACAACTCATCAAGCAGTCATCTGGAATTCTGATCCCCGCTACGCCGGAGACCAGCGAAATTCTGCAGTCAAAAATTAAACTCGGTGCCGTGCTGGTGGCTGAGTTCCGTCAGGTTAGGAATCCTGCATTCCATCGCCGCTTTTTCGCGTTGCTTAATCTTGGGTTTGAATACTGGGAACCCACCGGCGGCACCATTTCTGCCAATGAACGCAAACTGGTAAACGGTTATGCAAAGTTTCTCG0
2965 CHIP3483 STM/STY STM0955 STY0953 ATGCGTCTGGTTCAGCTTTCTTACTTCCGGGGCAAAAATAATGATGCGTCTGGTTCAGCTTTCCCGACATTCTATCGCCTTCCCTTCGCCGGAAGGCGCTTTACGCGAGCCTAACGGTTTACTGGCGCTGGGCGGCGATCTCAGCCCTGCCCGGTTGTTAATGGCCTACCAGCACGGGATTTTTCCGTGGTTTTCGCCGGGCGACCCGATTCTGTGGTGGTCGCCCGATCCTCGCGCCGTGCTGTGGCCTGAAAAGTTTCACCTCAGTCGCAGTATGAAGCGCTTTCACAACGCATCCC1
2966 CHIP3123 STM/STY STM2564 STY2811 ATGAGCGACACGTTGAAGCTTAGTGTTTGTCAGATGCAGGCAGTGAGCGACACGTTGAAGCGCTGGTCTGTTTTCCCCCGTTCTTTACGACAATTGGTCATGCTGGCCTTTTTGCTGATCCTGCTGCCGTTGCTGGTTCTGGCCTGGCAGGCGTGGCAAAGCCTTAACGCGTTAAGCGATCAGGCTGCGGTGACTAACCGCAGCACGCTTATTGACGCCCGGCGCAGCGAGGCGATGACCAACGTCGCGCTGGAGATGGAGCGAAGCTACCGACAGTATTGCGTGCTTGACGATCCGA1
2967 CHIP4100 STM/STY STM4031 STY3847 ATGCATGTTATCAGCCGAAAACTTATTCTTTATTACCCCGATAGTATGCGTGCATGTTATCAGCCGAAAACCGTTCAATGAAGCGATGCTCATGTATCCAAACCATGAGCTTGCTCTCACTGAGTTGCTGAATGTTCTGGAGAAAAAAACATTCACTCAGCCTGAAGAGATGAAGCGGTATATTCCTTCACTGGATAATTTTAAGTACAGAGATAAATGGTGGGTGATTGATGTTTCTGGTAACAGCCTGAGACTCATTTCCTACATAGATTTCAGGTTACATAAGATATTTGTGAAACATATCG1
2968 CHIP4132 STM/STY STM4109 STY3758 ATGGAACTCTATCTGGATACCGCTTACAGGTTCAGATTACCAAAAGCGATGGAACTCTATCTGGATACCGCTAACGTGGCGGAAGTTGAACGTCTGGCGCGCATTTTCCCGATTGCCGGCGTCACCACCAATCCAAGCATTGTGGCAGCCAGCAAAGAATCTATCTGGGATGTGCTGCCCAGGCTGCAAAACGCCATCGGCGAAGAAGGCACTTTATTTGCGCAGACCATGAGCCGCGACGCGAAAGGGATGGTGGAAGAAGCCAAACGACTGAATAACGCCATCCCCGGCATTGTGGTTAAAA1
2969 CHIP4156 STM/STY STM2868 STY2989 ATGCTGAATAATATGGATAGCGCGTTACCAGTCAATTGCCTCTTTGATGCTGAATAATATGGATAGCGCGCCTTTAAGCAATGGCGGCGACGTTGATCTTTATGATGCATTCTACCAACGACTTTTGGCGCTTCCTGAGTCAGCCTCTTCTGAAACGCTTAAAGATAGCATTTATCAAGAGATGAATGCCTTCAAAGATCCTAACAGTGGTGATTCGGCTTTTGTTTCTTTTGAGCAGCAAACGGCTATGCTACAAAACATGTTAGCAAAAGTTGAACCGGGCACCCATTTATATGAGGCTT1
2970 CHIP3604 STM/STY STM4327 STY4687 ATGGTCGTCGCAGACGGCTTAATCCCGACGATCGTCTTTATGATGGTCGTCGCAGACGGCCATGACTTACAGGAGAGTCCTTTGCGCTGGATACCCTTTTTAGCTGTCTTTCTCTATGTTTACATTGAGATTTCTATCTTTATCCAGGTCGCCCATGTGCTTGGTGTCCTGATGACGCTAATCCTGGTGATTTTTACGTCTGTTATCGGTATGTCGCTGGTACGTAACCAGGGTTTTAAAAACTTTTTGCTGATGCAACAAAAAATGGCGGCCGGTGAGAGCCCGGCGGCAGAAATGA1
2971 CHIP3086 STM/STY STM2487 STY2725 ATGCAAAAGCAAGCTGAGTTGTTAATCTAATTTCACGCCCAGGCATGCAAAAGCAAGCTGAGTTGTATCGTGGTAAAGCGAAAACCGTATACAGCACGGAAAACCCGGACCTGTTGGTGCTCGAATTCCGCAATGATACGTCAGCAGGGGATGGCGCGCGCATTGAACAGTTTGATCGCAAGGGCATGGTAAATAACAAATTCAACCATTTCATTATGACCAAACTGGCCGAGGCGGGCATCCCGACCCAGATGGAACGTTTGCTGTCTGATACCGAGTGTCTGGTGAAGAAGCTGGAGA1
2972 CHIP3110 STM/STY STM2535 STY2781 ATGATTCCTATGTCCGAAACTAAAAATGTTAGATGATGCGGTTCTGTTTAAAATCGTGATTCCTATGTCCGAAACTAAAAATGAATTAGAAATCTTGCTGGAGAAAGCGGCGACTGAGCCCGCGCATCGTCCGGCATTTTTCCGTACCTTACTGGAGTCCACCGTCTGGGTGCCGGGCAGCGCTGCCGAAGGCGAGGCGATTGTGGAAGACAGCGCTCTGGATTTGCAGCACTGGGAAAAAGAAGACGGCACGACCGTCATTCCCTTCTTTACTTCTCTGGAGGCGCTGCAGCAGGCCGTGGAAGACGAAC1
2973 CHIP3126 STM/STY STM2570 STY2816 ATGGATAAGACGGCAGCGCTTACTCCTCTGGATCATTGAACCCATGGATAAGACGGCAGCGCTCGCCAGCGACATTTTACGTGGTATCGGCGGAGAGCAAAATATTCTGCGCCTGGAAAACTGTATGACGCGAGTCAGGGTGGAGGTACAGGACGACAGCCAACTGGATATTCCGCGCTTAAAAGCGTTGCCTGGCGTCAGTGGATACGTAAAGCAAGGGGAGCAACATCAGCTGATCGTTGGGCCGGGGAAGGCTGCGCAGGTGGTTGATGCGATGCGCGTGCAGATTGCCGCAGGTG1
2974 CHIP4103 STM/STY STM4044 STY3830 ATGATGAGCTTTATGTTGGCACTTTATAACGCCTCCAGGTACAGCGTGATGAGCTTTATGTTGGCACTGCCAAAAATTAGCCTGCATGGCGCTGGAGCGATTGCCGATATGGTGAACCTCGTGGCGAATAAGCAATGGGGCAAAGCGCTGATCGTTACCGATGGTCAACTGGTAAAGCTGGGCCTGCTGGATAGCCTGTTTAGCGCACTGGATGAACATCAAATGTCTTACCACCTGTTTGATGAGGTGTTCCCAAACCCGACAGAAGAGCTGGTGCAGAAAGGTTTTGCGGCGTATCAGA1
2975 CHIP4119 STM/STY STM4086 STY3784 ATGACTGAAAAAAAATATATCGTTGCGTTACTTGTCGTGCTCTTCCCAATGACTGAAAAAAAATATATCGTTGCGCTCGACCAGGGTACCACCAGCTCCCGCGCGGTCGTTATGGATCATGACGCGAATATCGTCAGCGTATCACAGCGTGAATTTGAGCAAATTTATCCTAAGCCAGGCTGGGTAGAACACGACCCGATGGAAATTTGGGCGTCCCAAAGCTCAACGCTGGTAGAAGTGCTGGCTAAGGCCGATATCAGTTCCGATCAGATTGCCGCTATCGGTATCACCAACCAACGTGAAA1
2976 CHIP4143 STM/STY STM4122 STY3751 ATGATGAATCCATTAATTATCAAGCTGGTTAAGCCAGAATACGCGTGCATGATGAATCCATTAATTATCAAGCTGGGTGGCGTATTACTGGATAGCGAAGAGGCTCTGGAACGTCTTTTTACCGCGCTGGTCAACTATCGTGAGTCCCATCAGCGTCCGCTGGTGATTGTTCACGGCGGCGGTTGCGTGGTGGATGAGCTGATGAAAGGGCTTAATTTGCCAGTGAAAAAGAAAGACGGCCTGCGCGTGACGCCTGCCGATCAGATTGGCATCATTACCGGCGCGCTGGCGGGAACCGCTAACA1
2977 CHIP2993 STM/STY STM2284 STY2513 ATGAAAACTCGCGACTCGCTTAAATTTCATCCTGGTGCTCCTATGAAAACTCGCGACTCGCAAACAAGTGACGTGATTATCATTGGCGGTGGAGCAACAGGCGCAGGGATCGCCCGCGACTGCGCGCTGCGCGGTTTACGTGTCATTCTGGTGGAGCGGCATGATATAGCGACCGGCGCGACCGGGCGTAACCACGGGCTGCTGCACAGCGGCGCTCGTTATGCGGTTACCGACGCGGAATCCGCGCGCGAGTGCATTAGTGAAAACCAGATTTTAAAACGGATCGCCCGCCATTGCG1
2978 CHIP3689 STM specificSTM4498 ATGAAAAACGACAAGGCATGGTTACCGTTGTCCCTCCAGATGAAAAACGACAAGGCATGGATTGGAGACCTGCTAGGCGGGCCGCTGATGAGCAGGGAAAGTCGAATCATCGCTGAGCTCATGCTTACCGCTCCCAATGAACAAACCTGGCAAGAGCAGATCGTGGGTCATAACATTCTCCAGGCTTCCTCTGCCAATACGGCGAAGCGCTATGCTACAACGATAAAACTACGCCTGAATACGCTTGATAAAGTGGCGTGGTCGCTTATTGCTGAAGGGAGCGAGCGCGAGCGTC1
2979 CHIP3705 STM/STY STM4526 STY4884 ATGAACAAATCTAACTTCGACTTTCTCATTAAGCCAGTTCGTCCCAGAATGAACAAATCTAACTTCGACTTTCTCAAAGGCGTCAACGACTTCATTTACGCCATCGCCTGCGCGGCGGAAAACAACTATCCGGACGATCCTAATACCACTCTGATAAAAATGCGCATGTTTGGCGAAGCCACCGCGAAACATCTCGGCCAGTTGCTGGATATACCGGCCTGCGAAAACCAGCATGACCTGCTGCGCGAACTGGGCAAGATTGCGTTTATTGATGACAGCATCCTTTCTGTTTTCCATAAGCTGC1
2980 CHIP0202 STM/STY STM1922 STY2131 ATGAAAAATCAGGCTCATCCCATTACCTCGGTTCCGCTTTTGATGAAAAATCAGGCTCATCCCATTGTCGTCGTAAAACGCCGCAGGCACAAACCGCACGGCGGCGGGGCGCACGGTTCCTGGAAAATTGCCTACGCCGATTTTATGACGGCGATGATGGCTTTTTTTCTGGTGATGTGGCTGATTTCCATCTCCAGCCCTAAAGAATTAATTCAGATTGCCGAATATTTTCGTACGCCGTTGGCCACCGCGGTAACGGGGGGGAATCGGATTGCCAATAGCGAGAGCCCGATACCAG1
2981 CHIP2301 STM/STY STM1323 STY1788 ATGACGTATCAACAAGCTGGACGTTACATGAAGCCTAACAAGGAAAAGAATGACGTATCAACAAGCTGGACGCATTGCAATCCTAAAAAGAGTTGTTGGGTGGGTTATTTTTATTCCGGCACTGCTTTCCACGCTCATCTCAGTCCTTAAATTTATGTATGCGCACAGTGAAAAGCAGGAGGGGATAAATGCGGTAATGCTGGATTTTACCCACGTAATGATAGACATGATGCGCGTGAATACGCCGTTTCTGAATGTTTTTTGGTACAACTCGCCGACGCCGAATTTTCAGGGAAGCCTGAATA1
2982 CHIP0250 STM/STY STM0370 STY0402 ATGTCTACCCAAGAACTGAACATCCTTAGATGACATATAAATCGAGGTATTCGTTATGTCTACCCAAGAACTGAACATCCGCCCAGACTTTGACCGTGAAATCGTTGATATCGTTGATTACGTTATGAATTACGAGATCACCTCAAAGGTGGCGTACGACACCGCGCATTATTGCCTGCTCGACACGCTCGGTTGTGGTCTGGAAGCGCTGGAATACCCGGCCTGTAAAAAATTGCTTGGGCCAATCGTGCCAGGCACGGTGGTGCCCAACGGCGCACGCGTGCCGGGCACCCAGTTCCAGCTCGATCCGG1
2983 CHIP0244 STM/STY STM4237 STY4433 ATGAAAGCGTTAACGGCCATTACAACCATTCCCCGTTGCATGAAAGCGTTAACGGCCAGGCAACAAGAGGTGTTTGATCTCATCCGGGATCACATCAGCCAGACAGGTATGCCACCGACGCGTGCGGAAATCGCGCAGCGTTTGGGGTTCCGTTCCCCAAACGCGGCGGAAGAACACCTTAAAGCGCTGGCGCGCAAAGGGGTGCTTGAAATCGTTTCCGGCGCATCGCGAGGTATCCGTCTGTTACAGGAAGAAGAGGACGGATTACCGCTTGTCGGGCGTGTCGCGGCGGGTG1
2984 CHIP0268 STM/STY STM2861 STY2983 ATGACGAATCTACATCGTCTGAAAACTTATTGTTGACTCCTCAGTCCGTCATGACGAATCTACATCGTCTGAAAACACTCCTGATTGCCGGTATTGTCGCGATACTCGCGCTATCGCCAGCCTATGCAAAAGAGAAATTTAAAGTTATCACCACGTTTACCGTTATTGCCGACATGGCGAAAAACGTGGCGGGCGACGCAGCGGAAGTCAGCTCGATTACCAAACCCGGCGCTGAAATCCATGAGTATCAGCCAACGCCCGGCGATATTAAACGAGCGCAGGGGGCACAGCTTATCCTCGCGAATG1
2985 CHIP2367 STM/STY STM1445 STY1677 ATGATTAAACGTGTACTGGCCGTTAGCGTGGAGAGACGGTAACCATGATTAAACGTGTACTGGCCGTTTCACTGATGGGGTTATCCCTAGCGGGGTGTGTTAACAATGATAGCCTTTCGGGTGATGTTTATACCGCATCCGAGGCTAAACAAGTTCAGAATGTAACGTACGGTACTATCGTTAACGTTCGTCCGGTTCAAATTCAGGGCGGTGATGATTCTAACGTGATTGGCGCTATCGGCGGCGCGGTGTTGGGCGGATTCCTCGGCAACACTATCGGCGGCGGTACGGGTCGTTCAC1
2986 CHIP3636 STM/STY STM4398 STY4754 ATGGTAGATCAGGTAAAAGTCGCATTAACGCATTCCCGCCATATGGTAGATCAGGTAAAAGTCGCAGCCGACGAACAGGCTCCGGCTGAACAGTCGCTACGGCGCAATCTTACAAACCGTCATATACAGCTTATCGCTATTGGCGGCGCTATTGGTACCGGTCTGTTTATGGGATCGGGTAAAACGATCAGTCTCGCCGGACCGTCGATCATTTTTGTGTATATGATCATCGGTTTTATGCTTTTTTTCGTGATGCGCGCCATGGGGGAATTGCTGCTCTCGAATCTGGAATATAAAT1
2987 CHIP3652 STM specificSTM4425 ATGACTTTAAAAGCAGGTATTGTAGGTATCGTTATTTGTAGAAATCAGGTTTTGAGGGATGACTTTAAAAGCAGGTATTGTAGGTATCGGCATGATCGGCTCCGATCACTTAAGACGTCTGGCCAACACCGTGTCGGGTGTAGAGGTTGTTGCCGTATGTGATATCGTCGCGGGTAGGGCGCAGGCGGCGCTGGATAAGTATGCGATCGAAGCCAAAGATTATAATGACTATCACGATCTGATTAATGATAAAGACGTTGAAGTGGTCATCATTACCGCATCAAATGAGGCGCACGCCGATGTAGCCGTTGCCG1
2988 CHIP3668 STM/STY STM4448 STY4787 ATGCGATTCCCCAACCAATTAAAAACGACTCACGCACTCGTGCGATTCCCCAACCAACGTTTAGCGCAGCTATTTGCGATGCTGCAAAACGAGACGCTGCCGCAGGACGAGCTGGCGCAGCGGTTGTCGGTCTCCACGCGTACCGTTCGGGCGGATATCGCCGCGCTGAACATGTTGCTGACGCCGCATGGCGCGCAATTTACTCTCAGCCGCGGCAACGGGTATCAGCTCAAAATTGATGATCCGGCACGTTATCAATCCCTGCAAACGCAGCAATCTCCCGCCCTGGCGCGCG1
2989 CHIP3638 STM/STY STM4403 STY4761 ATGATTAAGTTTAGTGCAACGCTTCTGTTACTTGCTTAAATCCACCTGATAAATGATGATTAAGTTTAGTGCAACGCTTCTGGCTACGCTGATCGCCGCCAGCGTGAATGCGGCCACCGTCGATCTCCGTATCATGGAAACTACTGATTTACATAGCAACATGATGGATTTCGATTATTACAAGGATACCGCAACCGAAAAATTCGGATTGGTACGTACCGCAAGTTTGATTCATGCCGCCCGAAATGAAGTCAAAAACAGCGTGCTGGTGGATAACGGCGACCTGATTCAGGGGAGCCCTCTGGGCGATT1
2990 CHIP3654 STM specificSTM4427 ATGATGAAGCTGGGATTTAATGAATTAAGCTGTTAAGAAGGGGCGATGATGAAGCTGGGATTTAATGAAGCGACCTGTATGCGAAACTCCACGCTGGCACAGGATGTTGTGTTGGCGGAACGTTTTGGCTATGACTACATCGAAATCCGTCTGGATATGTTGCAGGAGTGGTTGCAGAAACATACGTTAAGCGAGCTGGCAGACATTTTCGCCGTCGGCCACCTTAAGCCCTGGGGCTACAATTCGCTGGAAGACATTACGTTTTGTGATAGCGAAAGCTGGGCGGAGAAACTGCGGCAGT1
2991 CHIP3670 STM/STY STM4454 STY4794 ATGAGCAAAGTAAAACAAGCCGTTAGACAATTTGTAATGTGCCCTGAATGAGCAAAGTAAAACAAGCCGATATCGACCGGCTGATTGACCTGGTCGGCGGGCGCGACAACATCGCCACGGTGAGCCACTGCATTACTCGCCTGCGCTTTGTGCTCCACCAGCCCGCGAACGCCAGGCCAAAAGAGATCGAACAATTACCGATGGTTAAAGGTTGTTTCACCAACGCTGGTCAGTTTCAGGTGGTGATTGGCACCGACGTTGGCGATTACTATAACGCGCTGCTGGAGACCACCGGCAAAGCGT1
2992 CHIP3686 STM specificSTM4495 ATGAATACCAATAACATCAAAAAATACGCTTAAATAATCTCCGGTGCATTGCATGAATACCAATAACATCAAAAAATACGCTCCACAGGCCCGTAACCAGTTCCGCGATGCGGTGATCCAAAAGCTAACCACGCTGGGGATTTCCGCTGATAAAAAAGGCAATCTGCAAATTGCGGATGCCGAGCTCGTCGGCGAAACCATGCGCTATGGTCAGTTCGACTACCCCAAATCCACCCTCACCCGCCGCGATCGTCTGGTAAAACGCGCCCGCGAGCAGGGCTTTGACGTGCTGGTTGAGCACTGTGCCT1
2993 CHIP3710 STM specificSTM4536 ATGATTGTTTTTTTACGGGTGGATTAGGCAAAAAGTTGTTTACGATCATGATTGTTTTTTTACGGGTGGATCATCGTTTATTACATGGACAGGTCGCCTTTTCCTGGACGCAGTACGTTGGCGCAGACTGTATTTTAATTGCCAACGACAGCGTACCTAATGATGACCTGCGTAAAACCACCATTAAGATGGCGAAGCCGCCCGCGGTGAAGCTGGTTATTAAAAATATTGCCGATTCAATTGAAGCGATAAAAAGCGGCGTTACCGATAAATATAAACTTTTTATTGTTGTTGAATCCGTGG1
2994 CHIP0215 STM/STY STM1256 STY1864 ATGAAATTGTTCTTCAGTCATTTTTTGCTTATAGAGCATCGGGACGCTCATGAAATTGTTCTTCAGTCATTTTTTGCGGCTGATTATTCTGTTGGTGCTGGTGGCTGCCGGCACCTTCATTTTGCTTAGCTTTTCGCCCGTTGATCCTATCCGTGCTTATATTGGCAACGATCTGCTCCATGTTCCGCCAGAACAATATGCGCGGATTGCGGCGCGCTGGGGGCTTGACCAGCCGCTGTGGGAGCGTTTCGGTCACTGGTTTTGGCGTCTGCTCCAGGGCGACATGGGGTATTCCATGCTGTTCA1
2995 CHIP3984 STM/STY STM1493 STY1571 ATGAGATTCAAAAAACACCTGTTGGTTACAGCAGACCTTTGTCCTGCATGAGATTCAAAAAACACCTGTTGGGATGGCTTGCCGCAACGCTGTTGTTCAGTAGCCAGACGCAGGCCGCGCCGCTGGTTCTCGCCACCAAAAGCTTTACCGAACAGCATATTCTTTCCGCTATGACCGTTCAGTATTTGCAGAAGAAAGGCTTTCAGGTTCAGCCGCAAACCAATATCGCCGCGGTGATTTCACGTAATGCGATGGTGAATAAACAAATTGATATTACCTGGGAATACACCGGTACATCGCTGA1
2996 CHIP1316 STM/STY STM3801 STY3978 ATGCACGCTCAAATCTGGGTTAGATGATAAAGGAAAGCAGGAAATGCACGCTCAAATCTGGGTAGTGAGCACGCTGCTGATCAGCATCGTGTTAATCGTATTGACCATCGTGAAGTTTAAATTCCACCCCTTCCTGGCGTTACTGCTCGCCAGTTTCTTTGTCGGCGCGATGATGGGCATGGGGCCGCTGGAGATGGTCACGGCGATAGAAAACGGAATAGGCGGTACGCTCGGTTTTCTGGCCGCCGTTATCGGTCTTGGCACCATCCTCGGCAAAATGATGGAGGTTTCCGGCGCGG1
2997 CHIP1428 STM/STY STM3826 STY3951 ATGTCAACGCCTTCACTGACCTTATGGCGAAGGATGACCGATGTCAACGCCTTCACTGACCCGCAGATTATGGCTGGCCTTCGCCCTGATGGCGGCGCTCACCCTGCTCAGCACCGTGATCGGCTGGATAAGCCTGCGCGTCATTAGTCAGGTGGAGCAAACCAATACGCAAGCGCTGCTCCCCACGATGAATATGGCCAGGCAGTTAAGCGAAGCCAGCGCTTACGAGCTCTTTTCCGCGCAAAATCTGACCAATGCCGACAGTGAGGGCGTTTGGCTGGCGCAGGGGAAGATGC1
2998 CHIP1444 STM/STY STM0360 STY0392 ATGGAGTTTGATGCCTTCTTTTTAGTTATTCGCGTTTCTCCTGCATGGAGTTTGATGCCTTCTTTTTAGCGAGACTCCAGTTTGCCTTTACCGTCTCTTTTCATATTATTTTCCCCGCGATTACGATTGGCTTAGCCAGTTACCTGGTGGTACTGGAAGGTTTATGGCTAAAAACGCGTAATCCTGTCTGGCGCTCGCTCTATCAGTTCTGGCTCAAAATTTTTGCCGTCAACTTCGGGATGGGCGTGGTCTCCGGTCTGGTCATGGCTTACCAGTTCGGAACGAACTGGAGCGGTTTTT1
2999 CHIP1380 STM/STY STM0077 STY0087 ATGTCCGAAGATATCTTTGATGCCTTATAATACGGTCACTCCTTTCAGGATGTCCGAAGATATCTTTGATGCCATCATCGTGGGTGCAGGTCTGGCCGGTTCGGTTGCGGCGCTGGTGCTTGCTCGCGAAGGTGCACAGGTGCTGGTTATCGAGCGCGGCAATTCTGCTGGCGCGAAGAATGTCACCGGTGGGCGCTTGTATGCACATAGCCTGGAACGCATCATTCCCGGCTTTGCGGATCAGGCCCCCATTGAACGCATGATCACCCACGAAAAACTCGCCTTTATGACCGACAACGGGGCGA1
3000 CHIP1396 STM/STY STM0151 STY0174 ATGGCCTACAGCAAAATCCGTTAATTCTTGCGCTGTTCCAGGATGGCCTACAGCAAAATCCGCCAACCAAAACTCTCCGATGTGATCGAGCAGCAGCTGGAGTTTTTAATCCTTGAGGGAACATTGCGTCCCGGAGAAAAACTCCCACCGGAACGTGAACTGGCAAAACAGTTCGACGTCTCCCGTCCCTCCTTGCGCGAGGCGATTCAACGTCTCGAAGCGAAGGGATTGTTGCTTCGTCGTCAGGGCGGCGGAACCTTCGTGCAGAGCAGCCTGTGGCAGAGCTTTAGCGACCCGC1
3001 CHIP1478 STM/STY STM4238 STY4434 ATGCCGCTTTTTACCTCCTCTTACGATCTGGCAAACCAATGCCGCTTTTTACCTCCTCTGATAAAGCTCTCTGGCGTCTTGCGTTGCCGATGATTTTTTCTAACATCACCGTCCCCTTACTGGGGCTGGTCGATACGGCGGTGATTGGTCATCTGGACAGCCCTGTTTTCCTGGGCGGCGTGGCGGTGGGCGCGACTGCCACCAGCTTTCTTTTCATGCTGCTGCTATTTCTACGTATGAGCACCACCGGCCTAACGGCGCAGGCATTTGGCGCCAAAAATCCGCAGGCGTTAG1
3002 CHIP1502 STM/STY STM2330 STY2560 ATGATAAATGCAAATCGTCCGATTACTCAAAACCCCCTTCCACCATGATAAATGCAAATCGTCCGATAATTAACCTCGATCTCGATCTGCTGAGAACGTTCGTGGCCGTTGCCGATCTGAACACCTTCGCCGCGGCGGCGGCGGCGGTATGTCGTACTCAGTCTGCGGTCAGTCAGCAAATGCAGCGTCTTGAGCAACTCGTGGGAAAGGAATTGTTCGCCCGCCATGGCCGTAACAAACTTTTGACCGAACACGGTATCCAGCTTCTGGGGTACGCCAGAAAAATCCTGCGTTTTAATG1
3003 CHIP3923 STM/STY STM1342 STY1768 ATGTCTCAATTGATGCAATTAAAGGATTAAGTGGCCGAAATGAGCAATGTCTCAATTGATGCAATTAAAGGATGTCGCCGAGAGCACCCGCCTGGGGCCGCTTTCCGGCGAAGTAAGCGCAGGAGAGATCCTTCATCTTGTCGGGCCGAACGGTGCCGGGAAAAGCACGCTACTGGCGCGTATGGCGGGGTTAACCTCCGGCGAGGGGAGCATCAGGTTTGGCGGAGCGCCGCTGGAGGCATGGGCGACGGCAACGCTTGCCCAACACCGCGCTTATCTTGCGCAACAGCAAAATCCGCCGT1
3004 CHIP0516 STM/STY STM0865 STY0898 ATGCTGGAAAACCTTAACAACTCGTTAGTCACGTACCCAGCCTTTTCATGCTGGAAAACCTTAACAACTCGCTGTTTTATTTTATTAACGCCACGCCTGATTCCGCGCAGTGGATAATTTCGCTCGCTATCTTTATCGCCAAAGATGTCATCAACATCGTCCCGCTCTTAGCCGTGGTACTCTGGCTGTGGGGACCCCGCGATCGGGTCTGCGCCCAGCGCCAGCTGATCGTTAAAATCGGCATCGCGCTGATTATCAGTCTGGCGGTCTCCTGGACAATGGGACACCTTTTCCCGCACGACC1
3005 CHIP3963 STM/STY STM1458 STY1664 ATGAATACTATCTGGATTGCCGTTGTTAAGCATGTTGTTCCACGGGATGAATACTATCTGGATTGCCGTTGGCGCCCTGACCCTTCTGGGTCTGGTGTTCGGCGCCATTCTGGGTTATGCCTCCCGCCGATTCGCGGTTGAAGATGATCCGGTTGTTGAAAAAATCGATGCGATTTTGCCGCAGAGCCAGTGTGGTCAGTGCGGCTATCCCGGCTGCCGCCCCTACGCCGAAGCCGTGGGTCTCCAGGGCGAGAAAATCAATCGTTGCGCGCCCGGCGGCGAAGCCGTCATGCTGAAAATTG1



3006 CHIP3987 STM/STY STM1499 STY1565 ATGATGCCCGGAGAAAAGCTTAGATTTTTTCGATTTCCACCAGAGTGATGCCCGGAGAAAAGCAACAAACAGGCGTTAGCCGCAGGACGTTAGTGAAATCAGCGGCGCTTGGCTCACTGGCGCTGGCTGCCGGAGGCGTATCTTTACCGTTTGGGATGCGTACCGCGGCCGCGGCGGTGCAGCAGGCTATGCGCAACGAAGAAGATAAAATCGTCTGGGGCGCCTGTTCGGTCAACTGCGGCAGTCGCTGCGCCCTGCGTCTGCATGTAAAAGATAATGAAGTCTGGTGGGTTGAAACTG1
3007 CHIP3989 STM/STY STM1501 STY1562 ATGATACGTGTGAAGAAACCCCTTAGTAGTAATCGATACGATTTTTAATGGTGTGTGATACGTGTGAAGAAACCCCTTTTACTGACGTTATTGTGCATGATACTGGCAGGTTGTGATAACCCGAAATCCCTTGAGTCTTTTACGCCGGAAATGGCCAGTTTTTCGAACGAATTTGATTTTGATCCATTACGTGGTCCGGTAAAGGATTTCAGCCAGACATTGATGAGTGAGAATGGCGAAGTGGCGAAGCAGGTCACCGGTACGCTTTCACAGGAAGGCTGTTTTGATACGCTTGAGTTACACGATCTGG1
3008 CHIP1321 STM/STY STM3791 STY3991 ATGACAACACGTATTACATTATGGCGTTAGACAATGCCTGTCGTGAATGACAACACGTATTACATTATGGCGGGAGCTTTTTAGCGAGCAGCCGCGTATCTTGCTGGAAAATGATGATTTTACGGTTACGGCGTTTCGTTACGCCAGCGGCGTGGAAGGACTGAAAATACAAAACAGCCGCGGTCATCTGGTGATTCTGCCCTGGATGGGGCAGATGATTTGGGACGCGCAGTTTGACGGTCATGATCTGACTATGCGCAACATGTTCCGCCAGCCGAAGCCGGCTGCGGAAGTGGTGGCAA1
3009 CHIP1433 STM/STY STM2574 STY2820 ATGTCGGCATCAATCAACCGTTAATGAATTTTGGCTAAAACCGTTATGTCGGCATCAATCAACCGCTGGGGAATGCTTGCCGCTCACGTGTGCATCAATTTTGTGCTCGGGGGCGTCTACGCATTTAGCTATTTCAAAACACCACTCATGGCGCAATATCACTGGGATCCGGCTACGCTGGCGTTAGCATTCTCTATCAACATGGGGATCATTCCTTTACCGATGATTTGGGGTGGGAGAATGATCGACAATGGTAAAGGAAAGCAGGCGATAGTTATCGGCGGTATCCTGTTTTCTTTAG1
3010 CHIP1457 STM/STY STM0404 STY0442 ATGCGCGTTACCGATTTTTCTTACGGACGCTCAGAAATAGCCATGCGCGTTACCGATTTTTCCTTTGAACTACCCGAATCCCTGATTGCCCACTACCCACAGCCGGAACGCAGTCGCTGCCGTTTGCTGTCATTAGAGGGGCCGACGGGCGCGCTGACGCACGGTACTTTCACCGATCTGCTCGATAAGCTCAACCCTGGCGATTTGCTGGTCTTCAATAATACCCGCGTGATCCCGGCGCGGCTCTTTGGCCGTAAAGCCAGCGGCGGCAAGATAGAAGTGCTGGTCGAACGTATGC1
3011 CHIP1473 STM/STY STM4192 STY4409 ATGGCAAAACTGACCTTACAAGAGTTACCACATCAAATCGTCGGGATGGCAAAACTGACCTTACAAGAGCAACTGCTACAAGCGGGATTAGTGACCAGCAAAAAAATGGCCAAAGTCCAGCGCACGGCTAAAAAATCACGCGTTCAGGCTCGTGAGGCCAGAGAGGCGGTGGAAGAAAATAAAAAGGCGCAACTTGAGCGTGATAAACAACTCAGTGAACAGCAAAAACAAGCGGTTTTAGCGAAAGAGTTTAAAGCTCAGGTTAAGCAACTTATTGAAATGAATAGAATCAATGTATCTA1
3012 CHIP1497 STM/STY STM2368 STY2599 ATGTCCGGACAGCAATCATCTTAGTCCGCCAGAAATAGCGGATGTCCGGACAGCAATCATCGGCGGTCTATAAAATTGCGCTGGGTATTGAGTACGACGGCAGCAAGTATTATGGCTGGCAGCGTCAGAATGAAGTGCGCAGCGTGCAGGAAAAGCTGGAAAAAGCGCTCTCGCAGGTGGCAAATGAACCTATTAACGTGTTCTGCGCCGGGCGTACCGATGCCGGCGTTCACGGCACCGGGCAGGTTGTCCATTTCGAAACGACCGCATTGCGCAAAGATGCGGCATGGACGCTGG1
3013 CHIP0969 STM/STY STM0347 STY0381 ATGATAAATTCACTATCGGAACAACTTCCTTAAGCCTGATCGGCGTTTTTGATGATAAATTCACTATCGGAACAACTTCCGTTAAAAACGATAGGTATAGTTTTAACGGATGATTATTATACTTATTTAGGCATCGCTTCACTCTTTGAGGATGGGAAGTGCTTTATGTTCCCACTCAATGGAGAATATAATTCGTGTCAGATATCAGCTAGCGAAGATATCATAATTATTATTGATGGACGAGTTTTGATTCAGGGGGTCTGGAAAGGTTTTAAGGCGCTCATGCAGCATTATCCACATGCTCGTC1
3014 CHIP1532 STM/STY STM2527 STY2772 ATGGTTAACCTGACGATCGATCCTTAAAGGCGCACAGCAAACTATGGTTAACCTGACGATCGATCCGGCGGTAGACGTGACGCAGGCCTGCGTCCGTCGTCGCTTTCGTTTTTCTTCCTGCCGCGCTTGCGCCGATGTTTGTCCGGCGCAGGCGTTTTCGCTGGCGCAGGGGCAGGTCAGCATAGATACGACGCGCTGCATAGCCTGTGGCGACTGTCTGTTTGTCTGTCCTGTTGACGCCATTACCGGTATCAAACCGGTTAAACGCTTTGTGCAGGGGGATACGTTGGTGGGGCCGT1
3015 CHIP1556 STM/STY STM0460 STY0503 ATGCGATTATTTGCTCAATTAAGCTTACGCATTCACCGCCTCGTGCGATTATTTGCTCAATTAAGCTGGTACTTTCGCCGGGAATGGCGTCGCTATCTTGGCGCAGTGGCCCTGCTTATGCTTATTGCGATGCTACAGCTAATCCCGCCCAAAGTGGTGGGGATTGTCGTGGATGGCGTAACCGCACAGCAGTTTACTCCAGGCCGAATAGCGATGTGGATTGGCACCATTGCCCTGATCGCCGTAGTGGTCTATTTGTTGCGCTATGTCTGGCGCGTGCTGCTATTTGGCGCCTCTT1
3016 CHIP1572 STM/STY STM0566 STY0614 ATGGATAAATATCTTCGTCTGTTAAGTCAGTTACTGTCGCTGTAAAAGTAACGAACGATGGATAAATATCTTCGTCTGTTAAGTCAGGGGGATCGGCTGGGGTTAACATTAATTCGCCTGAGTATCGCCATCGTTTTTATCTGGATTGGACTACTAAAATTTGTGCCCTATGAGGCAGACAGTATTACCCCGTTTGTGGCGAACAGCCCGTTTATGTCTTTTTTCTATGAACATCCGGAAGAATATCGTCAGCATCTGACTCATGAGGGCGAACTAAAACCGGAGGAACGCGCCTGGCAAACCGCCAATAATA1
3017 CHIP4741 STM/STY STM1329 STY1782 ATGTTGAAAAATGGTGTTGAAATTACTTTTTCCTTCCTTAATAATAATGTTGAAAAATGGTGTTGAAAAACATGCGTCAGATATTATTGAATATCCATTTTTCATTCGCTATCTGAGTGCGAGAAATTATTGGCTTCACGATTATGCATATAATACGATGTTTTTTGGTATCAATATGAATATCACGTTGTATTCTTTTGAGCTCATTTTCTATGATGGCTTCGATGTTTATCTGTTATTAATTTTTACCGTGATAGTGTTGTCTTTAATGATGAGAATATCTAACGGCTGTCAGGGTAATA1
3018 CHIP1996 STM/STY STM4408 STY4767 ATGAGTTTATTTGATAAAAAACATCTGGTTACTTTACGCGTCAGGCGGCAGATGAGTTTATTTGATAAAAAACATCTGGTTACTCAAGCAGATGCGTTACCAGGACGCAACACCCCGATGCCGATCGCCACTCTGCATGCGGTAAATGAACACTCTATGACCAATGTCCCTGCCGGGATGGAGATCGCCTACTTCGCTATGGGCTGTTTCTGGGGCGTAGAACGTTTATTCTGGCAATTGCCCGGCGTATATAGCACCGCGGCAGGGTATGCAGGCGGTTACACGCCTAATCCAACCTACCGGGAAG1
3019 CHIP2006 STM/STY STM4476 STY4815 ATGACAACGCATTTAAATCCACCTTATTTCCAGGTTGCCGTATTCAATGACAACGCATTTAAATCCACCACAAGAAGCCCCATATATGAAAAATGCGACGTTCTATCTTCTGGATAATGACACCACCGTCAACGGTTTAAGCGCCGTTGAACAACTGGTGTGTGAAATTGCCGCAGAACGTTGGCGCGCGGGCAAGCGCGTGCTGATCGCCTGCGAAGATGAGAAGCAGGCCATTCGGCTGGATGAAGCGCTGTGGGCAAGACCGGCGGAAAGTTTTGTCCCGCACAATCTGGCAGGCGAAG1
3020 CHIP3170 STM/STY STM2648 STY2841 ATGAACGATGAATTAAAAAACAAAAGCTTACGCTTTATTCTGTCGCCAATGAACGATGAATTAAAAAACAAAAGCGGCAAAGTCAAAGTGATGTATGTCCGTAGTGATGATGACTCTGATAAACGCACCCATAACCCGCGTACCGGGAAAGGGGGAGGCCGCCCAGCAAAGTCTCGCACTGACGGTGGACGTCGCCCCGCCCGTGATGAGCGAAATAATCAGAGCCGTGACCGTAAACATGAAACTTCGCCGTGGCGCACCGTGTCCCGCGCGCCAGGCGATGAAACGCCTGAGAAAGTCGATC1
3021 CHIP3186 STM/STY STM3199 STY3378 ATGGATGATGTTTTTGGCATATTGTTATTGCTCTTTTATCGTTGCTTCGATGGATGATGTTTTTGGCATATTGCCATCATGGATGTTTACCGCCATCGTTGCGGTTATCGTCTTACTAATTATCGGGATCATTTTTGCTCGCCTCTATCGCCGCGCATCTGCGGAACAGGCATTTGTCCGTACCGGGCTTGGCGGGCAAAAAGTGGTGATGAGCGGCGGCGCTATTGTGATGCCAATCTTTCACGAAATTATTCCGATCAATATGAATACCCTAAAACTTGAAGTCAGCCGTGCTACCGTCGACA1
3022 CHIP3202 STM/STY STM3241 STY3423 ATGAAGGTAAATATCGATACCAGCGTTACATCGCCTGAGTAAAGGTGCATGAAGGTAAATATCGATACCAGCGATATGCTGTATGCCGAAGCATGGCGTGATTTTAAAGGTACGGACTGGAAAGAAGAAATTAATGTCCGTGATTTTATTCAGCATAACTATACGCCCTATGAGGGGGATGAATCTTTTCTCGCCGACGCGACGCCAGCGACCACGGCGCTGTGGGAAAAGGTGATGGCGGGAATACGTATCGAGAACGCGACCCATGCGCCGGTGGATTTCGATACCAACATCGCGACGACGA1
3023 CHIP3218 STM/STY STM3274 STY3457 ATGGAGCTGCTCTGCCCTTTACTGCCATTTACGGTGATATGCATGGAGCTGCTCTGCCCTGCCGGAAATCTCCCGGCGCTGAAGGCGGCCATCGAAAACGGCGCTGACGCCGTTTATATCGGGTTAAAAGACGATACCAATGCCCGTCATTTTGCCGGCCTTAACTTTACCGAAAAAAAATTGCAGGAAGCGGTGAGTTTTGTTCACCAGCATCGCCGCAAATTACACATCGCCATTAATACTTTTGCGCATCCGGACGGCTATGCCCGCTGGCAGCGCGCCGTGGATATGGCGGCGC1
3024 CHIP0988 STM/STY STM4099 STY3770 ATGGCTGAATGGAGCGGCTTAGTATTCCCACGTTTCCGATGGCTGAATGGAGCGGCGAATATATCAGCCCATACGCTGAGCACGGTAAGAAGAGTGAGCAAGTCAAAAAAATTACGGTTTCCATTCCTCTGAAGGTGTTAAAAATCCTCACCGATGAACGTACGCGTCGTCAGGTGAACAACCTGCGCCACGCCACCAACAGCGAGCTGTTGTGTGAAGCATTTCTGCACGCCTTTACCGGGCAACCCTTGCCGGATGATGCCGATCTGCGAAAAGAGCGCAGCGATGAAATCC1
3025 CHIP1014 STM/STY STM1380 ATGAATGATACTTATCTCTATGGCGAAATGTTACCGCTGCGAGGCAGGATGAATGATACTTATCTCTATGGCGAAATGTTTTCTGAAAACATATTGACAAGCTATCGGATTTATGGAGACAGAAAATCATTACTCACGCCGCTCATTATCCTTCATGGCGGCCCTTCTGGCGGCTTTGATTATTTATTAAATTATCGCCGTCTGGCTGATGACGGGCGCATGGTAATATTTTACGATCAATATGGCTGCGGTCGTTCAACGCATTTTCCTCATGCTGACGCGTCTTTCTGGACTATTGCGCGTT1
3026 CHIP1577 STM/STY STM0471 STY0514 ATGACAGAGATACAGCGCCTGTTACCGGCTGGCTTCTGCATGACAGAGATACAGCGCCTGCTTAGCGAAACTATTGATGACTTAAACATCCGTGAAAAACGCGATAACAGGCCGCGTTTTAGTATCAGTTTTATCCGCAAGCATCCTGGGTTATTTATCGCGATGTATGCAGCCTGGTTTGCGACGCTGGCGGTCATGCTGCAATCAGAAACGCTGGTGGGGTCAGTGTGGCTGTTAGTGGTGTTATTTATCGCATTTAATGGCTTCTTCTTTTTCGACATCGCCCCGCGTTATC1
3027 CHIP1601 STM/STY STM2791 STY2911 ATGCAACTTAACGACTCTACCCTGTTAAAGGCCGATGCACATATATTTGATGCAACTTAACGACTCTACCCTGTTCCGCCAGCAGGCCTTTATCGATGGCGACTGGCGCGACGCGCGCGGCGGCGATGTCATCCCCGTGAGCAACCCCGCCAACGGGAAACCGCTTGGCAATGTGCCCAAAATGGGGGCGGAAGAGACGCGCGACGCCATCAACGCCGCCAATCGCGCCCTGCCCGCCTGGCGCGCGCTCACCGCCAAAGAGCGAGCCAATATCCTGCGTCGCTGGTTCAATCTGATGATGGAAC1
3028 CHIP3149 STM specificSTM2605 ATGCAACGTAATCTCTCGCACTTAGGTGGCTGAAGTACCGGGGTGCAACGTAATCTCTCGCACATCATCAGCCAGGCAACCAGTGCTCCGTTGCTGCTTGAACCCGCCTATGCGCGGGTTTTCTTTTGCGCGCTGGGCAGGGAGTCAGGCATTAACAGCCTGCACATTCCCGGTAATAACGAAAGTCTGGATCAGTCGGATATGGCACTGGTCACAGGCGATTTTATGGCGACCGGAAAGCCGCAGGCACGTTTTTATCAGGTAGTGAACGGTATTGCGGTATTACCCGTGACCGGAA1
3029 CHIP3165 STM/STY STM2639 STY2832 ATGCAGAAAGAAAAACTTTCCGCTTACTGCGATTGCGTTCCTAAAGATGCAGAAAGAAAAACTTTCCGCTTTGATGGATGGCGAAACGTTGGATAGTGAGCTGCTCAAAGCGCTTACGCACGACCCGGAAATGCAGAAAACCTGGGAGAGTTATCACCTGATCCGCGATTCAATGCGGGGGGATACGCCTGACGTTCTCCATTTCGATATATCCGCTCGCGTGATGGCCGCTATTGAAAACGAGCCAGTACGTCAGGTGTCGCCATTAATCCCTGAGGCCCAACCCGCTCCGCAGCAATGGC1
3030 CHIP3181 STM/STY STM3191 ATGTTTGACCAATACCGGAAAACTTACGCGGCCAGACTTATCGATGTTTGACCAATACCGGAAAACAATACTTGCCGGTGCCGTCGCACTGACATGCGGACTCACCGCAGCCAGTACGTTTGCCGCAGGTTTTCAACCGGCACAGCCCGCAGGAAAATTAGGCGCAGTCGTTGTCGATCCTTACGGAAATGCCCCTCTCACCGCGCTGGTGGAATTAGATAGCCATATTATTTCAGACGTTAAAGTTACTGTACATGGCAAAGGGGAAAAAGGCGTTCCTGTTACTTATACCGTTGGGA1
3031 CHIP2051 STM/STY STM3619 STY4181 ATGAGCGCCCTTTCCCGTTATTGTTGAGCCTGAGCCATGAGCGCCCTTTCCCGGTGGCTGCTTATCCCGCCGGTTAGCGCGCGTTTGAGCGAGCGCTATCAGGGTTACCGCCGCCACGGCGCGTCGCCGTTTAGCGCAGCGCTCGGCTGCCTGTGGACGATTCTGGCGTGGATAGTGTTTCCGCTTGAGCATCCGCGCTGGCAGCGTATTCGCGACGGGCATAAAGCGCTTTATCCGCATATTAACGCCGCACGCCCGCGCCCGCTGGACCCGGCCCGTTACCTCATTCAGA1
3032 CHIP3215 STM/STY STM3269 STY3452 ATGAGTAAGAAAATTGCCGTTTTGATTACGCGCCCAGCAGGCGATGAGTAAGAAAATTGCCGTTTTGATTACCGATGAATTTGAAGATTCAGAATTTACCTCGCCGGCAGCAGAATTCCGTCAGGCCGGCCATGAGGTCATCACCATCGAAAAAGAGGCGGGTAAAACGGTGAAAGGAAAAAAAGGCGAGGCCAGCGTCACCATTGATAAGGCTATTGATGACGTTCGTCCCGACGAGTTCGACGCCTTGCTATTGCCGGGAGGTCATTCGCCGGACTACCTGCGCGGCGACAGCCGTT1
3033 CHIP0577 STM/STY STM1419 STY1701 ATGTCTTTACCCGATTCGCCTTATGAAAAGCTCTGTACCAATTGCGATGTCTTTACCCGATTCGCCTTTGCAACTGATTGGTATATTGTTTCTGCTTTCAATACTGCCTCTCATTATCGTCATGGGAACTTCTTTCCTTAAACTGGCGGTGGTATTTTCGATTTTACGAAATGCTCTGGGTATTCAACAAGTCCCCCCAAATATCGCACTGTATGGCCTTGCGCTTGTACTTTCCTTATTCATTATGGGGCCGACGCTATTAGCTGTAAAAGAGCGCTGGCATCCGGTTCAGGTCGCTGGCG1
3034 CHIP0601 STM/STY STM2499 STY2740 ATGACCGATAAGACCTCTCTTAGCTATAAAGTTATTCAATAACCACACGCTGTTCGGTGACCGATAAGACCTCTCTTAGCTATAAAGATGCCGGCGTCGATATTGATGCGGGTAACGCTCTGGTTGATCGAATCAAAGGCGTAGTGAAGAAAACTCGCCGCCCGGAGGTTATGGGCGGTCTGGGCGGTTTCGGTGCGCTGTGCGCGTTGCCGCAAAAATATCGTGAACCGGTACTGGTTTCCGGCACTGACGGCGTAGGTACCAAACTTCGCCTGGCGATGGACTTAAAGCGTCACGACGCTATCGGTATTG1
3035 CHIP0713 STM/STY STM1125 STY1160 ATGGCTATTAGCACACCGATGTTTATTCCGCCTGTAGCTTCGATGGCTATTAGCACACCGATGTTGGTGACATTCTGTGTCTATATTTTTGGCATGATATTGATTGGGTTTATCGCCTGGCGCTCAACCAAAAACTTTGATGACTATATTCTTGGCGGTCGCAGTCTGGGGCCGTTTGTTACGGCTTTATCAGCCGGCGCGTCGGATATGAGCGGCTGGCTGTTAATGGGGCTGCCTGGCGCTATCTTTCTGTCGGGGATCTCTGAAAGCTGGATCGCCATTGGCCTGACGTTAGGCG1
3036 CHIP0729 STM/STY STM2808 STY2933 ATGAAATTATCTCGTATTAGCGCCATTAAAAATTCCAGTCTTCGTCTTCGATGAAATTATCTCGTATTAGCGCCATCAACTGGAACAAGATCCAGGACGACAAAGATCTGGAGGTATGGAACCGGCTGACCAGTAACTTCTGGCTGCCGGAAAAAGTGCCGTTATCGAATGATATTCCGGCCTGGCAGACGCTGAGCGCCGCCGAACAGCAGCTCACCATTCGCGTGTTTACGGGACTTACGCTGCTCGACACTATCCAGAACATCGCAGGCGCGCCGTCGTTAATGGCAGATGCCATCACGCCGC1
3037 CHIP1878 STM/STY STM0271 STY0292 ATGAAACAAGACATGTGGGAATTACGTTAGTTTTTTTCATGGGCGGATGAAACAAGACATGTGGGAATTACGGAAAATACAGTCGCAGGGTATAACGGATAACGCACAGTATCCCGCAGGGACATACATCGTATTTACTGCCGCCGCCCCCTACATTCCGCTTTTTGAGCAACATGGGAAAGACGATATCGCGCTCAGTCTTGTTCGCCACGAAGAGGCGTGGTGGATTGTTAATCACTCTGATGAACTGTGCTGTGCCGTCAATGAGCAGGTGATGGAACCTCATCACCGTATGCGGCTGA1
3038 CHIP0588 STM/STY STM2882 STY3005 ATGGTTACAAGTGTAAGGACTCAGCCTTAACGCTGCATGTGCAAGCATGGTTACAAGTGTAAGGACTCAGCCCCCCGTCATAATGCCAGGTATGCAGACCGAGATCAAAACGCAGGCCACGAATCTTGCGGCGAATCTTTCCGCAGTCAGAGCAAAGTGCCACAGCGACGCTGTCAGGGAAATTAAAGGCCCGCAACTGGAAGATTTTCCCGCGCTGATCAAACAGGCGAGTCTGGATGCATTGTTTAAATGCGGGAAAGACGCTGAGGCGTTAAAAGAAGTTTTTACCAATTCAAATAATG1
3039 CHIP0612 STM/STY STM3501 STY4295 ATGAGGCGAATGCGCTTCTTATGCCTCTTTTGTCGTCCCATGAGGCGAATGCGCTTCTCACCGCGAAGTTCATTTGCCCGCACGCTGTTGCTCATCGTCACCTTGCTGTTCGTCAGCCTGGTGACGACCTACCTGGTGGTGCTGAACTTCGCGATTTTGCCGAGCCTCCAGCAGTTTAATAAGGTTCTGGCTTACGAAGTCCGTATGCTGATGACCGATAAGCTGCAACTGGAGGACGGCACGCAGTTAGTCGTGCCGCCTGCGTTTCGCCGGGAAATCTATCGCGAGCTGGGGA1
3040 CHIP0628 STM/STY STM1694 STY1357 ATGCCTTACGATAGCGTATACAGCGTTATTCCACCCCCGCAATAATCATGCCTTACGATAGCGTATACAGCGAAAAGCGCCCGCCAGGCACCCTGCGCACTGCCTGGCGTAAATTTTATAGCGACGCGCCTGCGATGGTGGGTCTGTATGGATGCGCCGGTCTGGCGTTGCTGTGTATTTTTGGCGGCTGGATCGCGCCCTATGGTATCGATCAGCAATTTCTGGGCTATCAGCTACTGCCACCCTCCTGGTCACGCTATGGCGAAGTCTCCTTTTTTCTGGGGACTGACGATCTGGGGCGCG1
3041 CHIP0644 STM/STY STM4047 STY3826 ATGACTTTTCGCCATTGTGTCGTTATGCGCAAAGCTCCTTTGATGACTTTTCGCCATTGTGTCGCGGTTGATCTCGGCGCATCCAGCGGGCGCGTGATGCTGGCGCGTTACGACAGCAAACACCGTACCCTGACGCTACGTGAAATTCACCGTTTTGTGAACTGCCTACAAAAAACAGACGGGTTTGACACCTGGGACATCGACAGTCTGGAAAAGGATATCCGTCTTGGTCTGAAGAAAGTCTGCAATGAAGGCATTCTTATCGACAGCATCGGCATCGACACCTGGGGCGTCGATT1
3042 CHIP0764 STM/STY STM0550 STY0598 ATGCGCAGCGTACCACGCTTAAAAAATGTCGTGGAAAGTAACGATGCGCAGCGTACCACGCAGGGAAAGACACCGCCGTTTAAGAAATGCTAAAGACTGCGCCTGCCGTTATCACTCTCCAACGCCGCAGATATTTGATCGCCTTGAGTTACTGAACCAACAGCTCAATTATGCCTTGCCGGTTGGTATCATTTCTCAGGCAATAATTACAACTGACAACTACCTCGGCTATTCATTGAGTCACTACTTATTTTCCGGAAAACGTACCGCAGCATTCCGCTCATTAGATGACATTTCTT1
3043 CHIP0719 STM/STY STM1224 STY1264 ATGCCGATTACTATAGGGAATGGTTTATAAAAAACAACATAAACAGCCGCATGCCGATTACTATAGGGAATGGTTTTTTAAAAAGTGAAATCCTTACCAACTCCCCAAGGAATACGAAAGAAGCATGGTGGAAAGTTTTATGGGAAAAAATTAAAGACTTCTTTTTTTCTACTGGCAAAGCAAAAGCGGACCGTTGTCTACATGAGATGTTGTTTGCCGAACGCGCCCCCACACGAGAGCGGCTTACAGAGATTTTTTTTGAGTTGAAAGAGTTAGCCTGCGCATCGCAAAGAGATAGATTTCAGG1
3044 CHIP0647 STM/STY STM1163 STY1201 ATGACTGCACCATCCCAGGTTATTTTTTTACTGACCAGCGTACTGTTATGACTGCACCATCCCAGGTTTTAAAGATCCGCCGCCCGGACGACTGGCACGTTCACCTTCGCGATGGCGACATGTTAAAAACGGTCGTACCCTATACCAGCGAAATTTATGGTCGCGCTATCGTGATGCCGAACCTGGCGTCCCCCATCACGACCGTTGATGCAGCGATCGCCTACCGCCAGCGTATTCTCGATGCGGGTCCCGCCGGGCATGATTTCACGCCGTTAATGACCTGCTATTTAACGGATTCGCTCG1
3045 CHIP0671 STM/STY STM3470 STY4326 ATGAGCGATAAATTTGGCGATTACTCAGTTTCGCGAGCTTCGATGAGCGATAAATTTGGCGAAGGACGCGATCCGTACCTCTATCCGGGGCTGAATGTGATGCGTAATCGGCTGGGGATTCATCAGGCCCAGCGACTGGCGCAAGCGGCATACGAAATGACCGCGCTCCGCGCCGCTACGATTGAACTGGGGCCGCTGGTACGCGGCTTGCCTCATCTGTGCGCGATTCATCGCCAGCTCTATCAGGATATTTTCGACTGGGCAGGGCAACTGCGGGAGGTCGATATTTACCAGGGCG1
3046 CHIP1818 STM/STY STM4038 STY3838 ATGAACAATATACTGTCTGAAGAAGTCCTAAATGTTAGTCTGCGATTAACCGCTGCGTGAACAATATACTGTCTGAAGAAGTCCTAAATGTGACTGATTTCACAACCTCACGCCAGTTGACTCTCTGGAAACGCGAGGATTTGCAGTCCCCCCAACTTGATGATGTTGCCGAGGAAGTGCCAGTGGCACTGGTGTATAACGGCATTTCGCATGTCGTTATGATGGCCTCTCCGAAAGATCTGACGCATTTTGCAATGGGGTTTTCTCTGTCGGAAGGGATCATTGACAGCCCGCGTGAAATCTATGGCATGG1
3047 CHIP1850 STM/STY STM0640 STY0691 ATGAAACGACAAAATTCTTTTCGTGTTATTGGTCCTCCGCCGCATGAAACGACAAAATTCTTTTCGTGACTATACGGCTGAGTCCGCACTGTTTGTGCGTCGGGCGCTGGTCGCCTTTTTGGGTATTTTGCTGCTGACCGGCGTACTGATCGCCAATTTGTATAATCTGCAAATCCTTCGTTTTACCGATTACCAGACCCGCTCGAACGAAAACCGTATCAAGCTGGTGCCAATTGCGCCAAGCCGCGGGATAATCTACGACCGTAACGGCATTCCCCTTGCGCTGAACCGCACTATCT1
3048 CHIP1882 STM/STY STM0256 STY0277 ATGAAAGCCACCTCCGAAGTTACCCCTCTTTCACAGCTCCATGAAAGCCACCTCCGAAGAACTCGCAATTTTTGTCGCTGTCGTGGAAAGCGGCAGCTTCAGCCGGGCGGCAGAGCAGCTTGGACAGGCCAATTCCGCTGTCAGCCGGGCAGTTAAAAAGCTGGAGATGAAGCTCGGCGTCAGTCTGCTTAATCGTACGACCCGACAGCTGAGCCTGACTGAAGAAGGAGAGCGATACTTCAGGCGCGTGCAGCAGATACTGCAAGAAATGGCCGCCGCAGAAACGGAAATCATGG1
3049 CHIP3962 STM/STY STM1457 ATGAAATCTGGGATTTCGACGGTGGTTAATCCTCGTTAACAACCTGCTGCAAATCTGGGATTTCGACGGTGGTATTCATCCGCCCGAAATGAAGACCCAGTCAAACGGCACGCCGCTGCGCCAGGTGCCTTTAGCGCCGCGCTTTGTTATCCCTTTAAAACAGCACATTGGCGCTGAGGGCGAGCTGTGCGTTAGCGTCGGCGATCGCGTGCTACGCGGCCAGGCGCTTACCCGTGGACGTGGGAGAATGCTGCCGGTACACGCGCCCACCTCCGGGACGGTTATCGCTATTGCCCCCCACTCGAC1
3050 CHIP0394 STM/STY STM2884 STY3007 ATGTTAATTAGTAATGTGGGAATAAATCCCTTAAGCGCGAATATTGCCTGATGTTAATTAGTAATGTGGGAATAAATCCCGCCGCTTATTTAAATAATCATTCTGTTGAGAATAGTTCACAGACAGCTTCGCAATCCGTTAGCGCTAAAGATATTCTGAATAGTATTGGTATTAGCAGCAGTAAAGTCAGTGACCTGGGGTTGAGTCCTACACTGAGCGCGCCTGCGCCAGGGGTATTAACGCAAACCCCCGGAACGATCACGTCCTTTTTAAAAGCCAGTATTCAAAATACCGACATGAATCAGG1
3051 CHIP0410 STM/STY STM1171 STY1210 ATGACTCGTTTGTCAGAAATACTTGACTTAGATAGAAATTTTTTTACCGCCGCATGACTCGTTTGTCAGAAATACTTGACCAGATGACCACCGTCCTGAATGACCTGAAGACGGTGATGGACGCCGAGCAACAACAGCTTTCCGTAGGCCAGATTAACGGCAGCCAGCTACAGCGTATTACAGAAGAAAAAAGCTCGTTGCTGGCGACGCTGGATTATCTGGAACAACAGCGCCGTCTGGAGCAGAATGCGCACGGTAGCGCAAACGATGACATTGCAGAGCGCTGGCAGGCGATTACCGAAAAAACGC1
3052 CHIP0434 STM/STY STM4254 STY4450 ATGGATAAGATCGAAGTTCGGGTTATTTGAGCATAGGTTTAAGGAAGCGATGGATAAGATCGAAGTTCGGGGCGCCCGCACCCATAATCTCAAAAATATTAACCTCGTCATCCCCCGCGACAAACTGATTGTCGTGACCGGGCTTTCGGGTTCAGGCAAATCCTCACTGGCTTTCGACACTCTGTATGCCGAAGGGCAGCGTCGTTACGTTGAATCGCTCTCCGCTTACGCGCGGCAGTTTTTGTCGCTCATGGAAAAACCGGATGTCGACCATATTGAGGGGCTATCGCCCGCGATCTCAATTG1
3053 CHIP1285 STM/STY STM2688 STY2874 ATGGGGTGTTTTCGATATCAGATTATCGGCCTGCATTTTTCAATGGGGTGTTTTCGATATCAGATTACCTATGAATTCACGACACTTATGACGAAGAAAAAAGCACATAAACCGGGCTCAGCCACCATCGCGCTGAATAAGCGCGCCCGGCACGAATACTTTATCGAAGAAGAGTTCGAGGCTGGTCTCGCCCTGCAAGGCTGGGAAGTAAAATCTCTGCGCGCAGGAAAAGCCAATATCGGCGACAGTTACGTTATCCTCAAAGATGGCGAGGCCTGGCTGTTTGGCGCAAACTTTA1
3054 CHIP1309 STM/STY STM0035 STY0042 ATGAAAAGAACAGTCGTTGCCATTAGCCCCAGGTGACAGGCATGAAAAGAACAGTCGTTGCCAGTATGATAGGGTTGGCGCTATGCGCTGGATGCGTATTATCAACCGCGCAAGCGGCAACCGCAAAGCGTCCTAACTTAGTCATTATTCTGGCGGATGATTTAGGGTATGGCGATCTCGCCACCTACGGGCACCGCATCGTTAAAACACCTAACATAGACAAATTGGCGCAGGAGGGGGTGAAGTTTACCGACTATTATGCGCCAGCGCCTCTGTGTTCTCCTTCCCGCGCGGGCC1
3055 CHIP0117 STM/STY STM4139 STY3740 ATGAGTATAAAAGAGCAATCGTTAATGACGTTATTTCCGCAATCTTACCTGTTCCATGAGTATAAAAGAGCAATCGTTAATGACGCCTTACCTACAGTTTGATCGCAGCCAGTGGGCTGCGCTTCGCGATTCTGTGCCGATGACCCTGACCGAGGATGAGATCGCGCAGTTAAAAGGCATTAATGAAGATTTATCGCTGGAAGAAGTTGCAGAAATATATTTACCTCTCTCCCGTTTGCTAAATTTCTATATCAGTTCAAATCTGCGTCGTCAGGCTGTCCTGGAACAGTTTCTGGGCACTAACGGCCAGC1
3056 CHIP4716 STM/STY STM3688 STY4108 ATGGCAAAAATAGGTGAGAACGTACCTTAACCTCTTTCTTCTTCTTTTGGTCGATGGCAAAAATAGGTGAGAACGTACCACTTCTTATTGATAAAGCCGTCGATTTTATGGCGTCCAGCCAGGCGTTCCGTGAATACCTGAATAAAACGCCGCCGCGTGATTATGTTCCTTCCGAGGTGCCGTCGGAGAGCGCGCCCATTTATTTGCAGCGTCTGGAATATTACCGGCGGCTGTACCGACCAAAAGAAGAAGAAAGAGGTTAA1
3057 CHIP0157 STM/STY STM3865 STY3913 ATGGCTACTGGAAAGATTGTCCATTAAAGTTTTTTGGCTTTTTCCACAATGGCTACTGGAAAGATTGTCCAGGTAATCGGCGCCGTAGTTGACGTCGAATTCCCTCAGGATGCCGTACCGCGCGTGTACGATGCTCTTGAGGTGCAAAATGGTAATGAGCGTCTGGTGCTGGAAGTTCAGCAGCAGCTCGGCGGCGGTATCGTGCGTACCATCGCAATGGGTTCCTCCGACGGTCTGCGTCGCGGTCTGGATGTAAAAGACCTCGAACACCCGATCGAAGTCCCGGTAGGTAAAGCGACTCTGG1



3058 CHIP4347 STM/STY STM0395 STY0429 ATGTGCGTCTGAAAAACCTGAACTCGCTTATTACTCCACGGCAAACGCTGCGTCTGAAAAACCTGAACTCGCTGAAAGGAGAATGGAAGGTCGACTTTACCGCCGAACCGTTTGCCAGTAACGGGTTATTCGCCATTACCGGCCCGACCGGCGCGGGAAAAACCACCTTGCTTGACGCCATCTGCCTGGCGCTGTACCACGAAACGCCGCGCCTGAATACGGTATCGCAATCGCAAAACGATTTGATGACGCGCGATACAGCGGAATGTCTGGCCGAAGTGGAGTTTGAGGTAAAAGGCGAAGC1
3059 CHIP0397 STM/STY STM2889 STY3012 ATGGATGATTTAGTGTTTGCAGGTTTACCCCTTAGCCAACGCCATGGATGATTTAGTGTTTGCAGGTAATAAGGCGCTCTATCTTGTTTTGATCCTGTCAGGGTGGCCGACGATTGTCGCAACGATTATCGGCCTCCTGGTAGGGTTATTCCAGACGGTAACGCAATTACAGGAACAGACGCTGCCTTTTGGCATTAAATTACTTGGCGTGTGTTTATGCTTGTTTTTACTGTCTGGCTGGTATGGCGAAGTTTTACTCTCTTACGGGCGTCAGGTGATATTCCTGGCGTTGGCTAAGG1
3060 CHIP0413 STM/STY STM2064 STY2270 ATGAGGGAGGAGGGAACCATTATGCTTTACCCTCCTGATGGAATGAGGGAGGAGGGAACCATGAATCATTTAACGAATCAGTACGTCATGCTGCATGATGAAAAACGTTGTATCGGCTGCCAGGCGTGTACCGTTGCCTGCAAAGTGCTTAATGACGTACCGGAGGGATTTAGCCGCGTACAGGTACAAATTCGCGCCCCTGAACAGGCATCCAACGCACTAACCCATTTTCAATTTGTCCGCGTCTCCTGTCAGCACTGTGAAAATGCGCCATGTGTCAGCGTTTGTCTACCGGAGC1
3061 CHIP1242 STM/STY STM1917 STY2126 ATGAGTAAAATCAGGGTATTGTCAGTTGTTAAATACGTATCGCCTGTCCGATGAGTAAAATCAGGGTATTGTCAGTTGATGATTCCGCGCTAATGCGCCAAATCATGACTGAAATTATTAATAGCCATAGCGATATGGAGATGGTGGCGACTGCGCCGGACCCGTTGGTCGCCAGGGATCTCATCAAAAAATTTAATCCGGACGTATTGACCCTGGACGTTGAGATGCCGCGTATGGACGGCCTCGATTTTCTGGAAAAACTGATGCGCCTGCGACCGATGCCGGTGGTGATGGTCTCTTCGCTGA1
3062 CHIP1266 STM/STY STM1709 STY1342 ATGAAATATTTACTCATTTTCTTACTGGTATTGGTTATTCCTTTACAACCGACGAATCGGTGAAATATTTACTCATTTTCTTACTGGTATTGGCGATTTTTGTTATTTCGGTGACGCTGGGCGCGCAGAATGATCAACAGGTGACGTTTAACTACCTGCTGGCGCAAGGGGAGTATCGTATCTCCACGTTGCTTGCTGTGCTGTTCGCCGTCGGTTTTGCGATTGGCTGGCTGATTTGCGGCCTGTTCTGGCTGCGGGTCCGCGTTTCCCTTGCCCGCGCTGAACGTAAAATTAAACGACTGGAAAACAAGCTCT1
3063 CHIP0455 STM/STY STM1391 STY1729 ATGAATGCCTTATTACCCTGGCTTAATACTCTATTAACCTCATTCTTCGGGATGAATGCCTTATTACCCTGGCCTCATTTTAAAATTGTAGAGCATGTTAAAAATGGTCTTGAGGTTTATAATGCCTGTTGTGCATACGAGCCTGACATACTTATCCTTGATCTTAGTCTACCTGGCATCAATGGCCTGGATATCATTCCTCAATTACATCAGCGTTGGCCAGCAATGAATATTCTGGTTTACACAGCATACCAACAAGAGTATATGACCATTAAAACTTTAGCCGCAGGTGCTAATGGCTATGTTT1
3064 CHIP0471 STM/STY STM3722 STY4072 ATGAGAGTTGCCTTTTGCTTATATAAATATTTTCTTAACCATCTAAATCACCTGTAATAATATCCGATGAGAGTTGCCTTTTGCTTATATAAATATTTTCCTTTTGGCGGTCTGCAGCGTGATTTTATGCGCATTGCCCAAACCGTGGCGGCGCGAGGGCATCAGGTTCGTGTTTATACTCAGTCATGGGAAGGGGAATGCCCGGATAACTTTGAATTAATCCGCGTGCCGGTTAAATCCCGGACGAACCACGGTCGTAACGCAGAATATTATGCCTGGGTGCAACACCATTTGCGCGACCACCCTGTCGATCGGGTGGTTG1
3065 CHIP4679 STM/STY STM0348 STY0382 ATGAAAAAGTTAACGATGAGAGAGTGTGTTAAGGAACTATATTTAAGATGTAACGAATGTATGAAAAAGTTAACGATGAGAGAGTGTGAAAGCATCAATCCTACTATGCTGCTTGCCATTAAGATACTTATCTCGGCGCTTGACGAAAAAACAAAAATAAGACTCAGAGAGCATATTGAAAAAACTGAACAAGAAATAGCCTCAAGCATACATGATAGCATCATGACAGAGACTTTTCTTCAGCAAATGAAAGACATTCGTTACATCTTAAATATAGTTCCTTGA1
3066 CHIP0120 STM/STY STM4162 STY3723 ATGAATGACCATGATTTTATGCGTTATTGAACTGAATCTGCATGTTGCATGAATGACCATGATTTTATGCGTTATAGCCGCCAGATCCTGCTCGGCGATATCGCGATTGAAGGCCAGCAAAAGTTGCTCAATAGCCATGTATTGATTGTCGGCTTAGGCGGATTGGGTTCGCCTGCCGCGCTGTATCTGGCGGGAGCAGGCATCGGCAAACTAACGCTGGTAGACGATGACGATGTTCACTTGAGCAATCTCCAGCGGCAAATTCTGTTCACCACCGACGATATCGCCCACCCGAAGGCGCAGG1
3067 CHIP0002 STM/STY STM3986 STY3574 ATGCATTTTCGCGCCATTACTTATTCACGCCAGAAAGTCGGATGCATTTTCGCGCCATTACCCGAATCGTTGGACTACTGGTTATCTTATTTTCGGGGACAATGATTCTCCCGGGACTGGTAGCGCTAATATATCGTGATGGCGCAGGAAGAGCGTTCACGCAGACCTTTTTTGTCGCGCTGGCGATCGGTTCCATACTGTGGTGGCCGAACCGTAGGGAAAAGGGCGAGCTGAAATCCCGCGAAGGATTTCTTATCGTGGTGCTGTTCTGGACCGTGCTGGGCAGCGTGGGTGCGC1
3068 CHIP0493 STM/STY STM2522 STY2767 ATGGCAAAAAACATTCAAGCCTTAGCCCAATAAAGTGCGCAGTGGCAAAAAACATTCAAGCCATTCGCGGTATGAACGATTATCTGCCTGGCGAAACCGCCATCTGGCAGCGCATTGAAGGCACACTCAAAAACGTGCTCGGCAGCTACGGTTACAGTGAAATCCGCTTGCCGATTGTAGAGCAGACCCCGTTATTCAAACGTGCGATCGGTGAAGTTACTGACGTAGTTGAAAAAGAGATGTACACCTTTGAGGATCGCAACGGCGATAGCCTGACATTGCGCCCTGAAGGTACGG1
3069 CHIP0058 STM/STY STM3924 STY3631 ATGCAGGTAAAAGTGCCGGTTACCTGTATAACCAGTACGCAGTGGTGCAGGTAAAAGTGCCGGCTGAAAACATCGCCTGGCTGTCGGCGTTGCAATCGCTGGGATTCTCTTTGGTTGAAGGCGAGGTGGATTTTGCGTTGCCGGTAAAAGGGCATCGCGACCAGCATGGCGCGGAAATTGCACACCTTACGGACATTCCTGCTTTGCGTCAGTTGGCCGGAGAGGCGTTTACGCAGAGTCGTTTTCGCGCGCCGTGGTATGCGCCCGACGCCAGCGCCCGTTTTTACGCCCAGTGGATTG1
3070 CHIP0074 STM/STY STM3905 STY3652 ATGGCGGAATCTCAACCTCTTTAACCCGCCAGAAAGAACCATGGCGGAATCTCAACCTCTGTCAGTCGCGCCGGAAGGGGCGGAGTATCTGCGCGCGGTGCTACGCGCGCCAGTATACGAAGCGGCGCAGGTGACACCGCTGCAAAAAATGGAAAAGCTCTCGTCACGTCTGGACAACGTTATTCTCGTCAAACGCGAAGACCGGCAGCCGGTACATAGCTTTAAGCTGCGCGGCGCTTACGCGATGATGGCCGGATTGACCGAAGAACAAAAAGCCCACGGCGTGATTACCGCGT1
3071 CHIP1701 STM/STY STM1762 STY1290 ATGATTGAACTCGTCATTGTTTCGTTAGTGCTGTCCTCCGGTGGATGATTGAACTCGTCATTGTTTCGCGTCTGCTCGAGTACCCGGATGCTGCCCTGTGGCAGCATCAGCAGGAGTTGTTCGATGCGCTCGCGTCATCTGAGAACCTGGATAAAGAGGATGCCCAGACTCTGGGCGTTTTCCTGCGCGATTTAACCGCGCAGGACCTGCTGGATGTACAGGCCGCTTATAGCGAACTGTTTGACCGTGGTCGCGCCACATCGCTGCTGCTGTTTGAACATGTACACGGGGAATCCCGCG1
3072 CHIP1717 STM/STY STM1791 STY1918 ATGAGCAACGCCTTTTTTCATTAGCGCGTCTCCAGCCAATGAGCAACGCCTTTTTTCATCTGCTGGGGCCAGGTACGCAGCCTGATGACGCCAGTTTCTCGATGAATCCCTTACCGCTCACCTGTCAGGTCAATGGCGACCCAAGTATGGCGGCGCTGGAGCGCTGCGCTCACAGCCCGGCGGTGATGGCATTGTTGACCGATCTGCGAGGTCAGCTTGCCCGGCGCATCCCGGAAGTCGGCGACGTGCTGGGATGGGAGTTATCTCCCCTGAATGCCGATGATCTCTCATTCC1
3073 CHIP1727 STM/STY STM1735 STY1316 ATGAAGCAGTTTCTGGATTTTTTACCTTATGATTTATCTTCCTGTGGCAGAATGAAGCAGTTTCTGGATTTTTTACCGCTGGTTGTCTTTTTTGCGTTTTATAAACTTTATGACATCTATGCGGCGACCTCCGCACTGATTGTCGCGACGGCAATCGTGCTGATTTATAGCTGGGTGCGCTATCGGAAAATAGAGAAGATGGCGCTGATTACCTTTGTTCTGGTTGCCGTCTTCGGCGGTCTGACGCTCTTCTTCCATAACGATGAATTTATTAAATGGAAGGTGACGGTTATTTATGCGCTGTTCG1
3074 CHIP0916 STM/STY STM0145 STY0167 ATGCCGCCTCGCCGTTATAACTTAGCAAAAACGCATGGAGAGAATGCCGCCTCGCCGTTATAACCCAGACGACCGACGTGACGCGCTACTGGAACGCATTAATCTCGATATCCCTGCCGCCGTTGCTCAGGCGCTGCGTGAAGATTTAGGTGGAGAAGTCGATGCTGGCAACGATATCACCGCGCAACTTTTGCCGGCAGATACGCAAGCCCATGCCACGGTGATCACTCGTGAAGACGGCGTTTTCTGCGGCAAGCGCTGGGTTGAAGAGGTCTTCATCCAACTGGCGGGCGATGATG1
3075 CHIP0940 STM/STY STM0426 STY0465 ATGCTAATTTGGTCACCTAAAGGACGTTATTTCTGCCCCAACCGTATGCTAATTTGGTCACCTAAAGGACGCGCAGCGGCGGGCGTTGTGGCTAGCGTACTGTTTATCGTGTTCTTTTTCCTGCCGCTGGCGGTGATTCTGATGTCCAGCCTTAGCCAGCAGTGGAACGGTATTCTGCCGAGTGGCTTCACGCTGAACCACTTTGTTAACGCTCTGCACGGTGCGGCATGGGATGCCCTACTTGCCAGCCTCACGATTGGCTTTTGCGCCAGCCTGTTTGCGCTGCTTTGCGGCGTTTGGG1
3076 CHIP1791 STM/STY STM4035 STY3842 ATGAAACGACGTGACACCATCTTATTCAGTTTCTTTTTCCGTTGTATGAAACGACGTGACACCATCGTGCGCTATACGGCGCCGGAACGCATCAACCACTGGATCGTCGCTTTCTGCTTCGTGCTGGCGGCGGTGAGCGGGCTGGGCTTTTTATTCCCATCCTTCAACTGGTTGATGCATATCCTGGGCACCCCGCAACTGGCGCGAATTCTGCACCCGTTTGTGGGCGTGGTTATGTTTGCCTCGTTCATCATCATGTTTTTCCGTTATTGGCACCACAATCTAATCAATCGGGATGATA1
3077 CHIP0393 STM/STY STM1395 STY1725 ATGGCATATCTCATGGTTAATCCATTACTTAAAATCTAATGGATAGTTAATCAAAGTATCATAATGATGGCATATCTCATGGTTAATCCAAAGAGTTCCTGGAAAATACGTTTTTTAGGTCACGTTTTACAAGGCCGGGAAGTATGGCTGAATGAAGGTAACCTGTCACTGGGGGAGAAGGGATGCGATATTTGTATTCCGCTGGCTATAAATGAAAAAATTATTCTGAGAGAACAGGCAGATAGTTTATTTGTTGATGCCGGGAAAGCCAGAGTTAGAGTTAATGGCCGCAGATTTAATCCAAATAAGCCGCTACCATCCA1
3078 CHIP0761 STM/STY STM0547 STY0594 ATGATATACTCAGCGCTATTGCTGGCGTTACATAATCGACTCGTAGATAGCCGCATATACTCAGCGCTATTGCTGGCGGGGACCGCGCTCTTTTTCACCCATCCCGCGCTGGCGACGGTTTGCCGTAATTCAAACGGGACGGCGACCGATATCTTTTACGACCTGTCAGATGTTTTCACCAGCGGCAATAATCAGCCGGGACAGGTGGTGACGCTGCCGGAAAAATCAGGTTGGGTCGGCGTAAACGCGACGTGCCCGGCGGGGACAACGGTGAATTATACCTACCGAAGCTATGTATCAGAATTACCGG1
3079 CHIP0039 STM/STY STM3948 STY3611 ATGAAGCAACCAGAGGAAGAACTTTATACGCGTTTAATCCAGCGATGAAGCAACCAGAGGAAGAACTACAGGAAACGCTCACGGAACTGGACGATCGAGCGGTCGTCGATTACCTGCGCCACCACCCTGAGTTTTTTATCCGTAACGCCCACGCCGTTGAAGCGATGCGTGTTCCACATCCCGTGCGGGGAACGGTTTCGCTCGTTGAGTGGCATATGGCCCGCGCGCGTAATCACATCAATGTGCTTGAAGAAAATATGACGCTGCTGATGGAACAGGCTCATGCCAATGAAAGCCTGT1
3080 CHIP0071 STM/STY STM3909 STY3648 ATGGCTAACTACTTTAATACACTGAATCTGCTTAACCCGCTACCGCAATATGGCTAACTACTTTAATACACTGAATCTGCGCCAGCAGCTGGCGCAGTTGGGTAAATGCCGCTTTATGGGCCGCGACGAATTCGCCGACGGCGCGAGCTACCTTCAGGGTAAAAAAGTGGTCATCGTCGGCTGTGGCGCTCAGGGTCTGAACCAGGGCCTGAACATGCGTGACTCCGGTCTGGATATTTCCTACGCCCTGCGTAAAGAAGCCATTGCTGAGAAGCGTGCTTCCTGGCGTAAAGCGACCGAGAACG1
3081 CHIP2699 STM/STY STM0184 STY0209 ATGATGACACTACCGAGGTGCGCTTTATTTGCGCGGACGTGAACGAATGACACTACCGAGGTGCGCTATTTTTACCCGAGTCGCTAATTTTTGCCGTAAGGTGTTAAGCCGCGAGGAGAGCGAGGCAGAACAAGCCGTCGCCCGTCCACATATGACGATTATCCCGCGTGAACAGCACGCTATCTCCCGCAAAGATATCAGTGAAAATGCCCTCAAGGTACTGTACAGGCTGAACAAAGCGGGCTATGAAGCCTACCTGGTCGGCGGCGGCGTCCGCGATCTCCTGCTCGGCAAAAAGCCGA1
3082 CHIP1706 STM/STY STM1831 STY1960 ATGGAGATTACCACTCTTCAGATTGTGTTAGTCCAGTTCGTTATCGAGATCGATGGAGATTACCACTCTTCAGATTGTGCTGGTGTTCATCGTCGCATGTATCGCGGGTATGGAGTCGGTACTTGATGAATTTCAGTTCCACCGTCCGCTGATCGCCTGTACCTTAATCGGCGCCGTTCTGGGGGACATGAAAACCGGTATTATCATCGGCGGTACTCTGGAAATGATCGCTCTGGGCTGGATGAACATCGGTGCTGCCGTTGCGCCTGATGCCGCACTGGCGTCCATCATCTCTACCGTTCTGGTCA1
3083 CHIP1722 STM/STY STM1784 STY1910 ATGGGATTCAAATGCGGTATCTTAGACGTTGAACAGGAAGTTCATTATATCATGGGATTCAAATGCGGTATCGTCGGTCTGCCCAACGTCGGGAAATCCACCCTGTTCAACGCGCTGACAAAAGCCGGTATTGAAGCGGCAAACTTTCCGTTCTGCACTATCGAACCGAATACCGGTGTCGTGCCGATGCCCGATCCGCGTCTGGACCAGTTGGCTGAGATTGTTAAACCGCAACGCATTCTACCAACCACGATGGAGTTCGTGGATATCGCCGGTCTGGTAAAAGGCGCGTCCAAAGGCGAAGGGT1
3084 CHIP0911 STM/STY STM2896 STY3019 ATGCTGCTTTCTCTACTTAACAGTGCTTATATTGTTTTTATAACATTCACTGACTTGCTGTGCTGCTTTCTCTACTTAACAGTGCTCGTTTACGACCTGAATTACTGATTCTGGTACTAATGGTGATGATCATTTCTATGTTCGTCATTCCATTACCTACCTATCTGGTTGATTTCCTGATCGCACTGAATATCGTACTGGCGATATTGGTGTTTATGGGGTCGTTCTACATTGACAGAATCCTCAGTTTTTCAACGTTTCCTGCGGTACTGTTAATTACCACGCTCTTTCGTCTGGCATTATCGATCAGTACCA1
3085 CHIP4385 STM/STY STM0474 STY0517 ATGGACGAATACTCACCCAAAAGTTAACAAGACAAACTAACAGGATTGGCATGGACGAATACTCACCCAAAAGACATGATATAGCACAGCTTAAATTTCTTTGCGAAACCCTGTATCATGACTGTCTTGCAAACCTTGAAGAAAGCAACCATGGCTGGGTTAATGACCCGACCTCAGCAGTCAACCTGCAGCTCAATGAGCTGATAGAGCATATTGCAACTTTCGCGCTTAATTATAAAATTAAGTACAATGAAGACAATAAATTGATTGCGCAGATAGATGAATACCTGGACGACACCTTTATGT1
3086 CHIP1141 STM/STY STM1539 STY1523 ATGCAAACACAAGATACATTTTATCAAGTTTATTTTTTCTCTTCCGGAGCGATGCAAACACAAGATACATTTTATCAAGTTATGCGTAGACACGGCGTGACAAGGCGTAGCTTCCTCAAGTTTTGCAGCCTTACCGCAACGTCTTTAGGCCTGAGCAGTTCGATGATTCCTCAAATAGCTTATGCCCTGGAGAATAAACCGCGTACGCCAGTGATATGGCTGCATGGTCTTGAATGTACCTGCTGTACCGAATCTTTCATTCGCTCTGCGCACCCGTTGGCAAAAGATGCCATTTTGTCGCTCATTT1
3087 CHIP1157 STM/STY STM1516 STY1544 ATGAATCCAGGATTGAGACGTTCTTAACAGGTAATAGCCTGTTGCGTATGAATCCAGGATTGAGACGTTCGACGTTGGCTCTACTCGCCTCATCGCTGTTATTGACAATTGGACGCGGCGCCACGCTCCCCTTTATGACCATCTATCTTAACCGTCAGTACGGTTTAGGCGTGGATCTGATTGGCTACGCGCTGACCAGCGCGTTAACGATCGGCGTCATCTTTAGTCTTGGCTTTGGGATTCTGGCGGACAAGTTTGATAAAAAGCGCTACATGTTACTCGCGATTATCGCCTTCGCCTGCG1
3088 CHIP1181 STM/STY STM0966 STY0964 ATGGGAAGTGGATGGCATGTTAACTGGCTACCGCCATGCATGGGAAGTGGATGGCATGAATGGCCGTTGATGATCTTCACGGTCTTTGGTCAGTGCGTGGCCGGTGGTTTTATTGTTCTGGCTCTGGCGCTGATGAAGGGCGACCTGCGCGCGGAAACGCAGCAGCGGGTGATCGCCTGTATGTTTGGTCTGTGGGTGCTGATGGGGATTGGCTTTATCGCCTCGATGCTGCATCTGGGCTCGCCGATGCGCGCGTTTAACTCGCTTAACCGCGTGGGTGCTTCCGCACTGAGCA1
3089 CHIP4465 STM/STY STM0611 STY0659 ATGAGTAATGAGACGGGACATCTGTTATGCTACGGATTCCCCTATGAGTAATGAGACGGGACATCTGAACAGACGTTCTTTTTTAAAGGGGATAGTGGCACTGGGCGCCGTTGCGGCTTTACCCGGAGGATTACTGACCTCCCGATGCGCGCTTGCGCAGCCGCCTGTTCCCTTTAACCCTAAAACGTACAAAATTTATCGTAACGCGTGTCCGCGTAACTGCTATGACACCTGTAGCCTCAAGACATGGGTAAAGGACGGGGTCATTACTTTCGTGGAAGGTGCGCCGGAATCAACAT1
3090 CHIP2753 STM/STY STM1546 STY1515 ATGACAAGATACACCACTACAGATGTACTGTTAGTATTCATCTTTAATCCCTATGGCAATGACAAGATACACCACTACAGATGTACTGATCTGCGGCGCTGGCGTTACCGGGCTTACTTTAGCCATCGAACTGGCGCGTCACGGGGTCTCATTTCGCCTGATTGAGAAAAGAACGACGCCTTTTATCGGCTCCCGCGGTAAAGGTATTCAGCCGCGAACGCAAGAAATCTTCGAGGATCTTGGAATACTCAATAAAGTGGTCGCCGCCGGCGGGCTCTATCCCCGACTACGAACCTACCGTCACGACGGAAGCT1
3091 CHIP2771 STM specificSTM1569 ATGTCTATGGAAACGCAGGACATTACTCATGATGATCCTCCTCATCGATGTCTATGGAAACGCAGGACATTATTAAACGGTCCGCAACAAACGCCATCACGCCGCCTCCGCAGGCGCGTGATTACAAAGCCGAAGTCGCGAAACTGATCGACGTCTCCTCCTGTGTCGGCTGTAAAGCCTGCCAGGTAGCCTGTTCTGAATGGAACGATATTCGCGATAACGTTGGTCATTGTGTCGGGGTGTACGATAACCCTGCCGATCTCAGCGCCAAGTCCTGGACGGTGATGCGCTTTACCGAAACCG1
3092 CHIP2787 STM/STY STM1602 STY1462 ATGGTCTACATTATGCCAATTACTATCGTTAACTCTGGTGATGAGCCTCATTTTTTGGTGGTCTACATTATGCCAATTACTATCGGGAGAGGATTTTTAAAGAGTGAGATGTTTTCTCAAAGTGCTATCTCTCAACGCTCTTTCTTTACGTTACTATGGGAAAAGATTAAAGATTTTTTTTGTGACACGCAAAGATCCACTGCCGATCAATATATAAAGGAATTATGTGATGTTGCCTCTCCGCCTGACGCGCAACGTTTATTTGATTTATTTTGCAAGTTATATGAATTATCATCACCGTCATGCAGAGGAA1
3093 CHIP2803 STM specificSTM1626 ATGGGCAACACATTCTCGATTAAAGGAAGGATGATCGCATCGATGGGCAACACATTCTCGATGCAAGCCTCGCATAAACTGGGCTTCCTGCATCATATTCGGCTGGTTCCGCTGTTTTCCTCCATTCTCGGTGGCATCCTTCTTCTTTTTGCTTTGAGCGCCGGGCTGGCAGGCTATTTTCTGTTACAGGCCGATCGCGATCAGCGTGATGTCACGGACGAGATTCAGGTACGGATGGGATTATCCAACAGCGCTAACCACTTACGTACCGCACGTATCAATATGATCCACGCTGGCG1
3094 CHIP2819 STM/STY STM1648 STY1421 ATGAAGAAAATCGTCACGCTGGTTAGTGCGCTAAATCCGCCATGAAGAAAATCGTCACGCTGGTCGCCCTGAGCATCATAATGACAGGGTGTGTGAGCAGTGGAAAAGTGTCCGTCAAACGCGAGCAACTGGAGCACCACCGCTTTGTTCTGGAAAGCGTAAACGGTAAAACGGTCACCGGCCCGGAGCTCAGCTTTGGCGAGGACATGACGGTATCCGGCAAAATGTGCAATCAATTCACCGGCGAAGGAAAACTGTCGGACGGCGAATTAAAAGTGAAAAATTTAGCGATGACCC1
3095 CHIP2843 STM/STY STM1697 STY1354 ATGCGCTATTTTTTTATGGCAGATTAACACCGGCAAATAGCGTATGCGCTATTTTTTTATGGCAGAGCCGATAAGGGCAATGGAGGGGGATTTACTGGGTGTCGAAATCACTACCCATTTTGCATCGTCGCCCGCTCGTCCGCTACATCCTGAGTTTGTTATCTCGTCATGGGACAATTCGCAGAAGCGCCGTTTTCTGCTTGATCTGTTGCGGACAATCGCGGCCAAACATGGCTGGTTTCTACGCCACGGCCTATTCTGTATCGTAAATATTGATCGGGGTATGGCGCAGCTTGTCC1
3096 CHIP4404 STM/STY STM0508 STY0554 ATGATAGCTCGCTGGTTCTGGTTATCCGCTAAACTGTCGGAATGATAGCTCGCTGGTTCTGGCGCGAATGGCGCTCGCCGTCGCTGATTATTGTCTGGCTGGCGTTGAGTCTGGCGGTGGCCTGCGTACTGGCGCTCGGCAGTATCAGCGACCGGATGGAAAAAGGGTTAAGTCAGCAAAGCCGCGAGTTTATGGCAGGCGATCGGACGCTGCAAAGTTCGCGGGAGGTACCGAAAGCCTGGCTTGAAGAGGCGCGTAAACGCGGCCTTAACGTGGGCGAGCAGTTAACCTTTGCGA1
3097 CHIP4406 STM/STY STM0511 STY0559 ATGATTGAAATAGAAAAAGTCTGCGTCTTATCCACGGATCACCTCCATGATTGAAATAGAAAAAGTCTGCGTCGATTTTACCGCCGGTCGCGGTACCCCCACGCGCGCGGTGGATGATGTGAGCCTGCATATCGCCGCGGGCGAGATTTTTGGCATTGTCGGTACCAGCGGCGCAGGAAAAAGCACTCTGCTGCGTACCCTGAACGCCTTAACGCGTCCCAGTCAGGGGCGCGTCAACGTCAACGGCGTGGAAATTTCGGCGCTGGACGGAAAAGCGTTACGCCAGGCGCGGCAGCGTATTG1
3098 CHIP4422 STM/STY STM0536 STY0584 ATGGTTACTTTCCACACTAATCACGGTTACTCGCTGACGGTCACGATGGTTACTTTCCACACTAATCACGGCGATATCGTAATCAAAACCTTTGATGATAAAGCGCCTGAAACAGTTAAAAACTTCCTGGACTACTGCCGCGAAGGTTTTTACAACAACACCATTTTCCACCGTGTGATTAACGGTTTTATGATTCAGGGCGGCGGCTTTGAGCCGGGCATGAAACAGAAAGCCACCAAAGAGGCGATCAAAAACGAAGCCAACAATGGTCTGAAAAATACCCGTGGTACGCTGGCGATGG1
3099 CHIP4454 STM/STY STM0595 STY0639 ATGGATATGTCACTGGCCGATTAATGCAGTCCAAAAACGTTCAATGGATATGTCACTGGCCGAGGACGCTCAGGAGACAATGGCAACGCTTGCTCCCGATCGCTTTTTCTTCATGTCGCCGTATCGCAGTTTTACCACTTCCGGGTGCTTCGCCCGTTATACCGAGCCTGCGGTTGCCGGAGATTCGCCGGATAGCCCTTTCCAGCAGAAATTGCGCCAGCAGTTTGCCGAGGCCAAATCGCAGGGCATCGCCAACCCTATCCTGGTGGGGGCGATCCCCTTTGATACTCGTCAGCCGT1
3100 CHIP1210 STM/STY STM2710 STY4615 ATGAATGCACAACTGACCGATTATACCGGACCTCCCGAATGAATGCACAACTGACCGAAATTATGCGCCTTATCACCAACCTGATCCGCACCGGCACCGTGACCGAAGTGGACCGGGAAAACTGGCTGTGCCGGGTGAGAGTGGGCGAGCTTGAAACCAACTGGATTAACTGGCTGACGCTGCGTGCCGGTGGTGCCCGTACATGGTGGTGCCCGTCGCCGGATGAGCAGGTGGTGGTACTGAGCATGGGCGGCAATCTGGAAACTGCTTTTGCGTTGCCTGCCATCTACTCCA1
3101 CHIP2870 STM/STY STM1768 STY1284 ATGATGCCGGAATCCCACTTATTGCTCCTGGAACGGTTGATGATGCCGGAATCCCACGAAGGGGAAAAGCATTTTGCCGAGATGGCCAAAGCGTTTGGCGAAGCCAGCATGAAAAATAACGATCTGGATACTGGTGAACAGGCGCGGCAATTCGCTTTCGGACAGGTACGCGATGTGGTCAGCGAGCAGGTTAACCAGCAGCTTGAAAGCTGGCTATCAGCCTGGGGCAGCGCCAGCGTGGATATTAACGTCGATAACGAAGGTCATTTTAACGGCAGTCGCGGAAGCTGGTTTA1
3102 CHIP2886 STM/STY STM1806 STY1935 ATGGAGATCTCATGGGGTCGTTACGAAAGCGTTGCTAACCAATGGAGATCTCATGGGGTCGCGCCATGTGGCGCAACTTTTTAGGCCAGTCGCCCGACTGGTACAAACTGGCACTACTTGTCTTTTTAATTGTTAACCCATTCATTTTCTTAGCTAATCCCTTTATTGCCGGTTGGCTGCTGGTGGCAGAGTTTATCTTCACTCTGGCGATGGCGTTAAAGTGTTACCCCCTGCTGCCCGGCGGGTTACTGGCCATTGAAGCCGTTATCATCGGTATGACCAGCGCCGCCCATGTAC1
3103 CHIP4592 STM/STY STM2729 ATGGTCTTTCCATGGAATACCCTTAATACTGGTTCCGCCACTTATCAGTGGTCTTTCCATGGAATACCCCAAAAAAAGCGGTTAACCCGTATCTGGACCCAGCGGAAGTTGCGCCGGAGTCTGCGCTTTCAAACCTGATCGCTCTTTACGCTGCGGATAACGAGCAGGAGCAGTTGCGCCGTGAGACGCTGAGCGATGAGGTCTGGGAACGCTATTTCTTCAATGAATCCCGTGATCCTGTCCAGCGTGAAATAGAGCAGGATCGGCTGATTAGCCATGCCAAAACGGCGCGTGAGCAGCAAC1
3104 CHIP4608 STM/STY STM3012 STY3156 ATGTATTTAGTCCGACACTGGTACGCTTAGGCCGGACGTTGAAAAAACATGTATTTAGTCCGACACTGGTACGCCGACATTCGGTGTCCACGCCGACGGATACCGGGCACCTGTCGACAACCGATTAATCAGGGTAGCATGATGGCGACAATGCTGGATGTTTCCCGCCATGCGGGCGTATCAAAGGCCACCGTCTCACGAGTGCTGAATGGGACGGGGCAGGTAAAAGAAAGCACGCGCCAGAAAGTGTTTACGGCGATGCAGGCTCTGGGCTATCGCCCCAACCTGCTGGCACGCTCGCTGG1
3105 CHIP2512 STM/STY STM3683 STY4113 ATGACAAGCGAAACGCGTTTATTTCAGCATCATCTCCATAAACCATGACAAGCGAAACGCGTACACTCTACAGCCAGCTTCCTGCTATCGATCGTTTATTGCACGATAGCGCCTTTCTTTCTCTGCGCGATCGGTATGGCCATACCCAGGTGGTTGATCTGCTTAGGCGGATGCTTGACGACGCGCGCGACGTCATCCGGAATACGCAAACGCTTCCCGACTGGTACGCAGACTGGGCGCAAGAGGCGAAACTCCGGCTGGAAAATGCGGCGCAAAGCGCGCTGCGCCCGGTGATTAACC1
3106 CHIP2536 STM/STY STM3752 STY4041 ATGAGTTATAAATATGTTGGTAAGCATGGCTTAACGTATAGAGCCATCCGGAATGAGTTATAAATATGTTGGTAAGCATGGCTGTGATGTTGCATTGCGGATGGGCTATAAAGAATGCCCCGATGAAAATGCTTATGGTGATGCCTATTATATTAAAGATGGGTTAAAATGGATATTTAATATAACAGGCTTAAAAAAACGGCTTGGCGTATACAGCGACGACGATCTCCGTAAACAGAACTATGATGTAGATACCTATTATCGAGTTGAAAACCAACCGGAAGAAAGTGCAGATGATGAAATGCAAT1
3107 CHIP4289 STM/STY STM3168 STY3342 ATGAGCGCTATCTCCCTGATCTTAACGCCCTGCGCCTTTCATGAGCGCTATCTCCCTGATCCAACCGGATCGCGACCTTTTCTCCTGGCCGCAGTACTGGGCCGCCTGCTTTGGGCCGGCGCCGTTTTTGCCGATGTCACGTGACGAGATGGATCAACTTGGCTGGGATAGCTGCGACATTATTCTGGTAACCGGCGACGCCTACGTCGACCATCCGAGCTTCGGCATGGCGATTTGCGGTCGTATGCTGGAAGCGCAGGGCTTCCGCGTGGGGATCATCGCCCAGCCGGACTGGA1
3108 CHIP4217 STM/STY STM3005 STY3148 ATGTCCGCTCTTTGTCCGCTTACGGATTCTGCAATAAAAAATGGATGTCCGCTCTTTGTCCGCTACTGACTCCGCCTGCTTCGGAAGCATTGCTGTTAGCCCAGGCGCGGCAGCTTTCCGGCTATACGTTAGGCGAGCTGGCGGCGATGGCCGGCATTACCACGCCTAAAGATTTGAAGCGAGACAAAGGCTGGATCGGTGTCTTGCTGGAGATCTGGCTCGGCGCCAGCGCCGGGAGCAAGCCGGAGCAGGATTTCGCCGCGTTAGGCGTAGAACTGAAAACCATCCCGGTGGATAGTC1
3109 CHIP4251 STM specificSTM3085 ATGAGCAAATTTAAATTTAATGCCGTTATTTGCGGCAGGGCGGATGAGCAAATTTAAATTTAATGCCGTCATTGTTGGCTTGTTTTTGCTGTTAGGCGGTTGTTCCAGCGGAATGCAATCTAATAATGGCTCTTCATCCGACGTCGGCACCGCTTGGGGCGGCGACGTGCATTCATCGGTACAAAGCGTTTCGGTAGAACGTGCCGATCGAGAACCTGCCGAAATGGTGATAATAAATTACTCCACTCAATATCCGTCAGGTTACGATAAAGTTTATAGTATACGTATCAGCGATCTTG1



3110 CHIP4275 STM/STY STM3137 STY3308 ATGGCTACGTTTATGACTGAAGATTTTCTTATTTAATCGTGAAATAACGTTGGGATGGCTACGTTTATGACTGAAGATTTTCTACTGAAAAACGACATTGCCCGCACGCTGTACCATAAATACGCCGCGCCCATGCCGATTTATGACTTCCACTGCCATTTAAGTCCGCAGGAAATCGCCGACGATCGCCGTTTCGATAACCTCGGTCAGATCTGGCTGGAAGGCGACCACTATAAATGGCGAGCGCTACGAAGCGCAGGCGTGGATGAGTCGCTGATCACCGGCAAAGAGACCAGCGATTATGAAAAAT1
3111 CHIP4579 STM/STY STM2810 STY2936 ATGGCTGATCAAACGAATCCGTTACTTAACGAAAGGGCGGGATGGCTGATCAAACGAATCCGTGGGATACCGCACAGGTGGCCGATACTACGACGCAAACGGCTGATGCCTGGGGAACACCGGCAGGCGTAGCCACGGACGGCGGCAGTACCGACTGGTTGAACAGCGCGCCCGCGCCAGCCCCTGAACACTTTTCTCTTCTGGACCCGTTCCATAAGACGCTGATCCCGCTGGATAGCTGGGTCACAGAGGGAATCGACTGGGTCGTCACCCATTTCCGTCCCCTTTTTCAGGGGA1
3112 CHIP4595 STM/STY STM2800 STY2923 ATGTTCTCTCCACAGTCACGCTTACGCCTTAGCCTGATGATAGCATGTTCTCTCCACAGTCACGCTTGCGTCATGCCGTAGCAGACACGTTTGCGATGGTTGTTTACTGTTCTGTTGTGAACATGTTGATCGAGATATTCCTCTCCGGAATGAGCTTTGAGCAGTCGCTTTCTTCCAGGCTGGTGGCGATACCTGTCAACATTTTGATTGCATGGCCATACGGCGTTTACCGCGATCTGATTATGCGCGTCGCGCGTAAGGCAAGCCCGGCGGGATGGGCCAAAAACCTGGCGGATGTAT1
3113 CHIP4619 STM/STY STM3382 STY3562 ATGGGCGGGATCGTGCTCTTATTTATCAGTAGACAATACGGTGGCTATGGGCGGGATCGTGCTCGCGATGACGCTTACCGCCACCTATATTAGCGCCAGTTCATTTATCGGCGGTCCCGGCGCGGCTTATAAATACGGTCTGGGCTGGGTCTTGCTGGCGATGATCCAGCTTCCCGCCGTCTGGCTTTCACTGGGTATTCTGGGTAAAAAATTCGCTATCCTGGCGCGTCGCTATAATGCCGTCACGCTTAACGATATGCTATTCGCTCGTTACCAAAGCCGCCTGCTGGTGTGGTTGGCAA1
3114 CHIP4635 STM specificSTM1040 ATGAATAATGAGCTTCATTTTGTCCGTTACCGACTTTCTGGCTCAAATCCTGAATAATGAGCTTCATTTTGTCCGGCAACTGGCCCGGGAGTTCCGGCGGCCTGACTGGCGCCGGATGCTGGACGAAATGAGTTCAACTGAACTTAGTGAGTGGGCTGATTTCTTTCGGGAAAACAGTTTCAGTGATGCCCTGCTGGATGCGGAGTTTTCCACGCTGAAAGCGCAGGTGTTCATGCTGGTGACGGGGAAAGAAATCGATGCAGCGGACTTCAGTTTGCTGACATTACCCGGAGCGGTACAGAGCA1
3115 CHIP4238 STM/STY STM3055 STY3211 ATGGCCCAACAGACGCCTTTACGCGACGGCTTTGCCATGGCCCAACAGACGCCTTTGTACGAACAACACACGCTATGCGGCGCCCGCATGGTCGATTTTCATGGCTGGATGATGCCCCTGCATTACGGCTCTCAGCTTGATGAACACCACGCTGTGCGCACCGATGCCGGGATGTTTGATGTATCGCATATGACCATTGTCGATCTTCATGGCAGCCGCACACGAGAGTTTCTACGTTATCTGCTGGCAAACGACGTCGCGAAGCTAACGAAGACGGGTAAAGCCCTCTACT1
3116 CHIP4254 STM/STY STM3089 ATGACAGAAGATTCTACCATGAGTCTGTTAACCCGGCTGGAAGTGGATGACAGAAGATTCTACCATGAGTCTGAAGGTTGCTGACACTGGCAGTCTGAGTGTTAATCAGTATGGATGGATTAACATCTGGACGGCTATTTTAGGTCACTTCTTCGCCCAATTTCCAGCTTTTTTTGAAGGCCGTCGCAATGTCGGTCAAAATCAGGCGGTAAACGTTTCTGATAATGCTGACATTATGCGCATTTATGCTTTGCTTTTTTTCTGCGTTCTGGGTATAAAACGCGACGCGCGGCTCATACAAA1
3117 CHIP4270 STM/STY STM3124 STY3293 ATGTCAGCCTTATCAACTACTGGCTTACATATGCTGTGCATGTTGTACATGTCAGCCTTATCAACTACTGGCCATAATGACGGGATCACTCTCCATTGCTTACAGAGCATTGCGCAACTCATTCCTCTGTCGTCGGCGGTTTTTTATCGTGTTAATGCTTATTTAAAGCCAGAAGCCTATGTTTTACATAACATTTCTAATAGCACACACCAACAATATCTGGAGCATTTTCAACCATTAGACCCGCTATCGCCTTCCCGGTTCGGCCAACAGGTTGTTACCGTAGCGACGATGACGCCCGGTA1
3118 CHIP4382 STM/STY STM0468 STY0511 ATGACAACACGACATCTGGTCATTATAGCCGCTGTTCCGCCGTGACAACACGACATCTGGTCAGCCTGGTAACGGGAGTGCTTATCCTGTCTGTCCTTTTCCCGATAGGATTGAGTCTGTGGCTGGCGCACCGTCAAGTTGAAAAGAGGTTTAATGAAGAGCTGGATATCTTCTCGTCCCGGGTGGCGCTACGTACAGAAAGGGTCAGTGACCAGGCAAAAGCCGCGTTAACGCATATTGCCTCCTTTAAAGGCGAGCCCTGCAGCAGTGCCCATTTACTCGCCATGCGCCGCGTGT1
3119 CHIP2478 STM/STY STM3609 STY4194 ATGCAAGCAACCGCCACATTACAACGCCTGATGACGCATGCAAGCAACCGCCACAACACTCGACCATGAGCAGGAACATGTTCCGGTAAACTCACGCAATAAAGTCGTTATTGCCTCGCTTATCGGCACCGCGATTGAGTTCTTCGACTTCTATATTTACGCCACCGCAGCGGTGATCGTGTTCCCCCTTATCTTCTTCCCCCAGGGCGATCCCACTGCGGCAACGCTACAATCGCTCGCCACCTTCGCTATCGCGTTTGTGGCGCGTCCGATTGGCTCTGCGCTATTCGGTC1
3120 CHIP4622 STM specificSTM4429 ATGGTGGATATCGCAAATGAAGTTAACGTGCCGGGCGGTACTGGTGGATATCGCAAATGAAGTCGGCGCCAGTGAATCCGCGATCCCCCCCCTGAAGATGCTACTGCTAGAAGGGGCACGTCAGGCGGCGCTTGAGGCCGGTTTACAGAATAATAGCGGCATCCTTGCCGATACCACCTTTGGTCAGCAGGCGCTTAACGACGTGACCGGCCAGGGATGGTGGATTGGCCGACCGGTTGAGATGCCCGGTTCGTATCCGCTGAAGCTGGAACATGGCGATATTGGCTCTCAGCTTG1
3121 CHIP1948 STM/STY STM4387 STY4743 ATGCTGTCGAAACAAATTCCGTTAGGCTGCCTCCACCAGATGCTGTCGAAACAAATTCCGCTCGGCATCTATGAAAAAGCGCTCCCTGCCGGGGAGTGCTGGCTGGAGCGCCTGCGGCTGGCGAAAACGCTGGGTTTTGACTTCGTTGAAATGTCGGTGGACGAGACCGACGCCCGACTGGCGCGGCTCGACTGGAGTCGCGAGCAGCGCCTGGCGCTGGTGAGCGCGGTTGCTGAAACCGGCGTGCGTGTGCCGTCCATGTGTCTGAGCGCGCATCGTCGTTTTCCGCTCGGTA1
3122 CHIP1964 STM/STY STM4474 STY4813 ATGAATAACGTTATCAGTAGTAAAGATAACCATAATCTTAGATAAACGGGAAGTAAGGCAATGAATAACGTTATCAGTAGTAAAGATAACCATAATCACACGTTGGTGTTTACAGGCAAGGGCGGAAAGTATTTTGTTATTTGCCTTGTGAATTTCTTGTTGACGTGTATCACGTTGGGAATCTATGCGCCGTGGGCGATGGTGAAATGTCGACGTTATATTTATACTAACATGACGCTAAACAATCAGCCTTTTGCTTACAAAGCCACGGGCGGCGCATTATTTATTAGTGTGTTGTTAGTTTTTATTATTTATA1
3123 CHIP1980 STM/STY STM4590 STY4937 ATGTTGAAATCCCCCCTGTTTTATTTCCACAAACGTAATTCGTCAATGTTGAAATCCCCCCTGTTGTGGAAAATGATTACGTTAGGCGGCGCCATGATCCTGCTGTTAATTCCCCTGATGATGGTACGGCACACCATCGTGGAGCGTGCTGATTATCGAAGCCATGTAGAAGCCGCTATTCGTCAGAGTACCAGCGGCCCACAAAAGGTTGTCGGCCCGCTGGTGGCGATTCCGGTGACAGAGCTCTATACCGTGCTGGAAGAGGAGAAAGAGGTCCAGTATAAGCGCAGCTATCTCTATT1
3124 CHIP1613 STM/STY STM2841 STY2963 ATGAGTCGGGGGATCATCATTATACCGACAACGTTTTTAGCAGTGATGAGTCGGGGGATCATCATTATTGGGTCGGGCTTCGCCGCCCGTCAGCTCGTCAAAAATATTCGTAAACAAGATGCGCATGTGCCGTTAACCCTGATTGCGGCGGACAGCATGGATGAGTACAACAAGCCCGATCTCAGCCACGTTATCAGCCAGTCGCAGCGCGCCGATGATCTCACCCGCCAGTTAGCGGGGGAATTTGCTGAACAGTTTAATCTGCGACGGTTCCCGCATACCTGGGTTGCTGACATTGATG1
3125 CHIP1637 STM/STY STM2180 STY2410 ATGGCGAACTGGGCGCAGTTAAACCTGGGCTAAAAAATACAAAAAGATGGCGAACTGGGCGCAGAAATTGAAATTACATCACCTGCAAACGCTGGTTGCGCTGGGCGAACAGGGCAACCTGACGCACGTCGCCCGGATGATGAATATCTCCCAGCCGGCGCTATCGAAGTGGCTATCTCAACTCGAAGATGAGATAGGCATCACGCTTTTTGAGCGCCACAGTAAAGGACTACGCCCCTCGGAAGGCGGTAAATTACTGCTCCAGCACGCCCAGCGCCTAATTAACGATCTGGAGCGTTCAC1
3126 CHIP1653 STM/STY STM2083 STY2292 ATGAACGTAGTTAATAATAGCCGTGATGTTACAGCAAGCATCGTTTTTTAATATTAGCATGAACGTAGTTAATAATAGCCGTGATGTTATTTATTCATCAGGTATTGTGTTTGGAACGAGTGGGGCTCGCGGTCTTGTAAAAGATTTTACACCTCAGGTATGTGCTGCTTTTACGGTTTCATTTGTTGCCGTTATGCAGGAACATTTTTCCTTTGATACCGTAGCATTGGCAATAGATAATCGTCCAAGTAGTTATGGGATGGCTCAGGCGTGTGCTGCTGCATTGGCGGATAAAGGCGTTAACTGTATTTTTT1
3127 CHIP1615 STM/STY STM2801 STY2924 ATGTATTTACGACCTGACGAGGTGTTAGTCGGTTTTTTCGTCGCCATGTATTTACGACCTGACGAGGTGGCGCGGGTACTGGAAAAGGCAGGGTTTACCGTCGATGTGGTGACGAATAAGACGTATGGTTATCGACGCGGCGAGAATTATGTTTATGTTAACCGCGAGGCGCGTATGGGGCGTACCGCGCTGATCATTCACCCCAGATTAAAAGACCGTAGCTCATCACTGGCTGACCCGGCTTCGGATATTAAAACCTGCGATCATTACCAAAACTTTCCGCTCTATTTAGGCGGCGAGA1
3128 CHIP4523 STM/STY STM2193 STY2427 ATGCCATCACTCAGTAAAGAAGCGTTATGGATGATGGCGAACGATGCCATCACTCAGTAAAGAAGCGGCCCTGGTTCATGACGCGCTGGTTGCCCGGGGGCTGGAAACGCCGCTGCGCCCGCCTATGGATGAACTGGATAATGAAACGCGAAAAAGCCTTATCGCAGGGCATATGACTGAGATTATGCAGTTGCTGAATCTCGATTTGAGCGATGACAGTCTGATGGAAACGCCGCATCGTATCGCTAAGATGTACGTTGACGAGATTTTCGCCGGCCTCGACTATGCCAATTTCCCGA1
3129 CHIP1663 STM/STY STM2103 STY2315 ATGACAAATCTAAAAAAGCGCGATTAATACGCCGCTTTATTAACAAACCATGACAAATCTAAAAAAGCGCGAACGAGCCAAAACCAATGCATCGTTAATCTCTATGGTGCAACGCTTTTCAGATATCACCATCATGTTTGGCGGGCTGTGGTTCATCTGTGAAGTCAGTGGACTGCCATTCCTGTACATGCACCTGTTGGTGGCGCTGATTACGCTGGTTGTTTTTCAAATGCTGGGCGGGATAACCGATTTTTATCGCTCCTGGCGCGGCGTCAAAATGTCGACAGAGTTAACGCTGTTACTGC1
3130 CHIP1679 STM/STY STM2176 STY2406 ATGAAGCTGTACAGTTTCTTTAATAGTTCGTTAGGCCGGGATTTTATCTTATGAAGCTGTACAGTTTCTTTAATAGTTCGGCGTCTTATCGTGTACGTATTGCGCTGGCGTTAAAGGGGATTGATTACCAGACGGTGGGCGTCAATATTCGTATCGGCCAGCAGAATGCGCTGGCCTACCGACGGATGAATCCGGTAGGCCTGGTGCCGACGCTGGTCACTGATGACGGCGAATCGTTGGGGCAATCGCTGGCCATCGTCGACTGGCTGGACCGACATTTTCCGCAAACGCCGCTGCTGCCGACGA1
3131 CHIP1695 STM/STY STM1799 STY1927 ATGAAATTAAGATGGTTTGCTTTTTTGTTACATGGCGTCCAGCGGTGAAATTAAGATGGTTTGCTTTTTTGGTAGTAATACTGGCTGGCTGTAGCTCAAAACAGGATTACAGGAATCCGCCGTGGAATGCCGAAGTGCCTGTAAAGCGTGCGATGCAGTGGATGCCCATCAGTGAAAAAGCCGGGGCGGCATGGGGGGTTGATCCGCATTTAATCACCGCGATTATCGCCATTGAATCCGGCGGCAACCCTAACGCGGTCAGTAAATCTAATGCGATTGGCCTGATGCAGTTAAAGGCGT1
3132 CHIP2095 STM/STY STM3674 STY4122 ATGAGCAACTACTGGCTGGTTATAATGCGTGCTCCTTAATACGATGAGCAACTACTGGCTGGGGTTAGATTGTGGTGGGAGTTGGCTAAAAGCCGGGTTGTACGATGGCGCAGGCCGGGAAGTAGCGGTGCAACGCCTGCCGCTGCACGCTTTAAGCCCGCAGCCAGGCTGGGTTGAACGCGATATGACCGAGCTGTGGCAACAGTGCGCCTCGGTCATCAGCAAACTGCTGGCGCACACGGGGGTGAGCGGCTCACAAATCCGCGGTCTGGGTATTTCCGCTCAGGGTAAGGGCCTGT1
3133 CHIP4549 STM specificSTM2240 ATGAGAGCGTTACTGACCCCTTTAGGCCAGCACGCCAATTGGTGAGAGCGTTACTGACCCCTGAAATTGCTCCTCGTATGGGCGTTGTATTGTTCAGGCCGGGATCGGAACTGATGCCCCTGTTTATGCAGGGGCGTGTTCTGCTTGAACCAGAGCCGGAGCAATTTTCATCTTTCGCCAGCGGCGCGGTCCCGGCGGTATCACAGCCGCTGGCGGATGATCCTGCTGTTCGTGATGTGTTCTGTAATGAGTCGGTTATCTATCGTGCTGGTGGTCTGGATAGTCTGGAAAGCTGGC1
3134 CHIP1689 STM/STY STM1842 STY1972 ATGGCAAACGCAGATCTGGTTAGAAGGGATAATCGTTGTAACCCAATGGCAAACGCAGATCTGGATAAGCAGCCTGATTCTGTATCTTCTGTGCTGAAAGTTTTCGGCATTCTGCAGGCGCTGGGTGAAGAGCGTGAAATAGGGATTACCGAGCTATCGCAGCGCGTCATGATGTCGAAAAGCACCGTTTATCGCTTTTTGCAAACCATGAAAACGCTGGGCTACGTGGCTCAGGAGGGGGAGTCTGAAAAATACTCTCTGACGCTAAAGCTGTTTGAGCTGGGCGCGCGAGCTTTGCAAA1
3135 CHIP2089 STM/STY STM3690 STY4106 ATGCACAAAAATGGAAAATTTATCCTTATTTTTTTGGCTTCTTTTTTGTATCGATGCACAAAAATGGAAAATTTATCCCCCTGCTTGCGTTGGGATTCACATTCTTTTTATCTGGTTGTGATTACTTCGCAGATAAACACCTTGTTGAAGAAATGAAAGAACAACAAAAAGAACAAGAAACAAAGATAAACCTGTTAGAAAAACAACAAAAAGAACAAGAAGCAAAGATAAATCTGTTAGAAAAACAACAAGCTACGATTATCAACACAACCAAAAAGGTCACCGAAGTCGTTGGCCGCGTTGAACGCA1
3136 CHIP1921 STM/STY STM3441 STY4357 ATGCAGAACCAAAGAATCCGTTTAACCCAGGCTGATCTGCAATGCAGAACCAAAGAATCCGTATCCGCCTGAAAGCGTTTGATCATCGTCTGATCGATCAATCAACCGCGGAAATCGTCGAGACTGCCAAGCGCACTGGTGCGCAGGTTCGCGGTCCGATCCCGCTGCCGACCCGCAAAGAGCGCTTTACCGTTCTGATCTCTCCGCACGTTAACAAAGATGCGCGCGATCAGTACGAAATTCGCACTCACAAGCGTCTGGTTGACATCGTTGAGCCAACCGAGAAAACCGTTGATG1
3137 CHIP1937 STM/STY STM4360 STY4717 ATGAATGATGTAAGCAAGGCGATTAGTCTGCGATAGCACCAAATGAATGATGTAAGCAAGGCGAGCCTGCCTAAGGCGATATTTTTGATGGGGCCGACGGCCTCCGGCAAAACGGCGCTGGCGATAGAACTGCGTAAAGTTTTGCCAGTAGAGTTGATAAGCGTTGATTCCGCCCTCATTTATCGGGGAATGGATATTGGCACGGCTAAGCCGAATGCCGATGAGCTGAAAGCGGCGCCGCATCGACTGTTGGATATACGCGACCCGTCGCAGGCGTATTCGGCGGCGGATTTTCGCC1
3138 CHIP2153 STM/STY STM3240 STY3422 ATGATTAGCGCATTTGATATTTTTAAGATTATCCACAAACGACTTTAATCGCATGATTAGCGCATTTGATATTTTTAAGATTGGCATTGGACCTTCAAGCTCCCATACCGTAGGGCCAATGAATGCAGGAAAATGTTTTATCGATCGGCTGATCGACAGCGGCGACCTGCCGCGAACGACGCGCATCACGGTTGATCTTTACGGATCGCTATCGCTGACGGGCAAAGGCCACGCGACCGATACCGCCGTCATTATGGGCCTGGCGGGCAATACGCCGCAGGATGTCAATATTGATAGCATTCCGGCGT1
3139 CHIP2139 STM/STY STM3301 STY3480 ATGAAGTTTGTTGATGAAGCATCGTTAACGTTTGTAGATGAACTCGACGATGAAGTTTGTTGATGAAGCATCGATTCTGGTCGTTGCAGGCGATGGCGGTAATGGCTGTGTGAGCTTCCGCCGCGAAAAATATATCCCGAAAGGCGGCCCGGACGGCGGTGATGGCGGCGACGGCGGCGACGTCTGGATGGAAGCCGATGAAAACCTGAATACGCTGATCGATTACCGCTTTGAAAAATCGTTCCGCGCTGAACGTGGTCAGAATGGCGCGAGCCGCGACTGTACCGGTAAACGCGGTAAAGACG1
3140 CHIP2155 STM/STY STM3217 STY3395 ATGTCTTCTCATCCCTACGTCAGCTTAATGCAGTACCGTGACCGCATGTCTTCTCATCCCTACGTCAGCCAGCTAAATACCCCGCTGGATGATGATACCACTCTGATGTCTACGACCGACCTGGAAAGCTATATCACTCACGCCAATGACACTTTTGTCCAAGTGAGCGGCTATCAGTTAAACGAGTTACTGGCGCAGCCACATAATCTGGTGCGTCATCCGGATATGCCGAAAGCTGCCTTCGCAGATATGTGGTACACCCTAAAACAGGGCGAACCGTGGAGCGGCATTGTGAAAAACC1
3141 CHIP2171 STM/STY STM3139 STY3310 ATGAGCAAAGGAACCACCAGTTTACGCTTTGATGACGATTAACGATGAGCAAAGGAACCACCAGTCAGGATGCCCCCTTCGGGACATTATTGGGTTACGCCCCCGGCGGCGTAGCGATCTACTCTTCAGATTACAATTCCCTCGATCCGTGGGACGACGACGACGCAGCTTTTCGTAGCTACATCGACGATGAATACATGGGGCATAAATGGCAGTGCGTGGAATTTGCCCGCCGTTTTCTCTTTCTGAATTATGGCGTTGTTTTTACTGACGTCGGCATGGCCTGGGAAATCTTCTCGC1
3142 CHIP2180 STM/STY STM3066 STY3222 ATGATATCTTATTATTTTCAAGGGTTTGCTTAGTTGAAAAGCGCGTGCAGTGATATCTTATTATTTTCAAGGGTTTGCCCTTGGCGCCGCCATGATCCTTCCGCTTGGCCCGCAAAATGCGTTTGTGATGAATCAGGGAATTCGTCGCCAGTACCACCTCATGATAGCGCTGCTTTGCGCGTTAAGTGATTTAGTCCTGATTAGCGCCGGTATTTTTGGCGGTAGCGCGTTGCTGATGCAGTCGCCGTGGCTGCTGGCGCTGGTCACATGGGGCGGGGTCGCGTTCTTGTTATGGTACGGTTTTG1
3143 CHIP0321 STM/STY STM1178 STY1217 ATGGATCACGCAATTTATACCGTTAACTCATCGACAGCAGTTGGTATGGATCACGCAATTTATACCGCCATGGGGGCGGCCAGCCAGACGCTTAACCAGCAGGCGGTAACGGCCAGCAACCTGGCTAATGCCTCAACGCCGGGCTTTCGCGCGCAGCTTAACGCGCTACGCGCGGTGCCCGTTGATGGCCTCTCTTTAGCAACGCGCACGCTGGTTACGGCGTCGACGCCGGGGGCGGATATGACCCCGGGTCAGTTGGACTACACCTCCCGTCCGCTGGATGTCGCGTTACAGCAGGACG1
3144 CHIP2228 STM/STY STM3207 STY3386 ATGAGTGCAATCGCGCCTTTAATCTTTCTGGCGTTTCTTTTTCATGAGTGCAATCGCGCCTGGAATGATCCTCTTCGCGTACCTCTGCGGCTCAATTTCCAGTGCCATTCTGGTTTGCCGCATCGCCGGGCTGCCCGATCCGCGAGAAAGCGGCTCCGGCAACCCGGGCGCGACGAACGTATTACGAATCGGTGGCAAGGGAGCGGCTGTCGCGGTACTTATTTTTGACATCCTTAAAGGTATGTTGCCCGTCTGGGGCGCGTATGCGTTAGGCGTTACCCCTTTCTGGCTGGGGCTTA1
3145 CHIP0308 STM/STY STM1386 STY1735 ATGCGCGGCGAGGCGTCTTTATCCAGTAGATGAATTGTCGCCATGCGCGGCGAGGCGTCTACGCGTAGCCACTGGCAACCGTTGGCAAAGACATTAAGCCAACAGCTTCCAGGCGAAACCTTTCACATCCAGCCGCTGGATCTGCATCAAATGCAGGAGGCCGTTAACCAGGGAACCGTGCAGTTTGTGATAACCAACCCGGCGCAATTTGTCCAACTGAACAGCCATGCGCCGCTGCGCTGGTTAGCTTCCCTGCGCTCCACGCGCGATGGGAAAGCGGTGAGTAATGTTATTGGCA1
3146 CHIP0324 STM specificSTM3753 ATGAGAATCGACAAACTTTCACTGCTTAAAAGTAGCGGATGGTGAACAATGAGAATCGACAAACTTTCACTGCTTAACTTTCGTTGCTTCAGACAGCTCGATATTACTTTTGATGAGCACATTACGATTCTGGTTGCACCGAATGGCGCGGGCAAGACGACAGTGCTGGATGCGATACGCCTGGCGCTGTTTCCCTTTATTCGTGGTTTTGATGCCAGCCTCTACGTAAAAGATAAATCGCTGGCGATCCGTACAGAAGATGTACGTCTGGTTTTCCGCCCCGAAGCGCTGAACATGGAAATGT0
3147 CHIP2231 STM/STY STM3194 STY3372 ATGGATTTTATTAAGGGATTATGGCGTTATTTGCCTCTGGCCAGTTTCATGGATTTTATTAAGGGATTATGGCGAGACCTACGCGCAAGACCAGTGGATACGCTGGTGAGATGGCAGGAACAGCGCTTTCTGTGGCTGTTAATGGCCATCGCGATGGGAGGATTAATTATCCTGGCGCACTCGTTCTTCCAAATCTACCTCTACATGGCACCGTGCGAGCAGTGTGTTTACATCCGTTACGCGATGTTTGTGATGGTAATTGGCGGGGTGATTGCGGCGATAAATCCCAAAAATATCGTGCTGA1
3148 CHIP2247 STM/STY STM3103 STY3256 ATGCAAAAAGTTGTTCTCGCATTAGCCATTGCGTAACGCAATGCAAAAAGTTGTTCTCGCAACCGGCAACGCCGGTAAAGTGCGCGAGCTCGCGTCGCTGTTAAGCGATTTTGGGCTTGATGTGGTAGCGCAAACGGAACTGGGCGTCGATTCCGCGGAAGAAACCGGCCTGACGTTTATTGAAAACGCGATTCTCAAAGCGCGCCATGCCGCCAAAATGACCGGCCTGCCCGCCATTGCCGATGACTCCGGTCTGGCCGTTGACGTTTTAGGCGGCGCGCCGGGTATCTATTCCG1
3149 CHIP2263 STM/STY STM3051 STY3207 ATGAGAAAACTCACCTTGCCAATTAAAGCTTCTCGCCGTTGCATGAGAAAACTCACCTTGCCAAAAGATTTTTTATGGGGCGGCGCGGTTGCTGCACACCAGGTTGAAGGCGGCTGGAATAAAGACGGTAAAGGCCCCAGCATCTGCGACGTGCTAACCGGCGGCGCACACGGCGTGCCACGCGAAATCACCCAGAATGTCGTTGCTGGCAAATACTATCCGAACCACGAGGCGGTGGATTTTTACGGACATTACAAAGAAGACATCCGTCTTTTCGCCGAAATGGGGTTCAAATGCT1
3150 CHIP3347 STM/STY STM0759 STY0800 ATGAAAATGACAAAACTGACTACGCTTTACTGTGTGGTACCGTCGGTATGAAAATGACAAAACTGACTACGCTTTTACTGACCGCTACCCTCGGCCTTGCCAGCGGCGCAGCGTTAGCTGCTGAATCTAACGCGCAATCCAGTAATGGCCAGGCGAACTCGGCGGCAAATGCCGGTCAGGTTGCCCCGGACGCCCGCCAGAATGTAGCGCCGAATGATGTGAATAACAACGACATCAATACCAACGGCAATACTAACAGCACGATGCAGCATCCAGACGGTTCAACCATGAATCATGACGGAA1
3151 CHIP2242 STM/STY STM3136 STY3307 ATGGAACAGAATATCGCCACCTTACTTAGCCAGCGCTTCTACCGATGGAACAGAATATCGCCACCGCCCAGGTTTCCGTCGCCCGCCCAAACTGGGACAAATCACGTCTGGTATCCCGTATTGTGCATCTGGGCTGCGGGGCGTTTCACCGCGCGCACCAGGCGCTCTTTACCCATCATCTACTGGAAAAGAGCGACAGCGACTGGGGCATTTGTGAAGTGAACCTGATGCCGGGTAACGACGCGCGGCTGATCGCGAACCTGAAAGCGCAAAATCTGCTGTACACCGTTGCAGAACGCG1
3152 CHIP2258 STM/STY STM3072 STY3230 ATGGCGCGTCGCCCGTTTTCTTAGCGTACGGCTGACATCGATGGCGCGTCGCCCGTTTTCCAGCCAGTCCCTGGTGCTGATTGTCATCGCTATTGCCATCAATATGATTGGCGGACAGCTTATTAGCATGTTGAAGCTGCCTATTTTTCTCGACTCGATCGGCACCTTAATTAGCGCGGTGCTGTTAGGGCCGTTCATCGGCATGTTGACTGGGCTTCTAACCAACTTGCTGTGGGGGCTGCTTACCGATCCTATCGCTGCCGCGTTTGCCCCGGTAGCGATGGTTATCGGTCTGG1
3153 CHIP2274 STM/STY STM1105 STY1139 ATGCTCGATAAACAGACCCATACCTTACACAAACCGGCAACTGAATGCTCGATAAACAGACCCATACCCTGATCGCCCAGCGACTTAATCAGGCTGAAAAACAGCGCGAACAGATTCGCGCAGTGTCGCTGGATTATCCCAACATCACTATTGAAGATGCCTATGCCGTACAGCGTGAATGGGTCAATATCAAGATTGCCGAAGGGCGCACGCTCAAAGGCCACAAAATCGGCCTGACCTCAAAAGCGATGCAGGCCAGCTCGCAAATCAGCGAACCGGATTACGGCGCGCTGCTTGACG1
3154 CHIP3358 STM/STY STM0777 STY0810 ATGGCTTTTCGTTTTCCACATTAGTCTTTTTTACGCGAGAGTAGCTTATGGCTTTTCGTTTTCCACAAATAATACTATTTTTACTGGCAGCTATTTTATTTTGCCCCAGCAGTTATGCTGAGCAAAAGCCGACCGCTGCGCAGGAAGCGCGTAAAACCGCTGTTGAGGTCGCTGTTGAAGACATGAGTCGCGCCGCCGTTGCGGGTCCGACAAAGATTAGTTTAGGTGATAAAGCCACGCTTAATCTGCCGGAAGGATTTACCTGGATACCCGCAAAAGAAGCGGCGGTATTTATGCGTGAAA1
3155 CHIP3390 STM/STY STM0818 STY0853 ATGAAAAAACCTGTCGTTATCGGTTACTCATGCCGTGCCTCGATGAAAAAACCTGTCGTTATCGGACTGGCAATCGCAGCGATCGTCGCTGTGATTGCCGGTGGAACCTGGTGGTATCAAAGTCGGCAGGACGATGGGCTGACGCTATACGGTAATGTCGATATCCGTACCGTCAATATCAGCTTTCGCGTCGGCGGCAGGCTGGCGTCGCTGAATGTTGATGAAGGCGATACTATCAAAGCCGGACAGGTGCTCGGCGAACTGGATCACGCGCCATACGAAAACGCGCTGATGCAGG1
3156 CHIP3422 STM/STY STM0863 STY0896 ATGACGCAATACGCTTCTTCCTTACGAGAACCAACTGCCAAACATGACGCAATACGCTTCTTCCCTTCGTAGCCTCGCGGCAGGTTCGGTTCTCTTATTCCTTTTCGCTTCGCCTGTAAAGGCAGAGGAACAAACGATCGCGCCGCCGGGCGTTGATGCGCGAGCCTGGATCTTAATGGATTACGCCAGCGGTAAAGTACTGGCGGAAGGCAACGCCGATGAGAAACTCGACCCTGCCAGTTTGACAAAAATTATGACCAGCTACGTGGTGGGCCAGGCGCTGAAGGCAGGGAAAATCA1
3157 CHIP4381 STM/STY STM0466 STY0510 ATGCTGGTTTCTTGCGCATTAATACACCCAGCGATAGCGTATGCTGGTTTCTTGCGCATCCGGGCTTTCCTCCCCCCTTATTCCAGATTATCCTGAAGCATTAACGCAGGATTCTATTATGGATATTCAGGACACATTTCCTCAACGCGTCTGGCAAATCGTCGCCTCGATCCCGGAAGGGTTTGTCACGACCTACGGCGATGTCGCCCGGCTTGCCGGTTCGCCTCGGGCGGCGCGTCAGGTCGGCGGAGTTTTAAAACGTCTGCCGGAAGGCAGCACTTTACCATGGCATCGGG1
3158 CHIP4343 STM/STY STM0391 STY0424 ATGCTACAAAGCAATGAATACTTTTCCTTACAAATAGCGGCACAGATACGATGCTACAAAGCAATGAATACTTTTCCGGGAAAGTTAAGTCTATTGGATTTACCAGCAGTAGCACCGGCCGGGCCAGCGTTGGTGTGATGGCGGAAGGGGAGTATACATTTGGCACCGCCGAACCCGAAGAGATGACGGTTGTGAGCGGCGCGTTGAAGGTACTGTTGCCGGGAACTGTCGAATGGAAAGTGTATACAGCCGGTGAGGTGTTTAACGTGCCTGGCCACAGCGAGTTTCATCTCCAGGTTGCTGAGC1
3159 CHIP4273 STM/STY STM3127 STY3296 ATGCAAGCTTTTAAACTCAATCAACCTTAACCCTGCTTATGGCTTTCATGCAAGCTTTTAAACTCAATCAACCTGTTCCTGAATTACAGCCAATCGGGAGTGTCAGCCTGTTGGGGGCGTTGCCAACAGAAGGCGATCCCCAGGTCGCCGTTGCGATGATTTACGGTAAACCTGAGGACGTATTTACCTGTGGACTGTTTTCATCGACCCGCGGCGGTTTCACTATGATTTATCCCTTTACCGAGCACGCAACCGTGCTGGAAGGGGAAGTGGAACTCACTGTTGCGGGTCAGGAACCGATAC1
3160 CHIP4432 STM specificSTM0561 ATGCTGCGCAGAGCGATCATTAACGGAGGTGTTTGGGATGCTGCGCAGAGCGATCAGTAATTTACTCTCTAATACGATGCGCTATACGCCGCCGGGTAAAACCATTACTCTTCGGATAAAAGAAGCGGACGACCAGATACATATTATTGTTGAAAACCCCGGTACGCCAATCGCGCCGGAACATTTGCCGCTCCTTTTCGATCGTTTTTATCGCGTTGATCCCTCCCGCCAGCGTAAAGGGGAAGGCAGCGGTATAGGCCTGGCAATTGTAAAATCCATCGTCACTGCGCACC1
3161 CHIP4433 STM specificSTM0562 ATGCGGCCAAAAGCCATGATTATGCCGCAAGGCGACGGTGCGGCCAAAAGCCATGACGGTAGCGGTGATTATCGCCGGTCTGCTACCTGTTTTATGGGGGACCGGCGCGGGTTCTGAGGTGATGAGCCGTATTACCGCGCCATTGCTGTCGCTGTTCATCATTCCGGCAGCCTACAAGCTGATGTGGCTGCGCAGGCATCGTCGCCTTGCGGCATAA1



3162 CHIP1527 STM/STY STM2541 STY2787 ATGTCGATTACACTTAGCGACAGTGTTACACGTGGAAGCTTTCGCATGTCGATTACACTTAGCGACAGTGCAGCAGCGCGAGTTAATACCTTCCTGGCCAACCGTGGTAAAGGGTTTGGTCTGCGTCTGGGCGTGAGAACCTCCGGCTGCTCAGGTATGGCTTATGTACTGGAATTTGTTGACGAGCCAACGGCGGAAGACACCGTGTTTGAAGACAAAGGCGTTAAGGTAGTGGTTGACGGCAAGAGCCTGCAATTTCTGGACGGTACACAGCTGGACTTCGTAAAAGAAGGTCTGAACG1
3163 CHIP4508 STM/STY STM1983 STY2191 ATGAAGGTGAATGATCGGGTAACTTAGTCCTGCTCCGCCTTCATGAAGGTGAATGATCGGGTAACCGTTAAAACGGACGGCGGTCCCCGCCGACCGGGCGTGGTACTGGCAGTGGAAGAATTTAGTGAAGGCACAATGTACCTGGTTTCGCTGGAGGATTACCCGCTCGGCATCTGGTTCTTCAATGAGTCAGGTCACCAGGATGGTATTTTTGTCGAGAAGGCGGAGCAGGACTAA1
3164 CHIP4541 STM specificSTM2231 ATGCTGGACAAACCGCTGTTACTCGCTCACTAACCAGAATTCATTGCTGGACAAACCGCTGTGTGGTGACGGTCTTCCGGCCATTAGGTTCCTGCTGTATCGAAGCATACCAGGCTATTTCAATATTGATGGTTTGCCCGGAGCAAAAGATATCATTCTGGGAGAATTGACTAAGAGGGTTCACCGGATCTTCCCCGATGCTGATGTTCGGGTTAAACCGATGATGACACTACCGGCGATCAATACTGACGCCAGCAAGCATGAGAAGGAACAGATAAGCCGTACTGTTCAGGAAATGT1
3165 CHIP4518 STM/STY STM2185 STY2415 ATGATCATGGATGTACAGACGATATTTGTTAACGATAAAAAAGAAGATAAATAATCATTCCAATGATCATGGATGTACAGACGATATTTGTCATATTAGCCTTTCTGCTACTCCCGCTTTTTTGCTTCCGTGAGGCCTGGAAAGGCTGGCGAACCGGCGCGGTAGATAAAGTTGTCAAAAATGCGCGAAAACCGGTTTATGTCTATCGCCATGCCGATCCCGTACAATATTGGTCTTATCTTTTTCTTTATACCGGTTGCGGTTTTTTATTTACTGGAATGATTATTTATCTTCTTTTTTATCGTTAA1
3166 CHIP4495 STM/STY STM0825 STY0862 ATGGCATCCGGCTGGGCATTAGCGTAACTGGCTGTCTTTTGATGGCATCCGGCTGGGCAAATGACGACGCAGTGAATGAACAAATCAACAATACCATTGAAGATGCCGTTGCCCGCGCTCGCGGCGAACTTCCCCACGGCGAAAGTCGCGATGAATGCGAATCTTGCGGCGATCCTATCCCTGAAGCGCGGCGTAAAGCCGTGCCGGGCGTTCGGTTATGCATAGCCTGCCAACAGGAGAAAGATTTACATAACGCAACATTTTCAGGATATAATCGTAGAGGTTCAAAAGACAGCC1
3167 CHIP1962 STM/STY STM4450 STY4789 ATGACTTATGAACTGGAATTCGACCTTAAAGCCGTTTGTTTGCATCGATGACTTATGAACTGGAATTCGACCCGAGGGCCTTAAAAGAGTGGCATAAGCTGGGCGATACGGTGAAGGCTCAGCTTAAGAAAAAGTTGGCTGATGTGCTATTGAACCCCAGAATCGACTCTGCCCGTTTAAACGGTCTTCCTGACTGCTATAAAATTAAGCTTAAATCGTCCGGTTATCGTCTGGTGTACCAGGTTCGGGATGACGTTGTGATTGTGTTTGTTGTTGCGGTCGGCAAGCGAGAACATTCAGCCG1
3168 CHIP2013 STM/STY STM4523 STY4880 ATGACTACCGTCCATTCTATTGCATTACTTAGAACCTGCCATCACGTCATGACTACCGTCCATTCTATTGCAGATCCGTGCGATCCAGAAGTCTCCCCAACAAATAACCGTCACCTTACCGTGAGTTATGCGAGTCGTTATCCGGATTATACCCGCATTCCCGCCCTCACCATGAAGGGCCAGTGGCTGGAAGCCGCCGGTTTCGCCACCGGTACCGAGGTGGATGTGAGGGTGATGAACGGCTGTATTGTGCTGACGGCACAGCAGCCGCAACCAGAAGAAAGCGAGTTGATGCAGTCGCTGC1
3169 CHIP4173 STM/STY STM2923 STY3048 ATGATTTGCCCACGCTGTTTACCGTTTGTCTTCTGCCAGCATGATTTGCCCACGCTGTGCCGATGCACATATTGAACTCATGGCGACTTCGCCGGTAAAAGGAGTCTGGACGGTATATCAGTGTCAGCATTGTCTGTATACCTGGCGCGATACCGAACCGTTACGCCGTACCAGCCGCGAACACTATCCACAAGCGTTTCGCATGACGCAAAAAGATATTGATGACGCGCCAATGGTGCCGAGTATCCCGCCGCTGCTGGCAGAAGACAAACGGTAA1
3170 CHIP2309 STM/STY STM1369 STY1754 ATGGAATTGCATTCAGACACGTTATACCCCAAAACTTTCGCCGATGGAATTGCATTCAGACACGTTTAACCCGGAGGACTTCCCCTGGCAAGGGCTGACGCTAACGCCAGCGGCGGCAGCGCACATACGTGAACTGGCAGAAAAGCAGCCGGGCATGTTGGGCGTGCGGTTAAGCGTAAAACAGACGGGATGTGCCGGATTTGGCTATGTTCTGGATACCGTTCGGGAGCCGGATAAAGACGATCTGGTTTTTGAAGCCGAAGGCGCAAAGCTTTTCGCACCGTTACAGGCGATGCCTT1
3171 CHIP2327 STM/STY STM1123 STY1158 ATGAAACGAATTTTCCTTACCTGCTTAACCGGCTGGCGGCAGATGAAACGAATTTTCCTTACCTGCGCGGCGTTGTTGATCAGCAGTCAGGCGTTGGCCGATGAGTGTGCCAGCGCCAGTACGCAGCTGGAAATGAATCGCTGCGCCGCCGCGCAATACCAGGCGGCAGATAAAAAGCTGAACGAAACCTATCAAAGCGCGCTTAAGCGTGCGCAACCGCCGCAGCGCGAGCTGTTACAAAAAGCACAGGTGGCATGGATTGCCCTGCGCGACGCCGATTGCGCGCTGATTCGCTCAG1
3172 CHIP2359 STM/STY STM1377 STY1745 ATGAATCGTACTAAACTGGTACTGGGCTTACTTACGGTATTTAGTAGCCTGGTTGTATGAATCGTACTAAACTGGTACTGGGCGCGGTAATCCTGGGTTCTACTCTGCTGGCTGGTTGCTCCAGCAACGCTAAAATCGATCAGCTGTCTTCTGACGTTCAGACTCTGAACGCTAAAGTTGACCAGCTGAGCAACGACGTGAACGCAATGCGTTCCGACGTTCAGGCTGCTAAAGACGACGCAGCTCGCGCTAACCAGCGTCTGGACAACCAGGCTACTAAATACCGTAAGTAA1
3173 CHIP2496 STM/STY STM3652 STY4150 ATGCTATACAAGGGGTGTCTCATGATTACACGTCCCACTGAGGTTTCATGCTATACAAGGGGTGTCTCATGAAATCAGATGTTCAACTTAACCTTAGAGCTAAGGAATCGCAGCGGGCGCTCATTGATGCAGCTGCGGAAATCCTTCACAAGTCACGTACAGATTTCATTCTGGAAACGGCCTGCCAGGCTGCCGAGAAAGTGATCCTTGACCGCCGTGTATTTAACTTTAACGATGAGCAATATGAGGAGTTCATCAATCTGCTTGATGCACCGGTCGCAGATGATCCCGTTATCGAAAAAC1
3174 CHIP2521 STM/STY STM3703 STY4092 ATGCAAGAAATTATGCAATTTGTTGTTACTTACCGCGCACCAGAATGCAAGAAATTATGCAATTTGTTGGCCGTCATCCCATACTGAGTATCGCCTGGATTGCGTTACTGGTGGCGGTTTTATTTACCACGTTCAAAGGTCTGACTTCAAAAGTTAAGGTGATTACACGCGGCGAAGCCACGCGCCTTATCAACAAAGAGGACGCCGTTGTTGTGGATTTACGTCAACGTGACGATTTCCGTAAAGGCCATATCGCTGGCGCGACCAATTTGCTGCCGAGCGAAATCAAAGCCAACAATG1
3175 CHIP2624 STM/STY STM0037 STY0045 ATGAATATGTTTTCTCACATTAATGTCGTTAGTTACGTGAAGCGTTATATTCAAATTTTAGGTGAATATGTTTTCTCACATTAATGTCGATGCTTGCAAAACGCCAGGCTGCAAAAATCTGGGGATTCTGGGGAGCCCAGACTATCTACCGCAAGGGAAAAATGTTCTCTGTCGAGCGTGCGGTTTTTTGTTCCCCATTATCTCAGCCAGATCGCTTAATCTTTTTCGCCAGGCGGCGAATCAACCCTGGAAAGGTCTGGTGAAGTCCTGTCCGCATTGTGGCGGGACGTCGCTGAAAAAATATGGATTTTCCACTA1
3176 CHIP2640 STM/STY STM0071 STY0081 ATGGATATCGTTGGCGGACTTATTTCAGATTTTTTTTGATTATTTTTCCTGATGGATATCGTTGGCGGACAAAACTTACGTCAGATGTGGGACGACCTGGCCGGGGTGTACGGAGATAAAACGGCGTTAATTTTCGAATCCTGTGAGGGAATCGTTCGGCAGTTTAGCTATGCTTCGCTCAATGAAGAGATTAACCGCACGGCGAACCTTTTTTATTCCTTAGGGATCCGCAAGGGTGATAGGGTCGCGCTGCATCTGGATAACTGTCCGGAATTCATCTTTTGCTGGTTTGGACTGGCAAAAATCG1
3177 CHIP2625 STM/STY STM0038 STY0046 ATGAATACGTTAACTACAACGTCTGTTGTTTACGCGTACAGATCCATTTTATACACATGAATACGTTAACTACAACGTCTGTTGTCCTTCCTGCGCCGCGTCCGGCGATTAATCAGGGTATCGATATCAATAATGAAATGGTGCTTAACCATACCGCTATTTATGAAAATTGCCTTGCGCAGGTCACGCAAGAGAATACGGTAGAAAATGCGCTCATGTTGTTAGACCCTTACGGCACGGCGCCTTTAAGCGCTTATGCCGGGGTCTGGAGTCTGGAACCGGCTGAGATCATAGTCACGGTCCAGGATGCGG1
3178 CHIP2649 STM/STY STM0087 STY0102 ATGATCAGTCTGATTGCGGCTTAACGACGCTCCAGAATCTCGATGATCAGTCTGATTGCGGCGTTAGCGGTGGATCGCGTCATCGGTATGGAAAACGCCATGCCGTGGAACCTGCCTGCCGATCTCGCCTGGTTTAAACGTAACACGTTAAATAAACCTGTCGTCATGGGACGTCACACCTGGGAGTCCATCGGACGCCCCTTACCGGGACGTAAAAATATTGTTATCAGCAGCCAGCCAGGCACCGACGATCGCGTGCAGTGGGTGAAGTCTGTCGATGAGGCGATTGCCGCTTGCG1
3179 CHIP2651 STM/STY STM0091 STY0106 ATGAGCAGTGCGCAACGCTTATTGGGTATTAACAATCATTTTGATGGATGAGCAGTGCGCAACGCGTTGTTATCACTCCCGGCGAACCCGCCGGGAGTGGCCCCGATCTTGTCGTCCAACTGGCGCAACGCGCGTGGCCGATTGAACTGGTCGTCTGTGCGGACGGCGCGCTCCTGACGGAGCGGGCCGCCATGCTCGGCCTGCCTCTCTCGCTTCTCCCTTACTCGCCTGATGTCCCCGCTGCGCCGCAGCCCGCGGGAACGCTGACCCTATTGCCGGTCTCGCTGCGCGCGCCTGCCATCT1
3180 CHIP2644 STM/STY STM0080 STY0091 ATGCAAAAACGTCTTATGACCGTTAATTATCCAGCTCGCTCATATTTTTCATGCAAAAACGTCTTATGACCGCACTGTTTACCGCAGCAACACTATTCACCGTCGCAGGATGCTCTTCTAACCAGGCGGTTGAAACCACGGATGGCAAAACTATTGTCACCGACGGGAAACCCGAGGTCGATAACGATACCGGTATGGTGTCTTACAAAAACGCCGCCACCGGGAAAACCGAACAGATTAACCGCGATCAGCTGAAAAATATGAGCGAGCTGGATAATTAA1
3181 CHIP0995 STM specificSTM2630 ATGCTTAAACAATGCGGTTACTGCTTAACTTTCGTGCGCCATCTATGCTTAAACAATGCGGTTACTGCCGCAAATCCATTGATGAAGGCAAAGAAGTAAAAAACACCCTTCTCTATCTCAACGGCTCGCAACTGGCGCGCAAAGAAAAGGAATATTGTTCCAGGCAGTGCGCTGAATACGACCAGATGGCGCACGAAAGTTAA1
3182 CHIP2809 STM/STY STM1632 STY1439 ATGTATCTTAACCGCTTTTGTTATTTACTCCTTAGTAAGACAAAAATGGATAGAGTCGATAAATCATGTATCTTAACCGCTTTTGTTATTTACTCCTGATCTTCGCTGCGGTCGGAAGCATTTTTACATCGCATCCCGTCGCGATGTGGTTCCTGCTCGCCAATGTGCTAACGCTGGCGATCTACGGTATAGACAAAACGGCGGCACGTAAAACCTGGCGCAGAGTGCCGGAATCCACTTTGTTGGTGTTTGGGGTTGTCGGTGGGTGGCCTGGGGCGATTGTTGGTCAACAACTCTTCCGTCATAAAACGCAAAAGCAGC1
3183 CHIP2842 STM/STY STM1689 STY1372 ATGAGCGCGCTATTTCTGGTTAGCGCTCTCTCCAGTTCGATGAGCGCGCTATTTCTGGCCATCCCGTTAACCATTTTTGTGTTGTTTGTGTTACCGATTTGGCTGTGGCTGCATTACAGCAACCGCGCCGGTCGGGGAGAACTGTCGCAAAGCGAGCAGCAACGCTTACTGCAACTCACAGACGATGCGCAACGTATGCGCGAGCGCATTCAGGCGCTGGAAGACATTCTTGATGCAGAGCATCCGAACTGGAGAGAGCGCTAA1
3184 CHIP2835 STM/STY STM1673 STY1391 ATGCCAGGGAAACGAGAAATGTTACCAGTCCAGCTTCGATGCGTGCCAGGGAAACGAGAAATGCAAAAATGTAGTCTTATTACGGTACTTAGCTTATCAGTGTTGATGCTAGCCGGATGTACAACGACCTATACCATGACGACCCGGACGGGAGAGATTATTGAAACGCAGGGTAAGCCGGAGGTTGACACCGCAACCGGAATGACGAAATACGCTGATGTTTATGGTTATCATCGCGTTATGAAAACCAGTGAAATAGTGCAGACGACAGAAGGCGCATCGAAGCTGGACTGGTAA1
3185 CHIP2805 STM specificSTM1628 ATGCCGCATTCACCTGAATTATTTTAGATAAGCGCGAAGAAGATGATGCCGCATTCACCTGAAGATAAAAAACGTATCCTTACCCGTGTTCGTCGCATACGCGGGCAGGTCGAAGCGCTGGAGCGGGCGCTTGAGTCTGGCGAACCTTGTCTGGCGATTCTGCAACAGATTGCCGCCGTGCGCGGCGCGTCTAATGGCCTGATGAGTGAAATGGTTGAAATCCATCTGAAAGATGAGCTGGTCAGCGGGGAGACTACGCCAGATCAGCGCGCGGTTCGGATGGCGGAAATCGGCCATCTTC1
3186 CHIP3184 STM/STY STM3196 STY3375 ATGGCGTCCACATATCGCTTACTCTTGTTGTGGATCGACTGGATGGCGTCCACATATCGCACTACAATAAGAGCTAACACTTACCAGTTCAGGGAAACCACAATGATTGACCCGAAAAAAATTGAGCAAATCGCACGCCAGGTTCATGAGTCAATGCCGAAAGGTATTCGCGAGTTCGGGGAAGATATCGAGAAAAAAATCCGTCAAACGCTGCAATCTCAGCTGACGCGTCTCGATCTGGTGAGCCGCGAAGAGTTTGATGTCCAGACTCAGGTCTTGCTGCGCACCCGGGAAAAAC1
3187 CHIP1067 STM specificPSLT044 ATGAGCAGCCGGCGTAGCTTAACCCGCATGGTCCTCTATGAGCAGCCGGCGTAGCGCGATTCCGTCTGACTCCCTGTTGCAACTACGGCAACGGCTCGATCGCCTGCCGCCAAAAAGCCCTGAACGTGCCAATCAGATTGCCGCTACCGCCCAGCTGTATGGTATTTCAGTCACGACGGTTTATCGCGCTCTTCACCTTGTTTTGAAACCGCGAACGGCCCACCGCAGTGATCATGGTCAACCCCGGATACTGCCACCGTCCGAGCTGGAGCATTACTGCGAACTGATTGCTG1
3188 CHIP1060 STM specificPSLT028 ATGCAGTTTAAGGTTTACACCTGTAAAAGTTAGATCCCCCGGAACATCAATGCAGTTTAAGGTTTACACCTGTAAAAGGGAGAGTCGCTACCGGCTGTTTGTGGACGTGCAGAGCGACATCATTGACACCCCCGGACGGCGGATGGCTGTCCCGCTGGTCAGCGCCCGTCTGCTGTCGGAAAAGGTTCCCCGCGATCTTTACCCGGTGATGCATATCGGGGATGAGCCTTACCGCCTGCTGACCACGGATATGACCAGTGTGCCGGCCACCGTCATCGGGGAAGAGGTGGCCGATCTCAGCCTCC1
3189 CHIP1100 STM specificPSLT091 ATGAAATGGCGGGGGCTGTTATTTTCTGCCGTCCTCCGGTGAAATGGCGGGGGCTGACAGCCCTGCTGATATGGGGGCAGAGCGTGGCGGCCGCAGACCTGGGCACCTGGGGCGATCTGTGGCCGGTGCAGGAGCCGGACATGCTGGCGGTGATTATGCACCGGCTGGAAGCCCTGCAGCAGTCCGGTGAGATGGGCCGCCGGATGGAGGCCTTTAAGGAGCGGGTGATCCACAACAGCCTGCGACCGCCTGCGGTGCCGGGTATCGGGCGCGCGGAGAAATACCGCAGCCGGC1
3190 CHIP0654 STM specificPSLT037 ATGAGAGTTTCTGGTAGTGCGTCATTAATCGTGTTTTTCATCATAAGCCCATGAGAGTTTCTGGTAGTGCGTCATCCCAAGATATAATATCACGTATAAATTCAAAAAATATCAATAATAATGATTCAAATGAAGTCAAGAGAATTAAAGATGCGCTTTGTATTGAATCAAAAGAGAGAATTTTGTATCCACAAAATTTGAGTCGAGATAATTTAAAACAAATGGCTAGATATGTAAATAATACATACGTCCATTACTCTGGGAACTGCGTTTTATTATCAGCGTGTTTACATTATAACATACATC1
3191 CHIP1077 STM specificPSLT063 ATGTACGGAACCGTCAGCATTAGTAGTTTCCTTCGGTCAGGTTATGATGTACGGAACCGTCAGCACCATCTGCTGCGACTTACTGAAAGTGTATGAGAATCACGAAAAAATCGCTGTCATCATCTGGTGTGAAGGCGATGTGCGGGAAATGGGGGCGGAGTTTAATCCGACCGCTGATGACATACAGGCCGTACTGCGCGCCATTGGCGAGTCGGACAGTGATGCGCTCTGGCGTGATGGTATTGGCCAGAATTTTGTTGAGGGTGTATTACGCGAGTTAGTCGCACTGCGCCCACCGCGCC1
3192 CHIP1109 STM specificPSLT100 ATGCAGGGTAAAACGAGAATTAAACCTTACTGCGCACCTCCGCCATGCAGGGTAAAACGAGAATTAAACCGCTTTTCATATTATGTACGGCGCTGATGACCGTCGCACCCGCCGTCTCTGCCGATGTGAACAGCGACATGAACCAGTTCTTCAATAAGCTGGGCTTTGCTTCCAATACCACACAGCCCTCCGTCTGGCAGGGACAGGCGGCAGGATATGCCTCCGGCGGCTCTTTATATGCCCGGACACAGGTAAAAAATGTCCAGCTGGTCTCCATGACCCTGCCGGATATCAATGCCG1
3193 CHIP4892 none R460037 ATGGAAACTATCGAAATCACCGCTTAATCAATGGCACGATAAATACGAATGGAAACTATCGAAATCACCGCCCGCTACATTTCTGAAAACGCCCGCATGAACTTCATGCCTGCGGCATTTCGTGGCGCTTTCTTCAGCGCAGATCACTTCATTCAGTCCTTTCTGAATCGTTACGCTAAAGACTACCAGGGAGGGTATTGGGAATACCTTCAGGCCAGCAATGGCGCGTTTTTTATGGAAGCGCCCCAACCTCTTTGGCTCTCGTTACCTAACTATTTTGAAGGTGAATGCAGCGCGCGCGAAG0
3194 CHIP4893 none R460038 ATGAAGGTCGATATTTTTGAAAGCTCTTAGCGCAAACATACCGGAATGAAGGTCGATATTTTTGAAAGCTCCGGCGCCAGCCGGGTACACAGCATCCCTTTTTATCTGCAAAGAATTTCTGCGGGGTTCCCCAGCCCGGCCCAGGGCTATGAAAAGCAGGAGTTAAACCTGCATGAGTATTGTGTTCGTCACCCTTCAGCAACTTACTTCCTGCGGGTTTCTGGCTCGTCAATGGAAGATGGCCGCATCCATGATGGTGACGTACTGGTTGTGGATCGCTCGCTGACGGCCAGCCACGGCT0
3195 CHIP4880 none R460015 ATGGCATTCACCCTGGTACATTATGCAGCCTTCTTCCCGATGGCATTCACCCTGGTACAAGACATTTTCGCAAAAGTAGACGGGGCGATTACGTCAATGGTGAGCGCCAACGTTGCCACCATTATCTCTGACGTTACGCCTCTGGTGGCAACCTGCCTGACCATAAAGCTGATGATGCAGGGCTTGTACTCGATGTTTAATCCGGGGGCAGGCGACAGCCTAAGCTCGCTGATTAAAGAGTATCTATCTATAGCCCTTATCCTGAGCTTTGCGACGGCAGGCGGCTGGTTTCAGC0
3196 CHIP4887 none R460032 ATGACTGATATTACGACCCCTTCTGTTAGCAAGTCATGTTAAATACGTGTCCATGACTGATATTACGACCCCTTCTGTTTATGTTGGCACTTACCATAAATACAACTGCGGAAGCATTGCGGGAGCCTGGCTCGATCTGACCGATTTTGATAGCTCAGAGGAGTTTTACGAGCGCTGCCGCGAGTTACACGCAAATGAGGCTGATCCAGAATTTATGTTCCAGGATTGGGAGGGTATTCCGTCTGATATGGCGTCAGAGTGCCATATCAACTGGGATTTTATTAACGGCTTTAAACAAGCCCGCGAGG0
3197 CHIP4874 none R460009 ATGGAACGTTTGTATCTTGTATTGCTTACTCACTATCTTCTGTTGATTGCAGAATGGAACGTTTGTATCTTGTATTGCAATCACAGATCCTGGAGTTATTTGAAGCAGGAAAAGTGAAGGAGGTAACGATAGAACGGGTTTCATTAAAGAAGTGGTATCCCGTTTTTCAGATAGACGATGAACAGCTGGGCCAGATCGCATGTTCCATTCGGGTTAACAAAGAGCATGAGCTACGAACCTGGGCTGATTTAAGGCTACTGGCAGAGTTTTTGAAAGATAAGTGTGGCGTTGAAGAATGCCGGTTAAATC0
3198 CHIP4750 STM/STY PSLT010 CGGTCTCCCCTGTAACAGAACATACAGGAGCCCGTTGTTCCGGTCTCCCCTGTAACAGAAAACATAACCTTCACCACCACGATGTTCAGATATTTATGTAATCAGAAAGCAGCACTGCTGACCGCCATTCTCCTGATGGCGGCCGGCGTGCTCACCCTGTGTTTCCCGGAGTCCTGGTACCCGCAGGAAACAGAATGGCATCTCACGGCAGAAAAAGAAATTACCGGGATACACGGCGGCCTCTCCGGCCTGACATGGAACCCGGACAGCAGAACGCTGTTTGCCGTGACCGACCA1
3199 CHIP4826 STM specific CTTGGACGCAGGAGGAATTATCACGTGAAAGTGGATCTGGCTTGGACGCAGGAGGAATTATGGCTAAACCAGCCTATCCAACCGGCGTTGAAAAACACGGAGACAAACTCCGTATCTGCTTCCACTACAAGGGGAGGCGTGTTCGTGAAAATCTGGGGGTGCCTGATACCCCCAAAAATCGCAAGGTGGCCGGAGAACTCAGGGCTTCGGTCTGCTTTGCAATCAAGGTAGGTACTTTCGACTATGCGGCGCAATTCCCTGACTCACCGAACCTGAAACTATTCGGGATTGTGAAT0
3200 CHIP4830 STM specific CACTGGATGTATCGGGTCTTGGTTCTGCGGGACCTGGTTAGCACTGGATGTATCGGGTCTTGATGATGCAGCTATTAAAGCGGCTACGGGTGGTACGAATGGTACGGCTTCTGTAACCGGTGGTGCGGTTAAATTTGACGCAGATAATAACAAGTACTTTGTTACTATTGGTGGCTTTACTGGTGCTGATGCCGCCAAAAATGGCGATTATGAAGTTAACGTTGCTACTGACGGTACAGTAACCCTTGCGGCTGGCGCAACTAAAACCACAATGCCTGCTGGTGCGACAACTAAAAC0
3201 CHIP4834 STM specific CTCTGAAGGGGCTCGAAAATCGGATACGGGCATAGTGTTTCTCTGAAGGGGCTCGAAAATGCCATTCGTAACCTGAACAGTCTGGACAGGCATATGGTGCCGCAGGCCAGCGCCTGGGCAGTCAACCGCGTGGCGGCCTCGGCGGTGTCCGCCGCCACGCACCGTGTGGCGAAAGAGGCTGTGGCGGGAGATAACCAGAAAAAAGGGATCCCTTTCCGGCTGGTGAAACAGCGCGTCAGACTCTGGAAGGCGAGCGCAACGGGAAAACACTATGCCCGTATCCG0
3202 CHIP4838 STM specific CCGTCCGTGATCAGTGTTTATGCGATACGCAGGGATTTCCGTCCGTGATCAGTGTTTCCGGGGTGACCGTGGCGCCGTTAAATGCGTCGGTGGCTGTCGGGGCCACCACCACGCTGACTTTTACCCTCAAACCGGATGATGCCACGGACAAATCCCTGCGTATCGCAT0
3203 CHIP4842 STM specificSTM0922 GGAAAAGACTATCCTGGTGCATCCATCCGGAAATACATCGTCGGAAAAGACTATCCTGGTGCATGCCGCAGCGTGTGCACCGGCAGAATCGTGCGGCTATGTGGTGAACACGTCTGCAGGGGAACGGTATTTTCCCTGCCAGAATCTTTCCGCTGAACCGACGATGTATTTCCGGATGG1
3204 CHIP4846 STM/STY STM3113 STY3268 AGTTCTGTCTGTGGGGAAGCTCTGCGAAATCGACATCATCAGTTCTGTCTGTGGGGAAGCTGGCTCACTACCCTGGGCTCGTATATGTTCGTCACCTTAAAATTTGACGGCGCATCTATTGGCGCAGTTTATAGTTCACTGGGGATTGCCGCCGTCTTTATGCCGACCTTGCTAGGCATTGTGGCTGACAAATGGCTGAGCGCGAAATGGGTCTATGCCCTGTGTCATGTCGTCGGCGCCATCACGCTATTCATGGCCGCGGAAGTCACTACGCCTGGGGCGATGTTCTTTGTGAT1
3205 CHIP4926 STY specific STY0311 ATGGGTAATTATGATAAAGCGTGTAATAACATTATTTTACTGAACATGCCATTCTCCATGGGTAATTATGATAAAGCGTGTAATAACACAGAGGCGGTAAGGTTTATTCAAAAATATAAGAATGATTGTGAGATAATCGCTAATCAACTTGAAGTGCCAGTGGAGTTTATACTGGCGGTTGCAGCAAAGGAAAGTCGTTATGGGCAGGGAAGGATTGCAACTGAATATAATAATTTTTTTTCAATGCATGGTCCGGCACCATTGCAGTTGAGTAAAGTTCATCCTCAGGGAAGTCACGACGTGTGGGTTGCCA0
3206 CHIP4942 STY specific STY0350 ATGGTTAAATATCACCCCGTGCTTATATACACCAAGTTTCATTTTTTTTATGATCCATGGTTAAATATCACCCCGTGCATGTAACAAAAAACCGCATTAAAACAGATGATGTTACTGATATTTATTTCGTTGAACCCTTCTGGAAAAAAGGCGAAAACCACATAATTGAGTCATTGATGTTTTTTGAAGAGTTACAAAAGTCATTTAATTTATTCAACCATAAATATGGGTTAAATAAATATATACTCAGGATCCCCTGGGAATTTGTGCTCATACATATGGAAAGGATCAGTAAATTAAATAGCGTCGGGT0
3207 CHIP4958 STY specific STY1018 ATGAACGCATATCTCACTTACGACCTTATTCCTCTGATTCAATATCAATTTGATGATGAACGCATATCTCACTTACGACCGGATCGAGGCTCAGGACTGGACCCGGCATTACCAGCAAATCGCCAGAGAAGAGAAAGAGTCAGAACTTGCTGACGATCTGGAGAAAGGACTGTCGCTTCACATGCTGGAGTCGCTGTGTATGGACGAGCTACCACGCCACGGCGCCAACAAAAAAGCGATCAGCCGGGCATTTGATGACGATGTCGAATTCCAGGAGCGCGCGTCGGAGTTTGTGCGGTACATGGCCGAGA0
3208 CHIP4974 STY specific STY1045 ATGGTATGTAACCACTCATTTTGGGTTAATTACTTAATAGCTGTTCGATATTAGATGGGGTGGTATGTAACCACTCATTTTGGGTAATAACTATGAATCAGGCTATTGAGCAAATTATTCACAGCTCTTTGAATAAAAACGAGCCAGGCGCTGGCGTTGGTTCTTCAGTTACAGCTAATGATATCATTGAAGGGGTAAGACCCTACTACCAAGCAGCGAGTGGGGCGGAGAAACTGTCTATTGTCGAAAGGCTAAACAAACTAAAAGTAGAGCCTGGTGTCCCGATCCCATCTAATATCGAACAGCTATTAAGTA0
3209 CHIP4989 STY specific STY1061 ATGAACGCTGAAACTATTAAAGATTTCCTTAACCCACCCTCACCTGATTACATGAACGCTGAAACTATTAAAGATTTCCTCGTCTCGCTTGGCTTCAGTGTGGATGATGCAGGAGCGAAAAAGTTCGGTTCTGTCCTCGCCGGTACAACTGCAAATGTCATCAAAATGGGGCTGGCTGTTGAAGGAGCTGCGCTGTCCGTGGTGGCCTTCACGGCTAAGATCGCCTCCGGCCTGGATAATCTTTACTGGGCGTCACAGCGCACCGGCGCGACAGTCCAGGGAATTCAGTCTATTGGCTATGCGGTTT0
3210 CHIP5097 STY specific STY2036 ATGACTGCATATCTGTACCGGATGTTAAATCTTCCAGGAGATTTCTGCGATGACTGCATATCTGTACCGGATGCCTGTTGGCATTGCCGGGGCTATCTCTCGCCCGCAGGACTTAACCGTCGAACCGGTGATCCTTAAATCCGATAACGCCTTCGCAGCGTATGGTCTGGCTGGCAAATACGACGCTGACGGCTTTTTCGTGCCGCTGGCGGAGGGTGACACCGTCGACAAGGTGAAGGGTATCTACGTTCGTCCGTATCCGACCACATCGCAGCCAGACATGGTTCGCCAGGTGGGTACTGATA0
3211 CHIP4944 STM/STY STY0476 ATGAAAATTAAATTCTTATCATTATGTATTTTAGCAGTTAACGAGGCCGGCCTGGGTGAAAATTAAATTCTTATCATTATGTATTTTAGCAGGTGTTTTATTTGCTAACCAGGTGAATGCATCAGAGAACAACAGTAAAGATGATGTAAAATACGCTGCGCTTACCCAGAAGGATTTTGATGCTTTGCCTGTGGAAAAAAGAGCTTCGGTTCTGGATGAACTGGGGTTTATCCATGAATACGGCCTTAATGTACCGATGAATCGCGAACAGGCGTTGCAGTATTATAAGCAGGCCTGTGAGCTTGGCGGTA0
3212 CHIP4960 STY specific STY1020 ATGAACTTTGGAGAGCGTTTACAATTAGCGAGAAGGAGGCTCGATGAACTTTGGAGAGCGTTTACAAAGAGTGCTTAATGAGACTGGGATCACCCAATCTGAGTTAGGTCGTAGAGTCGGCGCTACCTCTCAATCAGTTAATGGTTGGTGTCAGTCCGGCATTCTTCCCCGAAAAGATATCTTAGAGTTGTTACCTAAGGCCACGGGTAAGCCGTTGTATTGGTTCTTCATGGAGGATGATGATGAATCGGATGTGCCTGAACGTCTAACACAAGGTGGTCCAACAGATCTCAATGACC0
3213 CHIP4976 STY specific STY1047 ATGACTTCTACGCCGATATCCATTAGGCCTGTCTCCCCAACTATGACTTCTACGCCGATATCCAGACCGACGCTTAATCCGGCCCTGAGAAACTTCTGGACCACGCAGGCGCGAAATAAAGTGCTCTATGGCGGGCGGTCATCGTCAAAATCATGGGATGCAGCCGGATTTGCAATATTCTTGGCAAATAAATACAGCCTGCGTTTTTGCTGCGCTCGCCAGATCCAGAACAAAATTGAAGAATCGGTTTACACGCTTCTCAAAATTCAGATAGACCGGTTTGGCCTGCGGCATCGTT0



3214 CHIP4991 STY specific STY1063 ATGACAATTCAGGAAATTCCGCTTACTCCGTTGATACCAGTAAATGGCATGACAATTCAGGAAATTCCGCTGACAGCGGACAACCAGCAGTTCAGCATCGTCCTGGGTGGTGTCACCTGGCGGATTAGCATCATATGGCGCGATCTGTACTGGATTATGGACCTGCAGAACGACAGAGGGGAGCCGGTAATCTCCGGTATTCCTCTCGTCACTGGTGCTGACCTGCTGGCGCAGTACGCCTGTATGGGGCTTGGTTTTAAGCTGGTGGTGGTCTGTGATGACAACACACAGGATTACCCCACAA0
3215 CHIP5099 STY specific STY2039 ATGGCACGAAACAAGCAAGCTTATTTGAACCATCGTAGCGACCATGGCACGAAACAAGCAAGCCCTGCGAAGAACTGCGCAGGCCACAGCTGATGGTTATGAGAATTTTATTGCCCGCGTAGGGATGCAGACACCTAACCAGCACTCAGCATCCACCTACCGGGCTAATTTCACCAGTCGTAACCGCATGCTGGTGGAATGGTCCTATCGTTCGTCCTGGATTATCGGCGAAGCGGTCGATGCTATCCCGGATGATATGACCCGCAAAGGCATTCGCATCACTTCGGAAATTGATGCAA0
3216 CHIP5114 STY specific STY2055 ATGTTAACTGGGGCTTTTCTCTATCTGTTAGGCGATATTGGTAAAATTTACGTTGATGTTAACTGGGGCTTTTCTCTATCTGCCTTTGGTGTTCATGCCCGAGGCAGATAGCCTCAAGCACCCGCAGCAATTCTACTTAACTCTCCTTTTCCCGCAAACCGTTTTTATCCTCAACGTAAATTTTACCAATATCGCCTAA0
3217 CHIP5049 STY specific STY1625 ATGGCAGCTAACTATCTGCATGGTTAGTTGCCCCCTTTCAGGGATGGCAGCTAACTATCTGCATGGCGTCGAAACCATTGAGGTGGAAAACGGAGCCCGCCCGGTTAAAACGGTGAAATCTGCCGTTATTGGCCTGATTGGTACCGCCCCGATGGGGGATGTCAATACGCTGGTACAGTGCCTGTCTGAGAAAGACGCTGCGGCATTTGGCAGCCAGTTCACCGGCTTTACCATTCCGCAGGCGCTGGATGCGATTTATGACCATGGTGCAGGCACCGTTCTGGTCATTAACGTACTCG0
3218 CHIP5064 STM/STY STY1672 ATGAAGAATATCCTCGCTATCCAGTCTTATGTTGCCGGATAGCTCGATGAAGAATATCCTCGCTATCCAGTCCCATGTTGTTTTCGGACATGCGGGCAACAGCGCCGCCGAATTTCCCATGCGCCGTCTTGGCGCGAATGTTTGGCCGCTGAATACCGTTCAGTTTTCTAACCACACGCAATATGGTAAATGGACCGGCTGTGTCATGCCGCCCAGCCATCTGACTGAGATTGTCCAGGGGATTGCGGACATTGGCCAGTTAGCGCACTGCGACGCCGTACTTAGCGGTTACCTGGGATCTG0
3219 CHIP5080 STY specific STY2016 ATGGCCCTCAATTTGGACATTATGCTGCCACCGTAATAATGAATGGCCCTCAATTTGGACACACTCGGCTTATCGGCAACGGTAACCGCTGAGGGGATCAGTGCGCCTGATTACCAGACGATACTCGATACCCTGACGAGCTATTTCCAGCAGATTTATGGTAGTGACGCTTATCTGGAGCCGGACAGCAAAGACGGCCAGATGGTGGCGCTGGTGGCGCTAGCTATTCACGATGCCAATAACACAGCCATTTCCGTCTATAACTGCTTCTCACCTGCTACAGGTTACGGCGCAGCGC0
3220 CHIP5093 STY specific STY2032 ATGAGTTTCAAAAGCGGTGTAACATTAAGAGTCGGCATCTTTATCCCATGAGTTTCAAAAGCGGTGTAACAACGAGGGTTGATAACGCTCAGGCAATACTGGATGCGCTAAAGTCGCTAACCAAAAAGGATGTGCTGGTCGGTATACCTGCGGAAGACAGCGATCGGGATGATGTGTCGTTCGGTAATGCCGGGATTGGGTATATCAACGAATACGGTTCACCTGCACAAAACATCCCACCACGTCCGCATCTTGTACCCGGCGTTAAATCAGTTGAAGACCAGACGATGCCACAGCTTAAAG0
3221 CHIP5116 STY specific STY2057 ATGCACAGCGTTAATTTCTATTCATTCTTATATAATCACCCCTTTGTTTCCGGTGCACAGCGTTAATTTCTATTCATTCCGCGTATTGACCCATAAAGGCAGTCGAGCCAGCAAAAAACTTAATGAATTGGGTTTAAGTAATAAAAAAACGGCATATGAACTTTTTGTTGATTATTTTACTCTATATAAAAACACCCCCATCGAGTTTGGCGTATCCAAAACTAAAATATCTCTGGAACAACACGCTAAACTTCACTTTGATAACTCAAAGAAAATTATATATGGTTATATAAAAGTTGGGAAATATG0
3222 CHIP5132 STY specific STY2073 ATGAGCACCGATAAACAAGTTTACCTTAGATGCTCAGTGCTTCAAGACGATGAGCACCGATAAACAAGTTTACCCACTGTATTACGAAGCAAAAAATGACAAAGTAAGAAAACGTCTCGGTATTAAAGGCGGTTTCTACTGGGCTGAAGCGAAAAAATTATCCATTGCCATATCCCGTGGTGCTGTTGCGATTGACGATGCTGGCTACGATGAAGATGACTTTAAAAAACCTGTTCGCGTCAATTTGCCCGTTGTTGATGACCTTCCACCAGAGAGCGTATTTGATACGGAATTCTGCAACCGTT0
3223 CHIP5066 STY specific STY1760 ATGAAAACCGTCACCGTAAAAAATCTTAGGCGTTGTGCAGAATCAATGAAAACCGTCACCGTAAAAAATCTTATCATTGGCGAAGGGATGCCCAAAATTATCGTGTCGTTGATGGGAAGAGACATCAATAGCGTGAAAGCGGAGGCGCTGGCCTACCGCGAAGCTACATTCGATATTCTGGAGTGGCGCGTGGATCACTTTATGGATATCGCATCGACTCAATCCGTTCTTACCGCTGCGCGTGTTATCCGCGATGCGATGCCTGACATTCCGTTACTGTTTACTTTCCGCAGCGCCAAAG0
3224 CHIP4995 STY specific STY1067 ATGTCGGTTGAGCATACCTGTTTTATGCAGTTAACGAGTCATCACCAATGTCGGTTGAGCATACCTGTTTTCTTGAATTGGCTAAGCATTCCCTGGCTCTAAACGGTGAGATGTGGACGAGAAATGCTATTAGCCGAGCATACTATGGTATGTACCATTCCGCCTTACGGATCACCAACAATCTGGTACCGACCGCTACACAAGATGGTGAAAAACTAAAAGGTGGAGTTCACATGCGAGTCTATACGGCCTTTTGTAGTGGTGAGGCAGCTGCACTTAACGATGTTGATGTTAACGCAGTAA0
3225 CHIP5103 STY specific STY2043 ATGAAGCTGAGATATAAGCTGGTTATTGTTATCCGTCAGACTGGCTGGATGAAGCTGAGATATAAGCTGGTTATTGTTGCCTTCTTTGTTACCGTCATCGGTTCTTTTATCTGCTCTGCCGGGCATTACTACAGCAAATATCAACACGAAAAGGAGCGTGCTGATGAGGCTGTACGAAATGCTGAATCTGCAACAGCCATTACCAGTAACGTCCTGCAATCACTGCAAATCATCAATACAGTTATAGAGGCTAACCAGCATGCAAAACAGCAGATCGCACTGGAGTCACAGAGAACCCAGGAAG0
3226 CHIP5118 STY specific STY2059 ATGACTATCAGGCTTCAATTACCGCTTATTCAGTTCTGGATTTTGTCACCCTTGACTATCAGGCTTCAATTACCGCTGGCATTCGCATCAAAGGAGAGGAGCATGGAAATAAAACCAGAAGATGAGTTTAGCAATATCGTTTTATTTCCGATAAAAGAGGATGACCCTCGTAATCAGGTTAATTTTCTTTATGAGCCATCGGAAAGACCATATTGCCATCACGCCTCTGTCCGGGTTGACGAAAAAGAGCGTCAGGTCCGCTGTAAAATCTGCGGTGCAGTTGTGGAGCCATTTGACTGGATGCTCT0
3227 CHIP5224 STY specific STY3660 ATGAATTTGGAGAAAGGCGGTTATTTAACATACTTGACTGTTAAACTTATAATTTTACCAATGAATTTGGAGAAAGGCGGACGAGGCGCTATAGAGCGCATGGTAGAAGCTTATGGATTCAAAACTCGACAGGCGTTGTGCGATCATTTAGGAATCTCTAAAAGTACACTCGCCACACGCTACATGCGTGACTCATTCCCAGCAGAATGGGTAATCCAGTGCGCCCTTGAAACGGGCACCTCGCTTAATTGGCTCACAACCGGACATGGTTCAAAGCAAACTTCAGGTAATACAAATACTATGGAAGTTGCTAAAT0
3228 CHIP5239 STY specific STY3676 ATGACAGTGAAAGCAAAGCGTTTTAGCAATTGGTCAGAGTGTCAGCATGACAGTGAAAGCAAAGCGTTTTCGCATCGGGGTGGAAGGTGCCACTACCGACGGACGCGAAATCCAGCGTGAATGGCTGGAACAGATGGCAGCCAGCTACAATCCGGCGGTGTATACCGCGCTGATTAACCTTGAGCACATCAAGTCTTATCTGCCGGACAGCACCTTTAACCGCTACGGCAAGGTGACGGCGCTGTTTGCTGAAGAAATCACGGAAGGTCCGCTGGCGGGCAAGATGGCACTGTATGCCGACG0
3229 CHIP5386 STY specific STY4654 ATGAATATTTTGAAAAATAATTCTTATTATTTTATGAAACTTAGTGATTTTCAGTGTCACAAATCAGGATGAATATTTTGAAAAATAATTCTTATTATTTTATGAAACTCATTACCGTCTGTGAGTTAATTATTTTATTGATGTCACGCGATATCAAAACACGCTATAACGGTAATTTACTAAACTATATGATGGTGCTGGCCGTACCACTGGTATGGATATCCATTACCGTTATTTCTTTTCAATATTTAAATCGCTCGGTGCCAATATCCACTGACGATATCAGTTTTGTTATTGCAGGGATATTACCGTATCTGTTATTTC0
3230 CHIP5396 STY specific STY4671 ATGAATTCAATCTTCTATCTTGAACGTCTTAATTCGTCCAGAAGAAGTTCGAATGAATTCAATCTTCTATCTTGAACGTCATTTTACGCACGGTGACAGAACCTACACAGAGACAGAGTTGCTGGCGGCATCAACGCACGTTGTTGTGTTAGCAGAACCCGGCGGCGGGAAAACGGAACTGATGAAAAGCCTCGCTCGGAAACTGAACACTACTGTCTTAAATGCCAGCGTATTTGCTTACGCAGGAGCAGATAAAGAAAATAGCGCACTGGTAATTGATGCCGTTGATGAAGTCGCCAGAATTGATC0
3231 CHIP5412 STY specific STY4824 ATGTTTACAGAACGACTTGCTCGTTAATCTTCATTTTTGTTTTCCTCATCCATGTTTACAGAACGACTTGCTCGCTGGTTAGCTCGTTCTTCGGCCAAAAGCGGCATTAACCGGCCAGAAGACCTCAACGCTGTCCTTAGCACGGATATAGGACTGGTTAGAGCTGAGAATCAGGATCTAATAGCCGCGATTAGAGTTAACACTCCGTCAAACGTTGGCAATCCTTTTTTTGCAATGGCGTTATTAGATGGCATGGGTGGAATGCAAGATGGAAAGCAATGCGCAACAATTGCTTTATCAACTTTAT0
3232 CHIP5427 STY specific STY4849 ATGACGCTGGATTTCTATGTCAGTTAAGGGACTATCACCTGCACCAGTGACGCTGGATTTCTATGTCAGAGAAAGCAACTACATCCAACTGGATGACGATCTAAGAAACTGGATCGGTAGCCGTTTCTCTTCCAAATTTGTCCGCAACCCAGATTCGAAAGAGCCAGATGACAACCAGGTTAAACGCTGGCCGCAAATTCGCCACGGTAATGTGACTCAGCGCCTGGTCAAGCTGTTGATTTTAGGGGCCAAATTTAACACCGTAAATACGGTAACTATTGATATTGTTAACGCCTGGCTGA0
3233 CHIP5280 STM/STY ATGTCTGAGAAAACTTTTCTGGTGGTTATTGCAGTAACGAAATATCCGCATGTCTGAGAAAACTTTTCTGGTGGAAATCGGCACTGAAGAGCTGCCACCAAAAGCACTGCGCAGCCTGGCTGAGTCCTTTGCTGCGAACTTTACTGCGGAGCTGGATAACGCTGGCCTCGCACACGGCACCGTTCAATGGTTTGCTGCTCCGCGTCGTCTGGCGCTGAAAGTAGCTAACCTGGCGGAAGCGCAACCGGATCGTGAAATCGAAAAACGCGGCCCGGCGATTGCCCAGGCGTTCGATGCTGAAGGCA0
3234 CHIP5301 STY specific STY4525 ATGGTACCGGGAGAAATAACAAGTTTAACCATTGGATACCTCCTGAAGCGTGGTACCGGGAGAAATAACAAGTGAGACCTGCAGGAATATCCCCAGTAATGCTCTTTCGGTTCCGGGTTGGCTGAATGCTCTGGTTACAGTGGTTTGCATGACCGCGGGCTGTCGCAGCTATTACGGCTGGTATCAGAACAGTGATCATAAGAAGCGTCGCAGCGTAACATTTTACGGGCTTGGTGAACGTCCGGCGGTGGCGGGTTATCTGTTTGGCGTTGTCTCCCGTCAGTTGAAGCGTGATGCCGAACATT0
3235 buffer none buffer 0
3236 empty none empty 0
3237 empty none empty 0
3238 empty none empty 0
3239 empty none empty 0
3240 empty none empty 0
3241 CHIP0850 STM/STY STM1227 STY1267 ATGGATAAACTACTTGAGCGTTTTTTACATTACTGCCCGCGCTTAGCATGGATAAACTACTTGAGCGTTTTTTACACTACGTATCGCTGGATACCCAATCAAAGTCGGGTGTTCGGCAGGTTCCCAGCACTGAGGGGCAGTGGAAGTTACTACGTTTGCTCAAACAGCAGCTCGAAGAGATGGGGCTGGTTAACATTACATTAAGTGAAAAAGGGACGTTGATGGCGACGCTCCCGGCCAATGTTGAGGGGGATATTCCCGCCATTGGTTTTATCTCCCATGTGGATACCTCTCCGGATTTCA1
3242 CHIP2665 STM/STY STM0126 STY0146 ATGGCTGATTACCAGGACAAAAACTTAACCTAACTCCTTCGCCAGACATGGCTGATTACCAGGACAAAAACGTCGTCATTATTGGTCTGGGCTTAACCGGACTCTCTTGCGTGGACTTTTTTCTCGCCCGCGGCGTGACGCCGCGGGTGATGGATACTCGCGTGACGCCGCCGGGTCTGGATAAGCTGCCGCAAGAGGTTGAGCGTCACGTTGGCGGCCTGAACGACGAGTGGCTCTTAGCGGCGGATTTAATCGTCGCCAGCCCTGGTATTGCTCTGGCGCATCCCTCTCTTAGCGCTGCCG1
3243 CHIP2681 STM specificSTM0159 ATGGGAACCTTAAAGCTTATTCAATATCCTTATCTTTTTAAGATGTTGCGTATTTTTATTTTAGATGGGAACCTTAAAGCTTATTCAATATCCATCTCAACTTCTTTCATTAACTATCTCAGATATAATTAACAAACAAAATTTATCCCAGCTCATCCAAAAATCTAAAAAAGATGACAGTGAAAATTGGGAAGGCAAGGATTGGATAATTAAAAACACACCTCAACAAGGAATAAATTGGATAGGAGAACATCCCAATATCAAAGCAGTAATAATAAAAACAAAGGATGGTTCTTACGCTGATGATGGCTGGAAAAATA1
3244 CHIP2697 STM/STY STM0182 STY0200 ATGAAACCCACCACCATTTCATTAGTGAAAGCTGTGTTCTTCGCATGAAACCCACCACCATTTCACTGCTGCAGAAATGCAAGCAAGAGAAAAAACGCTTCGCGACAATTACCGCCTACGACTACAGCTTCGCTAAGTTATTTGCCGACGAAGGTATCAATGTGATGCTGGTTGGCGACTCTCTGGGCATGACAATTCAGGGGCACGACTCCACCCTGCCTGTCACCGTGGAAGATATCGCCTACCACACCCGCGCGGTACGCCGCGGCGCGCCCAACTGTCTATTGCTCTCCGACCTGC1
3245 CHIP2721 STM/STY STM0233 STY0257 ATGGGATTGCAAAAAACACTGGTTACAATGCGTTCCATGCATCATGGGATTGCAAAAAACACTGGCGCTCAGCGCCGTAGCGGCAGGGATCATGTTGAGCTTATCCGGTGCGCAGGCCGCGCCGCTGCTTAGCAGTAGTGAGCCAATGACCATTAACGCCAGCGATCTGGCGGCGAAAGAGAAAGCGCTAACGGATTTTCCGTTAATGGAGGCCGTGAAATCCTCTATTCAGACGTTGGATAACAGCGCGGTCGAACAAATCGAACCGGGGCGCGCCGCTAACCCGGCAAACGTAAAAC1
3246 CHIP2737 STM/STY STM1513 STY1548 ATGGCAGAACATCGCGGCTTAATTGCCGGATTTCCGTCATGGCAGAACATCGCGGCGGTTCCGGTAATTTTGCAGAAGATAAAGAGAAAGCCTCAGAAGCAGGTCGTAAAGGCGGCCAGCATAGCGGTGGGAACTTTAAAAACGACCCACAACGTGCATCTGAAGCGGGTAAAAAAGGTGGCCAAAATAGCCACAGTGGTGGACGGAAATCCGGCAATTAA1
3247 CHIP2707 STM/STY STM0194 STY0221 ATGAGCAGAAAACGTGAAATGCTTACCGACTCTGTTTACGTAGCAAATAGGTGAGCAGAAAACGTGAAATGCCGGATGGCGGCGCGAAAAGCGTCTTATCCGACCTACGGTTCGGGCGCTTTGTAGGCCGGATAAGGCGAAGCCGCCATCCGGCGTTGCTGTTATTGGCGCTGTTTGTTGCCGCCTGCTGGCTGACATGGGTTAACTTCTCCGTTGCGCTACCGCGCAGCCAGTGGCAACAGGCTATCTGGTCACCGGATATCGACATCATTGAGCAGATGATTTTTCATTACAGCCAGCTGCCAA1
3248 CHIP3299 STM/STY STM0660 STY0705 ATGTTTTGGCGTAACAATAGACCTGTTACGCCTGGCGAAAGTATTCATGTTTTGGCGTAACAATAGACCTGAAATCAGCCTGCTACAGCACGATGTAGCCCATATTACGTTTTCAGTACGTAACGGAAAAGCATTGCTTCGTCCCAGCGTTATCCACGATCCCGACTCTGACGCCGGTATTCATACGCTTTCCTGGCATGGCTCGCCGCTGATTCGTTTTTACACTGAAGCCTGGTGCCCGACCTGCGCAGAATTTGTTTATGCCGGTTTTAGCAATGATGATGAAGGCGCCGCGGAGTTTT1
3249 CHIP3315 STM/STY STM0696 STY0734 ATGAAATTAAACATCCGAGCGCTTAGCGTTTATCGTGCAGATAACGATGAAATTAAACATCCGAGCGCAATCTGCACAAAACCTGCACAATAATTCCCCCATCGTTCTCGTTCATGGCCTGTTTGGCAGCCTGGACAACCTCGGCGTACTGGCGCGCGATCTGGTGACCGATCACGACATTATTCAGGTCGATATGCGCAATCATGGTTTATCGCCGCGCGATCCGGTCATGGATTATCCGGCAATGGCCCAGGATCTTCTGGATACGCTTGACGCGCAGCAGATTGAAAAAGCGACGTTTA1
3250 CHIP2572 STM specificSTM3827 ATGGTGAGCGGCCTCGCTTTATCCGACGCGTTTCACAATGGTGAGCGGCCTCGCTATGCCCAGAATCTGGAGACAGATGACGATGGATATTTCAGTTACAGCAGCACAGCCGGGGCGTCGCCGCTATCTGACGCTGGTGATGATCTTTATTACCGTGGTGATTTGCTACGTCGATCGCGCCAACCTTGCCGTAGCTTCCATGCATATTCAAAAAGAATTCGGCATTACCAAAGCGGAAATGGGCTATGTCTTCTCCGCTTTTGCCTGGCTCTATACGTTATGCCAGATCCCCG1
3251 CHIP2588 STM specificSTM3846 ATGACGGCACCTTATCGCTTTATTTGTCTTTTTGTTTTTGTAATTTATAAATATTATCATTGACGGCACCTTATCGCTATAAAATATATAAAATTGCAAAAAGAAACTCAGATAAGAAGAGAACTATTGCTCATCCTTCGAAAGAACTAAAATTTATACAACGTGAAATTACTGAGTATTTAACCGATAAATTACCCGTTCATGAATGCGCATTTGCATATAAAAAGGGCAGTAGCATTAAGACCAACGCTCAAGTTCATCTTCATACAAAATACTTGTTGAAGATGGATTTTGAGAATTTTTTCCCTAGCATAA1
3252 CHIP2604 STM/STY STM3879 STY3899 ATGGCTCACCCACATTTATTAGCTTAGCATTGTTTCGCCTGGCATGGCTCACCCACATTTATTAGCGGAAAGAATTTCCCGTCTGAGCAGCGCCCTTGAGAAGGGGCTGTATGAACGTAGTCATGCCATACGCCTTTGCCTACTGGCGGCGTTAAGCGGTGAGAGCGTCTTTTTGTTGGGCCCGCCCGGTATCGCCAAGAGTCTGATTGCCCGCCGCCTGAAGTTTGCTTTCCAGCGCGCCCGCGCTTTTGAATATCTGATGACACGCTTTTCCACGCCGGAAGAGGTTTTTGGCCCGC1
3253 CHIP2582 STM/STY STM3841 ATGGCGCCGCCACTGTCGTTAGTGTTCTCTGGTATCAAATGGTCCATGGCGCCGCCACTGTCGCCTGGCTCGCGGGTCCTGATAGCCCTTATTCGGGTCTATCAACGCCTGATCAGTCCGCTGCTTGGGCCGCATTGTCGTTTCACGCCAACGTGCTCAAGCTACGGAATTGAGGCATTGCGCAGGTTTGGAGTGATAAAAGGCAGTTGGTTGACGGTGAAACGCGTATTAAAATGCCACCCTTTACACCCTGGTGGTGACGATCCCGTCCCGCCCGGACCATTTGATACCAGAGAACACT1
3254 CHIP2598 STM/STY STM3860 STY3923 ATGACAACCCGGCACACTTTAAGGCCCTGGCTCAATCCATGACAACCCGGCACACTGAACAAAAATACTTAAAGCTACTCCAGCACTATGGCGACAAGCCTGTTAGCGTGACATTACAGGAGCTGGCGGATGTGTTGTTCTGCACCCGACGGCATATGCGTAATCTGTTGCTTCAGATGCAGGAGGCAAAGTGGCTCATCTGGCAATCACAGGCCGGACGTGGGCATCGCGCCCGGCTTCACCTGCGCTATAAACCAGAACAGCTGTTAAGCGAAAAGGCGGAGCAGTTACTGG1
3255 CHIP2614 STM/STY STM0014 STY0014 ATGGGATCGAAAGGTGCCTTAGCGACGGAAGGAGGAAATGGGATCGAAAGGTGCCAACAAGAGCTTTGATTATAATTTAATCAAAATTCTTGACGCTGTTATTTTGTCAGGAAATGCGGCTATGGCGGCAAAAAAGTTAGGCATTACACCGGCTGCCGTTTCTCTGGCGTTAAAGCGCCTGCAGAGTTATTACCCGGAGGAACTGTTTAGCAGAGGGAAAGGCGGGCTCATCCCCACAGCTAAGGCTGTCGACATTCACCAAAATTTCAGTCAGGTGATGAAACTGGTGGATG1
3256 CHIP0847 STM/STY STM2399 STY2637 ATGTTAACAATATTAAAAACAGGGCAATCTTAACAAAACAGGCTGGTGCCATGTTAACAATATTAAAAACAGGGCAATCGGCGCATAAAGTCCCACCGGAAAAAGTCCAGGCCACATATGGTCGATATCGTATACAGGCATTGTTAAGTGTATTTCTGGGATATCTCGCTTACTATATAGTCAGAAACAACTTCACATTATCGACGCCTTATTTAAAAGAGCAATTGGATCTCAGCGCTACGCAAATCGGCCTGCTGAGTAGCTGTATGCTTATTGCTTACGGAATCAGTAAAGGCGTAATGAGCA1
3257 CHIP0863 STM/STY STM0775 STY0808 ATGACCCCATTTAATCCCATCGTTATACTCCGGATTCGCGAAATGACCCCATTTAATCCCATCGATCATCCGCATCGCCGTTATAACCCGCTTACCGGCCAGTGGGTTCTGGTTTCGCCGCATCGCGCAAAACCCTGGCAGGGGGCGCAGGAAACGCCGTCTCAGCAAATGCTGCCGGCCCACGATCCGGACTGCTTCTTGTGTGCGGGCAATACGCGTGTCACCGGCGATAAAAATCCCGATTACAAAGGGACTTACGTCTTTACTAACGATTTCGCGGCGCTGATGGCCGACACGC1
3258 CHIP2670 STM/STY STM0137 STY0157 ATGAAAAAACTGCAAATCGCGTTAAAGCGCAAATTGGCGATGAAAAAACTGCAAATCGCGGTTGGGATTATCCGCAACCCGAACGACGAAATTTTTATTACCCAACGCGCCGCTGATGCGCATATGGCGAACAAGCTGGAATTTCCCGGCGGAAAAATTGAAGCCGGCGAAACACCAGAGCAGGCGTTGATCCGGGAGCTACAGGAAGAGGTGGGGATTACGCCAACACAGGTGACACTATTCGACACTCTGGAATATCAATTCCCGGATAGACACATTACGCTGTGGTTTTGGC1
3259 CHIP4080 STM/STY ATGTTTGAAAAGGAAAACGCTATGTTAAACATCAGTTTCTCGTTCTCCTTGTTTGAAAAGGAAAACGCTATGCCTGGATGTATAAGTGCCTGTTCGTGCGTTGTCAGCTCGACGCCTCCCGATCCTAAGGCCCCCCCTAAGCCTAAGTGGATAGAGTTAAAAGGTTATTGTGTTACATGTACTAGTCAGGAGGATATTCGTCCACCTAAAGAGGGTGAACCAAAGCAAAAAATGACACCCAGGGATTTAGTGCTGTTACGCGGTCTTTTAAAAGACCTGGGGGTAACACAAAATCCCTGGCAAG0
3260 CHIP3808 STM/STY STM1085 STY1112 ATGGATCGTATCATTACATCATCGCTTAGTCGCGGCTGGCGAAATGGATCGTATCATTACATCATCGCGTGATCGTAGCTCGCTACTGAGTACGCACAAAGTACTGCGCAACACCTATTTTCTGTTGAGCCTGACGCTGGCTTTATCCGCAATTACCGCGACAGCCAGTACGGTACTGATGCTGCCCTCCCCCGGCCTGATTCTGACGCTGGTCGGTATGTATGGGCTGATGTTCCTGACCTATAAAACCGCCAATAAGCCGGTCGGTATCCTGTCTGCTTTTGCGTTTACCGGCTTCC1
3261 CHIP2384 STM/STY STM3402 STY4395 ATGAATAATAACCTGCCAATAGGATCTATCTTACCCCTGTCGAAACAGTTCGGTGAATAATAACCTGCCAATAGGATCTATCGCCGCAGCGGTAGATCTCCTGAATAAAGAAAATGTCATCGCTTATCCAACAGAAGCCGTTTTCGGCGTCGGCTGCGATCCCGATAGTGAAACAGCCGTTACGCGCCTGCTGGCGTTAAAACAACGGCCCGTCGATAAGGGACTCATTTTGATTGCCGCCAGCTTTGAGCAGTTAAAACCTTATATTGATGACAGCATACTTACCGCCGCACAGCGTAAAGCGGTAT1
3262 CHIP2400 STM/STY STM3458 STY4340 ATGTCTCAGCCAGCGAAAGTCTTAATAGCCTCCCGCGCTATGTCTCAGCCAGCGAAAGTCTTGCTGTTGTATGCCCATCCGGAATCTCAGGACTCGGTTGCTAACCGGGTACTGCTTAAACCGGCCATACAGCACAATAACGTAACCGTGCACGATCTTTATGCGCGCTATCCTGATTTTTTTATCGACACGCCCTATGAACAAGCCCTGTTACGTGAGCACGACGTCATTGTTTTTCAGCATCCCCTTTACACCTATAGCTGTCCGGCTTTACTGAAAGAATGGCTTGATCGCG1
3263 CHIP2416 STM/STY STM3496 STY4300 ATGCATATTGATATTGACTGGCAAAACTTACATCAGCGAGGGGATCAATGCATATTGATATTGACTGGCAAAACGTGGATACCGTTTTGCTGGATATGGACGGCACGCTGCTCGATCTCGCGTTCGATAACTATTTCTGGCAAAAGCTGGTACCGGAAACCTACGGCGCGCAGCAGGGTATTTCGCCGCAGGACGCGCAGGAATATATTCGCCAGCAGTATCATGCCGTACAGCATACGCTAAACTGGTACTGTCTGGATTACTGGAGCGAGCGTCTGGGTCTGGATATTTGCGCCATGACGA1
3264 CHIP3880 STM/STY STM1252 STY1869 ATGAAATTAGCGCTCGTCAATCTTATACCGTTTGTAATCGACAATATACGAATGAAATTAGCGCTCGTCAATCGGCAGGTCATTTTACCGGAAAGCGGAACCGAGTCCTTCCAGTGCCATGCCTCTACGCTTGTTCGCTTACCGTGCGGTACGCTCGTGGCCGCATGGTTCGCGGGGTTGCGCGAAGGAAGCGAAGATACAGCCATCTGGCTATCTCGCTATGAACATAATATCTGGACAACACCGCAGCGAGTGGCGGCACGCGAGGGGGAAGCGCACTGGAATCCGGTGTTATTTTACCCGTCGG1
3265 CHIP2394 STM/STY STM3450 STY4348 ATGAAACGTATTGCATTTGTCTTTTCTTAGAATCTCAGGATGACATCATAGTTGATGAAACGTATTGCATTTGTCTTTTCCACCGCGCCGCACGGCAGCGCCTCAGGTCGTGAAGGGCTGGATGCGCTGCTGGCGACGTCAGCGCTAACGGAAGCGCTGGGCGTCTTTTTTATCAGCGACGGCGTCTTTCAGTTATTACCCGGACAAAAACCAGACGCTGTACTGGCGCGTGACTATATTGCTACTTTCAAGCTCTTTGATTTGTACGATATTGATCAATGCTGGATCTGCGCGGCATCGCTGCGCGAGC1



3266 CHIP2410 STM/STY STM3487 STY4309 ATGGCAGAGAAACGCAATATCTTTTAGTTGCTTTCCAGCATATGAATAATCATGGCAGAGAAACGCAATATCTTTCTGGTTGGGCCTATGGGTGCCGGAAAAAGCACTATTGGGCGCCAGTTAGCTCAACAACTCAATATGGAATTTTACGATTCTGATCAAGAGATTGAGAAACGAACCGGAGCTGATGTGGGCTGGGTCTTCGATGTTGAAGGTGAAGACGGCTTCCGTAATCGTGAAGAAAAAGTTATCAACGAATTGACGGAAAAACAGGGTATTGTGCTGGCAACCGGCGGTGGCTCTGTAA1
3267 CHIP3874 STM/STY STM1233 STY1273 ATGGCAAAGAATTATTATGACATCACCTTATAACTCCGGGGTTAAATGAGGTGGCAAAGAATTATTATGACATCACCCTCGCGCTGTCTGGCATTTGCCAGTCGGCACGCCTGGTGCAACAACTGGCGCACCAGGGACACTGTGATGCCGACGCGTTGCACGTTTCACTCAACAGTGTCATTGATATGAATCCCAGTTCTACTCTGGGCGTGTTCGGCGGCAGCGAAGCCAACCTGCGTCTTGGTCTGGAAACACTGCTCGGCGTGCTGAATGCCAGCAGCCGACAAGGACTTAACGCCGAACTGA1
3268 CHIP3890 STM/STY STM1275 STY1843 ATGAAATTTACGTGGATTGCGTTTACTTTTTCGTATCAGGGTGCATGAAATTTACGTGGATTGCGTTGCCAGGCGTATTGCTGCTGAGCGCTTGTTCATCGTCGCAACCCAACGCCCCCAGGCCGCCGCGTATTGGGATGCCTAATCCGGCAGCCGTCTACTGTGAGCAACAGGGCGGTACGCTGATGCCGGTGCAGACCCCACAAGGCGTGCGTTCCGATTGCAAATTGCCCAATGGCGAAATCATTGATGAGTGGACATTATGGCGCAGAGAGCACCCTGATACGAAAAAGTGA1
3269 CHIP4003 STM/STY STM2104 STY2316 ATGACAAAATTAACCTGTTTCAAGGCTTACTGATTCAGCAGCGCCATGACAAAATTAACCTGTTTCAAGGCCTACGACATTCGCGGCAGGCTGGGCGAAGAGCTCAATGAAGATATCGCGTGGCGGATTGGCCGCGCTTACGGCGAATATTTAAAACCGAAAACCGTCGTGCTGGGCGGCGACGTGCGCCTGACCAGCGAGGCGCTGAAGCTGGCGCTGGCGAAAGGGTTACAGGACGCGGGCGTCGACGTGCTGGATATCGGTATGTCCGGCACCGAAGAGATTTACTTCGCCACCTTCC1
3270 CHIP4019 STM/STY STM2133 STY2346 ATGGAAAGAGATTTAGTGGAATTTCTTTCTTATTGCACCTCCTTGATGACAATGGAAAGAGATTTAGTGGAATTTCTTTCGCGTCAGGAAGGAACGCGGCTGGAAACTAAACTACAGCGTATCAACTGCTTTACCGTGCTGGCAATGCGCGAAGCGGAGCATCAAAAAATGCAGCGCCTGCGTGAACAAGGTTGGTATCCCTCCAACAGCGAGGCGCTAAAACCGGTGATGACGGTGAATAACGGCGTACTGGTTGAGCTTGATGCAACAAACCCCGGCCTGCGCAGTGAGATGGCGTATGAATCCT1
3271 CHIP2444 STM/STY STM3537 STY4273 ATGACGCAGCTTGCGATCTTATCCTCTCTGGAACACACACAGATGACGCAGCTTGCGATCGGCGAAGCAACGCCGCATGGCGCAACGTATGACGGTCATGGCGTGAATTTCACGCTCTTTTCCGCCCATGCGGAGCGCGTAGAGCTGTGCGTTTTTGATTCCCGAGGGAATGAGCGTCGCTATGACCTGCCAGGACGTCGCGGCGATGTCTGGCATGGTTATCTGGCCGGCGCCAGGCCAGGTTTGCGCTATGGCTATCGCGTACATGGCCCGTGGCAGCCAGCGCAGGGGCATCGGT1
3272 CHIP2460 STM/STY STM3574 STY4237 ATGAGTAAGCCACCGCTTTTCTTATTCGTTATCCGGGGTACGATGAGTAAGCCACCGCTTTTCTTCATTATAATCATTGCATTAATCGTAGTTGCCGCGTCGTTCCGCTTCGTTCAGCAACGGCGGGAAAAAGCCGCTAATGAGGCGGCGCCGTTACAGCAAAAGCAGGTCGTGGTCAGCAATAAACGGGAGAAGCCGGTTAATGACCGACGCTCTCGCCAGCAGGAAGTGATCCCGGCGGGAACCAGTATGCGCTATGAGGTCAGTTTTAAGCCGCTCAATGGCGGTCTGGAAAAAA1
3273 CHIP4021 STM/STY STM2135 STY2348 ATGGACAACCCTTTTTACGATATGGTTACACCATTGAGTTGACCTGTCCATGGACAACCCTTTTTACGATATGGACACGCTGGTTGAGGCTGGGCCGCAAGGATTAGCGCTGATCAAAAACTGGCAGCGCGCCCGTCCTCGCTCCACTCACGCCTGGCTTGCCGAGGCGCAATACTGGAATCACCGTGCGTGGCTTTACCGCAGCTATGGCTGGGCGAGAGAAACCACCCGAGCGATGTGGATCTGCGCCGCCGCCTGCAACGAACGGATGGTCATCGCCGCGCTCAATGCCATCGACTGTGAAC1
3274 CHIP4037 STM specificSTM2724 ATGAAATCAAGTGGTACGATAAGAAAAATTCTTAAATCTTGGCAAGCATCTCGATGAAATCAAGTGGTACGATAAGAAAAATTCGTCATTTCGCAAAGGGATGTCTCATGCATAGAATTGTTAAGGCTCATCTTGATAGCTTCGTAAAGAGTTACGGTATTGAAAATCATGAAGAGGATGTGCAGTTCGAGTTGTTCTGTAACAAAGCCATGCTATCTTCTCGAATCAGTATGGATTTTGAAATAGATGATGTAACGACCGGAGCTGGTGATGATGGCATGGATGGTATTGCTATCATAATTGACGAAG1
3275 CHIP3765 STM/STY STM0296 STY0328 ATGGCTCGATTATGCGGGTTAGCGCCCCGGAAATGTATGGCTCGATTATGCGGGATACTTACATACTCACGCGTTGAGAGACTTTCAGTTCGTTTGTACGGTGAATGGATGCCGCAGGCGGGGTTTATTAACGGGATGCCCGTCAAGGTGCGGGTAATGAGGGATTGCATCGTGATCACGCCGCAGCATACCCACGGACTCTTTGGCTGTATTGAAGGGATGGGCGTAACCCGCATTAATAAACGGAGTGCAGAACAGTGGTTAAAAACATTTCCGGGGCGCTGA1
3276 CHIP3781 STM specificSTM0328 ATGTGTATGAAAAATAATATTGAAGAGACAATAGGTTAGAAACTCTCCTGAACTGACTGTTTGTGTATGAAAAATAATATTGAAGAGACAATAGGTAAGTACTTGCCTATTTTAATGATATTACCTCTGGCGGGTTTGGCAGAGTTAGCTTCTTTATATTCAATCCAGGCTTTATTACCAAAGTTAAGTGAGGTTTATAATATCCCATTGAATCAGGTAGGGATGATTTTATCTGCTGAGGTGGGGTTTCTGGCATTAGCCATGTTATTTAGCGGCACGTTATCTGACCGTTTTGGGCGAAAGCCAATCATTTTTT1
3277 CHIP4015 STM/STY STM2124 STY2337 ATGTTTACCCTGAGCTGGCATTACTGAATACCAGCTATTTCGCTATCCATGTTTACCCTGAGCTGGCAGCCGCCTTACGACTGGTCGTGGATGTTGGGCTTTCTTGCCGCGCGTGCGGTGGACGGCGTGGAAACAGTAGGCGAGGGCTTTTATGCGCGCAGCCTGGTGGTGGGCGAGCATCGCGGACTGGTCAGCGTGAGGCCCCATCTGCCCACCCACACTGTGCAGGTTAGCGTGAGCGCCGGATTACTTCCCGTCGCGCCGGCGTGTCTGGCGAAAGTTTCGCGTCTGTTTGATCTTGACT1
3278 CHIP4031 STM/STY ATGAATCGTTTACTGGCAGTGGTTACTGCGCGGCGCTGACATGAATCGTTTACTGGCAGTGGTTCTGGCGCTGGTACTTGCGGCGCTGGGCTGGCAGTCGTGGCGGCTTAACAATGCCAGCCACACCATCGAGACGCAGGGCGCGGTGCTGAAAAGCAAAACGCAGGAGCTGACGAAGAAAAACAGCCAGCTGATCGGCCTGTCCATTCTGACCGAAACCAACAGCCGGGAGCAGGCGCGGCTTTATGCGGCAGCGGAACAGACCACCGCACTTCTGCGCAGCCGCCAGCACCGGA0
3279 CHIP4055 STM specificSTM2748 ATGCCTGAAGATGGTTGCTGTTATATATTACCAGACAATATCAATGTACTTCCATGCCTGAAGATGGTTGCTGCCCAGAGAGGGATAATTCCTGCATGTTCAGGTGCAGGATTGCAATCGTGATTGGTAAAAGATTAAAGATTTCAAGAGTCAGGGCTGATCTGACGCAAGCGGAACTGGGTGCACTCGCTGGGCTGGATGAAGAATCCGCAAGCGCGCGTATCAGTTCGTATGAAAAGGAAGTCCATGCACCCGATTTCAAACTCGTCTGTAAGCTGGCAGCAGCGCTTGATGTACCGGAAGCGTATT1
3280 CHIP3783 STM specificSTM0330 ATGGATACGTTTAAGCAAATCAGCGTTAACCGCGCGGGGATGCATGGATACGTTTAAGCAAATCAGCGGGCGAATTGCGCCGATGCTGGAACCGAATATCGACACTGATGTGATTATGCCAAAACAGTTCCTGAAAGGGATCGATCGCCAGGGGCTGGATAAAGGGGTGTTTTTCGATCGTCGCTTTATGGCTGGCGGCCAACCAAATCCTGATTTTATTCTGAACATGCCGGGCTGGCAGAGCGCGACATTCCTGCTGGTTGGCCCCAATTTTGGCTGTGGATCGAGTCGTGAACACG1
3281 CHIP3799 STM/STY STM1064 STY1085 ATGGAACCTAAAAAAGGGGAAGCTTATTGTTTCGCCCTCTTAGGATGGAACCTAAAAAAGGGGAAGCCAAAGTACAAAAGGTGAAAAATTGGTCGCCTGTCTGGATATTCCCGATTGTTACTGCGCTTATCGGAGCCTGGATTCTGTTTTATCACTACAGCCACCAGGGACCGGAAGTTACCTTAATCACCACCAATGCGGAAGGCATTGAAGGCGGAAAAACGACGATCAAAAGTCGCAGCGTGGATGTCGGCGTGGTTGAAAGCGCGACGCTGACTGACGATCTGACCCACGTACAAA1
3282 CHIP2375 STM/STY STM1475 STY1647 ATGAACCGCATTGTATTTGTTGATTATCCCGTCGTTTCGTCCATGAACCGCATTGTATTTGTTGAAGACGACGCTGAAGTGGGTTCTCTCATTGCCGCTTATCTGGCGAAACATGATATTGATGTCATTGTTGAGCCGCGTGGTGACCGGGCGGAGGATCTTATCCTCACCACTCAGCCCGATCTGGTTTTACTGGATATTATGCTTCCAGGTAAAGATGGCATGACGATATGTCGCGATTTACGCCACCGCTGGCAAGGCCCGATTGTCCTGCTCACCTCGCTGGACAGTGATATGA1
3283 CHIP3433 STM/STY STM0884 STY0917 ATGTTTGCCAAATTTATAGATGTTATTCAATTAAATGGAATAAGGACCAAGATGGATGTTTGCCAAATTTATAGATGTTATTCAAACGTTTTTAACTGAACCGGCAATATTAATTGGGATATTAGTCGGTGTTGGCTATGCGCTGGATAAAAAGACGCCTATAAAAATTATCACCGGTATGATCAGCGCGATGGTCGGTTTGATGATGGTGTTATTTGGCGGCTTTCAATTTTCAGCCACTTTTAAACCGGTTGCAGAGGCAGTCAGCAAAGCTTATGGCGTGCATGGATACTTAATGGATTCATACGCCA1
3284 CHIP3449 STM specificSTM0905 ATGTGGATGAGAGTGTTTGTGATACATTACTTACTTCCAAATAGAATTTTGGTGAAATGTGGATGAGAGTGTTTGTGATACAGGAGTTGAACATGAAATCGGTTATAATGGCTTTGTTTCTGGTTCCGGGGTTATTCATGGCATCTGCTGTTGCAAAACAACCAGAGTCCGCAGCGGTTTACTCACCCGGGCGGGGCGTATTATGTGATCAGTATTTTTGCGCTGACTCAACAGGTATTTCGTTTGTTCTGACAAAGCACTATGCAGGTTCTGTTCAGTTAAAAAAACTGAAATCTATGGGGGATTTTGATC1
3285 CHIP3465 STM specific ATGGAAAAGACTATCCTGGTGCATTATACTGAAGCTAAAGCGGCGATGGAAAAGACTATCCTGGTGCATGCCGCAGCGTGTGCACCGGCAGAATCGTGCGGCTATGTGGTGAACACGTCTGCAGGGGAACGGTATTTTCCCTGCCAGAATCTTTCCGCTGAACCGACGATGTATTTCCGGATGGCGCCGGAAGATTATTTGCGCGCGCAGGCGGCAGGTGACGTGGTGGCCCTGGTACACAGCCATCCTGATGGTCTGCCGTTTCTCAGCGACGTCGATCGCCGCCTGCAGGTGCAAAGTG0
3286 CHIP3105 STM/STY STM2528 STY2773 ATGCATGAGTTACCGCTGCTTTAGCCAATACTAAAGAAGACGTAGCGATGCATGAGTTACCGCTGCTGATTTTTACGCTCTGTTTGCAAGGGTCCGTGGGCGTGACAGTGTGGCTGGCGTTGGGCCGCCAGTACGCCGTAGAGGGACGCGTGCCTGCACGCGGCGCGCTTCCCGCGATGGCGGGGGCGTTTGTACTGGCCTGCGTGGGGCTGCTTGCTTCAGCGCTGCACATGGGCTATCCCCTGAATGCGCTAAATGCGTTACGTCATGTCGCCAGTTCGTGGCTGAGTCGCGAAATCGTCT1
3287 CHIP3121 STM/STY STM2562 STY2809 ATGATAAGCCGTAAACCGGCTTACTCTTTGAAATCATTCGCATCCATGATAAGCCGTAAACCGGCGCACCTGCTGCTGGTCGATGACGATCCCGGATTACTGAAATTGCTCGGTATGCGCCTGACCAGTGAAGGATACAGCGTCGTGACCGCAGAGAGCGGCCAGGAAGGACTACGGGTACTACATCGGGAAAAAGTGGATCTGGTAATAAGCGACCTGCGCATGGACGAAATGGATGGTATGCAACTGTTCACAGAAATTCAGAAAGTACAGCCGGGAATGCCGGTTATCATTCTGACGG1
3288 CHIP3522 STM specificSTM1031 ATGATGACAACGGTGACGAATTATAACCACCCTCCTCCGGATGATGACAACGGTGACGAAGGGCAAGAGGAAGAGCAGGAATAGTTTAGCCTCTGCCGTTGTTGCCGGATGTGATATCTCATCGATGTTCAGGCCGCCGCGCAGGATGAAAATATCGGATGCGGTCAGAAAATATATGCGCGTACCACGCGATGCGGGAAATTCTGTGGCATGGGAATCCACCCTGACCCCCTATGTGGTGGAAGCCATGAACTGCCTGTCATCACGCAGCTACGATGCCGTGGTATTTGTCGCCC1
3289 CHIP3491 STM/STY STM0970 STY0968 ATGTTATTTAGAGCTAGCCGAAGCGTTAATACATCACTTTATGACCATACTGCTCAATGTTATTTAGAGCTAGCCGAAGCGATATGAGTAACTTAACCAATTGTATTACAAATGAAAGTGTTGCAGTAACTGCTGATAAAAAGCCGGTTATTGGTCGCATTCACTCCTTTGAGTCCTGTGGCACCGTTGATGGCCCAGGCATCCGCTTTATTACCTTTTTTCAAGGCTGCCTGATGCGCTGCCTGTATTGCCATAACCGCGACACATGGGATACGCATGGCGGTAAAGAAATCACCGTTGAAGACTTAATGA1
3290 CHIP3507 STM/STY STM0995 STY0997 ATGTTGCTTAATAAGATGTGTGGTCGTTACCTGATTAATTGTTCAACCTTTGGATGTTGCTTAATAAGATGTGTGGTCGTTGTCTGTCGGCAATCAGTTTATGCCTGGCCGTAACATTCGCTCCACTGTTCAATGCGCAGGCCGATGAGCCTGAAATGATACCTGGCGATAGCGCCGTTGCCGCGACGGATCTGGCTGGGCCGCAGAAGCAATCAGCCGCGACGGCGATTATGGCCGGGATTCAGCCGCTGCCGGAGGGCGTTTCAGCCGAGAAAGTCCGGGCTGATTTACAGTCGCAGCTTCCTTCCG1
3291 CHIP4108 STM/STY STM4061 STY3810 ATGAATCAAACCTATGGACGGCTTATACAAGCTCGAACTTCCTGCCATGAATCAAACCTATGGACGGCTGGTTAGCCGGGCGGCTATCGCGGCAACGGCGATGGCATCAGCGTTACTTTTGATCAAAATTTTTGCGTGGTGGTATACGGGATCGGTGAGTATTCTGGCGGCGTTGGTGGACTCGCTGGTGGATATTGCCGCGTCATTGACGAATTTGTTGGTCGTGCGTTATTCGCTGCAACCCGCAGATGATGAACACACGTTTGGGCACGGTAAAGCGGAGTCGCTGGCGGCGCTGGCGC1
3292 CHIP3564 STM/STY STM4224 STY4420 ATGATGAAAAGGACGATAAGCGTTATTCCGGTATCCGCTGCATGATGAAAAGGACGATAAGCGCGCTGGCGCTGGCCTTTGTCGCGTCATCCGCCTTTGCCAGCGGCACTGTTACCGTTTTTACCCAGGGTAATAGCGAGCCTAAAACGCTGACAGACGCTGAGCGTCTGCTCGATTTAGTCGGACAGCCGCGCCTGGCAACGAGCTGGTGGCCTGCGGCGGTGATAGGCGAAGAACAGGCGACCGTGACGGCGCGTCAGCAGCAACAGGAACTTCTCGGGCGGCTGGCGGTGCTCA1
3293 CHIP4164 STM/STY STM2910 STY3034 ATGAATCCATATAAAGAAGAAATTATTCATGCTTAGGCTGTGACTGTCGTTTCATGAATCCATATAAAGAAGAAATTATTCATGCCCATGCGGCGATTGAGAACTGGCTTAGTAAGGGGGTGGGTAGCCTGGAGGCGTTGATAGCGCGTTTCGCTGCTGATTTTACGATGATAACGCCAGGCGGTGTTTGTCTGGATTATCCGGCGCTGGGCGCTTTTTTCCAGGCGCAGCGCGCGTGTCGCCCGGGTCTGGTTATCGTGGTTGAGCACATTGACCTTGTGGCGGAGTGGCCGGAAGGCGCCGCGCTGC1
3294 CHIP3612 STM/STY STM4342 STY4702 ATGGCTGAGATGAAAAACCTGATTAGCGTGGTTTCAGGGTGGATGGCTGAGATGAAAAACCTGAAAGTTGAGGTGGTGCGCTATAACCCGGAAACCGATACCGCGCCGCACAGTGCTTTCTATGAAGTTCCTTATGATGAAACAACATCGCTACTGGACGCGTTGGGCTACATCAAAGATAACCTGTCGCCAGACCTGAGCTACCGCTGGTCCTGCCGTATGGCGATCTGCGGCTCCTGCGGCATGATGGTCAACAACGTCCCTAAACTGGCGTGTAAAACCTTCCTGCGCGATTACA1
3295 CHIP3470 STM specificSTM0927 ATGCCTTTTAAAATGAGCAGCATTAGACTGGTTGTTCCGGCCATGCCTTTTAAAATGAGCAGCAAAGCGCAGACTATTAAAATTTTCAATCTGCGTTCAGATACAAACGAATTTATTGGGGCAGGTGATGCGTATATCCCGCCGCACACTGGATTACCGGCAAACTGTACTGATATAGCCCCTCCTGATATTCCCTCCAGTCATATTGCTGTATTTGACGCTGAAACCCAGACGTGGAACCTGAAAGAAGACCATCGCGGAGAAACGGTATACGACACAACAACCGGTAATCAGATGT1
3296 CHIP3494 STM/STY STM0974 STY0974 ATGAAAGCTGACAACCCTTTTGTTAATGATGCTCGTTACCACGCGTGAAAGCTGACAACCCTTTTGACCTTTTACTCCCTGCAGCAATGGCCAAAGTGGCTGAAGAAGCAGGCGTCTATAAAGCAACGAAACATCCGCTTAAGACTTTCTATCTGGCGATTACCGCCGGCGTATTCATTTCAATTGCCTTTGTTTTTTATATTACTGCGACAACCGGTACTGGCGCGATGCCTTATGGCATGGCGAAACTTATCGGGGGTATCTGTTTCTCTTTGGGACTGATTCTCTGTGTTATTTGCG1
3297 CHIP3510 STM/STY STM1005 STY1011 ATGGCTAATGCATCATACCCGTTACTGCGCTGCTACCATGCATGGCTAATGCATCATACCCGACAGGCGTCGAAAACCACGGCGGTTCGCTCCGCATCTGGTTTCTGTATAAAGGTAAACGTGTCAGGGAAAACCTTGGTATCCCTGACACTGCAAAAAATCGCAAGATAGCTGGCGAACTGCGTTCTTCGGTTTGTTTTGCGATAAGGATGGGGAATTTTAACTATGTGGAAAAATTCCCAAACTCACCGAACCTTGCCCGGTTCGGTCAGGATAGAAAGGAAATTACTGTGCTGG1
3298 CHIP3535 STM/STY STM4188 STY4405 ATGAGCAGCAAAGTTGAACAACTTTAGTCCGCATCGTAACCCGTGAGCAGCAAAGTTGAACAACTGCGTGCGCAGTTAAATGAACGTATTCTGGTGCTGGACGGCGGTATGGGCACTATGATCCAGAGCTATCGTCTACATGAAGAAGATTTCCGCGGGGAGCGCTTTGCCGACTGGCCCTGCGACCTGAAAGGCAACAATGACCTGCTGGTCCTCAGCAAGCCGGAGGTGATCGCCGCTATCCACAACGCCTACTTTGAGGCTGGCGCGGATATCATCGAAACCAACACCTTTAACT1
3299 CHIP4127 STM specificSTM4102 ATGGAAGGTTTTGAGTTATTTCCAATTATGGCGTGATGCTTTTTACATTCATGGAAGGTTTTGAGTTATTTCCAAAAATTAAAGGCGCGATCAAATGGATGGCCGAGCACAGTGACTCGGTAATTCATTTTGGCTGGAATGTTGTTGCCGCCATCATTCTACTTTTCATCGGTAAGTTAATAGCTCGCTTACTATCGAGGGGGCTGGAAAAATTACTTCTCAGGCGGCAAGTGGATGCCACTATTGTCCACTTTTTCTCCGCGCTGGTTCGCTACATCACGATAGCTTTCACGGCAGTAGCCGCTC1
3300 CHIP3575 STM/STY STM4253 STY4449 ATGGAAAACACCATGAAGTTGCTTAATAGACGCCATTTTCATCTCCCATGGAAAACACCATGAAGTTGCCCTACGCAATCACACTACTGCTGTGCCTGTTTTTATCCGCCTGTACGCTGCCTGACCGCTTTAGCGCCGTGGCTTTTCAACAACTAACGCTATTACAAGCGCGCTCAACCCGCTTCCTGCAGGACGCGGCGCGAATACCGTGGCAAAAAGAGACACTGCTCAAGGATGACCGCGATATCCGCCAGATATTTTTTCAGGCTGAGCGGGTCGCCCGTCAAGGTGGGGATAAACACC1
3301 CHIP3673 STM/STY STM4467 STY4805 ATGGAAAAGCATTTTGTCGGTTTAAATACCATCGCGTTCCAGTATGGAAAAGCATTTTGTCGGTTCTGAAATCGGTCAATTACGCAGCGTAATGTTGCATCGGCCCAATCTCAGCCTAAAAAGACTTACCCCTTCAAATTGTCAGGAATTACTTTTTGACGATGTATTATCCGTAGAGCGCGCTGGCGAAGAGCATGACATTTTTGCCAACACGCTGCGCCAGCAAGGGATAGAAGTGTTGCTGTTAACCGACCTGCTCACCCAAACGCTGGATGTGGCTGACGCTAAAGCCTGGCTAC1
3302 CHIP3017 STM/STY STM2334 STY2564 ATGCCTGAGGAGGCTCGCTTAGGTCTTTCTTAACACCACCACAATGCCTGAGGAGGCTCGCGTGCAGTGTAAAGGTTTTCTGTTTGATCTGGATGGAACGTTGGTTGACTCATTACCTGCCGTTGAACGCGCGTGGTGTAGCTGGGCCGATCGTTTTAACCTTGCTCATGATGAGGTGCTGGGCTTTATTCATGGCAAACAGGCGATCACCTCGTTGCGGCATTTTATGGCGGGTAAATCGGAGGCGGAAATTGCCGCTGAGTTTACGCGCCTGGAGCAAATAGAAGCCACTGAAACCG1
3303 CHIP3033 STM/STY STM2361 STY2591 ATGGCATCCACCAATCAGGTTAATTACGCACCACGCCGATGGCATCCACCAATCAGGAGCTGGCCTCGGCGCTCAGGATGTTTTCCCGCTTTTTCGATTTGATTCATCAGCCGTTGGCCGTCATTAATGAGCGTGGTGAATACGTTTACTACAATCAGGAAAGCGCGGATCTGGACGGCTATAGTATTGAACGGGCAATGGGAAAACATATGCTGGATGTCTATCCGGGCATGAAAGAGACGCAAAGTACGATGCTTTCATCGTTAAAAAAAGGCGTGGAATACATTGGCCATT1
3304 CHIP2285 STM/STY STM1208 STY1248 ATGCGGTCCAACAACAATAATCTTATCCTTTCATACGTAGCTGGCGGTGCGGTCCAACAACAATAATCCCTTAACGCGCGACGAGATCCTGTCGCGCTATTTTCCCCAGTATCGTCCCGCCGTCGCCACATCGCAGGGGCTAAGCGGCGGGAGCTGTATTATTGCCCACGATACTCACCGTGTCGTGCTGCGCCGTCATCACGACCCTGACGCTCCACCAGCCCATTTTTTACGTCATTACCGCGCCTTATCCCAATTGCCGGCCAGTCTTGCGCCGCGAGCGCTTTTTTATACTCCAGGCT1
3305 CHIP0226 STM specificSTM3121 ATGGAACTGCGCCATATTCGTTAGCCAGTGACTTTCAGGATGAATGGAACTGCGCCATATTCGCTATTTTCTCGCCGTCGCTGAAGAGCGGCATTTCACGCGGGCTGCGACAAAATTAGGCATAGGTCAGCCGCCGCTAAGCCAACAGATTAAGGATCTGGAAAGAGAGCTGGGAGCGCAGCTATTCCGGAGAGTGCCTCATGGCGCGGAATTAACCGAGGCTGGAAAAGCATTTTATGATGTTGTTAAAGGGATGCCTGCTACCGCGACAAGAGCCGTGCTGGCGGCGCAGCGTGTCG1
3306 CHIP2333 STM/STY STM1165 STY1203 ATGAAGCTTTATATTTACGATCATTGCCTTAGATAGCCATTGAGGAGAGTAAATTAATTTGGTGAAGCTTTATATTTACGATCATTGCCCTTTCTGCGTTAAAGCCCGCATGATTTTCGGCCTGAAGAACATCCCCGTTGAACTTAACGTGTTACAAAATGACGACGAGGCGACGCCCACCCGGATGATTGGTCAAAAGATGGTGCCCATCCTGCAAAAAGATGATAGTCGCTACCTTCCTGAAAGTATGGATATTGTACATTATGTCGACAACCTCGACGGCAAACCGCTGTTAACCGGGAAACGCAATCCAGCCA1
3307 CHIP0252 STM/STY STM4159 STY3726 ATGAAAACCTTCACCGACCGTTACCGCGTTTGCGAAGCATGAAAACCTTCACCGACCGTTGGCGGCAACTGGAGTGGGACGATATTCGCCTGCGCATCAATGGTAAAACCGCCGCTGACGTGGAACGTGCGCTGAACGCCGCGCATCTTAGCCGGGATGATTTGATGGCACTGCTCTCCCCCGCCGCCGCCGATTATCTGGAACCGATAGCGCAGCGGGCGCAAAGGCTGACCCGACAACGCTTTGGCAACACCGTCAGTTTCTACGTGCCGCTTTATCTCTCAAACCTCTGTG1
3308 CHIP2351 STM/STY STM1320 STY1791 ATGAATTTTCCATTAATTGCGAACATTATCGATGCGCCAGTTCAATGAATTTTCCATTAATTGCGAACATTGCGGTGTTCGTCATTCTGCTGTTTGTACTGGCGCAGGCCCGTCATAAACAGTGGAGTCTGGCTAAAAAAGTGCTTGTCGGCCTTGTGATGGGCGTGGTCTTTGGTCTGGCCCTGCACACCATTTATGGCGCTGACAGTCAGGTGTTAAAAGACTCCATTCAGTGGTTCAATATTGTCGGCAACGGCTATGTGCAATTGCTACAAATGATTGTGATGCCGCTGGTATTCG1
3309 CHIP3620 STM/STY STM4356 STY4713 ATGATGGACCATAACATGAAGAAAAACTTAGGTAGCGGAATTACTCGATTCATGATGGACCATAACATGAAGAAAAACCCTGTAAGTATACCACACTCCATTTGGCCCGCCGATGACATCAAACGGCTGGAACGCGATGCGGCGGATGCCTTCGGACTCACACTCTATGAATTGATGCTGCGCGCTGGCGACGCGGCATTTCGGGTAGCCCGTGACAGTTATCCTGACACCCGACACTGGCTGGTGTTGTGTGGTCATGGCAACAACGGCGGCGATGGTTACGTCGTGGCGCGACTAGCGCAAGCGG1
3310 CHIP2964 STM specificSTM2005 ATGGCATTAACCGATACCGCTTACGGTGCAGCATTGACCATGGCATTAACCGATACCGCTGGCGGCACGCAGACCGATCCGGGTACAGGAAAACCGTCAGAAAATCCACCCGCCGCTCCCAATAAGCCCACTCCACCGAAAGAAGAAACGCCGCCCGGCGCGCCGGAGAAATACGCGTTCACCGCCCCTGAAGGTCAGGAACTCGATACCAGCGCGCTGGCGCAGTTCGAACCAGTGGCGCGTGAACTGAACCTGACGCAGGAGCAGGCGCAGAAGCTGGTGGACGTCTATCCGA1
3311 CHIP2980 STM/STY STM2261 STY2487 ATGGTTGATTTATCCCGTCGATTAGTGCGCATGGTGGTTCATGGTTGATTTATCCCGTCGAAGCATGTTGACCGGCAGTTGGCGCAACGCCAGCAATGGGATTCTTCCGCCGTGGGCCAGAGAAACGACCTATTTTCTCGCACATTGTCTGCGTTGCGACGCCTGCATCCAGGCGTGTGAGGCCGACATCCTGCAGCGAGGGGCGGGGGGATATCCGAGCGTAGATTTCAAACGGGGCGAGTGCAGCTTTTGTTATGCCTGTGCGCAGGCCTGTACCGAATCGCTTTTTCTTCCGC1
3312 CHIP2996 STM/STY STM2291 STY2521 ATGGAGAATATTATGACTCTTCCTAAAATTAAACTTAGTGGCTATAAGGGCGTTTCAATGGAGAATATTATGACTCTTCCTAAAATTAAACACGTTCGAGCCTGGTTTATTGGGGGCGCTACCGCAGAGAAAGGGGCTGGCGGCGGGGATTATCACGACCAGGGAGGAAATCACTGGATTGATGACCATATCGCCACTCCCATGAGCAAATATCGCGACTATGAGCAGTCTCGTCAGTCTTTTGGGATCAACGTGTTAGGGACGCTGATTGTCGAAGTAGAGGCGGAAAATAGGCAGACGGGGTTCGCCGTTT1
3313 CHIP2966 STM specificSTM2007 ATGCCCCTCCCCTATGACATTACTTAGTTTGAGGCGTTAATTCCTTTAAGATGCCCCTCCCCTATGACAAAGAGAAAAAATTATGGAAAGTCACCGGCTGGTATCTGGAATCCTCAGAAGAAACAGGGGAGGTGATGCAGAGTAAACAGATAGCCTTTGAAGGCTATACCAACGAAGAAAACTTCGCTAACCGACAACGTGTTTCTGTATTTAAATCTTTCTATGAAAGCGGCAATCTCAAAAGTATTTATCATTATAATGCGCAAAATAAGCGTGACGGAAAAGCTGAAACTTACTTTGATGAAA1
3314 CHIP2982 STM/STY STM2263 STY2489 ATGGAACTTCTTATTCTTGTCTGGCTTACGCAGTACGCGCAACCATGGAACTTCTTATTCTTGTCTGGCGGCAGTACCGCTGGCCATTTATTAGCGTGATGGCGCTGAGCCTCGCCAGCGCGGCGCTGGGGATTGGCCTGATCGCGTTTATCAATCAGCGCCTGATTGAAACGGTGGACACCACCGTCATGGTGCTGCCGGAATTTCTCGGTCTGCTCCTGTTACTAATGGTCGTCACATTAGGTTCCCAACTGGCGCTCACCACTCTGGGACACCATTTCGTTTACCGCCTGCGCAGCG1
3315 CHIP2998 STM/STY STM2294 STY2524 ATGAAAAAAAGCATATTATTAGGTTTTGCCTTAAAAGCTGGCGTTTACGCCATGAAAAAAAGCATATTATTAGGTTTTGCCGGAATGCTGTTCGTTTCTGCATCGGCGCAGGCCATCAGTATTAGCGGCCAGGCGGGCGAAGATTACACCAACATTGGCGTGGGTTTTGGTACGGAATCGACGGGACTGGCGCTAAGCGGCAACTGGATGCACAACGATGATGATGGCGATGCTGCGGGCGTGGGTCTGGGGCTGAACATTCCGGTGGGACCGCTGCTGGCGACGGTCGGCGGTAAAGGTATTTATA1
3316 CHIP3014 STM/STY STM2331 STY2561 ATGTCCCCCATTGAAAAATCCTTATTGATGGTAACCTGAGAGGAAACGATGTCCCCCATTGAAAAATCCAGCAAACTCGAAAATGTCTGTTATGACATTCGTGGCCCCGTTCTGAAAGAAGCGAAACGCCTTGAGGAAGAAGGTAATAAAGTTCTTAAACTGAATATCGGCAACCCCGCCCCCTTCGGATTCGAAGCGCCGGACGAAATTCTGGTCGATGTCATTCGTAATTTGCCGACGGCGCAAGGATATTGCGACTCGAAAGGGCTTTATTCCGCCCGTAAAGCGATTATGCAGCATTATC1
3317 CHIP3038 STM/STY STM2369 STY2600 ATGTCTGAAGGCTGGAACATTGTTAGTACAGATACTCCTGCACCAGCATGTCTGAAGGCTGGAACATTGCCATTCTGGGCGCAACGGGCGCCGTAGGCGAAGCCCTGCTTGAAACACTGGCTGAACGCCAGTTCCCGGTCGGTGAAATTTATGCGTTGGCGCGTCATGAAAGCGCGGGCGAGCACCTCCGTTTTGGTGGCAAGTCGGTCATTGTCCAGGATGCGGCGGACTTTGACTGGACGCAGGCGCAGTTGGCGTTTTTCGTTGCCGGCGCAGAGGCATCGGCTGCCTGGATAGACGACG1



3318 CHIP2298 STM/STY STM1313 STY1800 ATGAGTAACGTTATTGCTTCACTTGAATTAGAATTTCAGTGCGTTAGCGAATGAGTAACGTTATTGCTTCACTTGAAAAGGTACTCCTTCCTTTTGCTGTAAAAATAGGAAAGCAGCCACACGTTAATGCAATCAAGAACGGCTTTATTCGTTTAATGCCATTAACCCTTGCGGGGGCGATGTTTGTATTAATTAATAACGTTTTCCTGAGCTTTGGGGAGGGGTCGTTTTTTTATTCCATGGGCATTCGGCTTGATGCCTCAACCATTGAAACACTTAATGGATTGAAAGGCATCGGCGGGAACG1
3319 CHIP0561 STM/STY STM1414 STY1706 ATGCGTTCATGGTTAGGTGAGGTTATTCTTCATTGTCCGCCAAATGCGTTCATGGTTAGGTGAGGGAGTCAGGGCGCAACAGTGGCTCAGTGTATGCGCGGGTCGGCAGGATATGGTTCTGGCGACGGTGTTATTAATCGCTATTGTGATGATGCTGTTACCTTTGCCGACCTGGATGGTTGATATCCTGATTACTATCAACCTTATGTTTTCAGTGATCCTGCTCTTAATTGCTATTTATCTTAGTGACCCTCTCGATTTATCGGTATTTCCGTCTTTATTACTTATTACTACATTAT1
3320 CHIP1412 STM/STY STM3876 STY3902 ATGGAAAATTATCAGATCGACAATCTGTTATGGCTTGATGGTGCGATGGAAAATTATCAGATCGACAATCTGGACCGCGGCATACTTGACGCCTTAATGGGAAATGCCCGCACCGCCTACGCCGAACTGGCCAAACAATTTGGCGTTAGCCCTGGAACCATTCACGTTCGCGTCGAGAAAATGAAGCAGGCCGGGATCATTACGGGCGCACGGATTGACGTCAGCCCTAAACAACTGGGCTACGATGTGGGCTGCTTTATTGGCATCATCCTCAAAAGCGCCAAAGACTATCCCTCCGCAC1
3321 CHIP1340 STM/STY STM0302 STY0337 ATGTGGATGAAAATACAGCGAGTGTTACGTATCCTCCTGCGCCATGTGGATGAAAATACAGCGAGTGAAAACGGTTATCTATAGCGTAAGCTTACTGGTCGCTGCCAGTAGCTTGGTGCCGATAGCGAACGCCGCAGAAAAACTTCAGACAACGCTACGTGTAGGTACTTACTTTCGGGCTGGGCACGTGCCAGATGGGATGGTGCTTGCGCAAGGCTGGGTGACTTATCACGGCAGTCACAGCGGGTTTCGGGTATGGAGCGATGAGCAAAAGGCGGGTAACACGCCTACCGTATTGC1
3322 CHIP1356 STM/STY STM0230 STY0253 ATGATCGAATTTGTTTATCCACACATTAGGACACAAGTCCCAGAGCATGATCGAATTTGTTTATCCACACACCCATTTAGTGGCGGGTGTGGATGAAGTGGGCCGTGGCCCGCTGGTGGGCGCCGTAGTGACCGCCGCCGTGATCCTCGATCCGGCGCGTCCGATCGTCGGTCTGAATGATTCCAAAAAATTGTCTGAAAAGCGTCGTCTGTCATTGTATGACGAGATTAAAGAAAAGGCGTTAAGCTGGAGTCTGGGGCGCGCGGAAGCGCATGAAATTGATGAGCTGAATATTTTGCACG1
3323 CHIP1476 STM/STY STM4234 STY4430 ATGGAGTGGAGTCTGACGCATTAGAAGTGCCAGTAACTCATCGATGGAGTGGAGTCTGACGCAGAGTAAGCTGCTGGCGTTTCACCGTTTGATGCGTACAGATAAGCCTATTGGCGCGTTGCTGCTGCTCTGGCCGACGCTTTGGGCGCTATGGGTGGCGACGCCGGGTATGCCTCAGCTGTGGATTTTGGCAGTTTTTGTCGCTGGCGTGTGGTTAATGCGCGCGGCGGGCTGCGTGGTAAATGATTATGCCGATCGTAAATTTGACGGACATGTAAAACGTACGGTCAACCGGCCTT1
3324 CHIP1492 STM/STY STM2388 STY2620 ATGACTACCACATCAGCTTTTATGCTTTAATTTCCCTGGTCAGTTTCCATGACTACCACATCAGCTTTTATGCTTAACGTGCGTCTGGATAATGTCGCGGTTGTCGCTATTGATGTCCCTGGAGAAAAGGTGAACACCCTGAAAGCGGAGTTTGCCACGCAGGTACGCGCCATCCTGAAGCAGATCCGGGAAAATAAAGCGTTGCAGGGCGTTGTTTTTATCTCAGCCAAAGCAGATAACTTTATTGCTGGCGCTGATATCAACATGATAGGTCACTGCCAAAACGCGCAGGAAGCGGAAACGC1
3325 CHIP1390 STM/STY STM0131 STY0151 ATGTCGCAGGCTGCGCTGTTATTGTTGTTCTGCCTGTGCATGTCGCAGGCTGCGCTGAACACGCGAAACAGTGATGAAGAGACGCCTTCTTCACGCCGCAATAATGGAACGCGTCTTGCAGGAATTTTATTCCTGCTGACGGTACTGTGCACCGTGTTTGTTAGCGGGTGGGTCGTGTTAGGGTGGATGGAAGATGCGCAGCGTTTACCGTTATCAAAGCTGGTATTAACCGGCGAGCGTCACTACACGCGTAACGATGATATCCGTCAGGCGATACTGGCTCTGGGCGCGCCGG1
3326 CHIP3907 STM/STY STM1304 STY1810 ATGCGGGTGATTCGTCCTTTATACGGTTTTCTCCTCAGCAATGCGGGTGATTCGTCCTGTCGAACATGCGGATATCGCCGCGCTGATGCAGCTTGCAGGCAAAACGGGCGGCGGCTTAACCTCGCTACCGGCAAATGAAGCGACGCTGGCGGCCCGCATTGAACGCGCGCTAAAAACCTGGTCCGGCGAGCTGCCAAAAGGCGAACAAGGGTATGTATTCGTTCTCGAGGACAGTGAAACGGGTGAGGTCGGCGGGATCTGCGCCATTGAGGTCGCGGTCGGCCTTAATGACCCCT1
3327 CHIP3931 STM specificSTM1353 ATGAATCATTTAGCTAACGTATGGGTATTTAGTTAGCGGCTTAACTGGTCGAATGAATCATTTAGCTAACGTATGGGTATTTAGCGATAACGTAGAGCGTTATGCCGAATTAATGACCGGCGCGCGGCAGTGGGGAGAAAAAGTTTACGCCATCGTGCAAGGAAACACGGATATCGACTACGTGAAAGCGCTTGGCGCTGATGAGATAGTCATTCTTGAATCGCATACGGATTTGCAGCGCGTGGAAAACTATGCCGAAACGCTGGCCTCGTTATTAGGCGACCAAAATGGGCTGCTGCTCATGGCGG1
3328 CHIP3947 STM/STY STM1374 STY1749 ATGGCTGCGCTACCGGATTTAGCTAAGAGTGGCGGCCATGGCTGCGCTACCGGATAAAGAAAAACTGCTGCGTAACTTTACGCGTTGCGCTAATTGGGAAGAGAAATATTTATATATTATTGAGTTGGGGCAGCGCCTGGCGGAGTTAAATCCGCAGGATCGTAATCCGCAAAATACGATTCATGGCTGTCAGAGCCAGGTGTGGATCGTGATGCGGCGAAACGCCAACGGCATTATCGAATTGCAGGGCGACAGCGACGCGGCGATCGTTAAGGGCCTTATGGCGGTGGTAT1
3329 CHIP0540 STM/STY STM1574 STY1491 ATGTTTCGTCAGTGGTTAACGTTAGTTTATCGGCGTTGGGCTTTTGATGTTTCGTCAGTGGTTAACGTTAGTCATTATTGTGCTGGTCTATATTCCTGTCGCCATTGATGCCACGGTCTTGCATGTCGCCGCGCCGACACTGAGTATGACACTGGGGGCCAGCGGCAACGAGCTGCTGTGGATCATTGATATTTATTCTTTGGTCATGGCTGGCATGGTGTTGCCGATGGGCGCACTTGGCGATCGTATCGGTTTTAAACGCCTGCTGATGCTGGGCGGGACGCTCTTTGGCCTGGCGTCAT1
3330 CHIP0564 STM/STY STM1417 STY1703 ATGCGTATTACCAAAGTTGAGGGTTATTCGCTATTCTTAACATAGAATATCTCCAATGCGTATTACCAAAGTTGAGGGAAGTCTTGGGTTGCCATGCCAGTCTTATCAGGATGATAACGAGGCGGAGGCGGAACGTATGGACTTTGAACAACTCATGCACCAGGCATTACCCATTGGTGAGAATAATCCTCCTGCAGCATTGAATAAGAACGTGGTTTTCACGCAACGTTATCGTGTTAGTGGCGGTTATCTTGACGGTGTAGAGTGTGAAGTATGTGAATCAGGGGGGCTAATCCAGTTAAGAATCAATG1
3331 CHIP0566 STM/STY STM0400 STY0438 ATGGAAAGCAATAATAAGCTAAAGCGTTACGCCTGCGCCAATTGATGGAAAGCAATAATAAGCTAAAGCGTGGGCTGAGCACCCGGCACATTCGCTTTATGGCATTAGGTTCGGCAATCGGCACCGGCCTGTTTTACGGCTCGGCGGACGCCATCAAAATGGCGGGGCCGAGCGTGCTGTTGGCCTATATTATTGGCGGGGTCGCGGCATATATCATTATGCGCGCATTGGGGGAAATGTCCGTTCACAACCCTGCCGCCAGCTCATTTTCGCGCTATGCGCAGGAAAACCTCGGCCCGC1
3332 CHIP1329 STM/STY STM2255 STY2481 ATGGAAAATTCTAACCGTAAACCCGTTAGAAACCTGGTTTAACATCACGATGGAAAATTCTAACCGTAAACCCGGCTGGATAAAGCGCGTCTGGCGATGGTGGCGCAGCCCCAGCCGCCTGGCGTTGGGGACGCTGCTGTTAATCGGTTTTATCGGCGGCATCATCTTCTGGGGCGGCTTCAATACCGGAATGGAAAAGGCTAACACCGAAGAGTTTTGTATTAGCTGCCATGAAATGCGCAACACGGTGTATGAGGAGTATATGGAAACCGTCCACTACAACAACCGTAGCGGCGTTCGTGCCA1
3333 CHIP1441 STM/STY STM2572 STY2818 ATGAACTGTTTGATTCGTATTCGCTTAAACCAGTTTTTTTACCAGCGATGAACTGTTTGATTCGTATTCGCCAGCGTTATCCGGATCTCGCGCAAAGCGACAGGAAACTGGCGGATTATCTGCTCGCGCAACCGGATACGGCGCGGCATCTGAGCTCGCAGCAACTGGCGGCTGAAGCGGGCGTCAGCCAATCCAGCGTAGTCAAGTTCGCGCAAAAACTGGGGTTTAAAGGGTTTCCGGCGTTGAAACTGGCTCTCAGCGAAGCGTTGGCCAGCAATCCTAATCCGCATTCCGTTCCCGTTC1
3334 CHIP1369 STM/STY STM2070 STY2279 ATGAAAAAGGTCGCAATTGTCGTTACTCCATCGGCATCACCATGAAAAAGGTCGCAATTGTCGGTTTAGGTTGGTTAGGCATGCCGCTGGCAATGTCGCTGGCAGCGAGAGGCTGGCAGGTTACCGGCAGCAAAACCACCCTTGACGGGGTGGAAGCGGCCCGTATGAGTGGAATTGAAAGCTATCCGCTGCGTCTGGAGCCGGAGTTGGTCTGTGAGGCGGACGATCTTGACGCTCTGCTGGATGTCGATGCGCTGGTGATAACACTGCCCGCGCGCCGTAGCGGTCCGGGAGAGG1
3335 CHIP1385 STM/STY STM0105 STY0122 ATGCAAGCACTGCTGGAACTTAGTAACCCACAACTTTGCGATGCAAGCACTGCTGGAACACTTTATCACCCAATCCACTCTGTATTCGCTCATCGCCGTGTTGCTGGTCGCCTTCCTGGAATCGCTGGCGCTGGTGGGGTTGATTTTACCCGGCACGGTACTGATGGCGGGGCTGGGCGCGCTTATCGGCAGCGGCGAGCTCAATTTTTGGCATGCCTGGCTGGTGGGTATTATCGGCTGTCTGATGGGCGACTGGATTTCGTTCTGGCTGGGGTGGCGCTTTAAAAAGCCGCTAC1
3336 CHIP1409 STM/STY STM0144 STY0166 ATGGAAAAACAACGCGGTTTTAGTTGGCGTCAAAACGGAATGGAAAAACAACGCGGTTTCACGCTTATCGAACTGATGGTCGTTATTGGCATCATCGCCATTTTAAGCGCCATTGGCATTCCGGCTTACCAGAACTATCTGCGTAAAGCGGCGCTGACGGATATGTTGCAAACGTTTGTCCCCTACCGTACTGCCGTCGAACTCTGCGCTCTGGAACATGGTGGGACGAGCACATGCGATGCGGGCGTCAACGGTATCCCCTCGCCCGTCATCACCCGTTATGTTTCGGGCATGA1
3337 CHIP1516 STM/STY STM2272 STY2499 ATGAGCGACCTTGCGAGATTACTCGTCAGCGTCATCCGATGAGCGACCTTGCGAGAGAAATTACACCGGTCAACATTGAGGAGGAGCTGAAGAGCTCCTATCTGGATTATGCGATGTCGGTCATTGTTGGCCGTGCGCTGCCGGATGTCCGAGATGGCCTGAAGCCGGTACACCGTCGCGTACTTTACGCCATGAACGTATTGGGCAATGACTGGAACAAAGCCTATAAAAAATCTGCCCGTGTCGTTGGTGACGTAATCGGTAAATACCATCCCCACGGCGATTCCGCAGTGT1
3338 CHIP1540 STM/STY STM2444 STY2681 ATGGCCGTTAACTTACTGAAAAAGATTACTTACGCCCCGCCGCATGGCCGTTAACTTACTGAAAAAGAGACCCCTGACGCTGGCAGCAATGCTGTTACTGGCAGGGCAGGCGCAGGCAACGGAGCTGCTGAACAGCTCATACGATGTCTCCCGCGAGCTGTTTGCCGCCCTTAACCCGCCGTTTGAGCAACAATGGGCGAAGGATAACGGCGGCGATAAGCTGACGATTAAGCAGTCTCATGCCGGGTCATCAAAACAGGCGCTGGCGATTTTGCAGGGACTGAAGGCAGACGTCGTCA1
3339 CHIP1017 STM/STY STM0829 STY0867 ATGCAGTTTGACTGGAGCGTTACAGGATTTTCATCCTTTTTTCAAATGCAGTTTGACTGGAGCGCCATCTGGCCCGCCATTCCGCTTTTGCTTGAGGGCGCTAAAATGACCCTGTGGATCTCGGTCCTCGGTCTGGCTGGCGGCCTGGTTATTGGACTGGCGGCAGGTTTTGCCCGTACTTTTGGCGGCTGGTTCGCCAACCACATCGCCCTGGTTTTCATTGAAATTATTCGCGGTACGCCAATGGTGGTGCAGGTCATGTTTATCTACTTTGCCCTGCCGATGGCATTTAATGATTTGC1
3340 CHIP1033 STM/STY STM2015 STY2218 ATGCGTCGTATCACACCTTTTTTTCTTAAAGGCCAGGCCTGCCATGCGTCGTATCACACCTTTTTTTCCGTTTTTCGTCTTGTTGGTAAGCCATTTCTCGCTGGCTATAAGCTATCCGTTGCCGCCCGAAGGCAGTCGTCTGGTAGGACAGCCTGTCACAATCGCCGTACCGCAGAACAATACTCAGCCCTTAGAGTCATTTGCCGCCCGCTACGGTCAAGGGCTGAGTAATATGCTTGAAGCGAATCCCGGCGTGGATGTGTTTTTACCTCAGTCTGGTTCCACACTGGTGGTGCCGC1
3341 CHIP1596 STM/STY STM0592 STY0636 ATGTCATGCTCGTTTTCCGTTTACAGGCCGCCTCCGCTATGTCATGCTCGTTTTCCGTGACGCGCGCGTTTGCCGTGCCCGGATTGTTGTTATTACTGAGTCTCGCCGCGGTTTTAAGCCTGGTCATTGGCGCGAAACCGCTGCCCGCCGCCGTCGTGCTGGAGGCGTTCACCGGCGTGTGCCAAAGCGCCGATTGCACCATCGTCCTGGATGCGCGTTTGCCGCGTACGCTGGCCGGATTACTGGCAGGCGGCGCGTTGGGCCTCGCCGGGGCGCTCATGCAAACACTCACTC1
3342 CHIP3144 STM specificSTM2600 ATGAAAGGGCTTGAAAATGCGTTAACGTGAAAGATAAAGCCTCAGTTGATGAAAGGGCTTGAAAATGCGATCCGGAATCTGAACAGCCTTGACCGACAGATGGTTCCCCGGGCCAGTATCTGGGCTGTGAATCGCGTGGCGCAGAAAGCTGTTTCAGTGGCAACCCGTAAGGTGGCGCGGGAGACTGTCGCCGGAGATAACCAGGTAAGAGGACTTCCGCTGAAGCTGGTTCGCCAGAGGGTGAGGTTATTTAAAGCCGGTACAGACGGTAAACGCTCTGCCCGGATACGGATTAACCGGGGAA1
3343 CHIP3154 STM specificSTM2610 ATGAAATTCAAGAGTATTGCTAAAACTGTTTTTCTTATTTTATCTGAATATTGACGCTGTATTTTTTCATGAAATTCAAGAGTATTGCTAAAACTGTTTTTCTTTTTGCACTGCTAACCTCAGCTGGCTTTGCAACTGGTAAAAACGTGAATGTCGAATTCGATAAAGGACAAAATAGCGCCCGCTATTCCGGCGTAATAAAGGGATACGATTACGATACATATAACTTCCAGGCCAGAAAGGGGCAGAAAGTACATGTAAGTATTTCGAATGAAGGCGCAGATACCTACCTGTTCGGGCCAGGAATTAGCGATTCCGTTGACC1
3344 CHIP2030 STM/STY STM3749 STY4044 ATGAAAATTAGCGACGGAAACTGTTAAAGCGTAATCACCACTTCATTTCATGAAAATTAGCGACGGAAACTGGCTGATCCAGCCTGGCCTTAATTTGATTCACCCGGTTCAGGTGTTCGACGTTGAACAGCACGGGAATGAGATGGTGATCTATGCCGCGCCGCGTGATGTCCGCGAACGAACCTGGCAACTGGATACCCCGTTGTTTACCCTACGCTTTTTCTCGCCGCAGGAAGGAGTGATAGGTGTACGGATGGAACACTTCCAGGGCGCTTTGGATAACGGCCCACATTATCCGCTCAATG1
3345 CHIP2046 STM/STY STM3630 STY4168 ATGAGTATTTCCTTGAAGAAGTCAGGGTTATTCGACAGAGACGTTTTCGAATGAGTATTTCCTTGAAGAAGTCAGGGATGCTGAAGCTTGGTTTGAGCCTGGTGGCCATGACCGTTGCAGCAAGCGTGCAGGCCAAAACCCTGGTTTATTGTTCAGAAGGCTCGCCGGAAGGCTTTAACCCACAGCTCTTTACGTCTGGCACCACCTATGATGCCAGCTCCGTACCTATCTATAACCGTCTGGTTGAATTCAAAACCGGCACCACGGAAGTGATCCCGGGTCTTGCTGAGAAGTGGGATATCAGCG1
3346 CHIP2062 STM/STY STM3557 STY4254 ATGATATCGTTACGACATACAGCTTTAGGTTAAGATTTGCTCGCTTTCTCAAAACATGATATCGTTACGACATACAGCTTTAGGACTGGCGCTGAGTCTGGCATTTACGGGTCAGGCGTTGGCCGTCACCACTATTCCATTCTGGCATTCAATGGAAGGGGAGTTAGGCAAAGAAGTTGATTCACTGGCGCAACGTTTCAACCAGGCCAATCCGGATTACAAAATCGTTCCGGTCTATAAGGGGAACTATGAACAGAACCTGAGCGCCGGGATCGCGGCATTCCGTACCGGCAACGCGCCGGCAATATTGC1
3347 CHIP2078 STM/STY STM0952 STY0950 ATGATAAAAACGGATCTCAATGATTTTGTTACTCTTCCACCATTCGCATGATAAAAACGGATCTCAATGATTTTGCGTGGTTTGTGCATGTGGTCGAAGAGGGTGGGTTTGCCGCGGCGGGGCGTGCGCTTGATGAACCAAAATCAAAACTGAGCCGGCGTATTGCGCAACTGGAGGAACGGCTGGGCGTGCGATTGATTCAGCGAACCACCCGGCAGTTTAACGTTACCGAAGTGGGGCAAACATTCTATGAGCACTGTAAAGCGATGCTGGTGGAAGCTCAGGCGGCGCAGGATGCCATTG1
3348 CHIP1535 STM/STY STM2519 STY2764 ATGGTACCTGTGGTCGCTTACTTGCTTTTCTTGATATGTTTCATCAATGGTACCTGTGGTCGCGCTTGTCGGGCGCCCTAACGTCGGAAAATCCACGCTATTTAACCGTCTGACCCGCACCCGAGATGCGCTGGTTGCGGATTTCCCGGGTCTGACTCGTGACCGTAAGTACGGTCGTGCGGAGGTTGAAGGCCGCGAGTTTATCTGTATCGACACCGGCGGTATTGACGGCACCGAAGACGGCGTCGAAACGCGGATGGCGGAACAGTCGCTGCTGGCGATTGAAGAAGCGGATGTGGTGT1
3349 CHIP1561 STM/STY STM0477 STY0521 ATGGCACGAAAAACCAAACATTAGGGGGAGCCGTTGACATGGCACGAAAAACCAAACAACAAGCGCTGGAGACACGACAACACATCCTGGATGTGGCCCTGCGTTTGTTCTCGCAGCAAGGCGTATCGGCAACCTCGCTGGCGGAGATTGCGAACGCTGCTGGCGTGACGCGCGGCGCAATCTATTGGCATTTCAAAAATAAGTCGGATTTATTCAGTGAGATCTGGGAGCTATCAGAATCCAATATTGGTGAGCTTGAGATTGAGTATCAGGCAAAATTCCCCGACGATCCAC1
3350 CHIP1585 STM/STY STM0514 STY0562 ATGTTTGACCCGGAAACACTGTTAACAGCGTACCGTGTTGAAAATGATGTTTGACCCGGAAACACTGCGTACCTTTATCAGCGTTGCCGAAACGGGGAGTTTCTCCAAAGCGGCGGAGCGCCTGTGTAAAACCACGGCAACCATTAGCTACCGCATCAAACTGCTGGAGGAAAATACCGGCGTAGGGCTGTTCTTTCGCACAACGCGAAGCGTCTCGTTGACGGCGGCGGGCTCTCACCTTCTCTCTCAGGCAAAAGACTGGCTTGCGTGGCTGGACAGCATGCCTGACGAGCTACGCCAGG1
3351 CHIP1993 STM/STY STM4399 STY4757 ATGGCTTATCGCGATCAACCTTATTCCCCGGCCAGCGCATGGCTTATCGCGATCAACCTTTAGGCGAACTGGCGCTCTCTATTCCCCGCGCATCGGCGCTGTTTCGCCAGTACGATATGGATTACTGCTGCGGCGGAAAACAGACGCTGGCGCGCGCCGCCGCGCGTCACGACGTCGATATTGACATCATAGAAGCGCAACTGGCGCAGTTGGCTGAACAGCCCATCGAAAAAGACTGGCGCGCCGTTCCGCTGGCGGACATTATTGACCATATCGTTGTTCGCTATCATGACC1
3352 CHIP2009 STM/STY STM4508 STY4863 ATGAACACCCTTCCTATCATTCTGATTATACCTGGAATAGCGTGGGCATGAACACCCTTCCTATCATTCTGACTGGCGATCGCCCCACCGGCTCGCTGCACCTCGGCCATTATGTCGGTTCACTGCGCCAGCGCGTCGCGCTACAGCAGGATCACCAACAGTATGTCCTGATTGCCGACCTGCAGGGACTCACCGATAACGGCAGTAATCCGCAAAAAATCCGCGATAATATTCCGCAAGTGTTAGCTGACTATCTGGCCGTCGGCATCGATCCCACGCTGACGACGATCTGCCTGCAATCCG1
3353 CHIP2025 STM/STY STM4581 STY4928 ATGGCTCAATTCGTTTATACCATGTTATTTGGCAATACGCTTGTACTTGGTGGCTCAATTCGTTTATACCATGCATCGTGTCGGCAAAGTGGTTCCGCCGAAACGTCATATTCTGAAAAACATCTCGCTGAGCTTCTTCCCTGGCGCCAAAATCGGCGTGCTGGGCCTTAACGGCGCCGGTAAGTCTACCCTGCTGCGCATCATGGCGGGGCTCGATAAAGATATCGAGGGCGAAGCGCGCCCGCAGCCCGGCATTAAGATTGGCTACCTGCCGCAGGAACCTCAGCTAAACCCGGAACACACGG1
3354 CHIP2041 STM/STY STM3659 STY4139 ATGGACGATCACGTTGCGTTATTCATCATCACTGTAGGAAGCATGGACGATCACGTTGCGCGCAGGAAACGGATATTCGGCCTGGGAATGTTAGTTGTCGGTGCAGTGGTATACCTGGTGGGACTGTGGCCAGGCTGTCATACATTAAGCGAAAAGGGATATTTTTTTGCGGCAATCGTCATGTGTGGTTTTCCAGTCTTAATTCGCCAGGAACACACGGGAAATGGCCGCTTGCTTTCTCGTTGCAAATCTTTGCTGTTGCTTGGCATCGGCATGGTCGCGGTCGGCGTATTTAACC1
3355 CHIP3199 STM/STY STM3235 STY3415 ATGGCTAAAGAGAGAGCGCTGTTATTTTCCGGCGAATAGCTTAGGATGGCTAAAGAGAGAGCGCTGACGCTTGAAGCATTGCGTGTGATGGACGCCATTGACCGCCGGGGCAGTTTTGCCGCAGCGGCTGATGAGTTGGGGCGTGTGCCCTCCGCGCTGAGTTACACCATGCAGAAGCTGGAAGAAGAGTTGGACGTTGTACTGTTCGATCGCTCCGGCCATCGTACAAAATTCACCAACGTCGGACGTATGCTGCTGGAACGCGGGCGGGTATTGCTGGAAGCGGCAGACAAGTTAACGA1
3356 CHIP2075 STM/STY STM3483 STY4313 ATGAAACAGTATTTGATTGCCCCTTATCCATGAGTTACCTTTGCCAATGAAACAGTATTTGATTGCCCCCTCAATTCTGTCGGCTGATTTTGCTCGCCTGGGTGAAGACACCGCCAAAGCGCTGGCTGCCGGTGCTGATGTTGTACACTTTGACGTCATGGATAATCACTATGTGCCGAACCTGACTATCGGCCCGATGGTGCTGAAATCCCTGCGTCAGTACGGTATTACCGCGCCTATTGATGTCCACCTGATGGTCAAGCCAGTCGACCGTATCGTGCCCGACTTTGCCGCCGCTGGCG1
3357 CHIP0585 STM/STY STM3835 STY3943 ATGTCGAATTCTTATGACTCCTCCATTAAATATCGATATTCGCCGCTTATGTCGAATTCTTATGACTCCTCCAGTATCAAAGTCCTGAAAGGGCTGGATGCGGTGCGTAAGCGCCCGGGTATGTATATCGGCGACACGGATGACGGCACCGGTCTGCACCACATGGTATTCGAGGTGGTAGATAACGCTATCGACGAAGCGCTCGCAGGTCACTGTAAAGATATCGTCGTGACTATTCACGCCGATAACTCCGTGTCCGTAACGGATGATGGCCGTGGCATTCCGACCGGGATTCACCCGGAAG1
3358 CHIP0697 STM/STY STM2077 STY2286 ATGCTGGCAAAACGTATAATTCCTTAACATATCCTGATCTCCACGCCATGCTGGCAAAACGTATAATTCCGTGTCTGGATGTTCGTGATGGTCAGGTGGTGAAAGGCGTACAGTTTCGCAACCATGAGATCATTGGCGATATCGTTCCGCTGGCCAAACGCTATGCCGACGAAGGCGCGGACGAACTGGTGTTCTATGACATTACCGCCTCCAGCGATGGTCGCGTAGTCGATAAAAGCTGGGTGGCGCGCGTTGCCGAGGTGATCGACATTCCGTTTTGTGTAGCGGGCGGCATCCGGTCAA1
3359 CHIP0625 STM/STY STM0413 STY0451 ATGAAAAAAACTTTACTCGCAGTCAGTTAGAAGTTGTAACCCACGACCAATGAAAAAAACTTTACTCGCAGTCAGCGCAGCGCTGGCGCTCACCTCATCTTTTACTGCTAACGCAGCAGAAAATGATCAGCCGCAGTATTTGTCCGACTGGTGGCACCAGAGCGTAAACGTGGTAGGCAGCTACCATACCCGTTTCTCGCCGAAATTGAACAACGACGTCTATCTGGAATATGAAGCATTTGCCAAAAAAGACTGGTTTGATTTCTACGGCTATATCGATATTCCCAAAACCTTTGATTGGGGTA1
3360 CHIP0641 STM/STY STM1707 STY1344 ATGACGTTTACTGCTTCATCTTCTTCTTATGCCTCCCGTTTCAGTGATGACGTTTACTGCTTCATCTTCTTCCTGCGCTATTACTGAATCGCCTGTCGTTGTGGCGTTGGATTACCATGAACGCGATAAAGCCCTGGCGTTTGTCGATAAAATCGATCCTCGCGATTGTCGCTTAAAAGTGGGCAAAGAGATGTTCACGCTGTTTGGTCCACAGCTCGTTCGGGATCTCCAGCAACGTGGGTTTGATGTCTTTCTTGATCTAAAATTTCATGATATTCCCAACACCACGGCCCGGGCGGTCG1
3361 CHIP1886 STM/STY STM3408 STY4389 ATGAAAAAACAAAACAATTTACGTAGTCTGTTACTTCTTGATTAGCTTAGCGTAAAAGATGAAAAAACAAAACAATTTACGTAGTCTGGCAGCACAGGCCGTTGAACAGGTCGTCGAGCAGGGACAATCATTAAGTAATGTGCTCCCGCCGCTGCAACAAAAAGTCGCCGATAAAGACAAAGCGCTACTTCAGGAGCTGTGCTTTGGCGTACTGCGCACCCTTTCACAGCTGGAATGGCTGATCAATAAGCTGATGTCTCGTCCAATGACCGGCAAGCAGCGTACAGTGCATTACTTAATTATGGTCGGCTTTT1
3362 CHIP0596 STM/STY STM3486 STY4310 ATGGAGAGGATTACAGTCACTCTCGTTACGCCTGCTGACAGTCAGATGGAGAGGATTACAGTCACTCTCGGGGAACGTAGTTACCCGATCACCATCGCGGCTGGTTTGTTTAACGAACCAGCTTCATTCTTGCCGCTGAAATCAGGCGATCAGGTCATGTTAGTGACCAACGAAACCCTGGCGCCGCTTTATCTGGACAAGGTTCGCGGCGTACTCGAACGGGCGGGCGTTAACGTAGACAGCGTGATTCTTCCTGACGGCGAGCAGTATAAGAGCCTGACGGTGCTGGATACGGTGTTTA1
3363 CHIP0708 STM/STY STM1960 STY2168 ATGGCTTCAATTTCATCATTAGGTGTTAGGACTTGTTCATAGCTGTAAATTGCATGGCTTCAATTTCATCATTAGGTGTGGGATCAAACTTACCGTTAGACCAGTTGTTGACAGACCTGACAAAGAACGAAAAAGGACGCTTAACGCCAATTACCAAACAGCAGAGCGCGAATTCGGCAAAGCTAACCGCCTATGGCACATTGAAAAGCGCATTAGAAAAATTCCAGACGGCAAATACCGCGTTAAATAAAGCGGATTTATTTAAGTCTACCGTGGCGTCCAGCACCACTGAAGATCTCAAAGTCAGTA1
3364 CHIP0724 STM/STY STM2581 STY2827 ATGAACCCCATCGTAATTAATCGTTATTCCAACTCCAGTTTTTTCACGATGAACCCCATCGTAATTAATCGGCTTCAACGGAAGCTGGGCTACACTTTTAATCATCAGGAGCTGTTGCAGCAGGCATTAACTCACCGCAGCGCCAGCAGTAAACATAACGAACGCCTGGAATTTTTAGGCGATTCAATCCTGAGCTTCGTTATCGCTAACGCGTTATCACGTTTTCCACGGGTGGATGAGGGAGATATGAGCCGTATGCGCGACCCGTTGGTACGTGGTAATACGCTGGCGGAATTAGCCCGTG1
3365 CHIP0748 STM/STY STM2463 STY2700 ATGAATCAACAGGATATTGAACAGGTTTATACAATGCGAAACGCATCCATGAATCAACAGGATATTGAACAGGTGGTGAAAGCGGTACTGCTGAAAATGAAAGACAGCAGCCAGCCGGCCAGTACTGTTCATGAGATGGGCGTTTTTGCCTCCCTGGATGACGCAGTGGCGGCAGCAAAACGGGCCCAGCAGGGGCTGAAGAGCGTGGCGATGCGCCAGCTTGCCATTCATGCCATTCGCGAAGCGGGCGAAAAACACGCCCGAGAATTAGCGGAACTTGCCGTCAGCGAAACCGGCATGGGAC1
3366 CHIP1799 STM/STY STM3993 STY3887 ATGGCAAAAGAGACCATGATACCTTACAAGGAACGTGCTTTCTCTAACCATGGCAAAAGAGACCATGATACCGCTACTCGCCATTGCCGCGTGGAGCGGCACGGGAAAAACAACACTGCTGAAAAAACTGATCCCAGCACTTTGTGCGCACGGTATTCGGCCAGGGCTGATTAAGCATACCCATCATGATATGGATGTTGATAAACCGGGTAAAGATAGCTACGAATTACGTAAAGCCGGGGCGGCACAGACGCTGGTTGCCAGTCAGCAGCGCTGGGCGTTAATGACTGAAACGCCGGGGCAAG1
3367 CHIP0631 STM/STY STM2893 STY3016 ATGCATTCGCTGACCAGAATTAAATTATCTCCTCTGACTCGGCATGCATTCGCTGACCAGAATTAAAGTATTGCAGCGGCGCTGTACGGTATTTCATTCACAGTGTGAGTCGATATTACTTCGCTATCAGGATGAGGACCGCGGGCTGCAGGCCGAGGAGGAGGCGATCCTTGAACAAATAGCGGGTCTGAAATTGTTATTAGATACGCTGCGTGCAGAAAACAGACAGCTCAGTCGTGAGGAAATTTATACGTTATTACGTAAGCAGTCTATTGTTCGCCGGCAGATAAAAGATTTAG1
3368 CHIP0743 STM/STY STM1241 STY1883 ATGTTCGTCGAACTCGTTTATGATTATTCGGCGACCAGCCAATGTTCGTCGAACTCGTTTATGACAAGCGAAATGTTGAAGGTTTGCCAGGCGCACGCGAAATCATCCTCAATGAACTCACAAAACGCGTACATCAACTTTTTCCCGATGCGCAAGTGAAAGTTAAGCCAATGCAGGCGAACGCATTAAACAGTGACTGTACAAAAACCGAGAAAGAACGGCTGCACCGTATGCTGGAAGAGATGTTTGAAGAGGCTGATATGTGGCTGGTCGCCGAATAA1
3369 CHIP0767 STM/STY STM2885 STY3008 ATGGTAAATGACGCAAGTAGCATTAGTTATGCGCGACTCTGGCGATGGTAAATGACGCAAGTAGCATTAGCCGTAGCGGATATACCCAAAATCCGCGCCTCGCTGAGGCGGCTTTTGAAGGCGTTCGTAAGAACACGGACTTTTTAAAAGCGGCGGATAAAGCTTTTAAAGATGTGGTGGCAACGAAAGCGGGCGACCTTAAAGCCGGAACAAAGTCCGGCGAGAGCGCTATTAATACGGTGGGTCTAAAGCCGCCTACGGACGCCGCCCGGGAAAAACTCTCCAGCGAAGGGCAATTGA1



3370 CHIP1826 STM/STY STM0870 STY0903 ATGAATATAAACGTCGCAGATTTGTTTTATCCTAACCCCGGCCAGTGAATATAAACGTCGCAGATTTGTTAAATGGGAATTACATCCTGTTATTATTTGTGGTCCTGGCTCTTGGCCTGTGTCTTGGCAAGTTACGTCTGGGTTCAGTCCAACTTGGTAATTCCATTGGCGTTTTAGTGGTCTCTCTATTATTAGGGCAGCAACACTTCAGTATTAACACCGACGCGCTAAATCTGGGATTTATGCTGTTTATTTTTTGTGTCGGCGTCGAGGCTGGCCCCAACTTTTTTTCGATTTTTT1
3371 CHIP1858 STM/STY STM0847 STY0886 ATGAATAAAGCAGTGATTGCGATTCTTATTCCCGGTAAATTCCTGTGGATGAATAAAGCAGTGATTGCGATTCACGGCGGCGCAGGCGCGATTGCTCGCGCGCAAATGAGCCATGAGCAGGAGCTACGCTATATCCAGGCGTTGTCAGAGATTGTTGAAAGCGGGCAAAAGATGCTGGAAGCGGGTGACAGCGCGCTTGATGTAGTGACGGAAGCGGTGCGCCTGCTGGAAGCGTGTCCGCTCTTCAATGCGGGTATCGGCGCGGTCTATACCCGAGACGGGACTCATGAACTGGATGCCTGCG1
3372 CHIP1890 STM/STY STM3473 STY4323 ATGACTAACAGCAACCGCATCATTAATGCGTAGCCGGCGCATGACTAACAGCAACCGCATCAAGCTCACATGGATCAGCTTTCTTTCCTACGCCCTGACCGGGGCGCTGGTGATTGTCACCGGGATGGTGATGGGAAATATCGCAGACTATTTTCATCTGCCCGTTTCCAGCATGAGTAACACCTTTACTTTTCTGAACGCCGGGATTTTGATCTCGATCTTCCTCAATGCGTGGCTGATGGAAATCATCCCGCTGAAAACACAGCTACGCTTTGGTTTTATCCTGATGGTGCTGG1
3373 CHIP0186 STM/STY STM2047 STY2252 ATGGATAAAGAGCTTCTGCAATCATTATCGCGGGCCTACCAGATGGATAAAGAGCTTCTGCAATCAACGGTCCGTAAAGTTCTCGACGAGATGCGCCAGCGGCCTATTCCGCTGGGCGTCTCAAACCGTCATATCCACCTGTCCGCACAGGATTATGAGCGGCTGTTTCCCGGCCATCCCATCAGCGAGAAAAAAGCGCTGCTGCAGCCGGGACAATACGCCGCGGAGCAAACCGTCACTCTGGTGGGACCGAAAGGGCAGCTCAAAAATGTGCGCCTGCTCGGCCCGCTGCGCTCGG1
3374 CHIP1229 STM/STY STM4288 STY4487 ATGCCGTTAAGTCCCTATCTCTCTTTTAGGTGGCAGGCTGATGTTATGCCGTTAAGTCCCTATCTCTCTTTTGCCGGCAACTGTGCCGACGCCATCGCGTATTATCAACAAACGTTAGGCGCAGAACTGCTTTATAAACTCAGCTTCGGTGAAATGCCCCCCTCGGCGGCGGATAACGAAGAGGGTTGCCCGTCAGGAATGCGCTTTCCCGATACAGCTATCGCCCACGCCAACATGCGCATTGCCGGCAGCGATATCATGATGAGTGATGCCAGCGCGTCGGGAAGGGCGCATTATTCCG1
3375 CHIP1245 STM/STY STM1899 STY2107 ATGGCAGGTCATAGTAAATGGGCTTACAGGGTCGCCGCCACATGGCAGGTCATAGTAAATGGGCCAACACCAGACATCGTAAAGCTGCGCAGGATGCCAAGCGCGGTAAAATCTTCACTAAAATTATTCGTGAACTGGTAACGGCAGCTAAATTGGGCGGCGGCGATCCGGATGCCAACCCGCGTCTGCGCGCGGCTGTAGATAAAGCGCTGGCCAATAACATGACCCGCGACACTCTGAACCGTGCCATCGCTCGCGGTGTGGGTGGTGATGAAGACTCGAACATGGAAACCATCA1
3376 CHIP1269 STM/STY STM3365 STY3546 ATGAAAACACTAACAAGAAAACTCTCCCTTAACCGAATTCGCGCAGGTGAAAACACTAACAAGAAAACTCTCCCGTACGGCCATTACCCTCGTACTGGTTATTCTGGCCTTTATCGCCATTTTCCGCGCCTGGGTGTATTACACCGAATCTCCCTGGACGCGCGACGCGCGTTTTAGCGCCGATGTCGTCGCTATTGCCCCGGATGTCGCGGGCCTGATTACCCATGTAAACGTGCATGATAACCAACTGGTGAAAAAGGATCAGGTCCTGTTTACCATCGATCAGCCACGCTATCAAAAAG1
3377 CHIP1293 STM/STY STM0043 STY0052 ATGGCTAATATCAAATCAGCTAAGAAGCTTAAGCCAGTTTGTTGATCTGTGCTTGGCTAATATCAAATCAGCTAAGAAGCGCGCCGTTCAGTCTGAAAAGGCTCGTAAGCACAACGCAAGCCGTCGCTCTATGATGCGTACTTTCATCAAGAAAGTATACGCAGCTATCGAAGCTGGCGACAAAGCTGCTGCACTGAAAGCATTTAACGAAATGCAACCGATCGTGGACCGTCAGGCTGCTAAAGGTCTGATCCACAAAAACAAAGCTGCACGTCATAAAGCTAACCTGACTGCACAGATCAACAAAC1
3378 CHIP4674 STM/STY STM0269 STY0290 ATGAGCACGTCTCGTTTTACACCTTAAAAGAACGTAATGCGGCTCAATGAGCACGTCTCGTTTTACACCCGCTAACCACCTGCTGCCCACGCTGTTTGATCGGCTGTGTGACAATGCTCCGTATCAGAAAATTGACCGGGATATCAGCGTCACGCCGGTACAACTGAAGGAGATCATTCGCCGGGATCTCTCCTTTTTGCTCAATACCATTAGCCACGAGGGTGACATCGACGCCCGGCGCTATCCGCAGGCGGCGGCGTCAGTGCTCAACTATGGCCTGCCGCCGCTGGCGGGCAGCTTTA1
3379 CHIP4700 STM/STY STM1643 STY1426 ATGACGTCTGAAAAATTATCTGCTGTTAAATATTTTTGCCTCCCGTTTCATGACGTCTGAAAAATTATCTGCTGCCTGCCATTGTGGCAGCGTCGTGTTTACCGTTCAACTTAGCGATGGCTTTCATACCGCCAGGCGCTGCAACTGTTCCTTTTGCAGGATGCGCGGAGCGGTGGCAGTGTCTGCGCCGCTGTCGGGTATTAAAGTGCTAAAAGGGCAGGATAAGCTTACCGAATATCGCTTCAATACGGGCAAGGCGGTGCATTTTTTCTGTTCGGTATGCGGGATATATACTTTTCATCAGC1
3380 CHIP0141 STM/STY STM4020 STY3858 ATGCACAGCGGTGGAAAAACTTAGTCGCAGCCGATGGAATGCACAGCGGTGGAAAAACTATTCAGCTTAATGCGGGCCATTACCAGGCGAAAATCGTCACGGTTGGCGCAGGTCTGGCGGAACTGACCCATCATGGACGCCATGTGGTCATCCCGCATAAACCGGAAGAAATACCCATGGCGCATCTGGGGAAAGTATTGATTCCCTGGCCAAATCGCGTGACAAATGGCTGCTACTCCTATAACGGCAAGGTTTTCCAGCTTGCCGTTAACGACCCGGTTTCGCAGACCGCCA1
3381 CHIP0165 STM/STY STM0800 STY0833 ATGTTTAATATTACTAATATACAATCTACGGCAAGGTTATCGCCAGTAGGCGCTCATGTTTAATATTACTAATATACAATCTACGGCAAGGCATCAAAGTATTAGCAATGAGGCCTCAACAGAGGTGCCTTTAAAAGAAGAGATATGGAATAAAATAAGTGCCTTTTTCTCTTCAGAACATCAGGTTGAAGCACAAAACTGCATCGCTTATCTTTGTCATCCACCTGAAACCGCCTCGCCAGAAGAGATCAAAAGCAAGTTTGAATGTTTAAGGATGTTAGCTTTCCCGGCGTATGCGGATAATATTCAGT1
3382 CHIP0189 STM/STY STM2050 STY2255 ATGGCGATTTATACCCGAACATTATTGATGAGTTCCCACGTTAATAGCATGGCGATTTATACCCGAACAGGTGACGCTGGCACCACATCACTGTTTACCGGCCAGCGGGTGAGCAAAACCCACCCGCGGGTTGAAGCCTACGGCACGCTGGATGAGCTGAACGCCGCGCTGAGCCTGTGCGCCTGCGCCGCTGCGGATGAAAACCACCGCACCTTACTCGAGGCCATCCAGCAGCAACTTTTTTGGTTTAGCGCAGAGCTGGCCAGCGACAGCGAGCAGCCATCGCCCAAACAGCGCTACATCA1
3383 CHIP1232 STM/STY STM4298 STY4497 ATGATGACGGCACCCAAAATTACTTAACGGCGTAACCAGGCATGATGACGGCACCCAAAATTACCTTTATCGGCGCAGGTTCTACGATTTTCGTCAAAAATATCCTCGGCGATGTGTTTCACCGCGAGGCGCTAAAGTCAGCGCATGTCGCCCTGATGGATATTGACGAAACCCGGCTGGAAGAGTCGCACATTGTGGTACGGAAACTGATGGACTCAGCGGGCGCTTCTGGCCGGATTACCTGCCATACCAACCAGAAAGCGGCGCTACAGGATGCGGATTTCGTGGTGGTCGCCT1
3384 CHIP1248 STM/STY STM1906 STY2114 ATGATCGAGTTTGGTAACTTTTATCAGCTTACGGTTTACGCGCAATCATGATCGAGTTTGGTAACTTTTATCAGCTCATTGCTAAAAATCATCTCTCCCACTGGCTGGAAACATTGCCCGCGCAGATTGCCTCCTGGCAACGCGAGCAGCAGCATGGCTTGTTTAAACAGTGGTCGAACGCGGTAGAATTTTTACCGGAAATGACGCCCTGGCGGCTGGATTTACTGCACAGCGTCACGGCGGAAAGCGAAACGCCGCTCAGCGAAGGTCAGCTAAAGCGTATTGATACATTGCTGCGTAATC1
3385 CHIP0415 STM/STY STM2062 STY2268 ATGCTGTTGAAACGCCGTTTAACGAGGAGCCGACAAACAATGCTGTTGAAACGCCGTTTGTTTATTGCCGCTTCTTTATTCGCGATGCACCTTTCTCCTGCGCTTGCGGCCGATGCCGTAAGTTTTGCTCCCCAACCGCCAGCCATTGATGCAGGCGCCTGGGTGTTGATGGATTACACTACGGGACAGGTTCTTACCGCCGGTAATGAACACCAGCAACGTAATCCCGCCAGCCTTACCAAGCTAATGACGGGCTACGTCGTCGATCGCGCCATCGATAGTCATCGTATCAGCC1
3386 CHIP0439 STM/STY STM4259 STY4456 ATGAAGATTAAGATGTTTTTTCTGACGATTATTTCATTACATTTAACTCACTTTCAGTATTTCCATGAAGATTAAGATGTTTTTTCTGACGACTGCTTTTATTACACAAAGCACATACGCCAGCGAGCTTCCGGTCATTCCTCTAAGAGATTTAGTTAATGCCGCATTAACGCATCAGCCCTCTGTTGCTGTTTCATATTATGAGACTGAAAAGAAAAACAGTGACTTAGATCTTTCACGGGCAGCACTTTATCCTACCCTGGATCTAACATCTGGCCTTAATAATAACAGGAAAGAGTCATCAGGTACCGAGAGGAACG1
3387 CHIP1290 STM/STY STM2686 STY2872 ATGCCGGATAAACTTGTGGTTTTATCTACCAGCCGATTTTTCGGGTGCCGGATAAACTTGTGGTTGAAGTGGCTTATGCGCTGCCGGAAAAGCAGTATTTGCAGCGCGTAACGCTGGAGGAGGGCGCGACGGTCGAAGAGGCGATTCGCGCTTCCGGCTTGCTGGAATTGCGCACGGATATCGATCTGGCGAAAAATAAAGTAGGTATCTACAGTCGTCCGGTAAAACTCACCGATACGGTGCAGGATGGCGATCGGGTTGAAATTTACCGTCCCTTAATCGCCGATCCAAAAGCATTAC1
3388 CHIP1306 STM/STY STM0045 STY0054 ATGAAGCTGATACGCGGCATTACACCTGCCCGGCTAGCATGAAGCTGATACGCGGCATACATAATCTCAGTCAGGCCCCGCATGGGTGTGTGCTGACCATTGGTAATTTCGACGGCGTACATCGGGGGCATCGCGCTCTACTGCAGGGTTTGCAGGAAGAAGGACGCAGACGCGGTCTGCCGGTGGTGGTCATGATTTTCGAACCGCAGCCGCTGGAGCTGTTCGCGACGGATAAAGCGCCCGCTCGCCTGACGCGCCTGCGTGAAAAACTGCATTACCTTGCGCAGTGCGGCG1
3389 CHIP0104 STM/STY STM4451 STY4790 ATGCGCTACCACCAATACTACCCTTAACGCAAATGATGCACTACCTATGCGCTACCACCAATACTACCCCGTAGACATCGTTAACGGCCCCGGCACCCGCTGCACCCTGTTTGTGTCAGGGTGCGTGCATGAATGCCCTGGCTGCTATAACAAAAGCACCTGGCGGCTGAACTCCGGCCAGCCGTTTACCAAAGAGATGGAAGATAAGATCATTGCCGATCTGAACGACACGCGCATTCACCGTCAGGGGATCTCGCTGTCGGGCGGCGATCCGCTGCATCCGCAAAACGTACCGGATATCC1
3390 CHIP4703 STM/STY STM1528 STY1533 ATGGGTATAACTATTATGCAAAAAACGTCTTAATAGCCTTCTCCAACGCCGATGGGTATAACTATTATGCAAAAAACGTCACTATTGTTTTCGGCCGCCGCGATAACGTTAACTCTGATGGCGTCATCGGCATCAGCGGCAACGCCAACCGCCGCACAAAATGAAGCTACGTCGACCGTTAAACAAGAAATTACAGAAGGCATTAACCGTTACCTTTATTCAATAGATAAGGCAGACCCAACGTTAGGCAAGCAGCTCTTTTATGTTTCACCGGAAACCAGTTTTATTCATCCACGCGGTCACGAAC0
3391 CHIP0064 STM/STY STM3918 STY3637 ATGTTCTTGCGCGAAAAGTAGCCTTAACTTGGTTAAGTTTGGCCGGTTCTTGCGCGAAAAGTAGCCATAAAAATTGGTTTAGTGGATAAACCAAACTTTCGTAAACGACATCAGGGCGTTATCCCATTAGTCGGCGGGATTTCTGTGTTTGCAGGAATCTGCTTTATGTTTGGCCTCTCGGATTACTACATACCGCACTTATCGCTATATCTTATTTGCGCTGGTGTATTGGTTTTTGTTGGTGCGATGGATGACCGTTTTGATATCAGTGTAAAAATTCGTGCTGTGGTTCAGGCTGTTAT1
3392 CHIP0026 STM/STY STM3961 STY3598 ATGTTTCAGCAGCAAAATGACTGTTAAGCAAAGCGATTTCCGCATGTTTCAGCAGCAAAATGACTGGGAAACAAGAGAAAATGCGTTTGCCGCTTTTGCTATGGGGCCGCTGACCGATTTCTGGCGTCAGCGGGAAGAGGCGGAGTTTATCGGCGTGGGTAACATTCCGGTGCGCTTTGTCCGTTTTCGAAATGATTCCAACGATCGGACGATCGTCATTTGTCCTGGCCGCATTGAGAGTTATGTAAAATACGCTGAACTGGCGTATGACCTTTTTCATCTCGGTTTTGATATCTTCA1
3393 CHIP1743 STM/STY STM2980 STY3120 ATGAAAGTTGTATTGCTCTGCCGTCCGTTATTATCGCTCGTCGCGACGTAAAGTTGTATTGCTCTGCCGTCCGGGGTTTGAAAAAGAGTGCGCTGCAGAAATTACCGATAAAGCGGGAAAACGGGAAATATTTGGTTTTGCACGCGTAAAAGAGAACGCAGGCTATGTCATTTATGAATGCTACCAGCCGGAAGATGGCGAAAAGCTGATTTCAGAACTGCCGTTCAGTTCGCTGATTTTCGCCCGCCAGTGGTTTGTGGTGGGTGAACTGCTGCAACATTTACCGCCGGAAGACAGAATTACGC1
3394 CHIP0090 STM/STY STM4149 STY3736 ATGGCTAAGAAAGTACAAGCCTACGTTAGTCCTCCACTACCAGGCCATGGCTAAGAAAGTACAAGCCTACGTCAAGCTGCAGGTTGCAGCTGGTATGGCGAACCCGAGTCCGCCGGTTGGTCCAGCACTGGGTCAGCAGGGTGTGAACATCATGGAATTCTGCAAAGCGTTCAACGCAAAAACGGATTCCATCGAAAAAGGTCTGCCGATTCCGGTTGTTATTACCGTTTACGCTGACCGTTCTTTCACCTTCGTTACCAAAACGCCTCCGGCAGCTGTTCTGCTGAAAAAAGCGGCTGGTA1
3395 CHIP0874 STM/STY STM1180 STY1219 ATGCAAAAATACGCGCTTCATTACATCGGCGACAAATTAAGGATGCAAAAATACGCGCTTCACGCTTACCCAGTTATGGCCCTGATGGTCGCGACGCTGACAGGATGCGCCTGGATACCCGCTAAACCGCTTGTGCAGGGGGCGACCACGGCGCAGCCGATACCTGGCCCGGTACCGGTGGCGAATGGCTCCATATTTCAGTCTGCGCAGCCGATTAATTATGGCTATCAGCCGCTTTTTGAAGATCGTCGACCGCGTAATATCGGCGATACGCTCACGATTGTGTTACAGGAAAACG1
3396 CHIP0890 STM/STY STM3476 STY4320 ATGTTTACAGACTCTATCAATAAGTGTGCGTTAATTATTGGCAGCAGCCTCTGATGTTTACAGACTCTATCAATAAGTGTGCGGCTAAGCTGCGCGCATCTGCACCCGTGTCGGCGAATAATCCGCTCGGCTTCTGGGTCAGTTCGGCAATGGCCGGGGCTTATGTCGGTCTCGGCATCATTCTTATTTTCACCCTCGGCAATCTGCTCGACCCGTCCGTACGTCCTCTGGTGATGGGAGCCACCTTCGGTATCGCCTTAACGCTGGTCATCATCGCCGGTTCCGAACTGTTTACCGGCCACACCATGT1
3397 CHIP0900 STM/STY STM3360 STY3540 ATGCGAAGCTCGGCTAAACTTAAAGCTCTTGTTCAAAAAGTTCCAATGCGAAGCTCGGCTAAACAAGAAGAACTAGTAAGAGCGTTTAAAGCGCTCCTCAAAGAAGAAAAATTCAGCTCACAGGGCGAAATCGTCCTCGCGTTGCAGGATCAGGGCTTTGAAAATATCAATCAGTCCAAGGTCTCGCGCATGTTGACTAAATTCGGCGCAGTGCGTACACGTAACGCAAAAATGGAAATGGTGTACTGTCTTCCGGCTGAACTGGGCGTCCCAACAACATCCAGTCCGTTGAAAAATCTGG1
3398 CHIP1751 STM/STY STM2954 STY3083 ATGACAACTAACCATCAAATTGACCGTTAGAGATCAATTTCCTGGCGTTATGACAACTAACCATCAAATTGACCGTCTTCTCACCCTCATGCAGCGCCTGCGCGACCCGGAAAACGGCTGCCCGTGGGATAAAGAGCAGACCTTCGCCAGCATCGCGCCTTATACGCTGGAAGAAACCTATGAAGTACTGGATGCGATTGCGCGTGAGGATTTTGACGATTTGCGCGGCGAACTGGGCGACCTGTTGTTCCAGGTGGTGTTTTACGCGCAGATGGCGCAGGAAGAAGGCCGCTTCGATTTTAATG1
3399 CHIP1775 STM/STY STM4092 STY3778 ATGACAACAATAGTAAGCGTACGCCTTACGCTTTGGCGGTCAAGTGACAACAATAGTAAGCGTACGCCGTAACGGCCACGTGGTAATCGCCGGTGATGGTCAGGCCACACTGGGTAACACAGTAATGAAAGGCAACGTGAAGAAAGTCCGCCGCCTCTACAACGACAAGGTCATTGCGGGCTTTGCGGGCGGTACTGCGGATGCATTCACGCTGTTCGAGCTGTTTGAACGTAAACTGGAAATGCATCAGGGGCACCTGGTCAAAGCCGCCGTTGAACTGGCGAAAGACTGGCGTACCG1
3400 CHIP0005 STM/STY STM3983 STY3577 ATGCTTTATAAAGGCGACACCCTTAAGCCGTTTTCAGAGAACCAATGCTTTATAAAGGCGACACCCTGTACCTCGACTGGCTGGAAGATGGCATCGCCGAACTGGTGTTCGATGCTCCAGGCTCGGTCAATAAACTCGACACCGCAACCGTCGCCAGCCTCGGCCAGGCGCTTGAGGTGCTGGAAAAGCAACACGATTTAAAAGGGCTGCTGCTGCGCTCTAATAAAGCGGCCTTTATTGTCGGCGCGGACATCACCGAATTTCTTTCACTGTTCCTCGTCCCCGAAGAGCAGTTAAGCC1
3401 CHIP0021 STM/STY STM3966 STY3593 ATGGCGGTAGCAGGTTGTCTTATGCTTTACCACAGCATTTTTTATATTTTTTGATGGCGGTAGCAGGTTGTCACGTAATGGCCAAACCCGGCGGCGCGATCTGCAATATTGATTGCACATATTGCTTCTATCTTGAAAAAGAGGCGCTGTACCCGGAACGCAATAAAAACTGGCGGATGTCGGACGAGACGCTGGAACAATTTATACGCCAGCATATTGCCGCGCAGAGTGGCGACCGCATTGACTTTGCCTGGCAGGGCGGCGAACCGACCATGATGGGGCTACCGTTTTTCCGTCGGGTTGTCGCAT1
3402 CHIP0037 STM/STY STM3950 STY3609 ATGCGTTTTTACCGGCCTTTATATCAGCGAGGTGAGAGATGCATGCGTTTTTACCGGCCTTTGGGGCGTATTGCCGCGCTCACCTTTGACCTGGATGATACCCTTTATGATAACCGTCCGGTGATTTTGCGTACTGAGCAGGAAGCGCTCGCTTTTATGCAGAATTATCACCCGTCGCTACGTTCGTTTCAAAACGTCGATTTACAGCGGATACGGCAGGCGGTGCGTGAAGCGGAGCCGGAAATCTATCATGACGTTACCCGCTGGCGCCATCGCGCGATAGAGCAGGCCATGCGGG1
3403 CHIP0047 STM/STY STM3939 STY3620 ATGTACCTCTATATTGAGACTCTGAAACAGATTACGAAAAATACTGCTGCAATAGCGTTGTACCTCTATATTGAGACTCTGAAACAGAGACTGGATGCCATAAATCAACTGCGTGTGGATCGCGCGCTTGCTGCCATGGGACCCGCTTTTCAGCAGGTTTACAGTCTTCTGCCGACATTATTGCACTATCACCATCCACTGATGCCGGGTTACCTTGATGGTAACGTTCCCAGCGGTATTTGCTTCTACACGCCTGATGAAACCCAACGCCACTATCTGAACGAACTTGAGCTGTACCGCGGTATGACGCCGC1
3404 CHIP2290 STM/STY STM1266 STY1855 ATGTTTAGTATTAGCGCAATGGCGGCGTTATTAACGTGCGGTGCCTGATTTAGTATTAGCGCAATGGCGGCGCAGTGTGGTGTCACAACAGCAAATATCAGGTCCTGGGAACGCTATGGCCTGCTTCAACCTACCAAAGATGAAGCTGGCAATCGTTTTTATTGCATAGAAGATGCTATCAGAATACAGCATATTATCGACGCGTTAAGCAAAGGCTTTTCATTAAAAGAGATTAAACCTGCCCTCTATGGTGAAGAAACGCATTGCCGCTCGGGATGGTTATTCTACCAGGAAGAGATTTTAG1
3405 CHIP0095 STM/STY STM4154 STY3731 ATGAAAGATTTATTAAAGTTTCTGAAAGCGTTACTCGTTATCAGAACCGCCCGTGAAAGATTTATTAAAGTTTCTGAAAGCGCAGACTAAAACCGAAGAGTTTGATGCGATCAAAATTGCTCTGGCTTCGCCAGACATGATCCGTTCATGGTCTTTCGGTGAAGTTAAAAAGCCGGAAACCATCAACTACCGTACGTTCAAACCTGAGCGTGACGGCCTTTTCTGCGCCCGTATCTTTGGGCCGGTAAAAGACTACGAGTGCCTGTGCGGTAAGTACAAGCGCCTGAAACATCGTGGTGTTATTTGTG1
3406 CHIP0879 STM/STY STM1700 STY1352 ATGGGTTTTCTTTCCGGTAAGCTTACTTCAGTTCCAGTTCATTCATTGCATGGGTTTTCTTTCCGGTAAGCGCATTCTGGTCACTGGCGTGGCCAGTAAACTGTCCATCGCCTACGGTATCGCACAGGCGATGCACCGCGAAGGAGCTGAACTGGCGTTCACCTACCAGAACGACAAACTGAAAGGCCGCGTAGAAGAATTTGCTGCCCAGCTGGGTTCCAGCATCGTTTTACCGTGTGATGTCGCTGAAGATGCCAGCATTGACGCTATGTTTGCGGAGCTGGGTAACGTTTGGCCGAAATTTG1
3407 CHIP0895 STM/STY STM1918 STY2127 ATGACATCATCTCTGCCCTCCTTATGCTTTATCCTTACTTAGCGCATACAATGACATCATCTCTGCCCTCCGGGCAAACGTCAGTATTGTTACAGATGACACAGCGCCTCGCGCTGTCCGACGCGCATTTTCGTCGGATATGTCAATTAATCTACCAGCGCGCAGGGATCGTGCTGGCCGACCATAAGCGGGATATGGTTTATAACCGCCTGGTCCGTCGGCTGCGTGCCCTGGGACTGGATGATTTTGGCCGTTATCTCAGTATGCTGGAGGCTAATCAAAACAGCGCTGAGTGGCAGGCTTTTA1
3408 CHIP1746 STM/STY STM2964 STY3103 ATGCTGGAGATCCTCTATCAAGACCTTATGTCAGATGAGTCTCATCCTGCATGCTGGAGATCCTCTATCAAGACCCGTGGCTGGTTGCCGTGAATAAACCCGCAGGCTGGCTTGTTCACCGGAGCTGGCTGGATCGCGACGAAAAAGTCGTGGTCATGCAAACGGTGCGCGACCAAATCGGCCAGCATGTTTTTACCGCCCACCGTCTCGACAGGCCCACGTCGGGCGTACTGTTAATGGGGCTGTCCAGCGAAGCGGGACGCCGTCTGGCGCAGCAGTTCGAGCAGCACCACATCCGTAAACGCT1
3409 CHIP1125 STM/STY STM0886 STY0919 ATGAAAGCGATTATTCTGCTGTTTGTTAGACAACATCCAGACCCAGACATGAAAGCGATTATTCTGCTGTTTGACAGTCTGAATAAAAACTATTTGCCGCCCTATGGTGATTTGCTAACGAAAGCGCCTAACTTTCAACGCCTGGCGGCACATGCCGCCACCTTTGACAATAGTTATGTCGGCAGTATGCCCTGTATGCCAGCCCGTCGGGAACTGCACACCGGGCGCTATAATTTCCTGCATCGTGAGTGGGGCCCGCTGGAACCCTTTGATGATTCCATGCCGGAATTATTGAAAAAAGCGG1
3410 CHIP4409 STM/STY STM0517 STY0565 ATGGCAAAAATGAGAGCCGTTACTCATATTTCATAAAACAGGTTTCTGTTGATGGCAAAAATGAGAGCCGTGGATGCGGCAATGTATGTGCTGGAAAAAGAAGGTATCACCACAGCATTCGGCGTTCCTGGGGCTGCAATCAACCCCTTCTATTCTGCAATGCGTAAGCATGGAGGCATTCGCCATATACTGGCGCGTCATGTGGAAGGCGCTTCGCATATGGCTGAGGGCTACACACGTGCGGCGGCAGGTAATATTGGGGTCTGCCTGGGCACTTCCGGCCCGGCGGGAACCGACATGATCACCG1
3411 CHIP1165 STM/STY STM0997 STY0999 ATGAACTATCGTATTATTCCGGTCACCTTACCAGACCGGCATCTCAATGAACTATCGTATTATTCCGGTCACCGCGTTCTCCCAGAACTGTTCATTAATCTGGTGCGAACAAACCCGGCTGGCGGCGCTGGTCGATCCGGGCGGCGACGCGGAAAAAATTAAACAGGAAGTGGACGCCAGCGGCGTGACGTTGATGCAAATTTTACTCACGCATGGGCATCTCGATCATGTCGGCGCGGCGAGTGAACTGGCGCAGCATTACGGCGTTCCTGTTATCGGTCCGGAAAAAGAAGATGAGTTCT1
3412 CHIP1189 STM/STY STM1579 STY1486 ATGCAAATCCTCAAAGCGATTGTTATTTCGGGCCTCCCGCATGCAAATCCTCAAAGCGATTGGCCTGTTGATGGAGTATCCGGACGACGAGTTGTGGGAATGTCGGGATGAAGCGCTCACCCTTATCCAACACGATGCGCCAATGCTGGCCGACTTCACTCGCGAGCTGCTTTATGCGCCGTTACTGGATAAACAAGCAGAATGGTGTGAAGTGTTTGACCGCGGGCGCGCCACTTCATTGCTGTTATTCGAGCATGTTCATGCGGAGTCCCGCGATCGCGGCCAGGCGATGGTCG1
3413 CHIP4473 STM/STY STM0336 STY0369 ATGCGCAATTACAGGCAGTGTTAAAACTCAGGAGTAAAATCATTCTCAATGCGCAATTACAGGCAGTGGTTAGTTTTCAGTAAAGTCATATTAACGCTACTTGGGTTGACGGGATGGTATGGCCCGGCACAAGCTGCCGTTAATATTGACAGAACCCGAATTATTTTTGCTTCAGATGAGGTCGCTCAATCGTTGACATTATCCAACGATAATACAACGCCGATGCTGTTACAGGTATGGACCGACGCCGGAAACATTGACGCCTCTCCGGATAACAGCAAAACGCCGCTGGTGGCGCTGCCGC1
3414 CHIP2857 STM/STY STM1734 STY1317 ATGTCTATCACGGCGAAGTCCTTATTGGCGAATCAACATATACAGGATGTCTATCACGGCGAAGTCCGTTTACCGTGACGCCGGAAATTTTTTCCGAAATCAATTTATTACTATCTTGCTGGTTTCGTTGCTGTGCGCATTTATCACGGTGGTCTTAGGTCATGCCTTTTCACCCAGCGATGCGCAAATCGCGCAACTCAGTGAAGGAGAACATCTGGCAGGCAGCGCTGGCCTGTTTGAGCTGGTACAAAATATGACGCCGGAGCAGCAACAGATCCTGTTGCGCGCCTCTGCCGCCTCGA1
3415 CHIP2875 STM/STY STM1783 STY1909 ATGGCAATTAAATTGATTGTTGGTCTTATTGCGCCTTAAAGGTATGCAGTGGCAATTAAATTGATTGTTGGTCTGGCGAATCCCGGTGCGGAATATGCCGCGACGCGACACAATGCAGGCGCATGGTACGTCGATTTACTGGCGGAGCGCCTGCGCGCGCCGTTGCGTGAAGAGCCTAAATTCTTTGGCTATACCTCACGCATCACGCTGGAAGGGGAAGATGTTCGCCTGCTGGTACCCACCACGTTCATGAACCTCAGTGGTAAAGCAGTTGGCGCAATGGCCAGTTTTTACCGTATTCAGC1
3416 CHIP2891 STM/STY STM1818 STY1948 ATGAAGAAGGTTTGGCTTAACCGTTAGGCTTTATTGTCTACTTTGCCACTTGAAGAAGGTTTGGCTTAACCGTTATCCTGCTGATGTTCCGGCGGAGATCAACCCTGACCGTTATCAATCCCTGGTTGAACTGTTTGAACATGCGGCGACGCGCTATGCCGATCAGCCTGCGTTCGTCAATATGGGGGAGGTAATGACCTTCCGTAAATTAGAAGAACGTAGTCGGGCATTTGCGGCTTATTTACAACAAGGGCTGGGACTCAAAAAAGGCGACCGTGTGGCGCTGATGATGCCAAACCTGTTGC1
3417 CHIP2907 STM/STY STM1848 STY1979 ATGGCTCTGAACACCTCACACTTAGTCTTCGAAGCGGGCGATGGCTCTGAACACCTCACACGTCACGCCAACAAAAAAGCTAACGATCAGGTCAATTAGCGAAGCGCTGCCGCGCAGCCACTACCAGCGCTGCCCTGAATGCGACATGCTGTTCAGCTTGCCGGAGATGAGCGCTCATCAAAGCGCTTATTGTCCTCGTTGCCAGGCCAAAATTCGCGATGGGCGCGACTGGTCGCTGACGCGGCTGACCGCGATGGCGGTAACCATGCTGCTATTGATGCCGTTTGCCTGGAGCG1
3418 CHIP2923 STM/STY STM1877 STY2083 ATGTCCTCCTGGAAAATTGCTGTTAGCGTAATGGAATGATATCGCCATGTCCTCCTGGAAAATTGCTGCTGCGCAGTATGCGCCCCTGAACGCCTCGCCGGCGGAGCATGTCGCCCATCATCTGGAATATATTGAGCTTGCGGCTCGTCAACAGTGCGAACTGCTGGTCTTTCCGTCACTGTCGCTATTAGGCTGCGACGAAAGGAATAAATCGTTGCCCGCCCCGCCTGACGAGGCGCTTTTACAGCCGCTCACTCATGCGGCCGATACCCACCATATGACTATCATTGTGGGTATGCCTG1
3419 CHIP4388 STM/STY STM0478 STY0522 ATGACTATGTTGCAGCTTTATAAACGTTTTAGCTTGCCGTAGGTGCCATGACTATGTTGCAGCTTTATAAACGTTCACAGCATTTTGTTTTTATTACAATTAGCGTCCTTATTATCCTGCTGTCCTGTCAGTCTCTGGCATTTGCCCGGGGGCAAACGAATGGCGACCTGCCGTCAAAAGCGGATGTGCAAAACCAGCTGGATACGCTGAATAAGCAAAAAGATCTCTCCGCCCAGGATAAGCTCGTCCAGCAGGACCTTATTGATACGTTAGCTACGCTGGAGAAAATCGAGCGGGTGAAAG1
3420 CHIP1144 STM/STY STM0612 STY0660 ATGAGACGTGCGTTTTTAGTGAATTACTTGTCCTCCGGCTGCATGAGACGTGCGTTTTTAGTGAATAGCGATAAGTGCATCGGCTGCCGCGGCTGTGCTATGGCGTGTAAAAGCTTTAACCAACTGGAGCCGGATCGCTTCTGGCGCTACGTTTATCCGTTGGATAAAGACATCTATCCACATGAAGAGCGGGCGTTTTACTCGCTGGCCTGTAACCACTGCGAACATCCGGCCTGCGTCGCCGCCTGTCCGGTCGAAGCCTATACCAAACGTGAAGATGGCGTGGTGGTGCATAACC1
3421 CHIP1146 STM/STY STM0625 STY0674 ATGTCCTGTCAGAAAAATAAAAAGCTGTTAACGATCAATAGGGTTAATGGTATGTCCTGTCAGAAAAATAAAAAGCTGTTTCCTTTTTTTCGGCAACTCGCGTTTCCGTTACGTATTTTTCTGCTCATTCTGGTGGTTTCTGTTTTCATCGTGGCAGCGTTAGCACAATATTTGTCTGCCAGTTTCGAAGATTATCTGGCGTCCCATGTTCGTGATATGGCGATGAATCAGGCAAAAATTATTGCTTCTAACGACAGCATTATCGCTGCCGTAAAAAACCGGGACTATAAACGCCTGGCGATAATTG1



3422 CHIP1162 STM/STY STM0984 STY0985 ATGCATAACGATAAAGATCTCTCTACGTGTTATTGGCCAAATTGCATCATGCATAACGATAAAGATCTCTCTACGTGGCAGACCTTCCGCCGACTGTGGCCAACCATAGCGCCTTTTAAAGCAGGTCTGATCGTGGCGGGCATAGCGTTAATTCTCAACGCAGCCAGCGATACCTTCATGCTATCGCTCCTCAAGCCATTACTGGATGATGGTTTCGGTAAAACGGATCGCTCAGTGTTGCTGTGGATGCCGCTGGTGGTTATTGGGCTGATGATATTACGAGGCATCACTAGCTATATCTCCA1
3423 CHIP4462 STM/STY STM0604 STY0648 ATGCAACACCGACTCACAACCTTATTTAACCGTCCACGCTCTGATGCAACACCGACTCACAACCGAAATAACTCACTTTCTCTCTGAACTGCCTGAAGAGGAGAGGATCGCCGCCATTAATGAATTTAGAATGGCGATACATAGCGTTAGTCCTTTTCGCGATGAGCCTGTCGATTGTGTCCTGTGGGTGAAAAACGATCATATTTCACCTAATGACTACAACCCGAATAACGTTGCGCCGCCGGAGAAAAAACTGCTGCTTAAATCGATTGAACAAGATGGGTTTACTCAGCCGATCG1
3424 CHIP1218 STM/STY STM1608 STY1456 ATGACCGTTCGTGACGAAAATTACTTAGGCCGTTTTTCTCGCATGACCGTTCGTGACGAAAATTACTTTACTGAGAAATACGGTTTAACCCGCACGCATTCGGATGTGCTGGCGGCGGCAAAGGTTGTCGCGCCAGGCCGAACGCTGGATTTAGGATGTGGCAATGGCCGTAATAGTCTGTATCTGGCCGCGAACGGTTATGACGTTACCGCGTGGGATAAAAATCCGGCCAGTATGGCTAACCTTGAGCGTATTAAAGCGGCAGAAGGGCTGGATAATCTGCAAACCGACCTTGTCG1
3425 CHIP2774 STM specificSTM1572 ATGAAACTTAAGTTAGTGGCAGTGGCTTAGAACTGGTAGTTCAGACCAACAGCATGAAACTTAAGTTAGTGGCAGTGGCAGTGACTTCCCTGTTGGCAGCAGGCGTTGTAAATGCAGCCGAGGTATATAACAAAGACGGCAATAAACTGGATCTGTACGGTAAAGTTCACGCTCAGCATTATTTCTCTGATGATAACGGAAGTGATGGTGACAAAACTTACGCGCGTCTGGGCTTTAAAGGCGAAACGCAGATCAACGATCAGTTAACCGGTTTTGGCCAGTGGGAATATGAATTCAAAGGCAACCGTA1
3426 CHIP2790 STM/STY STM1605 STY1459 ATGGATAACCTGACACACTATCTGGCTTAATCACGTGGGTAATGGATCAATGGATAACCTGACACACTATCTGGCGACCACGTTAAGAACGTTACGCCATCAGCGAGGCTGGAGTTTATCGCGTCTGGCGGAGATCTCCGGCGTCTCAAAAGCCATGTTGGGGCAGATAGAGCGTAATGAATCCAGTCCGACAGTCGCAACGCTGTGGAAAATTGCGACGGGCCTGAACGTTCCATTCTCAGTGTTTATTTCGCCGCCGCAGGCCGAATTTCCTCCGACCTTCGATCCCCAGCAGCAAGCGATGG1
3427 CHIP2480 STM/STY STM3615 STY4188 ATGGCAATGGTTGCGGCCGTTTAACTTTTGTAATCAGGATTTTCGTGCATGGCAATGGTTGCGGCCGTTGTCATGATGTTTGTTTTTGTCTTTTGCACCGTTTTGTTGTTCCATCTGGTACAGCAGAACCGCTACAACACGGCTACGCAACTGGAAAGCATCGCGCGATCTGTTCGGGAACCTCTTTCTTCCGCGATTTTAAAAGCGGATCTCCCCGGCGCGGAAACCATTCTGGAAAGTATTAAACCTGCGGGCGTGGTGAGTCGCGCCGATGTGGTATTGCCGAATCAGTTCCAGGCGTTGC1
3428 CHIP4616 STM/STY STM3130 ATGATGACACCAACCATTCCGTTAGCGCCATCTACCGTTAGAGTATGATGACACCAACCATTCCGGTCGCGCTATTCGACAGGCTCTTGGTTGAGGGGATAAGCCCACATGAATTGGTACGACGCAAGTTAATGTGTTTATTCAACTCTTGCGCCGTGCCAGGTGGCGAGACATTACCGCCGCTGCTCACTCGGGGTATGCCGGAATGGCACGAGGTGAATGTGGGTGACAAACGGGTTCTCAACTGGTTTTGCCGTGAGCTTCGCGCTGCTATTTTACGTTATGAACCGAGCATCAATA1
3429 CHIP2520 STM/STY STM3698 STY4097 ATGAACACAATAATAAAGCGCACATTAGGCTGCGGATGATGTCAATGAACACAATAATAAAGCGCACAAAAGTGCGTCATACCATTCTTATATTTTTATTTCTTGCTACCGTATTTAATTATGCGGATCGCGCAACTCTATCCGTAGTTGCCCCAATAATGAGTAAAGAATTAGGTTTTGATCCGGAAGCGATGGGCCTGGCCTTCTCCTCATTTGGTATTGCCTATGTCATTATGCAACTACCCGGCGGTTGGCTATTAGACCGCTACGGTTCACGACTGGTTTACGGTTGCGCATTGA1
3430 CHIP4656 STM/STY STM2849 STY2971 ATGTCTGAAGAAAAATTAGGTCAACAATACTTATTTCAGCGGCGAGTTTTTACATGTCTGAAGAAAAATTAGGTCAACAATACCTTGCGGCGCTGCACCAGGCGTTTCCGGGCGTCGTGCTGGACGAAGCCTGGCAGACCAAAGATCAGCTGACTATTACGGTGAAAGTAAACTATCTGCCGGAAGTGGTGGAGTTTCTTTACTACCAGCAGGGTGGGTGGCTGTCGGTGCTGTTCGGTAATGACGAACGCCAGTTGTGCGGCCACTATGCCGTTTATTACGTGCTGTCGATGGAGCAGGGCACGAAGT1
3431 CHIP4201 STM/STY STM2975 STY3115 ATGGGAAACACAACAATACAAACACTTAATGGCGTAGCGGATCATGGGAAACACAACAATACAAACACAGAGTTTTCGTGCTGTGGATGCAGAGCAAAGCAAAAGCAAGCGCTACATTATTCCATTCGCCTTACTTTGCTCGCTATTTTTTCTGTGGGCCGTCGCCAATAATCTGAATGACATTTTATTACCGCAGTTTCAACAAGCTTTTACGCTAACTAACTTTCAGGCCGGGCTTATTCAGTCAGCCTTTTATTTCGGTTATTTCGTCATTCCAATTCCCGCTGGGATTTTGATGA1
3432 CHIP4313 STM/STY STM2691 STY2877 ATGACCCGCGCCGCCCCCTTATGCTGATTGATTTTCATTTTTCATGACCCGCGCCGCCCCCGATGTAGAAGAGGTACTCAGTGAGCGCGCGCTAAGCCAATGGGCGCAGGCCATCAGCTATGTCGCCGGTCATTATCGCGTTGCCTGTTCTCCCGGTTCAATTCAGGCCAACGCCCCGTGGCTTAGGGGTAAAAGCAGAACGACCGCCTTAACGCAGCTCGCGCGGCAGGCGGGTTTATCCTTTCATGCGCCGGACATAGACAAAACGGCATTTAGTCAGTGGCGATTGCCGTTGGTTG1
3433 CHIP4355 STM/STY STM0414 STY0452 ATGACAAGACGTTACCTAAGAATTCTCCTTATTGATTAACAGGCTGAATATCATGGATGACAAGACGTTACCTAAGAATTCTCCTGGTGGGAAGTCTCTTGAGCCTGACCGCCTGCGCGCCGCAGAGCGAAGTTCGCCAGATGCATCAAAGCATTAGCACCCTGAATAAAGAGATGACCCAACTGAATCAGGAAACGGTAAAAATTACCCAACAAAATAAGCTGAATGCGGAGTCAACCCGCGGCGTCTATTTGTTGCCTGGCGCCAATACGCCTGCCCGGCTGGAGAGCCAGATCGGTACGCTACGTATGA1
3434 CHIP4371 STM/STY STM0450 STY0492 ATGAATCCTGAGCGTTCTGAACTTATTTTGCGGTTACAACCTGCATGAATCCTGAGCGTTCTGAACGCATTGAAATCCCCGTATTGCCCTTGCGCGATGTGGTGGTTTATCCGCACATGGTCATACCCTTATTTGTAGGGCGGGAAAAATCTATCCGTTGTCTGGAAGCGGCTATGGACCATGATAAAAAAATCATGCTGGTCGCCCAGAAGGAAGCATCGACGGATGAGCCGGGTGTAAACGATCTTTTCACCGTCGGGACCGTGGCCTCTATTTTGCAGATGCTGAAACTGCCTGACG1
3435 CHIP2467 STM/STY STM3584 STY4227 ATGCGCCGACGCGCCATACTTAGTCTTCTTTCGGCAAACACTGATGCGCCGACGCGCCATACCAAAAGGTTTAAGTCAGATGCAACGTGTCACCATCACCCTCGATGACGATTTACTGGAAACGCTGGACAGCCTGAGCCAGCGACGCGGCTATAACAATCGCTCCGAAGCGATCCGTGATATTCTGCGCGGCGCTCTGGCGCAGGAGGCCACTCAGGAACACGGCACACAGGGTTTCGCGGTACTTTCATATGTTTATGAACATGAGAAACGGGATTTAGCCAGCCGCATCGTCTCCA1
3436 CHIP2491 STM/STY STM3635 ATGATTAAAGAATCGTTGTACAGGTCGTTACTTCGCGGCGACTTTCTTGATTAAAGAATCGTTGTACAGGTCGTTTTTATCCCGATTCCCAGGGTTTGTTTGCATGAGATACATTAAATCGATGACGCAACAGAAACTTAGTTTCTTGCTTGCGCTCTATATCGGTCTGTTTATGAATTGCGCCGTGTTTTACCGCCGTTTCGGCAGTTATGCACAAGAATTTACCATTTGGAAAGGCCTCTCCGCAGTTGTCGAACTGGGCGCCACGGTGCTGGTCACTTTCTTCTTACTTCGTCTTCTTT1
3437 CHIP2507 STM/STY STM3678 STY4118 ATGCTCGAATTATCCATAACATTACCGTTAAGAATTAACGTGTTCCTTACTGTAGCGATGCTCGAATTATCCATAACATTACCGATTAAAGTCCAAAACGGCGGATTATTTATTTCTCGCGGTATTGGGCGTCATCCAGCCAGGCGTCTGCAATCGTGGGAAATTATATTTGTGGAAAAAGGCTGCCTGAAAATTCAGGAAGAAGAATGTGTTTTCTGTGTCGAAGCCGGGGAAAGCCTGTTGCTTTGGCCGCATCGCCGCCATATTGGCGTTGAGGAGTTTCCCGCCGATCTTAAATTTTACTGGCTCCATT1
3438 CHIP2523 STM/STY STM3705 STY4090 ATGAGGGGAAAGGCGATTAACTTATCTTCCCAACCACGGCATGAGGGGAAAGGCGATTAACACCATTCAACAGGCCGTGAAACCAAGAACGTTTTCAGTCAGGCCTTTGTTCTACGCCAGCGTACTTAGCGCTGGCGTATTGTTGTGCGCCTTTTCCGCCCACGCGGATGACCGTGATCAACTCAAATCTATTCAGGCCGATATCGCCGCGAAAGAACGCGACGTACGCCAGCAGCAGCAACAACGCGCCAGCCTCCTGGCACAACTTAAAGCCCAGGAAGAGGCCATCTCAGCCG1
3439 CHIP4334 STM/STY STM0258 STY0279 ATGCGCTATGTTGCCGGATTATTGCTCAGGTTTGCCGGGATGCGCTATGTTGCCGGACAGCCCGCCGAGCGGATTTTGCCGCCAGGGTCGTTTGCGAGCATTGGCCAGGCATTGCCCGCCGGGGAACCGCTAAGCAATGAAGAGCGGATCCGTATCCTCGTGTGGAATATATTCAAGCAGCAGCGAGCCGAATGGTTATCGGTGCTGAAGAACTACGGCAAAGATGCGCATCTGGTCCTGTTGCAGGAGGCACAGACGACGCCTGAACTGGTACAGTTTGCCACCGCTAACTATC1
3440 CHIP4350 STM/STY STM0405 STY0443 ATGAAATTTGAGTTAGATACCACCGATTAATCAACGTTCAAAGGTGGAAATGAAATTTGAGTTAGATACCACCGATGGTCGTGCGCGTCGCGGTCGTCTGGTGTTTGATCGTGGCGTAGTGGAAACGCCAGCCTTTATGCCTGTGGGTACTTACGGTACCGTGAAAGGCATGACGCCGGAAGAAGTGGAAGCGACCGGCGCGCAGATTATTCTCGGCAACACTTTCCACCTGTGGCTGCGCCCGGGTCAGGAAATCATGAAGCTGCATGGCGATCTGCACGATTTTATGCAGTGGAAAGGGCCGA1
3441 CHIP4278 STM/STY STM3144 STY3315 ATGCATGAGCTGTCTCTTTGCTTATTCGACCTCAATACTTTTTACTTTCAAATGCATGAGCTGTCTCTTTGCCAAAGCGCCGTTGAAATTATTCAGCAGCAGGCAGAACAGCACGGCGTGGCGCGCGTCACCGGCGTATGGCTGGAGATAGGCGCGCTTTCGTGCGTTGAAGAGCGCGCGGTTCGTTTCAGTTTTGATATCGCCTGCCAGGGGACTTTAGCGCAAGGGTGCGAATTGCACATCGACTACAGACCGGCCCAGGCCTGGTGCTGGGATTGCAGTCAGGTGGTGGAAATTCTCAGGCATG1
3442 CHIP4582 STM/STY STM2815 STY2941 ATGCAACAGCAAAAACCGCTTAGTGCGCGCCGCCACCATGCAACAGCAAAAACCGCTGGAGGGCGCGCAGCTCGTCATCATGACGATCGCGCTGTCGCTGGCGACATTCATGCAGGTGCTGGACTCCACCATTGCCAACGTGGCGATTCCGACCATCGCCGGGAACCTGGGTTCTTCCCTAAGCCAGGGGACATGGGTTATCACCTCTTTCGGGGTGGCGAACGCTATCTCGATTCCCTTAACCGGCTGGCTGGCGAAACGTTTTGGCGAAGTCAAACTGTTCATGTGGTCGA1
3443 CHIP2486 STM/STY STM3625 STY4173 ATGCAGGACGACACATTACCATTATTCAATCAATTTTAATAACGGCGATGCAGGACGACACATTACCATTAAATAACAGTAACGCTACGACCACACCGCTTTCAACGAGATTACCGTTTACAAAATATGATTTTGGCTGGGTGCTCTTGTGTATCGGAATGGCGATCGGCGCCGGTACCGTCTTAATGCCAGTGCAAATCGGTCTCAAGGGGATCTGGGTATTTATTACCGCTTTTATCATCGCCTATCCCGCTACCTATATTGTGCAGGATATTTATCTAAAAACGTTATCTGAAAGCGAAA1
3444 CHIP2510 STM/STY STM3681 STY4115 ATGCAGCAATATATCGGTATTGATGTTAGCCTCGGTCGAGCTTTTGATGCAGCAATATATCGGTATTGATGTGGGAGGAACTCACGTCAAATATGGCGTGATTAACAGTGACGGCGAAGAATTAACCCATCATCAATTCGATACGCCAGAGGACGCCTCCACGTTTACCCGCAAATGGCAGGATGTGGTGGCGCGTTGCCAACAGGACTATGACATTGCGGCAATCGGGGTCAGTTTCCCTGGCCATATTAATCCCCATAACGGTCATGCGGCAAAAGCGGGCGCGCTGGCTTACCTGGATG1
3445 CHIP2140 STM/STY STM3299 STY3477 ATGCAAGCTATTCCGATGACCTTAAAGGTATTCCACTTTAAGCACTTCGATGCAAGCTATTCCGATGACCTTACGCGGAGCCGAAAAACTGCGCGAAGAGCTGGATTTTCTGAAATCTGTGCGCCGTCCTGAAATCATCGCCGCTATCGCCGAAGCGCGCGAACATGGCGATTTAAAAGAAAACGCGGAGTATCATGCTGCACGCGAACAGCAGGGTTTCTGCGAAGGGCGCATTAAAGATATCGAAGCAAAACTGTCGAATGCGCAGGTGATTGATGTCACTAAAATGCCGAACAATGGTCGCG1
3446 CHIP2156 STM/STY STM3214 STY3392 ATGACGACATCATCCGTACGCTTATTTACGATGCCAATAGGCTGCATGACGACATCATCCGTACGCTACCCACAGCGTGTTCGTAATGAGCTGCGTTTTCGCGAGCTGATCGTTCTGCGGGTAGAACGTATTAGCGCAGGATTTCAGCGGATCGTACTTGGCGGCGAGGCGCTGGACGGTTTCATCTCCCTGGGCTTTGACGATCACACGAAAGTTTTTTTCCCTGAGCCAGGCTGTCGCTTTACGCCTCCGACAGTCACTGAGGAAGGCATTATCTGGGGGGAGGGCGTTCGCCCGGTCT1
3447 CHIP2172 STM/STY STM3134 STY3305 ATGAAGATGACAAAATTAAGATGGTGGTTAGCGGTGAGACGCCAGATGAAGATGACAAAATTAAGATGGTGGATTATCGGCCTGGTCTGCGTAGGGACCATCGTAAACTACCTGTCCCGTAGCTCGCTTAGCGTTGCGGCGCCAGCGATGATGAAAGAACTCCATTTTGATGAGCAACAATATTCCTGGGTGGTGAGCGCCTTCCAGCTTTGTTACACCATTGCGCAGCCGATCACCGGCTATTTGATGGATGTCATCGGACTGAAAATCGGCTTCTTTATCTTTGCCTTGTTGTGGTCGC1
3448 CHIP1621 STM/STY STM2827 STY2948 ATGAGCAAGAGCACCGCTGTTATTGCAATTTTGCGCTGACATGAGCAAGAGCACCGCTGAGATCCGTCAGGCGTTTCTCGACTTTTTCCATAGTAAAGGGCATCAGGTAGTTGCCAGCAGTTCCCTGGTGCCTAACAATGACCCCACTCTGTTGTTTACCAATGCCGGGATGAACCAGTTCAAGGATGTTTTCCTTGGGCTCGATAAACGTAATTATTCCCGTGCAACCACTTCCCAGCGTTGCGTACGCGCGGGAGGTAAACACAACGATCTGGAAAACGTCGGATACACTGCAC1
3449 CHIP4521 STM/STY STM2190 STY2424 ATGAATAAGAAGGTACTGACCCTTTCTGTTATTTTTGGGTAAATTCGCTCAGAATGAATAAGAAGGTACTGACCCTTTCTGCCGTGATGGCAAGTCTGTTATTCGGCGCGCACGCGCACGCGGCTGATACTCGTATTGGCGTGACGATTTATAAATATGACGATAACTTTATGTCCGTGGTGCGTAAGGCTATTGAAAAAGATGGCAAATCCGCGCCGGATGTTCAGCTACTGATGAATGACTCGCAAAACGATCAGTCCAAACAGAATGATCAAATTGACGTTTTATTGGCGAAAGGGGTTAAAGCTC1
3450 CHIP4537 STM/STY STM2225 STY2462 ATGAGTAAAGGAATACGTCAGAGGCTTACACCTCGCCACATTCAAGTGAGTAAAGGAATACGTCAGAGGCCGCCTGTTAATTTCAGTTTATTTCGGCAGGTTTTGTATGCGCACATTGTCGCATTTTTGATGATGTTGATGCTCGGCATGGTGTTCACCGTTCTCTCGTTGGTACTGTTTTATACTTATGGCACCAACTGGTTACTGAGCTTGTTCATATGCCCGCTGTTCTTGTTAAGTGGTTTATTCATTACTGGATTTGCTTTTAAATCAACCTGGTCCAGCATACGTTACTATTACG1
3451 CHIP1623 STM/STY STM2839 STY2961 ATGAGTTTTTCCGTGGAGGTATTGTTAATCCTTCAGTCCCAGACGCATGAGTTTTTCCGTGGAGGTATTGGCGGGCATCGCCATTGAGTTACAACGCGGCATTGGGCATCAGGATCGTTTTCAGCGGCTGATTACTACGCTGCGTCAGGTGCTGGCGTGCGACGCCTCGGCGCTGCTGCGCTATGAATCACGACAATTTATTCCACTGGCGATTGATGGCCTGGCGCAGGACGTCCTCGGCAGACGTTTTACCCTGGAAGGGCATCCGCGCCTGGAAGCCATCGCCCGCGCGGGGGACGTGG1
3452 CHIP1647 STM/STY STM2217 STY2453 ATGGGCGCCTATCTTATCCGTTATCGTCCCTCAAAATCAATGCATGGGCGCCTATCTTATCCGCCGTCTGTTACTGGTGATCCCCACGCTATGGGCCATTATTACCATTAACTTTTTTATCGTGCAGATCGCTCCCGGCGGCCCTGTCGATCAGGCGATTGCCGCGATTGAATTTGGCCAGGGCGGCGCGTTGCCCGGCGCCAGCGGCGAAGGCGTTCGCGCCAGTCATGCGCAAACCGGCGTCGGCAATATCAGCGACAGCCATTATCGCGGCGGCCGGGGACTCGATCCGGAGGTGA1
3453 CHIP4547 STM specificSTM2238 ATGTTAGAAACACTATCATTCACTGAACGTTACTGGATGAATGACATTTGATTAATATATTTTATCATGTTAGAAACACTATCATTCACTGAACGTGACGAGTTCCAACGAAGAAACATCGCTGAAAATATCATCAAATTGCTAAAACCAGAGGCAGACATTTCACCACTGGTAATAGACGGTGCATGGGGGACAGGGAAATCAGAATTTAGTATCAAACTGAAGAATCTCATTATCGAGCAAGAAACTGAGTCTAAAGTTGTCTATGTTGATGCCTTTAAAGGGGATCATGCAGAATCTCCATTACTTCTAATAACATCAG1
3454 CHIP4563 STM/STY STM2162 STY2392 ATGAAACGACTGTGTGATCCGTTATTTTGCGTGCCGGGTGTGAAACGACTGTGTGATCCGCTTCTCTGGCTTATTGTTCTGTTCTTGCTTCTGCTGTTTGGATTGCCTTATAGCCAGCCGTTCTTCGCCGCGCTGTTTCCCGATTTACCGCGCCCGGTCTACCAACAGGAGAGTTTTGCCGCCCTCGCGCTCGCCCATTTCTGGTTGGTGGGCATCTCAAGTTTGTTTGCCGTCGTGGTGGGCGTCGGCGCAGGGATTGCGGTCACGCGAGAAAGTGGGAAAGAGTTTCGTCCCC1
3455 CHIP1895 STM/STY STM0934 STY0930 ATGATTGATTTACGCAGTGATACCGTTAGCGGGCTAAAAAGGCGATGATTGATTTACGCAGTGATACCGTTACCCGACCGGGCCGCGCCATGCTCGAGGCGATGATGACCGCCCCGGTCGGGGACGACGTATACGGCGATGACCCTACTGTTAACGCCCTTCAGCGCTACGCCGCCGACCTTTCCGGTAAAGAAGCGGCGCTTTTTTTACCCACCGGCACCCAGGCCAATCTGGTCGCGCTGCTTAGCCATTGTGAACGCGGCGAAGAGTATATCGTCGGTCAGGGCGCGCATAATTATC1
3456 CHIP1911 STM/STY STM3430 STY4368 ATGATCCAAGAACAGACTATGCTGATTAGAGTACTTCTGGTGCCAGAGAGAATGATCCAAGAACAGACTATGCTGAACGTCGCCGACAACTCCGGTGCACGTCGCGTAATGTGTATCAAGGTTCTGGGTGGCTCGCACCGTCGCTACGCAGGCGTAGGCGACATCATTAAGATCACCATCAAAGAAGCGATTCCGCGTGGTAAGGTCAAAAAAGGTGATGTGCTGAAGGCGGTAGTGGTGCGCACCAAGAAGGGTGTTCGTCGCCCGGACGGTTCTGTCATTCGCTTCGATGGTAATGCATGCGTTA1
3457 CHIP1673 STM/STY STM2149 STY2378 ATGAAACTCTTTCTTTTTATCGTGATGTTTTAATCGTATTTCACATAGATCAGCATGAAACTCTTTCTTTTTATCGTGATGTTATTGATTTTACCTGAAACATACGCAGCCTGTACGGGAGAAATTACTTATCAGGATAATTTAATTATTCGTGAGGATTTTACGATTAACCCTAATCAGTCCGCAACTTATAGCCATAATTTTAACGATACAACTTGTTCAGGGACTTATAAGATAACGCGTATGGATCCTTCCGATATCATCGTGGGATTATACAATGATACAGTAAAACTGAAGTTAAAAATCGCCT1
3458 CHIP4573 STM/STY STM2178 STY2408 ATGTCTGAAATAAATCAGAACGTAAAAGATAGTTAATAACGTGCTTCGCGGAATGTCTGAAATAAATCAGAACGTAAAAGATAGCCGTCAGCAGTATTACCAGCATATTTCCGGGCAGAATCTGACGCCGCTGTGGGAATCGTTACATCACCTGGTACCGCAGACGCCAAACGCCAACTGCGCGCCGGCCTACTGGAATTATCAGGAAATTCGTCCGCTACTGATGGAAAGCGGCAATGTCATTGGCGCGAAAGAGGCGATCCGCCGGGTGCTGGTGCTGGAAAATCCGGCATTGCGCGGTCAGTCGT1
3459 CHIP1905 STM/STY STM3420 STY4378 ATGGCTAAACAACCGGGATTAGTTAACGGCCGTAGCCTTTCAATGGCTAAACAACCGGGATTAGATTTTCAAAGTGCCAAAGGTGGCTTAGGTGAGCTGAAACGCAGACTGCTGTTTGTTATCGGCGCGCTGATTGTGTTCCGTATTGGCTCTTTTATTCCGATCCCTGGTATTGATGCCGCTGTACTTGCCAAACTGCTTGAGCAACAGCGAGGCACCATCATTGAAATGTTTAACATGTTCTCTGGTGGTGCTCTCAGCCGTGCTTCTATCTTTGCCCTGGGGATCATGCCGTATA1
3460 CHIP2113 STM/STY STM3589 STY4214 ATGCTACATTTGTTTGCTGGCTTAAATAATCTTCAGGGAAAGCCAGATGCTACATTTGTTTGCTGGCCTGGATTTACATACCGGGCTTTTATTATTGCTTGCTCTGGCTTTTGTGCTGTTCTACGAAGCGATTAACGGCTTCCATGACACAGCCAATGCAGTCGCAACCGTGATTTACACCCGTGCGATGCGTTCGCAGCTGGCGGTTGTCATGGCGGCGGTGTTTAACTTTTTTGGCGTTTTGCTGGGGGGTCTCAGCGTGGCGTATGCCATTGTGCATATGCTACCGACGGATCTCCTGC1
3461 CHIP2129 STM/STY STM3340 STY3521 ATGGACGTTATGAACGCATTTGTTACCGCATTTTTTGACTTTTTTTACCATGGACGTTATGAACGCATTTGATTCGCAAGCAGAAGATTCTCCGACATCCCTCGGGCGTAGTTTGCGCCGCCGCCCGCTGGCGCGTAAAAAACTGTCTGAAATGGTTGAGGAAGAGCTGGAGCAGATGATCCGCCGTCATGAGTTTGGCGAGGGAGAACAGCTACCGTCTGAACGTGAATTAATGGCCTTCTTCAATGTGGGACGTCCCTCCGTGCGTGAAGCGTTAGCTGCGCTGAAGCGTAAAGGTCTGGTGC1
3462 CHIP1969 STM/STY STM4527 STY4885 ATGGCTGTTCCAACATATGACAATTACTCAAAGTAATCCATATCGAGCTTTGATGGCTGTTCCAACATATGACAAATTTATTGAACCAGTGTTGCGTTTTCTGGCCACTCGACCCGAGGGCGCTTTGGTCAGAGAAGTGCGTGAAGCTGCAGCCGAAATGCTTGGGTTAGATGAGCAGCAGCGTGCAGAGGTGATTACCAGTGGACAACTGACGTACCAGAACCGCACCGGTTGGGCGCACGATCGTCTCAAACGCGCCGGGTTATCGCAGAGCCTATCCCGGGGAAAATGGTGTTTAACACCAGCGG1
3463 CHIP1955 STM/STY STM4410 STY4769 ATGAGTTTATGGAAGAAAATAAGCCTCGTTAAAACTCAAACTGATAGAGCAAATCAAATGAGTTTATGGAAGAAAATAAGCCTCGGCGTGTTGATTTTCATTGTGGTGTTACTGGCGAGCGTTGCGTTTCTGGTCGGGACGACGACGGGGCTGCATCTGGTATTCAGTGCGGCGAACCGCTGGGTGCCGGGGCTGGAGATTGGGCAGGTCACCGGCGGCTGGCGGGACTTATCGTTAAAAAATATCCGCTATGAGCAGCCGGGCGTTGCGGTGAATGCGGGCGAAATTCATCTGGCCATCGGGCTTGATTGCC1
3464 CHIP1971 STM/STY STM4557 STY4907 ATGACATCCCGACGAGACTGTTAATCTGCCAGGCTGCGATGACATCCCGACGAGACTGGCAGTTACAGCAACTGGGTATTACGCAGTGGGCGCTGCGACGTCCTGGCGCGCTACAGGGCGAGATTGCGATTTCCCTTCCCGCGCACGTTCGTCTGATCGTGGTTGCAGAGGAATTACCTGCGCTGAACGAGCCGCTAATGCGCGATATCTTACGCGCGTTGACCGTGAGTCCCGATCAGGTTTTACCGCTGACGCCTGAGCGCGTCGCCATGCTGCCGCAGGGCAGCCGTTGTA1
3465 CHIP1987 STM/STY STM4339 STY4699 ATGCGCTTGCTGCCCGTCTTACGAACCTGATTGTTTTACCCAATGCGCTTGCTGCCCGTCGTTGCTGCGGTTACTGCGGCATTTTTGGTTGTCGCCTGTAGTTCGCCTACCCCGCCTAAAGGCGTTACCGTGGTAAATAACTTTGATGCCAAACGTTACCTCGGCACCTGGTATGAGATCGCACGCCTCGATCATCGATTTGAACGTGGACTGGAACAAGTCACGGCCACCTATAGTCTGCGTGACGATGGCGGGATTAATGTCATCAATAAAGGCTATAACCCGGATCGGGAAATGT1
3466 CHIP0305 STM/STY STM4458 STY4798 ATGAGCAAAACTATTGCGACGGTTAGCGACGAACAGCGATATGAGCAAAACTATTGCGACGGAAAATGCACCAGCAGCAATCGGCCCATACGTACAGGGCGTTGACCTGGGTAGCATGGTAATCACTTCCGGTCAGATCCCGGTCGATCCGAAAACCGGTGCCGTAGCGGAAGACGTATCCGCTCAGGCACGTCAGTCGCTGGAAAACGTTAAAGCTATCGTGGAAGCCGCTGGCCTGAAAGTAGGCGACATTGTGAAAACGACCGTATTCGTGAAAGACCTGAACGATTTCGCGA1
3467 CHIP2212 STM/STY STM3253 STY3435 ATGTTCATTATTTCCAGTAAAAATATGCTCCTTACAGTTGCCCTTCACAGCATGTTCATTATTTCCAGTAAAAATATGCTCCAGAAGGCCCAGCATGCAGGCTATGCCGTGCCAGCCTTTAACATCCATAACCTGGAAACCTTGCAGGTGGTGGTAGAAACCGCCGCAGAAATGCGCTCACCGCTGATCGTTGCCGGAACACCAGGCACGTTTAGCTATGCCGGAATGGGTAACATTGTGGCGATCGCGGGCGATCTGGCTCGTGAATACAATCTGCCACTGGCCATTCATCTGGATCATCATGAAT1
3468 CHIP0345 STM/STY STM0667 STY0712 ATGAGCGACGACAATTCACATTATTCGTCCAGTTTTGGCTGGATGAGCGACGACAATTCACACAGTAGTGACACAGTAAACAGTAAAAAGGGATTTTTTTCCCTGCTACTCAGCCAGCTTTTCCACGGTGAACCTAAAAACCGTGATGAGTTGCTGGCGCTGATCCGTGATTCCGGGCAGAACGAGCTTATCGATGAAGATACGCGCGATATGCTCGAAGGCGTAATGGACATCGCCGACCAGCGCGTTCGCGATATTATGATCCCGCGCTCCCAGATGATTACCCTAAAACGCAACC1
3469 CHIP2199 STM/STY STM3322 STY3501 ATGATAAATAACGATACGACTCTACAACTGATTATGCCTCATTCTGCTCACCTATGATAAATAACGATACGACTCTACAACTGAGCAGTGTACTTAACCAGGAGTGTACGCGTAGCGGCGTTCATTGTCAGAGTAAGAAACGCGCGCTGGAAATCATCAGCGAACTGGCGGCAAAACAGCTCAGTTTACCTCCTCAGGTCGTGTTTGAAGCCATTCTGACACGCGAAAAAATGGGCAGTACCGGTATTGGTAATGGTATCGCCATCCCGCACGGGAAACTGGAAGAAGATACCTTACGCGCCGTCGGCG1
3470 CHIP2215 STM/STY STM3234 STY3414 ATGGATTGGTATTTAAAGGTTTTAAAAAATTATCTTAGGAAAAACGTTTCGGATCATGGATTGGTATTTAAAGGTTTTAAAAAATTATCTGGGATTTGGCGGCCGCGCGCGACGCAAAGAGTACTGGATGTTTATTCTGGTCAATATCATCTTTACCTTTGTGTTGGGCCTGCTGGACGCCATGCTTGGCTGGCAACGCGCCGGGGGTGAAGGCGTTCTGACCACCATTTACGGCGTTCTGATCTTTTTACCGTGGTGGGCCGTGCAGTTCCGTCGTCTGCATGACACTGACCGCTCCGCATGGTGGCTAC1
3471 CHIP0348 STM/STY STM0186 STY0211 ATGCAAGAAGGGCAAAACCGTTAACCCGCCATCTGTTTTTCATGCAAGAAGGGCAAAACCGTAAAACATCGTCCCTGAGTATTCTCGCCATCGCTGGGGTGGAGCCGTACCAGGAGAAACCGGGCGAAGAGTATATGAACGAAGCCCAGCTATCGCACTTCAAGCGTATTCTTGAAGCATGGCGTAATCAACTCCGGGATGAAGTCGATCGCACTGTGACGCACATGCAGGACGAAGCCGCCAACTTCCCCGATCCGGTCGATCGCGCCGCGCAGGAAGAGGAGTTTAGCCTGGAGT1
3472 CHIP0364 STM/STY STM1403 STY1717 ATGATGATGAAAGAAGATCAGAAAAATAAAATACTTAAGCAATAAGAGTATCAACCATTATTTGCATGATGATGAAAGAAGATCAGAAAAATAAAATACCCGAAGACATTCTGAAACAGCTATTATCCGTTGATCCGGAAACCGTTTATGCCAGTGGTTACGCCTCATGGCAGGAGGGGGATTATTCGCGCGCCGTAATCGATTTTAGTTGGCTGGTGATGGCCCAGCCATGGAGTTGGCGTGCCCATATTGCATTGGCTGGCACCTGGATGATGCTTAAAGAATACACGACGGCCATTAATTTCTATGGACATGCCTTGA1
3473 CHIP0380 STM/STY STM3044 STY3200 ATGGAACAGGATTTAGCGCGTTATGCCCGCGGATGGTGATGGAACAGGATTTAGCGCGTATTGAGCAGTTTCTGGATGCCCTGTGGCTGGAACGAAATCTGGCGGAAAATACATTAAGCGCGTATCGTCGCGATTTATCGATGGTCGTTGCGTGGTTGCATCATCGCGGAAAAACGCTTGCGACGGCGCAGGCTGATGATTTACAAACGCTATTGGCTGAACGTGTGGAGGGCGGATACAAAGCGACCACGTCCGCACGCCTGTTAAGCGCTATGCGGCGCTTTTTCCAGCATC1



3474 CHIP3355 STM specificSTM0769 ATGAATGAAACCATAGCATTTCGTTTAGTCAGCAAATATCGGTCCGATGAATGAAACCATAGCATTTCGTCCGGAAGGCCGGGCATCGATAAAAGATGTGGTTGTCAATTATACGCTGGCATCACTGGACGAGCTTGAACAACTGCACCCGGCGCTGAATCTGCTGGCGCACCCGTCAATTGTCCGTGGCAGCCATGATTTCTTTGTCCGTTGTTATGACGCGGGCGTACAGCATGCGCAGGCCGGGGCGGCTGAAACGGTAGCGGTTTTGCCTGATTCGCTGCCACAAGAACGGCAAAGGA1
3475 CHIP0359 STM/STY STM1398 STY1722 ATGTCTTCAGGAAACATCTTATGGGTTATGAGTACGTTTTCTGCGCTATCATGTCTTCAGGAAACATCTTATGGGGAAGTCAAAACCCTATTGTGTTTAAAAATAGCTTCGGCGTCAGCAACGCTGATACCGGGAGCCAGGATGACTTATCCCAGCAAAATCCGTTTGCCGAAGGGTATGGTGTTTTGCTTATTCTCCTTATGGTTATTCAGGCTATCGCAAATAATAAATTTATTGAAGTCCAGAAGAACGCTGAACGTGCCAGAAATACCCAGGAAAAGTCAAATGAGATGGATGAGGTGATTG1
3476 CHIP0375 STM/STY STM1090 STY1120 ATGGAAAGTCTATTAAATCGTTTATATGACGTTATGCATAATGCTCTTTCAATTGCATGGAAAGTCTATTAAATCGTTTATATGACGCGTTAGGCCTGGATGCGCCAGAAGATGAGCCACTGCTTATCATTGATGATGGGATACAGGTTTATTTTAATGAATCCGATCATACACTGGAAATGTGCTGTCCCTTTATGCCATTGCCTGACGACATCCTGACTTTGCAGCATTTTTTACGTCTGAACTACACCAGCGCCGTCACTATCGGCGCTGACGCAGACAATACTGCTTTAGTGGCGCTTTATCGCTTGC1
3477 CHIP3334 STM/STY STM0726 STY0768 ATGGTTAGCCGGAGGATTTACCTTAGTTATATTTTGCCCAAAATTTTTTTCTTTGGTTAGCCGGAGGATTTACCGTCCCAGAGATTTGTTTTCATTAATGCAATCAACTTTAGCAACTGAGAAATTTTTTATATCAGCGTACGAGATTGGTATTATTGATAATTTCCCAGAGATAAGAGTTCAGGCGGAAGTAAGTGCCAGAGAGAATAGGGTCAGGCGTTTTGGCGGCGAGCCGGAAATACTTATATCTGAAATATACGATGAAATTTTAAAAAAGCATCCGCAGCTTTCACCAGCGACAGTAAAAA1
3478 CHIP3366 STM/STY STM0788 STY0821 ATGACGCAATGGTATCCGGTTAACGCCACCAGTGCGCATGACGCAATGGTATCCGGCTTCTCCGGCGCTCTGGCAGGGGCGCGATGACAGTATAGAAGCGCCGGATGCGCGGCGTCTGTTTCAGACCGTCACGCGCAGCGAGACCTTTTCCCCCGAAAACTGGCAGCAAAAGATCGCGTTAATGGGATTTGCCTGCGACGAGGGGGTAAAACGCAATGCAGGGCGTCCCGGCGCGGCAGGCGCCCCGGACGCGTTGCGTAAAGCGCTGGCGAATATGGCCAGCCACCAGGGAC1
3479 CHIP3398 STM/STY STM0832 STY0871 ATGCCGGGGTCAACACGTTTATTTTACGTCAACTTGTTTAATTTGCGATGCCGGGGTCAACACGTAAACTACCAGTCTGGTTGCCCATTTTGGTTTTGCTCATTGCCATGTCCTCTATTCAGAGTGGCGCTTCACTGGCGAAATCGTTATTTCCTCTTGTCGGCGCGCCGGGCGTAACGGCGCTTCGTCTGGCGTTGGGAACGCTTATCCTTATCGCCTTTTTCAAACCCTGGCGTTTGCGTTTTGCCAAAGAGCAGCGGCTGCCTTTATTGTTTTATGGTCTGTCGCTGGGCGGGATGAACT1
3480 CHIP2187 STM/STY STM3049 STY3205 ATGGTGCAAAAACCATTAATGACGTTATGCCTGTCCCACATACAAATAGATGGTGCAAAAACCATTAATGACGCAGGGATATTCGCTGGCTGAGGAAATCGCCAACAGTATTAGCCACGGCATTGGATTGGTATTTGGTATTGTCGGCCTGGTGCTGTTGTTGGTTCAGGCGGTAGAGGCGAATGCGGGTATGACGGCTATCGCCAGCTACAGTTTATATGGCGGGAGCATGATCCTGCTTTTTCTTGCCTCAACGCTTTATCATGCCATTCCTCATCAGCGGGCAAAAATCTGGTTAAAGAAAT1
3481 CHIP4192 STM/STY STM2955 STY3093 ATGGCCAGAACAATGACCGTTACTGGCCTTTGGCGTTATGGCCAGAACAATGACCGTTGATCTTGGCGATGAACTGCGCGAGTTTATTGAATCGCTCATAGAATCAGGTGATTACAGAACACAAAGTGAAGTGATCAGAGAGTCTCTTCGTCTGCTGAGGGAAAAACAGGCCGAGTCACGACTTCAGGCGTTACGTGAACTTCTGGCTGAAGGTCTGAACAGCGGAGAGCCGCAGGCCTGGGAAAAGGATGCCTTTTTACGGAAGGTCAAAACAGGGATGATCAAACCCGATG1
3482 CHIP4351 STM/STY STM0406 STY0444 ATGAGCTTTTTTATTTCTGATGCGTTACAGCGCCTTCATGGTGATGAGCTTTTTTATTTCTGATGCGGTAGCGGCAACAGGTGCTCCAGCGCAGGGCAGCCCGATGTCTCTGATTTTAATGCTGGTGGTGTTTGGTCTGATTTTCTATTTCATGATCCTGCGCCCGCAGCAGAAGCGCACCAAAGAGCACAAAAAGCTGATGGACTCCATTGCGAAAGGTGATGAAGTTCTGACGAATGGCGGTCTGGTCGGTCGAGTGACCAAAGTAGCGGAAGCCGGCTACATTGCCATCGCGCTGA1
3483 CHIP4384 STM/STY STM0473 STY0516 ATGTCTGATAAACCATTAACTAAAACTGATTATTTGTTAACGAATGAATTTCCATACTGAAGAATGTCTGATAAACCATTAACTAAAACTGATTATTTGATGCGTTTACGGCGCTGTCAGACAATTGACACTCTGGAGCGCGTCATTGAGAAAAATAAATATGAATTGTCCGACAATGAGCTGGCTGTATTTTACTCAGCTGCGGATCACCGTCTTGCAGAATTGACGATGAACAAACTCTACGACAAGATCCCCTCTTCAGTATGGAAATTCATTCGTTAA1
3484 CHIP4284 STM/STY STM3159 STY3332 ATGGGTAATAATTTGATGCAGACGTTACCCTACCCGTAATTTCTGCGGTGGGTAATAATTTGATGCAGACGGATCTTTCCGTCTGGGGCATGTATCAGCACGCCGATATTGTCGTGAAGTGCGTGATGATTGGTTTGATTCTGGCGTCAGTCGTCACCTGGGCTATCTTCTTCAGTAAAAGCGTTGAATTTTTCACGCAAAAGCGCCGCTTAAAGCGCGAACAACTGCAATTAGCCGATGCGCGCTCTTTAGATCAGGCTTCCGACATTGCGGCAGGTTTCAGCGCAAAAAGCCTCAGCGCAC1
3485 CHIP4207 STM/STY STM2983 STY3123 ATGAAAAAGACTGCCGCAATTATCTTAGTTTTCCAGAGCCACCATCATGAAAAAGACTGCCGCAATTATCTCTGCATGTATGCTGACTTTTGCCCTGAGCGCCTGTTCCGGTCCTAATTACGTTATGCACACCAATGATGGACGTAGCATTGTGACCGACGGTAAACCCCAGACCGATAACGATACCGGTATGATTTCGTATAAAGACGCTAATGGCAACAAACAGCAGATCAATCGTACTGACGTGAAAGAGATGGTGGCTCTGGAAAACTAA1
3486 CHIP0490 STM/STY STM1996 STY2204 ATGACGACGAAAATCACTGGTTTTAAAGCGCCACAACGTTGATGACGACGAAAATCACTGGTTTAGTAAAATGGTTTAACCCTGAAAAGGGCTTTGGTTTCATTACGCCTAAAGATGGCAGCAAAGATGTGTTTGTGCATTTTTCAGCCATTCAAAGTAATGAATTCCGCACTCTGAATGAAAATCAGGAAGTGGAGTTTTCAGTAGAGCAGGGACCAAAAGGTCCATCAGCGGTCAACGTTGTGGCGCTTTAA1
3487 CHIP3588 STM/STY STM4285 STY4484 ATGAGTAATGCTATCAATGAAATTGATAACATTAACCCATTGCGCTTTCATGAGTAATGCTATCAATGAAATTGATAACACTGATTTAGTGTTCGTCTTCGGGTATAACCCGGCGGATTCCCACCCTATCGTGGCGAATCATGTGATTAACGCTAAACGCAACGGGGCGAAAATTATCGTCTGCGATCCGCGCAAAATTGAAACCGCGCGCATTGCTGACATGCATATCGCGTTGAAAAACGGCTCGAATATCGCGCTGCTCAACGCCATGGGGCATGTCATTATTGAAGAAAACCTGTACGACA1
3488 CHIP3573 STM/STY STM4251 STY4447 ATGACCATTTCGGAATTACTGCATTAGGACTGCGGCAACTGATGACCATTTCGGAATTACTGCAATACTGCATGGCAAAACCTGGCGCAGAGCAGAGCGTCCACAGCGACTGGAAAGCGACGCAAATTAAAGTGGAAGATGTACTTTTCGCGATGGTAAAAGAAGTTGAAGGACGCCCGGCAGCCTCTCTCAAAACCAGCCCGGAACTGGCAGAGTTGTTACGTCAGCAGCACAGCGATGTACGACCGAGTCGGCACCTTAATAAAGCGCACTGGAGCACGGTCTATCTGGACGGCT1
3489 CHIP3605 STM/STY STM4331 STY4691 ATGGGGAATAACATGCACGTGTTAGTTCGGACATTTATAAACCTGGATGGGGAATAACATGCACGTGAAATATTTAGCAGGGATCGTTGGCGCCGCGCTGCTGATGGCGGGTTGTAGCTCCAGCAACGAACTCACCGCTGCCGGCCAAAATGTACGCTTTGTCGAAGATAAGCCGGGCGCGGAATGCCAGCTTATTGGTACGGCAACTGGTAAACAGAGTAACTGGTTTTCAGGCCAGCACGGCGAAGAGGGTGGCTCAATGCGTGGCGCAGCGAACGATCTGCGTAATCAGGCAGCCGCGA1
3490 CHIP4503 STM/STY STM1121 STY1156 ATGGCAAACCATCGTGGCTTAGCTATTACGGTTACTGCTTTTGCCATGGCAAACCATCGTGGCGGTTCCGGTAATTTTGCGGAAGACCGCGAAAGAGCATCAGAAGCAGGTCGTAAAGGTGGTCAGCACAGCGGGGGCAATTTTAAGAATGACCCGCAGCGTGCATCCGAAGCAGGCAAAAAAGGGGGCAAAAGCAGTAACCGTAATAGCTAG1
3491 CHIP1044 STM specificSTM3720 ATGAGTGAGACAAGGATAGACAGAATGTTATAGAGTAATTTTTACCTGACATCTCTCTTTTTGATGAGTGAGACAAGGATAGACAGAATGTCTAACATTAAAAGTTATATTTCAAACCAAAAAAACATAATTCAACATGATGATTTTTTTGGAAGAAGACTGGACATTGCTCTTTGCTTTGATCATGGTTTTATAATGCCAGCAGGTGTGGCAATATATTCCATTATCGAAAATAATAAAGATATTAACTACGCCTTAAAGCAAAAAGAGAGATGTCAGGTAAAAATTACTCTATAG1
3492 CHIP1005 STM/STY STM2299 STY2529 ATGAAAGCCGTTATTTTTGCCTTTATGATGCGCGTTCCGCATGAAAGCCGTTATTTTTGCCTATCACGATATGGGATGTCAGGGGGTGCAGGCCGTACTGGATGCCGGGTATGAGATTGCCGCGATTTTCACTCATGCCGACAATCCTGCGGAAAACACCTTTTTTGGCTCCGTCTCCCGGCAGGCGGCAGAATTAGGGATTCCGGTTTATGCACCGGATAACGTAAACCATCCTATCTGGGTCGACCGCATCGCTGAGCTTGCGCCGGATATTATTTTTTCGTTCTATTACCGCA1
3493 CHIP2564 STM/STY STM2252 STY2478 ATGTGTGGAAAACCCTTCATCAGCTGGTTATTACCGGTGCCCCCTTTTCTGTGGAAAACCCTTCATCAGCTGGCGGCGCCGCCCCGGCTGTATCAGATTTGCGGCAGGCTCGTGCCGTGGCTGGCGGCGGCCGGCATCATTGTGCTGGCCACGGGCTGGGTCCGGGGCTTTGGTTTCGCCCCGGCGGACTACCAGCAGGGGGAGGGCTACCGCATTATGTACCTGCATGTCCCGGCGGCCATCTGGTCGATGGGTATCTATGCGGCGATGGCGGTGGCGGCGTTCACCGGGCTGGTCTGGCAGAT0
3494 CHIP1206 STM/STY STM2732 STY4639 ATGCGAAATATTGAAACCCGTATCTTAGTGGATCTCCTGCGCATGCGAAATATTGAAACCCGTATCACTAAAACCGGACCAGATGATGCTGGCCTTAATCAGCTGCTGACTGATGCGCGCATGGAAGAACGCCGTGGACGCGCTGATTTGATGGCAGCACGTCTGGACTCTTTGGCTGCCCATATCGTGTCACGTCAGCTTAACCACACGGAAGCGGCTGAGCTGCTGCGTCAAGAAGCGGTGAAGATTCAGAACGAAGCGCAGGAGATCCACTGA1
3495 CHIP1215 STM/STY STM1616 STY1448 ATGATTAATGATGTTAAGTGGGTTCAGGTTAGCGCAATGCGGTTAATTGATGATTAATGATGTTAAGTGGGTTCAGGCGCAACGCCATGCCAGCGACTGGCGACACGCGCTGGATATCGCCGTTCGTCCGCTGATTACGTTCGGCGCGGCGGCCCCCTGCTACCTGGACGGTATTATTGAGAACACCCTTAAATGGGGGCCATATTATCTTATCGCGCCGGGGATTGCGCTGCCCCATGCCAGACCAGAGCAAGGCGCCAACCATAATCAAATCAGCGTCACTACGCTATCAACGCCGGTCGCTT1
3496 CHIP1160 STM/STY STM1526 STY1535 ATGAATGCGCTTGAACCGTTACCGCTGATTCATTTGTATGACCATGAATGCGCTTGAACCGCTCTTTGCCCGCCTGGCGCGATCGACATTTCGTTCGCGTTTTCGTCTCGGGATAAAAGAAAGACAATATTGCTGGGATAAAGGCGCGGAGGTGATTGATAAACACGCCGCCGATTTTATCGCCCAGCGACTGGCGCCAGCTCACCCGGCGAATGATGGTAAGCAAACGCCGATGCGGGGCCATCCGGTATTTATCGCGCAACATGCGACGGCAACCTGCTGTCGCGGGTGCCTGGCGA1
3497 CHIP1200 STM/STY STM1652 STY1416 ATGAACAGAACGATTCTTGTACCCATTAGCGTACCACCAGTACGGAATGAACAGAACGATTCTTGTACCCATCGATATTTCAGATTCAGAATTAACTCAACGCGTGATTTCGCATGTTGAAGCTGAAGCAAAGATTGACGACGCTAAAGTGCACTTTTTGACTGTAATCCCGTCTTTGCCCTATTACGCTTCACTGGGACTGGCTTATTCAGCAGAGCTTCCCGCAATGGACGATTTGAAAGCCGAAGCCAAATCTCAACTGGAAGCGATTATCAAGAAATTCAACCTTCCCGCGGACCGCG1
3498 CHIP1129 STM/STY STM1876 STY2082 ATGAAAACAAATCTGGCTCAGCTTATTTAACTTTGGGTTCGTAAGGGAATGAAAACAAATCTGGCTCAGCTTGAACAAGCGGAAATGGATAAAGTCAATGTGGACCTGGCGGCAGCCGGGGTGGCATTTAAAGAGCGCTACAATATGCCAGTTGTCGCGGAGGCGGTCGAACGTGAGCAGCCAGAGCATCTACGCGCCTGGTTTCGCGAGCGGCTGATTGCCCATCGTCTGGCTTCCGTATCACTATCCCGACTCCCTTACGAACCCAAAGTTAAATAA1
3499 CHIP1408 STM/STY STM0143 STY0165 ATGAAAGACGCTCAGCTCAACATTAACGCTCATGGGGCATATGAAAGACGCTCAGCTCAACACCTTGTGTCAACGTCATCAGGCTGTACTGATCAATAGCGCCAGCAACAGTATCACTGTTGCGGTGGTCGACGCGCCCTCTCATGCGTTACTGGACGCTCTGCATTTCGCCACGCAAAAACAGATTGATATTGTGTGCTGGACTCGCCAGCAAATGGAAAATCATCGGCATAAGCCGGATCAGGCACCCTCGGCAAACGCCGCGAAAGGCGGAGAAACCGCAGCCCAGCTTCTCA1
3500 CHIP1322 STM/STY STM3792 STY3990 ATGAACGATAAAAACATCGTTCAGATTAGGACGCGGCGACTTCATGAACGATAAAAACATCGTTCAGATGCCCGACGGGTATCTGAATAAGACACCTCTGTTCCAGTTTATTTTGTTATCCTGTTTATTCCCATTATGGGGATGCGCAGCCGCGTTAAATGATATTCTGATTACGCAATTTAAAAGTGTATTTTCGCTGAGCAACTTTGCTTCGGCATTAGTACAAAGCGCCTTTTATGGCGGTTATTTTTTAATTGCTATTCCGGCCTCGCTGGTCATTAAAAAAACCAGTTATAAAG1
3501 CHIP1411 STM/STY STM3878 STY3900 ATGCTGACGCTGGATACGCTTAGCGCCGCCAGCGTCTATGCTGACGCTGGATACGCTAAATACCATGCTGGCCGTCAGCGAAGAGGGAATGGTCGAAGAGATGATCCTCGCGCTACTGGCTTCCCCACAACTGGTCATTTTCTTTGAAAAGTTTCCGCGTTTAAAAAACGCCGTGACCGCCGATCTCCCGCGCTGGCGGGAAGCGCTACGCAGCCGTCTTAAAGACGCACGCGTTCCGCCGGAACTCACGGAAGAGGTCATGTGTTATCAGCAAAGCCAACTTCTCTCTACCC1
3502 CHIP1460 STM/STY STM0417 STY0456 ATGAACCCTGGAAGAGAGAATATGATTAGGCCTTAATGGCTTTCAATGAACCCTGGAAGAGAGAATATGAACATTATTAAAGCTAACGTTGCAGCCCCTGACGCTCGTGTCGCCATCACTATTGCGCGTTTCAATCAGTTTATCAACGACAGCCTGCTGGATGGCGCGGTTGATGCCCTGACGCGTATTGGTCAGGTAAAAGATGATAATATTACCGTAGTGTGGGTGCCTGGCGCCTATGAACTGCCGCTGGCGACCGAAGCGCTGGCGAAAAGCGGTAAATACGACGCCGTGGTTGCGC1
3503 CHIP4252 STM/STY STM3087 STY3241 ATGAAAAAGAAACCGGTCGCTTAATTTTTATTAGCAAGTGTAAAACAGTTGATGAAAAAGAAACCGGTCGCGCAGGCGGAGCATCAGCGCTATCTGCTGGAAAATCCGCTTGTCTATGGGTTGTTATCGCGTCTTCGGATTGCGATAGTAGTCAACTGTTTTACACTTGCTAATAAAAATTGA1
3504 CHIP3576 STM/STY STM4255 ATGGGTGCGGGCGCCCCGTTAAATTGTGTCATAATTAGCCGTTTCTATGGGTGCGGGCGCCCCGAACTTCGATCTTATCCATTCACCTTTCCCGGTAGAGACTCGGATGCCTGGTTTGTTTGAAGGACAAACGGCAGAAACGGCTAATTATGACACAATTTAA1
3505 CHIP2816 STM/STY STM1645 STY1424 ATGAGTATTGCCATGCTGTCAGCTTAGAATAGATCGCTGCGTGATTTCATGAGTATTGCCATGCTGTCAGCGCTTGCGTCATTTATCGTGGTGGGGTGCACGCCACGTATTGAAGTCGCCGCGCCGGAACAGCCGATTACCATCAACATGAATGTAAAGATCGAGCATGAAATACATATCAAAGTCGATAAAGACGTTGAAGAACTCCTGAAATCACGCAGCGATCTATTCTGA1
3506 CHIP2841 STM/STY STM1687 STY1374 ATGAATACTCGCTGGCAACGTTATTTGTAACGCTGCGAAATTTTATTCATGAATACTCGCTGGCAACGCGCCGGGCAGAAGGTGAAGCCCGGCTTCAAAATAGCAGGTAAGCTGGTTCTGTTGACCGCGTTACGCTACGGGCCTGCCGGCGTGGCGGGATGGGCGGTAAAATCCGTCGCCCGTCGTCCGCTAAAAATGTTGCTGGCGTTTGCGCTGGAGCCAGTACTTCGTAAGGCGGCGAATAAAATTTCGCAGCGTTACAAATAG1
3507 CHIP2538 STM/STY STM3760 ATGATATTCTCACCTCAATACAAAACAGGTTAACAGGTAAGCGTAGACACCGCGTGATATTCTCACCTCAATACAAAACAGGAGACTTAACGAACAAGAAAACCAAACGTACTTTCACCCCTGAGTCTGCTATAATGAGAAAAGCGGTGTCTACGCTTACCTGTTAA1
3508 CHIP2903 STM/STY STM1840 STY1970 ATGAAAAAATTTCGATGGGTCGTTACCAGGGAATAAATTTATTGATGGCGTGAAAAAATTTCGATGGGTCGTTCTCGGCATCGTGGTGGTAGTATGCCTGTTGCTGTGGGCGCAGGTGTTTAATATCATGTGCGATCAGGATGTACAATTTTTCAGCGGTATTTGCGCCATCAATAAATTTATTCCCTGGTAA1
3509 CHIP3161 STM specificSTM2618 ATGAAACCAGAACTGATCGAGATACTCTTATTGAGTAAATCCTGTGAACTGATAAATACGATGAAACCAGAACTGATCGAGATACTCCGCATGCGCTGGCAGCGCCTCCGCATATACCGCCGTCCGGGGTCGGTGTTGGTTGACTACCGCATCCTGCGCAATTTTGTTCGTATTTATCAGTTCACAGGATTTACTCAATGA1
3510 CHIP3338 STM/STY STM0742 STY0788 ATGTGGTATTTCGCATGGATTCTTAGCTTTCTTCTTGACCGGTTTTACATGTGGTATTTCGCATGGATTCTGGGAACGCTTCTTGCCTGTGCATTCGGGATCATTACCGCCCTGGCGCTTGAGCACGTTGAAGCGGGTAAAACCGGTCAAGAAGAAAGCTAA1
3511 CHIP1083 STM specificPSLT069 ATGATGCGTAACATTATTACCCCCTTATGCTGCGCCCTCCATATGATGCGTAACATTATTACCCCCGCTGTATTGAGTACAATGATCCCCCAGGAATTCGAAGACTGGCGCGACGGCGGCGAAGACCTGCGCCGTGAACTGACCCACGCCGCGATGCGTGACCTGACATGTCCCGCAGGCTGGGACATGAACGGCGAATATCGCAGTGAGTTTGGTGGTTTTTTCCCGGTGCAGATCCGTTTCACGCCATCCCGCGGCAATTTCAGCCTGGCGGTATGCAGTCCCGGGGATATCAGCC1
3512 CHIP1068 STM specificPSLT050 ATGAGCCACCCCGATCCATTAGACAGAAAAACAGCGGCTGATGAGCCACCCCGATCCAGCTCAGGCCAGCCTGACTGACAGCACCGGAAAGCGATATGGTTCCGTAACGATTTGTACTGCAGCTGCTGCCGGATCGATGCCGACTGTGGGTTTCAGGCGGGTCTCAAATATCCTCTCACCGCGGGCATTCACCAGACCGATTTCCAGCGCCTGCGCGCCGGCATCAAGTCCGGTCGTTTCGGTATCGAGGAAGACGGGGCCCAGTGCTAACCAGGTATGTGCCAGCATGGCGAACC0
3513 CHIP1108 STM specificPSLT099 ATGTCTCTCAATAAGGCTTTGCTGTTACCCTGCATGTTTTTCTCCGATGTCTCTCAATAAGGCTTTGCTGTTCCTGTTGCTTCTGATGGGGACGGGGGTTAATGCCTCCACGCGGGAAGAGATTGAACGGCTGTATAACCCGCACGGGATGGCCGCACCGTCCGGGCAAAAGCAGCCAGCAGATACGCAGGGCGTGCAGAAAGTAACGCCGGCGCCCCGCTGGTTTCGTCTCAGCAACGGTAAAACGGTTAACCTCGCCGACTGGAAAGTGGTGTTGTTCATGCAAAGAAGCTGCCCCTGGT1
3514 CHIP1053 STM specificPSLT006 ATGCAGGCAGAAGTGACTGACTTATATGGGGACGGTGGCGTGCAGGCAGAAGTGACTGACACCCGAACACTGTTCACTCATTACCGACAGGTCAAAAATCCGAATCCGGAATTCACGCCGAGAGAAGGGAAAAAGACCCTGCCGTTCTGTCGTAAGCTGATGGCGAAAGCCGAAGGGTTCACGTCCCGTTTTGATTTTTCCGTCCATGTGGCGTTCGTTCGTTCGCTGGGAAAGCGTCACCGGATGCCGCCTTTGCTGCGCCGTCGTGCCATCGATGCGCTGCTTCAGGGGTTGT1
3515 CHIP1085 STM specificPSLT071 ATGAGACTCGCTTCCCGTTTTGTTATGACTTACATTCACGAAACTGTTCAATGAGACTCGCTTCCCGTTTTGGTAGACAGAATTCCATTCGTCGTGAGAGTCCTTTGGCTGACGCTGAATTAATGCAGACTGTGCCTTCAGTTTTTTCCGGAGACAAACATGAATCCCGGAGCGAACGTTATACTTATATTCCAACCATTAATATCATCAACAGGTTACGTGAGGAAGGTTTTCAGTCGTTCTTTGCCTGCCAGAGTCGTGTACGTGATTTAAGTCGCCGGGAATACAGTAAACATATGCTGCGTT1
3516 CHIP1117 STM specificPSLT109 ATGGCCTGCTGTGCCGGCTTACAGTCTGACCCTGCGGGATGGCCTGCTGTGCCGGCGTGTGAAGCCCGGCTTTCTGGCGGCTGATGGCGGTTTCCAGCGATACCTCACCGGCACGCGCCTTTATCTGCTCAGAAACGACCGTAAAAGACGGGTGACGGGAGAGTTTTTCAGCAGTGCGGGTCTCATCCAGTGAGGAATACAGCCGGACATCCCGGCCGCTGCGGGCCAGACTGTTCAGGGTGGCGTTGTCCATCGCCATCTGTGTGACGGAAGCAAAAACTTTCGCACTGTCAC0
3517 CHIP4898 none R460049 ATGAAAGGCTGGCTTTTTCTTGTTACCATGGCGTCGGCCTATGAAAGGCTGGCTTTTTCTTGTTATCGCAATAGTTGGCGAAGTAATCGCAACATCCGCATTAAAATCTAGCGAGGGCTTTACTAAGCTTGCCCCTTCCGCCGTTGTCATAATCGGTTATGGCATCGCATTTTATTTTCTTTCTCTGGTTCTGAAATCCATCCCTGTCGGTGTTGCTTATGCAGTCTGGTCGGGACTCGGCGTCGTCATAATTACAGCCATTGCCTGGTTGCTTCATGGGCAAAAGCTTGATGCGT0
3518 CHIP4899 none R460050 ATGGTGACGGTGTTCGGCTTAGGCATGATCTAACCCTCGGATGGTGACGGTGTTCGGCATTCTGAATCTCACCGAGGACTCCTTCTTCGATGAGAGCCGGCGGCTAGACCCCGCCGGCGCTGTCACCGCGGCGATCGAAATGCTGCGAGTCGGATCAGACGTCGTGGATGTCGGACCGGCCGCCAGCCATCCGGACGCGAGGCCTGTATCGCCGGCCGATGAGATCAGACGTATTGCGCCGCTCTTAGACGCCCTGTCCGATCAGATGCACCGTGTTTCAATCGACAGCTTCCAAC0
3519 CHIP4886 none R460031 ATGACCACTGTTACCACCCCTTTATTTAGTTTGTTGCAGCAGCTGATGACCACTGTTACCACCCCTTCCCAGCTGAAAAAAGAAGTCGAATCTCAGAAAGAATTATTGCTGCGCGCCTGCCTCGAAGCGTTCAACCAGCTGCCTAATCAGCGCCTGCAAGGCGCTTTCACATCGACGTATGCACTGGCGGCAAAATTAGACCAGCTGCTGCAACAAACTAAATAG0
3520 CHIP4895 none R460040 ATGAATTTGCCTACACCCGATTATTTTAAGACTACTAACGCGGCTTTATTACGTGAATTTGCCTACACCCGAAACCTACGATGAACTTCAGAGAGCCTACGATTTTTTCAATGAGAAGCTATTCAGCAACGAGCTGCCGCCATGCCTGATAACGTTGCAGCGTGAGAAGCGAACGTATGGCTATTGTTCCTTTAAGCGTTTCGTCGGCCGTGAGAGTGGGTACACGGTAGACGAGATCGCTATGAATCCGGTGTATTTCTCGATCAGAACCATAAAGGCCACGCTTTCAACACTGGTGCATGAGATGG0
3521 CHIP4881 none R460017 ATGAAAGCTAATAAAAAAACAGGGCTTTTAGTTAACTTCCGGGTTGACGCATGAAAGCTAATAAAAAAACAGGGCTTACACGTGAAGCCATTAAAGAGTTCAACGAAAGCCGTAAAGGGCTTGAAGTTGATCTGATGGATGAAGTGCTGAAGTCCCGGCGTACCGCCTGGATGGTTGCCACCGGTTCAGCGGTGGTAACTGTTTTTGCACTCTCTTTAGTTGGTTACGTAGTGCATAAGTACAGCCAGCCAATCCCCGCACATCTGCTAACGCTCAACGAGGCCACTCACGAAGTACAGCAGGTCA0
3522 CHIP4751 STM/STY TCGACTTCCCGAAAGATGACGCCAGACGTGACCGAAATACTCGACTTCCCGAAAGATGACGGAATGCGTTTTCACAACGGCAATTTGCCGCTGCATGAAAACGGGATGCAGATCCACGCCTGGCATGACGACACGGTCATTTATAGCAAGACGTACTATTCCATCGGCGGCGGCTTTATCGTTGATGAAGAGCATTTCGGCCAGGAAGCGACGAATGAGGTTACTGTACCTTATCCGTTTAAATCGGCGAAAGAAATGCTGGAGTATTGCAACAGTACCGGCCTTTCACTCTCCGG0
3523 CHIP4827 STM/STY STM0907 STY1042 TGGTTTCCACACATTGATGCGCGATACTTCCAGCCATCTCTGGTTTCCACACATTGATGCGGCAATGAGCGAATTCGGTATTACTGCGCCACTGGATCAGGCCATGTTTATTGCACAAACGGGACATGAATCAGCAGGATTTACTGTTCTGAGGGAAAGCTTCAATTATTCGGTGGAGGCGCTGAAGAAGACGTTTGGTAAACGCCTGACGCCGTATCAGTGCGAAATGCTGGGGCGTATTGATGGTCGCCAGGTTGCCCACCAGCCACAAATAGCCAATCTGGTTTACGGTGGCC1
3524 CHIP4831 STM specificSTM0911 GCTATCCGGGCGTATGAAGGCGGTCTGATTTGATCATCCGCTATCCGGGCGTATGAAGCCATCACGCCCACGCGTACCCACAGGGTGAAGCGTGAAAATCGAAGTGGAGACCAGCTTATCCAGCTGGCCGGAAAGTCGTTGCGGGAGCAGGCCCGGTGGTTTGACAACAACCACGACCTGGTGATTGGTGCGCTGGACAAAATGGAAGAACGCATTATCGGCGCGAAGGGGATCATCGTTGAACCGCAGCCCCTGACGGGGACCGGTACGCTGAACTCTGTGCTGGCAGAAAAAA1
3525 CHIP4835 STM/STY STM2779 AAAACGCTATGCCTGGATGTAAGACCGCGTAACAGCACTAAAAAACGCTATGCCTGGATGTATAAGTGCCTGTTCGTGCGTTGTCAGCTCGACGCCTCCCGATCCTAAGGCCCCCCCTAAGCCTAAGTGGATAGAGTTAAAAGGTTATTGTGTTACATGTACTAGTCAGGAGGATATTCGTCCACCTAAAGAGGGTGAACCAAAGCAAAAAATGACACCCAGGGATTTAGTGCTGTTACGCGGTCTT1



3526 CHIP4839 STM/STY ATGACAACGCAATCCAGTCCCGTTCGGATCCACGGTAATAATGACAACGCAATCCAGTCCCGTTATTACGGACATGAAGGTCATTCCGGTTGCCGGACATGACAGTATGCTACTCAACATCGGCGGCGCGCATAACGCGTACTTCACCCGTAACATCGTCATCCTCACCGATAACGCCGGGCATACTGGCGTCGGCGAGGCGCCGGGCGGAGAAGTGATTTATCAGACGCTGGTCGATGCTATTCCGATGGTATTAGGCCAGGAAGTCGCCCGCCTGAACAAAGTGGTGCAGCAGG0
3527 CHIP4843 STM/STY TGCATGGAATGAGAAATTCGACTCACCGAAGGTGGTCATCTGCATGGAATGAGAAATTCGCGGCTTATGAGAAAGCCTTCCCGCAGGAAGCTGCTGAATTCACTCGTCGTATGAAAGGCGACATGCCGGCTGACTTCGATGCGAAAGCGAATGAGTTCATCGCTAAACTGCAGGCGAATCCATCCAAAATCGCCAGCCGTAAAGCGTCCCAGAATACCATCGAAGCCTTCGGTCCGCTGTTGCCGGAATTCCTCGGCGGCTCCGCTGACCTGGCTCCTTCTAACCTGACCCTGTGG0
3528 CHIP4847 STM/STY TGCAGGATGACAAGAAATGCGCCTTTTCAACCTGAACGAGTGCAGGATGACAAGAAATGCGAAATGATCGTCGTTATCGACTGTCATATGACCTCGTCGGCAAAATACGCCGATATTCTGTTGCCTGATTGCACTGCTTCTGAGCAGATGGACTTTGCGCTGGATGCCTCCTGCGGGAACATGTCTTACGTTATCTTCACTGACCAGGCGATTAAACCGCGCTTCGAGTGTAAGACGATTTATGAGATGACCAGCGAACTGGCGAAACGTCTTGGCGTGGAACAACAGTTTACCGA0
3529 CHIP5021 STY specific STY1596 ATGACTGACACCATTATGGAAATTGTTATTGTTCAGTATCTCCGGTATTTTTTTGGTGACTGACACCATTATGGAAATTGTGGTATGGGCTTTCCTGCTTACTGGTATAGCCGTGTGCATCTGCGCCGGATTCGCCCTGGTTGCCCTGCTGACCCACGTGGTGACGCAGTGGTTATGGGAAAAGCTTAAAGCAGCATACAGCCTGAAAGAGCTGTCCGACGCTGTTCGGGCATGGGAACAGCAAAAAAATACCGGAGATACTGAACAATGA0
3530 CHIP5037 STY specific STY1613 ATGGTCGATATTACCCGGGTACTTATTCACTCCAGTACTTTTCCGGGATGGTCGATATTACCCGGGTACGCCGCGAATCCCTGCGCTGGAGTCTGCTGGTTGCCCTGAACAAGACCCGCCCTTACACCGCCAGCGAGACGCTGCTGCTGGATGTGTCCCGTGCCATCTACCCGGACACCACACCGCTGGAACTGCGCCGCGAACTGGATTATCTGGCTGACCGTAAAATGGTTGATCTGGAGAAAAAACCTTCTGGCGACTGGTTTGCTGACCTGACCCGCCTCGGCGTAGACCTGGTGGAAT0
3531 CHIP5052 STY specific STY1629 ATGGCCAGTGAATTTTCAGTCGTTAGCTGTACTCCTTACGTTGTTTCTGGTGGCCAGTGAATTTTCAGTCGGCGTCATTATTGGCGGCATTGTCGGGAGCAGCTTCCGCTCAGCCGTCAGTGGCACCCGACGCGCCCTTGATTCCCTTGGTGATACCTCCCGCCGTCTGCAGGAACGCCAGAATGCCTTAACCCGGGCAACAGAACGTTATGGTCAACTGGGTTCTTCCCGGATGCAGCATCTCAACAGCGAGTTGCTGCGGGTAAGCCGCACCATGGAGCAAATTGAACGTCAGCAGCGCCGTC0
3532 CHIP5068 STY specific STY1879 ATGCTGAACATCATGGTGAATAGGTTAAGCAAACTCGCCATATAACCAATGCTGAACATCATGGTGAATAGGATTACGGTGCCAGCGATGGCATGTAACGGCATTTCGTCTGGAGCGTCACGTGAGGACTGTGAAGCACAATGCGATATGTTCTGGTTATATGGCGAGTTTGCTTAA0
3533 CHIP5082 STY specific STY2020 ATGCCTGTTATGCATAATTGTTTTCTTTATGCTGTTAACGAGTCGTCGGATGCCTGTTATGCATAATTGTTTTCTCGAATTAGCCAGAGAATCATTGCAGCACAATGGTGAGCAATGGACACGTAATGCTATCAGCAGGTCATACTACGGCATGTATCATTCAGCCCTCAGAATCACTAACAATCTGACGCCTACCCATGATACTGATGGTGAGAGATTACCTGGCGGTTCTCACATGCGACTCTATACAGCTTTTTGTAACGGTGAGGCTGCTAAAGTTAACGGCGTAGATGTTGATAAAGTCC0
3534 CHIP5190 STY specific STY3086 ATGATGAATAACACATGGAAAAGTGTTTTATTCCATATCCTTGCGATTCACTTGATGAATAACACATGGAAAAGTGTTCTTTGCCCAATAGCGTGTGGAGTGGGAATGCTTCTAAGCGCCTCCCCTTATAGCGCGTCAGGCAAAGACATCGAATTTAATACCGATTTCCTCGATGTAAAAAATCGCGATAACGTCAACATTGCACAGTTTTCTCGTAAGGGTTTTATCCTGCCAGGCGTCTACCTTTTACAAATTAAAATTAACGGACAGACTCTGCCGCAGGAATTTCCTGTTAACTGGGTTATTC0
3535 CHIP5039 STY specific STY1615 ATGACAAAATCATCCGGAGTGATTAGAATCCCTCCAGCATACGGATGACAAAATCATCCGGAGTGATTTTAAACGCCGCTGGCGGCGGCCCCGAAGGGATGAGTCCCATGGACGGGAGGAATAACCTTGCTCCCGTTTTGCCTGATACCTCGGCGCTGGATGCCCCTCCCGTTCTGTTGCCTTACCAGCAGCGCTGGGTGGCAGACACCTCTCCGCTTAAGGTGATAGAAAAGAGCCGTCGTACCGGTATTACATGGGCTGAGGCATCCGATAACGTACTGACCGCCGCCTCTTCTGCGC0
3536 CHIP5054 STY specific STY1631 ATGATGTTTCTTGAACATATTACCCGTTATCTCAGCCATGGGGCAGTGATGTTTCTTGAACATATTACCCGTGACGGAGAGCGCTGGGATTCGCTGGCATGGCAGTACTACGGTGACCCGCTGGGCTATCCCCGGATTATTGCAGCCAATCCGCACGTGGCCATTACGCCGGTGCTGCCCTCCGGGTTGTTGTTACTGATCCCGGTTATTGAGGCTGAAGATGCCCGTACAGAAGAGGATATTGCCCCATGGCTGAGATAA0
3537 CHIP5070 STY specific STY1887 ATGAGTTGTTTTACCAGTCCAGCATTAATTATGTTGTATGGTATGAGAATGATAGTATTTCATGAGTTGTTTTACCAGTCCAGCAATTATGGAAATGTTAGGTCATTATAAATGGCGTGTTTATGAGCCATTCAGGTTTTATCTCAGTGAAGATAAAAATGATGTCATTGAAGTACCGGTAGGATTCGTTACCGACCTTGCCACTGTTCCGCGTATTTTCTGGTCATTATTGCCACCGGATGGTGAATATGCCAAAGCGGCAATCATTCATGACTACCTGTATCATTATCCATTACGTAACAGAAAAGAGTCCGATC0
3538 CHIP5084 STY specific STY2022 ATGAAAAGACTATTGTTGGCAGCTTTTACTTCACCTTCCGGCAGTCATGAAAAGACTATTGTTGGCAGCTTTACTTGTCTGTATCTCCTTCACTTCCTTTGCTGATACCGGGTGCGGACCATTCACGATCAACTGGAAAGCGCAAGACGGACTTGCAAGGATTAATGGACAGAAACCGGAGACACAGAAAATCACCTTTCTCAAACAAAAAGGGGATTATGACAATGTGAACATCCAATGGATGGTTCCGGGTAATGGACGTTGGTTAGGGATGGACTTTGTGGCCAGAAATGGCAAGCCGA0
3539 CHIP5192 STY specific STY3088 ATGACGATGTTGACTCGCTGGTTACTGGTAATCCACGACTAACGTCGATGACGATGTTGACTCGCTGGAAAATACTGGTGCTGCTGTGCGGTGGATTCGTTACCGGCACCGAGGCTGCCGGCACAAAAACCGTGCAACTGGAGCTGCATCTGGTCGTCACTCAACCACCGCCCTGTACGGTAGGCGGCGCTTCCGTAGAGTTTGGCGATGTCCTGACCACCAAAGTTGGCGATGTTTCTCAAACGAAACCTGTGGGCTACAGCCTGAACTGCGATGGCAGAGCGAGTGACTATCTGAAGCTAC0
3540 CHIP5206 STY specific STY3287 ATGCAGGATCATTTTAGTCTTGACATTATGCTCCCGGGGATTTCATGCAGGATCATTTTAGTCTTGACAGTAATGATATAACACATTGGCTTTATAGCCATTGGGATGTCTTTAAAATTTGGTTTGTACTTCAACATTATGAGAAAGAGGGGTATGAGTTTAAGCCATTTATACACAAAATCATTCTAGATGCATTGCGGCGGCAAGGGAAGAAATCCCCGGGAGCATAG0
3541 CHIP4962 STY specific STY1027 ATGACCACTATTACCAAAGAATGGCTTACGATTTACCTCCGTTGAGCAATGACCACTATTACCAAAGAATGGCTACAGCAAACCATCGCTGAATTTGAAAACACTCGCGATGATATTCCGTTTGGCCTGAGCGATGACGACGCCAAAATTCTTATTGTGCTGAAGCGTGCGCTGGCATCGCTGGAACGAGAACAAGTTCGCCATGAACATGCTGACTGGTCTGATGCCACATTCGGCGATGTTGGCCCCATCGGTCCACTGAAGCACCTCTCAAAAGAAGCATTGGAAACTGCCGCAGAACTTG0
3542 CHIP4978 STY specific STY1049 ATGACGAACCGCAGGAACCTTAGGCGAGATAAGAATGAGGGTTATGACGAACCGCAGGAACCGTCAGGCGGAAATCCGGTATCGAACCAGTCTACGCAGGATAGCGCGGGCGGTCGGGGACATCGTAAATGGTCGCTACGATGGTTCAAATGACAGTATCACGGAAATTATTGAGGCGCTGGAACGCTACAGTGAAATCATCACCCCCTGGGCGACAAAGGTCGCGGAAAACTTTACCGCCGACATTGTGCGCAAGAATGATGAGCAGTGGCGTAAACACAGCAAAACCATCAGCCGTG0
3543 CHIP4993 STY specific STY1065 ATGAAAAAGTGGATTGTTATTGGACTCTTACCCAGCCACTTTTTTACAAGGGTGAAAAAGTGGATTGTTATTGGACTCTGTTTCCTTCCGGGGTTCGCATTTGCTGCGAATCCTGGCGGTGTCACGCTTCAGTGTGGTGGCTACAAATTAGAGTTGATTCCTGATTCATTGTTCAGGATTAATGGTGAGACAGTTACCTCCCAGAAAATCAAAACGCTCGGCAACGGTAATGGAATGAAGGCGGATATGGGGCTTATGCCTGCCAAAGACGGTAACAACTACGGCTTTGAATACATTCGTCGCCCTG0
3544 CHIP5101 STY specific STY2041 ATGGCAAAACCGGACTGGTTAAGCGTCGGTTTGGATGTATGGCAAAACCGGACTGGGAGGCCATCGAATCGGCATACCGGACCGGAGTCCTTAGCCTCCGTGATATAGGCGAGAAATACGGCGTTACAGAAGGGGCTATCAGGAAGAGGGCCAAAAAGCTTGGTTGGGTACGCAGTGGCGGTACGCAGGTTTGCAAAAATGGTACGCAAAAAAGAAAAGTGCGTACCAGCAGAAAGCCTGCCATTACTGGCCTTACACAAAAAGGTACGCAACTAAAAACAGAACCTACACTGG0
3545 CHIP5208 STY specific STY3289 ATGTTTCTTATCTTACCTTTGAAAGCAAATATTATTCTTAATTAACGCCAATCTCCATACTTTCTTGTTTCTTATCTTACCTTTGAAAGCAAATATTATTCCATCTATATCATTACCAGATAAATTAAGTGAGTCGAAATATTCTGTAAGAATGCTTCGCATTGATGCAAGGATTGACTATCGCGTGGAAACCCCTGAGTGTAAGAACGTAAAATTTAATGATTACTTTTTCTTAAATGAAAATATTAAAGATCTCAATGATAAAAACCATGTTTATGATCCTGAGTTTTATCCAATTACATTATGGAGTTGTTCATATA0
3546 CHIP5222 STY specific STY3658 ATGGCAGTACGAAAACTCACCATTACGGGGTAATGCCAACCATGGCAGTACGAAAACTCACCACAGGGAAATGGCTTTGCGAATGTTACCCCGCCGGACGAAGTGGGCGTCGTGTGCGTAAACAATTCGCCACCAAAGGCGAAGCTCTGGCTTTTGAGCGTCACACTATGGAAGAAACCGAATCAAAGCCATGGCTGGGCGAATCAGTGGATCGTCGAACCCTGAAAGACGTGGTTGAGCTATGGTTCAAACTACATGGTAAATCTCTGACTGCTGGGCAACATGTCTATGACAAAT0
3547 CHIP4980 STY specific STY1051 ATGAATAATGTATTTCTGTACCGGATGCTTAAATCTTCCAGGAAATTTCTGCAATGAATAATGTATTTCTGTACCGGATGCCTGTTGGCATTGCCGGGGCTGTCTCTCGCCCGCAGGACTTAACCGTCGAACCGGTGGTCCTTAAATCCGATAACGCCTTCGCTGCCTATGGCCTGGCTGGTAAATACGATGATGACGGTTTTTTCGTGCCGCTGGCAGATGGTGATACCGCAGACAAGGTGAAGGGGATCTACGTGCGCCCTTATCCGACCACGTCGCAGCCGGACATGGTTCGCCAGGTGGGAACAG0
3548 CHIP5087 STY specific STY2026 ATGAACGCTGAGACTATTAAAGATTTTCTTTACGCAGGTCCTTTCAATTGCATGAACGCTGAGACTATTAAAGATTTTCTCGTCTCCCTTGGATTTGGCATTGATGAAGCCGGATACGAGAAATTTGAATCTGTTCTTGCTGGCGTCACCGCAAATGCCATAAAAACAGGGCTGGCGGTGGAAGGTGCGGCGCTGTCCGTTGTTGCGTTTACGGCGAAAATTGCCTCCGGTCTGGATAATCTCTACTGGGCATCTCAACGCACCGGCGCGACGGTTCAGGGGATTCAGTCGATTGGCTACGCAGTTT0
3549 CHIP5196 STY specific STY3092 ATGCCTGATGGACTTGAATCCTTATTCGTAGGGTATCAAAACGGTAATTGTTGCCTGATGGACTTGAATCCACTCTTGAGTTTGATCCATCAACTTCTTTCATCAATACAACCGCTGTCGATAACGGTATCACTTATAGTTTTACTGGTGAAGCGGTAAAAGCGACGGCACATGCCAGCTGTACGGCTAATCAGGCAACTAACAGCGCAATTTGTGTATGGGATAAATCATTTTCACTTCCCCTCACCTTACTTACCAAACAGAACGGAATAACCATTAACCAGCAAAATCTTACAGTTTCGGTAA0
3550 CHIP5126 STY specific STY2067 ATGGATACTATCGATCTTGGCAACATTACTCACCTGAATGTCTTCCCAATGGATACTATCGATCTTGGCAACAACGAATCTCTGGTATGTGGCGTGTTTCCCAATCAGGACGGCACATTCACCGCCATGACGTATACCAAAAGCAAAACGTTTAAAACCGAAGCTGGCGCACGCCGCTGGTTGGGAAGACATTCAGGTGAGTAA0
3551 CHIP5142 STY specific STY2297 ATGAGGAAACTGAGGTTGGTTAGAATTATGCTAGCCTTTTACTCTTATACATATAATACACTGGTGAGGAAACTGAGGTTGGTTAGAATTCCAAGACATCTTATTATTGCCGCTTCCTCTTGGCTTTCAAAGATAATAATTGCCGGTGTTCAGTTAGTAAGTGTTAAATTTCTTTTAGAAATTCTTGGCGAAGAATCATACGCTGTATTTACTCTTTTAACTGGATTATTGGTCTGGTTTAGCATTGCAGATATTGGGATTGGTAGTAGTCTACAAAATTATATATCTGAGTTGAAAGCTGATAGAAAATCATATGATG0
3552 CHIP5158 STY specific STY2364 ATGATGAAAATGAGCCGCATTACGCACTACAATCTTCCGTGAATGATGAAAATGAGCCGCACGGCCATCGCGCTGAGTTTGCTGGGAATGGCCGCGCATCCCGTTTGTGCCGCTCCGTCGTTTGAAGAGACGGCGAGACAGGTGATTATCGCTTTTCAGCAGCGAGACAACGCGAAAATTAATGCCCTGATTGATAAAAAAGTCGGGATGTATGTGCTGTACCGAATTGGGGCTGGGTTTGATTATAAATGGATGAAAAAATTTGATATTAATAAACCGATACCTGACTTTAACTACC0
3553 CHIP5308 STY specific STY4536 ATGGCTTCTAAAGGTGTAAACAAAGTTATTCTTAGGACAGCACATAAAGCGCAATGGCTTCTAAAGGTGTAAACAAAGTTATTCTGGTGGGAAATCTGGGACAGGATCCTGAGGTGCGTTATATGCCAAATGGCGGTGCCGTGGTAAACCTCAGTCTGGCAACCTCAGATACCTGGACAGATAAACAGACCGGTGACAAAAAAGAGCGCACTGAATGGCACAGGGTGGTTCTTTACGGCAAGCTGGCCGAAATTGCCAGTGAGTATCTGCGTAAGGGCTCCCAGGTATACATCGAAGGTGCATTACGCA0
3554 CHIP5323 STY specific STY4559 ATGGCAACTGAAGTCGGCGTTACTGACGGGACTCCCTGGGTGGCAACTGAAGTCGGCGTACCCGCTGAAGCCCTGTATTCAGTTTCTCTTGCAGAAACATCCCGAAAACTACCACATGGAGAGCGACCGTGGCCGTGGACACTCAATGTTGCCGGGAAAGGGTATCGGTATAACTCCCGCCAGGAAGCGTATGACGCAATGTTGTCGTTCATGCGTCGCTATCCGTTAAAGCGGATTGATGTTGGGATCGCGCAGGTTAACCTGGGCTGGAATGGAACTTATTTCAGCAGTTACT0
3555 CHIP5337 STY specific STY4576 ATGAAATCTCTTCGTCTGAAGCGTTAATTTATGTCGGTGCTATAGAGAAATGTATGAAATCTCTTCGTCTGAAGCGAGCGTTACTGTCAGTCATGCTTATCACCGGCGGCATGGAGGTTCAGGCTGCGTTGAACACTGCCTCGATTGTGGCCAGCAGTATTTCTCCGTCGTGTATCAGCTGGAGAATCAGCGGTATCTGCTACTGGCTGATGTGTACCCCTTTCGGTTGTACAGTAAAAACCTCGATAAAAGTGCATCACTTTATTCCGGAAGCTGTTGTTTCGACTTATCAGGCGTCTGGTGGAAATC0
3556 CHIP5353 STY specific STY4593 ATGCTGGCCAGTTTCTATATTCAATTAGGCGGCCAGTTTCAGTATGCTGGCCAGTTTCTATATTCAACGGCAGCTCAGTAAAGCACTGGGCCTCAGTGTGAACGCTGAGGAGGTTTTTTACCAGGTGGACGATCGGGAGTCGGATTACGTCAATACCGATATGGTACTGAACCGTGACCGGTTATTGTCCGTGATGCAGTTTATGCTGGATGACGTGGCGCTTAATCCGGAGCTCCGGGAAAGATGCCGTCAGGCAGAGCGTATTCTGACACTATGGATTCGTGGTCTCGACGCGCTGG0
3557 CHIP5286 STY specific STY4221 ATGAAATACGATTTTAATGAAATCTATCAGAGATTAAAAATACTTACTGAATGCCTTTTCCAATGAAATACGATTTTAATGAAATCTATCAGAGAATAGCATCAGAAAAATGGGAATATGACAGTGTCATTAATGGATTTCCAGTAATACCTATGTCTGTTGCAGATACCGATTTAGTTTCTCCCGTGGAGGTTCGTCAGGCACTGATTGAAGTCTGTAACCGCAGAGAATTCGGATATCCGGCCTATCATGATGATTTTAAGGATGTGCTGGCATCCTGGTATGATCGATATTATGACTGGCGGCCGGATACGGCTG0
3558 CHIP5309 STY specific STY4539 ATGAACACACAAGCGCTTTTCTTACGACCGGTCAGCCGGATGAACACACAAGCGCTTTTCTGCCTGAGCCTGCCGCTGGTGATTGCCGGGTGTGCACAGCAGACCTCCACCCAAACCGCTCGCGACAGCGCATTTGCACAGAGTCAGCAGCCTTCCGTCTTCTCTGATATTTACCAGCGATCACCGGAGGTGACTCGCAGCGGGCGTTACACGCTGGTCAGTATTAAAAGTGCGGATGCGCAGCGGGAACCGCTCAACCAGCTCATCGATATTACTATGCCAGGGCAACTGGTTA0
3559 buffer none buffer 0
3560 empty none empty 0
3561 empty none empty 0
3562 empty none empty 0
3563 empty none empty 0
3564 empty none empty 0
3565 CHIP2641 STM/STY STM0072 STY0082 ATGATGAATCATTTACCAATGCCATTAATCCTCAACTTTGGCCAGGATGATGAATCATTTACCAATGCCAACCTTTGGCCCGCTTGCTGGGGTACGCGTTGTTTTTTCAGGAATCGAAATCGCCGGTCCATTCGCCGGACAGATGTTCGCCGAATGGGGCGCAGAGGTTATCTGGATTGAAAACGTCGCATGGGCCGATACCATCCGCGTACAGCCTAACTACCCGCAGCTCTCACGCCGCAACCTGCACGCCCTGTCGCTGAATATTTTCAAAGATGAAGGTCGGGAAGCGTTTCTGAAAC1
3566 CHIP3241 STM/STY STM3315 STY3494 ATGTCGCATTTAGCGTTGCATTACACGACGCCTGCACGATGTCGCATTTAGCGTTGCAACCGGGGTTTGACTTTCAGCAGGCAGGCAAAGAGGTCCTGGAAATTGAACGTGAAGGCCTGGCGGAGCTTGATCAATATATCAACCAGCATTTCACGCTGGCCTGTGAAAAAATGTTCAACTGCACCGGAAAAGTGGTGGTCATGGGGATGGGGAAATCCGGCCATATCGGACGGAAAATGGCCGCCACGTTCGCCAGTACCGGCACCTCTTCCTTTTTTGTACATCCGGGCGAAG1
3567 CHIP3257 STM/STY STM3354 STY3534 ATGACTAAAAAAATCCTGACTACGCCTTATTTGATGAAACTTACGTTCTGGCATGACTAAAAAAATCCTGACTACGCCAATTAAAGATGAAGATTTAGCGGATATTAAGGCTGGCGATATTATTTATCTCAACGGTCATATTGTTACCTGCCGTGACGTAGCCCATCGCCGTTTAATTGAAGGTGGTCGCGAACTTCCGGTAGATGTTCGCGGCGGCGCTATTTTACACGCTGGCCCCATTGTCCGCCCAATTAAAGGCGAAGACGATAAGTTTGAAATGGTCTCCGTTGGCCCAACCACCAGCATGC1
3568 CHIP3273 STM/STY STM3388 STY3568 ATGCCGGTTAGTGAGTACAACCATTATTTTGAGTTGATATTATATATTGACCTTGTGAATGCCGGTTAGTGAGTACAACCACATCCTTGTGGCGGTTTCATTTGCTGTCGCTATTTTTGCGTCCTATACCGCATTAAATATGGCCGGACGCGTAGCCGGAAGCGCCCGATCAAACGCCAGAATATGGCTAATGGGCGGCGGCTTCGCGCTGGGCGTCGGTATTTGGGCGATGCATTTTGTCGGGATGCTGGCGATGGATCACGCGATGAACATGCGCTTCGATCCGTTCCTCACCGGCCTCTCCATGCTGATCG1
3569 CHIP3297 STM specificSTM0658 ATGAATATCTGTTGGGAAATCCTGGTTAGAAAAAATGGAAGAATCGATTTAACGATGAATATCTGTTGGGAAATCCTGGGCATTGAACCTACCACCGATCTGGAATGTATCCGTCAGGCTTATCTTGCCCTGTTGCCCTCATTCCACCCTGAGAGCGATCCGCAGGGTTTTAAGCGATTGCGCCAGGCCTATGAAGAAGCGCAGCACTGGGCCGCCTCGCCTGCGGAGGACGCAAAAATGGAAGAGGTGGGCGACGAACATGAAATACTGGTGGCGTTCAGGGAATTGCTGGCATCAGAGCGCGATCGCT1
3570 CHIP3313 STM/STY STM0692 STY0730 ATGGAGCTTCGCCAGTTACGTTAGTAAGCGTAAAGGGTTGCGCATGGAGCTTCGCCAGTTACGCTATTTCGTGCGTATTATTGAAACCGGCAGTATGGGCAGCGCCGCACAGGATCTTGATATTGGCGTTTCAGCATTAAGTCAACAGATGTCCCGTCTGGAAAACGAGCTCGCCATCCGTCTGCTGCAGCGCACTTCGCGCGGCGTAACGCCAACCAACGCCGGGCTGGCCTTTTATTCACAGGCGCAACTCGCCCTGCGTCATGCCGACGACGCGATTCTCGCCGCCAGAGAAGCGC1
3571 CHIP2715 STM/STY STM0220 STY0243 ATGAAGCAATTAACCATTCTGGGTTAGCGTGAGAGCCGTATCACATGAAGCAATTAACCATTCTGGGCTCGACCGGCTCTATTGGTTGCAGCACACTGGACGTGGTGCGCCATAATCCTGATAGCTTCCGCGTTATCGCGCTGGTGGCGGGTAAAAATGTCGCCCGCATGGCGGAGCAGTGCCTGGAGTTCTCGCCGCGTTATGCCGTGATGGACGATACGTCGAGCGCAGAACAGCTCAAAATAATGCTTCAGCAGCATGGCAGCCGCACCGAGGTTCTGAGCGGTCAGCAGGCTGCCT1
3572 CHIP2731 STM/STY STM1505 STY1556 ATGAAGATTGTAGGGGCTGAAGTTTTACCAGTTCCACAGTGTGCCATGAAGATTGTAGGGGCTGAAGTTTTTGTTACGTGTCCAGGGCGTAACTTCGTCACCTTAAAGATAACCACGGAAGACGGGATCACCGGTCTGGGGGATGCCACCCTGAACGGACGCGAGCTCCCGGTGGCCTCGTACCTTACCGATCACCTGTGCCCACAGCTCATCGGGCGGGATGCTCGCCGCATCGAAGATATTTGGCAGTTCTTCTACAAAGGCGCGTACTGGCGCCGTGGCCCTGTCACCATGTCCGCCA1
3573 CHIP2747 STM/STY STM1536 STY1527 ATGGCAGAAGTAACAATCTTAGGGCTTATGATTTCTCTCTCTGTAGCACCCATGGCAGAAGTAACAATCTTAGGGCTTGGCAACCTGCTTTGGGCAGATGAAGGGTTCGGCGTCAGAGCGGCGGAAAAGCTGTTTGAACAGTATGCCGATAACGAGAAAGTTGACGTTGTTGATGGCGGTACGCAGGGGCTGGCGCTGCTGCCCTGGCTGCAACAGACCGAAAAACTGTTAATCATGGATGCTATCGATTTTGGTATGGCGCCAGGTTCGCTGGCGATGTTTCGTGATGAACAGGTTCCCGCCTATC1
3574 CHIP0789 STM/STY STM4455 STY4795 ATGCAAAACCGGCTCACTATCTTAGGCGAGGGTAGAAGGAATGATGCAAAACCGGCTCACTATCAAAGACATCGCCCGCCTGAGCGGCGTAGGGAAATCAACCGTTTCCCGCGTGCTTAACAATGAAAGCGGCGTAAGCGAACGTACCCGCGAGCGTGTCGAAGCGGTGATGAATCAACACGGTTTCTCCCCGTCCCGCTCCGCCCGCGCGATGCGGGGACAAAGCGATAAAGTGGTCGCTATTATCGTCACTCGCCTTGATTCGTTGTCTGAAAACCTCGCGGTTCAGACCATGCTGC1
3575 CHIP0805 STM/STY STM2033 STY2238 ATGCATTATATCCAGCAGCCCTTAGGCCTCCCGGAGGTGATGCATTATATCCAGCAGCCCCAAACCATTGAGGCCAACAGTTTCACCATTATTAGCGACATTATTCGCGAAACGCGTCCTGATTACCGTTTCGCCAGTCCGCTCCATGAGGCCATTATCAAGCGGGTTATTCATACCACCGCCGATTTCGACTGGCTGGACATTTTGTGGTTCTCTGCCGATGCGCTGGAGCAGCTTTGTGATGCGTTACGCCATCCGTGCATTATTTATACCGATACCACGATGGCGCTGTCCG1
3576 CHIP2612 STM/STY STM0007 STY0007 ATGACGGACAAATTGACCTCCTTACAGCAGATCGCCGATCAATGACGGACAAATTGACCTCCCTTCGTCAGTTCACCACCGTAGTGGCTGATACCGGAGATATCGCGGCAATGAAACTGTATCAGCCGCAGGATGCTACAACTAACCCTTCTCTCATTCTTAACGCAGCGCAAATCCCGGAATATCGTAAGCTGATTGACGATGCTGTCGCCTGGGCGAAACAGCAGAGCAGCGACCGCGCGCAGCAGGTTGTTGACGCGACCGATAAGCTGGCGGTGAATATTGGCCTGGAGATCC1
3577 CHIP0799 STM/STY STM1724 STY1327 ATGGCTGATATTCTGCTGCTCGTTACCCTCTTGCCGCCAGATGGCTGATATTCTGCTGCTCGATAACATCGACTCGTTCACTTGGAACCTGGCAGATCAGCTACGAACCAACGGTCATAACGTGGTGATTTACCGTAACCATATTCCGGCGCAGACGCTTATCGATCGCCTGGCGACAATGAAAAATCCTGTGCTAATGCTCTCCCCCGGCCCGGGTGTTCCCAGCGAGGCAGGTTGTATGCCGGAGCTGCTGACCCGACTACGCGGCAAGTTACCGATCATCGGCATTTGTCTGG1



3578 CHIP0815 STM/STY STM2023 STY2226 ATGAAACTTGAACAGCAGCTTCGTTAATGTCCTTGTACGGTAATCACTTGATGAAACTTGAACAGCAGCTTCGACAGTTGTCTTTCAGTGGACTGGCTGCAGCGCTATTGCTGATGGTTGTCCCGCAACAGGCGTTTGCGATGCATATCATGGAGGGCTTTTTACCGCCAGTGTGGGCGCTGGCCTGGTGGCTACTGTTTTTACCCTGCTTGTGGTATGGACTGGTGCGCTTACGGCGTATTGTGCAGGAGGATAATCATCAGAAGGTACTGCTGGCGCTGTGCGGCGCGTTTATTTTTGTCCTGT1
3579 CHIP0831 STM/STY STM1726 STY1325 ATGACAACACTTCTCAACCCCTACTTAGATTTCCCCTCGCGCATGACAACACTTCTCAACCCCTACTTTGGTGAATTCGGCGGCATGTATGTGCCGCAGATCCTGATGCCTGCGCTGAACCAGCTTGAAGAGGCCTTCGTCCGCGCGCAAAAGGATCCTGAATTTCAGGCGCAATTCGCCGATCTGCTAAAAAACTACGCGGGACGCCCCACCGCGCTGACGAAATGCCAGAACATTACCGCCGGTACGCGTACCACGTTGTATTTAAAGCGCGAAGATTTACTGCACGGCGGCGCGC1
3580 CHIP2638 STM specificSTM0065 ATGCGGTTAATTGGCCCTTTATAAAATCAACAAAAAACAGCAAATTAAGAATGCGGTTAATTGGCCCTTCAGACGCATCGGTACGGGTCATTACGTTCAACGGGAAAAAATTACTGCCTGAACTGACGTTAGTCATATTCAGCCGCAGCGCCTTACCGTATGCAAAAGGCACCTCGACCAGACTGATAAGACTGATATCCATCGGAGGGGGAGTGCTGTTCCTCGGGGGGGCGTTTTATCTCTTTTGCTTCAATAGGTTGGCTTTTTTATGCTGTAGTGAGGCTGGTTGTGGTCCAATCGTATGTG1
3581 CHIP2654 STM/STY STM0096 STY0111 ATGCCTTTTACACTTGGTCAACGTTATTGGTGCGTGACGACGATGCCTTTTACACTTGGTCAACGCTGGATCAGCGATACAGAAAGCGAGCTGGGACTTGGAACCGTTGTTGCGATGGATGCGCGAACCGTCACCTTACTTTTCCCGTCCACGGGGGAAAACCGCCTGTATGCGCGCAGTGATTCTCCCGTGACCCGCGTCATGTTCAACCCTGGCGATACGATTACAAGCCATGAAGGCTGGCAGCTACATATCGATGAAGTAAAAGAAGAAAATGGCCTGCTTGTTTATGTCGGCA1
3582 CHIP3246 STM/STY STM3333 STY3513 ATGTCGCAGGACAACAATTATAGCTTATTGTTCTGCATGGCTGACCGTGTCGCAGGACAACAATTATAGCCAGGGCCCCGTCCCTCTGGCTGCGCGGAAGGGCGTGATTCCACTGACGTTTGTCATGTTGGGTTTAACGTTTTTTTCCGCCAGTATGTGGACCGGAGGGACACTCGGCACCGGTCTTTCTTATAATGATTTCTTCCTCGCAGTTCTCTTCGGTAATCTCCTCCTCGGTATCTACACTGCATTTCTTGGTTACATCGGCGCAAAAACCGGACTCTCCACCCACCTCCTTGCAC1
3583 CHIP3792 STM specificSTM1050 ATGACTTTTAAAATGAGCGAACAGGTTACTGGCTGGCTGGTCTTTCATGACTTTTAAAATGAGCGAACAGGCGCAGACAATTAAAATTTTCAATCTGCGTTCAGATACTAACGAATTTATTGGTGCAGGTGATGCGTATATTCCGCCGCACACAGGACTACCGGCAAACTGTACTGATATCGCCCCTCCTGATATTCCCGCCAGTCATATTGCTATATTTGACGCTGAAACCCAGACATGGAGTTTGCATGAGGATCACCGCGGCGAGATGGTTTACGACACAACAACCGGCAATCAGGTTT1
3584 CHIP3816 STM/STY STM1096 STY1128 ATGACAATTATGTCATCTTGTTGGAGATTAACCATTCTGCGACGTTTCCATGACAATTATGTCATCTTGTTGGAGATTTACGGATTCGCTAACAAGCCTATGGCATACTGCGTTGATGAAGATTTTATTGATTGAAGATAACCAGAAAACCATTGAGTGGGTACGTCAGGGACTCACGGAAGCAGGCTATGTGGTTGATTATGCCTGTGATGGACGAGACGGATTACACCTGGCCCTTCAGGAACATTATTCATTGATTATTCTTGATATTATGCTGCCGGGGCTTGATGGATGGCAGGTTTTAC1
3585 CHIP3832 STM/STY STM1129 STY1166 ATGTCACTATTAGCCAGGCTGGTTAGCGTTTTACTGCGTGACTATGTCACTATTAGCCAGGCTGGAACAAAGTGTACACGAAAACGGTGGGCTGATTGTCTCATGCCAACCGGTACCAGGCAGCCCTATGGATAAACCTGAAATTGTGGCTGCAATGGCACAGGCAGCGGCTTCGGCGGGTGCGGTCGCTGTGCGCATTGAAGGCATTGAGAATCTGCGGACTGTTCGTCCCCATCTTTCTGTTCCTATTATTGGGATAATTAAACGTGACCTTACAGGGTCGCCAGTCCGTATCACTC1
3586 CHIP3848 STM/STY STM1167 STY1205 ATGTTTGGCTATCGTAGTAACGTGCTTAACGCCCCGGCGTCCAATGTTTGGCTATCGTAGTAACGTGCCAAAAGTGCGCTTAACCACCGATCGTCTGGTGGTACGTTTAGTGCATGAGCGTGATGCCTGGCGTCTGGCCGATTATTACGCGGAAAATCGTCATTTTTTAAAACCCTGGGAACCGGTCCGTGATGAAAGTCATTGTTATCCTTCAGGATGGCAGGCGCGTCTGGGAATGATCGGTGAATTTCACAAACAGGGCTCCGCCTTCTATTTCGCGCTACTTGATCCGGAAGAAA1
3587 CHIP3864 STM/STY STM1210 STY1250 ATGATTATTTATTTACACGGTTTTGATTCATTATCCCAGCGTTTTAAACGCATGATTATTTATTTACACGGTTTTGATTCAAATAGTCCGGGCAACCATGAAAAAGTGTTGCAATTACAGTTTATCGACCCGGATGTTCGGCTGGTAAGCTACAGTACGCGGCATCCTAAGCACGATATGCAGCATCTGCTGAAAGAAGTGGACAAAATGTTGCAGTTGAATGTGGACGAGCGCCCTTTAATCTGTGGCGTGGGGCTGGGCGGTTACTGGGCGGAGCGGATTGGCTTTTTGTGCGATATCCGTCAGG1
3588 CHIP3888 STM/STY STM1273 STY1848 ATGAAACTCGATACCCGATTAACTTCTTATTTTGCGTGATACGGGGTATGAAACTCGATACCCGATTAACTTCGTCAGCACTTACTCTTGCGCTTGCCGCTGTGGTCATCCCGTTTACGGCGGACTGGCAATTGCCTTTGCTTAACGGCGTGGTGGTCCGATGGATTGAAAACGGACAAGCGTTATGGTTACTGTTTGGGGCGCTATTTACCGCCTGGTATATACGGCCACTTTCCCGTCCCGAAGGGGCAAAGCAGTTTTGGCTATGGGCTGTTGTCTGGTGGGTGGTGCTATTGGGTAGAA1
3589 CHIP3842 STM/STY STM1155 STY1192 ATGACGAAGTTGCCTAAGTTCTCCTTAATAGCGCGACGGTACGATGACGAAGTTGCCTAAGTTCTCCGTGGCCTTACTGCACCCGCGCTATTGGTTAACCTGGTTGGGTATAGGCGCGCTTTGGTTGGTCGTGCAACTCCCCTACCCGGTCATCTATAAATTGGGTTGCGCATTGGGCCACCTGGCGCGACGCGTAATGAAACGCCGCGCAAAAATCGCCTATCGCAACCTTGAATTATGCTTTCCGGAAATGAGCGCGCAGGAACGCCACACCATGGTGGTCAAAAACTTTGAATCCG1
3590 CHIP3858 STM/STY STM1202 STY1241 ATGTTTTTAGTCGACTCACACTGCCTTAACGGATTGATGACAGGCGATGTTTTTAGTCGACTCACACTGCCATCTTGATGGTCTGGATTATCAATCTTTGCATAAGGACGTGGACGATGTGCTGGCGAAAGCCGCCGCGCGCGATGTGAAGTTCTGTTTAGCGGTGGCGACGACGCTGCCGGGGTATCGCCATATGCGCAAGCTGGTGGGCAAGCGCGATAATGTGGTCTTTTCCTGCGGCGTGCATCCGTTAAATCAGGATGAAGCATATGACGTAGAAGAACTGCGCCTCCTTGCTGCAG1
3591 CHIP2434 STM/STY STM3526 STY4277 ATGGAAACCAAAGATCTGATCGTTTACGACGCCATTGAAAGTTGATGGAAACCAAAGATCTGATCGTGATAGGCGGGGGCATTAACGGTGCAGGCATCGCGGCTGATGCCGCCGGGCGCGGTTTGTCCGTACTCATGCTGGAAGCGCAGGATTTGGCCTGCGCAACCTCTTCCGCCAGTTCGAAACTTATCCACGGCGGCTTACGCTACCTTGAGCACTACGAGTTCCGTCTGGTCAGCGAAGCGCTGGCAGAACGTGAAGTGCTGTTGAAAATGGCGCCGCACATCGCCTTCCCGATGC1
3592 CHIP2450 STM/STY STM3551 STY4260 ATGAAACCAACGTTTATGCGTTAGTATCCCGCCGTTAAATCATATGAAACCAACGTTTATGCGCTGGGTGGCGATCGCCGCTCTGCTGGCCGGGGGGACGTTTAGCGCGGTGGCCAATCCTCCCGTCGCGCCGCCAGTCTCCTATGGTGTTGAAGAAGATGTCTTTCATCCTGTGCGGGCGACGCAAGGGATGGTGGCCTCGGTGGATGCAATGGCGACGCAGGTTGGCGTGGATATCTTAAAGCAGGGCGGTAATGCCGTGGATGCCGCCGTCGCCGTGGGCTATGCGCTGGCTGTCA1
3593 CHIP3715 STM/STY STM4542 STY4895 ATGAATACAGCGAAACATGTTCTGTTTAGGAGAGGAAATTCAGCCCATGAATACAGCGAAACATGTTCTGTGCTGCGCGGCGATCGCCAGCGTACTGATTTCCACCAGCGGTATTGCCGCCAGTCAGTTAAGCGCTCAGGGCGCGAACGCACAGCAGGGCGGGATGTCGCTTTCTGCGCTAACCGGTCTGCTCAGCAGAGGTGCCCAGTCGCTCAGCGCCGATAATATGAATAATGCCGCCGGTATTTTGCAGTACTGCGCCAAACAGAAACTGGCGTCCGCTACCAACGTGGAAAACGTTA1
3594 CHIP3731 STM/STY STM4584 STY4931 ATGCACCAGGTTATCTCTGCGTTATCGATACACCGCGTTATGAAATGCACCAGGTTATCTCTGCGACCACCAATCCTGCCAAAATTCAGGCAATTCTACAGGCATTTGAAGAGATTTTCGGCGAAGGATCGTGCCATATTACGCCCGTCGCCGTCGAGAGCGGCGTACCGGAGCAGCCCTTCGGAAGCGAGGAAACGCGTGCTGGCGCACGAAATCGCGTGGATAATGCGCGACGCCTGCATCCACAAGCTGATTTCTGGGTAGCCATTGAAGCCGGAATTGACGATGACGCCACCTTCA1
3595 CHIP3892 STM/STY STM1277 STY1841 ATGCGAATCCAGTGTAAGCGTTACAGCTCTCGTAGCCACTCATGCGAATCCAGTGTAAGCGCGTCTATTTCCCGGCGGAAAAAGACGATGGTTATCGGGTATTGGTTGACAGGCTATGGCCGCGAGGCATTAAAAAAGCAGCGCTGGTCTATGATGAATGGAATAAGGCCATTACGCCCTCCACCGAATTGCGCAAAGCCTTTCATAGCGAACTGATTGATTTTAACCACTTCGCGCAGCAATACCGGGCAGAACTTGCGCAACAGCATCAAGAAGGCAAACGTCTGGCGGATATTG1
3596 CHIP3717 STM/STY STM4546 STY4899 ATGACGAAGCGCACGTCTTTATACCCATCCTCGTAGCCCCGTGACGAAGCGCACGTCTCAGGAAGCTTATGCGTTGCGTCTGGCGGTTGACGTTTTTATCAACAAGAAATTGATCTTAACCAACGCCATCATGCCTGTGCTTCGTGTTAAAAAGGAAGCCTCTGTCATAGTGGCGGCGCATAGAATGTCTTTTCGGACAGGACGAGTCATGCAAGAAGAGCAATCAATTCAACGAGCAGTAACACGGTTATGTATTCAATGCGGGCTGTTTTTATTGCAGCACGGGGCGGAAAGCG1
3597 CHIP3733 STM/STY STM4586 STY4933 ATGGATCAGGCTGGCATAATTCTTAACGGCGAATCGGGATATGGATCAGGCTGGCATAATTCGCGACCTGTTAATCTGGCTGGAAGGTCATCTGGATCAGCCGCTGTCACTTGACAATGTGGCGGCAAAAGCAGGCTATTCCAAGTGGCACCTGCAGAGAATGTTTAAGGACGTGACGGGCCACGCCATTGGCGCTTACATCCGCGCCCGTCGTTTATCGAAATCAGCAGTGGCGCTGCGTTTGACCGCGCGTCCAATTCTGGATATTGCTCTTCAGTACCGCTTCGATTCTCAGC1
3598 CHIP3749 STM/STY STM0274 STY0298 ATGGCAAACAGTAATATGCAGGCTTAGGCATTGCCCTGCTTATGGCAAACAGTAATATGCAGGCAACCGACGCGGTTGCTCAGGATACCGCCTCCGCATCCGGTGAATTTGATGCGTTGCTGAATCAGGCCTTCCGACCCAAGACTACCCAGGCGGCAAAAGCCGTGGAAGCCGCGGTGCAGACGCTGGCGCAACAGGCGCTGGCGAACACGATCACCGTCAGCGATGACGCCTATAAAAGCATCAGCGCTATTATTGCGCAGATCGACTTTAAACTGACCGAACAGATCAAACTGA1
3599 CHIP4061 STM specificSTM2754 ATGCTGGAGTTTCATAATGTCCCTTAAGCAGGTTCTTCCAGATCGATGCTGGAGTTTCATAATGTCCCTTTAAAAACCATTTTAAGAAGAGCTATTATGTCCCTCCCTACAAATTTTAATGATATTCTTCGTTTTTTTGAAAAAGATTACGATACAGCCAAAGAAGATAATGCTTTAAGTGCACGCGGCCAATTTCTGCAACTTTACCCCCTTAATCACCTAAAAAAAATGACGCTTGATGACTATGTCATCGGCAAAGGTACAGCTTCATTTTGTGCTTGTGTTGAAGTAAAAACCAGAA1
3600 CHIP4077 STM/STY STM2775 STY2892 ATGAGACTGAGCCCGCCCTTATCGGGGCAGTAGACGTAATCATGAGACTGAGCCCGCCCGTCGCTCCTGTCGCTATACAGACCGCTACGCGCCTTCGCCGTCAACTCGCCGCCGGAAGCCAGGTTGACGCTTCTCACTTCTGGCGAGAAGCAAACTCGCTCGCACTGCCGCTGGTGACAGCCATTAACGGCGCAGACGATGAACGGGAAGTCACCTTCCTGTGGCGTGCCGCCTCTCCTCTGCGGGGGGTTTATGTTCGCCTGAACCGTGTCACCGATAAAGATAACGTGGCGAAAG1
3601 CHIP3727 STM specificSTM4573 ATGCCAGCAGTGACTAAACTTCCTTACGGCACCAGCGGTGAATGCCAGCAGTGACTAAACTTCCATTATTATTACTCAGCGTCCCCTTTGTTTTTTCAACACTCTTTTCACAGGCTAACGCTGCCGGCATGGTACCGGAAACTACGCTACTGGTGATTGAAGAATCCACACACAGCGGCGTAATGAATGTTAAAAACACCGACAGCAATCCGGCTTTGTTATATACCACCGTCGTTGATTTACCTGACGACAATGGTGTGAAACTGGATGTCACTCAACCAGTTGTTCGCGTTGAAG1
3602 CHIP3751 STM specificSTM0277 ATGAACAGACCTTCATTCAATGAAGTTACGGCAGTATCCACAGTGATGAACAGACCTTCATTCAATGAAGCGTGGTTAGCTTTTAGGAAGGTGAATCATTCCGTCGCTGATGTGGGTAGCATTATTGGTGGAAACGTTGGGAAAAATATAACTGGTGGTTATTTTCAAAATGCCTGCCCTATTCGAATGAGCTATGTTTTGAATGCGACAGGGTTCCCAATAGCCCGTAACTCTCCGTATGCAAAGGTTAGTGGTGCCGATAATAAATTCTATATTTATCGCGTGAATGATATGATTGATT1
3603 CHIP3767 STM specificSTM0299 ATGGTTATTCAAATGAAAAGCATAAAAAAATTGTTAAGGTTGATATCCCACTACGTCTAAAGGTGGTTATTCAAATGAAAAGCATAAAAAAATTGATTATCGCAAGTGCGTTGAGCATGATGGCTGCTAGTTGTTATGCTGGCTCATTTTTGCCGAACTCAGAGCAACAAAAATCAGTGGATATTGTGTTTTCCTCTCCCCAAGATTTAACCGTATCGCTTATTCCAGTGTCGGGCTTAAAGGCTGGGAAAAATGCTCCTAGCGCGAAAATTGCGAAGCTTGTAGTTAATTCTACTACTCTTAAAGAATTCGGGGTCA1
3604 CHIP4079 STM/STY STM2777 STY2894 ATGGGTATGAGAGTTAAGAAGTTCATCTGTTAAAACGAGGCCGTCACATGGGTATGAGAGTTAAGAAGTTCATCTGGTTAATAACCGTGGTTTCTACAGGGGTTAATAGTCCATTATCAGCAGCAGAATCTACTGACGACAACGGCGAAACGATGGTGGTTGAATCCACCGCCGAGCAAGTATTAAAGCAACAGCCGGGCGTTTCGATTATTACTCGTGACGATATTCAAAAGAATCCTCCCGTTAACGATCTTGCCGATATTATTCGTAAGATGCCTGGGGTTAATCTTACCGGCAATAGCG1
3605 CHIP4095 STM/STY STM4008 ATGATGGCGATGTTACGCATTAAAACGTGTTCAGCGGAATGATGGCGATGTTACGCAAATTTTCGATCACAACTTTGCCTCAGGCATTAGAAATAGCGCGTTATTGTACACGGATTAATCGCACTACAAAACAGGATCACAAACATCCTCCGCAAACAAGTATTGCAGAGTCTCTTTGTGATCGCTTTCACGGAGCGTTAAAAGGGTGGCTTGCGTTCTGTTGCACCAATGTGGTGCTTAATGTTCACATTAAAGCACTATTTTGGTGCAACATAGTCACCGTGGTGCAGCCCT1
3606 CHIP3823 STM/STY STM1106 STY1140 ATGAAAAATGCTTTCAAAGACGCTTAATAGACGCCGGACGCAATGAAAAATGCTTTCAAAGACGCGTTAAAAGCGGGGCGTCCGCAAATCGGTTTGTGGCTGGGGCTTGCCAACAGTTACAGCGCTGAACTGTTAGCGGGCGCCGGCTTCGACTGGCTACTGATCGACGGTGAACACGCGCCAAACAACGTGCAGACGGTGTTGACCCAGTTGCAGGCGATTGCGCCTTATCCCAGCCAGCCGGTGGTGCGTCCGTCATGGAACGATCCGGTACAGATTAAGCAACTGCTCGACGTCG1
3607 CHIP3057 STM/STY STM2405 STY2646 ATGCAAAACCCCTATACCGTGTTATCCCCCGTTGCGGGCATGCAAAACCCCTATACCGTGGCCGACTATTTGCTGGACAGACTGGCAGGATGCGGCATTGGCCATCTTTTTGGCGTACCGGGCGATTATAACTTGCAGTTTCTTGACCATGTGATTGACCACCCGACCCTGCGTTGGGTGGGATGCGCCAATGAGCTGAACGCCGCTTATGCCGCGGACGGCTATGCGCGCATGTCGGGCGCTGGAGCGCTACTCACCACCTTTGGCGTGGGAGAACTTAGCGCTATTAACGGTA1
3608 CHIP3073 STM/STY STM2449 STY2686 ATGACACATCGCCATTATGCCTTAGTACTCTTCATCTTCAATCAGGCGGTGACACATCGCCATTATGCCATTTTTTCCGCTACATCGCGTCAGATATTGGCTGAATCAGATGTTTGCGCCATAATCTTGGTTTTTCCACCCGAAAAGGCAACGAATACCATGGAAATACGCGTTTTTCGCCAGGAAGATTTCGAAGAGGTGATCACCCTCTGGGAGCGTTGCGACCTGCTGCGTCCATGGAACGATCCTGAAATGGATATTGAACGCAAGGTGAATCACGATGTCAGCTTGTTCCTCGTTGCGG1
3609 CHIP3089 STM/STY STM2490 STY2728 ATGACACCGTCATCACAACACTTTACTTAACTCCATCCTGTTCATCATGTTGACACCGTCATCACAACACTATTTGGTTATCACTGCGCTGGGCGCCGACAGGCCCGGTATTGTGAATACCATTACTCGCCATGTCAGCAGTTGCGGCTGTAATATCGAAGACAGCCGACTGGCGATGCTGGGCGATGAATTCACGTTTATTATGCTGTTGTCCGGCACGTGGAACGCGATTACCTTGATTGAATCGACATTGCCGTTAAAAGGCGCGGAGCTGGATCTGCTGATTGTGATGAAACGGACGTCCG1
3610 CHIP3489 STM/STY STM0968 STY0966 ATGTCCACCTATACCCGTCCCTTAGATGTGGGCGACAGGAATGTCCACCTATACCCGTCCCGTCATGCTTTTGCTGTGCGGGCTACTTTTGTTGACTCTGGCCATTGCGGTACTGAATACGCTTGTGCCGCTGTGGCTTGCTCAGGCAAACCTTCCGACCTGGCAGGTGGGGATGGTCAGCTCGTCTTATTTTACCGGCAATCTGGTCGGGACGTTATTTACCGGGTATTTAATTAAACGCATTGGGTTTAACCGTAGCTATTATCTTGCCTCGCTGATCTTCGCCGCGGGTTGTG1
3611 CHIP3505 STM/STY STM0993 STY0995 ATGTCATTGACAAATATTGAACAAGTGATTATTCTTCCTCTCCACTGTCCGATGTCATTGACAAATATTGAACAAGTGATGCCGGTTAAGCTGGCGCAGGCGCTGGCGAATCCGTTATTTCCGGCGCTGGATAGCGCATTACGTTCGGGCCGCCACATCGGGCTGGACGAACTGGATAATCATGCCTTTCTGATGGATTTTCAGGAATACCTGGAAGAGTTTTACGCGCGTTATAACGTGGAGTTGATTCGCGCGCCGGAGGGGTTCTTCTACCTGCGTCCGCGTTCTACCACGCTTATTCCGCGCT1
3612 CHIP4098 STM/STY STM4015 STY3863 ATGTTCTGCCCGCTCATTCTTACTCGGTGTACATCGCATTGTTCTGCCCGCTCATTCATCCTGAATCAGACTCCCGATATCCCGCCCCTAAGCGCCATGATAATATTCGCAAAGCGTTTTACCATATTCATGCTTATAGAGAAGGGAAACAAATGAATAAGCGATTTAATATTGATTGGGACAATGAATTAACCCAGGAACAGCTCATTAATTTGATTTTAACCGATGAAGATCTGCCAAAGCTTCGCTCACTGACCATTGGTAACTGGGGTGATTGTTGGGAAGACGAAACCT0
3613 CHIP3115 STM/STY STM2545 STY2791 ATGCTGCAAAACATTCGAATTGTTACTTGCCTTTATTCTGCTGCTCATGCTGCAAAACATTCGAATTGTGCTGGTGGAAACCTCCCACACCGGCAATATGGGCTCTGTGGCTCGCGCTATGAAAACCATGGGCTTAACTAACCTGTGGCTGGTAAACCCGTTGGTGAAACCGGACTCCCAGGCCATCGCCCTGGCGGCAGGCGCCAGCGATGTGATCGGTAATGCGCAGATCGTCGATACGCTGGATGAAGCGTTGGCTGGCTGTAGCCTGGTGGTCGGCACCAGCGCCCGTTCCCGCACTT1
3614 CHIP3131 STM specificSTM2587 ATGATTAAATTAATTCTTTCAGCACCCGTTAAACGTCATTTTTTACTCCGGAATGATTAAATTAATTCTTTCAGCACCCGTGCCAGCAATGGCCGTGGCTTTTGAACATTCTTTTCAGAATACCGAAAATGTGGAAATTATCCCCGGACCGTTTGAAACCATACCGGAATTTGACTGCATGGTCAGTGCGGCCAACAGCTTTGGTCTTATGGATGGTGGTGTGGATGCTGCTATTACGGCATATTTCGGGCCGCAATTACAGGAACGGGTACAGCAACATATCCTCCGTGAATATCTGGGAGAACAGC1
3615 CHIP4116 STM/STY STM4079 STY3791 ATGACTGTTATTTTATTTGGAATAATCAGGGTTAAGGCATCAAACCCATAAAAACTATGACTGTTATTTTATTTGGAATAATCAGGGGGTTAATGATGCACGTTACGCTGGTTGAAATTAACGTTCATGATGACAAGGTTGAACAATTTATCGATGTTTTTCGGCAGAATCATCTGGGCTCAATTAAAGAGCCGGGTAACTTGCGTTTTGATGTTCTGCAGGATCCGCAGGTGCTTACGCGATTTTATATTTATGAAGCCTACGTTGATGAACAGGCCGTCGCTTTTCACAAGACAACGCCACACTACAAAA1
3616 CHIP4140 STM/STY STM4118 STY3755 ATGCAATCCACATTACTCCAGACTTTATTGATTACCGACCTGATCGCATGCAATCCACATTACTCCAGACTAAACCCGCGTTTAGCTGGAAAGCCCTGGGCTGGGCACTGCTCTACTTTTGGTTCTTTTCCACCCTCCTGCAGGCCATTATTTATCTCACCGGATACAGCGGGACAAACGGTCTGCGGGATTCGCTACTGTACAGCTCACTGTGGCTGATCCCGGTCTTTCTGTTTCCAGGCCGCATCCGGGTTATTGCTGCCGTTATTGGCGTCGTACTCTGGGCCGCCTCGCTGGCGGCGC1
3617 CHIP3596 STM/STY STM4308 STY4509 ATGCTTTCCCGTGCTGTTTTGTTAGAAAAACAACCGCTTATTCTCATGCTTTCCCGTGCTGTTTTGCCGCGTATCCTCGGCGCACTGTTTTACTACTCCCCTGAGAGGCCGGAGGTGAAAGCGTTGTTCGATTGTTTGCCAACGTTGCCTGAGCTTTACCCCTGGCGCGATCGTGGATCTATTGAATCACTGTGTGCGTCATGGTCGCTACCGGATGATGATGCGCTTACATGGCAATTTTCCGTATTGTTTGAAGGCCAGGGAAAGATGCCCGTCCCGCCCTGGGGATCGGTCTATCTGG1
3618 CHIP4188 STM specificSTM2943 ATGGACAATTTTTCACTTTTAACAACGTTATTCAGCAGCCTCCTGTTATGGACAATTTTTCACTTTTAACAACGCCCTGGCTCCCCGTCCGTTTCAAAGACGGTTCCACGGGCAAGCTGGCCCCCGTCGATCTGGCGGATGAAAACGTGGTGGACATCGCCGCAACGCGAGCAGATTTACAGGGAGCGGCTTGGCAGTTTCTGTTGGGATTGCTGCAATGCAGTATCGCGCCGAAAAGATACAAAAATTGGGAGGATATCTGGTTTGATGGATTGCATGCCGATGTGCTCCATAAGGCATTAG1
3619 CHIP3094 STM/STY STM2503 STY2744 ATGAAACTAAATAAAACTTATATAAATATCAGAGATAAATGGTTACTGAATCTCAGATAATAGCTGCGGATGAAACTAAATAAAACTTATATAAATATCAGAGATAAATGGTGGGGACTACCGCTCATTCTCCCTTCGATTTTACTGCCTGTTTTAAGTAGCGCAAATACTTATGCGCTTACCAGCACTGGAAATGTGGTTCTTTTTTACCTGCCGTTAGCTTTTATGCTTAGCCTGATGCTCTTTTTCGGCTGGGCAGCACTGCCGGGCATTGTGCTTGCTATCTTCTGGCGCAGATACCCGCAGACAGGGCTGTATGAAACCC1
3620 CHIP3118 STM/STY STM2558 STY2805 ATGAGTTCTGTCAAAAAGATCGGGTTAAAGCGCTTCAGCCGTATTGATGAGTTCTGTCAAAAAGATCGGGCTATTTGCCTGTACTGGCGTCGTTGCCGGTAATATGATGGGGAGCGGGATTGCATTATTACCCGCCAACCTTGCCAGTATTGGTGGCATTGCCATCTGGGGCTGGGTAATTTCTATTATTGGGGCAATGTCGCTGGCTTATGTTTATGCGAGGCTGGCAACCAAAAACCCTCAACAGGGTGGCCCTATCGCTTATGCTGGGGAAATATCTCCGGCGTTTGGTTTCCAGACCG1
3621 CHIP3134 STM specific ATGGCAACGACGCACGCATTAGCGGCCAATCACCACATGGCAACGACGCACGCACTCCATCTGGCGACACCGGGCATGGCGCGCATCTGCCTTTACGGGGATCTGCAACGATTTTGCCGCCGCGTCAGCCTGCAGGTAGCCAGTGGTGCTGAAGCTGTCCGGGCACTGGCGGTACAGTTGCCCGGTCTCCGGCAGAAACTGAACGACGGCTGGTATCAGGTACGCATAGCCGGAGACGATGTTACGGCTGATACCCTGACAACCAGCCTGCATGACCCGCTGCCGCCTGGCG0
3622 CHIP4111 STM/STY STM4068 STY3802 ATGGGTAGCCAACTACCGACGTTAGTGATAATGAATTTCACCAAAGTATTCTTGGGTAGCCAACTACCGACGCAAAAAGAGATTGCCAGATCCTACAACGTCTCGCTGATTGTGGTTAAACAGGCCTGGAGCGAATTAATCAATGCGGGCATTATTTCCTCCCAGCGCGGAAGTGGTTCGGTGGTGTGCTCGGTGCCGGAAGGCGTGAGCTACGGGCACACGTTTCGCGGTATTACCCGCGATCTCCAGGACGCCAGCGTGGCGATTGAGAACCGTATTCTGGAAATCGCGCCGCGCCGCGCGCGCG1
3623 CHIP4135 STM specificSTM4113 ATGACTAAAATTATTGCAGTAACCGCTTACGCGGTTTGCGAAAGATGACTAAAATTATTGCAGTAACCGCGTGTCCTTCTGGTGTTGCGCATACCTATATGGCGGCTGAAGCGCTGGAAAGCGCAGCCAAAGCGAAAGGTTGGGATGTAAAAGTGGAGACTCAGGGCTCGATTGGGCTGGAAAATGAACTGACGGCAGAGGATGTGGCGAGCGCCGATATGGTGATTTTGACTAAAGATATCGGCATCAAGTTCGAAGAGCGGTTTGCGGGTAAAACTATCGTTCGCGTCAATATCAGCG1
3624 CHIP4151 STM/STY STM2857 STY2979 ATGCGTTTTGTTGACGAGTACCTTAAACTTCACACTCCTGCTGAATGCGTTTTGTTGACGAGTACCGTGCGCCGGAACAGGTAATGCAGCTCATTGAACACCTGCGTGAACGCGCCGCCCTTCTTCCTTACACTGCCGAACGACCGCTGCGCATTATGGAAGTCTGCGGGGGTCATACCCACGCGATTTTTAAATTTGGTCTCGATCAGTTACTGCCCGAAAACGTGGAGTTTATTCACGGCCCCGGTTGTCCGGTCTGCGTGCTGCCAATGGGACGCATCGACAGTTGCGTGGAAATCG1
3625 CHIP3681 STM specificSTM4490 ATGATCCGCGGTGATGGCTTATGCAGGCAAGTACGTTTTCATGATCCGCGGTGATGGCGGAAAATTGTACGATGACTTCAGAGACAAGCAGGTTGTTGCTATCGGCTGGTCGCAGCTCGCTCCCTATGTGAAACCGGGATGCTCAAGAGAGCAGTTGTTTACCCGGTATCAGGAGCTTGAGCCACAGACTAAGTCAGGCACAGTTCGTTCCGGTGCTTCGCAGGTCTGGCGCTTTGTGAACGAGATGCAGAAAGGTGACTGGGCTATCACTTATTCACCTTCTAATCGGACTTATT1
3626 CHIP3697 STM/STY STM4515 STY4872 ATGGTTCATGCTCAGAGCGTTATTCACGTATCACAAACCGTTTTTGATGGTTCATGCTCAGAGCGCTTCACCTCGCCATCCCATTTTTACGGCGCTTTTCGGTATGATGGTATTGACGCTGGGGATGGGAGTTGGCCGCTTTCTGTATACGCCCATGCTGCCGGTAATGCTGGCGGAAAAGCAGCTAACGTTTAACCAACTCTCCTGGATTGCCAGCGCCAATTATGCAGGGTACCTGGCGGGAAGCTTACTGTTTTCCTTTGGCCTTTTTCATCTCCCCTCTCGTCTACGCCCCATGCTGC1
3627 CHIP0194 STM/STY STM2055 STY2260 ATGGAAAGACAACCGACAACGTTACGTCCGGGTGATCGATGGAAAGACAACCGACAACGGATCGCATGATTCAGGAATACGTGCCGGGGAAACAGGTCACTCTCGCGCACCTGATTGCTAATCCAGGGAAAGATCTCTTTAAGAAGCTGGGCCTGCAGGATGCAGTGTCCGCCATTGGCATCCTTACCATCACGCCGAGCGAAGCATCGATTATCGCCTGCGATATCGCCACCAAATCCGGCGCGGTGGAAATTGGTTTTCTCGATCGCTTTACCGGTGCCGTGGTGCTGACCG1
3628 CHIP2293 STM/STY STM1271 STY1850 ATGCGGCAAATTCCACAATTATTCTCTCCCGGCATGAAATGCGGCAAATTCCACAAAATCATATTCATACACGTTCCACGCCATTCTGGAACAAAGAGACGGCGCCTGCCGGAATTTTCGAACGCCACCTTGATAAGGGAACGCGACCCGACGTTTATCCTCGTCTCTCGGTGATGCAGGGGGCGGTCAAATATCTCGGATACGCTGATGAACATTGCTCTGAGCCGGAAGAGATCATGGTGATCAATGCCGGCGAGTTTGGCGTGTTTCCTCCGGAAAAGTGGCACAATATTG1
3629 CHIP2317 STM/STY STM1483 STY1584 ATGCAACAATTTGAATGGATACACGTTAGGCAAATTTGATCATGACCGTGCAACAATTTGAATGGATACACGGCGCCTGGCTTGGGCTGGCAATAATGCTGGAAATCGCGGCTAACGTTCTGTTGAAATTTTCGGACGGCTTTCGCCGTAAATGCTATGGCATCTTATCGCTTGCCGCTGTTCTGGCCGCCTTCAGCGCGCTTTCCCAGGCGGTAAAAGGGATAGACCTGTCGGTGGCGTATGCGCTATGGGGCGGTTTTGGTATTGCCGCTACGCTGGCGGCGGGCTGGGTGCTCTTCGGCC1



3630 CHIP2341 STM/STY STM1234 STY1274 ATGATAGAATACGCCGCCTTGTTAGACCGTCAGCGGCAGGTGATAGAATACGCCGCCTTGAAGTTCAATGTCGCGAGTATTCCAATGTCAGAAAGCCCAAAAAAAGTGATCGTCGGCATGTCCGGCGGTGTCGATTCCTCCGTTTCCGCCTGGCTGTTGCAACAACAGGGTTATCAGGTAGAAGGCCTGTTCATGAAGAACTGGGAAGAGGACGATGGTGAGGAATACTGTACCGCGGCAGCCGATCTGGCTGACGCGCAGGCCGTGTGCGACAAGCTTGGCATTGAACTGCATA1
3631 CHIP2335 STM/STY STM1213 STY1253 ATGACAACGGATACCACGAGTTTTAGGACTTGATCAGTTCAGGCATGACAACGGATACCACGAGTTGCGCGAAGAAAAGCCGTGGCCGACCAAAAGTGTTCGACAGGGAAGCCGCGCTTGATAAGGCCATGACTCTCTTCTGGCAGCACGGCTATGAAGCAACTTCGCTTGCCGATCTCGTAGAGGCTACCGGGGCGAAAGCGCCTACTCTCTATGCGGAATTCACTAACAAAAAAGGATTATTTCGCGCTGTCCTGGATCGCTACATCACTCGCTTTGCCTCAAAACACGAAGCCCAGC1
3632 CHIP0276 STM/STY STM3478 STY4318 ATGAACCCTATGCAAAAGAAAAAACTTTAACGAAATGTTTTCTTAACGTTAAGCAATGAACCCTATGCAAAAGAAAAAACTTATTTCTATCGCTATCGCTTTAACGCTACAAAGTTATTACATTCCGGCCATCGCCGCAGAAAATAACGATGATGAAAAAGAATGTCCCAGTAATATCTCCTCCCTGCCTAAAGAAAAACGCGCAAAACTCTCACCGACCTGCCTTGCTACACCTGAAAATGATAATCACTGGGGCTGGGTTGCTGGCGGCGTTGCTGCATTGGTCGCAGGTGTGGCTATTGGCGTTGAAA1
3633 CHIP2948 STM/STY STM1940 STY2149 ATGATGATGCAAAAGAAAACCTGGTTATTCTATATAACCAAGCTTAAACAGAACCTTACATGATGATGCAAAAGAAAACCTGGGCCGTTTTATTGATACCATTGTGCCTCACCGCTTGCCACCAGACGACCTACCGATCAACAGCCAAAGATGAAATTTTCACAGGGAGCTATATTGACCCGACAAAAACACGCTTTCCGTTAGCGGATTATTCACAGTCGGTTGATAAATGGATACCTCCGGACTCGGCTGATTACACTATTCCGGTTATTGATAATGCTACCCAACAACGCTACTTTAACGCACTAAAATCTC1
3634 CHIP3644 STM specificSTM4417 ATGTCTAAACATCAAACTCAACTTTCCTTTTACTCCGTCGCCAGCGCATGTCTAAACATCAAACTCAACTTTCCTTACTGCAGGATGATATCCGCAGTCGCTATGACAGCCTTAGCAAACGTCTTAAACAAGTTGCTCAGTATATTCTGGATAACAGTAATAGCGTTGCTTTTGACACGGTAGCTTCCATCGCGCAACATGCCGATGTTCCCCCTTCGACACTGATTCGTTTTGCTAATGCGTTTGGTTTTAGCGGATTTAATGAAATGAAACAGGTATTTCGCCAGCACCTGATGGAGGAAA1
3635 CHIP3660 STM specificSTM4434 ATGAAAGAAATGCAGGCAACGTTATTTCTCGCCAGGCACTTTAAGATGAAAGAAATGCAGGCAACGCTGCCCCAGACATTTTATATAAAACCAGGTAAGTTTATCTGGAGCTACCTGGGAACATTTTTATTTATGTTGGGCGGCTGTATTGAGAACAGCTGGTTATCTGCCTGGTTAAATACGCAGGGGTTTGATCAGGCGCATATCGGGCAGATTTTTGCCGGGTATGGGATTGTGGTCGCGATTACCTCCTGGCTATCCGGCGTCTGTGTGGACGTTTTTGGTCCTAAAAAGGTGATGG1
3636 CHIP3676 STM specificSTM4484 ATGGAAGTAAAAACTCAATCCTGCGTTAGAAAACGAGCTGAACTTTTGATGGAAGTAAAAACTCAATCCTGCGTTGTTGCGGGTAAGCGTGCTGTTGCCGTTACGGAACAAAATATTGAATGGAATAATAAAGGAACTCTCGTACAAATTACCCGTGGCGGCATTTGTGGGTCTGACTTACATTATTATCAGGAAGGCAAAGTCGGCAATTTTACAGTAAAAGCGCCAATGATTTTAGGTCATGAAGTGATTGGCAAAATCGTTCATAGCGACTCAGATTTATTACGTGAAGGACAACCGGTAG1
3637 CHIP3646 STM specificSTM4419 ATGTCTCAGAGAAGTAAGTACAATTCGGTTAGGCTATTACATCGCGACGATGTCTCAGAGAAGTAAGTACAATTCGGCCTATGTGTACGTCCTGTGTTGTATTGCGGCGCTGGCTGGATTGATGTTTGGTTATTCAACGGCGGTGATTACCGGAGTGGTATTGCCTTTACAGCAGTATTACCAACTGACGCCAACCGAGACCGGATGGGCCGTTTCCAGTATCGTGATTGGTTGTATCATCGGCGCGCTGGTCGGTGGAAAAATTGCCGATAAACTGGGGCGTAAACCTGCGCTTCTGATCATTG1
3638 CHIP3662 STM specificSTM4436 ATGAAAATTGCTTTTGATGTCGATTAACGTCCGAGTAGCTCCCGATGAAAATTGCTTTTGATGTCGATGTTATTAAACATTTACCCATTACCCAAATGGTACGGCAGGTTTCCGAGTGGGGGTATAAATATATTGAGCAGTCGCCGCACCCGCGTATTAATCCGTTTTATAAACACCCTAAAGCTGGTCGCGATACCATGCAGGAATATAAACGCGCCTTGCAGAACTACGGTGTGGAAATCTCGTCATTTATTGTGGTTTATCGTTGGTCCGGCCCCGATGAAGAGCGTCGGCGCGCCG1
3639 CHIP3678 STM/STY STM4486 STY4820 ATGACGATAATAAAAAGCTATGCCGTTAGAAGTCAGCTTTTAGCACTACACGATGACGATAATAAAAAGCTATGCCGCCAAAGAGGCGGGCGGCGAGCTCGAACTCTATGAATATGACGCGGGAGAACTCCAACCGGAAGATGTCGAGGTACGGGTCGACTACTGCGGGATCTGCCATTCCGATCTGTCAATGATCGACAATGAATGGGGGTTCTCTCAATACCCTCTGGTTGCCGGACATGAGGTCATCGGTCGGGTGGCCGCACTCGGCAGCGCGGCACAGGATAAGGGGCTAAAAGTCGGCCAGC1
3640 CHIP3022 STM/STY STM2341 STY2571 ATGAACGTAACCGAAATCACCCTTAATCATGCATGACCTCCAGTTATGAACGTAACCGAAATCACCCAACTGGCGCGCGATATTCGCGTCGCCACGCTCAAATCCTTAAACCATCTTGGCTTTGGTCACTATGGCGGCAGCATGTCGGTAGTGGAGACTCTGGCGGTTCTGTACGGCGCGGTGATGAAAATCGACCCTGCCGACCCGGACTGGCCGGAACGCGATTACTTCGTACTGTCGAAAGGCCATGCGGGCCCCGCGTTGTACAGTACCCTGGCGATTAAAGGCTATTTCCCGCGCG1
3641 CHIP0199 STM/STY STM1925 STY2134 ATGGGAACAATGCATACATCCGTTATGCCCTTTTCTTACGCATGGGAACAATGCATACATCCGAGTTGCTAAAACACATTTATGACATCAATTTGTCATATTTACTCCTTGCACAGCGTTTGATCGTCCAGGACAAAGCATCTGCGATGTTCCGCCTCGGTATCAACGAAGAGATGGCAAACACACTGGGCGCGTTGACCCTGCCGCAGATGGTCAAACTGGCGGAGACGAACCAGTTAGTTTGTCATTTCCGGTTTGACGATCATCAGACGATCACCCGTTTGACTCAGGATTCGC1
3642 CHIP2306 STM/STY STM1341 STY1769 ATGCAAAACTCGCTTCTTAATACTCATTATTTTGCCAACGCGATTTTTATGATGCAAAACTCGCTTCTTAATACTCACGTTACGACGATTGATGGAGAGGTCACTACACTTGAAAAATACGCCGGAAAAGTGCTGCTCATTGTAAACGTCGCCTCCAGATGTGGCCTGACGCCGCAATATGAACAGTTGGAAAATATCCAAAAGGCGTGGGCAGATCAGGGGTTTGTCGTGTTGGGTTTTCCCTGCAACCAGTTTATGGGGCAGGAGCCAGGCAGCGAAGAGGAGATTAAAACCTATTGTGCCAGCA1
3643 CHIP3992 STM/STY STM2080 STY2289 ATGAAAATCACGATATCCGGGTTAATCACTACCGAAAAGATCGCATGAAAATCACGATATCCGGGACGGGTTATGTTGGCTTGTCTAATGGTTTGCTTATTGCACAACATCATGATGTGGTGGCGTTAGACATTGTTCCTTCCCGTGTTGAACTGTTAAATGATCGGATATCTCCGATTGTTGATAAAGAAATTCAGCAATTTTTAAAGGAAGATAACATCAGATTCAGGGCAACGCTGGATAAGTTTGATGCGTACCAGAATGCAGATTACGTCATCATTGCTACGCCTACGGATTACG1
3644 CHIP1420 STM/STY STM3836 STY3942 ATGTCACTGACGCGCCTTTTAATCCGTTATTTTACCCTTTTCCAATGTCACTGACGCGCCTTTTAATCAAAGACTTCCGCAACATAGAAAATGCGGATCTCGCTTTATCCCCCGGCTTTAACTTCCTGGTTGGCGCCAACGGCAGCGGCAAAACCAGCGTGCTGGAAGCTATCTATACGCTTGGCCATGGTCGGGCGTTTCGCAGTTTGCAGCCTGGCCGCGTGATTCGTCATGAGCAGGAAGCGTTTGTTCTTCACGGGCGATTACAGAGCGAAGAGCGTGAGACGTCGATTGGCTTAA1
3645 CHIP1436 STM/STY STM2568 STY2814 ATGCCGCCCGCTTTCATTACTTATACTGCCGGCCCCGCATGCCGCCCGCTTTCATTACCGGAGTTACCTCTTTGTCTGATGTCGAATTAGATCACGAATACTGGATGCGCCACGCGCTGACGCTGGCGAAACGCGCCTGGGACGAACGCGAGGTCCCGGTTGGCGCGGTATTGGTGCATAACCATCGCGTCATTGGCGAAGGCTGGAATCGACCCATTGGCCGCCACGATCCTACTGCGCATGCTGAAATAATGGCGCTGCGTCAGGGCGGTCTGGTATTGCAGAATTATCGGT1
3646 CHIP1364 STM/STY STM0207 STY0229 ATGAAAATCGGCATCATTGGTTAGCCATGCGCCAGTTTCATGAAAATCGGCATCATTGGCGCAATGGAAGAAGAAGTTACGCTGCTGCGTGACAAAATTGACAACCGTCAGACGATTACGCTGGGCGGCTGCGAAATTTACACTGGCCAGTTGAACGGCACCGAAGTGGCGTTGCTGAAATCCGGTATCGGTAAAGTCGCGGCGGCGCTGGGCGCAACGTTGCTTCTGGAGCACTGCAAGCCGGACGTGATCATCAATACCGGTTCCGCAGGCGGTCTGGCGTCCACGCTGAAGG1
3647 CHIP1388 STM/STY STM0127 STY0147 ATGCGTTTATCTCTCCCCCGTTATCGAGAACCTCGTGTAAACGATGCGTTTATCTCTCCCCCGTCTGAGAATGCCGCGCGTACCAGGCTTTGGCCTCCTGGCCTGGCTGTTTGCGGCGCTTAAAGGCTGNGTGATGGCTTCGCGCGATAAAGACGCCGACAGTCTGATCATGTATGACCGCACGCTGCTATGGCTGACCTTCGGGCTGGCGGCGATTGGTTTTGTCATGGTGACGTCGGCCTCCATGCCAGTCGGGCAGCGCCTGGCGAACGATCCGTTTTTGTTTGCCAAACGTGATG1
3648 CHIP1404 STM/STY STM0108 STY0125 ATGTTAAAAAAATATCTTCCACTTTTACTCCTTTAACGGCTGACGGCGCGGTGTTAAAAAAATATCTTCCACTTTTACTCCTGTGCGCGGCGCCTGCTTTCGCCAAACCCGTTCTCACCGTCTATACCTACGACTCGTTCGCCGCCGACTGGGGGCCAGGCCCGGCGGTGAAAAAAGCGTTTGAAGCCGATTGCAACTGCGAGCTGAAACTGGTGGCGCTGGAGGATGGCGTTTCGCTGCTCAACCGCCTGCGGATGGAGGGGAAGAACAGCAAAGCCGATGTGGTGTTGGGGCTGGACAACAATC1
3649 CHIP1494 STM/STY STM2385 STY2617 ATGGATAAAATTTTCGTCGATGAATTAATCTTTATAAATATTGAAATGTTCACGGGGTGGATAAAATTTTCGTCGATGAAGCAGTAAGTGAACTGCATACCATTCAGGACATGTTGCGCTGGGCGGTAAGCCGCTTTAGCGCGGCGAATATCTGGTATGGACACGGTACCGATAACCCGTGGGATGAAGCGGTACAACTGGTGTTGCCGTCTCTTTATCTGCCGCTGGATATTCCGGAAGATATGCGGACCGCGCGGCTGACGTCCAGCGAAAAACACCGCATTGTCGAGCGAGTGATTCGTCGCATTAACG1
3650 CHIP3915 STM/STY STM1321 STY1790 ATGGGTTTTATCATGACGGCGTTAATCAATCTGGTGATTTATAAAACGATTGATGGGTTTTATCATGACGGCGGAAGGACATCTTCTTTTTTCTATAGCCAGCGCGGTTTTCGCCAAGAATGCCGAGTTAACGCCCGTCCTTGCGCACGGCGACTGGTGGCATATTATTCCTTCGGCTATTTTGACCTGTCTGCTGCCGGATATCGACCACCCCAAATCTTTTCTTGGTCAGCGCCTGAAATGGGTATCGAAACCGATCGCCCGCGCGTTCGGTCACCGGGGGTTTACCCATAGTCTGCTGGCGGTCT1
3651 CHIP0508 STM/STY STM1978 STY2186 ATGATGAAGACAGAAGCCACGTTAGGATCTCCCGGAACGCATGATGAAGACAGAAGCCACGGTTTCTCAGCCCACCGCGCCAGCCGGATCGCCGCTCATGCAGGTGAGCGGCGCATTAATTGGCATTATTGCGCTCATTCTGGCGGCGGCCTGGGTGATTAAGCGTATGGGATTCGCGCCAAAAGGAAATAGCGTCCGGGGACTGAAGGTGTCAGCCAGCGCCTCGCTTGGCCCGCGCGAACGCGTGGTGATTGTCGAGGTCGAAAATGCGCGCCTGGTACTGGGCGTGACCGCCT1
3652 CHIP0524 STM/STY STM2147 STY2376 ATGCAGCCTGACCTGCACTTAATTCGTTGCATTGGCCGATGCAGCCTGACCTGCACTGCCGCACGCTTGCGGCGCATACGTTAAAACACTTTCGCGCGCTCTCCCCGCTTACGCACTGTATGACGAATGACGTCGTACAAACGTTTACCGCCAATACGTTGCTGGCGCTGGGCGCTTCACCCGCCATGGTGATTGATCCTGTCGAGGCCAGACCGTTTGCCGCCATCGCCAACGCCTTGCTGATTAATGTCGGAACATTAACTGCCTCACGCGCTGACGCGATGCGTGCGGCGG1
3653 CHIP3971 STM/STY STM1469 STY1653 ATGGTAACGGTACGCCGCTTAACGTCCCGGCGTCATATGGTAACGGTACGCCGCGAGAAAGATTCAATGGGCGCGATTGAAGTCCCGGCAGATAAACTGTGGGGGGCGCAGACTCAACGTTCGCTGGAGCATTTTCGGATTTCCACGGAGAAAATGCCCGTCTCGCTCATTCACGCTCTGGCGTTGACCAAGCGCGCCGCTGCGAAGGTCAACCAGGACTTAGGGTTGTTGGCGGCGGAAAAAGCCAGCGCGATTATCCAGGCGGCTGATGAAGTGCTGGCGGGAAAACATG1
3654 CHIP3995 STM specificSTM2089 ATGACCTTTTTGAAAGAATATGTAATTGTCATTATAACCGTTTCAGTAGTTCTTCAATTCATGACCTTTTTGAAAGAATATGTAATTGTCAGTGGGGCTTCCGGCTTTATTGGTAAGCATTTACTCGAAGCGCTAAAAAAATCGGGGATTTCAGTTGTCGCAATCACTCGAGATGTAATAAAAAATAATAGTAATGCATTAGCTAATGTTAGATGGTGCAGTTGGGATAATATCGAATTATTAGTCGAGGAGTTATCAATTGATTCTGCATTAATTGGTATCATTCATTTGGCAACAGAATATGGGCATAAAACAT1
3655 CHIP3997 STM/STY STM2094 STY2304 ATGATGATTGTGATTAAAACAGCAATACTTACTCTGTTAACAAGGCTTGATCCAGTGATGATTGTGATTAAAACAGCAATACCAGATGTCTTGATCTTAGAGCCTAAAGTTTTTGGCGATGAGAGGGGATTCTTTTTTGAAAGTTATAACCAGCAGACCTTTGAAGAGTTGATTGGACGTAAAGTTACATTTGTTCAAGATAATCATTCAAAATCCAAAAAGAACGTACTCAGAGGGCTACATTTTCAGAGAGGAGAAAATGCACAGGGGAAGTTAGTTCGTTGTGCTGTCGGTGAGGTTTTTGATGTTG1
3656 CHIP1425 STM/STY STM3852 STY3931 ATGTCCCAAATCGAAGCAGTGTTAACGCGTAATCTCCCACCCATGTCCCAAATCGAAGCAGTGTTTTTTGACTGTGACGGCACGCTGGTCGACAGTGAAGTGATTTGCTCGCGCGCCTATGTCACTATGTTCCGGCAGTTCGGCATTACGCTTGAGCTCACGGAAGTATTCAGACGCTTTAAAGGCGTAAAGCTCTACGAAATTATCGATACCATCAGTAAAGAGCATGGCGTTGCGCTGGCAAAGGCGGAGCTGGAACCCGTGTACCGCGCGGAAGTGGCGCGCCTGTTCGATACCG1
3657 CHIP1353 STM/STY STM0218 STY0241 ATGGCTACCAATGCAAAACCCTTATTCCGTGATTAACGTCCCTTATGGCTACCAATGCAAAACCCGTCTATAAACGCATTCTGCTTAAATTAAGCGGCGAAGCTCTGCAGGGTACGGAAGGCTTCGGTATTGATGCAAGCATACTGGATCGTATGGCTCAGGAGATCAAAGAACTGGTTGAACTGGGTATTCAGGTTGGTGTGGTGATTGGCGGTGGTAACCTGTTCCGTGGCGCGGGTCTGGCAAAAGCGGGGATGAACCGCGTTGTGGGCGACCACATGGGCATGTTGGCCACCGTCA1
3658 CHIP1465 STM/STY STM0422 STY0461 ATGAGTTTTGATATAGCCAAATACCCTACCTTATGCCAGCCAGGCCTTATGAGTTTTGATATAGCCAAATACCCTACCCTGGCATTGGTCGACTCCACCCAGGAGTTACGACTGTTACCGAAAGAGAGTCTGCCGAAACTCTGCGACGAGCTACGCCGCTACTTACTCGACAGCGTAAGCCGTTCCAGCGGGCATTTCGCTTCCGGGCTGGGCACGGTAGAACTTACCGTGGCGCTGCATTATGTCTACAACACCCCGTTTGACCAGCTAATCTGGGATGTTGGACACCAGGCTTATCCACATA1
3659 CHIP1393 STM/STY STM0136 STY0156 ATGCTAATCAAATTATTAACCAAAGTATTCGTTAGCTCAGGCGACCGTGATGCTAATCAAATTATTAACCAAAGTATTCGGTAGCCGTAACGATCGTACGCTGCGTCGTATGCGTAAGGCCGTCAGCCTTATTAATGCGATGGAACCGGAGATGGAAAAACTCTCCGATGACGAACTGAAAGCGAAAACCAACGAATTTCGCGCCCGTATTGAAAAAGGCGAAAGCGTAGAGAGCCTGATTCCGGAAGCGTTCGCGGTGGTGCGTGAAGCCAGTAAACGCGTCTTTGGGATGCGTCACTTCGACG1
3660 CHIP1505 STM/STY STM2320 STY2550 ATGGAATTCGCTTTTTATATCTGTGGTTATGCGCGCTCCTCCGTATGGAATTCGCTTTTTATATCTGTGGCCTGATAGCCATCCTCGCGACCCTGCGAGTGATCACCCATACCAATCCGGTACACGCGCTGTTGTATCTGGTGATATCGCTACTGGCGATTTCCGGGGTGTTCTTTTCGCTGGGCGCTTACTTTGCCGGTGCGCTGGAAATTATCGTCTACGCAGGCGCCATCATGGTGCTGTTTGTGTTCGTGGTGATGATGCTCAACCTCGGCGGCAGCGAAATCGAACAGGAACGCC1
3661 CHIP0977 STM specificSTM1054 ATGATAGTTAACCTTTACCAAGATAATTATTCAGGTTACAGGGAATTTATACAGTAATTCGAAATGATGATAGTTAACCTTTACCAAGATAATTATTCAGGCTACCGCCAACATGGGGGGGCGGAGGTTCAAATCCTCTCGTGCCGACCAAAATTCCCCTTAAAAACCAGCCTGTCAGGGCTGTTTTTTTTATGGCTCAATTTCCTACGGGGAAGCTATGGGGTGAAACTGGGGAATAAAGCCGTCGAGATTCGACGCAATTTGCGATTGATTCATCAGTTTGCTCACTGCTCAGTTTCGGAATTCATCAATACACAAATTT1
3662 CHIP1001 STM/STY STM1016 STY1024 ATGGCCCGACCTAAAACACATTATTGGGCTCCCCCCTTATGGCCCGACCTAAAACACAAAGCGAACGGATGATTATTCTTGAGCGGATTATCGGTCTGGTGAAAGAGCAGGGGCGCATCACGACGAACGACGTCGTTGCGATTTTTGGCGTGCACCGAACCACGGCGGAGAAATATCTGCGTATCGCGCTGGAGCGAGGCGGCTTCATTCGTCATGGCCGCTGCGGCATTTTCCGAGACCAGCGTGCGGTGATTGATTATGACCTCAGGCGATACAGCAGTAGTCAGGTAACGG0
3663 CHIP1564 STM/STY STM0502 STY0548 ATGACAGAACGTAGCATGTTGCTTTATGCTCGTTCATAACGCATGACAGAACGTAGCATGTTGCTTGAGTTAAAGCAGGTCGGTTACCGGACTGCGACGACAAAAATAGTGAATAACATCAGTTTTACGCTGCAACGCGGCGAATTTAAGTTAATTACCGGTCCTTCTGGCTGCGGAAAAAGTACGTTGTTGAAAATGGTGGCCTCGTTAATAAGCCCTGATATCGGCGTGATTCTTTTTGAGGGGCAGGATATTACTACTCTGAGTCCGGAAGCCTATCGCCAGCAGGTTTCTTATT1
3664 CHIP1580 STM/STY STM0493 STY0538 ATGGCCATGAGTGAACCAATTATGCTTTATGTCGATTATCAGGTATGGCCATGAGTGAACCAACCCAGCCGTTAGCCGGCGCGCCCGCAGCGGCCGCTAAAGCACGTACTTCGTTTGGTATTTTGGGCGCGATCAGTCTTTCCCATCTGCTGAACGATATGATCCAGTCGCTAATCTTAGCCATTTATCCCCTGTTGCAGGCGGAGTTCTCGCTGACCTTCGTCCAGATAGGTTTGATCACCCTGACGTTCCAGCTCGCCTCATCGCTGCTGCAACCGGTCGTCGGCTACTGGACGGATA1
3665 CHIP1988 STM/STY STM4341 STY4701 ATGACGACTAAACGCAAACCCTTACCAGAACAGGGCAACATACAATGACGACTAAACGCAAACCCTATGTGCGGCCGATGACGTCCACCTGGTGGAAAAAACTGCCGTTTTATCGCTTTTATATGCTGCGCGAAGGCACAGCGGTGCCGGCAGTCTGGTTCAGTATTGAACTGATTTTCGGTCTGTTTGCGCTCAAACACGGCGCGGAATCCTGGATGGGATTCGTCGGCTTTTTACAAAACCCGGTGGTGGTGATCTTAAACCTGATCACCCTGGCGGCCGCGCTGCTGCACACCAAAA1
3666 CHIP3152 STM specificSTM2608 ATGATTTCCGGAGAGCGCTTAGTGATTGTTGCCATTAACTCCTCATGATTTCCGGAGAGCGCAGGGCGAATAATGCCAACAGAGCCATAACTAACGGGCTGATAGCGCTTCATATTCCCGTACCGCTTACCACCGTGCAGTGGGCTGATGAGTATTACTATCTGCCAAAAGAGTCCTCCTACACCCCCGGCAAATGGGAAACGCTGCCGTTTCAGGTAGCGATAATGAACGCGATGGGGTATGAACTGATCCGCGTTGTAAACCTCATTAAGTCTGCCCGCGTGGGCTATACCAAAATGT1
3667 CHIP3162 STM/STY STM1021 STY1035 ATGGCTAAATTACCGCGCCTTATGCGGCCTCCAGCTTATGGCTAAATTACCGCGCCGTAAGTGCGCAAACAAAGAATGCCGCCAGTGGTTTCACCCGATACGCGAGGGGCAGATCGTTTGCTCGTACCAGTGTGCCAGCGCCGTCGGCAAAGAACAAACCAGAAAAGCTCGCGAAGCCGCGCAACGTAAGGCGCAATCCCTTCAGCGCGCCGCTGAGAAAAAAGAACGCGCCGCCTGGCGCCAGCGGAAAGCCGCGGTTAAGCCGCTGAAGCACTGGATTGACTTGACGCAGC0
3668 CHIP3178 STM/STY STM3186 STY3364 ATGCAAATGAAGAAATTGCTCCCTTAATGCCGGAATGGATTGCATGCAAATGAAGAAATTGCTCCCCATCCTTATCGGCCTGAGCCTGTCGGGGTTCAGCACACTAAGCCAGGCAGAGAACCTGATGCAAGTTTATCAGCAAGCACGCCTGAGCAACCCGGAATTGCGTAAATCCGCTGCCGATCGCGATGCTGCATTCGAAAAAATTAACGAAGCGCGTAGTCCTTTACTGCCGCAACTGGGTTTAGGTGCCGACTACACCTACAGCAACGGTTATCGCGATGCGAACGGTATCAACT1
3669 CHIP3194 STM/STY STM3218 STY3396 ATGAAAGCACTAAACCGAGAGGTCTTAAACCTCTTCAACGCTCACCATGAAAGCACTAAACCGAGAGGTCATTGACTACTTTAAAGAGCATGTAAATCCAGGATTTCTGGAATACCGGAAATCTGTTACCGCCGGCGGGGATTACGGAGCCGTAGAGTGGCAAGCGGGCAGTTTGAATACGCTTGTCGACACCCAGGGGCAGGAGTTTATCGACTGTCTTGGGGGGTTTGGCATCTTTAACGTGGGGCACCGTAATCCTGTTGTGGTATCCGCCGTCCAGAATCAACTCGCAAAACAACCTC1
3670 CHIP3210 STM/STY STM3261 STY3444 ATGAAATCAGTGGTTATTCACGCTTTAGGAAAGTTGAAGTAAAATTTTGCCCATGAAATCAGTGGTTATTCACGCTGAGGGAGACGTGCGCGTTGAAGAACGTCCCTTACCACAACTGCAAGCCGAGGACGATGTGTTGGTCAAGGTCGTTAGCTCAGGGCTTTGCGGGTCGGATATCCCGCGTATTTTCGCGCAGGGCGCCCATTATTATCCTATTACGTTAGGTCATGAATTCAGCGGCTACGTTGAATCCTACGGCACAGGCGTAACGGATATGCAGCCCGGCGATGCCGTCGCTTGTGTCCCGC1
3671 CHIP1511 STM/STY STM2296 STY2526 ATGCTGGCATTTACCCTACGTTAGCCGGGAACAAATTCACCGTGCTGGCATTTACCCTACGCTTTATTAAAAACAAACGCTATTTCGCGATTCTGGCGGGGGCGTTGGTTATTATCGCCGGGTTGACCTCACAACATGCCTGGAGTGGTAACGGTCTACCGCAGATTAACGGTAAAGCGCTGGCGGCGCTGGCGAAGCAGCATCCGGTAGTCGTGTTATTCCGCCATGCCGAGCGGTGCGATCGTTCCGATAATACCTGCCTGTCAGACAGCACGGGGATTACGGTCAAGGGTGCGC1
3672 CHIP1543 STM/STY STM2427 STY2663 ATGGAACCAATCGAACAACAACTTAGGCACCCAGTAAGCGATGGAACCAATCGAACAACAACTGACAGAACTGCGAACCACGCTTCGCCATCATGAATATCTGTATCATGTGATGGATGCGCCAGAGATTCCCGACGCCGAATATGACCGCCTGATGCGGGAACTGCGAGAGCTGGAGGCGCAACGTCCGGACCTTATCACGCCGGATTCGCCCACGCAGCGCGTTGGCGCGGCGCCGCTGACGGCATTCAACCAGATTCGCCATGAAGTACCGATGCTGTCGCTCGATAACGTAT1
3673 CHIP1569 STM/STY STM0519 STY0567 ATGAAACTGGGATTTATTGGCTTAGGACAATTTATGATTGGCCATTAATTCATGAAACTGGGATTTATTGGCCTGGGAATTATGGGCTCTCCAATGGCTATCAATTTGGCACGCGCCGGTCATCAATTACACGTTACGACTATTGGTCCGGTCGCGGACGAACTGCTCTCGCTGGGGGCGGTAAATGTTGAGACTGCACGTCAGGTAACTGAATTTGCAGACATTATCTTCATAATGGTGCCGGATACACCGCAGGTTGAAGACGTGTTATTTGGCGAACACGGTTGCGCTAAAACATCGCTTCAGG1
3674 CHIP1046 STM/STY STM0028 STY0033 ATGTATTATCACGCGTTAAAACTTTCCTTAGTCATAGACAATGCGTAGCACTGATGTATTATCACGCGTTAAAACTTTCCCGACTGGCGATGTTGACGTTGGCAGGCGTTGCCGTATCCGCCTCGGCAATCGCCGCCGATTCTGCCCCGACGTCGCAAATTGGTCCGACGGCGGAAGCCTACATCGTCAGTCATCCGGATAAAGTGGGAGAGGTCGTGGCAACGTATTTGGCCGAACATCCGGAATTTTTGGTCGCCGCCAGCGAGACGTTGCATCAGCGTCAGCAGATTGCGCAACAACAGGCGTATG0
3675 CHIP3141 STM specificSTM2597 ATGATGGGAACACCAAACCCTTATGACGCCGTCACTGTCAATGATGGGAACACCAAACCCACTGGTAAAAACGAAAGGCGCCGGAACCACATTCTGGCTGTATACCGGCAGCGGCGATGCGTTTAAAAATCCACTGGCTGATGATGACTGGCTGCGACTGGCAGGTATTAAGGATCTGCAGCCCGGAGAAATGAGTGCAGATGCGGAAGACGATGACTATCTTGATGATGAAAATGCCGACTGGAAAAGCACTACGCAGGGGCAGAAAAGCGTCGGTGACACCACGGCCACGCTGG1
3676 CHIP3157 STM specificSTM2613 ATGAATGACAAGACTCCTGAATTCTGTTACTGATTCTCATCATTAACCCCTGATGAATGACAAGACTCCTGAATTCTGGGCTGCGGTTTTGACCGGACTCAAAAATGCGTGGCCCCAGATACTTGGGGCGTTAATGGCCGGACTCATTGCCTACGGCCGACTGATATACGACGGCGCCACCCGTAAAAATAAATGGCTTGAGGGCGTCCTGTGTGGCGCTCTTTCCTTATGTGTCACCAGTGCGCTTGATGTGGTAGGCCTGCCGGTTTCCATTTCGCCTTTCGTTGGCGGAATTATTGGCTTTGTCG0
3677 CHIP3173 STM/STY STM2652 STY2845 ATGTTGTCAAAATTTAAGCGTAATAAACATTTACAGGATACGGCTAATTAATCTGTCGATGTTGTCAAAATTTAAGCGTAATAAACATCAACAACACCTTGCCCAACTCCCTAAGATTTCTCAGTCAGTTGATGATGTAGATTTCTTTTATACTCCTGCTACTTTTCGGGAGACACTGCTGGAGAAAATCGCCAGCGCGACGCAGCGTATTTGTATCGTTGCCCTGTATCTGGAACAGGACGATGGGGGTAAAGGTATACTCGACGCGCTCTATGCGGCTAAACGGCAGCGTCCTGAACTGGACGTGAGGGTGC1
3678 CHIP3189 STM/STY STM3205 STY3384 ATGATGAGCGATATGCACTCGTTAGAAGAAGACAACGTAAACGGCTTGATGAGCGATATGCACTCGCTGCTGATAGCGGCAATTTTGGGTGTGGTCGAAGGATTGACGGAGTTTTTGCCGGTATCCAGCACGGGCCATATGATTATTGTGGGTCATCTGCTGGGGTTTGAAGGCGATACGGCCAAGACATTCGAAGTGGTGATTCAACTTGGATCTATTCTGGCGGTCGTGGTGATGTTCTGGCGGCGGTTGTTTGGTCTCATCGGTATTCACTTTGGCCGCCCGCTACAGCGTGAAGGTG1
3679 CHIP2059 STM/STY STM3586 STY4224 ATGACGTCGCTGACGCTGTTACCCCTCCTGTTTTTTCAGCATGACGTCGCTGACGCTGGTGCCTGTTCCTCCCGTGGCGCAGCTTGAGGGGGTGAGCCAGCATTACGGAAAAACGGTCGCGCTGAACAATATCACGCTGGACATTCCCGCCCGTAGTATGGTCGGGCTGATTGGTCCGGACGGGGTGGGTAAGTCGAGCCTGCTGTCGCTGATTTCTGGCGCGCGGGTGATTGAGCAAGGGAACGTTATCGTCCTGGGCGGCGATATGCGCGATGCGAAACATCGCCGCGACGTCT1
3680 CHIP3223 STM/STY STM3280 STY3461 ATGATGAGTTATGTAGACTGGCCGTTACGCATCACCGCCGAAATGATGAGTTATGTAGACTGGCCGCCATTAATTTTGAGGCACACGTACTACATGGCTGAATTCGAAACCACTTTTGCAGATCTGGGGCTGAAGGCTCCTATCCTTGAAGCCCTTACCGATCTGGGTTACGAAAAACCATCTCCAATCCAGGCAGAGTGCATTCCGCATCTGCTGGGCGGTCGCGACGTGCTGGGCATGGCCCAGACCGGTAGCGGCAAAACCGCAGCGTTCTCTTTACCGCTGCTCAACAATCTTG1
3681 CHIP0593 STM/STY STM0419 STY0458 ATGGCATGTGGCGAGTTTTCTTATGGCGTGGCAAAATGGATGGCATGTGGCGAGTTTTCCCTGATTGCCCGTTATTTTGACCGTGTAAGAAGCTCTCGTCTTGATGTTGAAACCGGTATTGGCGACGATTGCGCGCTCCTGAATATTCCTGAAAAGCAGACCCTGGCGATCAGTACCGATACGCTGGTGGCGGGCAACCACTTCCTCCCTGATATCGATCCTGCCGATCTGGCTTATAAAGCGTTGGCGGTGAATTTAAGCGATCTGGCCGCGATGGGGGCCGACCCGGCCTGGT1



3682 CHIP0609 STM/STY STM2440 STY2677 ATGAATACATTAGAACAAACCATCGGTTAAATCCCTGCCCCCTGGTGAATACATTAGAACAAACCATCGGCAATACGCCGCTGGTCAAATTACAACGTCTGGGGCCGGATAACGGCAGTGAAATCTGGGTCAAGCTGGAAGGCAATAATCCGGCAGGATCGGTGAAAGATCGCGCGGCGCTATCGATGATTGTCGAGGCGGAAAAGCGCGGGGAAATTAAACCGGGCGATGTCCTGATTGAAGCGACCAGCGGCAACACTGGCATTGCGCTGGCGATGATCGCCGCGCTGAAAGGTTATC1
3683 CHIP0721 STM/STY STM0845 STY0884 ATGGCGGAACTTAGCGACCTTACTGCCCGCAGACCTCATGGCGGAACTTAGCGACCAGGAGATTCTGCGCTATAACCGACAAATTATTCTGCGCGGCTTCGATTTTGAAGGGCAGGAAGCGTTAAAAGATGCGCGGGTATTAGTGGTGCGCCTGGGCGGCCTCGGCTGCGCGGCAACGCAGTATCTGGCTGGCGCTGGCGTCGGGCAACTGACGCTACTCGATTTTGATACCGTTTCCGTTTCCAATCTCCAGCGTCAAACCTTGCACAGCGACGCCACGGTCGGGCAGCCGA1
3684 CHIP0737 STM/STY STM0264 STY0285 ATGAGCACTGCAATTACACGACATTACGCCCGCCAAAGGCAATGAGCACTGCAATTACACGACAGATTGTCCTCGATACCGAAACCACCGGTATGAATCAGATAGGCGCGCACTATGAAGGTCACAAGATTATTGAGATCGGTGCGGTTGAGGTGATAAACCGTCGTCTGACCGGCAACAATTTTCATGTTTACCTGAAGCCCGATCGCCTTGTCGATCCAGAGGCTTTTGGCGTACACGGTATTGCCGATGAGTTTCTGCTGGATAAGCCGGTTTTTGCTGATGTGGTCGATGAGT1
3685 CHIP0580 STM/STY STM1422 STY1698 ATGAGCGAGAAAACAGAACAGCTTATGGTGTTTCGGTAGAATGCGATGAGCGAGAAAACAGAACAGCCTACAGAAAAGAAATTACGTGATGGCCGTAAGGAAGGGCAGGTTGTCAAAAGTATTGAAATAACATCATTATTTCAGCTGATTGCGCTTTATTTGTATTTTCATTTCTTTACTGAAAAGATGATTTTGATACTGATTGAGTCAATAACTTTCACATTACAATTAGTAAATAAACCATTTTCTTATGCATTAACGCAATTGAGTCATGCTTTAATAGAGTCACTGACTTCTGCAC1
3686 CHIP0692 STM/STY STM2352 STY2582 ATGATTGAGATCATTCAGGAGTACTGGTTATTTAGAGGACACGTGCTGCGTGATTGAGATCATTCAGGAGTACTGGAAATCCCTGCTTTGGACGGATGGCTATCGTTTTACCGGCGTGGCGATTACGCTGTGGCTGTTAATTTCATCGGTGGTGATGGGCGGTCTTCTGGCGGTGATTCTGGCGGTAGGCCGCGTTTCCAGTAATAAATTCATCCGTTTTCCCATCTGGCTGTTTACGTATATTTTTCGCGGCACGCCGCTGTACGTACAGCTACTGGTGTTCTATTCGGGGATGTATACGCTGG1
3687 CHIP0620 STM/STY STM0013 STY0013 ATGGCGAAAAGAGATTACTACGAGATTAGCGAGTCAAATCGTCAAAGAATGGCGAAAAGAGATTACTACGAGATTTTAGGCGTTTCCAAAACAGCGGAAGAGCGTGAAATCAAAAAGGCGTATAAGCGCCTGGCCATGAAATATCATCCGGACCGCAATCAGGGTGATAAAGAGGCCGAAGCTAAGTTTAAAGAGATTAAAGAAGCCTACGAAGTGCTGACCGATGCGCAAAAACGCGCAGCCTACGATCAGTATGGTCACGCCGCGTTTGAACAAGGCGGTATGGGCGGCGGATTTGGCGGCG1
3688 CHIP0636 STM/STY STM1737 STY1314 ATGACCCTTGATTTACCTCGTCGTTACTCAATCTGCGCCGTACCATGACCCTTGATTTACCTCGTCGCTTTCCCTGGCCGACACTCCTTTCCGTAGGCATTCATGGTGCTGTAGTGGCAGGTTTGCTCTATACCTCGGTACATCAGGTTATTGAATTGCCTGCGCCAGCGCAGCCTATCACGGTGACAATGGTTTCACCCGCTGACCTGGAGCCGCCCCAGGCGGTTCAGCCGCCGCCGGAGCCGGTGGTTGAACCCGAACCCGAACCGGAGCCAGAGCCGATCCCTGAACCGCCTAAAG1
3689 CHIP0756 STM/STY STM2455 STY2692 ATGATCAATGCCCTGGGATTAATTTTTGATGCGATAGCGACTATGATCAATGCCCTGGGATTACTGGAAGTGGACGGAATGGTCGCCGCCGTCGATGCGGCGGATGCTATGCTGAAAGCGGCCAACGTGCGTTTGCTCAGTCATCAAGTGCTCGACCCTGGCAGGCTCACGCTGGTGGTGGAGGGCGATCTGGCGGCGTGTCGTGCGGCGCTGGATGCCGGAAGCGCTGCCGCGAAGCGCACAGGCCGTGTGATTAGTCGCAAAGAAATTGGTCGTCCGGAAGAGGACACCCAGTGGC1
3690 CHIP1807 STM/STY STM4078 STY3792 ATGGCTGATTTAGATGATATTAAAGATGGTTAACTTTTCTCACTCAAAAACAGCTCAATGGCTGATTTAGATGATATTAAAGATGGCAAAGATTTTCACACCGATAAACCACAAACTAACACTTTGTTCGCATTAAAAGGCTGTGGCGCGCTGGATTGGGGAATGCAGTCCAGACTGGCGAGGATTTTTAATCCCAAGACCAGAAAAACGGTCATGCTGGCCTTTGACCATGGATATTTCCAGGGGCCGACAACCGGACTTGAGCGTATTGATATCAATATTGCGCCGCTCTTTGAATATGCTGATGTCTTAA1
3691 CHIP0727 STM/STY STM0066 STY0076 ATGATTAAGTCAGCGCTATTGGTTCTTATTTCGCGGACTGACGGTTGATTAAGTCAGCGCTATTGGTTCTGGAAGACGGAACCCATTTTCACGGTCGGGCCATTGGGGCAACGGGTTCGGCGGTTGGGGAAGTCGTTTTCAATACTTCAATGACCGGTTATCAAGAAATCGTCACTGATCCTTCCTATTCCCGCCAAATCGTCACTCTTACTTATCCCCATATTGGTAATGTCGGCACCAATAAAGCCGATGAAGAATCCTCTCAGGTTCATGCGCAAGGTTTAGTGATTCGCGATCTGC1
3692 CHIP0751 STM/STY STM2460 STY2697 ATGGGAATTAACGAAATCATCATGTTATGTTGGCAGCGCGAAATGGGAATTAACGAAATCATCATGTACATCATGATGTTCTTTATGCTGATTGCCGCCGTGGACAGAATCCTGTCGCAGTTCGGCGGGTCGGCGCGCTTCCTCGGTAAATTCGGCAAGAGTATCGAGGGGTCTGGCGGCCAGTTTGAAGAGGGCTTTATGGCGATGGGCGCGCTGGGGCTGGCGATGGTCGGTATGACCGCTGGCGCCGGCGTGGCGCATGTACTGGGGCCGGTTATTATCCCGGTATACGAAATGC1
3693 CHIP1802 STM/STY STM4123 STY3750 ATGGCACTTTGGGGTGGGTTACAACGCGAGGCGCGCATGGCACTTTGGGGTGGGCGTTTTACACAGGCGGCAGACCAGCGGTTTAAACAATTCAATGATTCGTTGCGCTTCGATTACCGTCTGGCGGAGCAGGATATTGTCGGTTCTGTGGCCTGGTCCAAAGCATTGGTCACGGTAGGCGTACTGACTGCCGATGAGCAACGACAGTTGGAAGAAGCGCTGAACGTGCTGCTGGAAGAGGTTCGCGCGAATCCGCAGCAAATCCTGCAAAGCGATGCGGAAGATATCCATA1
3694 CHIP1834 STM/STY STM0758 STY0799 ATGGCGCACTCACACTCTCTTAATGGTGATGAACATGCCCATGGCGCACTCACACTCTCATGCCGATTCACACCTGCCGAAAGATAATAATGCTCGTCGCCTGCTTTTCGCCTTTATCGTCACTGCCGGATTTATGCTCCTTGAGGTGGTGGGCGGGATACTCTCCGGCTCTCTGGCGTTGTTGGCGGATGCGGGACATATGCTCACCGACGCGGCGGCCCTTCTCTTTGCGCTGCTGGCGGTTCAATTTTCCCGTCGTCCCCCGACTGTTCGCCACACTTTTGGCTGGCTAAGAC1
3695 CHIP1866 STM/STY STM0746 STY0792 ATGGCCAGAACGCGTGGATTAGATTGGCTGCGTCATTAAGATGGCCAGAACGCGTGGACGAGGTCGTCGCGAACTTAAGTCCGAAATCAATATTGTACCGCTGCTCGACGTACTGTTGGTGCTGCTGCTGATCTTTATGGCAACCGCGCCGATCATTACCCAGAGCGTGGAAGTCGACTTGCCCGAGGCGAATCAGTCGCAGGCGGTCAGTAGTAACGACGATCCACCGGTCATTATTGAGGTTTCCGGAGTAGGGCAATACAGCGTAGTGGTTGATAAAGATCGAATGGATCAAC1
3696 CHIP0584 STM/STY STM2807 STY2932 ATGGCAACAACTACCCCGGTTATAGCGCGCAGGATACGCTTGGCAACAACTACCCCGGAGCGCGTAATGCAGGAAACCATGGATTACCACGCCCTGAACGCGATGCTGAATCTTTACGATAAAGCAGGCCATATTCAGTTCGACAAGGACCAGCAGGCGATCGACGCCTTCTTTGCCACCCACGTCCGCCCGCATTCCGTGACGTTTGCCAGCCAGCATGAACGTCTGGGGACGCTGGTTCGGGAAGGGTATTACGATGACGCCGTCCTCGCGCGTTACGACCGCGCCTTCGTCC1
3697 CHIP0386 STM/STY STM1519 STY1541 ATGACGATGTCCAGACGCATTAGTAGTTGCCATGGTTCAGCGATGACGATGTCCAGACGCAACACTGACGCTATTACTATTCATAGCATTTTGGACTGGATCGAGGATAACCTGGAGTCGCCGCTCTCACTGGAAAAAGTGTCTGAGCGTTCAGGATATTCCAAATGGCACCTGCAACGGATGTTTAAAAAAGAGACCGGTCATTCATTAGGCCAATACATCCGCAGCCGTAAAATGACGGAAATCGCGCAAAAATTAAAAGAGAGCAACGAGCCCATTCTCTATCTGGCGGAACGCT1
3698 CHIP0402 STM/STY STM2879 STY3002 ATGGGTTTACCGCTCACTTTTGTTATACTTTAGCATATTCCTGCAGTATGTTTTTGTTGGGTTTACCGCTCACTTTTGACGACAACAATCAGTGCTTATTATTACTCGATAGCGATATTTTTACGTCTATTGAAGCTAAAGATGATATCTGGTTATTGAACGGTATGATTATACCGTTATCGCCTGTTTGTGGCGATTCTATCTGGCGGCAGATTATGGTGATTAATGGTGAACTGGCTGCGAATAATGAAGGTACGTTAGCGTATATTGATGCCGCAGAGACGTTGTTGCTTATACATGCAATTACCGATC1
3699 CHIP1253 STM/STY STM1680 STY1383 ATGACTGTCACCCGCCCCTTACGACGGGTCAACTCCAATGACTGTCACCCGCCCCCGTGCCGAGCGCGGCGCATTTCCGCCAGGCACTGAACATTATGGACGTTCGCTACTAGGCGCGCCGCTAATCTGGTTTCCGGCGCCTGCCGTCAATCGCGAAAGCGGCCTGATACTGGCTGGCACCCACGGGGATGAAACCTCATCCGTGGTGACGCTCTCCTGTGCGTTACGCACCTTAAATCCAACCCTTCGCCGTCATCATGTCGTACTTGCCGTTAATCCTGATGGCTGTCAAC1
3700 CHIP1277 STM/STY STM3378 STY3558 ATGCGTCTGACAGCAAAACATTAGCGCCACCACTGGCGGTGCGTCTGACAGCAAAACAGATAACCTGGCTAAAAGTTTGTCTGCATCTTGCCGGTTTTTTGCCGCTTCTGTGGCTCTTTTGGGCGATAAATCACGGTGGACTCAGCGCAGACCCGGTAAAGGATATCCAACACTTTACCGGCAGAACCGCGCTCAAATTTTTGCTCGCCACCTTGCTGGTTTCACCGCTGGCGCGCTACGCTAAACAGCCATTATTGATACGCACACGCCGCCTGTTAGGATTATGGTGTTTCG1
3701 CHIP0466 STM/STY STM0239 STY0264 ATGGCGCTTAAAGCGACATTATGAGGGCTGTTGCCAGGATGGCGCTTAAAGCGACAATTTATAAAGCCGTCGTCAATGTGGCTGACCTTGATCGCAACCGGTTTCTGGATGCGGCATTGACCGTGGCGCGTCACCCTTCTGAAACGCAGGAGCGCATGATCGTGCGCCTGTTGGCATGGATAAAATATGCTGATGAACGGTTGCAGTTTACACGTGGGCTCAGCGCGGAAGATGAGCCGGACGCGTGGCTGCGCAACGATCATCTGGGCATCGATCTCTGGATAGAGCTGGGGC1
3702 CHIP0107 STM/STY STM1231 STY1271 ATGATGCGCGTACTGGTTGTTAGCGCAATTCAAAAAGATATCCTATGATGCGCGTACTGGTTGTAGAGGATAATGCATTATTACGCCACCACCTGAAGGTTCAGCTCCAGGATTCAGGTCACCAGGTCGATGCCGCAGAAGATGCCAGGGAAGCTGATTACTACCTTAATGAACACCTTCCGGATATCGCTATTGTCGATTTAGGTCTGCCGGATGAAGACGGCCTTTCCTTAATACGCCGCTGGCGCAGCAGTGATGTTTCACTGCCGGTTCTGGTGTTAACCGCGCGCGAAGGCTGGC1
3703 CHIP0125 STM/STY STM4168 STY3717 ATGGATCTCGCGTCGCTATTAGCGCTGAATTTCTTGCCATGGATCTCGCGTCGCTACGCGCTCAACAGATAGAACTTGCTTCATCGGTTTGCCGCGAAGATCGGTTGGACAAAGATCCGCCAGCGTTTATCGGCGGGGCGGACGTCGGTTTTGAGCAGGGCGGCGAGGTGACGCGGGCGGCGATGGTATTGCTGAAATATCCGTCGCTTGAACTGGTAGAGTACAAGGTGGCGCGTATTGCCACCACCATGCCGTATATCCCCGGCTTTCTCTCTTTTCGTGAATATCCTGCGC1
3704 CHIP4724 STM/STY STM2375 STY2606 ATGAGTTGGGATAAAAGAATGGCGTTAATTCTTCCTGTAGATGGTATATGAGGGATGAGTTGGGATAAAAGAATGGCGGTTAATTATGCCAAAACGCATGCAGGTTCTCATTCTCAAGGCCGGTGTGCGGAATTTACCCGAAAGGCAATTCAGGCGGGCGGTATCACGCTGGGGCATACATATCATGCGAAAGATTATGGCCCAATGTTAAGAAGCGCCGGATTCACCGCTATTGGTACCTATGAAATGCCGCGCGAGGGTGACGTCATCATTATTCAACCTTACGCTGGCGGAAACCCGAGCGGTCACA1
3705 CHIP3628 STM/STY STM4377 STY4733 ATGATGTCCTGGCAAACACATACCGTTACCCGGTCGCCCTTAACAGTAAATCATGTCCTGGCAAACACATACCGTCTTTAATCAACCTGCTCCGCTCAATAACAGTAACTTATTCCTGTCTGATGGCGCGCTGTGTGAAGCGGTTTCCCGGGAAGGCGCGGGATGGGATAGCGATCTTCTCGCCAGCATTGGCCAACAACTGGGAACGGCAGAATCACTGGAACTGGGGCGTCTGGCGAACGCGCATCCTCCTGAGTTGCTGCGTTACGATCCCCAGGGACAGCGTTTGGATGACGTTCGCTTTCATC1
3706 CHIP0389 STM/STY STM1393 STY1727 ATGTCTGAGGAGGGATTCATGCTTATACCCCACCCGAATAAAGTTTATGATGTCTGAGGAGGGATTCATGCTGGCAGTTTTAAAAGGCATTCCATTAATTCAGGATATCAGGGCCGAAGGTAATAGCCGATCCTGGATAATGACTATTGATGGGCATCCTGCCAGAGGAGAAATTTTCTCAGAAGCATTTTCTATTTCTTTGTTCTTAAATGACCTGGAAAGCTTACCTAAGCCTTGTCTTGCCTATGTGACACTACTGCTTGCAGCACACCCGGACGTCCATGATTATGCTATACAGCTCACAG1
3707 CHIP0405 STM/STY STM1193 STY1232 ATGTATACGAAGATTATTGGTACTGGCATTAGAAACGAATCAGCGCGGATGTATACGAAGATTATTGGTACTGGCAGCTATCTGCCCGAACAAGTGCGGACTAACGCCGATCTGGAAAAAATGGTTGAGACCTCTGACGAGTGGATTGTCACTCGTACAGGTATTCGTAAACGCCATATCGCCGCGCCGAATGAAACTGTCGCGACGATGGGCTTTACCGCTGCGAATCGCGCGATTGAGATGGCGGGGATCGATAAAGACCAAATTGGCTTGATTGTGGTGGCTACCACATCAGCAACGCATG1
3708 CHIP1256 STM/STY STM1704 STY1347 ATGAACTCCCGACAACAATCATTAAACGGATGAGCCAATAACATTGATGAACTCCCGACAACAATCAATTTTGCAAATGGTGGTTGATAAAGGCCAGATGAGCGTTGCTGAACTGGCGAAAATTACCGGCGTATCTGAAGTCACGATTCGTCAGGATCTGAATACCCTGGAAAAGCAGAGCTATTTACGCCGTGCGCACGGTTTCGCCGTTTCGCTTGAGAGCGATGACGTAGAGACTCGCATGATGACGAACTACACGCTAAAACGCCGACTGGCGGAGTTCGCCGCCTCGCTGGTCAGTC1
3709 CHIP1250 STM/STY STM1904 STY2112 ATGGTAAGCGCGCTGTATGCTTAATACAGGGAGAAAACCAACTCCCATGGTAAGCGCGCTGTATGCCGTTTTGGGTGCGTTATTATTAATGAAGTTCTCTTTTAATGTCGTTCGCTTGCGAATGCAGTACCGTGTCGCCTATGGCGACGGCGGTTTTAGCGAATTGCAAAGCGCCATCCGTATTCATGGCAACGCGGTGGAATATATTCCTGTCGCGCTGGTGCTGCTGCTGTTTATGGAAATGAACGGCGCCGAAACGTGGATGGTGCATATCTGCGGCATCATTTTAATCGCCGGTCGGC1
3710 CHIP0447 STM/STY ATGCCAGAGGGACAGCATACTTAGCCCAGCTTCGCAGAATGCCAGAGGGACAGCATACCCTGACCGTGGAAGTGACTGACGGTGCGGGTAATAAGATGACGGAGACGCTCAATTTCACTATCGATATCACGTTGTTAACGCCAACCATTGAGCTAGCGCCCGATCAGGATACCGGACAGAATAAGAACGATAATCTGACCAGCGTCACTCAGCCGGTATTTGTGTTGGGGAGTATCGATAAAGATGTTCGACACGTGGAATTGAGTATTGAGCATAACGGCACGTTTAAAACGG0
3711 CHIP0463 STM specificSTM1008 ATGTGCGCCGCCTTGAAGTTAGCCGATGTATTCCGGTTTCATGTGCGCCGCCTTGAAGCGTTGCGCGTACAGGCATAAGGGGAAAATCATGGAAAACACAAATATTGTTACCACTGAGCAGCAGGCACCAAACACCATTTCTGCCAGTAACGCAATTTTTAACGTTCAGGCACTGGGTCAGTTAACAGCTTTCGCTAACCTGATGGCAGACTCACAGGTGACGGTACCGGCACACCTTGCAGGGAAACCAGCCGACTGTATGGCTATCGTCATGCAGGCTATGCAATGGGGCATGA0
3712 CHIP0479 STM/STY STM1142 STY1179 ATGTTTAATGAAGTCCATAGTAGTCATGGTTTACCGCCTGAGATTATCGTTTGATGTTTAATGAAGTCCATAGTAGTCATGGTCACACACTATTGTTGATCACAAAGCCATCTCTGCAAGCTACGGCATTATTGCAACATTTAAAGCAATCGCTGGCCATAACCGGAAAACTGCATAATATTCAACGTTCTCTGGAAGATATCTCGGCCGGTTGCATTGTTTTAATGGATATGATGGAAGCGGATAAGAAGCTTATCCACTATTGGCAGGATAATTTAAGCCGCAAAAACAATAATATAAAAACATTAT1
3713 CHIP4687 STM/STY STM0717 STY0757 ATGCAGCCGAAAAGCAGATTAGTACGTCAGAACCTGGTACAGGTGCAGCCGAAAAGCAGAACCGGACAGGGTGTCAGAGAGCAGTGTTTAGATAGGGCCAGACGTCATTTTTCATACAGACATGGAATGGCTCCCGGTCCACGAAAGGGTGCGGACATGTTGTTTCCACAACACGAAGCTGCCGTTGCTGGCGCAGTGCCGGGTCGGCAATGGCCAGAGGAGAACAATCTGATGACGCAAGAATATGCGGAAATGTCCACCGGAAGGGGGGGGACCAGTAAGTGCCGGTACAGTATGG1
3714 CHIP0128 STM/STY STM4171 STY3714 ATGAACAGTTTTATCGAAGGGGCTTAAAAGCTTTTCGCTTGCGGTGAACAGTTTTATCGAAGGGGCTCATCAGCCCCTTTTGTCTGTCTGGCGTCGCGCGTTTCTGTTTTCTGGCGCGCTGTTGCTGACTGCCTGCAGTCATAACGCTTCACCGCCTCCGTTTACTGCCAGCGGCTTTGCCGGCGATCACGGCGCGGTGCGTATCTGGCGTAAAGATACGAACGATGAAGTCCATCTGCTTTCTGTTTTTAGCCCGTGGCATAGCGGCAGCACGACGACCAGCGAATATCGTTGGCAGG1
3715 CHIP0010 STM/STY STM3978 STY3581 ATGGACGCCATGAAATATCACGTTATTTAAAGATAGCCAGCTCATCCCATGGACGCCATGAAATATCACGATTTACGCGACTTCCTGACGCTACTTGAGCAGCAGGGGGAACTAAAACGCATCACGCTACCTGTGGATCCTCATCTGGAAATCACGGAAATCGCTGACCGCACGCTGCGTGCCGGTGGACCGGCGTTGCTGTTTGAAAATCCTAAAGGTTACGCCATGCCGGTGCTGTGCAACCTTTTTGGCACGCCAAAACGCGTGGCGATGGGCATGGGGCAGGATGATGTTTCCGCCTTAC1
3716 CHIP0034 STM/STY STM3953 STY3606 ATGGACAAGGATTATATTAATGATGGTTCTTACAGGCTCCAGGTATTGATACCTATGGACAAGGATTATATTAATGATGGTTCGCTATCTGAAAAATGGAAATACCGTTTTTCATTTTACGATCAACATGGTTTCCCTGGATTTTGGAAAGTAAGCCCAGAATATAAACAGGCATTTAAAGCATTAAAGCCCCGACAACGGTTGACTATTCAAATAAACTTTATTGCCTTTTTCTTCTCATGGATTTATTTGTTTGTACTGGGTCTGTGGAAAAAAGCAATTATAGTTATTTTATTAGGGATCGTTGCAA1
3717 CHIP0066 STM/STY STM3915 STY3639 ATGAGCGATAAAATTATTCACCTGACTTTACGCCAGATTGGCGTCATGAGCGATAAAATTATTCACCTGACTGACGACAGTTTTGACACGGATGTACTCAAAGCGGACGGGGCTATCCTCGTTGATTTCTGGGCAGAGTGGTGCGGGCCGTGTAAAATGATCGCTCCGATTCTGGATGAAATCGCTGACGAATATCAGGGCAAATTGACCGTTGCCAAACTGAACATTGACCAGAACCCAGGTACTGCGCCTAAATATGGCATCCGCGGTATTCCGACTCTGCTGCTGTTTAAAAACGGCG1
3718 CHIP2868 STM/STY STM1764 STY1288 ATGGAGTAAATTCCTGGACCGGTTTCGTTATTTTACGCTCTCCTGTACCTGGGAGTAAATTCCTGGACCGGTTTCGCTACTTCAAGCAGAAGGGCGAAACCTTTGCCGATGGGCACGGCCAGCTTCTCGAAACAAACCGGGACTGGGAGGACGGATACCGCCAACGTTGGCAGCATGACAAAATTGTGCGCTCAACCCATGGGGTGAACTGCACCGGTTCTTGTAGCTGGAAAATTTATGTCAAAAATGGTCTGGTGACCTGGGAAACACAGCAAACCGATTACCCGCGCACCCGTCCTGACATGCCA1
3719 CHIP1709 STM/STY STM1822 STY1952 ATGTCTATCGTGCGTATTGATGCTTATACCGCCGCGACAATCATGTCTATCGTGCGTATTGATGCCGAAGATCGTTGGTCAGACGTGGTGATCTACAATAATACGCTGTGGTATACCGGCGTGCCGGAAAACCTGGACGCCGATGCTTTTGAGCAAACGGCGAATACTCTGGCGCAAATTGATGCGGTGCTGGAAAAACAGGGCTCCAGTAAGTCACGTATTCTGGATGCCACTATTTTTCTGAGCGATAAAGCGGATTTTGCCGCCATGAATAAGGCGTGGGATGCGTGGGTCGTCG1
3720 CHIP1725 STM/STY STM1738 STY1313 ATGCTGTATGTTATTTACGCTCAGGTTAAAAGATCTTCTTATACGGTTTGACCGTGCTGTATGTTATTTACGCTCAGGACAATGCCAACTCGCTTGAAAAACGCCTCTCGGTACGGCCCGCGCATCTGGCGCGCCTGCAACTTCTGCATGATGAAGGGCGATTATTAACTGCCGGGCCGATGCCCGCAGTGGACAGTAACGATCCTGGGGTAGCCGGATTTACCGGGTCAACGGTGATTGCTGAATTTGAATCTTTAGAAGCAGCGCAATCCTGGGCTGATGCGGACCCCTACGTCGCCGCGGGCGTCT1
3721 CHIP1735 STM/STY STM3010 STY3153 ATGCTGTTTGGATTTTTCCGTTTACTCATGATGTTGTTCCGATGCTGTTTGGATTTTTCCGTAACCTGTTTCGCGTGCTTTATCGTGTGCGCGTCACTGGCGATGTCCGGGCGCTACAGGGGAACCGGGTCTTAATTACCCCCAATCACGTTTCATTTATCGATGGTATGCTACTGGCGCTGTTTTTGCCGGTACGGCCTGTCTTTGCGGTATATACCTCCATCAGCCAGCAATGGTATATGCGCTGGTTAACGCCGCTGATCGATTTTGTGCCGCTCGACCCCACTAAACCCATGT1
3722 CHIP1759 STM/STY STM2897 STY3020 ATGATTCCTGGCTCAACCTCCTTAAGACAGCTTTTCAATAGTACGACGATGATTCCTGGCTCAACCTCCGGTATTTCATTTTCCAGAATATTGTCCCGGCAGACATCTCATCAGGATGCGACCCAGCATACTGATGCGCAACAGGCGGAAATACAACAGGCCGCAGAGGATTCGTCTCCAGGGGCGGAAGTACAAAAATTTGTCCAGTCGACGGACGAAATGTCAGCGGCGCTGGCGCAATTTCGTAACCGTCGCGATTATGAAAAAAAATCCAGTAATTTATCTAACAGTTTTGAACGCGTGC1
3723 CHIP0948 STM/STY STM2699 STY4605 ATGAGCGACAAGCTGACTGAATTAGGCTGTCGGTAAACCGATGAGCGACAAGCTGACTGAAAAGACCGTAGAACTGGATACTCCCATCATGCGCGGTAAAGCTGAAATTACCGAAATTGTGCTGCGCAAGCCTCAGTCCGGTGCACTGCGTGGCACCCGTCTGCAGGCCATTATGGATATGGACGTGGGCGCAATGATGACTGTGATCCCACGAATCTCCACCCCGACGCTGACCGCGCAGGAAATGGCAGAGCTGGACCCCGCCGATCTCACCGCGCTGTCGGTAGAGGTGGTGA1
3724 CHIP0185 STM/STY STM2046 STY2251 ATGAGGAGCACCGCGTGAAGCAATCTTACCTCGCTTGCCGGAATGAAAGGAGCACCGCGTGAAGCAATCACTGGGATTACTTGAAGTTTGTGGTCTGGCACTGGCTATCAGCTGCGCCGATATCATGGCGAAATCCGCTTCTATCACGCTGCTCGCCCTCGAAAAGACCAATGGTTCAGGCTGGATGGTGATTAAAATTACCGGTGATGTGGCCTCCGTTCAGGCGGCTATCACCACCGGTGCGCATTTCGCCGAACAGTGGAATGGCCTGGTGGCCCACAAGGTTATCGCCAGGCCCGGAGA1
3725 CHIP0539 STM/STY STM1576 STY1489 ATGACACGACAAAACGAGAATTATAACCTTATTGTTGTTTAGGCTTACGACGCATGACACGACAAAACGAGAATTATAACCGTTATCTCTTGAGTGACTGGCGACCCGAAAATCCAGCCTTCTGGGAGAATAAAGGGAAAGGCATCGCCAGAAGAAACTTATGGATTTCAGTAAGTTGTTTGCTCCTGGCATTTTGCGTCTGGATGTTGTTTAGCGCTGTTGCCGTCAACCTCGATAAAATTGGATTTAATTTTACCACCGACCAACTCTTTTTATTAACCGCATTACCTTCTCTTTCCGGCGCAATAT1
3726 CHIP0045 STM/STY STM3941 STY3618 ATGGATGTTTTTATAAAAGGATATTATATGTCAATAAACTTATTGTTCCAGGTTTCTGGCAATGGATGTTTTTATAAAAGGATATTATATGTCAATAAACAACCCTATTCTTATTTGCGTGAATAAGAAACGACAAATAAAATTAGCTCTGTTTTATTCAGTGGTAGCTATAGCTCTTATGATGAGCCTCTTTCTAAATTATAGTATTATGCTAAAGATGGTGTGTGTTTTTTTAATACTCCTCATGATAGCAGGCGCAAGTGCTTACTGGTACTCCGCCTTTTCAGGAAAGCCACAGCTAACGTTGAACCAGGAGG1
3727 CHIP0055 STM/STY STM3927 STY3628 ATGACTGTACTGATTCACGTCCTGTTATTCGGCTTCTCCTGCATGACTGTACTGATTCACGTCCTGGGATCGGATATCCCTCACCATAACCACACCGTGCTGCGGTTTTTCAATGATACGCTGGCCGCCACAAGCGAGCACGCGCGCGAATTTATGGTTGCCGGCGAAGATAACGGCTTCACGGAAAGCTGCCCGGCGCTCTCGCTTCGTTTTTATGGCAGTAAGAAAGCGCTGGCGCAGGCGGTCATCGCCAAAGCGAAAGCAAATCGTCGACAGAGATTCTTCTTTCACGGTCAGT1
3728 CHIP0079 STM/STY STM3900 STY3656A ATGACAGCCCTTCTACGAGTGATTAAGCCTTTCCTCGTCCAAGTATGACAGCCCTTCTACGAGTGATTAGCCTGGTCGTGATTAGCGTGGTGGTGATTATTATCCCACCGTGCGGGGCTGCACTTGGACGAGGAAAGGCTTAG1
3729 CHIP3133 STM specificSTM2589 ATGATGGGAAAGGGCGGCGGAAAAGTTAGAGAAACGCTGATATCCACGACATGGGAAAGGGCGGCGGAAAAGGGCATACGCCCCGCGAGGCACCGGATAACCTTAAATCCACGCAGCTGCTGAGCGTCATCGATGCCATCAGCGAGGGACCGATAGAAGGCCCGGTGAACGGTCTGCAAAGTGTTCTGGTAAACCAGACGCCGGTGGTGGACCGCGACGGTAACACGAATATCCACGGCGTGAAGGTGGTATACCGCGTCGGTGAGCAGGAACAGACCCCGCTGGAGGGATTTGAATCGTCCGGCG0
3730 CHIP1714 STM/STY STM1807 STY1936 ATGTTGCGATTTTTAAACCAGTGCTTAACGACCGAACAGGTCGATGTTGCGATTTTTAAACCAGTGCTCACGGGGTCGGGGCGCATGGTTACTGATGGCGTTTACCGCCCTGGCGCTGGAAATGGTGGCGCTGTGGTTCCAGCACGTCATGTTACTTAAACCTTGCGTGCTATGTATTTATGAACGTTGCGCCCTGTTTGGCGTGATGGGCGCGGGTCTGGTCGGCGCAATAGCGCCGAAAACGCCGCTGCGATACGTGGCAATGGTTATCTGGATTTACAGCGCCTGGCGGGGTCTAC1
3731 CHIP1730 STM/STY STM1715 STY1335 ATGCATAAAGAGACGCAACCTATCTTAATCAACCAGGTGATACTTCTCAGAATGCATAAAGAGACGCAACCTATCGATCGCGAAACACTGTTGCTTGAAGCCAACAAAATTATTCGGGAACATGAAGACACGATGGCAGGTATTGTCGCCACCGGCGTAACGCAGAGAAATGGCGTGCTGGTTTTCAGCGGCGATTACTTTTTAGACGAGCAAGGGTTACCGACCCCTAAAAGCACCGCGGTGTTTAACATGTTTAAACACCTGGCGCATGTGCTGTCTGAGAAGTATCACCTGGTTGATTAA1
3732 CHIP1754 STM/STY STM2934 STY3059 ATGAACACCATACTTGCACAACATTATGCAGCGCCATGTTTATCATGAACACCATACTTGCACAACAAATCGCCAATGAAGGCGGCGTCGAAGCCTGGATGATTGCCCAACAGCACAAAAGCCTGCTGCGTTTTTTAACCTGTGGCAGCGTTGATGACGGTAAAAGTACGCTGATAGGTCGTTTGCTGCACGATACTCTGCAAATTTATGAAGATCAGCTCTCTTCTCTGCATAATGACAGTAAACGTCATGGCACGCAGGGAGAAAAACTCGATCTGGCGCTGCTGGTAGATGGGCTAC1
3733 CHIP1133 STM/STY STM1880 STY2086 ATGGCTAACTGGTTGAACCAATTACTTAGCCTGGTAGCGCCTGATGGCTAACTGGTTGAACCAATTACAATCACTTCTTGGGCAAAAAGGCGCTTCCGCATCGCCTTCCGGTGAACAGGGGTTAAATAAACTGCTGGTTCCCGGCGCGCTGGGCGGTCTGGCTGGACTGTTGGTCGCCAATAAGTCTTCGCGCAAATTATTAACCAAATACGGTACTGGCGCTTTGCTGGTGGGCGGCGGCGCGGTGGCGGGTTCCGTATTGTGGAATAAGTACAAAGATAAAGTACGCGCCGCGCATC1



3734 CHIP1149 STM/STY STM0617 STY0666 ATGAACACAATATGGCATTACAGTCCTTAATAACCGGCTTTATCGATAATAAACATGAACACAATATGGCATTACAGTCCGCTGCTGGCTGCCCTCTTAACCCCGATTTTTGCCGCCAACGCCGACGAACTTCAGGCGCAACAGTACGGTGATTTCACTGACTATGTGCTGGCGCTTTCCTGGCAAACCGGTTTTTGTCAAAGCCAGCATGAACGCCGCCATCGGGAGCCCGATGAGTGCCGTCTGCAAAAAGAGCCAGCCAACAAAGCAGACTTTCTGACCGTCCACGGCCTGTGGCCAGGATTACCCA1
3735 CHIP1173 STM/STY STM1545 STY1517 ATGAATACTAATGTCTATGAGAACACCGATTATTCTGTTTCTGGTTTCACTATTAGCAATGAATACTAATGTCTATGAGAACACCGACAGCGAAACTATCACCCCGCTCAACAAGCGGCGTATTTTGCCTGTTTTCCTGCTTGTCGGCCTTTACGCCGCCAGTACCGCGGCTGTAATGTCGGTACTGCCTTTTTATATCCGCGAGATGGGCGGTTCGCCGCTTATCATTGGAATCATCATCGCCACTGAAGCTTTTAGCCAATTTTGTGCGGCGCCCCTGATTGGCCACCTTTCCGATCGCGTTGGCCGCAAGC1
3736 CHIP4457 STM/STY STM0598 STY0642 ATGACCGGCTTTGATTTTTCATTAGGCTCCCAATGTTGAAATGACCGGCTTTGATTTTTCAGACAAAACGGTATGGGTGACCGGGGCGGGGAAAGGGATCGGTTACGCGACGGCGCTGGCGTTTGTCGACGCCGGGGCGCGGGTGATCGGCTTCGATCGCGAATTTACGCAAGAGAATTATCCCTTTGCTACCGAAGTCATGGATGTGGCGGATGCCGCACAGGTTGCGCAGGTGTGCCAGCGTGTGTTGCAAAAAACGACGCGGCTGGATGTGCTGGTCAACGCCGCCGGTATTT1
3737 CHIP1213 STM/STY STM1612 STY1452 ATGACCTTTTCTGTGCAGGAAACTTATGGTCGTGCCTCTTGTATGACCTTTTCTGTGCAGGAAACGCTTTTTTCTTTACTGCGGCTAAACGGGATTTCAGGACATGAAAACAGTATTGCAAACGTTATGCAGCACGCGTTTGAACAGCAGGCCAAAGACGTCTGGCGGGATCGCTTAGGCAATGTCGTCGCCCGTTATGGCAGCGATAAACCCGACGCGCTTCGCCTGATGATTTTTGCGCATATGGATGAAGTGGGTTTTATGGTACGCAAGATCGAACCCTCCGGTTTTTTACGTT1
3738 CHIP2761 STM specificSTM1555 ATGGCGACAATAAAGGATGTTGTTACCGTGAAAAATAGGGCGCATGGCGACAATAAAGGATGTTGCATCCATGGCCGGTGTATCAACCGCGACTGTATCACGCGTCATTAACCAGACCGCGTGGGTTGAACCCGTCACGCGCGAACGTGTAGAGAAAGCCATGCGCGATCTCAATTATCGCCGGAATGCCGCCGCTATCGCGCTGGCGAAACGCAGCGGCGATATGCTCGGATTGTTAACCGGCAATCTGGCTGATCCTTTTTTTGCCCGCCTTGCTCGCGGCGTAGAAGATGTTTCTC1
3739 CHIP2779 STM/STY STM1587 STY1478 ATGTCACGTTTTCCGTTGATACGTTATTCAAATTGCCATGCCAGATGTCACGTTTTCCGTTGATACGCTTACATTTATCCGGCATTTTCATGAAAATTATTTCCGTTAGACAGCGACTTTATCCCGCCCTCTTATTGCCTCTGACCTTCTCCCCGGTCCTTCAGGCCGCCAGCGCGCCCAATGAACAAACCATGATAGTCACCGCAACGCCGCAAACCGTATCCGAGCTGGATACACCTGCCGCCGTTAGCGTCATTGAGGGAGAAGACATGCGTCTGGCGACGCCTCGCGTTAATTTAT1
3740 CHIP2795 STM/STY STM1615 STY1449 ATGAGTTGGCTAAAAGAGGTAATAGGAATTATTGTCGGATATGGCGTACTTTCATGAGTTGGCTAAAAGAGGTAATAGGAACAGAAAAAGCCGTTATCGCCATGTGCCATTTACGGGCGTTGCCGGGCGATCCCGGGTTCGATACCAGGAAAGGCATGAACTGGGTAATTGACCGCGCCCATGACGATTTAATGGCGCTACAAAATGGCGGCGTGGATGCGGTGATGTTCTCCAACGAATTTAGTCTGCCTTATTTAACGAAAGTCAGACCGGAAACGACCGCCGCGATGGCAAGAATCATCGGTCAGT1
3741 CHIP2811 STM/STY STM1634 STY1437 ATGTCATCAGGTAATATGCTGGCTTTAACTGATGCGATATTTTTTCTCAAACATGTCATCAGGTAATATGCTGGCTATCTTTTATTTCCTATTGGAAGGGATTGGTAATACGCTGCTTGTAACATTTACCTGTTTTCTCTCAGCGTTTTTGACCGGGCTTACAGTCGCCGTATTACGGCGACTATCCCCTCTTCCACTACAGAAGATACTCGACGTACTGGTCTTTATTCTTCGGGGAATTCCAATACTTATTGCTGTTTTTCTTGTTTATTTTGGATTGCCATCGATTGGCATATATGTTTCACCAC1
3742 CHIP2931 STM/STY STM1892 STY2100 ATGAAATGTGATATTATAACATTCTATCACTTCTGTTATGAGTGACCATTTCCCCGGTGAAATGTGATATTATAACATTCTATCACTTCTGCAAGCCTAAAATTAACATGACAAGTTTAGTTTCACTGGAAAACGTCTCGGTCTCATTTGGTCAACGCCGCGTCCTCTCTGACGTGTCGCTTGAATTGAGCCCCGGAAAAATTTTAACGCTTCTCGGCCCTAACGGCGCGGGGAAGTCAACGCTTGTACGCGTGGTTTTAGGACTGGTAGCCCCTGATGAAGGGGTGATCAAGCACAACGGGCAACTCCGTA1
3743 CHIP1128 STM/STY STM0892 STY0925 ATGCGCTATTCTAAACTCTCTTTGCTTAACGGTTTTCTATCGACTGGCATGCGCTATTCTAAACTCTCTTTGCTCATCCCGTGCGCGCTTCTGCTTAGCGCCTGTACGACCGTCACTCCCGCCTACAAAGATAATGGCCCGCGTATCGGCGCGTGTGTGGAAGGCGGCCCGGACAGCGTGGCTCAACAATTTTACGACTACCGTATTCAACACCACAGCAATGATATCGCCGCGCTTCGCCCCTACTTGAGTGATAACCTGGCGAAATTGTTAACCGACGCCAGCCGCGATACGGAGCACCGCC1
3744 CHIP4412 STM/STY STM0522 STY0569 ATGGTCGGCGGTTTTTTTATACTTAACCTGCGAGTTTTTTCTCTCCATGGTCGGCGGTTTTTTTATACTGGGGCTATCAACATTTAATATCATGTTGGCCATTATTATCAGCGCATTATTTATTGCGGCGGCGATGGTAATGAATGGCGCGGCAGGCAGCAAATATGGCGTTCCTTTTGCTATGATATTGCGAGGTTCTTACGGTGTCCGCGGCGCGCTATTCCCTGGATTATTGCGAGGGGGAATCGCGGCAATTATGTGGTTCGGCTTACAGTGTTACGCGGGATCGCTGGCATTTCTTA1
3745 CHIP4414 STM/STY STM0523 STY0571 ATGTCTTTTGATTTAATTATTAAGAACGGTACTGTTACTGCTGATGTTTAAGGATAAACTGACATGTCTTTTGATTTAATTATTAAGAACGGTACTGTCATCTTAGAAAACGAAGCGAGAGTTATCGATATCGCCGTCCAGGGCGGAAAAATCGCCGCGATTGGCGAGAACCTGGGGGAAGCGAAAAATGTGCTGGATGCGACGGGATTGATCGTTTCGCCGGGCATGGTTGACGCGCATACCCACATTTCTGAACCGGGCCGTACCCACTGGGAAGGCTATGAAACCGGTACGCGCGCGGCGGCGAAAGGCGGTATTA1
3746 CHIP1178 STM/STY STM0961 STY0959 ATGATGAAAAAAATGGCAATCGTTACTTACGTTGGTCGTCTATCGTTACCATGATGAAAAAAATGGCAATCGCCTGTGCATTACTTTCAAGCGTTGTAGCCAGCAGCGTATGGGCTGACGCCGCCAGCTCTCTGAAAAGCCGTCTGGATAAAGTGAGCAGCTTTCATGCCACCTTTACTCAAAAAGTCACCGATGGCAGCGGTGCCGCGGTGCAGGAGGGACAGGGTGATTTATGGGTTAAGCGGCCAAATCTATTCAACTGGCATATGACGCAACCTGACGAGAGTATTCTGGTTTCTGACGGCA1
3747 CHIP1202 STM/STY STM1640 STY1429 ATGAATACAACGCCATTTCCGTTAGCGTAAAGCTCTCTGTCCTAACGATGAATACAACGCCATTTCCGGCGCTCTCTGCGGAAACATTGCTGGCGGTGAATACCGTCGGACAGTGGCTGGCGCAAAATGATTTTTCCGGCGAACAACCTTATTCGTCGGATTGCGTCGTCCTGGCGGGCAATGCGGTGATCCCCACTATCGACGCGGCCTGTCGCATCGCCAAAGCGCAAGGCGTTCCTTTACTGATTAGCGGCGGTATAGGTCATTCGACGCCGTTTTTGTACGCCGTGATTGCCCGGCATC1
3748 CHIP2862 STM/STY STM1747 ATGCAGCACTGGTGGTGTACTTTAAAGATTTTTAACATTGTTTAACTGTTTTTTTGGTGCAGCACTGGTGGTGTACTGCCAGGTCTGTCACTGCTTTTGCTATCACCGACTTTATTTATTCTGACGATTCGTTCGATCGCCTTTCGTCGATTCGGTATACGACGTACCTGCCCACGTCGCACGTTATTTCTGACAACCATCTAAATGAAAATACTTATCAACAATGTGAAATCTTCTACAAAAATGTTTGGCCGAAAAGTATCAAATGCGTTTCTGAACCGCCAATTCATTTTACAATTTTGTTAACCAATT1
3749 CHIP2878 STM/STY STM1792 STY1919 ATGTGGGATGTCATTGACTTATCGTTATCCCTGTTGTTGCGCTTATGTGGGATGTCATTGACTTATCGCGCTGGCAGTTTGCGCTGACCGCGCTGTATCACTTTTTATTTGTTCCTCTTACGCTTGGGCTGATTTTTTTGCTGGCCGTCATGGAGACGATCTATGTGGTGACGGGGAAAACCGTCTACCGCGATATGACGCGTTTCTGGGGCAAGCTCTTCGGGATCAATTTTGCTCTCGGTGTGGCTACCGGCCTGACCATGGAGTTTCAGTTCGGGACTAACTGGTCGCTCTATTCCA1
3750 CHIP2894 STM/STY STM1828 STY1958 ATGGAATTATTAATGGATCCCTCAATTTGTTATTCCTCTTCGTCGTGGGCATGGAATTATTAATGGATCCCTCAATTTGGGTGGGTTTACTCACGCTCGTCGTCCTGGAAATTGTTCTGGGTATCGATAACCTGGTCTTTATCGCGATCCTCGCCGATAAATTGCCGCCAAAGCAGCGTGACAAAGCGCGTCTTATCGGGCTCTCGCTGGCGCTGATTATGCGTCTGGCGCTGCTGTCCATTATTTCGTGGCTGGTGACCTTAACAAAGCCGCTCTTTACCGTCTGGGATTTTACCTTCTCCGGCC1
3751 CHIP4600 STM/STY STM3074 STY3232 ATGGTTACGTTAGAGCAGTTTCGTTTTAACATAATGGGGTTAGCGCATGGTTACGTTAGAGCAGTTTCGTTATCTTCCGTCCGATGCGACACGCCCGCCGGCATGTTTTGATTTCCACTATTCAACACCCGGAATAGTGGCGATAGTCGGCGATAACGGCAGCGGAAAAAGTACGCTGGCGCAACTGATGGCTGGCTGGTATCCGGATTATCTCCCCGGTGATATTGACGGCACAGGCTTACTGCTTGGCGTCCCTATCGGGCGGCTCCCGCTGGTAGAACAGTCGCCCACCATCCAATTGG1
3752 CHIP2504 STM/STY STM3672 STY4126 ATGGCCGTGGTGATATTTCTCTTAATTAATCCATTTAAGCGGTGTGAATGGCCGTGGTGATATTTCTCTGCTGCCTGCTCGGCGGGATCGCGATAGGTTTACCCATCGCCTGGTCGCTGCTGCTTTGCGGCGCTGCTCTGATGGCATACCTGGATATGTTTGACGTGCAGATTATGGCGCAAACCCTGGTTAACGGCGCGGACAGTTTCTCCCTACTGGCCATTCCCTTTTTTGTTTTGGCCGGTGAAATCATGAACGCGGGCGGCCTGTCAAAGCGAATTGTCGACCTGCCGATGAAGCTGG1
3753 CHIP4640 STM specificSTM1553 ATGTTCACCGTGAAAGGAATCATTATTTAAGTGAGCGATTATTGTCCAGTATGTTCACCGTGAAAGGAATCAACCGCCTCAAAATCCTTCAGGATGCCATCGACCGCAATTTACATCCCGGTCAGGCTGCTGAGATGCTCGGCATTACGCCACGCCATTGCAGACGGCTGCTGAAACGTTATCGCCAACTCGGACCACTTGGCATGAACAACCATAGTCGTGGCCGCGTTGGTAACCATCTGTTGCCAACTTCACTGATAGATCAGGCACTCTGTATAATCCGGGAGCACTACCGTGATTTTGGCC1
3754 CHIP2552 STM/STY STM3799 STY3980 ATGTTTAAACCGCTTATTGCCTCTTTATGGGATTGCTGATCCTGGGTGTTTAAACCGCTTATTGCCTCTCTCATGCTGACCAGCGCGGTCGTCTATGCGAAACCGATGCCTTTGACGGCGGCGCGCTATGCGCAGCAGCTTGGCGTTGGGATGGATGTTGACTGGGCGCGAACGGAACGGGGTATCCGCGAGTTTGATCCGCTGGTCGTGCGGGATTTTAAGGCAAAAGGGTTAACGCATGTCCGTATTCGTGTGGCAGGCGCGCCGACGGAAGCGCGCCTCATCCATTTGCGTAAGCTGG1
3755 CHIP4209 STM/STY STM2986 STY3126 ATGTTTGTGGTACTGGCATTTATATTATGTTAGCGAAAGAAGCGCTGTACCATGTTTGTGGTACTGGCATTTATATTATGGGGGTTAACACCTTTATATTATCAATATTTATCAGGGGGGAATCTCGCACAAATATTGATATACCGGGTGTTCTGGTCAATTCCATTATTACTGGCAGTAAGATTGTTATTTCGGCAGCGAACGCGATTTCATGATGCCTGGAAAGATAAAAAATCTTTTTTCTTCTGCATGATCGCCGGACTTTTGATGATTGTCTCATGGTCATCTTTTATTTATGCGCTAACCC1
3756 CHIP4241 STM/STY STM3065 STY3221 ATGAAGTTCAAAGTGATGGCCCTTACTGCGTGCTGGCGGCGTGAAGTTCAAAGTGATGGCCCTGGCGGCATTAGTGGGTTTAAGTGCAATGTCGGCGCAGGCAAGCGAATTGCCGGAAGGCCCGCACATCGTGACTTCCGGTACGGCAAGCGTCGATGCTGTGCCTGATATCGCCACCTTAGCGATTGAAGTGAACGTCGCGGCGAAGGACGCGGCGACGGCGAAGAAGCAGGCCGATGAGCGCGTGGCGCAATATCTTTCCTTCCTTGAGCAAAATCAGATTGCGAAAAAAGACA1
3757 CHIP4267 STM specificSTM3120 ATGCCCGATATTTCTCATACACCTTAGGAAAAGATCCCTGCCATGCCCGATATTTCTCATACACCGACACGTAGCTGGCTTTTTACCCCAGCAATTCGACCAGAACGTTTCATAAAAGCAGTTGAAAGTGCGGCGGACATTTCTATTATCGATCTTGAAGACTCCGTCACCCCGAATGACAAGGCGCAGGCCCGGAAAATTGCGATGCAGTTCCTTTCATCCCGACCAAACTCATCGCTGAAAATAGCATTAAGAATTAATGGAATGAATACTCATGCTGGCATTGAAGACCTGCATA1
3758 CHIP4283 STM/STY STM3154 ATGGAGCCTGCTATGAACAGTATTTTTTATTCTTAAATCTCATCCGGGTTAACCTGATGGAGCCTGCTATGAACAGTATTTTTTATTCTGTTATTATATTGCTATTACTGACCGGCGCGATACTCTTCCTGATGTGGGAGGTTAATAAAAAACGTCCTGGTGGAAAAATCGTAAATTTAAATCAAACTGAACCCATGACAAAGGAAGAGGGCGAAGATCATTTCTCAGTATTAATGAATTCGATAACGCCGGTATGGTACTGGCGCGTTAACCATGAATATATCGATTTCCTTCATGCAACGATAAAACGAA1
3759 CHIP4587 STM/STY STM2840 STY2962 ATGTCTATTCTGGTTAAAAATAATATTCATTGGTTATTTTGCCTCCGTCGCATGTCTATTCTGGTTAAAAATAATATTCATTGGGTTGGCCAGCGCGACTGGGAAGTACGTGATTTTCACGGCACTGAATACAAAACGCTGCGCGGCAGCAGCTATAACAGCTATCTCATTCGTGAAGAAAAGAATGTGCTGATCGATACCGTCGATCATAAGTTTAGCCGTGAGTTTGTGCAAAACCTGCGCAGTGAAATCGACCTCGCGGATATCGACTACATCATCATTAACCATGCCGAAGAAGACCATGCAG1
3760 CHIP4611 STM/STY STM3086 STY3240 ATGTCTGACGACATGTCTATGGGTTACTCATCTTCAAGATAAGTATAACCGTACAGATGTCTGACGACATGTCTATGGGTTCGCCTTCGTCAGCAGGCGAACAGGGTGTACTACGCTCCATGCAGGAGGTTGCAATGAGCTCCCAGGAAGCCAGCAAGATGCTGCGCACTTACAATATTGCCTGGTGGGGCAATAACTACTACGACGTCAACGAGCTGGGCCATATTAGCGTATGCCCCGATCCCGACGTACCGGAAGCGCGTGTCGATCTTGCCAAACTGGTGAAAGCGCGCGAAGCGCAAGGTCAGCGTC1
3761 CHIP4627 STM specificSTM4186 ATGAAATTATACTGGCAGGAGAAGTACCTTACGGCGCGATCTCAAGCTGAAATTATACTGGCAGGAGAAGTACCCACAGGCCTTCTGTTGGTCTTTCGGTGATTCGCCGGCGCTGGCCGACGAGCTGGCGGCGCTAGTGGTCGCCGGTAAAAAGCGTGGCACCTGTAGCTCGCTGGTTAGCTATCAGAAAGAGCAACCCCCTGTCACGCCCGGGTCATATCACATTGTGCTCAACGGCACAGGCGACGCCGTGTGCGTCATACGCACGCTGGCGCTCAGGCTGATCCGTTTTAACGAGATGA1
3762 CHIP4643 STM/STY STM3654 STY4146 ATGACTGCCAGACTTGATGCGTTAATTTCTGCCTGGATAGCTCTTTAGGGTACTGCCAGACTTGATGCGGGTACCAATCCGGTTCTTCATTCAGATCAGGGCTGGCAATACCGTCATTGATGGTACCAGTATCAGTTACGAGAGTTTGGCATCATCCAAAGTATGTCCCGCAAAGGCAACTGCCTTGATAATGCCTGTGCAGAATGTTTTTTCGGGACTTTAAAATCAGAAAGTTTTTACACCAGTAAATTTAAGGATATTGATGAACTTAAGATAGCTATTGAGGATTACATACGATACTACA1
3763 CHIP4246 STM specificSTM3080 ATGCTATATGGAAATATAGAGCAGCTTACTTTATTACTTAGCTTGACTCGCTAAATGCCGATGCTATATGGAAATATAGAGCAGCTTACTTTATTACCTTACGTTAACCACATTATTAAAAAACTTATCATCGAAGCGGTGAAGATAGCTGAAGATCAGCCTGCTGGTAGATATGAACTTTCTTTCCCGGAGTCATTTCTTATGATAAGCGAAGGAGAAACACACTCTTCGTTAAACCGCAAAGCTGAACTTCATAAAAAATATATCGATGTTCAGATTTTACTAAGCGGTTATGAGGAGATTGGCTATTCCAACA1
3764 CHIP4262 STM/STY ATGAAATCAATGAATATTGCCGCTTACTTTAAAACATATCCGTACAAGCGTATGAAATCAATGAATATTGCCGCCAGCGGTGAACTCATTCCCCGTCTCTCCACCCACCGAAACGTAGTGGCGCTGGACAGTACCGACTTTACCGATGTGGCCGCAGTCGTCATTACCACTGCCGACAGCCGTAGCGGTATTCTGGCGTTGCTTAAACGCACCGGTTTTCACCTGCCGGTGTTTATGCTTGCGGATGAACCCGTCAGCGCGCCTGTCGGCGTTACGGCGGTAATAGTCGGGAACGCGCAGGAATGGC0
3765 CHIP4374 STM/STY STM0455 STY0497 ATGAAACGCGCCGTTGTTTTACCTTAACCCGGTTTTTTGATGAAACGCGCCGTTGTTGTATTTAGTGGAGGTCAGGACTCCACCACTTGTCTGGCGCAAGCGCGGCATCAGTATGATGAAGTGCATTGTGTCACGTTTGATTATGGTCAGCGCCACCGCGCAGAGATTGATGTCGCGCGGGCGCTGGCGTTAAAACTTGGCGCACGCGCGCATAAAGTGCTGGATGTCACTTTGCTGAACGAACTGGCGGTCAGCAGCCTGACGCGGGATAGCATTCCGGTGCCGGACTATGAAC1
3766 CHIP2470 STM/STY STM3590 STY4213 ATGATAAGCACCGTCTCACTATTCTGTTAGTGCCAAATCATGAGCGATGATAAGCACCGTCTCACTATTCTGGGCTTTATGTGTCGTTTGCATTGTTAATATGGCGCGCTATTTCTCATCGCTACGCGCACTGTTAGTGGTACTTCGTGGTTGCGATCCTTTGCTCTATCAATATGTCGATGGCGGCGGCTTCTTTACCACGCATGGTCAGCCCAACAAACAGGTGCGCCTGGTATGGTATATCTACGCTCAGCGCTATCGCGATCATCATGATGAAGAATTTATTCGCCGTTGTGAACGCG1
3767 CHIP4614 STM/STY STM3108 STY3263 ATGGCAAAGAACCGTAGTCGTTTAGTCCCACCAAACGTCGAATGGCAAAGAACCGTAGTCGTCGTCTGCGTAAAAAAATGCACATTGACGAATTCCAGGAATTAGGATTTTCGGTGGCATGGCGTTTTCCGGAAGGTACATCTGAAGAGCAGGTCGATAAGACTGTCGATGACTTTATTAATGACGTTATTGAGCCTAATAAACTGGCGTTTGACGGCAGCGGCTACCTGGCCTGGGAAGGGCTGATTTGTATGCAGGAAATCGGTAAATGTACCGAAGAACATCAGGCGATTGTGC1
3768 CHIP4630 STM/STY ATGCGCAATAGATTCAATTGGTTTAATAACCTGGACACTTCTGAGTCGAGCCGCAATAGATTCAATTGGTCACTGCAACCATGAATGACAAAAGATAGAGTCCTGAATGCGCTTCTGATGGCCGTGTGGCGACGTAATCACCCGCTATGAATGGCAGTCGCTCCTGAAACCGCACGGACTGGAGAGCAGAATGAGCCGTCGTGGCAACTGTCATGACAATGCGGTTGCAGAAAGCTTTTTCCAGCTACTGAAGCGTGAACGGATAAAGGAAAAGATCTACGGAACGAGAGACGAAGCCAGAAGC0
3769 CHIP1956 STM/STY STM4438 STY4777 ATGTTACCAGTTAAGATGCGCACTTTATTGTCCGGCGATTTTCAATGTTACCAGTTAAGATGCGCACTGAAAAACGGTTCTCTGTTAGACTTCAGAGAAACTCTCTCTACATTATGGCATTTGCAATGAAAGTAATCTCACAAGTTGAAGCGCAGCGTAAGATTCTGGAAGAAGCAGTTTCGACAGCGCTGGAGTTAGCCTCAGGCAAATCGGATGGGGCGGAAGTCGCCGTCAGCAAGACCACCGGCATTAGCGTCAGCACCCGTTATGGTGAAGTAGAGAATGTCGAATTTAATAGCG1
3770 CHIP1972 STM/STY STM4561 STY4911 ATGACTATGACAAGACTGAAGATTTCTAAAACTTACTGAACTTTCAGATCGTTTTTAACACATGACTATGACAAGACTGAAGATTTCTAAAACTCTGCTGGCCGTAATGTTGACCTCTGCTGTTGCGACAGGTTCTGCCTTTGCAGAAAACGCAACAACGGACAAGGCGCAAAGCGGAACCGAAACCGCAGGGCAAAAAGTCGATAGCTCTATGAATAAAGTCGGTAACTTCATGGATGACAGCGCCATCACTGCGAAAGTAAAAGCTGCGCTGGTAGACCATGACAATATTAAAAGCACCGATATTTCTGTCGAAA1
3771 CHIP1605 STM/STY STM2812 STY2938 ATGACGAAACCCACTCATGAGCTTAATTTACGGCTTCCTGTCGGATGACGAAACCCACTCATGAGCTTAGCCCGGCGCTGATCGTTTTAATGTCTGTGGCCACGGGTCTGGCGGTCGCCAGCAACTACTATGCCCAGCCGCTGCTTGATACCATCGCGCATCACTTTTCGCTTTCCGCCAGCTCCGCAGGGTTTATCGTTACCGCCGCGCAGTTGGGCTATGCCGCTGGCCTGTTGTTTCTGGTGCCGCTCGGCGACATGTTTGAACGCCGAACGCTGATTGTCTCCATGACGTTGCTGG1
3772 CHIP1629 STM/STY STM2128 STY2341 ATGCGCTTTTTCGCCCTTTTATATCTCTACTACCGGTTTGCTATTTTTACATGCGCTTTTTCGCCCTTTTCATCTACCGCCCGGTCGCCACCATTTTGATTGCCGCCGCCATTACGCTGTGCGGCATTCTGGGCTTTCGTCTGCTGCCGGTCGCCCCGCTGCCGCAGGTCGATTTCCCGGTGATTATGGTTAGCGCCTCGCTGCCGGGCGCCTCGCCGGAAACCATGGCTTCGTCGGTGGCGACGCCGTTGGAACGCTCTTTGGGACGCATTGCAGGCGTCAATGAAATGACCTCCAGCAGCTCGC1
3773 CHIP1645 STM/STY STM2215 STY2451 ATGCTAACACGCGACTCCTCTTACCATTCAGGCACAGAAGGCATGCTAACACGCGACTCCTCTTCCGGTCGGAAAATCCTGCTTACCTGTATCATTACGGGGATAGCGGCAGCATTACTTATTGGTAGCCTGCAATTTTTCCTGTCGTGGCATAAACGGGATGTTAAATACAATACGCTCCTTTCTGATGTACAACATTACCTGGCCAGCTATTTCGCCGACCTGAAAGCCACCACCGATATTCTTCAACCGTTGACGATCAACACCTGTCAGCAGGTTGGCGCAGAACTCACCTCAA1
3774 CHIP1661 STM/STY STM2099 STY2309 ATGCCCGCGACTAAATTCTCTTACCCTCCCCGCTTCGGATGCCCGCGACTAAATTCTCCCGACGTACCCTCCTGACGGCAGGTTCTGCGCTTGCTGTTCTTCCTTTTCTGCGCGCCTTGCCGGTACAGGCGCGTGAACCTCGCGAGACCGTCGATATTAAGGATTATCCGGCGGATGACGGTATCGCCTCGTTCAAACAGGCCTTCGCCGACGGACAGACCGTGGTCGTACCGCCAGGATGGGTGTGTGAAAATATCAATGCGGCGATAACGATTCCGGCGGGAAAAACGCTGC1
3775 CHIP1631 STM/STY STM2131 STY2344 ATGACTGAATTACCCATTGATGAAAACTTATACCAGGCGACACGCAATGACTGAATTACCCATTGATGAAAACACGCCGCGCATTTTGATTGTTGAAGATGAACCCAAGCTGGGACAGCTGCTTATTGACTACTTACGCGCGGCGAGTTACGCCCCCACGCTCATCAATCATGGCGACAAGGTACTGCCGTATGTGCGTCAAACGCCGCCGGATCTGATCCTGCTGGATCTGATGCTGCCGGGTACCGATGGTCTGACGCTATGCCGGGAGATTCGCCGTTTTTCCGACATCCCCATTGTGA1
3776 CHIP4531 STM/STY STM2203 STY2438 ATGAAATACATCGGAGCGCATTAGGCCATCGCTTCGGCATGAAATACATCGGAGCGCACGTCAGCGCTGCTGGCGGTCTGGCTAACGCCCCTGCCCGCGCGGCTGAAATTGGCGCAACGGCCTTTGCGCTTTTCACAAAAAACCAGCGTCAGTGGCGTGCCGCCCCCCTTACTCCCCAGGTCATTGATGACTTTAAAATCGCCTGTGAAAAGTATCATTTCTCGGCGGCGCAAATCCTTCCCCACGATAGTTACCTGATTAATCTGGGCCATCCGGTCAGTGAAGCGCTGGAAA1
3777 CHIP1671 STM/STY STM2122 STY2335 ATGACTGATCAGTCTCATCAGTGCTTATTCAAAGAACTGGCTGATTTTCGATGACTGATCAGTCTCATCAGTGCGTCATTATCGGTATCGCTGGCGCATCGGCTTCCGGCAAGAGTCTTATTGCCAGTACCCTTTACCGCGAATTGCGTGAACAAGTGGGTGACGAACATATTGGCGTTATTCCCGAAGACAGTTATTACAAAGATCAAAGCCATCTGTCGATGGAAGAACGCGTAAAAACTAACTATGACCATCCGAATGCGATGGATCACAGCCTGCTATTTCAGCATCTTCAGGCGCTCAAGC1
3778 CHIP1687 STM/STY STM1846 STY1977 ATGGAAAATCAACCTAAGTTGAATAGCTTAGAACACCAGGTGTTCTGCATGGAAAATCAACCTAAGTTGAATAGCAGTAAAGAAGTTATCGCGTTTCTGGCCGAGCGTTTTCCTCACTGTTTTAGTGCGGAAGGCGAAGCTCGCCCGCTGAAAATTGGTATTTTTCAGGATCTGGTAGAGCGAGTTGGGGGCGAAATGAACCTCAGCAAAACGCAACTTCGTTCCGCTTTACGTCTTTATACTTCAAGCTGGCGTTACCTGTACGGCGTTAAGCCGGGCGCAACGCGCGTCGACCTTGATGGCA1
3779 CHIP2087 STM/STY STM3695 STY4101 ATGCTTAACATCGTACTCTTCGAACCTTACGACCGCAATACCGCATGCTTAACATCGTACTCTTCGAACCAGAAATCCCGCCGAATACCGGCAACATCATTCGTCTTTGCGCCAATACCGGCTTTCGTCTGCACATCATCGAACCGATGGGGTTTACCTGGGATGATAAGCGCTTACGCCGCGCAGGGCTGGACTATCACGAATTCGCCGCGGTTCAGCGCCATCACGATTATGCCGCCTTTGTCGCCGCCGAAAATCCGCAGCGCCTGTTTGCGTTGACGACAAAGGGCACGCCCGCCC1
3780 CHIP2103 STM/STY STM3645 STY4157 ATGAAAAAACGTGTATTTGTGATTGCTTACTGCAATGGACTCAAGGTAATTTCATGAAAAAACGTGTATTTGTGATTGCTGCCATCGTGAGCGGCGCCCTGGCAGTATCTGGCTGCACAACAAACCCTTACACCGGCGAACGCGAAGCAGGTAAATCCGGCATTGGCGCGGGTATTGGATCGCTGGTCGGCGCAGGCATCGGCGCACTCTCCTCCTCCAAAAAAGATCGCGGTAAAGGCGCGCTGATTGGCGCGGCGGCTGGCGCGGCGCTGGGCGGCGGCGTGGGTTACTACATGGACGTACAGGAAG1
3781 CHIP1681 STM/STY STM2192 STY2426 ATGATTAAGGTGGAGACGATGGATTATCTGAGCGATCCTGACGCATGATTAAGGTGGAGACGATGGAGCGTAATGTCACGCTGGATTTTGTACGTGGCGTCGCTATCCTCGGTATCCTGCTTCTTAACATTAGCGCCTTTGGATTGCCGAAGGCGGCTTATCTCAATCCCGCCTGGTACGGCGCGATCGTTCCCGAAGACGCCTGGTCCTGGGCGATTCTCGATATTGTGGCGCAGGCTAAGTTTCTTACGCTGTTCGCGTTGTTGTTTGGCGCGGGGCTACAAATGCTGCTTCCGCGTG1
3782 CHIP1697 STM/STY STM1775 STY1900 ATGGATTTTCAGCACTGGCTGTTATGGCGTAAAACGTCCGATGGATTTTCAGCACTGGCTGCATGAGGCGGTAAACCAGCTCCGGGACAGCGACAGCCCCCGGCGCGACGCCGAGATCCTGCTAGAGTACGTTACGGGCAAGGGGCGGACGTATATCATGGCCTTTGGCGAAACGCCGCTTACCGACGTCCAGCAACAACAGCTCGCGGACCTGCTGCAGCGGCGTAAACAGGGCGAACCTATTGCGTACCTGACGGGCTTACGCGAATTCTGGTCGCTGCCGCTCTTCGTTTCTC1
3783 CHIP2097 STM/STY STM3670 STY4128 ATGAAAAATAATACCGGTTATATTATCGGTGTTAGCGGCGTGTGGCCTTATGAAAAATAATACCGGTTATATTATCGGTGCGTACCCTTGTGCACCCTCATTTCACCAGAAGAGTGAAGAGGAAGAGACGGAATTCTGGCGGCAACTCTCTGATACTCCGGATATCCGGGGGCTGGAGCAGCCTTGTCTTGAACATCTTCACCCGCTCGGCGACGAGTGGTTATTGCGCCATACACCAGGGAACTGGCAAATCGTGGTCACCGCGATAATGGAAACCATGCGCCGCCGTAGCGAAAACGGCGGTT1
3784 CHIP1929 STM/STY STM1869A ATGAATGAGTTACAATTTCAGCAGGCTTATACCAGCACCGATTTTGCATGAATGAGTTACAATTTCAGCAGGCGGCTGGTATCAGCGCCGGGCTTTCTGCGCGCTGGTTTCCACACATTGATGCGGCAATGAGCGAATTCGGTATTACTGCGCCACTGGATCAGGCCATGTTTATTGCACAAACGGGACATGAATCAGCAGGATTTACTGTTCTGAGGGAAAGCTTCAATTATTCGGTGGAGGCGCTGAAGAAGACGTTTGGTAAACGCCTGACGCCGTATCAGTGCGAAATGCTGGGGCGTA0
3785 CHIP1945 STM/STY STM4375 STY4731 ATGGCAAAAAAACGAAAATCCATTAGCCTCCCCAGTGCCCATGGCAAAAAAACGAAAATCCAGAAGCACATCCGGCGTAGGCCATTCGGCAATAAGACGAATAGCCGAACCGGTCAATCCCTTTGAGCGGCAACGAAATCGCTACACGCCAAAATGCCTGACGCTGGCGATTATGGGTGGAGCGGCCTTTTTTCTCCTGAAAGGGTGCGGTGATGGCGGCAATAGTGACAACGACGGCGATGGGACGTTTTACGCCACGGTGAACGACTGTATTGACGATGGCAATAGCGCCAGCG1



3786 CHIP2161 STM/STY STM3183 STY3361 ATGGAAAGCCTGTTAACCCTACCTTAGTATCCTTCCGAAGCGGTTGGAAAGCCTGTTAACCCTACCTCTGGCTGGTGAGGCCCGAGTCAGGATTTTACAAATTACAGATACTCACCTGTTTGCCGAAAAGCATGAAACGCTGTTAGGCGTCAATACCTGGGAAAGTTACCAGGCCGTGCTGGAGGCTATTCGGGCGCAACAGTATGAATATGATCTGATCGTGGCCACCGGCGATCTGGCGCAGGATCAATCCGCTGCGGCTTATCAGCATTTTGCTGAGGGTATCGCAAGCTTTCGCG1
3787 CHIP2147 STM/STY STM3273 STY3456 ATGTTAGATAAACTGCGTTCACGCTTAGCATGGTTCACCTACCGAGTGTTAGATAAACTGCGTTCACGCTTAGTCCATGCTGGCCCGTCTCTGATGAGTGTACCGGTTAAACTGACGCCCTTTGCGCTAAAGCGCCAGGTTCTGGAACAGGTTCTGAGCTGGCAGTTTCGTCAGGCGCTGGCCGATGGAGAGCTGGAATTCCTCGAAGGTCGTTGGTTAAGCATTCATGTTCGTGACATCGACTTAAAATGGTATACCACGGTTGAAAATGAAAAGCTGATCGTTAGCCAGCAGGCGGATG1
3788 CHIP2163 STM/STY STM3158 STY3331 ATGGCAATGCGTCTTAACGATTATTTCGCTTTCGCGGTCATGGCAATGCGTCTTAACGAGAACCTGGATGACAACGGCGAAATGCATGAAATCAACGTGACGCCGTTTATCGATGTCATGTTGGTTCTGCTGATTATCTTTATGGTGGCTGCGCCGCTGGCGACGGTGGACGTCAAGGTGAATCTGCCCGCTTCTACCAGTACGCCACAGCCGCGTCCGGAAAAACCGGTTTATCTGTCGGTGAAAGCGGATAACACCATGTTTATCGGTAACGATCCGGTGACGGATGATACGA1
3789 CHIP2179 STM/STY STM3067 STY3223 ATGGAAGATTTGAATGTTGTCGATTACTCCGCGGCGTTATCTATGGAAGATTTGAATGTTGTCGACAGCATAAATGGTGCGGGCACCTGGCTGGTACGCAACCAGGCGTTATTGCTCAGCTATGCTGTGAATATTGTTGCGGCTATCGCTATTATCATCATCGGCTTGATTGTAGCGCGCGTGATCTCCAATACGGTAAATCGTCTGATGCGTGCGCGTCATATTGATGCGACAGTGGCCGACTTTCTTTCTGCGCTGGTGCGCTATGGGGTTATCGCTTTTACGCTGATTGCGGCTC1
3790 CHIP2196 STM/STY STM3325 STY3504 ATGATCCTCTTATCGAAACAGACTCCTTAAGCTTCGTGAGAAGTAAGCGATGATCCTCTTATCGAAACAGACTCCGCTGGGCGCCGGTCGACATCGTAAATGCTATACGCATCCGGATAATGCCCGGCGTTGCATAAAAGTCATTTACAACCGTGACCACGGCGGTGATAAAGAGATTCGGCGTGAACTGAGCTACTATGCGCATCTGTCCCGCTACCTGACAGACTGGAGCGCTATCCCCCGTTATTACGGCACGGTAGAAACCGATTGCGGCACCGGCTATGTCTACGACATGATTACCGATT1
3791 CHIP0329 STM/STY STM3759 STY4027 ATGTCCTGCTACGCAGCCTTACCCATGTGTCACCCCGATGTCCTGCTACGCAGCCACAGCATCAGACTATACTCAGTGGTGTCTATTAACCCTCTCCAACTACGTTATGTTTTGGCATGGTAACAATGCGATGTTATGGATAATTAACGATAATATTGAATTTAATCCAGAAATGAATCGCCTGGCTTCATTATCGAGGCCAGATCTCAACATTATTCTGACAACGCCCGCCAGCCGCTGCTTGCGCCTTCTGCTGGAAAACGCCCCCTCCGTCGTCTCACAACAAACATTCT1
3792 CHIP2236 STM/STY STM3164 STY3337 ATGAACAATTTCAAATTACATACCCCTACTTAGCGCGCCGCTTCATAAATCATGAACAATTTCAAATTACATACCCCTACCCGCATTCTGTTTGGTAAAGGCGCTATCGTCGATCTTCGCGATCAAATCCCGCAGGACGCCCGCGTGCTGATTACCTATGGCGGCGGTAGCGTGAAAAAGACCGGCGTACTGGCGCAAGTTCAGGAAGCGTTAAAAGGACTGGATGTTCGGGAGTTTGGCGGTATTGAACCGAACCCGTCCTATGAAACGCTGATGAAGGCCGTGCAGCTTGTGCGCGACGAAAATA1
3793 CHIP0316 STM/STY STM1660 STY1404 ATGATCCCGGAAAAGCGATTAAGCGACGTTGCGGGTATGATCCCGGAAAAGCGAATTATACGGCGCATTCAGTCTGGCGGTTGTGCTATCCATTGCCAGGATTGCAGTATCAGCCAGCTTTGCATCCCGTTCACACTTAACGAGCATGAGCTTGATCAGCTTGATAATATCATCGAGCGCAAAAAGCCCATTCAGAAAGGGCAAACTCTGTTTAAAGCAGGTGATGAACTGAAATCGCTCTATGCTATCCGCTCCGGAACGATTAAGAGCTACACCATTACCGAGCAAGGCG1
3794 CHIP0332 STM/STY STM3763 STY4023 ATGACTGACATGAACATTGAAAACCTTAAAACCACTGGCCAAAGCGATGACTGACATGAACATTGAAAACCGGAAACTCAATCGCCCGGCGTCAGAAAATGATAAGCAGCATAAAAAAGTATTTCCGATCGAAGCGGAAGCTTTTCATAGCCCGGAGGAGACACTGGCGCGGCTGAACAGCCATCGTCAGGGCCTCACGATAGAAGAGGCCAGCGAACGGTTGAAAGTGTATGGGCGCAATGAAGTGGCGCATGAGCAAGTTCCTCCGGCGCTGATTCAGCTTCTGCAGGCATTCAATAACC1
3795 CHIP2239 STM/STY STM3156 STY3329 ATGAAAGAAGTTGAAGACAATAACGTTTATTTGTTATTTTTCTTGCCGTGCGAATGAAAGAAGTTGAAGACAATAACGTTTATTTGGCTTTAGACAACCATAAAAGTGATGAATTTATCTTAAAGCAAAATCTTGCAGCACTAATCGCCAGCAAAAATGCCACCCTGGAAAAGGTAACGCAGGAGGTGGTATCCATACCGGCGGCGTTAGTACGCCTGAAGTGGCAAAACCGACGGGAGATGTATGCGTTACAGGTCAAAGAGGAGATTTATGGCGCGACCATCAATGCCATTATCGAGCAGCATCCTG1
3796 CHIP2255 STM/STY STM3077 STY3237 ATGAAAATTCGCGCTTTACTGCTTATTTGATCCCGTCCGCATGAAAATTCGCGCTTTACTGCTTGCTTTGGGCATGGCGACGGTGCTGACCGGTTGCCAGAATATGGACTCTAATGGACTGCTTTCTTCGGGCGCTGAAGCTTTTCAGGCCTATACGTTAAGCGATGCGCAGGTAAAAGCGTTGAGCGATCAATCCTGTCAAGAGCTCGACAGTAAAGCGAAAATCGCGCCGGCGAGCAGCGAATACACTAAACGACTGGCAAAAATTGCCGCCGCGCTGGGGGATAACATTAACG1
3797 CHIP2271 STM/STY STM1083 STY1110 ATGTCGAACGTCTGCATTATCGTTAATACCGAATACTAAAGCCTGTTAACGATGTCGAACGTCTGCATTATCGCCTGGGTTTATGGTCGCGTTCAGGGAGTCGGGTTTCGCTATACCACGCAGCATGAGGCGCAGCGGCTGGGGTTAACCGGCTATGCGAAGAATATGGATGACGGAAGCGTAGAAGTGGTGGCCTGTGGCGACGCGGCGCAGGTGGAAAAACTCATCAAGTGGCTGAAAGAGGGCGGGCCGCGCTCTGCTCGTGTGGACAAAATCCTCACTGAACCGCACAGCCCTCGCGAGACGT1
3798 CHIP3363 STM/STY STM0785 STY0818 ATGAAACAAACAGTCTATACCGCCATTAGTACGCGTTCACCACAACCATGAAACAAACAGTCTATACCGCCAGCCCTGAGAGTCAGCAAATTCACGTCTGGAGCCTGAACCACGAAGGGACGCTGACGCTGGTGCAGGTCGTGGATGTGCCCGGTCAGGTTCAGCCGATGGTGGTCAGTCCGGATAAACGCTACCTCTATGTCGGCGTGCGCCCGGAGTTTCGTGTCCTGGCGTATCGTATTGCGCCGGATGATGGCGCGCTGACGTTTGCCGCCGAATCCGCCCTGCCGGGTAGCCCGACCC1
3799 CHIP2250 STM/STY STM3097 STY3250 ATGAGCGGCACCTTACTGGTTAATACCCCTGTTCAAAATAGCTTTCGATGAGCGGCACCTTACTGGCCTTTGACTTCGGCACAAAAAGCATCGGCGTTGCAATAGGACAACGCATTACCGGCACCGCCCGTCCGCTTCCGGCAATCAAAGCACAGGACGGCACGCCCGACTGGACGCTCATTGAACGTTTGCTGAAAGAGTGGCAGCCGGACGAAATTATTGTCGGGCTACCGCTCAATATGGATGGCACTGAACAGCCGCTGACGGCGCGCGCACGTAAATTCGCCAACCGTATTCATGGGC1
3800 CHIP2266 STM/STY STM1063 STY1084 ATGTGTGAACATCACCATGCTGTTAGGACTCCTCATGGCCATGTGTGAACATCACCATGCTGCGAAGCACATATTGTGCCCGCAATGTGACATGCTGGTGGCTTTACCCCGCCTCTCGCATGGGCAAAAAGCAGCATGTCCACGATGCGGCGCAACGTTAACGACCGAGTGGGACGCGCCCCGGCAGCGTCCTACCGCCTATGCGTTAGCGGCACTATTTATGTTGCTGCTTTCTAACCTTTTTCCCTTCGTGAATATGAATGTCGCGGGCGTCACCAGCGAAGTCACGCTTCTGG1
3801 CHIP3342 STM/STY STM0748 STY0794 ATGATGAAGCAGGCATTACGATTACAGATACGGCGACCAGGATGATGAAGCAGGCATTACGAGTAGCATTTGGTTTTCTGATGCTGTGGGCGGCGGTGCTGCACGCAGAAGTCCGTATCGAGATCACCCAGGGGGTGGACTCGGCGCGACCGATTGGCGTTGTGCCTTTTAAATGGGCCGGACCGGGCGCTGCGCCTGAAGATATCGGTGGCATCGTGGCGGCAGATTTACGCAATAGCGGTAAATTTAATCCGCTAGACCGGTCCCGACTGCCGCAGCAGCCAGCCACCGCTCAGG1
3802 CHIP3374 STM/STY STM0795 STY0828 ATGAGTTGGCAACAACGCGTTATTCACCTGCGCCATGCATGAGTTGGCAACAACGCGTCGACGATGCGCTGACGGCGCGTCGGGTGACGGATACGTTGCGCCGCCGCTATGTGGTATCGCAGGGTGCCGGACGCTGGCTGGTAGCGAACGGGCGACAGTATCTTAACTTTTCCAGCAATGATTACCTCGGCTTAAGTCAACATCCGCAGATTATTCGCGCCTGGCAACAGGCAGCGACGCGTTTTGGCGTCGGCAGCGGCGGGTCGGGTCATATCAGCGGTTATTCCGTGGCGC1
3803 CHIP3406 STM/STY STM0842 STY0881 ATGACCGTTAACGTTGTCGTTACATTAGAAGGGATCGGTGCCGATGACCGTTAACGTTGTCGTTACAGATATGGACGGCACTTTTCTCGACGATGCCAAGCAGTACGATCGTGTACGCTTCATGGCGCAATACCAGGAACTGAAAAAACGTAATATCGAATTTGTGGTCGCCAGCGGTAATCAGTACTATCAGTTGATCTCCTTCTTCCCCGAGCTGAAAGACGAAATTTCCTTTGTCGCAGAAAATGGCGCGCTGGTGTATGAACATGGCAAGCAGTTGTTTCACGGGGAGCTAACCC1
3804 CHIP0304 STM/STY STM1599 STY1465 ATGGTAAAATGCGTATCTTCTTTCCTTTAGGGTCTCTGCTTAACGGGATGGTAAAATGCGTATCTTCTTTCCTCCTGTTCAGCCTGTTGTCCGTTCAGGCAATGTCAGCTGAAAACCATATTGATCTCCACCAGCCAAAAGACTTTGTCGATATTACTACGGTCGCCCCCGACGTACAGGTAGACATGCGATACTTCAGTTCCCATAACTTTATTGGTCGCCCCATTAAAGGCTATAACGCGCCTGTTTGCCTGTTAACACGACCAGCCGCGAACGCAGTGAAGCAGGTCGCCGATCGTTTAC1
3805 CHIP4366 STM/STY STM0440 STY0482 ATGAGTCATTCTACCGAGAGCGTTAGTGCATCATCATGTTGTAGTTGAATGAGTCATTCTACCGAGAGCGGCGGCGCATCCCACGGCAGCGTAAAAACGTACATGACCGGCTTTATCCTGTCGGTCATCCTGACGGTTATTCCATTCTGGATGGTGATGACCGGCGCTGCCTCTCCGGCCGTTATTCTGGGATCTATCCTGGCAATGGCAGTGGTGCAGATTTTGGTGCATCTGGTGTGTTTCCTGCACATGAACACCAAATCTGATGAAGGCTGGAACATGACGGCCTTCATCTTTACCGTGC1
3806 CHIP4233 STM/STY STM3034 STY3183 ATGCACACAACACTTTTTTTTAGTAACCTTAAAATCCTTCCCGTTCCTATGCACACAACACTTTTTTTTAGTAACCGGACCCAGGCAGTCAGATTGCCTAAATCGATATCCTTTCCGGAGGATGTGAAACATGTCGAAATCATTGCGGTTGGCAGAAGCAGAATCATTACTCCAGTCGGAGAATCCTGGGACAGCTGGTTCGATGGCGAAGGCGCCAGTACTGATTTTATGAGTACCAGAGAACAACCCGCAGTACAGGAACGGGAAGGATTTTGA1
3807 CHIP4259 STM/STY STM3102 STY3255 ATGAGTGCTGTGACTCGCTGTTACTCAGTTAACGCCGCAATTTCATGAGTGCTGTGACTCGCTGCGAAGACGGTCTGGTGTTACGGCTTTATATTCAGCCGAAAGCCAGCCGCGATAGTATTGTGGGTTTACATGGCGACGAGGTGAAAATCGCCATTACCGCCCCACCGGTTGACGGTCAGGCAAACAGCCATCTGACCAAGTTTCTCGGTAAACAGTTTCGCGTGGCGAAAAGTCAGATCGTCATCGAAAAAGGCGAGCTGGGCCGTCACAAACAGGTAAAAATTATTCACCCGCAAC1
3808 CHIP4393 STM/STY STM0485 STY0529 ATGTTTGGAAAAGGCGGTCTTTAGAATGGCATCTTAAAGCCTGATGTTTGGAAAAGGCGGTCTGGGCAATCTGATGAAACAGGCCCAGCAGATGCAGGAAAAAATGCAGAAAATGCAGGAAGAGATTGCGCAGCTGGAAGTGACCGGCGAATCCGGCGCGGGTCTGGTGAAGGTTACCATCAACGGCGCGCATAACTGCCGCCGCGTGGAAATTGACCCAAGCCTGCTGGAAGATGACAAAGAGATGCTGGAAGATCTGGTCGCTGCGGCCTTCAACGATGCGGCGCGCCGCATTGAAG1
3809 CHIP4449 STM/STY STM0587 STY0630 ATGGAATTCAGTAATCCCTTCGATTATTTCGCCTCCTGCTTATCATGGAATTCAGTAATCCCTTCGATAATCCGCAGGGACAGTTTTACATCCTGCAAAATGCGCAGCGTCAATTCAGCCTTTGGCCAGCGGCATGTGCGCTTCCCGCAGGCTGGGACGTGGTATGCGAACCGCAATCGCAGGACGCGTGCCAGCAGTGGCTTAATACGCGCTGGACAACACTGAATCCGGCGCATTATGCCGATAAGCAGGAGGCGAAATGA1
3810 CHIP1536 STM/STY STM2498 STY2739 ATGAAGATCGTGGAAGTCAAACATTATTTGGTACCAAAAATCTTATCGCCATGAAGATCGTGGAAGTCAAACACCCACTCGTCAAACACAAGCTGGGTCTGATGCGTGAAAACGACATTAGCACTAAACGCTTTCGTGAACTCGCCTCAGAAGTAGGCAGCCTGCTGACGTATGAAGCGACAGCCGACCTGGAAACGGAAAAAGTCACCATCGAAGGCTGGAATGGCCCGGTGGAAATCGACCAGATCAAAGGTAAAAAAATTACCGTTGTGCCGATTCTGCGCGCGGGTCTGGGTATGATGGAAG1
3811 CHIP3525 STM specificSTM1034 ATGGCTAAGAATTACGTGGAAGACGTTAGCCATTAATTTTTACCGGAACGGTGGCTAAGAATTACGTGGAAGACGGCAAAACGATTGAAATTGTGGCGACCACGTCACTAAAGAGCGGAGATCTGGTACAGGTCGGCGATATGTTCGCTGTGGCTGTTACCGATATTGCCGCCGGGAGCGCCGGAACCGGCATCGCAGAAGGGGTATTCAGCATACCAAAACTGACAACAGAGGATATTGCCGTCGGGAAAAAAGTGTATCTGAAGGATAACGTGGTTCAGACGGATGCAACCGGCAGCCTGCCGT1
3812 CHIP4557 STM/STY STM2148 STY2377 ATGAAAAGTAAGTTGCTGCCTTGCTTATCGATGATAAAAAATCTCGCCAATGAAAAGTAAGTTGCTGCCTTGCGCGCTGTTGCTTGCAACCAGTTTTGCATGGGCCGCCCCCGCGACAACGGGCATTGATCAATATGAGTTAAAAAGCTTTATCGCCGACTTCACCCACTTCAAGCCCGGCGATACCGTTCCGCAAATGTACCGCACCGATGAGTATAATATTAAACAGTGGAAATTACGTAATCTGCCCGCGCCAGATGCCGGTACTCACTGGACCTATATGGGCGGCGCGTATGTACTGATTA1
3813 CHIP4487 STM/STY STM0355 STY0385 ATGCAGTTCCATATTGATGACATGATTACCTCTCGCGCGGCGGATGCAGTTCCATATTGATGACATGACCTGCGGCGGCTGCGCCAGTACGGTAAAAAAGACGATTCTGACTCTCGATGCTAATGCGACGGTGAGAACTGACCCGGCGACGCGTCTGGTTGACGTTGAAACGTCGCTATCCGCGGAGCAGATTGCCGCCGCCCTGCAAAAGGCCGGTTTCCCGCCGCGCGAGAGGTAA1
3814 CHIP1020 STM/STY STM0411 STY0449 ATGGCTATCATCCCAAAAAACTACGTTATCGTTTCAGATCGGCAAACATGGCTATCATCCCAAAAAACTACGCGCGCCTGGAAAGCGGCTATCGTGAAAAAGCGCTGAAGCTGTTTCCGTGGGTGTGCGGACGTTGTTCCCGTGAGTTTGTGTATTCAAATCTGCGTGAGCTGACGGTGCATCATATCGATCATGACCACACCAATAACCCGGAAGACGGCAGCAACTGGGAGCTATTGTGCCTCTACTGCCACGATCATGAGCATTCTAAATATACCGAAGCCGATCAGTACGGTTCGACGG1
3815 CHIP2036 STM/STY STM3702 STY4093 ATGGCCAATATTGAAATCTACACCATTAACGCAACAGCGGATCCATGGCCAATATTGAAATCTACACCAAAGCAACCTGCCCGTTTTGCCATCGTGCAAAGGCGCTGTTAAACAGCAAGGGCGTGAGTTTCCAGGAAATTGCGATTGACGGCGACGCCGTGAAGCGTGAAGAGATGATCAAACGTAGTGGCCGAACGACGGTTCCGCAAATTTTTATTGATGCACAGCACATTGGCGGTTGTGACGACTTGTATGCGCTGGATGCGCGTGGTGGACTGGATCCGCTGTTGCGTTAA1
3816 CHIP1990 STM/STY STM4379 STY4735 ATGATTATCAGGAAACGAGATAGAGTTATGTTATTGACGATACAAAATGGCTTGTATGATTATCAGGAAACGAGATAGAGTTATGCGTCGGTTTGCTTCATTGATAGCAGCGCTGTTATTAAGCGCGTGTAGCGTGCTGCAGGGTACGCCGCAACCTGCGCCGCCTGTCGCCGATCACCCGCAGGAAATCCGTCGCGATCAAACGCAAGGACTACAGCGGATGGGGACCGTAAGCGCGCTGGTTCGGGGCTCCCCGGATGATGCAATAGATGAAATCAGAGCGAAAGCCGTCGCTGCGAAAGCCGATTATT1
3817 CHIP4150 STM/STY STM2856 STY2978 ATGTGCATAGGCGTTCCGTTATCTCTCCTCACCATACAGCAGTGATGTGCATAGGCGTTCCGGGTCAAATCCGCGCCATTGACGGCAATCAGGCAAAAGTTGACGTCTGCGGCATTCAGCGCGACGTCGATCTCACATTAGTCGGCAGTTGTGATGAAAACGGTCAGCCGCGTCTGGGTCAGTGGGTGCTGGTCCATGTCGGATTCGCCATGAGCGTCATTAACGAAGCGGAAGCGCGCGACACGCTCGACGCGCTACAAAATATGTTTGATGTTGAGCCGGACGTCGGCGCACTGCTGT1
3818 CHIP2326 STM/STY STM1118 STY1154 ATGCCAACTCAAGAAGCAAAAGTTATACGTTTTTACGTTCGATGATTTGATGCCAACTCAAGAAGCAAAAGCGCACCGCGTCGGCGAATGGGCAAGCCTGCGTAATACGTCGCCGGAAATTGCCGAAGCCATTTTTGAAGTCGCTCACTATGACGAGAAACTGGCAGAAAAAATATGGGAAGAAGGTAGCGATGAGGTGCTGATCAAAGCCTTTGAGAAAACGGACAAAGACTCGCTCTTCTGGGGCGAACAAATCATCGAACGTAAAAACGTATAA1
3819 CHIP2343 STM/STY STM1249 STY1875 ATGATGAAACGTAAATTGATCCCATTAGTTAGCTAAGGAACAGTTACTGAGAACAATGATGAAACGTAAATTGATCCCATTTACCCTCTTTCTCGCTGCGCTTAGCGCCAGTACCACCTCTATAGCAGCTTCGCAGGAGATTTCTAAATCTATATACACCTGTAATGATAACCAGGTTATGGAGGTGATTTACGTCAACACCGAGGCTGGAAACGCCTATGCGATTATCAGTCAGGTAAACGAGATGATCCCGATGCGGTTAATGAAAATGGCCTCCGGAGCAAATTACGAAGCCATAGACAAAAATTATA1
3820 CHIP2299 STM/STY STM1314 STY1799 ATGTTTGATCTTGAAAATGTTGTAGATAACCTTATTTCAGTTTCTCATGGAGCTCAATGTTTGATCTTGAAAATGTTGTAGATAACCAGACCGCGGCTGAGGAACTCGAAGAAGTCGTTATGGGGCTTATCATCAATTCTGGTCAGGCGCGCAGCCTGGCATATGGCGCGCTCAGAAAAGCGAAAGAAGGCGATTTTGAGGCGGCGAAAGCGATGATGGACCAGTCGCGCATAGCGCTCAATGAAGCGCATCTTGTGCAGACAAAACTCATCGAAGGCGATCAGGGCGAAGGCAAAATGAAAGTCAGTCTGG1
3821 CHIP2544 STM/STY STM3772 STY4013 ATGCCTGTCGATACGCTGGTTAGAGTGATTGTTGTAGCTGACGTACAATGCCTGTCGATACGCTGGGCGAGTTTTATCAACGCGTCGAGGCCGTGGTGAAAACGCTGCCGGAAGGCTCGCTGATCCTGACGGATTTTGTCGGCGGCACAACGTCCAACGTCGCGGCGCGGCTAAGCGCCGATTATCCGGTGGCGGTGATTGCCGGACTGAATGCGTCGCTACTGCTGGAGGCGCTGGACAGGCGCGAACAAGGGATGCTAACCGCCTGCGTGGACGAGTTAGTTGAGGCCGGGCGCAGTAGCT1
3822 CHIP2545 STM/STY STM3773 STY4012 ATGCGGTCGGTGGCGGATTTAACTATAGAGCAGTTCGTAGATATAAAAATATTCCGTGCGGTCGGTGGCGGATGTGCTGCCGCATGAAGAGCATTACGCGCCCGACGATCCGTTTACCAGCCTGATTGGTTACGATCGCAGCCTGCGCGATGCGGTAGAAAAAGGCCGTGCGGCGGTGCTCTATCCGCACGGTTTACACGTTCTGCTTACCGGGCCGTCCGGCGTCGGTAAAACCTTTTTTGCGGAACTGATGCACCGTTTCGCCTGTGAACAGGCGAGCGGCGCTATCCCGCCGCTGGTCTACTTTAACT1
3823 CHIP2632 STM/STY STM0056 STY0065 ATGAACGAAGCTGTACTACTGGGTGTTAAACGTGGTGGCGGTGATGAACGAAGCTGTACTACTGGGTGAAGGTTTCACCCTGATGTTTTTAGGGATGGGGTTCGTACTGAGCTTTCTGTTCCTGCTCATCTTTGCCATTCGCGGCATGTCTGCCGTGATTACTCGCTTCTTCCCGGAACCCGTCGCCGCGCCCGCACCGCGCGCCGTTCCCGTCGTGGACGACTTCACCCGCTTAAAGCCGGTGATTGCCGCCGCCATTCACCATCACCGCCACCACGTTTAA1
3824 CHIP2617 STM/STY STM0018 STY0018 ATGGCTACAAGCAAACTGATTCATTAGTAAGCGCCAAGATCGGTATGGCTACAAGCAAACTGATTCAAGGCGATACAATTACTGAAACTACTCATGCAGCGAATGGTTTTGACCCTGCAACAAGCGATGATAAAATAAGCTATACTTCCGCTCGTGTTGCGAAACCGGTATACAATAAATATAAAAATTCCACGACTAAACCGAAGGTATTCGGTTATTACACCGACTGGTCACAGTATGACAGCCGTCTGCAAGGCAATATGTCCCAACCGGGCCGTGGTTATGATTTAACCAAAGTTT1
3825 CHIP2633 STM/STY STM0057 STY0066 ATGACCAACATGACCCAGGCTTACACCATCATGCTGAACACGATGACCAACATGACCCAGGCTTCGGCGACGGAGAAAAAGGGGGCTAGCGATTTACTCAGATTCAAAATCTTTGGTATGCCGCTACCGCTTTATGCCTTTGCATTAATTACTTTATTACTTTCTCATTTTTATAATGCTATACCGACTGACTTAGTAGGTGGTTTTGCCCTTATGTTTGTGATGGGGGCCATTTTTGGTGAAATCGGCAAACGTTTACCGATCTTCAATAAATATATTGGCGGCGCACCGGTTATGA1
3826 CHIP2618 STM/STY STM0019 STY0019 ATGACCATTTCCATTCACGCTTATCTGAAATAGCGAGGGGCAATGACCATTTCCATTCACGCCAGCGCATTTGACGTCAACAGCTGGTATCAAAAAATTACCTTAACTTTCATCAATGAGAGCGGTAATGCGGTCGATATGAACCATGCCGCAATATCATTCACGGCTTCCGGGCACATCGATCCATGGGGAAATAGCGGCGGTACGCTCAAAGGGAACCTGCCGCTTACGCTGAATGAGAGTTCGTATGGCACGCTGGAAACTAACAACATCATCATTAATAACAGCGATGCATTAC1
3827 CHIP2620 STM/STY STM0029 STY0035 ATGAGACAATATACTATTAATAACGAATTTATTTATAATGTTAGATAAACGGCGCTAAAAAGAAAAGATGAGACAATATACTATTAATAACGAATTTATTTATAATGAGTCGTTAAGAGAAATAATATCATTACATGATAAAAAAGTGCTAAAGGTGACGCTAATGCGTGCGCGTTGTTTAAGCTATCTTTTTGAAAATGCCTACAAGAAACTGATTACGCGGGAGATGATTTCACACGCAGTTTGGGGAGAGCGAAGTCAATTTGTTAGCGATGCTAATTTGACGCAACTTCTTTATCTGCTGCGACGAGATTTACAACAAA1
3828 CHIP2652 STM/STY STM0093 STY0108 ATGAAAAAACGTATTCCCACTCTTCTTTACATAGAGCTTTGGTACGGCAATGAAAAAACGTATTCCCACTCTTCTGGCCACCATGATCGCCAGCGCCCTTTATAGTCATCAGGGGCTGGCAGCCGATCTCGCCTCACAGTGTATGTTGGGCGTGCCGAGCTACGATCGTCCTCTGGTAAAAGGCGATACCAACGATCTGCCGGTTACTATCAATGCCGATAACGCTAAAGGTAACTACCCGGACGATGCCGTTTTTACCGGCAACGTGGACATTATGCAGGGGAATAGCCGCCTGCAAGCGGATG1
3829 CHIP1004 STM/STY STM1146 STY1183 ATGTCCGTAATCAAGAAAAATATCCCTTAATATTTTCGGCGTGAGTAGAAATATCATGTCCGTAATCAAGAAAAATATCCCTGCCATAGGCCTGTGTATCTGCGCTTTTTTTATCCATTCTGCGGTAGGGCAACAAACGGTACAGGGCGGCGTTATCCATTTTCGCGGCGCGATTGTTGAGCCACTGTGCGATATTTCTACTCACGCCGAAAATATTGA1
3830 CHIP2794 STM/STY STM1613 STY1451 ATGATGAAAAAGATCCTTGTGGCTTATTGTGTTAACAGCGCCTTGAATGATGAAAAAGATCCTTGTGGCATGTGGTACCGGCATGTCGACATCAACCATGATTGCACAAAAACTGCAGGACTTTCTTGCGGAGCAAGGCATTGCGGCAACCACGGCGCAATGTTGTCTGAATGAGATCCCGTTGAACTGTAACGGTATGGATCTCATCGTAACGTCCATGCGTACGCACAGTGACTATGGCATCCCGACGCTCAACGGCGCCGCCCTGCTGACAGGCATCAACGACGACGCATTAAAACAAG1
3831 CHIP2827 STM/STY STM1662 STY1402 ATGATCATGATGAAGCTGAAATCGTTACTCATCTCCGCCGAGGATGATCATGATGAAGCTGAAATCGGCGAAGGGGAAAAAATTTCTGTTATGCCTGCTGGCAGTGTTTATCGTTGCGGCATCGGTGGTAACGCGCGCGACTATCGGCGGTGTGATTGAGCAGTATCATATTCCACTGTCCGAGTGGACAAGCTCTATGTATGCCATTCAGTCGGCAATGATTTTCGTTTACAGTCTGGTGTTCACTATTCTGCTGGCGATTCCTTTGGGGATCTATTTCCTCGGCGGAGATGAGTAA1
3832 CHIP2788 STM/STY STM1603 STY1461 ATGCTTACAAAAACGTTATCAGTAGTTTTACTGTTAACGAAAATAGCTTTCTGGTTTGCATGCTTACAAAAACGTTATCAGTAGTTTTACTGACCTGTGCGCTGTTTTCAGGCCAGTTACTGGCGAAACAGCAAGACCACGCATTCGTATGGTTTGCGACGGGAGGGCACCAGCTTAGACACGAAGCCGACAGCGATGAATTACGGGCGGCAGCGGAAGAATCCGCGGAAGGCTTGCGCGAGCACCACAACTGGCAGAAATCGCGCAAACCAGAAAGCTATTTTCGTTAA1
3833 CHIP2758 STM specificSTM1551 ATGGCATTTCAAATTTTAACGACTACTTTATAAGTCATCAATGTTGACCTCAATGATGGCATTTCAAATTTTAACGACTACTGCAGCAAGCATTACAGAACTGAAACGTGATCCAATGGGAACTTTCAATGCCGGAGATGGCGCTCCAGTTGCCATTCTTAACCGCAATGAACCGGCTTTCTACTGTGTGCCTCCGGCACTTTATGCTCATCTTATGGATATTCTTGAGGATGAAGAACTCGGTCGTATTATCGATGAGCGTGCGAATGAACGCGTCATTGAGGTCAACATTGATGACTTATAA1
3834 CHIP3200 STM/STY STM3237 STY3417 ATGAGCAAAAAATCGGCGATTAGGCTGCGGCCTCTTCATGAGCAAAAAATCGGCGAAGAAACGTCAGCCCGTGGTAAAACCTGCCGTACAGGAGGCGATGAGCGCCGCTGTGCCGCTGGGCTATGAAGAGATGCTAACCGAACTGGAAGCCATCGTGGCGGACGCCGAAGCCCGGCTGGCAGAAGAAGAGGCCGCAGCCTGA1
3835 CHIP1091 STM specificPSLT082 ATGGGAAATAACCGGCTGATTACGTATGTTCATTTTTATCACCCTCTATGGGAAATAACCGGCTGAACAACCTGAAGGGACGTGCCGTTTTATATCGTATTGCCGGTCTTCTGCGCTGGCTGATATGGGGCGTGAAATATGCCGTTATCTGGCCGCTGGCCACAACAGCCATTGTTGTCATTCTGCTCTTCCGGACGGGGGATACCACGCCGGGACAACAGATGGCGCAGGAAATCGGACGGGTGAGGGCAATGGCCCCGTCCGGGATGTTTCCGGTCCGGGACTGCCCTGACCCGGCTTTCA1
3836 CHIP1084 STM specificPSLT070 ATGATCCACTCTTCACACGCCTTAGGGAAGTCGCCCGGGATGATCCACTCTTCACACGCCCTGGTTACCCTGAAGCCAGCCCGTCAGGCGGCATTACAGGCCATTCTGACGGTGGAAGAATCCCGCCGCCGTGGAGCACGTCTGCCCGCCCTGCCACATGCGCGTACTTTTTTGCGCGTGCTGAGCGGCAGCAGCCGGATTAACACGACAGTGGCACAGCGTATTCCCGGTCTGAACTGGGAGCCGAAGAACCGGCTGACCAGCCTGAAACAGGTGGAAGAGGCGCTGGATCGCC1
3837 CHIP1116 STM specific ATGATGAGTATTGCGCAGGTCCTTAGTCCCCGCCAGGGGTATGATGAGTATTGCGCAGGTCCGGTCGGCGGGAAGTGCCGCCGGTTATTACAGCGACAGGGATAACTACTACGTGCTGGGCAGCATGGAAGAGCGCTGGGCCGGAAAAGGCGCGGAGCAGCTGGGGTTGCAGGGCACCGTCGATAAGGAGGTGTTCACCCGGGTACTGGAAGGCAGACTGCCCGACGGGGCTGATCTGAGCCGGCAGCAGGATGGCGGCAACAAACACCGCCCCGGCTATGATCTGACCTTCTCTG0



3838 CHIP1061 STM specificPSLT031 ATGAGTCAGCCACCGTTACCTTTATGAACCTCCTTTGAGCATAGCATGAGTCAGCCACCGTTACCTGCTGTCTGTACGCAGGCAGCGTCCGCCCTGCTGCCGGTGGCCATTGATTACCCGGCGGCCCTCGCACTGCGCCAGATGGCAATGCAGCATGACGACTACCCGAAATATCTGCTGGCACCGGAGGTAAGTGCCCTGCTCCACTACGTCCCTGATCTGCATCGCAGGATGCTGCTGGCCACTCTATGGAATACCGGCGCACGGATTAACGAGGCGCTGGCCCTGACACGGGGAGACT1
3839 CHIP1093 STM specificPSLT084 ATGAACCGGATTTCATGCCTTAATTAATCCGTGGCTTTCCCATGAACCGGATTTCATGCCTGATCCCTTTCTGTGGCGCGCTTCTGCTGTCCGGATGCGCCGGAACGAACTCCGACTTTGAATGTACCGCCACCACGTCAGACACCTGTATGACGATGGAGCAGGCCAATGAAAAAGCGAAAAGACAGGAGCAACCTGAGACGGTAAAGCCGGGTGCGGTATCACTGCCGCGCCTGGCTGAGGGTAACTTTCGCACGACGCCGGTACAGGTAGTCAGTACCGTCACTCTACCCGTCG1
3840 CHIP0655 STM specificPSLT035 ATGTTAAGAGCCACGAAAGTATGCTTACCCCAACAGCTTGCCGATGTTAAGAGCCACGAAAGTATGCATATATCCGACACCGGAACAGGCGGAGCACCTTAACGCCCAGTTCGGTGCAGTCCGTTTTGTGTACAGCAAATCTCTGCATATCAAGAAACACGCTTATCAACGACACGGCGTAAGTTTAACCCCGCGTAAAGACATTAAACCGCTTCTGGCTGTAGCGAAAAAATTCCGTAAATTCCGTAAATACGCATGGCTAAAGGAATATGACTCTATTGCGTTGCAACAGGCGGTGA1
3841 CHIP4905 none R460058 ATGCCAGAAATTGCATCCCTTAGATACAAACAGCCTTACCGCTGATGCCAGAAATTGCATCCCTACAACTTTTCAAAATACTATCTGATGAAACCCGCCTGGGTATCGTGCTACTGCTCAGGGAGATGGGGGAGCTGTGCGTATGCGATCTCTGCACAGCGCTGGAACAATCACAACCCAAGACCTCCCGCCATCTGGCGATGCTTCGGGAAAGTGGCCTGTTGCTGGATCGCAAGCAGGGGAAATGGGTTCATTATCGCTTATCCCCGCATATTCCTTCCTGGGCTGCCCTGGTGATTG0
3842 CHIP4906 none R460059 ATGAAAATGTTAACGGTGTTTGATCCTTAACAACAGGAAGTTTTACCACCAATGAAAATGTTAACGGTGTTTGATCCGGCGATGTGCTGCAGTACCGGCGTTTGTGGTTCAGATGTCGATCAGGTTTTGGTCAATTTTTCTGCTGATGTGCAATGGCTGAAAGGGCGTGGGGTTCAGATCGAACGTTATAACCTGGCGCACGAGCCTATGAGCTTCGTTGAGAACGAAAAAGCGAAAGCATTCCTTGAGGCTTCTGGAGCTGAAGGGCTTCCGCTGCTGTTGCTTGATGGTGAAACGGTGATGGCCG0
3843 CHIP4894 none R460039 ATGTTTGCGCTGATTGATGTCTTATTTGATGGTGGCTATTGGTATTGATGTTTGCGCTGATTGATGTCAATGGCATGTACGCCAGCTGTGAGCAGGCATTTAGGCCAGATCTGGCAAACCGAGCAGTGGCCGTTTTATCCAACAATGACGGCAACATTGTGGCCCGTAATTACCTGGCGAAGAAAGCGGGCCTGAAAATGGGCGATCCGTACTTCAAAGTCAGACCCATAATCGAGCGTCATAACATCGCTATTTTTAGCTCTAATTACACTCTTTATGCCTCCATGTCGGCCCGGTTCGCGG0
3844 CHIP4900 none R460053 ATGTTGACGAATGACAGGGGTTATCTCGGGGACGCATAAACATGTTGACGAATGACAGGGGGCGGCAGGTGCGGAGGGCGCGGTTGCTTCGTCATATGAAGCAAAGTCACCTAGCTGAATTAATGGGTGTGGATCAGGCAACCGTGTCGCGCTGGGAGCGGGGCACCCTTGCATTGTCGGATGGGAGGTGGTCAGCGGTTCTTCAATTGCTTACCGGGCCTTCCGATTCATCCGTACGACGCTGCGCTGAAGCGTCTGGTGCAATCCTCCGCCCACAAAGTCCATCTGGTAGCGACC0
3845 CHIP4888 none R460033 ATGTATCACTATCTCGTTTTTGTCCCTTTACAGCTGCTTACGTGGCTTTTTACATGTATCACTATCTCGTTTTTGTCCCTCTCGCATTAATTATTAGCGCCGCTGCGCTTGCCCTGCCCTGGTTTATCGTTCGTGCGGGATACAGGGATCTGGTGCAGATCACCTGCGCCTGCGTCTCTATTCTGGGCCTGTGTGCGGCGACAGGGGTTTTCAGCTACTTCGATAATAAGCCGCTTGCGTTTCTGTACGGTTGCGGCGCGCTGGCGTGCTTTTTGTACGCGGTAGACTGCGCGATACCGTTGTATATGA0
3846 CHIP4752 STM specificPSLT023 GACCTGGGTAGGGGTGATTCTCAGCGGGATTTGAAGAGTTGACCTGGGTAGGGGTGATTCATTCCTTTGCCCGGCATAAAGTTATTGGCGATAAAGTTGAGCTGTCGTTTGTCGAATTCGCCAAACTCTGTGGGATCCCCTCCAGTCAGTCATCCCGGAAGCTCCGGGAACGTATCAGTCCTTCACTTAAGCGTATCGCGGGTACTGTGATCTCGTTTTCCCGCACAACGGAGAAGCACACCAAAGAGTACATTACGCATCTGGTACAGTCGGCTTACTATGATACGGAAAAAGAT1
3847 CHIP4828 STM/STY STM2714 STY4618 TCGTTTACTGGCAGTGGTTCTACGTTTCAGTTCCTCGATCCTCGTTTACTGGCAGTGGTTCTGGCGCTGGTACTTGCGGCGCTGGGCTGGCAGTCGTGGCGGCTTAACAATGCCAGCCACACCATCGAGACGCAGGGCGCGGTGCTGAAAAGCAAAACGCAGGAGCTGACGAAGAAAAACAGCCAGCTGATCGGCCTGTCCATTCTGACCGAAACCAACAGCCGGGAGCAGGCGCGGCTTTATGCGGCAGCGGAACAGACCACCGCACTTCTGCGCAGCCGCCAGCACCGGATCGAG1
3848 CHIP4832 STM/STY CAAACGCGGTTACCAAAAGTAAGGGATTGCCGGTATCTTTCAAACGCGGTTACCAAAAGTCTGGCGCAGTCCGGGCGGGAGACCAATCGCCTGTACCGGCAGAATTACGGTCTAACTCATAACGGCATCTGGGACTGGGGGCAAAGCCGCCTGGGGTTCTACTATGAAAAAACCGATAACACCCGCATGAATGAGGGGCTCTCCGGCGGCGGCGAGGGGCGTATTACCAACGACCAGACGTTCACCACTAACCGCCTGACCTCGTATCGCACCAGCGGCGAGGTGAATGTCCCGGT0
3849 CHIP4836 STM specific GAACAAACACACCCAGATTCGAATACCGCCACATGGAGAACGAACAAACACACCCAGATTCGCCACGCCGTGCTGGCGAAACTTGAATCCCTGTCTGGATCGTCCGCCATGCTGCACGACGGTTTGCCGGTCTTTATTGAACCAGAAGAGCTTCCCGCACTGGCTGTCTGGTTGACCGATGCGCAGTTCGCCGGGCAGATGCTTGATGAACGCGACTGGGAGGCCGTTCTCCATGTGGCGGTATT0
3850 CHIP4840 STM specific GTAACCAGCCAGCGACTCTCCTTCTGCAGGGGATTACTGCGTAACCAGCCAGCGACTCTCGTCCACCGAAATATTGCGGGTGAAAGCCGCGCAGCTGGGCGTGAGCAGTGCGGCGGATATTTATATCCGCCAGATGGAAAACGCAGGAACGGTGACTCGCTCATTGGGACTGAAAAGCGCAGCAGCACGCAGAGAAATTGGTGTACTTTTCGGTGAGCTTGCCCGGGGAAACTTTGGTGCATTGCGGGGGAGCGGCATCACCCTCGCCAACCGCGCCGGGTGGCTTGAAACGCTGA0
3851 CHIP4844 STM specificSTM0923 AAAATGAACGAGGGCTGGTATATCGACCGATGATCACCACAAAATGAACGAGGGCTGGTATCAGATACGCATCGCCGGTCAGGATGTGGATGAAACCAGCGTGTCAGCCCGTCTGCATGAGCCGCTGCCGGACGGGGCCATTATTCATATTGTCCCGCGTATTGCAGGGGCTGGAAAAGGTGGTCTGTTCCAGGTAGTGCTGGGTGCCGTGGCAATAGGCGCGTCATTTTTTACGGCCGGCGCTTCAATGGCTGCCTGGGGGGCGGCGTTATCTGCCGGTGCTATTTCGGCATCCT1
3852 CHIP4848 STM/STY STM3114 STY3270 TTCAGCCCTTTATCCCACTGTCGCTATATACCCCCTGCAATTCAGCCCTTTATCCCACTGGTGGTTGACGGCAAGCCGTGGCAGGCATATCCGACGGAGACCATTGCCAGCAATCGTCGTTTCTTCAGTTTTGAACCCGGGGCGAAATGGCATGGCTTTGAGGGCTATGCGGATGACCAGTATTTTGTCGACCCCTGTAAACTGTTACTGACCACGCCAGGTATTGATGCCGATAGTGGGCGATACACCGAATTCGGCATCCCGGCGACCATTCTCGCCCACTATCTGCGTGAGAA1
3853 CHIP4934 STY specific STY0327 ATGGAACAGCGAGCTTTTTTGTTACTGGTATCTATTATACAATTCTATTTCAGCCAATGGAACAGCGAGCTTTTTTGATTGAAATTAAGAAGTTAATTGCATCGATAACGTCAAAAAACATGACTGTCAAGGGGTGTTCTACAGAGGATATACTGTATCTGGAAGAAAACTATGGAGAATTACCAAAGTCTTATAAATTATTTTTATCTCTTTTGGGTGTCGAATCTGGTGACTTTAAGGAAGGGACTGATCTTCTTTTTAAAGATATAAATGATATAAATAAGTATACAGTTGAGTTGATGCAAGAAAATA0
3854 CHIP4950 STM/STY STY0746 ATGAGTCGCAAGCAACTGGTTACGCCAGATCCAGCAGGATGAGTCGCAAGCAACTGGCGCTGTTTGAACCTGTTTTACTCGTACAGGCGCTAACGGATGCCGTAAAAAAATTAAGCCCACGCGCCCAGTGGCGTAACCCGGTGATGTTTGTGGTCTGGGCCGGCAGCGTGCTAGCCACTCTGTTAACGCTCGCTATGGTAACAGGACAAATAGCGGGAAGCGCCTTGTTTACAGGGGTGATCAGCCTGTGGTTATGGTTCACCGTACTGTTCGCCAATTTTGCCGAAGCACTGG0
3855 CHIP4966 STY specific STY1031 ATGGCGATAGAGTATGTTGAAGGATTATTCATTCGATTTGATTCGGATGATGGCGATAGAGTATGTTGAAGGAGTCAATTATCTTTCCATTGAAGATATCGTTTACATCAACAGGTCTCTGATCGAGATTCAGACGCCAAATGAACCGATAGGCGTACTGAATCCGAACAACCTCAGTTCTTCCCAGTCCCGGCCAAGCACCATTCGATATTATGAGCAGACAGACGATATGTTTCGTCTGTCTGCTGTTCTAATTGAAAGCCTAATCCAGAATCATCCATTCGCAAACGCAAACAAACGCACCG0
3856 CHIP4982 STY specific STY1053 ATGTGGACGGTATCTGATAACCATTACTTACCGCTGGCAGACTTTGATGTGGACGGTATCTGATAACCAGAATGGCCCCGAAAGGGGCCTGAAGGAAACTGAAATGGCGAAAGAAAAGCTGGTTACCATCCATGTTCACACCCCGTTTACGCTGACGCTCGGCGATCAGTCAAAACAGGAGTTTGGCCGGGGACGACATAACGTACCGGAAGAAGTCGCGTCGCACTGGTTCACCCAGGCGCACTCTGAGCTTTCCGAAAGCGTGATTAGCGACACCGATGATCTGCAACCCATTATCGACG0
3857 CHIP4997 STY specific STY1069 ATGCGATACAGACGTGAAGACGTTACGCCTCCGATGTAACAGTCATGCGATACAGACGTGAAGACGCCGATGGCGATTACACCTTTGGCAGCGGTGATGACACCTGGCTGATTAACTCACCGGAGGCCGTGGCGCAGGCGGTAAAAACGCGATTCGAATTGTGGTATGGGCAATGGTTTCTCGACACCACCGAGGGGACTCCGTGGATCCAGTCCGTACTCGGTAAGCAGAAGCCGGAAACCTACAACCTGGCGATCCGTAAGCGCATCCTCGAAACGCAGGGCGTTAAATCAATCCTCT0
3858 CHIP5105 STY specific STY2045 ATGAAAATGCACAATGCCCCTTACTCCTTATGGGCACCGAATGAAAATGCACAATGCCCCTCATTCCTGGCCTGGCTTACTGGAACTCTTACAAAGTTGGTGGCGTGGAGATACGCCGCTGGGCGCAGTGGTTATGTCAATTATTATGGCTGGTTTGCGCATTGCCTATTTTGGCGGTGGCGGCGGCTGGAAACGAAAAACGCTTGAGATTCTGCTTTGTGGTGCTCTGACGCTGACCTTTGCATCCGCGCTTGAGTATGTCGGATGGCCTAAATCACTTTCTGTTGCCATTGGTG0
3859 CHIP4952 STY specific STY0945 ATGCCCGGACTGATAGGCTTAATCCTCTTCTCTGAAAAGAGTAGTCTTACAATGCCCGGACTGATAGGCTACTGGAAGCAACTTCCCACCAAAGATGAATATATTAAAAAACACAATATGAGCAAAATATCCTGCTACAGTTGTGGTCACGAGAAATTCAGCGATGTTGGTTTGATACAGGTATGGGATAATCACAGAAGAATTCTTTGTGCTAAGTGTAAGACTACTCTTTTCAGAGAAGAGGATTAG0
3860 CHIP4968 STY specific STY1033 ATGCATATTAAGCATCGTGGAGTCTTACATTTGAAGTGTATCAAAGCAACGATGCATATTAAGCATCGTGGAGTCGCAGACGTTTCCAGAAATAAAGTCAGTGTGACGGGGGGTTACATGTTAGAAGACTTACCAGAATCAGGGTATGCGGTTATACGTTGTTACGATCATTGTGTAGTGGCAAGGTTCGGTAGTATTCCGGATAGCGGACGCGCCCTGATGTATCGTCGTGGTGACGAGATATCTTTTGTTCCCCTTCACCCTGATGACATAGTTGGAACTCCAACATTATTTACGCAAATGTTAG0
3861 CHIP4983 STY specific STY1055 ATGAGTTTCAAAAGCGGTGTAACATTAAGAGTCGGCATCTTTATCCCATGAGTTTCAAAAGCGGTGTAACAACGAGGGTGGATAACGCTAAGGCCATTCTGGATGCGCTCAGGTCGTTAACCAAAAAAGATGTGCTGGTCGGCATCCCTTCGGAAGACAGCGGGCGGGATGATGTTCCGTTTGGTAATGCGGGCATCGGTTACCTCAACGAATACGGCTCACCAGAGCAGAACATCCCGCCACGACCTCACCTGGTCCCCGGCGTTAAATCGGCAGAAGAGCAGACGGTGCCGCAGCTCAAAG0
3862 CHIP4999 STY specific STY1071 ATGAGCAAATATACGGACTTAATTACTAACTATCATTAGAGTAATGTCCCCCATGAACCATGAGCAAATATACGGACTTAATTACTAACTATCATGCGACAAAACCTAAATTCGTTGAACACATCGATTTAGTGACCAGGCCGTTAGCTGAAACCTCAGCCGCAATAAATGGGCTAATAAGCGCTTTTGATATTGATTATGCGACAGGAATACAACTCGATATTCTCGGCCAGTGGATAGGGTTAAGCCGTGTTGTAAGCCAGCCAATAAGCGGTGTCTATTTCAGTTGGGACACTGACGGACTTGGATATGACC0
3863 CHIP5107 STY specific STY2047 ATGAGAGAACTACCTAAAGATTATTTTTTAGGAGTTTATTGAACATATAAAAAAACAGCCGAGATGAGAGAACTACCTAAAGATTATTTTTTAGGAGTAGATGATGAGCTCGTCGATTATCTTGAAAAACAAGGGGAAGAGACGATACGAGAGATTCATCTTTCTAACAAAACTAATGTTGAGAATGGATACAAACTTCTGAACATTCAGATTGTTGGAATTGGCTCATCTTTTTTATTGCTGACACAGAAAACTAATTTCGATTTTCTCACTGCTGGAATTACCACATTTACATTACTATGGACATGGTGCGCCATTT0
3864 CHIP5122 STY specific STY2063 ATGGCTTCAAACTGGATAAAGCTCTTACCCCCTGAAGCCTGGATGGCTTCAAACTGGATAAAGCTCGAGGTTATTACGCCGGATAAGCCGGAAATATTCAGGCTTGCTGAGATTCTGAATATTGATCCAGATGCCGCATTAGGGAAGGTTATTCGCTTCTGGGCATGGGCGGATCAACAAATGATAGACGGTAATGCAAATTGTAACGCTCGCGGCGTTACAAAAAGTGCAATAGATCGCATCACTTTTATGGCTGGTTTTGCTGATGCGTTAATTCAGGTTGGATGGCTGGTCGAAA0
3865 CHIP5056 STY specific STY1633 ATGACTGGTGTCACCCGTCATTAATGGGAATGGTGATTAGAGTTCTGATGACTGGTGTCACCCGTCAGATCGGTACGGTCAGTGCCGTTGATGCCGACAGGGTTCAGGCCCGCGTTCGTCTGCCTGAATGCGATAATCTGCGCACAAACTGGCTTAACGTGCTACAGCGCAATACCCAGGATAACAAGGATTACTGGCTCCCTGACGTGGGGGAGCAGGTTGAGGTGCTGCTCGATGCCAACGGCGAGGATGGTGTTATTCTGGGCGCGGTGTACTCAGACGTCGATAAACCGCCGTTCAGTG0
3866 CHIP5072 STY specific STY1890 ATGAAAAAGTTAATATTCTTAACCTTATCTATAGTTAGCTTTTATTTAGAAAGTATAAGTTCTATTACAGGTCTTGCAATGAAAAAGTTAATATTCTTAACCTTATCTATAGTTAGCTTTAATAACTATGCTGTAGATTTTGTGTATCGTGTGGACTCAACCCCGCCGGACGTTATTTTTCGCGATGGGTTTTCACTACTTGGGTATAACCGTAACTTTCAGCAATTTATTAGTGGAAGGTCATGTAGTGGTGGAAGTAGTGACAGTCGCTATATTGCAACAACCTCAAGTGTTAATCAAACATATGCTATAGCCAGAGCGTACTATTCTCGCT0
3867 CHIP5085 STY specific STY2024 ATGGAGGCCGTAGAAATCCCTTACTCCGTGAAGACATAGAGGTGTGATGGAGGCCGTAGAAATCCCACTGGTCGCTGATAATCAGACTTTTGCCACCACAATTAACGGTACGGTTTATCACCTGTCTGTCATCTGGCGCGGAGAGTACTGGGTTCTGGATCTTGCTGACAGCAATGGTTCCGCCATTATCTCAGGTATGCCGATGATTACGGGGGCTGACCTGCTGGCGCAGTATCGATATATGAATCTCGGGTTTTCGCTGGTGGTACTCTGCGACGTGGCAGGACAGGAAAACCCGACGC0
3868 CHIP5194 STY specific STY3090 ATGAACCGTATTTTTCAAACTACCGTTATTGGTATTCAAAATTAACCATTGCGATGAACCGTATTTTTCAAACTACCGGGCATTTGATCGGAGGCGTAATGTTATGGGCGGTTTGCAATACGCTACCTGCTGCCACGCCTAATGTGCACTACAGCGGTAAGCTGGTTGCCGGAGCCTGTAACCTGGTAGTGGATAATGACACGATGGCGACGGTGGATTTTCATACTATTGGCAGTGACAATTTCGACGCCAGCGGGCAAACGACTCCTGTTCCATTCACACTTAGCCTCCAGGATTGCAAAACAGCGC0
3869 CHIP5124 STY specific STY2065 ATGAACAAAATTTCAACATATCGAAAACTTAATCAACCGCTCCTATGCTGATGAACAAAATTTCAACATATCGAAAACAGCTTGGGCTGTCTCAAAGACAACTTGCTGTTCAGTTAGGGTGGATACAAAGCCGACTGGCAAATTACGAAGCAAATTTTCGTACCCCTGGACTAGAGGAGTGCAGAAAAATTGTTTCTACCCTTAATCGGCTTGGCGCTCATTGTGGACTTGACGATGTATTCCCCCCAGACGGTAAGCATAGCGAAAACAGCATAGGAGCGGTTGATTCA0
3870 CHIP5140 STM/STY STY2209 ATGAAATATTTTGTGAAAATGGTTGATACATTACTCTCGTTTACTAAAAACCACTCGAGTGAAATATTTTGTGAAAATGGTTGATACAGGCAGTCTGACGCCGGTAGCGGAAATGGCAGATAAATTTCTGGTGCAGGCGAAAAGATTTCCGTCAATATCACAGGCAGAATTATGGCAAACCAGCTTTACCAGCAAAAGGGTATGGCTTCGAGTGGTTTTTAGTAAACGAGAGTAA0
3871 CHIP5074 STY specific STY2003 ATGAATCACGCAACAACCAGTTTAATGCTGCAGGGAAGTTACTTCTTGAATCACGCAACAACCAGTTACTGTCATCTGATGAAAAAGGCTGTGCATAACAGAATCAGGACTGACTGGCATCAGGGTCATGTGCTTCAGCAGCAAATACATAAAATGAAGCAAGATATAAAGAATGAAGGAAAAATCGAGTATGAAAAACGTACAGAATTGTCTGAAGTAACTTCCCTGCAGCATTGA0
3872 CHIP5003 STM/STY ATGTTCGTAGAACTGGTTTATGACAAGCTTATTGATTCATCACTGAATTCCTAATTCTATGTTCGTAGAACTGGTTTATGACAAGCGTAATGTTGAAGGACTCGAAGGGGCCAGCGAGATCATTCTGGCCGAACTGACGAAGCGGATGCACCAGATTTTCCCTGATGCCGAAGTGAGGGTGAAGCCGATGCAGGCAAACTGCTTGAATAGTGATACCAACAAAAGCGATCGCGAAAAGTTAAACAGGTGGCTTGGCTGGTTTCAGATTACGCGGGTAGGATCAGATCACTCCAAATACCGACGACATAGAATTA0
3873 CHIP5110 STY specific STY2051 ATGGTGGATTTACGTAAAGCGGTTACAAATATCCCTCCTTTCTCCAGATGGTGGATTTACGTAAAGCGGCGCGGGGGCAGATGTGCACCGTCAGAATTCCTGGCTACTGCAATCACAATCCCGAAACATCTGTGCTGGCGCATTACAGGCTGGCGGGGACGTGCGGAACAGCGACAAAACCACACGATATGCAGGCAGCGATTGCCTGCAGCTCATGCCACGATTTAATCGACGGGCGGGTAAAAACCAGCGATTACACCAAAGAAGAATTACGCCTGATGCATGCAGAAGGTGTTTTTCGCA0
3874 CHIP5216 STM/STY STY3533 ATGACTAATGCAGCTCTGCTATTAGGTTAAGCGTTAAGGCGGTGATGATGACTAATGCAGCTCTGCTATTAGGTGAAGGCTTCACTCTGATGCTCCTCGGCATGGGATTCGTGCTGGCGTTTCTGTTCCTGCTGATCTTTGCCATTCGCGGTATGTCTGCCGTGATTACTCGCTTCTTCCCGGAACCCGTCGCCGCGCCCGCACCGCGCGCCGTTCCCGCCGTGGACGACTTCACCCGCTTAAAGCCGGTGATTGCCGCCGCCATTCACCATCACCGCCTTAACGCTTAA0
3875 CHIP5232 STM/STY STY3668 ATGAGCCATGCTGATATGAACATTAATACAGATCCCGCCACTTATCAATGAGCCATGCTGATATGAACAACTGCAGCGGCTTTAACGAGGCCGCCGCAGCATTCTCATGGAACAGCCCGAAAAAGGCTATTAACCCTTATCTGGACCTGGCGGAAGTTGCGCCGGTTTCTGCGCTTTCAAACCTGATCACTCTGTACGCTGCCGATAACGAGCAGGAACAACTGCGCCGCGAGGCACTGAGTGATCAGGTTTGGGAGCGTTATTTCTTTAATGAATCCCGTGATCCTGTCCAGCGCGAAATGG0
3876 CHIP5246 STY specific STY3684 ATGAACCGGTTGCTGCTGTTAGTGCGCGGTGCTGCCATGAACCGGTTGCTGCTGGTTGTGCTGGCGTTATTACTGGCGGCGCTGGGCTGGCAGACGTGGCGGCTGGCTGATGCCAGCCAGACCATCAGCACGCAGGCAGACGAGCTGCAGAGCAAAAGCCAGGCACTGGCAAAGAGCAACAGCCAGCTTATCAGCCTGTCCATTCTGACTGAAACCAATAACCGGGAGCAGGCGCGGCTCTATGCCGAAGCAGAACAGACCAGCGCACAGCTGAGACAACGACAACGCCGGA0
3877 CHIP5389 STY specific STY4663 ATGACCGGAAAACCGTCATTAGCGGAGGAAATGCGTGATGACCGGAAAACCGTCAGAACGTCATACTGGTTTTATAATTTCCGGTGAAATGATGGTGCGTGACTGCTTCGGAAATGAATACCTTATTCATGCCGGCGAAGCATTTGAGGTTTCTGAGAATCATGATGCCTGGGTAGTGGGTGATACTCCGTGTGTTGCGCTGGATTTCACGCATTTCCTCCGCTGA0
3878 CHIP5404 STY specific STY4680 ATGTTGACTGACAGCAAGATCCGTTAGGCAGCCTTATGCCGCATGTTGACTGACAGCAAGATCCGCGCCGCGAAACCCCTCGCAAAATCCTATAAACTCACTGATGCACAAGGTCTGTACCTGACGGTATCCACCAGTGGTTCAAAGCTATGGTATTTCCGCTACCGTTTTGAAGGTAAGGAAAATCGTCTGGCCTTCGGCCCCTATCCGCAGGTTACGCTGGCGGAAGCCCGCGAAAAGCGCGATGCGGCGCGTAAGCTGCTGGTATCCGGCGTTTGCCCTTCTCTGCCCCGCAAGG0
3879 CHIP5420 STY specific STY4832 ATGAAAATGAACGTAACGGAAACGTTATGTTGCTGCGGGTTCCATGAAAATGAACGTAACGGAAACGGTAAAACAAGCCTGCGGCCACTGGTCGCGTATTCTCCCGGCGCTGGGTGTGAAGGTGATTAAAAACCGCCATCAGGCCTGTCCGGTGTGCGGCGGCTCTGACCGTTTCCGCTTTGACGATAAAGAGGGACGCGGGACGTGGTTCTGCAACCAGTGCGGCGCGGGTGACGGGCTTAAGCTGGTTGAGAAGGTATTTGGCGTGTCGGCCTCCGAGGCCGCCGGAAAGGTGGATG0
3880 CHIP5435 STM/STY STY4881 ATGAGTGGGGGGAAATTGCTTAGGCTTTTTTACGCGAGGTTATGAGTGGGGGGAAATTGCCGGAGGGGTGGGTGACAACCCATCTTTCAGAAATATGCAGTAAGCCTCAATATGGCTACACAACTAAGTCAAGCTCTATGGGGGATGTAAAATTTTTAAGAACAACCGATATTACAAAAGGAGCGGTTGACTGGTCCAGTGTACCTTATTGCATGGATGCCCCGGAAGATGTTTCAAAATACCAATTACAGGACAGAGATATTGTGATATCTCGAGCCGGTTCGGTTGGGTTTAGTT0
3881 CHIP5374 STY specific STY4632 ATGAAATCGCATGATCGTTTGTTACTTTTTTGCAGACAATTCTAATTGAAATGAAATCGCATGATCGTTTGAGGATCGTTTTTGCTCAGGCCCGCCAGAACTGGCGGGCTTTTGCTTATGTCATGCAGGTGCATGAAAACCACTACACAAAGCGGGCAGGCGTGGCGGGGATACGAGCGCGCGCTCAGCGTCTCACGTTAGGTCCAAAGTCCTTGCAAGCAAAAAAGCTTACCTTTATCTTTCAATTAGAATTGTCTGCAAAAAAGTAA0
3882 CHIP5390 STY specific STY4664 ATGCCCCACACTGATACTCCTTTAACTTTCCGGAACATATTCAGTCCATGCCCCACACTGATACTCCTGAACAGGCTGCTGTCATCGCATGGAAGGGCGAACGTCTGGTTGTCTGTGCTTTTGCCGGGAGTGGCAAAACCACCACACTTCGTCGTTATGCTGAGGAAAATCCAACGGAACGAATGCTCTATATTGCTTATAACCGTGCCATTCGGGATGAGGCGGAGCAGAAATTCCCCTTCAACGTTACCTGCAAAACATCGCATCAACTGGCCTGGCCGACGGTCGGGAAACATTACAGTC0
3883 buffer none buffer 0
3884 empty none empty 0
3885 empty none empty 0
3886 empty none empty 0
3887 empty none empty 0
3888 empty none empty 0
3889 CHIP2745 STM specificSTM1531 ATGCATGAATTAGCCCTGGCTTATTCGACTTCGATCTCGCGATGCATGAATTAGCCCTGGCGCAAAATATTATCGAATTGCTGGAGGAACAGGCAGTAAATCACCAGTTCAGCAAGGTAAAGCAAGTCTGGCTGGAGATTGGCGTTATGGCCTGTGTTGAGGTGCCGGCGCTGCATTTTGGCCTGGACGTCGCCGCTCGTCATACCCTTGCTGACAATGCGCGTTTCCACATTACTATCGCACCGGCGCAAGGTTGGTGTCTGTCCTGTAATCAACCCTTCACCTCTCAAACATCCA1



3890 CHIP2570 STM/STY STM3823 STY3955 ATGCGAAAACTCTGGAGAGCGTTATTTTTCATTGTGTTCTCCCTTATCGATGCGAAAACTCTGGAGAGCGCTACTCAGGCCAAGCGCCCGTTGGTCGATACTGGCGCTGGTCATTGTCGGGATTGTGATCGGCGTTGCGCTGATCGTGTTACCTCACGTCGGTATCAAACTGACCAGTACGACAGAGTTTTGCGTCAGCTGCCATAGTATGCAGCCGGTGTATCAGGAATATAAACAGTCCGTACATTTCCAGAACGCTTCCGGCGTACGCGCGGAATGCCACGATTGCCATATCCCCCCTGATA1
3891 CHIP0803 STM/STY STM0434 STY0473 ATGAAAATTACTGTACTGGGATGCGTTACCATTTCAAACAGGCGGATGAAAATTACTGTACTGGGATGCGGAGCCTTAGGACAACTTTGGCTTTCGGCACTGTGCAAACACGGACATGACGTACAGGGCTGGCTACGGGTGCCACAACCTTATTGCAGCGTAAATCTGATCGATACCGATGGTTCCTTTTTCAACGAATCACTGACGGCAAACGATCCGGATTTTTTGGCGAAGAGCGAACTGTTATTAGTCACGCTGAAAGCAGGTTTCCGACGCAGTACGAACCCTGGCGTCAACCTAC1
3892 CHIP0819 STM/STY STM2019 STY2222 ATGACGCAGGCAGTTATGTTGTTATACCGGCTCCTGATGTTGTATGACGCAGGCAGTTATGTTGCAGGGGACGGCATCCGACGTCGGCAAAAGTGTGCTGGCGGCGGGTTTATGCCGCATTTTTTATCAGGATGGTCTGCGTACCGCGCCGTTTAAATCGCAAAATATGGCGCTTAATTCTGGTATTACGCCGGATGGTAAAGAGATGGGGCGGGCGCAAATTTTTCAGGCGGAAGCCGCGGGGATCACGCCAGATGTGCGTATGAACCCGGTGCTGCTCAAACCGACCAGCGATCGCC1
3893 CHIP2626 STM/STY STM0039 STY0047 ATGAAACATCTGCACCGATTTTTTAGTTATGCCGGCGCGTTCAAGTGAAACATCTGCACCGATTTTTTAGCAGCGATGCCTCTGGGGGCATCATTCTCATCATCGCCGCTGCGCTGGCTATGCTGATGGCCAATATGGGCGCGACCAGTGGATGGTATCATGATTTTCTGGAGACGCCGGTTCAGCTACGGGTTGGGGCGCTTGAGATCAACAAAAACATGCTGTTGTGGATCAACGATGCGCTGATGGCCGTGTTTTTCCTGTTGATTGGCCTGGAAGTTAAGCGCGAACTGATGCAAG1
3894 CHIP2642 STM/STY STM0075 STY0085 ATGAAGATAATTACTTGCTACAAATGCGTTAAATGATTTTGCGCAGATTCTCATGAAGATAATTACTTGCTACAAATGCGTACCTGATGAGCAGGATATTGCGATTAATAATGCTGACGGAACACTCGATTTCAGCAAAGCGGATAGCAAAATCAGCCAATATGATCTGAATGCAATTGAAGCTGCTTGCCAGTTAAAACAGCAGTTGGGAGACGCTCAGGTTGTCGCCATGAGCGTTGGCGGCAAAGCGCTGACTAATGCAAAAGGGCGCAAAGATGTCCTCTCTCGTGGCCCTGATGAACTGATTG1
3895 CHIP0837 STM/STY STM4050 STY3823 ATGAGTAACGCGATTACGATGGTTAACTGGCCATGCCTAAACCATGAGTAACGCGATTACGATGGGTATTTTCTGGCATTTGATAGGGGCGGCCAGTGCAGCCTGCTTCTATGCCCCGTTCAAGCAAGTGAAACAGTGGTCATGGGAAACCATGTGGTCAGTGGGCGGCATCGTCTCATGGCTTATTCTGCCGTGGACAATTAGCGCTCTGTTACTGCCTGATTTCTGGGCCTATTATGGGCAGTTTAACCTCTCCACCCTTTTACCGGTTTTTCTGTTCGGCGCCATGTGGGGCATCG1
3896 CHIP0853 STM/STY STM3173 STY3350 ATGCTATATATTTTTCGTCTTATTGTTACCGTTAAACCTTACCGGTCGCTTCAATGCTATATATTTTTCGTCTTATTGTTACCGTTATTTACTCCATTCTGGTCTGTGTTTTCGGTTCTATTTACTGCCTTTTCAGCCCACGTAACCCAAAACACGTGGCGACGTTTGGACATATGTTCGGCCGTCTGGCCCCGCTGTTTGGCCTGAAAGTGGAGTGCCGCAAACCCGCCGACGCGGAAAACTATGGCAATGCTATCTATATTGCTAACCATCAGAATAATTATGATATGGTCACGGCGGCGAATATTG1
3897 CHIP3244 STM/STY STM3327 STY3506 ATGAAAAAAATTGGCGTAGTGCTTTATTCCGCCAGAACCAGCATGAAAAAAATTGGCGTAGTGCTCAGCGGATGCGGCGTCTATGACGGCACCGAAATTCATGAGGCCGTTCTGACGCTGCTGGCCATTGCCCGCAGCGGCGCGCAGGCTGTCTGCTTCGCGCCGGATAAACCACAAGCGGATGTTATTAATCACCTGACCGGCGAAGCGATGGCGGAAACGCGTAACGTCCTGATTGAGGCGGCGCGTATTACGCGGGGCGATATTCGTCCCCTGTCCCAGGCTCAGCCAGAGGAGC1
3898 CHIP3260 STM/STY STM3366 STY3546a ATGAGTCTGTTTCCCGTTATCGTTTAAACGAACAGGCGCGAATGAGTCTGTTTCCCGTTATCGTGGTGTTTGGTCTTTCCTTCCCACCGATATTTTTCGAATTGCTTTTGTCACTGGCTATTTTTTGGCTGGTGCGTCGGATGCTTGTGCCGACGGGCATCTATGATTTTGTCTGGCATCCGGCTCTGTTCAATACCGCGCTGTATTGTTGTCTGTTTTATTTAATATCGCGCCTGTTCGTTTGA1
3899 CHIP3276 STM/STY STM3391 STY3570 ATGGCAAACTTTTTTATTAGACGTCCTTAATCATGATGGCGATTAAATCGATGGCAAACTTTTTTATTAGACGTCCTATTTTCGCCTGGGTTCTGGCCATTATCCTGATGATGGCTGGCGCACTGGCAATAATGCAACTTCCCGTTGCGCAGTATCCAACCATTGCGCCGCCAGCGGTTTCTATTTCTGCAACCTATCCTGGCGCGGATGCGCAGACGGTACAGGATACGGTTACTCAGGTTATCGAACAAAATATGAACGGTATCGATAACCTGATGTATATGTCCTCTACCAGCGACTCTGCTG1
3900 CHIP3292 STM/STY STM0653 STY0704 ATGATGAACAAGGTTGCTCAATATTACCTTACGGCTCAAACGGCCTGTGATGAACAAGGTTGCTCAATATTACCGTGAACTGGTGGCCTCATTAAGCGAGCGTTTACGCAATGGCGAGCGCGACATTGATGCGCTGGTGGAGCAGGCGCGCCAGCGCGTGATGCAAACAGGGGAGTTAACGCGGACCGAGGTGGACGAACTGACGCGCGCTGTCAGACGCGATCTGGAAGAGTTCGCCATGAGCTACGAAGAGAGCCAGGACGATAGCGTCTTCTTACGGGTGATTAAAGAGAGTCTCTGGC1
3901 CHIP2678 STM/STY STM0154 STY0177 ATGAGTACTGAAATCAAAACTCAGGTCGTTATTTCTTCTTCGCTTTCGGGATGAGTACTGAAATCAAAACTCAGGTCGTGGTACTTGGGGCGGGCCCGGCAGGCTATTCTGCCGCTTTCCGTTGCGCTGATTTAGGTCTGGAAACCGTAATTGTAGAACGCTACAACACCCTTGGCGGTGTTTGTCTGAACGTCGGCTGTATCCCTTCTAAAGCGCTGCTGCACGTAGCAAAAGTTATCGAAGAAGCCAAAGCGCTGGCTGAACACGGTATCGTCTTCGGTGAGCCGAAAACCGATATCGACAAGA1
3902 CHIP2694 STM/STY STM0178 STY0196 ATGCTGGGATGGGTCATTTCTTAAAACTCATACGAATCATGCAGCATGCTGGGATGGGTCATTTCCTGTCATGACGATCGGGCGCAGGAAATGCTCGAAGGTCTTGAAAAGAAGTATGGGCCGTTGGCGCAGTGTCGGGCGGTCAATTTCTGGCGTGGGTTAAGCGTAAATATGCTCAGCCGCATGATGTGTGACGCCCTCCATGCCACCGACTCCGGTGAAGGCGTGATATTTTTAACCGACATTTCCGGCGCGGCGCCTTATCGTGTAGCGTCGCTGATGAGCCATAAACATTCTCAAT1
3903 CHIP2710 STM/STY STM0210 STY0232 ATGGCTGGCTGGCATCTTTTAACGCTGTTCATCCAGTTGTAGCATGGCTGGCTGGCATCTTGATACCAAAATGGCGCAGGATATCGTGGCGCGCACTATGCGCATCATCGATACCAATATCAACGTAATGGATGCCCGCGGGCGCATTATCGGCAGCGGCGATCGGGAACGTATTGGTGAATTGCACGAAGGCGCGCTGTTAGTGCTGTCGCAGGGCCGGGTTGTGGATATCGACGACGCCGTGGCGCGACACCTGCACGGGGTGCGTCAGGGGATTAATCTTCCCTTACGTCTTGAGG1
3904 CHIP2726 STM/STY STM0241 STY0266 ATGGTGAGAACAGCAATATTGTCATTACTGGCGACCGGCAGCATGGTGAGAACAGCAATATTGTCAGTAGCGGCAGCCTGTACGCTATTTGCATTGATAGGGTGTAATAACCGTGCGGAAGTTGACGCCCTGCAACCTGCGCAGGCGGCGGAATTAAAACCCATGCAGCAAAGCTGGCGCGGCGTGCTGCCCTGTGCGGATTGTGAAGGTATTGAAACGTCACTATTTCTGGAAAAAGACGGCACATGGGTGATGAACGAGCGCTATCAGGGCGTGCGCGAAGAACCTTCCTCTTTTG1
3905 CHIP2742 STM specificSTM1525 ATGGCGCCCTCTGCTATACTTTAGTATACCGAACGTCCTAACGTTTGGTGGCGCCCTCTGCTATACTCGCAGGCCTTTTCAGACCTGCGAGCAAGGAGCATGTTGTGGCCAGGGCCATGGATAATGCAATTTTAGAGACGATTTTACAGCGCGTTCGCCCCCTCATTGGCCAGGGCAAAGTCGCTGACTATATTCCGGCATTAGCGTCCGTCGAAGGTTCAAAGCTGGGGATAGCGATTTGTACCGTGGACGGGCAGCATTATCAGGCGGGCGATGCGCACGAACGCTTCTCTATTCAGTCTA1
3906 CHIP0776 STM specificSTM3636 ATGAAAAACCTTCATGCTTTGATGTTATTCGTATGTGACGCTAAAATTCAATGAAAAACCTTCATGCTTTGATGCCAGCGTGTTTACTGCTTACCGCTTCCGCGATGGCGGCACCGTCGAATATCGGTTCTGCTGGTGATATCCACTTTACCATTACTATTAAGGCGGCTACCTGTGAACTGGAAAACGACAGTATCGACGTCAATATGGAGACCGTGGTGCTTCAGCGCCCGGTAAAAGTGGGTAAAGAGCTGAACCAGAAAAACTTTAGCATCGGCTTAAAAGATTGCGCGTATGCCACAAAGG1
3907 CHIP2448 STM/STY STM3543 STY4268 ATGAAAAAGAAAAGACCCGTACTTCATTAAATAGATCCGCCCGGTGATGAAAAAGAAAAGACCCGTACTTCAGGATGTGGCCGACCGTGTGGGCGTGACCAAAATGACGGTCAGCCGTTTTTTGCGTAATCCGGAGCAGGTCTCCGTCGCGCTGCGGGGTAAAATTGCGGCTGCGCTTGATGAGCTCGGGTACATTCCTAATCGCGCGCCTGACATTCTTTCCAACGCCACCAGTCGCGCCATTGGCGTTCTGCTGCCGTCTTTAACCAACCAGGTCTTTGCGGAAGTGTTACGCGGCATTG1
3908 CHIP3713 STM specificSTM4539 ATGTCACCAACCATGCTGACCTTAGATTTTACTTTTTAAAACGCGATCATGTCACCAACCATGCTGACCTATATTAACGAAGAGTCTGACGTCCTGGCGAATATTATTCGCCGCCATCGCCAGTCTCTGGAAGAAGTATCGCGGTTCGCCAGCCAAAAAACGTTACGACGAATCCTGATATTAGCCACCGGATCGTCATTGAATGCCGCCTTTTGCGCCCGTTATTTCTTTGAGCGCTGCGGTATCTCTATCGATATTAAAGAGCCGTACACCTTTAGCCAGTATGAGAATAGCGATCCGCAAG1
3909 CHIP3737 STM/STY STM4592 STY4940 ATGGCCGGTGGCAATACCTTATTGCCATGCAATAGTGATCGGTGGCCGGTGGCAATACCGCCACCATTCCTTTCACCATAAAAATGACGAATTGCCCGGCAACGACCACAAAAGCCGCGATTTCATTTAACGGCGTACCTTATCCCGATCCAAATTATGCTTCTGCGATTTATGCAAACAGCGCGGCCAATCCGGCGCAGGATTTAGGATTACAGCTTTTTAACCTGGACGGTAAAAGTCTGGTCAATCTGGCCAACAACGTCACTTACACGGTGGATATCAACAGTAATACCCATG1
3910 CHIP4049 STM specificSTM2742 ATGGTAAATTACCCCTATTTTTCAGTGTTAACTGGAAATCTCGCTGTTGGTGGTAAATTACCCCTATTTTTCAGTGAATGTTTTGTCAGGGAGTATTAATTTCGTGGAAAACGATAAGGTGAAGTTAGGAAGAAATGATAAATGCTGGTGCAAATCAGGACTTAAGTATAAAAAATGCCATCTCGATCGAGACCGTGAAATGCCGGTATCTAAAGCCGAAGCCCTGAAATTTTCAAAGTCTAATTCGCAGAGAAAGGCGTGTTATGCACCAGCATCCATGCACGAAGATTGTGACAAACGTATCG1
3911 CHIP3777 STM specificSTM0325 ATGTTGGCTTCCACACCACCTTACCGATTGTAATCACACTCACTATAATTAAACATGTTGGCTTCCACACCACCGACTTCAACTGGGGTATTTAACCGGGCGCTTAGCTCGCTGGCGATAGCCTGCATCTGTAAGCGGTACGTCTGGCATCAGCGTCGTCATCAGATAAACCGGCGTCAGCGGTTCCACCTTGTCTGTGATAACGTCTTCCGGGAAGCATTCAGTGACGCAAAACAACGCTATGGTGCGCCACGCCTGACGGATGAGCTTCGTGCTCAGGGTTACCAGTTCAACGTGAAAACCGTGGCGG0
3912 CHIP3793 STM specificSTM1052 ATGGACACTATCACAGATGACAGAGTCTTATTTTACGGTTTCGAGGTTCCAATGGACACTATCACAGATGACAGAGTCCACAGCCCGGCGCAAACACGGCTGTCGGTCAGGAAAGAGAAAAGCCAGTCGCTGTACGACTGGATACAGGCGCAGTTGAAAACATTGTCGGTGCATGCGGAGATGGCGAAGGAGTTCGGTTACATGCTGAAGCAGTGTGATGCGTTGAGCGTGTCCTCTGCTGCGACGGTCGGGTGGAGATCGACAACAACATCTGTGAAAACGCCTTACGGTGCGTGGCGCTGGGCCG1
3913 CHIP4027 STM/STY STM2708 STY4613 ATGGCAGTCATTGACCTTTCCTTATTCATCCGTGCCCCCATGGCAGTCATTGACCTTTCCCGGTTACCGCCGCCACAGATAGTGGACGTGCCGGATTTTGAGACGCTGCTGGCTGAGCGCAAGGCCGCTTTTGTGGCTCTTTATCCTGTGGATGAACAGGACGCGGTGCGGCGCACGCTGGCGCTGGAATCTGAACCCGTCACCAAGCTGCTGCAGGAAAGCACATACCGCGAAATCCTGCTGCGCCAGCGTATTAACGAGGCTGCGCAGGCGGTGATGGTGGCCTATTCGATGG1
3914 CHIP4043 STM specificSTM2734 ATGACTAAACAAAGCTCCGAATATTTCTTAACGTGGCAGGCATCCATGACTAAACAAAGCTCCGAATATTTCCAGTTGCATTACTGCTATTACCTTGAGCTTATGACAGCGACACTTCACGGTAGGGCTGACAAATTGATGACTGCTATTCAGATTATTAGCGGTACTGCTGTCATAGCCGATACCGGGCTGGAATGGGTATTCGCTTTGCCCGTTGTTGTAATCGCAACAATTCAACTTGTGTGGCAACCCGCAATTATTTCCGAGCGTGCTAGCGTACAAAGCCGTCAGTACGGTGAAT1
3915 CHIP3771 STM/STY STM0311 STY0356 ATGTGCGAACTGCTTGGGTTAAATTATACGCTCTCCGAGGCATGTGCGAACTGCTTGGGATGAGCGCCAATGTGCCGACGGATATCTGCTTTAGCTTCACCGGACTGGTGCAGCGTGGCGGCGGAACCGGGCCGCATAAAGACGGCTGGGGAATTACCTTTTACGAAGGAAAGGGCTGTCGCACGTTTAAAGATCCGCAACCGAGCTACCATTCGCCGATTGCGAAACTGGTACAGAATTACCCGATCAAGTCCTGCTCGGTTATCGCCCATATCCGTCAGGCTAATCGCGGTGAAG1
3916 CHIP4083 STM/STY STM2783 STY2901 ATGCTAAGCGCAGCCATACTGTTAGGTATTGAGGGTGATTTTATCAATGCTAAGCGCAGCCATACTGGCGTATAGCTTTGGGCTGCGTCATGCGGTTGATGCCGATCATATCGCAGCCATCGATACCGTCACCCGTAAACTGATGCAGCAGGGTAAAACGCCTTTAGGCGTGGGGGCGTTTTTTTCATTGGGTCATTCGACCATTGTCGTTCTGGCATGTCTGGCGATTGTTGTGACGTCGATGGCATTTCGCGATCGTATTGATGTTTTGCATCAATATGGTTCGTTGATTGGTACGGCTG1
3917 CHIP3819 STM/STY STM1101 STY1134 ATGAAGGGTACTGTTTTCGCCGTTATTTTGCGCTCTCCTCAATGAAGGGTACTGTTTTCGCCGTTGCGTTAAACCATCGCAGCCAGCTTGATGCCTGGCGAGAGGCTTTCTCTCAGCCTCCCTATAATGCGCCGCCTAAAACCGCAGTGTGGTTCATCAAGCCGCGTAATACGGTGATTCGTCACGGCGAACCCATTCCTTATCCGCAGGGAGAAAAGGTACTGAGCGGCGCGACAGTGGCGCTCATTGTGGGGAAAACCGCCAGCCGGATACGCCCTGAAGCGGCGGCGGACTATA1
3918 CHIP3835 STM/STY STM1135 STY1172 ATGGAGATAATTTTTTATCACCCGATTAATATCCTCTCGCCCGAATGGAGATAATTTTTTATCACCCGACATTTAACGCCGCCTGGTGGGTAAATGCGCTGGAGAAGGCTCTCCCACATGCGCGCGTTCGTGAATGGAAGGTCGGTGATAACAACCCCGCAGACTATGCGCTTGTATGGCAGCCCCCGGTTGAAATGCTGGCCGGAAGACGCTTAAAAGCCGTCTTTGTGCTGGGCGCGGGGGTGGATGCAATTCTGAGTAAATTAAATGCGCATCCGGAAATGCTGGACGCCTCCATTC1
3919 CHIP3789 STM specific ATGATTAACGATGACATTCTGGCATTATGCTGAGGCTGATGCGATGATTAACGATGACATTCTGGCACATGCCCGACAGTGTGCGCCTGCGGAATCGTGCGGTTATGTGGTCAGAACGGCACAGGGAGAGCGGTATTTTCCGTGTGAAAATCTGTCTGCTGAACCCACGATGTATTTTCGTATATCCCCGGAGGATTACCTGAATGCCCGGAACCGCGGCGACATCGTGGCGCTGGTACACAGCCATCCTGACGGTAAGCCCTGTCTCAGCAGTGCGGATCGTACCCTCCAGATACAAA0
3920 CHIP3813 STM/STY STM1092 STY1124 ATGCCAGCAAAGCCCCGGTTACAGCTTATGTCCCGTGTTACATAACATGCCAGCAAAGCCCCGGACAAGTAAGACCGTGACGAAGAATATTCGTTTTTCCTATTCCATGCTTGAACAGATAGAATTCGCGTTGAAATCTGAAAAGACGCGGAATTTTTCAGCATGGGTAAAAGAGGCCTGTCGGGAAAAGTTATGTAACACGGGACATAAGCTGTAG1
3921 CHIP3829 STM/STY STM1126 STY1162 ATGGGAAGACAAAAAGCAGTGATTAGCTGTATGCGTGAAGCGTATGGGAAGACAAAAAGCAGTGATCAAAGCTCGTCGTGAAGCAAAGCGTGTGTTGAGACGAGATTCGCGTAGTCATAAGCAACGTGAAGAAGAATCGGTCACGTCACTGGTACAGATGGGCGGAGTAGAAGCCATTGGCATGGCGCGCGATAGTCGCGATACCTCTCCTGTTAAGGCGCGAAATGAAGCACAGGCGCATTATCTGAACGCTATCGACAGTAAACAGCTTATTTTTGCGACCGGCGAAGCCGGCTGCG1
3922 CHIP3845 STM/STY STM1158 STY1195 ATGCAATTTAAAAATACTCCACAGCGTTATTTTTGAGCTCCATAGTCAGATGATGCAATTTAAAAATACTCCACAGCGTTATGGCGTGGTTTCCGCCGCGCTCCACTGGCTGACCGCCCTGGTGGTCTATGGCATGTTTGCGTTGGGCTTATGGATGGTCACGCTCAGTTATTACGACGGCTGGTATCACCAGGCGCCGGAAATACATAAAAGTATTGGCATATTACTGATGATGGCGCTGATCGTGCGTATTATCTGGCGGCTTTATTCGCCGCCGCCCGTTGCGTTGACCAGCTATTCCCGTTTAA1
3923 CHIP3861 STM/STY STM1206 STY1246 ATGATCAAAGGATGCATCGCTTACAAATAAAGATAAAGCCTGACCTTATGATCAAAGGATGCATCGCGGTTTCTCTGGGCTTGCTGCTGCTTACCGGCTGCCGGTCACACCCTGAAATTCCGGTAAGCGACGCGCAGTCGCTGGTGATGGAGTCCACGGTTCTGGCGGCGGGCGTCACCGCAGAGCCGCCTGAACTGACGGCGTCTGATATCCAGCCATCAGCCTCTTCCCGCGTCTATAACGAAAGGCAAGAGCCCATAACCGTTCATTATCGGTTTTACTGGTATGACGCGCGGGGGCTGG1
3924 CHIP2437 STM specificSTM3529 ATGGTTACTACCGCGATCTTTCCTTAACCTGCAAGATCGATCTTTTTCATGGTTACTACCGCGATCTTTCCGTCACGATATGTTCAGGGTAAAGGAGCGTTGACAACGCATCTCCCGCAGGAATTGGCCGCACTCGGTCATAAGGCGCTGATTTTGCAGGATCCTGTTGTTCACAACACCTACCGGGATACAGTTGCAACAGCACTGCACGGGGTGATTGAATTTGATATCGAAGTGTTCAGTAGCGAGTGCTGTGATGAGGAAATTGCTCGCATCTCCGCACGCGCGCAGGAAATTGGCGCCG1
3925 CHIP2383 STM/STY STM3401 STY4396 ATGATGGAAACCTATGCTGTTTTTGTTACGCTAATAATTCCTGCTGTAGCTGATGATGGAAACCTATGCTGTTTTTGGAAATCCGATTGCGCACAGCAAATCGCCATTTATTCATCAGCAATTTGCTCAGCAGCTAGATATTGTTCACCCCTATGGTCGCGTGCTGGCCCCTATTAATAATTTCATTAATACGCTTGATGCCTTTTTCGCGGCAGGGGGAAAAGGCGCAAACATCACAGTACCTTTTAAAGAGGAGGCGTTTGCGCGTTCGGATGAGTTAACGGAACGAGCATCGCTGGCGGGAGCCG1
3926 CHIP3847 STM/STY STM1164 STY1202 ATGAAAAAGTTTTTTTTTGCCGCTTAATTGGTGAAAGGAATAACGAATGAAAAAGTTTTTTTTTGCCGCTGCGCTGGTAGTTAGCGGCCTGTTAGTGGGTTGTAATCAACTTACGCAATACACCATTAGCGAACAAGAAATCAATCAAGCGCTTGAAAAACGGAATAATTTCTCAAAAGATATTGGTCTGCCCGGCATTGCCGACGCGCATATCGTATTGACTAACCTTGTCAGCCAGATTGGTCGGGAAGAACCTAATAAAGTCACCCTTACTGGCGATGCCAGGCTGGATATGAATTCCC1
3927 CHIP2423 STM/STY STM3506 STY4290 ATGAAAAAATTAACCATTGGTTTAATTGGTTAGTGACAATTGCCCGCAATGAAAAAATTAACCATTGGTTTAATTGGTAATCCTAATTCCGGCAAGACCACCTTATTTAACCAACTCACCGGCGCGCGTCAGCGCGTGGGGAACTGGGCGGGCGTCACCGTCGAGCGTAAAGAGGGCCAGTTCGCGACAACTGACCACCAGGTCACGCTGGTAGATTTACCCGGCACCTATTCTCTGACGACCATCTCGTCACAAACCTCTCTCGACGAACAGATCGCCTGCCACTACATCCTGAGCGGCGACG1
3928 CHIP2439 STM specificSTM3530 ATGTTGATTATTCGCTTTGTGCTCTTATTTGGCGATTCCTTCCTGTTGTTGATTATTCGCTTTGTGCTCGGCGTGGCGGAAGGTGCTGTGTATCCCGCCATTCTGGCGCTGATTGGCCACTGGTTCCCAAATGAGGAGCGCGCCAGGGCTATCGCCTATTTCCAGATGAACCTGGCCGTCGCTTCTATTATTACCGGGCCGCTTTCCGGCTGGCTTATTGAAACCTACGGCTGGCGGGAGATGTTTATCATCGAAGGCTTGCTCTCTCTGGGACTGCTCTTTGTCTGGCTACCTTTGGTTT1
3929 CHIP2463 STM/STY STM3579 STY4232 ATGACTCCGTTTACACAATCACAGCTTAACTTGCCGGTAATGGGGATGACTCCGTTTACACAATCACAGCGCATAAAAGCGTTGTTCTGGCTATCGCTATTCCATTTACTGGTGATCATTTCCAGTAACTATCTGGTGCAGCTCCCCATCACTATTTTTGGTTTCCACACGACCTGGGGCGCGTTTAGTTTTCCTTTTATTTTTCTCGCCACCGATCTTACCGTGCGTATTTTTGGCGCACCGCTGGCGCGCCGCATTATCTTCGCCGTCATGATCCCTGCGCTGCTGGTGTCATATGTGG1
3930 CHIP4112 STM/STY STM4073 STY3797 ATGAGCGATAATACGTTGGTATCTGATTATTTTTCAATAATTTGAATTATTTTCCCTGATGAGCGATAATACGTTGGTATCTGATTATGGAATGTGCGAAGAAGAGCAGGTGGCGCGTATTGCCTGGTTCTACTATCACGATGGATTGACGCAGAGTGAAATCAGCGAGCGTCTGGGGCTAACCCGGCTAAAGGTTTCTCGTCTGCTGGAGAAAGGGCATCAGTCCGGTATTATTCGCGTACAAATCAACTCCCGCTTCGAAGGGTGTCTTGAGTATGAAAATGCCTTGCGCAACCACTTCGCATTGCAGAATA1
3931 CHIP3530 STM specificSTM1039 ATGTTTTTAAAGAAAGAGACGTTTACCCTTAGGACTTTTCCGGCGTCAATGTTTTTAAAGAAAGAGACGTTTACCCGGGGGGATGCGTCGGTGGCATTGTTCGAGTTATCCGGCCTGCAACGTATTGAGTACCTGGAGTTCATCCAGAAACGTACTGCGAAATATGACACGGATATGGATGGTACGACGGAAGCGGATAAGCGCGTGGCTTATATGCAAATGGCACTGGAAATTAATGCCTGGCTGGTATCCCGCTCGCTTCTGAATGGTGATTCTTCTCAGGATGCAGACACGCTTTATCAGT1
3932 CHIP3546 STM specificSTM4204 ATGAACACTATGCTCAAGATATTACCGATTAAAATGAAATTGCTGTAATTTCACCTATGAACACTATGCTCAAGATATTACCGAAAACGGCGATGATACTACTGGCTTTTTTGGCCATTTTTCTTATTGAATGGTATACCCCTATTCACTCTGATGATTACCGCTATTACCTTTTAGGAATTTCGCCGGAATCACATTTTCATCATTATATGACATGGAGTGGCAGGATTATAGCTGATTACACCAGCGCACTCATCCTGTATACACGTTCTCAACTCGTGTATTCCATCAGCGCAGCCGTTTCGACACTGG1
3933 CHIP3570 STM/STY STM4246 STY4442 ATGGCAGGAAATAAACCCTTCATTACTCATCATCGTATTGCGGTCATGGCAGGAAATAAACCCTTCAACAAACCACAGACTGATGCCCGCGACCGCGATCCGCAGGTTGCCGGGATAAAAGTGCCGCCGCACTCGATTGAAGCGGAACAGTCGGTGTTGGGCGGTTTAATGCTGGATAACGAGCGCTGGGACGATGTGGCCGAGCGCGTGGTGGCGGAAGATTTCTATACCCGCCCGCATCGCCATATCTTTACGGAGATGGGGCGCTTGCAGGAAAGCGGCAGTCCTATCGACCTGATTA1
3934 CHIP3586 STM/STY STM4283 STY4482 ATGAAAAATTTGAAAGTCAGCCTGTTATTGGGCGGTCTTATCAAATTTGATGAAAAATTTGAAAGTCAGCCTGGCCTGGCAAATTTTGCTGGCTATGGTGCTGGGCATTCTGTTGGGCAGCTATCTGCATTATCACAGTGACAGTCGTGAATGGCTGATTGCCAACCTGCTGTCGCCTGCTGGCGATATCTTTATCCATCTGATTAAAATGATCGTCGTGCCGATCGTGATCTCGACTCTGATTGTCGGCATCGCCGGCGTTGGCGATGCAAAACAGCTAGGCCGTATCGGCGCCAAAACCATTC1
3935 CHIP4178 STM/STY STM2929 STY3054 ATGCGAATTGGACACGGTTTATTTCGCCGCCTTCATATGCGAATTGGACACGGTTTTGACGTACACGCGTTTGGCGGAGAAGGGCCGATTATTATTGGCGGCGTGCGTATCCCTTATGAAAAAGGGCTATTGGCGCATTCCGATGGCGATGTGGCGTTACATGCGCTGACCGATGCGCTGCTGGGCGCGGCGGCGCTTGGCGATATCGGCAAGCTCTTCCCGGATACCGATCCGGCATTTAAGGGAGCGGATAGCCGCGAACTACTGCGTGAAGCCTGGCGTCGTATTCAGG1
3936 CHIP3426 STM/STY STM0871 STY0904 ATGAAACATAAACACGGGTGGGTTATCGGCGTTTTTTTCGCTTGAAACATAAACACGGGTGGGCAAGCGTTGTCTGCTGCTTTGTACTCTTTATTGTGGTGTGTCTTTCATTAACTATGCATGTACAAGGCGCTTTTCGCGCGGCAGGGCATCCTGAGATTGGACTGTTATTTTTTACGTTGCCTGGTGCGGTGGCCAGCTTTTGTTCTCACCGGCGCGAGGTGATCCGACCGCTGATCGGGGCGATGCTGGCGGCGCCGTTTTGCCTGGTGTTAATGCGCGTGGTATTTATGCCTA1
3937 CHIP3044 STM/STY STM2379 STY2610 ATGCGCCATCAGGCACACTTACTTCACCGCTTTTCCCTTCTTGCGCCATCAGGCACACATCGTTAAGATCGCGATACCGCCCGTCAGACGAGTAACTTACGTGAAACAATACGCCATACAACCCGCCACACTCGAATTTAACGCTGAGGGTACACCTGTTTCCCGAGATTTTGATGATGTCTATTTTTCTAATGACAATGGACTCGAAGAGACACGCTACGTTTTTCTTGGCGGCAATCGTCTTGCGGAGCGATTTCCCGTACATTCACATCCATTATTTATAGTCGCGGAAAGCG1
3938 CHIP3452 STM specificSTM0909 ATGGACGGCGAACTGAAGATTATTCCCCGTCATCGTCTGATGGACGGCGAACTGAAGAACCTCAAATGCAATATCAGTCAGCTTGCCGCTATTACGGGGTTACATCGCCAGACGGTTGTCAGTCGTCTCTCGGGCGTTCCCCTGGCACCGGGAAGCAATGAAAAAAATAAGCTGTATCTCCTGACCGATGTGATCCGTGTACTGATGGAAGCGCCCGTTTCTCAGGCTGCTGAACATCAGGATCCGAATAAAATGACTCCAAAAGAGCGTAAGGACTGGTTTGACTCCGAAAAGG1
3939 CHIP3468 STM specificSTM0925 ATGATGACAAACCGCCTCTGTTAACTGATACGAATCCCTGCAGTTTGATGACAAACCGCCTCTGGGCGGTTTTGTCGTTTCAGAGGGAACAGATTATGGGTAAGGGTGGTGGCAGCAGTAAGACGCCGCATGAGGCTCCTGACGACCTGAAATCCAGTCAGATGCTGACCGTTGTTGATGCCATTTGCGAGGGGCCGATCGAAGGCCCGGTGGACGGGCTGAAAAGTGTCAGAATAAACAAAACCCCGGTCCTCGACAGTGACGGTAACGCGATGGTTCACGGTGTCACCGTGGTTTACC0
3940 CHIP3108 STM/STY STM2532 STY2778 ATGAAACATTTACGCGTGGTGTTAAGGCGTCACAATCAGCAATGAAACATTTACGCGTGGTGGCCTGCATGATCATGCTGGCGCTGGCGGGATGCGATAACAACGATAAAACCGCCCCGACGACTAAAAGCGAAGCGCCAGCCGTAGCGCAGCCCTCGCCCGCGCAAGACCCGGCACAGCTACAAAAGCTGGCGCAGCAAAGCCAGGGCAAAGCGCTCACGCTATTAGACGCCTCCGAAGCGCAGCTCGACGGCGCGGCGACGCTGGTGCTGACGTTTTCAATTCCTTTAGATCCTG1
3941 CHIP3533 STM/STY STM4184 STY4402 ATGAAAACCCGTACTCAACAAATCGTTAAAACTGCGCTTCTTCGATGAAAACCCGTACTCAACAAATCGAAGAATTACAGAAAGAGTGGACACAACCGCGCTGGGAAGGCATCACCCGCCCGTACAGCGCGGAGGAGGTGGTGAAATTACGCGGCTCGGTTAACCCGGAATGCACGCTGGCGCAGCTCGGCGCCGCGAAAATGTGGCGGCTGTTGCACGGTGAAGCGAAAAAAGGCTATATCAACAGCCTTGGCGCGCTGACCGGCGGTCAGGCGTTGCAGCAGGCGAAAGCCGGTATTG1



3942 CHIP3549 STM specificSTM4207 ATGAAAGGCGTTACCCGCTTAGTGAGAGTGGTGGTTAGAGTTGCATGAAAGGCGTTACCCGCCAGACGGGTATTATCAGCGATATTGATGAGGCGGTCGTGCGCGTCAGAGTCACTCTACCGGAGTGCGATAACCTGCGCAGTAACTGGCTTGCGGTGCTGCAACGCAACACGCAGGACAACAAAGATTACTGGTTGCCGGATATTGGCGAACAGGTGGAAGTTTCGCTCGACGACAACGGCGAGGATGGGGTGGTGCTGGGCGCGGTCTACTCCAGCGTGGATACCGCGCCGCTGGCCT1
3943 CHIP3583 STM/STY STM4278 STY4476 ATGAGCGTATTACGTTCGTTATTAACTGTTATGGCTGCTCCTTAAGCAATGAGCGTATTACGTTCGTTATTAACTGCTGGGGTGCTGGCGTCAGGCCTGTTCTGGAGCCTGAGTGGAATTACTGCCACGCCAACGCCGCAGGAGTCGGATCAACGCTGGACGGTCACCCAGCAGCGTAATCCGGATGCTGCCTGTCTGGACTGTCACAAGCCGGACACCGAAGGTATGCACGGTAAACATACGGGCGCTATCAACCCGAACAATAAATTGCCGATAACCTGTACCAACTGCCACGGTCAACCGT1
3944 CHIP3599 STM/STY STM4315 STY4515 ATGCTAAAAGTATTTAATCCCTCACCTGTTAATTAACATATTGATGACGAGAGGAATGCTAAAAGTATTTAATCCCTCACCTGTCCAGGTGGGGAGCATTGAATGTTTACAATCAGCGCAAAACTGGCAGAGGAAATCCTTATCACTTCAGGGATTAAATTTACTGCAGTCCGTACTCATCAAGCTCACCACGGGTAAAATTTCAATTACGACATCGTCCGGGGAGTATATTACGGCATCAGGGCCAATGTTAATATTTTTAGCTAAAGATCAAACCATTCATATCACTATGGAAGAGACTCATGAACAGT1
3945 CHIP3615 STM/STY STM4347 STY4707 ATGCGCCTGATTATCGCTTTTACAAACTCCCCGCCGGGTGCGCCTGATTATCGCTTTTCTGATGGCCTGGTGCCTCAGCACGGGGGCGTTCGCCGCAACGGCCCCCGACGCCAAACAAATCACGCAGGAACTGGAGCAGGCAAAAGCGGCGAAGCCCGCTCAGCCGGAAGCCGTTGAGGCGCTCCAGACTGCGTTAAACGCGCTTGAAGAGCGAAAAGGCTCGCTTGAGCGCGCGAAACAATATCAACACGTTATTGATAATTTCCCTAAGCTATCCGCCACCTTGCGCGCCC1
3946 CHIP3055 STM/STY STM2401 STY2639 ATGTTTCCTCAAAGCAAATTTTCATTAGATGTAGAGTGACGCTTCCCCATGTTTCCTCAAAGCAAATTTTCACGCGCGTTTTTGCACCCGCGCTACTGGCTGACGTGGTTTGGCGTTGGCATCCTCTGGTTACTGGTGCAGCTTCCCTACCCGGTTTTGCGTTTTCTGGGCACCCGCACCGGTAAACTGGCGCGCCCCTTCCTGAAGCGACGTGAGTCAATCGCCCAGAAAAATATTGAACTCTGTTTTCCGACCCTCTCCCGGGAAGAAAGGGAAAAACTGATCGCCGAGAATTTCCACTCTC1
3947 CHIP3071 STM/STY STM2446 STY2683 ATGTCTCAGGTTCAAAGTGGCATTATAGCGCTAACAGGCGATCCATGTCTCAGGTTCAAAGTGGCATTTTGCCGGAACATTGCCGTGCGGCAATTTGGATTGAAGCCAATGTGAAAGGCGACCTGGACGCCCTGCGCGCGGCCAGCAGAACATTTGCCGATAAACTGGCGACCTTCGAAGTCAAATTTCCGGACGCCCATCTTGGGGCCGTTGTGGCGTTTGGCAACAATACCTGGCGTGCCCTGAGTGGCGGCGTCGGGGCGGAAGAACTGAAAGATTTTATTCCTTATGGTAAAGGGC1
3948 CHIP3087 STM/STY STM2488 STY2726 ATGGCTTACTCAGTACAAAAGTCGCTTACTTGTTGAACGCTGCCTGATGGCTTACTCAGTACAAAAGTCGCGCCTGGCGAAGGTTGCGGGTGTTTCGCTTGTTTTGCTGCTCGCTGCCTGTAGTTCCGATTCGCGCTACAAGCGCCAGGTAAGCGGCGATGAATCCTATCTGGATGCCGCGCCGCTTGCTGAACTTCACGCCCCGGCAGGAATGATCCTGCCGATAACGACCGGCGACTACGTTATTCCGGTCACGAAGGGGAGCGGCGCGGTTGGTAAGGCGTTGGATATCCGTCCGCCGG1
3949 CHIP0266 STM/STY STM1295 STY1819 ATGCGAACCCTGTGGCGATTACCGATATAGCGCATTGATGGATGCGAACCCTGTGGCGATTTATTGCCGGATTTTTTAAATGGACGTGGCGAGTGTTGAACTTCGTCCGTGAAATGGTACTCAACCTGTTCTTTATTTTTCTGGTCCTGGTGGGCGTTGGGATCTGGATGCAGATCGGTAACGGCAGCAACAGTGAGCAAACCGCGCGCGGCGCTCTGCTGCTGGATATTTCCGGCGTCATTGTGGATAAACCCTCCACCAATCATCGTCTGGGCGCGCTGGGTCGCCAGTTATTTG1
3950 CHIP0282 STM/STY STM0024 STY0029 ATGAAAATACCTCTTTTATTTGCTCTGCTTAGTCAAAGTCCACTCGCAGGATGAAAATACCTCTTTTATTTGCTCTGCTGGCGGGAAGTGTCGTATCGCAGTACGCCTTCGCAGACGTGTGTAAAAACGTTAACGGCGTGCCTTCCAGTATTAATTACGATTTAACGACCACTCTGACGGCAGAACAAAACCAGGTGGGAAAGACGGTTCAACTGGAAAAAAGCCAGGAAGTTAATGTACAGGCGGTGTGTCCCGCCGGCGCGTCGACCTATAGCCAGACTTATCGCTTCTATGTGTCGCCATATC1
3951 CHIP3626 STM/STY STM4374 STY4730 ATGCATATACTGGACGCATTACTGGTTACCATGTCATACAGGCAGCGATGCATATACTGGACGCATTACTGGCTTTCTGCGCCTATTTTTTTATTGGCGCGGCAATGGTCATTGTATTTCTTTTTATTTACTCAAAGATAACGCCGCATAATGAATGGCAGTTGATAAAAAATAACAATACTGCGGCATCGCTGGCCTTTAGCGGTACGTTGCTGGGCTATGTCATCCCCTTATCCAGCGCGGCGATAAACTCGGTCAGTATCCCGGACTATTTTGCCTGGGGCGGCATTGCGCTGGTGATTC1
3952 CHIP3642 STM/STY STM4411 STY4770 ATGCGAATATTTGTCTATGGCAGTTTAGGGCTGGTTTCTGTCTAACATGCGAATATTTGTCTATGGCAGTTTACGACAGAAACAAGGCAACAGTCACTGGATGACCAATGCCCAATTGCTTGGCGATTACCGTATCGATAACTACCAGTTGTATAGTCTGGGCCACTATCCAGGCGCAGTTCCGGGAAACGGAGCGGTATACGGTGAAGTTTATCGAATTGATAACGCCACGCTGGCCGAACTTGATGCTTTGCGCACCAGGGGCGGTGAATACGCACGCCAGTTAATCCAGACGCCTTACG1
3953 CHIP2986 STM/STY STM2273 STY2500 ATGAAAATTACGTCTATTGAAGTTTTTGACTTTATTTAATCACATAGGCCAGATATTCTTTCATGAAAATTACGTCTATTGAAGTTTTTGACTGTGAATTAAAAAAAAGAGATCAAACGATGTCCTCCTATAATCCAGTACTTATCCGGGTGAATACCGACTCAGGATTAAGTGGTATTGGCGAAGTAGGACTGGCCTATGGCGCAGGCGCTAAAGCTGGCGTAGGGATCATCAGAGATCTGGCGCCATTGATTGTGGGTGAAGATCCACTAAATATCGAAAAAATTTGGGAGTTCTTTTTCAGAAAGACTTTTTGGG1
3954 CHIP3010 STM/STY STM2319 STY2549 ATGATCCCCTTAACACACGGATTATCCACGCATCTCACTTACTGAATGATCCCCTTAACACACGGACTGATCCTCGCTGCGATTTTATTCGTCCTGGGTTTAACCGGTCTGGTTATCCGCCGCAATCTGCTGTTTATGCTGATTGGGCTGGAAATCATGATTAACGCCTCCGCGCTGGCCTTTGTGGTCGCCGGGAGCTACTGGGGCCAGACCGATGGTCAGGTGATGTACATTCTCGCCATCAGCCTTGCGGCTGCGGAAGCGAGTATTGGACTTGCGCTGTTGCTGCAACTCCATCGCC1
3955 CHIP3004 STM/STY STM2311 STY2542 ATGTCATATCAATTTGGTGAATCACGTTAGCGCCGCGCCAGCAGATGTCATATCAATTTGGTGAATCACGTGTTGATGATGATCTGACTTTGCTCAGCGAAACGCTGGAAGAGGTTTTACGTTCCTCAGGCGATCCCGCCGATCAAAAATACATTGAGCTGAAAGCCCGCGCGGAACAAGCGCTGGAAGAGGTGAAAAACCGCGTAAGCCATGCGTCGGATAGCTATTATTACCGGGCAAAGCAGGCCGTTTATAAAGCGGATGACTACGTTCATGAAAAACCCTGGCAGGGTATTGGCG1
3956 CHIP3020 STM/STY STM2339 STY2569 ATGTCTGTCGTTACAGAATCAAAAACATTAATGATATCCCATCATCTGCGATGTCTGTCGTTACAGAATCAAAAACAGCCAGAAAATGGGCAATGCCCGATACGCTGGTCATCATCTTTTTTGTCGCCATTTTAACCAGTATCGCCACCTGGGTCGTCCCCGTTGGGATGTTTGATAGCCAGGAAGTGCAGTATCAGGTCGATGGTCAGACAAAAACCCGCAAAGTCGTCGACCCGCACTCTTTTCGCATTGTGACCAACGAGGCCGGGGAAGCGCAGTATCATCGAGTACAATTTTTCACTACCG1
3957 CHIP0197 STM/STY STM2058 STY2263 ATGCGCGCACACTATTCGTTACTGCAGTTTGACCCCGCATGCGCGCACACTATTCGTACCTGAAAGGTGATAATGTGGCTGTTGCGCAATGCCCCGCCTCATGCGGGGAACTTATCCAGGGATGGATTCTGGGCAGTGAGAAACTGGTCTCCTGCCCCGTTGACTGGTACAGCACCGTAGCAGTCACGGCTGCGCCGCCGTTGATAAACGAGCGCCCATTGTCGCGGGCGATGGTGGAGCGCGTTCTGGCGCACTGGCAGTATCCTGCGCACTGGAGTAACGAGATTCGCGTCG1
3958 CHIP0213 STM/STY STM3242 STY3424 ATGAATGAATTTCCGGTCGTTTTATGCAAATTCCACTGGTGCATGAATGAATTTCCGGTCGTTCTGGTCATTAATTGCGGATCATCTTCTATCAAATTCTCTGTACTGGATGTCGCTACCTGTGATGTTTTAATGGCGGGAATAGCAGATGGAATGAATACTGAAAACGCCTTTTTATCTATTAATGGCGATAAGCCGATAAACCTCGCACACTCTAATTATGAGGACGCGTTAAAAGCCATTGCCTTTGAGCTGGAAAAACGTGATTTAACGGATAGCGTGGCATTAATTGGTCACC1
3959 CHIP0229 STM specificSTM0197 ATGATGTCATTAAAACGTTATAACCTGGTTACGACTTTCTGCTTTTTGCTTCATGATGTCATTAAAACGTTATAACCTGGCCGCTGTTTTGCTGCTTTTGCTGGGCGGCTACGGTAGCGCCCAGGCCGCCATCGCGCCCGATCGCACCCGCCTGGTGTTTCGCGGCGAAGATAAATCGATAAGCGTCGATCTGAAAAACGCCAACAGCAAACTGCCCTATCTGGCGCAGTCCTGGGTGGAAGATGAGAAGGGCGTCAAAATCACCTCGCCTTTAATCGTCGTCCCACCGGTCCAGCGCATTGAGCCGT1
3960 CHIP2328 STM/STY STM1149 STY1186 ATGAGCTCTGTACCCGCGTTACCCGATCGTGGCGCGATGAGCTCTGTACCCGCGCCGCGTGAATATTTTCTTGACTCTATCCGCGCATGGCTGATGTTGTTAGGGATTCCCTTTCATATCTCGTTGATCTATTCCACTCACAGTTGGCATGTCAATAGCGCCGCGCCATCGTGGTGGCTAACCCTGTTTAACGATTTTATCCACGCTTTTCGTATGCAGGTGTTTTTTGTTATTTCTGGTTATTTTTCGTACATGTTATTTTTACGTTATCCATTAAAACACTGGTGGAAAG1
3961 CHIP0231 STM specificSTM0199 ATGAAAAAAATAGTTTTGACGATGTTAATGTTACTGATAATCCACCTGTAATGTTGCATGAAAAAAATAGTTTTGACGATGTTAATGGGGGGCAGCCTTGCCGCACAGGCAGCCGATAATCTTAAGTTTCACGGCACATTAATTTCACCGCCGAATTGTACGATTAACAATGATCAGACGATCGACGTTAAGTTCGGTAACCTGCTGATTAATAAAATAGATGGTACGCGTTATGCGCAGAATGTTCCGTATGAGATCACCTGTGATTCAACGGTGCGCGATGAGACGATGGCGATGACCCTGACGCTAAGCG1
3962 CHIP0247 STM/STY STM0367 STY0399 ATGACGACTGCCCACAGCTTAATTATCCGACTGGTCTTTGGCATGACGACTGCCCACAGCGCTCCGCGCGATAATAGCGATAAACCGGTGATCTGGACGGTCTCCGTAACGCGTCTGTTCGAACTGTTTCGGGATATCAGCCTGGAATTCGATCATCTGGCGACCATCACGCCTATTCAACTCGGCTTTGAAAAGGCGGTGACCTACATTCGCAAAAAACTGGCGACCGAGCGCTGCGACGCGATTATCGCGGCGGGTTCGAATGGGGCCTATTTAAAAAGCCGCCTGTCAATACCGG1
3963 CHIP2346 STM/STY STM1284 STY1832 ATGACCTGGTTCATAGACCGACGTTATGCACTTTGATTGGCGATGACCTGGTTCATAGACCGACGTCTTAACGGCAAAAATAAAAGCACGGTGAATCGCCAGCGCTTTTTGCGTCGTTATAAAGCACAAATTAAGCAGTCGATTTCCGAAGCGATTAATAAACGCTCTGTGACCGATGTCGACAGCGGAGAGTCCGTCTCTATTCCAACCGATGATATTAGCGAACCGATGTTTCATCAGGGGCGCGGCGGTCTGCGCCATCGCGTCCATCCGGGTAACGATCACTTTATCCAGAATG1
3964 CHIP2362 STM/STY STM1428 STY1694 ATGCAACCTGGAAAAGGTTTTTTAGTTAGTGAGACTTGTCGTGGGCATGCAACCTGGAAAAGGTTTTTTAGTCTGGTTAGCCGGCCTTAGCGTGCTGGGATTTCTGGCTACGGACATGTACCTACCCGCGTTTGCCGCCATACAGGCGGATTTACAAACGCCTGCCGCCGCGGTCAGCGCCAGCCTCAGCCTGTTTTTAGCTGGCTTTGCCGTCGCGCAACTACTTTGGGGACCGCTATCGGATCGTTATGGCCGTAAACCGATTTTACTGCTGGGGTTATCTATCTTTGCGCTCGGAAGTC1
3965 CHIP3631 STM/STY STM4383 STY4739 ATGACTCAGCAACCTCGTCTACCTTAAGCAGACTGTTCTGCCAGTTGGTGACTCAGCAACCTCGTCTACCGGAGATCGTTATGGAGATCCTCTACAACATCTTTACCATTTTCTTTAATCAGGTAATGACCAATGCCCCGCTATTACTGGGTATTGTGACCTGCCTGGGCTATATCCTGCTGCGCAAAAGCGTCAGCGTGATCATCAAAGGGACGATCAAAACCATCATTGGCTTCATGCTGCTACAGGCCGGGTCCGGCATTCTGACCAGCACCTTTAAACCGGTGGTGGCGAAAATGTCTG1
3966 CHIP3647 STM specificSTM4420 ATGGCCAACTTGCTGAGTACCTTATCGCGGGTAGTCTGGTGATGGCCAACTTGCTGAGTACCTGTACCTCTGAGTCGGGAAATATCCAACACATTTCCCCTCAAAATGCAGGCTGGGAGTATGTCGGTTTTGATGTCTGGCAGTTGAAGGCTGGAGAGTCGATAACCCTGCCGTCCGATGAGCGTGAACGCTGTCTGGTGCTGGTTGCCGGGCTGGCCAGCGTTAAGGCCGCCGACAGTTTTTTCTATCGGATTGGTCAGCGCATGAGTCCGTTTGAACGCATTCCGGCTTATTCGG1
3967 CHIP1500 STM/STY STM2356 STY2586 ATGAAACGACTCATTGTAGGAATTAGCTTATGCGCCCTGCCAGCGATGAAACGACTCATTGTAGGAATTAGCGGCGCCAGCGGAGCGATTTATGGCGTGCGCTTATTACAAATTTTGCGCGATGTCGATAGCGTGGAAACGCATCTGGTGATGAGCCAGGCGGCCCGGCAAACGCTGGCGCTGGAGACCCATTTTTCGCTGCGCGAGGTGCAGGCGCTGGCCGATGTGACGCACGATGCGCGCGACATTGCCGCCAGCATTTCCTCGGGCTCTTACCCGACGGCGGGAATGGTTATCTTGC1
3968 CHIP3921 STM/STY STM1337 STY1773 ATGTCACATCTCGCAGAGCTGTTATTTAAACTGTTTAAGGAAACGCAGAATGTCACATCTCGCAGAGCTGGTTGCCAATGCAGCGGCCGCCATTAACCAGGCGTCAGATGTTGCCGCGTTAGACAATGTACGCGTCGAATATTTGGGCAAGAAAGGGCATTTAACCCTTCAGATGACGACCCTACGCGATCTGCCGCCGGAAGAGCGTCCGGCAGCCGGGGCAGTCATTAACGCCGCGAAAGAGCAGGTACAACAGGCGCTTAACGCGCGTAAAGCCGAGCTGGAAAGCGCAGCGCTTAACGCCC1
3969 CHIP3945 STM/STY STM1372 STY1751 ATGGCTGGCTTACCGAACATTATACCAGGCCTCCGGGATGGCTGGCTTACCGAACAGCAGTAAAGCGCTACAGCAATGGCAACATCTCTTTGAAGAAAAAGGAGAAAGTCGAACTGAGCAGGCAAGACAACATTTACAACAGATGTTACGTCTGGGATTGCCGACGCGTAAACATGAAGACTGGAAATACACGCCGCTGGAGGGCTTAACCCATAGCCAGTTTATCCAGCAGTGTGCGACTATCAGCGCCGCACAGCGTGATGCGTTGGCGCTGCAAATCGATGCCGTGCGAC1
3970 CHIP0538 STM/STY STM4560 STY4910 ATGACGTTGTCTCCTTATTTGCATTAGTGTTCGCGCGTTTTACGATGACGTTGTCTCCTTATTTGCAAGAGGTGGCCAAACGCCGCACTTTTGCCATTATTTCTCACCCGGACGCCGGTAAAACCACCATTACCGAAAAAGTGTTGCTGTTCGGACAGGCGATTCAGACCGCCGGTACGGTAAAAGGCCGTGGCTCCAGCCAACATGCAAAATCTGACTGGATGGAGATGGAAAAACAGCGTGGTATCTCTATCACTACCTCGGTGATGCAGTTCCCGTATCACGACTGTCTGGTGAATC1
3971 CHIP3985 STM/STY STM1494 STY1570 ATGCACACCCTCACCCTAAAACTTAGACGGTATGAGGGCTAAGGATGCACACCCTCACCCTAAAACGTGTACTTGGGTTCACTATCGTCATTTTGCTGTTACTGGCGCTGTTTATCTGGGGAATCGGTCTGGAGACGCTGAAAGCGCGTCAGGTCGATCTGCTGTATCTCGGACAACGGCATTTGATGCTGGTCTTTACGTCCATGTTTTTTGCTTTACTGGTCGGTATCCCGAGCGGGATTTTACTCAGCCGACCTGCGGCAAAAGGATTTGCTGAATATGTCATGCAAATCTTTAATG1
3972 CHIP1317 STM/STY STM3776 STY4008 ATGAATGAAAATATCGCAGAAAAATTCTTAACTCATTGGCGTAATACGGATGAATGAAAATATCGCAGAAAAATTCCGCGCTGATGGGGTTGCCAGGCCTAACTGGTCAGCCGTTTTTGCCGTGGCGTTTTGTGTCGCCTGCCTGATTACCGTTGAGTTTTTGCCCGTTAGTCTGTTGACGCCGATGGCGCAGGATCTGGGGATCTCCGAGGGCGTCGCCGGTCAGTCGGTCACCGTTACGGCGTTTGTCGCGATGTTTTCCAGCCTGTTCATTACCCAGATTATTCAGGCGACCGACAGGCGTT1
3973 CHIP0572 STM/STY STM4230 STY4426 ATGGCGAGCGTACAGCTACGTTAAACACCCGGCTCTTGATGATGGCGAGCGTACAGCTACGAAATGTAACGAAAGCCTGGGGTGACGTGGTGGTATCGAAAGATATTAACCTCGATATCCATGACGGGGAGTTCGTGGTGTTTGTGGGACCGTCAGGCTGTGGTAAATCGACCTTGCTGCGTATGATCGCCGGGCTTGAAACCATCACCAGTGGCGACCTGTTTATCGGGGAAACCCGTATGAATGATATTCCGCCTGCCGAGCGCGGCGTGGGCATGGTATTCCAGTCTTATGCGC1
3974 CHIP1423 STM/STY STM3882 STY3896 ATGCGAACGTCATTCTTTGCTTACTCCTGATTCACGCGATTAAGATGCGAACGTCATTCTTTGCGCTGGCGTCACTTTCTGAGGCCGCTATGGACGCATTACTGCAACTCAAAGGGATCGATAAAGCGTTCCCCGGCGTGAAGGCTCTCTCCGGCGCCGCGTTAAACGTTTATCCTGGCCGCGTTATGGCGCTGGTGGGGGAAAACGGCGCCGGAAAATCCACCATGATGAAAGTATTAACCGGCATCTATACGCGAGATGCGGGATCGTTGTTATGGCTGGGTAAAGAGACCACCTTTA1
3975 CHIP1359 STM/STY STM0248 STY0275 ATGGCAAAGTTTGTACCCGCTTATTTTTGCTGCTTTTTTATCGCTGTGGCAAAGTTTGTACCCGCAATTTTTCTCGACCGTGACGGCACCATTAATGTGGATCACGGCTACGTACATGAAATCGATGCATTTGAGTTTATAGACGGCGTTATTGACGCTATGCGCGAGCTAAAAAAAATGGGCTATGCGTTGGTGGTGGTGACGAACCAGTCCGGAATCGCGCGCGGCAAATTCACTGAGGCGCAGTTTGAAACGTTAACCGAATGGATGGACTGGTCGTTGGCGGATCGCGATGTTGATT1
3976 CHIP1375 STM/STY STM1991 STY2199 ATGGCGGACGTTCACGATTTACGCCAGTAGATGAATCCCATGGCGGACGTTCACGATAAAGCCACGCGCAGTAAAAATATGCGCGCGATAGCGACCCGCGATACGGCTATTGAAAAACGTCTTGCTGGCCTGTTAAGCGCACAGGGGATTACGTTTCATACTCAGGACGCGACATTACCGGGCAAGCCGGACTTTGTGGTGAATGATTATGATTGTGTGATTTTTACTCACGGCTGCTTTTGGCATCATCACCACTGTTATCTGTTCAAAGTGCCGGCCACGCGAACGGCTTTCT1
3977 CHIP1487 STM/STY STM4241 STY4437 ATGGAAAAGACCACAACGCATTAACGTGGTTTTTTCTTCACCAGATGGAAAAGACCACAACGCAAGAGTTACTGGCGCAAGCTGAAAAACTCTGCGCGCAGCGCAACGTGCGCCTGACGCCTCAGCGCCTCGAAGTGCTGCGCCTGATGAGTCTGCAACAGGGTGCCATCAGCGCATACGATTTGCTCGATTTGCTGCGCGAAACGGAACCACAGGCCAAACCGCCCACCATTTACCGCGCGCTGGATTTTTTGCTCGAACAGGGTTTTGTCCATAAAGTGGAATCCACCAATAGTTATG1
3978 CHIP3908 STM/STY STM1305 STY1809 ATGACGCTATGGATAAACGGCTTATACCGCCTCCCTGCGATGACGCTATGGATAAACGGCGACTGGATAACCGGTCAGGGCGAACGCCGCCGCAAAACGAACCCGGTGAGCGCGGAGATACTTTGGCAGGGGAATGACGCTAATGCGGCACAGGTCGCCGAGGCCTGTCAGGCGGCGCGCGCGGCGTTTCCTCGCTGGGCCAGACAGCCTTTTGCCGCACGACAGGCTATCGTAGAGAAATTTGCCGCCCTGCTGGAGGCACATAAAGCCGAGCTCACGGAGGTCATCGCACGTG1
3979 CHIP3910 STM/STY STM1308 STY1805 ATGCGTAAACTGACTGCTCTATTTGTTATTCTGCCGCAGCAGGATGCGTAAACTGACTGCTCTATTTGTTGCCTCTACCCTGGCGATGGGTGCTGCGAATCTCGCTCATGCCGCTGAGACTACCACCGCCGCGCCAGCGGATGCGAAGCCAATGATGCAGCATAAAGGTAAATTTGGCCCACATCACGATATGATGTTTAAAAACCTGAACCTGACGGACGCACAGAAGCAACAAATTCGCGACATTATGAAAGCGCAGCGCGAGCAAATGAAACGTCCGCTGCTGGAAGAGCGTCGCG1
3980 CHIP3934 STM specificSTM1356 ATGGATTTTTCATTAACTGAAGAACAAGATTACTTGTTCTGATAGTCTTTCAGAATCTGGATGGATTTTTCATTAACTGAAGAACAAGAACTATTACTGGCCAGTATTCGCGAGTTAATCACCAGCAATTTTCCGGAAGAGTATTTCCGTACCTGCGATCAAACGGGCACCTATCCCAAAGAATTTATGCAGGCGCTGGCGGAAAACGGTATTTCGATGCTGGGCGTCCCGGAAGAATTCGGCGGCATTCCGGCTGACTATGTAACGCAAATGCTGGCGCTGATGGAAATCTCAAAATGCGGCGCTCCGGCCTTTT1
3981 CHIP3958 STM/STY STM1442 STY1680 ATGTCTGGGCCTCGTTTTACTGTTACCGCTGTCCAATGGCATGTCTGGGCCTCGTTTTACTGATCGCGTGGTAAATATGTCGTTAAAAACAATAAAATATTTTTCTACTCTCATTGTCGCCGTCGTCGCCGTTCTGGCCGCGTGGTGGTTATGGAATTACTATATGCAGTCACCGTGGACGCGCGATGGTAAAATCCGCGCGGAACAGGTCAGCGTAACGCCACAGGTTTCTGGCAGCATTACCCAACTCAATATCAAAGATAATCAGTTCGTCAACGCCGGGGACGTTCTCTTTG1
3982 CHIP0551 STM/STY STM1176 STY1215 ATGTCTATTGCCGTAAATATGAATGACCTTAGATTATTTGCCGAACTTCGTCGATGTCTATTGCCGTAAATATGAATGACCCGACCAACACGGGCGTCAAAACGACGACCGGCAGCGGATCGATGACCGGAAGCAACGCTGCCGATCTGCAAAGCAGTTTCCTGACCTTACTGGTCGCGCAATTGAAGAACCAGGACCCGACTAACCCATTACAAAATAATGAGTTAACGACACAGTTGGCGCAAATCAGTACCGTGAGCGGCATTGAAAAACTGAATACGACGCTGGGGGCTATTTCCGGGCAAATCG1
3983 CHIP3998 STM/STY STM2095 STY2305 ATGAAAACGCGTAAGGGCATTATAAACCTTTCACCATCTTCAGCAATGAAAACGCGTAAGGGCATTATTTTAGCGGGGGGCTCCGGCACCCGTCTTTATCCGGTGACCATGGCGGTAAGTAAGCAATTGCTACCAATTTATGATAAACCGATGATTTACTATCCCCTTTCCACGCTTATGCTGGCAGGCATTCGGGATATCCTGATCATCAGTACGCCACAGGACACGCCGCGTTTTCAACAACTGCTGGGAGACGGCAGCCAGTGGGGGCTGAATCTTCAATATAAAGTACAGCCAAGCC1
3984 CHIP1338 STM/STY STM0319 STY0364 ATGACGTTACCGAGTGGACACCTTATGCCGACAGTTTTACCGATGACGTTACCGAGTGGACACCCGAAAAGTAGATTGATCAAGAAATTTACCGCGCTTGGCCCCTATATCCGGGAAGGGCAGTGCGAAGACAATCGTTTTTTTTTCGATTGCCTGGCAGTTTGCGTCAACGTGAAGCCCGCGCCAGAGAAGCGTGAATTTTGGGGCTGGTGGATGGAGCTGGAAGCACAAGAGAAACGCTTCACTTATCGTTATCAGTTTGGTTTGTTTGATAAAGAGGGCAACTGGACCGTAGTGC1
3985 CHIP2012 STM/STY STM4513 STY4869 ATGACGACTCAGGTACGTAAGAATGTTAAACAATAAGCTGCATGACCCAATGACGACTCAGGTACGTAAGAATGTCATGGATATGTTTATCGATGGCGCACGCCGCGGTTTTACCATCGCCACGACCAACCTGTTACCCAATGTGGTCATGGCATTTGTCATTATTCAGGCGCTGAAAATTACCGGTCTGCTCGACTGGGTAGGCCATATCTGCCAGCCCGTGATGGCGTTGTGGGGGCTTCCCGGCGAAGCGGCTACGGTGCTTCTGGCTTCGCTGATGAGTATGGGCGGCGCCGTTGGCGTGG1
3986 CHIP2028 STM/STY STM4596 STY4945 ATGAAGCAGTTAAACGGCGGTTAAAATGAAACCGGCAGGTTATGAAGCAGTTAAACGGCGGGAATGTGTATCGTCCCACAGGGAAAGAAAAAAACCTGCAAGCCATTTTAAATATTCATCGGCACGTTATTCAAAACATCTCCCCTGTCACTATTACAGCCGGTAAAACACTGGATATCAAGATTGATAATCAATCCCACATCCTGTTAATCACTAAAGGCGCTATTAAAGTATGTCGGCGTATCGACAGCATTGTAATGGGCTGCGGTGTCTCACCAATGATTTTAGGCCTTGTAG1
3987 CHIP2052 STM/STY STM3617 STY4183 ATGATGACTATGCTGCGCGTTAACGTGAACTTACGCATTCCTGATGATGACTATGCTGCGCGGATGGATAACGATGCTCGTCATGCTGACGGCAATAAATGCGCAGGCAGCCTGTAGCTGGCCTGCGTGGGAACAGTTCAAGAAAGATTACATTAGCCAGCAGGGACGCGTTATCGATCCGGGCGATGCGCGAAAAATTACCACCTCCGAAGGGCAAAGCTACGCCATGTTCTTTGCCCTGGCAGCGAACGATCGACCGGCGTTCGCGCAACTGTTTAACTGGACGCAAAACAATCTGG1
3988 CHIP3216 STM/STY STM3270 STY3453 ATGGACACACTTACCGCTATTGGTTACGCCTGCTGGGCGCGATGGACACACTTACCGCTATTGGCCGTTGGCTGGCGAAACAACACGTGGTGACCTGGTGCGTACACCATGAGGGAGAGCTGTGGTGCGCCAATGCGTTTTATTTGTTCGATGCGCAAAACGTCGCACTGTATCTGTTAACGGATGATAAAACCCGCCATGCGCAAATGTCCGGCGCGTGCGCGCCAGTTGCGGGAACGGTCAATGGGCAGCCGAAAACGGTGGCGCGCATTCGCGGCGTGCAGTTTAAAGGGGAAA1
3989 CHIP1509 STM/STY STM2306 STY2536 ATGCGTAGCGCGCAGGTATTATAACAGTCGTTCCAGCTCCATGCGTAGCGCGCAGGTATACCGCTGGCAGATCCCCATGGACGCGGGGGTGGTTCTGCGCGACAGGCGGTTAAAAACTCGCGACGGGCTGTATGTTTGTCTGCGTGACGGCGAGCGTGAGGGATGGGGAGAGATCTCTCCGCTGCCGGGCTTCAGTCAGGAAACGTGGGAAGAGGCGCAGACGGCGCTACTAACATGGGTGAACGACTGGCTTCAGGGGAGCGAGGGATTACCCGAGATGCCTTCGGTCGCGTTTG1
3990 CHIP1525 STM/STY STM2286 STY2515 ATGAGCGACACACGTTTTGATTAGCCGAGCGCCTGGGCATGAGCGACACACGTTTTGAAAGTTGTATAAAATGTACGGTGTGCACCACCGCGTGCCCGGTCAGCCGCGTTAATCCTGGCTACCCTGGCCCTAAACAGGCCGGACCGGATGGCGAACGCCTGCGTCTGAAAGACGGCGCGCTGTATGATGAGGCGCTGAAATATTGCATTAACTGCAAACGGTGTGAGGTCGCCTGTCCGTCGGACGTGAAGATTGGCGATATCATCCAGCGCGCCCGCGCGAAATACGATACGA1
3991 CHIP1551 STM/STY STM2491 STY2729 ATGAATCCACTGAAAGCCGTTACGCGTTTTCTTTCAGCCAATGAATCCACTGAAAGCCGGTGATATCGCACCGAAATTTAGCTTGCCGGATCAAGACGGGGAACAAGTAAATTTGACCGACTTCCAGGGACAGCGCGTTCTGGTTTATTTCTACCCAAAAGCCATGACACCCGGCTGTACCGTGCAGGCCTGCGGCTTACGCGATAACATGGACGAGCTCAAAAAAGCAGGCGTGGACGTGCTGGGCATCAGCACCGATAAACCTGAAAAACTCTCCCGTTTCGCTGAAAAAGAGC1
3992 CHIP1583 STM/STY STM0505 STY0551 ATGCAAAAATCGGTCTTAATAACAGGTTAGCTTTGTAAAATTTTATCCAGCAATGCAAAAATCGGTCTTAATAACAGGATGTTCCAGCGGAATCGGTCTGGACAGCGCGCTTGAGCTTAAACGCCAGGGCTTTCAAATCCTGGCGGGCTGCCGCAAACCTGATGATGTCGCCCGGATGAACAGTATGGGATTTACCGGCGTGTTGATCGATCTCGACTCCCCTGAAAGCGTGGATCGTGCCGCCGATGAAGTGATCGCCCTGACCGATAATCGTCTGTATGGGATCTTTAACAATGCCGGCTACGGCG1
3993 CHIP3139 STM specificSTM2595 ATGATGCGGCTCGCGCGTTTAATGACCAGGTTCGCTATCTGGGTGATGCGGCTCGCGCGTGAGTTCCGGCGACCAGACTGGCGGCAGATGCTGGCGGAAATGAGTGCGACAGAGCTGGGTGAGTGGGCGGAGCATTTCGGGAAGAACAGCTTCAGTGACATGTTGCTGGATGCGGAGTTTGCAACGCTGAAATCGCTGATTTCCGGACTGGTTACAGGCACGCATCACGATGCAGAAATGTTCAGCCTGATCACTGATCCTGAGTCGTTGCACGAAAAAACGGATGATGAACTGATGA1



3994 CHIP3155 STM specificSTM2611 ATGTTTGTTGGCCTGTTGCTTTATTTGCACTGCGTCCGGATGTTTGTTGGCCTGTTGCTCGTCTCGCTAATTGTTGCCGGTCGGCTGGCAAATCACTACCGCAATAACGCTATCACTTACAAGTACCAGCGTGATACTGCTACTCACAACCTGAAGCTGGCGAACGAGACAATTACCGATATGACGAAGCGCCAGCGTGACGTTGCCGCCCTCGATGCAAAATACACAAAGGAACTAGCTGATGCACAAAACAGGAATACTGATTTGCAGCGCCGCCTTGCTGCTGGTAGCCGGG1
3995 CHIP2031 STM/STY STM3746 STY4047 ATGTTTGAACTCGATACCTTATCGACCTTATCCGGCAAACATTGGCATGTTTGAACTCGATACCTTATCGACCCTTGTCGCCGCCACGCTGGTGCTGCTACTGGGTCGCAAGCTGGTCCAGTCTGTCTCCTTATTGAAGAAATATACGATTCCGGAACCGGTGGCGGGGGGATTACTGGTCGCGGTTGCTCTGCTGGTACTGAAAAAAAGCGTCGGTTGGGAGGTCAACTTTGATATGACCCTGCGCGATCCGTTGATGCTGGCGTTTTTCGCGACGATCGGCCTTAACGCTAACCTTGCCA1
3996 CHIP2047 STM/STY STM3629 STY4169 ATGTTGCAGTTCATTCTCCGATTACTTCTTATGCCGAATACGCATGTTGCAGTTCATTCTCCGACGTTTGGGACTCGTTATCCCGACGTTTATCGGTATTACCCTTCTCACCTTTGCCTTTGTCCACATGATCCCCGGCGATCCGGTGATGATCATGGCGGGTGAGCGAGGTATTTCCCCTGAGCGTCATGCTCAACTGCTGGCTGAACTCGGTCTTGATAAACCGATGTGGCAGCAGTACCTCCATTATATCTGGGGGGTGATGCATGGCGATTTAGGCATCTCGCTGAAAAGCCGAA1
3997 CHIP2049 STM/STY STM3626 STY4172 ATGAGTACGCATGAGGCCATTAACTCAGCGGTTTCTGCGATGAGTACGCATGAGGCCACCTTGCAACAGCCGCTGTTGCGGGCTATCGACCTGAAAAAACACTATCCGGTGAAGAAGGGGATCTTTTCTCCGGAACGGCTGGTAAAAGCGCTGGACGGCGTGTCGTTTAATCTCGAACGCGGTAAAACGCTGGCCGTAGTGGGGGAGTCCGGTTGTGGAAAATCCACACTGGGTCGCCTGCTGACGATGATTGAAACGCCAACCGGCGGCGAGCTTTATTACCAGGGGCAGGATC1
3998 CHIP2065 STM/STY STM3545 STY4266 ATGACCTTACACTGCGCATTTATTGTTATTTAGCCAGGGTTATCGTCGATGACCTTACACTGCGCATTTATTGGATTCGGCAAAAGTACCACCCGTTACCATCTCCCCTATGTTCTGAATCGGAAAGATACCTGGCATGTCGCGCATATTTTCCGTCGTCACGCTAAACCGGAAGAGCAGGCGCCGCAGTATTCGCATATTCACTTCACCAGCGATCTGGATGAGGTGTTGGGCGATCCGCAGGTAAAACTGGTGATCGTCTGTACGCATGCTGACAGCCATTTCGAATACGCTAAACGCGCGC1
3999 CHIP0975 STM specificSTM1042 ATGATGAAAACCTTTCACTGGAAAGTTAAGAAATAACCTGCTCAAATGTCGATGATGAAAACCTTTCACTGGAAAGTTGACCCGGACATGGGGGTGGATTCGGAACCACAGGTGTCGGTGGTGAGGTTCGGTGATGGCTACGAGCAGCGGCGTGCATCCGGGATCAATAATGACCTGAAAAAATACAGTGTGACTATCCGCGTTGACCGGGAGGATGGTCCGGGACTGGAGGGCTTTTTGTCACAGCATAACGGTGTGAAGGCGTTTTTGTGGACTCCGCCTTACGGATACCGGCAGATTAAGGTTG1
4000 CHIP0999 STM/STY STM1014 STY1022 ATGTCAAATACCGCTGAAATATACAAATTCTTACCCCCTGAATCCGGTATGTCAAATACCGCTGAAATATACAAATTCCCTGCGCCGATACCGACGCAACAGGAGTGCCGTATGGCTGATCTGGAAAATGGCTATTTACGTTTAGCTAATCAGATCCAGGACGCCTTGTGTATCGTTGAACTATCGGGGCGTGAGTTCCGTGTTTTGAATGCGATTATCCGGCTGACTTATGGCTGGTCGAAAAAATCAGATCGTATTGCCAACAGCCTCATTGCAGATAAGACAACACTGAAGGTAAAGCATG0
4001 CHIP1023 STM/STY STM4470 STY4808 ATGGCAAACCCGGAATTACTTTAGTGACGCACGCCGTCATGGCAAACCCGGAATTACTGGAAGAGCAGCGTGAAGAAACGCGCTTAATTATTGAAGAGTTACTTGAGGACGGCAGCGATCCGGATGCGCTGTACACTATCGAGCATCACCTTTCCGCTGACGATTTCGAAACGTTGGAAAAAGCCGCGGTAGAAGCCTTTAAACTCGGCTATGAAGTGACGGAGCCGGAAGAGCTGGAAGTGGAAGAGGGCGATACGGTTATTTGTTGCGACATCCTCAGCGAGTGCGCGTTGA1
4002 CHIP1039 STM/STY STM2945 STY3073 ATGCCAGTCACTTTAAGCTTCGTTATGTCAGTAATATATTACGACTGCACCCATGCCAGTCACTTTAAGCTTCGGTAATCATCAAAATTATACGCTTAATGAAAGTCGGCTTGCTCATCTGTTAAGCGCAGATAAAGAAAAAGCAATCCATATGGGGGGTTGGGATAAAGTCCAGGATCATTTTAGAGCGGAAAAAAAGGACCATGCGCTGGAAGTGTTACACTCCATCATTCACGGGCAGGGCCGTGGTGAACCTGGAGAGATGGAAGTTAACGTAGAGGATATAAATAAAATTTACGCCTTTAAAC1
4003 CHIP0649 STM/STY STM4460 STY4800 ATGGCTAACCCGCTATATCAAAAACTTACAGACTCAGTTCGCTATTCAGTACTAACATGGCTAACCCGCTATATCAAAAACATATCATTTCCATAAACGACCTCAGCCGCGACGATCTTAATCTGGTACTGGCGACGGCGGCGAAATTAAAAGCCAACCCGCAGCCGGAGCTTTTGAAACATAAAGTGATCGCCAGCTGCTTTTTCGAAGCCTCCACGCGTACCCGCCTGTCGTTTGAAACTTCAATGCATCGCCTGGGCGCCAGCGTAGTGGGCTTCTCCGACAGCGCCAACACGTCGCTGGGGAAAAAAG1
4004 CHIP1804 STM/STY STM4101 STY3768 ATGAGTGTGATTGCGCAGGTTACAGCAACTGCGCCAGAATGAGTGTGATTGCGCAGGCAGGGGCGAAAGGTCGTCAACTGCATAAATTTGGCGGCAGTAGTCTGGCGGATGTGAAGTGTTACCTGCGTGTCGCAGGCATTATGGCGGAGTATTCGCAGCCTGACGATATGATGGTAGTGTCCGCCGCAGGCAGTACCACCAACCAGTTGATTAGCTGGCTCAAGTTAAGCCAGACCGATCGCCTTTCTGCGCATCAGGTATTACAGACGTTACGCCGCTACCAGTGCGATCTGA1
4005 CHIP1836 STM/STY STM0706 STY0747 ATGGCCGCGCAAGGATTTTTACTTAAGGTAAAGAGAAATGCTCCGATGGCCGCGCAAGGATTTTTACTGATCGCCAGTTTTTTACTGATTTTATTGGTACTGGCGAAACCATTGGGTTCGGGCCTGGCAAGGCTCATCGCCGCCGTTCCGTTGCCGGGCGTGGCTGGCATTGAGCGTATCCTCTGGCGGACTCTTGGCATTACCGACCACGAAATGAACTGGCGTCAGTATTTACTGGCGCTACTGACGCTCAATCTGCTGGGACTGGGCATCCTGTTTTGCCTGTTGTTCTGGCAGGAGT1
4006 CHIP1876 STM/STY STM0713 STY0753 ATGCTGAATATTATTCGCGCGTTAATGTTCATGCTGAAGTCGCATGCTGAATATTATTCGCGCGGGGATTTATACCTCCGTGCAGGATAGCGGGCGTCACGGCTTTCGTCAGTCGGGGCTGAGTCACTGCGGTGCGCTGGATAAACCCGCCTTTCAGACCGCTAATCTCCTGGTCGGGAACGATGCGAATGCCCCGGCGCTGGAAATCACTCTCGGTCAACTGGTTGTCGAATTTGAAAATGAGACCTGGTTCGCTCTTACCGGCGCAGGCTGCGAGGCGCAGTTGGATGATCAACCGG1
4007 CHIP0586 STM/STY STM0544 STY0590 ATGTCGCCCGTCATTGCGTTATGGGTAAACCAGCGTAAACCATGTCGCCCGTCATTGCGCACGCGGTAATGGTGGAGAGCGGGCGTGTTCACCTGCGCGGACAACTGGTCAATGGCGGCTGCGCTGTCGCCACAGAAAGCCAGAATTTGCGCGTATTGATGGGACAGTACCGCACGAATGCGTTTACCGGTCCTGGCAGCTTCGCTCCCGTCAGCGTTCCATTTTCGTTACGGTTAATCTCCTGTAGCGCGGAGGTCTGGCGTCATGTCGGCATTGCGTTTGCCGGCGTTACGCCTG1
4008 CHIP0602 STM/STY STM2565 STY2812 ATGATGGAAATTCTGCGTGGTTAACCAAGCTGCTTACGCATGATGGAAATTCTGCGTGGTTCGCCTGCACTGTCTGCATTCCGTATCAATAAACTGCTGGCGCGCTTTCAGGCTGCCAACCTCCAGGTCCACAATATATACGCTGAGTATGTCCATTTTGCTGACCTGAACGCCCCGTTAAATGATAGCGAGCAGGCGCAGCTTACCCGTCTGCTGCAATACGGCCCGGCGCTTAGCAGCCATACGCCGGCGGGTAAACTCCTGTTGGTCACACCGCGTCCTGGTACCATCTCCC1
4009 CHIP1815 STM/STY STM4049 STY3824 ATGGCAAATCAGTTAATCCTTTTGTTAATCGCTTTGATTACTGAGATGACGGTGGCAAATCAGTTAATCCTTTTGAAAAAAGATTTTTTTACTGATGAGCAGCAGGCCGTTACGGTTGCCGATCGCTATCCACAGGATGTTTTTGCGGAACATACGCATGAGTTTTGTGAACTGGTGATGGTCTGGCGGGGCAATGGCCTACACGTTCTTAATGAGCGCCCATACAGAATTACCCGCGGCGATCTGTTTTACATTCGTGCTGAAGACAAACACTCCTATACTTCCGTTAACGATCTGGTGCTGCAAA1
4010 CHIP1847 STM/STY STM0645 STY0696 ATGGTCAGTCGGTATGGGCTTACCGGTATAGCCCCTGCTATGGTCAGTCGGTATGGGCAGATCTTGAAGGGCTGTCGCTCCTGCTCTGCCATAAGGCGCTGGCAGACGTATTTATTGATGGGTGATATGAAATCGTTACAGGCTTTATTCGGCGGCACCTTTGATCCGGTGCATTATGGACATCTTAAACCTGTTGAAACGCTGGCGAATCTGATCGGCTTATCGCGGGTGATTATTATGCCTAACAATGTGCCGCCGCATCGCCCCCAGCCGGAAGCCTCCAGCGCGCAGCGTA0
4011 CHIP1879 STM/STY STM0268 STY0289 ATGGATCCACGGCTACTGGTTATACGCTCCCCCGTTGATGGATCCACGGCTACTGGAGTATTACAACCGCGAACTGAGCTACCTGCGGGAGACCGGTGCTGAGTTCGCCACCCTCCATCCCAAAATTGCCGCCCGACTGGGGATGCAGGGAACCGATATTGCCGACCCGTATGTGGAACGCATGATCGAGGCGTTCAGCTTTCTGAGCGCCCGCACTCAGCTAAAAATTGACGCCGAGTTTCCCCGCTTCACACAGCGGTTACTGGAAGTCGTCAGCCCCAATTACGTCACCC1
4012 CHIP0589 STM/STY STM2559 STY2806 ATGAACGTTATTGCTATCATGAACCATTATTTCGTATTTTCTTTCAGCACCTTATGAACGTTATTGCTATCATGAACCACATGGGCGTCTACTTTAAAGAAGAGCCTATTCGTGAACTGCATCGTGCACTGGAAGGTTTAAATTTCCGTATCGTCTATCCAAACGACCGAGAAGACCTCGTGAAGCTGATTGAAAATAACTCCCGGCTTTGCGGCGTCATTTTCGACTGGGATAAATATAACCTTGAGCTTTGCGAAGAGATTAGCAAGCTGAACGGGATACTGCCGCTGTACGCCTTCGCCAACAGCT1
4013 CHIP0613 STM/STY STM3502 STY4294 ATGCAAGAGAATTATAAGATTCTGGTGGTTATGCTTTAGAACCGTCCGATGCAAGAGAATTATAAGATTCTGGTGGTTGATGACGATATGCGTCTGCGGGCGCTACTGGAACGTTATCTGACCGAGCAGGGCTTCCAGGTTCGAAGCGTCGCTAACGCTGAGCAGATGGATCGTCTGCTGACCCGTGAATCTTTCCATCTCATGGTACTGGATTTAATGCTGCCAGGTGAAGATGGTCTGTCGATTTGTCGTCGCCTGCGTAGTCAAAGTAATCCAATGCCGATCATTATGGTCACGGCGAAGG1
4014 CHIP0629 STM/STY STM1695 STY1356 ATGCCGTTACTGGATATCCGCTTACTCTCTCTCCATATTCAGCGGATGCCGTTACTGGATATCCGCAATCTCACCATTGAATTTAAAACCAGCGAAGGTTGGGTAAAAGCGGTCGATCGCGTCAGTATGACATTAAGCGAAGGTGAAATTCGCGGCCTGGTAGGTGAATCGGGTTCCGGAAAGAGCTTGATTGCTAAAGCTATTTGCGGCGTCGCGAAAGACAACTGGCGAGTCACTGCCGACCGTATGCGTTTTGATGATATCGATCTGCTGCGCCTCTCCTCACGTGAACGGCGTAAGC1
4015 CHIP0680 STM/STY STM0110 STY0129 ATGGCAGAGAAATTTACCCAGCTTACCGCATAAATGCCGGATGGCAGAGAAATTTACCCAGCATACCGGCCTGGTTGTCCCACTGGATGCCGCCAACGTCGATACCGATGCAATTATCCCTAAACAGTTTTTGCAGAAGGTTACGCGCACCGGTTTTGGCGCCCATCTGTTTAACGACTGGCGTTTCCTGGACGAAAAGGGCCAACAGCCAAATCCGGAATTCGTGTTGAACTTTCCGGAATATCAAGGCGCGTCGATACTGTTGGCGCGGGAAAACTTTGGCTGCGGCTCGTCAC1
4016 CHIP0608 STM/STY STM1749 STY1302 ATGGCTGTTACTAATGTCGCTGATTAAGCGGATTTTTTCGCTTTTTTCATGGCTGTTACTAATGTCGCTGAACTTAACGCACTCGTAGAGCGTGTAAAAAAAGCCCAGCGTGAATATGCCAGTTTCACTCAAGAACAGGTCGACAAAATCTTCCGCGCCGCCGCTCTGGCTGCCGCTGATGCCCGCATTCCGCTGGCCAAAATGGCCGTCGCCGAATCCGGTATGGGTATCGTGGAAGACAAAGTGATTAAAAACCACTTCGCTTCTGAATATATTTACAACGCCTATAAAGATGAAAAAACCT1
4017 CHIP0632 STM/STY STM2892 STY3015 ATGGGCGATGTGTCAGCTTTAGGCGTCATCCTCCTCGATGGGCGATGTGTCAGCTGTCAGTTCATCCGGGAACATTTTACTGCCGCAGCAGGATGAGGTTGGCGGTTTATCAGAAGCATTAAAAAAAGCGGTGGAAAAACATAAGACAGAATATTCCGGTGATAAAAAAGATCGCGACTATGGCGATGCTTTCGTAATGCATAAAGAAACGGCTTTACCGTTATTACTGGCGGCATGGCGACATGGCGCGCCAGCGAAATCAGAACATCACAATGGCAACGTTTCTGGTCTGC1
4018 CHIP0752 STM/STY STM2459 STY2696 ATGAACACTCGCCAGCTACTGTTAGGAAGGAAATGCGAGTGATTTCGTGAACACTCGCCAGCTACTGAGCGTCGGTATCGATATCGGCACCACCACCACGCAGGTGATCTTCTCGCGCCTGGAGTTGGTTAACCGTGCGGCGGTGTCGCAGGTGCCGCGCTACGAATTCATCAAACGCGACATTAGCTGGCAAAGCCCGGTCTTCTTTACGCCCGTGGATAAGCAGGGCGGTCTGAAAGAGGTAGAACTTAAAGCGCTGATTCTGGCCCAGTATCAGGCCGCAGGCATCGCGCCTGAATCGG1
4019 CHIP1819 STM/STY STM4029 STY3849 ATGAGTCAGCTTCCGGCGTTACTCCTCCTCATTCCCGCATGAGTCAGCTTCCGGCGTGGCCGCGGATAACAAGAGAGAGTACGGCTATGTATCACCTTCGAGTTCCGCAAACAGAAGAAGAATTAGAACGTTACTACCAGTTTCGCTGGGAGATGCTGCGTAAACCGCTGCACCAGCCGAAAGGGTCGGAACGGGATGGCTGGGATGCGTTGGCGCACCATCAAATGGTGGTGGACGAAGAAGGAAATTTAGTTGCAGTGGGCCGCCTTTATATCAATGCAGATAACGAGGCGT1
4020 CHIP1851 STM/STY STM0634 STY0684 ATGAGTGATAATAATCAGGCAGAAAGATTAGAACGCCTCACGGATGTGAGTGATAATAATCAGGCAGAAAGACAACCGGCCGATCAACACCTACAGGACAAACCGCAAATTTTCAGAACACTGAGAAATATTGACCTCAATCTGTTGACGATTTTCGAGGCCGTATATGTCCATAAAGGGATCGTCAATGCAGCGAAAATTCTTAACCTGACGCCGTCAGCCATTAGCCAGTCCATTCAAAAATTACGGACTATATTTCCCGATCCGCTGTTTATTCGCAAAGGCCAGGGCGTAACGCCCA1
4021 CHIP0123 STM/STY STM4165 STY3720 ATGCTAAACCAGCTGGAAAACCTTAAGCGGGACGTTTGACTCTATGCTAAACCAGCTGGAAAACCTGACGGAGCGCGTTGGCGGAAGCAACAAACTGGTCGATCGCTGGCTGGATGTACGTAAGCACCTGCTCGTGGCTTACTACAATCTGGTTGGCATTAAGCCTGGCAAAGAATCGTACATGCGGCTGAATGAAAAAGCGCTGGATGATTTTTGTCAGAGCCTGGTCGATTACCTTTCCGCCGGGCACTTCAGTATTTATGAACGTATTCTCCATAAATTGGAAGGAAACGGTCAGC1
4022 CHIP0139 STM/STY STM4022 STY3856 ATGAACAACTACACCATCAAAGACATTACTTAACGACGTTTTGCCATCATTTCATGAACAACTACACCATCAAAGACATTACGCGAGCGTCCGGCGGGTTTGCCATGCTGGCTGTCGATCAGCGCGAGGCGATGCGTTTAATGTTTGCTGCTGCTGGTGCGAAAACACCCGTTGCCGATAGCGTGCTGACGGATTTCAAAGTGAATGCGGCGAAAATTCTTTCCCCGTATGCCTCTGCCGTTCTGCTGGATCAGCAGTTCTGTTATCGCCAGGCCGTAGAACAAAACGCGGTCGCTAAAAGCTGCGCCA1
4023 CHIP4738 STM/STY STM4002 STY3879 ATGAGTTTACCCCAAAAGAGTAAAGTAATGTTAACGGGTTCCACCATCCGTGAGTTTACCCCAAAAGAGTAAAGTAATGCACATAGCGAGGACGCTAACAGGATCAACGACTCAGGATGAGGGTCAGGAGCGCCAGGAGGCGAAGACACAGGATTGTCAGGAAGACAAACGTCCGGAGACGTTAGTAAAAGGAAATGGAAACAACATGGAATGTTCCAGGCTAAGGGAAAAACAGGGCGTGTTGATAGCCAACAGGGATGGTGGAACCCGTTAA1
4024 CHIP0387 STM/STY STM1518 STY1542 ATGAAAATGCTGTTTCCCGCTTAAAGGTGTTGGTCGTTATAATAGGGATGAAAATGCTGTTTCCCGCCCTGCCGGGTCTGTTACTTATCGCCTCCGGATATGGCATTGCAGAACAAACTTTGTTACCTGTGGCGCAAAATAGCCGCGATGTGATGCTGCTGCCCTGTGTAGGCGATCCGCCAAATGACCTTCACCCCGTGAGCGTGAACAGCGATAAGTCAGATGAATTAGGCGTGCCCTATTATAACGACCAACACCTTTAA1
4025 CHIP0403 STM/STY STM1191 STY1230 ATGGCCGTACAACAGAATAAACCTTACTTAGCGATGACCTTACGGCATGGCCGTACAACAGAATAAACCAACCCGTTCCAAACGTGGCATGCGTCGTTCCCATGACGCTCTGACCGCAGTCACCAGCCTGTCTGTAGACAAAACTTCTGGTGAAAAACACCTGCGTCACCACATCACTGCCGACGGTTACTACCGCGGCCGTAAGGTCATCGCTAAGTAA1
4026 CHIP1254 STM/STY STM1682 STY1381 ATGTCACAGACTGTACATTTCCAGGTTATGCCTTCAGGACATTAAGCGATGTCACAGACTGTACATTTCCAGGGTAACCCGGTCACCGTTGCCAACGTTATTCCGCAGGCTGGTAGCAAAGCACAGGCTTTTACTCTTGTCGCAAAAGATTTGTCTGACGTTTCCCTCAGCCAATATGCAGGCAAACGCAAAGTGCTGAATATTTTCCCAAGCATTGATACTGGCGTATGCGCCGCATCAGTTCGTAAGTTTAATCAACTGGCCACAGAAGTGGAGAATACCGTCGTATTGTGCGTTTCTGCTG1
4027 CHIP0429 STM/STY STM2501 STY2742 ATGGGTCAGGAAAAGCTATATATCGATTAGTCTGGTTGCTCGAGTGATTTGATGGGTCAGGAAAAGCTATATATCGAGAAAGAACTGAGCTGGTTAGCATTTAACGAACGCGTGTTACAGGAAGCAGCGGATAAATCCAACCCGTTGATTGAGCGGATGCGGTTCCTGGGAATCTATTCTAATAACCTCGACGAGTTCTACAAAGTGCGTTTCGCTGAACTGAAACGACGTATTATTATCAGCGAAGAACAGGGTTCAAATTCTCATTCACGCCATTTGTTAGGCAAAATTCAGTCCCGCGTGTTGA1
4028 CHIP1280 STM/STY STM3362 STY3543 ATGAAAACGAAATACATTATCGCATCTTACTTATACAACTCGGCGGTGGATGAAAACGAAATACATTATCGCATCACTCGGCCTGGCCACTCTGCTCTCTTTCGGCGCAAATGCCGCAGTACATCAGGTCAACGCGGAACAGGCGCAGAATCTGCAACCGATGGGCACCATTTCCGTCTCGCAGATTGGTAGTACGCCAATGGATATGCGCCAGGAGATCGTCGCTAAAGCTGAAAAAGCAGGCGCTAATAGCTATCGCATCATCGAATTAAAAGAAGGTGATAACTGGCACGCCACCGCCGAGT1
4029 CHIP0469 STM/STY STM3719 STY4076 ATGAAAATAGCTTTTATTGGCGAAGCTTACTTTTGTAATTTCGAGAATATTGCATGAAAATAGCTTTTATTGGCGAAGCGGTATCCGGTTTTGGAGGGATGGAAACCGTTATTAGCAACGTTATCCATACGTTTGAAAATAGCTCTCCGAAGATCAACTGTGAAATGTTTTTCTTTTGTCGTAATGACAAAATGGATAAAGCATGGCTAAAAGAGATTAAATATGCGCAATCATTCTCAAATATAAAATTAAGTTTTCTTCGTCGAGCTAAGCATGTTTATAATTTTAGTCAGTGGCTGAAAGAAACGT1
4030 CHIP4677 STM/STY STM0305 STY0342 ATGATGCCGACTGACGGATTATCGGTAAAATAGCTGGTCCTGTATGATGCCGACTGACGGAAATGATAATACCCGGAAACAGGACGGGGCTGTTTTTGGGCAGCCGGAAGTTAAGCCCATACCAGAAACGTTGCAGTGTACTGAAAAATGGCGCCAGGTTGCACCTGTTCAAAGATTTTCTGAAGGCGCAGGAGTATTCATTACTGATATCCTCCATTGCGCCTTCGGGAACCCACAGGACCAGCTATTTTACCGATAG1
4031 CHIP0118 STM/STY STM4160 STY3725 ATGTTACGTATTGCCGACAAAACGTTATGCTAACGCCTCCAGAAATCATGTTACGTATTGCCGACAAAACGTTTGATTCACATCTGTTCACCGGTACCGGGAAGTTTGCCTCATCGCAACTGATGGTCGAGGCAATTCGCGCCTCCGGCAGCCAGTTGGTGACACTGGCGATGAAGCGCGTGGATTTACGTCAGCACAACGACGCTATCCTGGCGCCGCTGATTGAAGCGGGCGTCACGCTGCTGCCCAATACCTCCGGGGCGAAAACCGCCGAAGAGGCAATCTTCGCCGCCCAACTGGCGC1
4032 CHIP4717 STM/STY STM3774 STY4010 ATGAAACGAAAAACGCTTCTGCTTACATCTCCGGGCATTCCATGAAACGAAAAACGCTTCTGCTTATTGCCACACTTGTCGCGCTACCGGGCGTCACGTATGCCGACTCTCCGTTTAGCTCACTCCAGTCGGCGCATGAAAAAAATACGATTTTAAAGGATTTGCGCAAAATGTGTACGCCCAAAGGCGCGCTAACCGATGAAGCCTGGGAGAAAAAAATCATGGCGAGCGAGGGGAACCAGCAGCATATTCGGGAGGCGATGATCGCGATAGAGCGCAACAATCAGCATAACTACT1
4033 CHIP4711 STM/STY STM1948 STY2156 ATGCATCACGCGGCAACGTTATTTATTTTCCTCGTTATGTTTCAGTATGCATCACGCGGCAACGTTTATTTTGTGGGTAACCCCTCCGCTTTTTGATCAAAAAACAACCACTGCTATTTTTAGCGTAGCTTATGGTATACTCCGCCGCCTTAACATCTGCTATCGCACATTTTCACTGAAACATAACGAGGAAAATAAATGA1
4034 CHIP0152 STM/STY STM3870 STY3908 ATGGAAAACCTGAATATGGATCTGCTTACGCGACAGCGAACATCATGGAAAACCTGAATATGGATCTGCTGTACATGGCTGCCGCTGTGATGATGGGTCTGGCGGCAATCGGTGCTGCGATCGGTATCGGCATCCTCGGGGGTAAATTCCTGGAAGGCGCAGCGCGTCAACCTGATCTGATTCCTCTGCTGCGTACTCAGTTCTTTATCGTTATGGGTCTGGTGGATGCTATCCCGATGATCGCTGTAGGTCTGGGTCTGTACGTGATGTTCGCTGTCGCGTAG1
4035 CHIP0176 STM/STY STM2037 STY2242 ATGAATGATTCTCTAAAGGCGCATTACAGTTCACAGCGGTTACAAGGATGAATGATTCTCTAAAGGCGCAATGTGGTGCGGAATTTTTAGGCACCGGACTCTTTTTGTTTTTTGGTATCGGTTGTTTGAGCGCGCTCAAAGTCGCAGGCGCCAGCCTCGGATTATGGGAGATTTGCATTATTTGGGGGCTTGGAATTTCACTGGCCGTTTACCTTACTGCCGGAATCTCCGGCGGACATCTTAACCCTGCGGTGACGATTGCGCTGTGGCTGTTTGCCTGCTTCCCCAAACAGAAAGTATTGC1
4036 CHIP1227 STM/STY STM4294 STY4493 ATGTCTTCGGATGCTGATGCTTAATCCTGTTTAACCGGCGATGTCTTCGGATGCTGATGCTCACAAAGTGGGCCTAATCCCCGTCACCTTAATGGTATCGGGGAATATTATGGGTTCAGGGGTATTCTTACTCCCTGCTAACCTGGCGGCCACTGGCGGGATTGCAATCTACGGATGGCTGGTCACTATCATCGGCGCCCTGGCGCTGTCGATGGTTTATGCCAAAATGTCGTCCTTAGATCCCAGTCCCGGCGGTTCCTATGCCTACGCACGCCGCTGCTTCGGGCCGTTTTTGG1
4037 CHIP1243 STM/STY STM1911 STY2120 ATGATGGTTTATCCAGTCAAACACATTAGAAATAGTTACGCAGATATTCCGATGATGGTTTATCCAGTCAAACACAGTCCGCTATTGCGTCAGCCTGAGCATTTTATCGCCAGAGATGAACTAAAAGCCCTGGTGCAAAAGGTGACGCATAACCTGGTCAATATTAAAGATGAGACAGGCGAATTTTTATTGCGACTGGACGACGGACGCGTGATCGATACTAAAGGCTGGGCCGGATGGGAGTGGACGCACGGCGTGGGCCTGTACGGAATGTATCACTATTACCAACAGACCGGCGACCAGACGA1
4038 CHIP1267 STM/STY STM1712 STY1339 ATGTCGTCAACCCTACGAGAAGTTAGTTCAGCATATTTCTAATGACATAGTGCATGTCGTCAACCCTACGAGAAGCCAGTAAGGATACATTGCAGGCCAAAGATAAAACGTATCATTACTACAGTCTGCCGCTGGCTGCCAAATCCCTGGGCGATATCGCCCGTTTGCCCAAATCACTTAAAGTGTTACTGGAAAACCTGTTGCGCTGGCAGGACGGCGAATCTGTGACTGATGAAGATATTCAGGCGCTGGCCGGTTGGCTTAAAAATGCCCATGCCGATCGTGAAATTGCCTGGCGGCCCGCCCGTG1
4039 CHIP0898 STM/STY STM2670 STY2857 ATGCAAAAAGACGCGCTGTTATGCGACGCGCACCGCATGCAAAAAGACGCGCTGAATAACGTACGTATCACCGATGAACAGGTATTAATGACGCCGGAGCAGCTTAAAGCGGCCTTTCCCTTGAGCCTGGCGCAGGAAGCCCAGATAGCGCAGTCCCGGGGAATCATTTCTGACATTATTGCCGGGCGCGATCCGCGTCTCTTGGTGGTATGCGGTCCTTGTTCTATTCACGATCCTGAAACCGCTCTGGAATATGCCCGTCGATTTAAAGCCCTTGCCGCAGAGGTCAGCG1
4040 CHIP1749 STM/STY STM2960 STY3098 ATGAGTACTCAATTTACGACGCCTGTTAACGCACCATGCAAGGAATGAGTACTCAATTTACGACGCCTGTAGTGACTGAAATGCAGGTTATCCCGGTTGCGGGTCATGACAGTATGCTGATGAACCTGAGCGGCGCGCACGCCCCGTTCTTCACGCGCAACATCGTCATTATTAAAGATAACTCCGGCCATACCGGGGTTGGCGAGATTCCGGGCGGCGAAAAAATTCGCAAAACGCTGGAAGATGCGATCCCACTGGTGGTGGGAAAAACGCTGGGTGAATATAAAAATGTCCTGACCG1
4041 CHIP0938 STM/STY STM0428 STY0467 ATGCTGATGAAAACGACCACCTTATACCTCAATCAGGACCGCAATGCTGATGAAAACGACCACCGTTCACGCCCCTGCATCGCAGGGGACATCGGGGATAGTCCTCGACTCGCTGCGCGTTGCGTATCACGGCAACGTGGTGCTTAAACCGCTCTCTTTGACGATTGAACCTGGCGAAGTGCTGGCGCTGATTGGCCCATCAGGATCTGGAAAAACGACGGTGCTGCGTGCGGTTGCGGGCTTTGTGCAACCTGCAGGCGGTCGTATTCTGATTGGCGATACGGACGTCACCCATCTGC1
4042 CHIP0011 STM/STY STM3977 STY3582 ATGCAATCCTGGTATTTACTGTACTGCTTAAATCTTGCGAAAACCGGTGATGCAATCCTGGTATTTACTGTACTGCAAACGCGGGCAACTTCAGCGTGCTCAGGAACACCTCGAAAGACAAGCGGTAAGTTGCCTGACACCGATGATCACCCTGGAAAAAATGGTACGCGGAAAACGTACCTCCGTCAGCGAACCGCTCTTTCCTAATTATCTGTTCGTTGAATTTGATCCGGAAGTGATACATACCACTACAATCAACGCCACGCGCGGCGTCAGCCATTTTGTGCGCTTTGGCGCGCATCCTG1
4043 CHIP0035 STM/STY STM3952 STY3607 ATGCTGAGCGCATTTCAACTTTACAGCCAGTTCTTGCGCATGCTGAGCGCATTTCAACTGGAAAAAAACCGACTGACCCGGCTGGAAGTCGAGGAGTCACAAAGCCTGATTGATGCCGTATGGGTCGATTTGGTCGAACCGGACGACGACGAGCGATTGCGCGTACAATCTGAGCTGGGCCAGAGTCTGGCGACGCGTCCTGAACTGGAAGATATCGAAGCATCCGCGCGCTTCTTTGAAGACGAAGACGGACTGCATATCCACTCCTTCTTCTTCTTCGAAGATGCGGAAGATC1
4044 CHIP0059 STM/STY STM3923 ATGAAAGGCATCATTCTGGCGTTAATACTGGCGCGGACGATGAAAGGCATCATTCTGGCGGGAGGTTCCGGTACCCGGTTGCATCCCATTACGCGCGGCGTATCAAAGCGCCAGGGCTTCAAAATTGCCTGTCTGGAGGAGATTGCCTGGCGCAACGGCTGGCTGGATGATGATGGTTTGAAACGCGCCGCCAGTCAGCTTGAAAAAACCGGCTATGGCCAATATTTACTGGAGTTGCTCCGTGCCCGTCCGCGCCAGTATTGA1
4045 CHIP1136 STM/STY STM1885 STY2093 ATGTTGTTACGCGTAACACAGCGTTAAAAAGTGATACAGGTTGCGCCCTTGTTACGCGTAACACAGCGTATTGTCGAACGCTCGCAGCAGACCCGAGAAGCCTATCTTGCCCGCATTGAGCAGGCGAAAACCGCCACGGTCCACCGATCTCAACTGGCCTGCGGCAACCTGGCGCATGGCTTCGCTGCCTGTCAGCCAGAGGACAAAGCCTCGCTGAAAAGTATGTTGCGCAATAATATCGCCATTATTACCTCCTACAATGACATGCTCTCTGCGCATCAACCGTATGAACATTATCCGCAGA1



4046 CHIP0069 STM/STY STM3912 STY3642 ATGCGTTTAAATCCCGGCTTACGATTTCGCTCGCTTTGATGCGTTTAAATCCCGGCCAACAACACGCTGTCGAATTCGTCACCGGACCCTGCCTGGTGCTGGCAGGAGCGGGTTCTGGTAAAACTCGCGTAATTACCAATAAAATCGCCCACCTGATCCGCGGATGCGGCTATCAGGCCCGGCATATTGCGGCGGTGACGTTTACCAACAAGGCAGCGCGTGAGATGAAAGAACGGGTTGGGCAGACGCTCGGCCGTAAGGAAGCGCGCGGTTTGATGATCTCCACCTTTCATA1
4047 CHIP2658 STM/STY STM0107 STY0124 ATGCAACGCGCCGTCAGCCGTTAATTCTTAAATCAGTTTTAGCATGTCGGCCCGCAACGCGCCGTCAGCCGTTAATTCCCGGCTGGCTGATTCCGGGGCTGTGCGCCGCCGCGCTGATGATAACCGTCTCGCTGGCGGCCTTTCTGGCGCTTTGGCTGAATGCGCCGTCGGGCGCGTGGTCGACAATCTGGCGGGATAGCTACCTGTGGCATGTGGTGCGCTTCTCATTCTGGCAGGCGTTTCTGTCCGCAGTGCTGTCTGTGGTCCCGGCGGTTTTTCTCGCCCGCGCGCTTTATCGACGCCGTTTTCC1
4048 CHIP1704 STM/STY STM1748 STY1303 ATGATTCAACCGCTTTTTGATTTTCTTAGTTGAGCAAGCCGGGGGTGATTCAACCGCTTTTTGATTTTCCTGTTTACTTTAAGTTCTTTATCGGGCTCTTTGCGCTGGTTAACCCGGTGGGGATTATCCCCGTTTTCATCAGCATGACCAGCTACCAGACGGCCACGGCGCGTAATAAAACTAACCTCACCGCGAATCTGTCGGTTGCGATTATCTTGTGGAGTTCCTTATTCCTCGGCGATGGCATCCTGCAACTCTTTGGTATTTCTATTGATTCGTTCAGAATTGCGGGCGGTATCC1
4049 CHIP1720 STM/STY STM1788 STY1915 ATGACTGGAAAGCTATCTCCACGTTATGAGGGCTCCTTGTCGATGACTGGAAAGCTATCTCCACGCGTCGGGGAGGCGCGTGATACTGCCGTCAGCCACTATGTGTTTGAAGCGCCGGTACGCCTGTGGCACTGGCTAACGGTGGCCTGCATGTTGGTACTGATGGTAACAGGCTACTTCATTGGCCGGCCCTTGCCGTCGGTGAGTGGCGAGGCGACCTATCTGTTTTACATGGGCTATATCCGGCTGATCCACTTTGCCGCCGCGATGATCTTTACCGTGTTACTGCTGGGGCGAA1
4050 CHIP1736 STM/STY STM3001 STY3142 ATGAAACAGTATTTAGAACTGATGCAAAAAGTTAGATAGCGACCGGCGCATGAAACAGTATTTAGAACTGATGCAAAAAGTGCTGGATGAAGGCACACAGAAAAACGACCGTACCGGCACCGGCACGCTTTCCATTTTTGGCCATCAGATGCGTTTTAACCTGCAGGAAGGCTTTCCTCTGGTGACGACGAAACGCTGCCATTTACGTTCAATTATTCACGAACTGCTATGGTTTTTGCAGGGCGATACCAACATCGCTTACCTGCACGAAAATAATGTCACCATCTGGGACGAATGGGCCGATG1
4051 CHIP0927 STM/STY STM1743 STY1308 ATGAGCTTATCAGAAACCGCAATTATAGCAGTTCCTCCACCGATGAGCTTATCAGAAACCGCAACTCAGGCGCCGCAACCGGCGAATGTACTGCTGGAGGTAAACGATCTTCGTGTTACGTTCGCTACGCCTGATGGCGATGTGACGGCGGTCAACGATCTGAACTTTACGCTTCGCGCTGGAGAAACGTTAGGTATTGTTGGCGAGTCTGGATCGGGGAAATCGCAAACGGCGTTCGCATTAATGGGACTGCTGGCGACGAATGGTCGAATCGGCGGTTCCGCGACCTTCAACGGAC1
4052 CHIP1786 STM/STY STM4042 STY3833 ATGAAACACTATTTTTCCTGTCTCAAGGTTATTTTTTCCTCGCCAGTAGGCATGAAACACTATTTTTCCTGTCTCAAGGGAGACACGATAAAAGCGATATTTTTAGTGTGCCTGGCCGTGGGCGTCGTCGGCATGTCCTATGGCTCACTGGCGATGGCCTACGGTTTCCCACTGTGGGTGCCGTTTGTCCTCTCTATTTTTGTGCTGGCGGGCGCGTCCGAATTTATGTTTATCGGCATTGTTGCCAGCGGCGGCAATCCGTTAGCGGCGGCGGCGGCAGGACTGCTGGTGAATGCGCGCCACGTGC1
4053 CHIP0032 STM/STY STM3955 STY3604 ATGGACGCAAAACAAACACGTTATTTTTTACGCTGCGTATAAATCGATGGACGCAAAACAAACACGGCAGGGCGTATTACTCGCTCTTGCCGCCTATTTTATTTGGGGGATCGCCCCCGCGTATTTCAAGCTGATCTATTACGTTCCCGCAGATGAGATCCTGACGCACCGCGTGATTTGGTCATTTTTCTTTATGGTGGCGCTGCTTAGCGTCAGCCGGCAGTGGCGACAGGTTAAGCGCTTACTGAAAACGCCAAAGAAGATTTTCCTGCTGGCCCTGTCCGCCGTACTGGTCGGCGGTA1
4054 CHIP0072 STM/STY STM3907 STY3650 ATGATTGCCAAAACTGATAGTGATATTCTTACGGCCCTACCATTACCCGTGATTGCCAAAACTGATAGTGATATTCGCCATGTGACGCCATCTGGCGGTAATGTTTTTGCTGATTTGGGGTTTCATAAGCAGGACGCAGAAAAGTTTTACGCTGATTCCCTGAATGAAATCGAAAACACGTTAGCCATTAAACAACAGCTAATGGAAGAAATTACCCTCTGGATTACGCAAAACCAGATGAAGCAAGCCGAGGTTGCTACAGTTTTGCATATATCCCGACCGCGCGTTTCGGATGTCGTCAACA1
4055 CHIP3145 STM specificSTM2601 ATGCCGAAAACCTGTTTGATACCGCTTAGAGCAGTCAAACATTCCTCCCCCGAAAACCTGTTTGATACCGCGATTTCTCAGGCTGATGATGCCATCCTCCGGGTGATGGGAACGGTAGCAACAATAACCTCCGGCGTTCTGGCAGGGGCCACGCTTACGGGCGTATTTGACGATCCTGAAAGTGTGTCGTATGCCGCCGGAGGTGTCCGGATTGAGGGAGACAAGCCTACATTTTTTGTCAAAACATCCCTGACAGTCCATCTGAAGCGCCCGGACACACTAACCATTCTCGGTGACACCTTCTG1
4056 CHIP1715 STM/STY STM1804 STY1933 ATGGCAATGATTGATTCCATGTTACAGCATGTTCATGCGATGGCAATGATTGATTCCATGAACAAGGACACCACACGTTTGAGCGATGGACCCGACTGGACATTTGAGCTGCTGGATGTCTATCTGGCAGAGATAGACCGCGTGGCGAAGCTCTACCAACTGGATACTTACCCGCACCAAATTGAAGTCATCACTTCCGAACAGATGATGGACGCCTACTCCAGCGTCGGGATGCCGATCAACTATCCGCACTGGTCGTTTGGCAAAAAGTTCATTGAGACGGAACGTCTGTATA1
4057 CHIP2865 STM/STY STM1756 STY1294 ATGCAATCACTACAACGTAAAGTTCTGTTAAAGAATAATCGTCCGATTGCCATGCAATCACTACAACGTAAAGTTCTGCGTACTATTTGTCCCGATCAAAAAGGCCTTATCGCGCGGATTACCAACATTTGCTATAAGCATGAGCTTAATATTGTGCAAAACAATGAATTTGTTGACCATCGCACCGGACGCTTTTTTATGCGGACCGAGCTGGAAGGCATCTTCAATGATTCCACTCTTCTGGCCGATCTGGACAGCGCCTTACCGGAAGGCTCTGTTCGTGAACTCAATCCCGCCGGACGCCGTC1
4058 CHIP2785 STM/STY STM1597 STY1467 ATGACGATATGGGAAAATGCTATGTTAATGCTTAACCATGATGTGGCATGACGATATGGGAAAATGCTATGCAATATCAATTACTGATTAATGGCGTGCTGGTGGACGGCGAGGGAGAAAGGCAGTCTGTTTATAACCCGGCGACAGGCGAGGTCATACTTGAGATTGCGGAAGCGTCGCCCGCGCAGGTTGACGCCGCAGTGCAGGCCGCCGATAACGCGTTTGCCGAATGGGGGCAGACCACACCCAAAGCACGGGCGGAATGTCTGTTAAAACTGGCGGACAGCATCGAGCAAAACGCCC1
4059 CHIP2905 STM/STY STM1845 STY1976 ATGAACACTTTTTTTAGGCTTACCGCTTACTTATTGGCTGCCGCCATGAACACTTTTTTTAGGCTTACCGCGTTAGCTGGCCTGCTTGCATTAGCAGGCCAGTCCTTCGCCGTGGAAGATATTACGCGTGCCGATCAAATTCCCGTACTAAAGGAAGAGACGCAACATGCGACGGTGAGCGAGCGCGTAACGTCGCGTTTTACCCGCTCCCATTATCGCCAGTTCGATCTGGATGAGGCATTTTCGGCAAAGATTTTTGATCGCTATCTGAATCTTCTCGACTATAGCCACAACGTTTTGT1
4060 CHIP2929 STM/STY STM1890 STY2098 ATGCTGGGGTCACTTACCGTTAATCGAAGCGCAGTTGCGATGCTGGGGTCACTTACCGTTCTGACACTGGCCGTCGCCGTATGGCGGCCCTATGTTTACCACCCAGAATCCGCGCCAATCGTTAAAACTATTGAACTGGAGAAAAGCGAGATTCGTTCCCTCTTACCGGAGGCCAGCGAACCCATCGATCAGGCCGCGCAGGAAGATGAAGCTATTCCTCAGGATGAGCTGGACGATAAAACCGCAGGCGAAGTCGGCGTCCATGAATACGTCGTCTCCACAGGCGATACGTTAA1
4061 CHIP4402 STM/STY STM0504 STY0550 ATGTCCGTACAGAACATTGTCAATATTAATGTTAATACAGTAGCGCGTACAACTGGATGTCCGTACAGAACATTGTCAATATTAATGAATCCAACCTGCAGCAGACCTTAGAGCAGTCCATGACCACGCCGGTACTGTTCTATTTCTGGTCTGAACGCAGCCAACACTGTCTGCAATTAACGCCAGTGCTGGAAAGCCTGGCTGCCCAGTACCACGGTCAGTTTATTCTGGCAAAGCTGGACTGCGACGCCGAACAGATGATCGCCGCTCAGTTTGGGCTGCGCGCCATCCCGACAGTCTATCTGTTCCAGA1
4062 CHIP4418 STM/STY STM0527 STY0575 ATGATAAAGCATTTTCGCCACGTTATTTTTGCCAGGCAAGTTGAATGATAAAGCATTTTCGCCACGCGATAGAAGAAACATTGCCCTGGCTCTCTTCCATTGGAGCCGATCCTACAGGCGGAATGACGCGTTTACTTTATTCGCCTGAGTGGCTGGAAACACAGCAGCAGTTTAAAAAGCGAATGGCAGAAAGCGGTCTGGAGACACGCTTTGATGACGTCGGAAATTTATATGGCCGCCTTTGCGGCACACAATTTCCGGAGCAGGTGATTTTAAGCGGTTCGCATATTGATACGGTCG1
4063 CHIP4420 STM/STY STM0531 STY0579 ATGAAACGTATCCATCCTCTTATGGTTATCCTTTTACTATTTGTTGTCCAAGCCATGAAACGTATCCATCCTCTTATGGCAAGCCGACAATCGGCGGATTATCGGCAACCCTGGCAGATGTCAGGGGTATGGCGTCGCTCTATTAATTTTGTGGCGAAAAGCGGTGAGTTATTAACGCTTCACCGTCGGGGGAGCGGCTTCAGTCCGGGAGGGTGGATACTGCGCGGCGGCGATTTTGACGCCTTGCGCGATGTGCTCACCGATGGCGAAAAACCGCAGTCAACCGCTGCCGGTATTCAGATTGGCGAGT1
4064 CHIP4444 STM/STY STM0579 STY0621 ATGGACGGTCAAACACTGCACTTAGCGCGGCCGCAGGCGATGGACGGTCAAACACTGCACGCCTGGGCAAAACGCTTTGCGCTGGAACTGCCTTTTACCGAACACTGCTGGCCTTTCGGCCCACAGTACGATGTGTTTAAAGTCGGCGGCAAAATATTCATGCTGTTCACTGAACATCACTGTCGCCCAGTGGTGAACCTGAAGTCGGATCCCCAAAAGTCCCTGGTAAATCAACAAATTTACCCCAGCATTGCGCCTGGCTATCACATGAATAAGAAACACTGGATTTCAGTCT1
4065 CHIP4468 STM/STY STM0616 STY0664 ATGTCCAGACCCACTATTATCATTAACGTTAACGCAGGAAGTCGCCCATGTCCAGACCCACTATTATCATTAACGACCTTGACGCCGAACGTATTGATCGTCTTCTGGAACAGCCTGCGTATGCGGATCTGCCGATTGCCGACGCGCTCAACGCCGAACTGGATCGCGCGCAAATGTGTTCGCCACAAGAGATGCCGAACGATGTCGTCACCATGAACAGCCGCGTTAAATTCCGCAATTTGAGCGATGGTGAAACACGCGTGCGGACGCTGGTGTACCCCGCCAATATGACGGACAGCAGTA1
4066 CHIP2756 STM/STY STM1549 ATGACGCAACGTATCGCGTTAGGGGATTCGGGCAATAACATGACGCAACGTATCGCGGTTTTTCCTGCTGACCGCCATTCTCTGTATGAGGAACATGGGTATTCCGCAGCCATCCGTTCTGGTGATTTACTGTTTGTTTCAGGCCAGGTAGGCAGTCACACAGACGGAACGCCGGAGCCTGATTTTCAAAAACAAGTGAGGCTTGCTTTTGAAAACCTGAAAGCAACACTGACTGCAGCAGGATGCACATTCGATGACATAGTGGATGTCACCACCTTCCATACCGATCCAGAGC1
4067 CHIP2876 STM/STY STM1785 STY1911 ATGAAAAATAACATCAGATTTGACTTATCCGTTACCAGTCGACATTCACTGTATGGATGAAAAATAACATCAGATTTGACTTATCCGATTATTTGATTCATTTTTTTCGGGACGTTAATTTAGAGACCGGTAGCCATATTTATTTGCCTGAGCACTGTGGTTTTAATAATCAGCACCACGCATGTTTCATTGATGCTAAATATTTACTTCGATTATCTTTACGCAGTCATAAAATTTTCTCGTCCTGGTCATACCGAAATGGGCAACGAACCGTATATGGTGACTCCCCGGTGGTATGCTTTACAGATATGC1
4068 CHIP2796 STM/STY STM1617 STY1447 ATGATCCTGCACCCTTCACTGTTATAGCGCGGTGAATTGTGAATGATCCTGCACCCTTCACTGGCCTCCGCCGATCCGCTGCGCTATGCCGAGGCGTTGACCGCTTTACACGATGCGCCTCTCGGCTCGCTGCATCTGGATATCGAAGATACCAGTTTCATCAATAATATTACCTTCGGTATGAAAACCATTCAGGCGGTCGCACAATACACTCGCCATCCGCTCTCATTTCACCTGATGGTCTCATCGCCGCAACGCTGGTTACCCTGGCTTGCAGCTATCCGCCCCGGCTGGATTT1
4069 CHIP2798 STM/STY STM1620 STY1444 ATGAAAACTCATCACCTCATTCGGTTACTGGGGCAGATCTTTTTCAATGAAAACTCATCACCTCATTCGGGTAGTGGCCTCGCTGGCAATGTTGGCAACATCAGGCCTGGCTTATGCTGAAGAGTACAAAGCCAGTACGGACGAAAAAGCAATAAAAATGACGAACGTAGCCTCCCTGGAAGCGCGCGTTCAGGCCAAAATGGAGAAAGGGGCATTTGGTTATATTCGCGGTGGAGCCGAAGATGAGAATAACCTTCGCAGCAACACCGAAAGCTTTGACAAAAAATATATTATGCCGCGCG1
4070 CHIP2822 STM/STY STM1653 STY1415 ATGCCAGCACGTTTTTATGGTTAGTGACTGACACTTTTTGAAAACAGAATGCCAGCACGTTTTTATGGCAAGATATGCAATGGTTCAAAAGCGTCTTTATTCTGTCATCCGTATTACTTAAGATATCATCACGACCCGAAAAATATTGGAACGAAGAGATGTATGACTAAAGAAGCTGTAATCTTTCTATTTATCGCCATCGTGGTAGAAGTTATCGCCACGATCTCATTAAAATTATCAGATAGTTTTACGCGTCTGGTACCGAGCCTCGTTACTATCATCGGATATTGTATTGCGTTCTGGT0
4071 CHIP2838 STM/STY STM1681 STY1382 ATGAGATCTGTTAAGGTATATGAGGAAACCTTAAAGATGGAGTTGACCCGTCGATGAGATCTGTTAAGGTATATGAGGAAACCTGGCCGTTACATACGCCTTTTGTTATTGCGCGTGGTAGCCGAAGCGAAGCGCATGTTGTCGTTGTCGAACTGGAAGAAGAGGACGTGAAAGGCATCGGGGAATGTACGCCATATCCACGTTATGGTGAAAGTGATGCCTCGGTCATGGCGCAAATCATGAGTATTGTGCCTCAGTTGGAAAACGGGCTGACTCGCGAAGCATTGCAGAAACTGTTGCCGGCAGGCG1
4072 CHIP4399 STM/STY STM0498 STY0544 ATGTCTCAAACTATCGACCTGACCTTAGCGTAATCGCCGCGGATGTCTCAAACTATCGACCTGACCCTGGACGGTTTGTCCTGCGGTCATTGCGTTAAACGCGTGAAAGAAAGTCTTGAACAACGTCCGGATGTTGAGCTGGCGGACGTCACCGTAACCGAAGCGCACGTTACCGGTACCGCCAGTGCGGACGCGTTAATTGAAACCATCAAACAAGCCGGGTATGGCGCGACGTTAAGCCACCCAAAGGCTAAACCGCTGACGGAGTCATCAATCCCGTCGGAAGCACTGGCAGCGG1
4073 CHIP1155 STM/STY STM1522 STY1538 ATGACAATCAATCCAGTTTCCCGTTAATGCGGTTGTTCTTCCAGCATGACAATCAATCCAGTTTCCCGCAAGGTCGCGTGGCTACGGGTAGTTACGCTTGCTATTGCCGCTTTTATTTTCAATACCACAGAATTTGTGCCAGTTGGTTTGCTATCAGACATTGCTGAAAGCTTTCATATGCAAACCGCGCAGGTCGGCATCATGCTAACCATTTACGCCTGGGTAGTTGCCGTCATGTCGCTGCCTTTTATGCTTCTTACCAGTCAAATGGAGCGCCGTAAGCTACTCATTTATCTGTTTG1
4074 CHIP1171 STM/STY STM1560 STY1503 ATGAGTTCAAAAATTTTTTGCAAAAGCTTATGATGCAGACTCTCCCTGATGAGTTCAAAAATTTTTTGCAAAAGCTGGGGGGCTGAATATATCGCCGCTGATGTTGTCCGCTTTCGTCTTTGGGCCACCGGTCAGCAAAAGGTTATGCTCAGGCTTGCGGGTAAAGATCAGGAAATGCAGGCGAACGGTGACGGCTGGTTTACGCTGGACGTCGCCGGGGTGACGCCAGGTACGGAGTATAACTTTGTACTCAGCGATGGCATGGTGGTCCCCGATCCGGCTTCCCGCGCCCAAAAAACTGACG1
4075 CHIP4249 STM specificSTM3083 ATGGACACCATAGCTCGCCTTAACCCTTTGAAGATAAACGGTGAATGGACACCATAGCTCGCCAGTTAGACGCCGCAAGGCACCAATTCAAAACGACTTATTCACGTCAGGGAATGGAAGCCAACATCGTACATATTGGATTTGGCGCCTTTCACCGTGGTCATCAGGCTGTTTATAACGATCTCACGAATGAGATAACCGGCAACCGCTGGGGGATTTTTGAACTGAATCTGTTCGGCGATGCGGAGCTGGTGGATGCGCTAAATGCGCAACAGGGGCTGTTTTCAGTGGTGGAAACGT1
4076 CHIP4361 STM/STY STM0435 STY0474 ATGAAGGGAGAAGAAAAGATGCCTTAATCGCGGAAGTTTTTGAACTATGAAGGGAGAAGAAAAGATGCCATCTTTCGATATTGTTTCTGAAGTTGATCTGCAGGAAGCGCGTAACGGTGTGGATAACGCGGTTCGCGAGGTTGAGTCTCGTTTTGACTTCCGTGGCGTAGAGGCGACTATTGAACTGAACGATGCCAATAAAACCATCAAGGTGCTGAGCGAGTCCGATTTCCAGGTCAATCAGTTGCTCGATATTCTGCGCGCCAAGCTGCTTAAACGCGGTATTGAAGGCGCTTCGCTGG1
4077 CHIP2465 STM/STY STM3582 STY4229 ATGGCAACCGCTCAACCCTTATCCCGGTAAACGGCTTTTCATGGCAACCGCTCAACCCGACAAAACGGGTATGCATATTCTGCTGAAACTGGCCTCCCTGGTTATTATTCTCGCCGGGATTCATGCCGCGGCGGATATTATTGTACAACTCTTGCTGGCGCTCTTTTTCGCCATTGTTCTTAATCCATTAGTGACCTGGTTTATTCGTCGGGGCGTGAAGCGACCGCTGGCGATTACTATCGTGGTGGTCGTCATGCTGATCGTGCTTACCGCGCTGGTGGGTGTGCTTGCCGCAT1
4078 CHIP4601 STM/STY STM4041 STY3834 ATGCAGCGGCGCCGCGCTTTAATTAATACCTGCCAGCCGCTTGCAGCGGCGCCGCGCTGTCGCTTGCCGCCGTTCCTTTTGTGGCTGCCGGATTGCCGGTGTTGCTTTCGCTGCTTGGCCTACTGGCGAGGAAAAAATAATGGGCAATATGACGCTATTTATTATCGGTATTGCTCTTTTGTCTGCGGGAACCTATTTGATGCGCCTCGGCGGCGCGAAACTTGGCAGCCGTCTGGCGCTGTCTGAGCGTTCACAGGCGCTGCTCTCGGATGCGGCAACGGTGCTGCTATTCTCCG0
4079 CHIP2505 STM/STY STM3673 STY4123 ATGAAATTACACGTTATTGCTCGTTCTTATTGCACCTCGTCCACGATGAAATTACACGTTATTGCTCGTTCATTATTGATAGCTGGTCTGACGGTTTTCAGCGTGTCGTCTCTGGCGGCGCAATCTTTACGTTTTGGTTATGAAACACCGCAAACTGACTCCCAACATATTGCCGCGAAAAAATTTAACGAACTATTAAAAGAAAAAACTAACGGCGAATTAACGCTAAAACTCTTTCCTGACAGCACATTAGGTAACGCCCAGGCAATGATCAGCGGGGTGCGCGGCGGAACCATTGATA1
4080 CHIP2529 STM/STY STM3732 STY4062 ATGGCAGAAAAACAAACTGCGTTACTGTAGCTGAGCGGCAATGATGGCAGAAAAACAAACTGCGAAAAGGAATCGTCGCGAAGAAATACTTCAGTCACTGGCGCTGATGCTTGAATCCAGCGATGGAAGCCAACGCATCACGACGGCAAAACTGGCGGCCTCGGTCGGCGTTTCAGAAGCGGCGCTATACCGCCATTTTCCCAGCAAGACCCGCATGTTCGATAGCCTGATTGAGTTTATCGAAGATAGTCTGATTACCCGTATCAATCTGATTTTAAAAGATGAAAAAAACACCAGCA1
4081 CHIP2531 STM/STY STM3739 STY4054 ATGAGATTATGGAAAAGTATGGCGTTTAAGACCCAAATCCGGGAATGAGATTATGGAAAAGTATGGCGTGGGGAATTTTATTGTGGCATTCGCAGAGTGGGGCGCTTTGCCCGGCCTGGCCGCCAGCAAGGGCCGCTGAAGAAATCGCCCGTTTACAGCAACAGCTCGCTGACTGGAATGACATCTACTGGAAACAAGGGGTTAGCGCGGTTGACGATAGTGTGTACGACCAACTCAGCGCAAGGCTGGTTCAGTGGCAACGCTGTGTTGGTCAGGATGTTTCATCTACTCCGGTTTCAC1
4082 CHIP4204 STM/STY STM2977 STY3117 ATGAAACAAGACGTTATCCTGGTTCTTATACTCCCTCAATAATTTCAGGTTCATGAAACAAGACGTTATCCTGGTTCTCGACTGCGGTGCGACAAACGTTCGGGCGATCGCCGTTGATCGCCAGGGGAAAATTGTCGCCCGCGCCTCAACCGCTAACGCCAGCGACATTGCCGCAGAAAATAGCGCCTGGCATCAGTGGTCGCTGGACGCCATCCTGCAACGTTTCGCCGATTGTTGCAGGTCACTCTCCAGCGCCCTGTCGGAGTGTGTTGTTCGCGGTATTACGGTGACTACGTTCGGCGTCGATG1
4083 CHIP4316 STM/STY STM2695 ATGAACTTTAATTCTGATCTCCTGAATCTTTATTCAATTTCAAGATCATCAATCTTGTGAACTTTAATTCTGATCTCCTGAATCTGAACAGCAAAAGCCCGGCTTTCAGTATCACCATCGAAGGCAAAGACGTGACGACGGTGATGGACGCGCGCCTGATGAGTCTGACACTGACGGATAACCGGGGCTTTGAAGCAGACCAGCTTGATCTGGAGCTGGACGACGCCGACGGGCAGATCGTTCTGCCGCGCCGTGGTGCTGTTATTCATCTGGCGCTGGGCTGGAAAGGCCAGCCGCTTTTCCCTAAAGGGG1
4084 CHIP4348 STM/STY STM0396 STY0430 ATGACGTGTATAATCCCGTTCACGTTATGCCTCATGCTCCTCAATGACGTGTATAATCCCGTTCACGCTTTTTTTGCATGGAACAATTATGCGCATCCTCCACACCTCTGACTGGCATCTGGGACAAAATTTCTACAGTAAAAGCCGCGCCGCGGAGCATCAGGCTTTTCTGGACTGGCTGCTGGAGACCGCGCAGGCCCATCAGGTGGATGCCATTATTGTCGCTGGCGATATTTTTGATACCGGTTCGCCTCCAAGCTATGCCCGAGAACTTTATAACCGTTTCGTCGTTAATTTAC1
4085 CHIP4276 STM/STY STM3138 STY3309 ATGTTTAAAAAAGTATTAGGCTTGCGTTACAGTGTGGTTTCTTTTAACAAATCATGTTTAAAAAAGTATTAGGCTTGCGCCACTGGAATAATAATGTTGTCAAAATACCGCCGCCAGCAGCAGAATCTGGCGCTAATGCGTCTGACGTGGTGGTGGATACTCCTGAGCCTTATGAGCGGATACTGTGTCAAAAAATTCTGATGGGGATCTCGACGATCGATATCATTCGTAATGCCATCATTAAATCCTGTGAGCAGCTCAACATTGAAAAAGAACGCATTAATGAACTTAATGAACAGAATGATAAAG1
4086 CHIP2476 STM/STY STM3601 STY4202 ATGATGGGTATGAAAGAGACAGTTAGCTTAATATTCCACTTTCCACATATAGCGGATGATGGGTATGAAAGAGACAGTTAGCAATATTGTGACCAGCCAGGCAGAGAAAGGAGGCGTTAAACACGTCTATTACGTGGCGTGCGGCGGTTCTTATGCGGCGTTCTATCCGGCGAAAGCATTTTTAGAAAAAGAAGCGAAAGCGTTGACTGTCGGTCTGTATAACAGCGGAGAATTTATTAACAACCCGCCGGTAGCGCTGGGAGAAAATGCCGTTGTGGTTGTCGCCTCCCACAAAGGTAATACGCCAGAGA1
4087 CHIP2518 STM/STY STM3696 STY4100 ATGAAGAGAACCAAATCACCTCGTTATGCGGACTCTCGCCCGTGAAGAGAACCAAATCACCTCGTGCGCCGACGCTGGAAGATGTAGCACGTAGCGCCGGGCTGTCTCCGATGACAGTCAGCCGGGCATTGAATTCGCCACAACTGGTTCGCCCCAAAACGGTTGAGAAAGTCATGCAGGCGGTTCGCGTCACAGGCTACATACCCAACGCGTTAGCCGGTGGTCTGGCGTCGCGACGGAGTAAATTAATCGCTGTCGTCGTGCCGCAAATTAACAACAACATGTTTGTCGATACCA1
4088 CHIP2550 STM/STY STM3784 STY3998 ATGCAGGATATTCATTTTCGCCTTATACTTCACCTCTTTCAGATATGCGATGCAGGATATTCATTTTCGCCGTCATTATGTTCGACACCTCCCTAAAGAGGTGAGTCAGAATGACATAATCAAGGCTCTTGCCAGTCCGTTAATTAACGATGGTATGGTTGTATCTGATTTTGCCGATCACGTCATTACGCGAGAACAGAATTTTCCAACGGGTCTACCGGTTGAGCCTGTAGGCGTCGCTATTCCACATACTGATCACAAGTATGTTCGCCAAAACGCCATTAGTGTTGGAATACTGGCAGAAC1
4089 CHIP4311 STM/STY STM2689 STY2875 ATGGTCAGTATCTATGATGGCGATTAACCGCTGGTTATCAGGTGTGGTCAGTATCTATGATGGCGACACTCTGCTTGGCGTCACCTCGGCTAACGCGAGCGGCGCGTGGAGCTTCACGCCGACGACAGGGTTAAACGACGGCACGCGCACATTAACAGTGACCGCCACCGACCCGGCAGGCAACGTTAGCCCGGCCACCAGCGGTTTTACTATCGTGGTCGATACCCTTGCGCCAACGGTTCCGCTTATAACCAGCATCGTTGATGATGTCCCGAACAACACCGGTGCCATTGGCAATG1
4090 CHIP4335 STM/STY STM0052 STY0061 ATGGTGACATTATCGTCGATAACAATTATACTTTGCCGCGATAGAGTATGGTGACATTATCGTCGATAACAATAATCCTTTTGGCACCATTTTTACCCTCTATATCCCTTTTACCAGAGAAGAATAACATGGATAGCATTACGACACTCATCGTTGAAGACGAACCGATGCTAGCGGAAATCCTGGTGGACACCATCAAGATTTTTCCCCAGTTTTCAATCGTCGGCATCGCAGACAAACTGGAAAGTGCGAAGAAGCAAATACGCCTCTATCAACCACAGTTAATTCTATTGGATAATTTTT0
4091 CHIP4359 STM/STY STM0423 STY0462 ATGGACTTTACGCAGCAGCTACTTATTTATCACGCTGGATTATGTAGTTCGATGGACTTTACGCAGCAGCTACAGGCTTGCGTAACGCAAGCGAATCAGGCGCTGAGCCGTTTTATCGCGCCACTGCCCTTTCAGAACACTCCCGTGGTCGAAGCCATGCAGTATGGCGCATTATTAGGCGGTAAACGCCTGCGGCCATTTCTGGTTTACGCCACCGGTCAAATGTTTGGCGTCAGTACGGCAACGCTGGATGCGCCAGCTGCGGCGGTCGAATGCATTCATGCCTATTCGCTGATCCATGACGACC1
4092 CHIP4287 STM/STY STM3165 STY3338 ATGGCTAATCCAACCATTATCAGGTTAACCGCCGAACTGATCCATGGCTAATCCAACCATTATCAGGCTACAGGATGGCAACGTAATGCCACAACTTGGGCTGGGAGTCTGGAAAGCAAGCAATGAAGAGGTGATCGCGGCGATTCATAAAGCGCTGGAGGTGGGCTATCGATCGATTGATACCGCCACAGCATATCAGAATGAAGAAGGCGTCGGCAAAGCGCTAAAAGCAGCGAGCGTAGCGCGGGAAGAGCTGTTTATCACCACCAAGTTGTGGAATGACGATCAAAAACGTCCCC1
4093 CHIP4545 STM specificSTM2236 ATGAGTGAACGTGAAATTCGCTTTACACATTCAGCAACAGTATCGATGAGTGAACGTGAAATTCGCTGTTACAGCGGCGAGGTGCGCGCAGAAACGCACGACAGCGAGCCCAGCCGGATCATCGGGTATGGTTCGGTCTTTGACAGTCGTTCTGAACTGATTTTCGGTTCGTTTCGCGAAATCATCCGGCCCGGTGCGTTTGATGAAGTGCTGAATGACGATGTACGGGCGTTGTTCAACCATGACCCCAATTTTATCCTGGGTCGCAGAAGTGCGGGCACGCTGGCACTGACGGTTGATG1
4094 CHIP4561 STM/STY STM2157 STY2387 ATGCTGAGTAACGATATTCTGCGTTACTTCGCCGCGTGTTCATGCTGAGTAACGATATTCTGCGTAGCGTGCGCTACATTTTAAAAGCTAATAATACCGATCTGGCGCGTATCCTGGCGCTGGGTAACGTTGATGCTACGCCGGAGCAGATTGCAATCTGGTTGCGCAAAGAAGAGGAAGAGGGGTTTCAGCGTTGCCCGGATATCGTGTTGTCCTCATTTCTCAATGGCCTCATTTATGAAAAACGCGGCAAAGATGAGGCGGCGCCTGCATTGACGGCGGAACGTCGTATCAACA1
4095 CHIP1893 STM/STY STM0938 STY0934 ATGTTTTCAGGACTTTTAATCATTCTGGTTAGGCCGAGAAGAACGCATGTTTTCAGGACTTTTAATCATTCTGGTTCCACTGATTGTGGGCTATCTCATTCCACTGCGACATAAAGCCGCATTACAACTTATTAACCGGCTACTGAGCTGGATCGTGTACCTTATTCTCTTTTTTATGGGAATAAGCCTGGCGTTTTTGGATAACCTCGCCAGTAATCTGGTGGCGATTTTTCATTATTCCGCCGTCAGTATTACGATTATTTTATTGTGTAATATCGCCGCCTTATTGTGGCTGGAACGTA1
4096 CHIP2101 STM/STY STM3650 STY4152 ATGTCGAAATCATCATGGTTATTACTTTTGTTAACGTAATGGTAATTCCGTCAGAATGTCGAAATCATCATGGTTATTACTTTTGGGTTTATGCGCCAGCGGCTCCGCGCTTGCGGCATCCTCAGAATCCGCTTTTCTGGCGCAACATGGGCTGGCGGGAAAAACGGTTGAGCAGATCGTGGATACGATTGATCAGACGCCGCAGAGCCGTCCTTTGCCTTACTCCGCGTCGATTACCAGTACCGAACTCAAATTATCTGACGGAGAGCAGATTTATACGCTGCCGTTAGGCGACAAATTCTATCTCTCTT1
4097 CHIP1933 STM/STY STM4338 STY4698 ATGTCCTGGATCATTCTATTAATCGCTTAATGCGCACTGAGTTTTAGCCATGTCCTGGATCATTCTATTAATCGCTGGTTTACTTGAAGTGGTATGGGCTGTCGGCCTGAAGTATACCCACGGTTTTTCTCGTCTGACCCCCAGTATTATCACCATTACGGCCATGGTTATCAGTATGGCGTTACTTTCCTGGGCAATGAAAACGCTGCCTGTTGGAACGGCGTACGCCATCTGGACCGGCATCGGCGCCGTTGGGGCGGCAATCACCGGTATCCTTCTGCTGGGCGAGTCTGCCTCACCGGCGC1



4098 CHIP1957 STM/STY STM4439 STY4778 ATGCGTAAAAGCCTGTTAGCTATTCTTAACGATACTTCTTATGATATGTATTGCGGATGCGTAAAAGCCTGTTAGCTATTCTTGCTGTGTCATCGCTGGTATTCGGTTCGGCTGTTTTTGCTGCCGATCTTGAAGATAATATGGATATTCTCAATGATAACCTGAAAGTTGTTGAGAAAACGGATAGTGCCCCTGAACTGAAAGCGGCATTAACCAAAATGCGCGCGGCCGCGCTGGATGCTCAAAAAGCTACGCCGCCAAAGCTGGAAGATAAAGCGCCGGATAGCCCGGAAATGAAGGATTTTCGTCACG1
4099 CHIP1919 STM/STY STM3438 STY4360 ATGATTCGTGAAGAACGTCTGCTTACTCAGCGCCGCCGACATGATTCGTGAAGAACGTCTGCTGAAGGTGCTGCGCGCACCGCACGTTTCTGAAAAAGCGTCTACTGCGATGGAAAAAACCAACACCATCGTTCTCAAAGTTGCTAAAGACGCGACCAAAGCAGAAATCAAAGCTGCTGTGCAGAAACTGTTTGAAGTCGAAGTCGAAGTCGTTAACACCCTGGTCGTTAAAGGGAAAGTTAAACGTCACGGACAGCGTATCGGTCGTCGTAGCGACTGGAAAAAAGCTTACGTCA1
4100 CHIP1935 STM/STY STM4357 STY4714 ATGATGAATCGAGTAATTCCGCTTTAATCGGCTAAACGCGCCATGATGAATCGAGTAATTCCGCTACCTGACGAACAGGCGACGCTAGACCTGGGGCAACGGGTAGCCAACGCCTGCGATGGCGCGACCGTTATTTATCTGTATGGCGATTTAGGTGCCGGTAAAACGACGTTTAGCCGGGGATTTTTACAGGCGTTAGGCCATAACGGTAATGTAAAAAGCCCCACCTATACGCTGGTAGAGCCTTATGCGATTGATAACATGATGGTATATCACTTCGACTTATACCGTCTTGCGG1
4101 CHIP2143 STM/STY STM3285 STY3466 ATGGCGAAAGAATTTGGTCGTTAGTCCTCCTTGCTGTCGATGGCGAAAGAATTTGGTCGCCCTCAGCGCGTAGCGCAAGAGATGCAAAAAGAGATCGCAATCATCCTGCAGCGCGAAATTAAAGACCCGCGCCTGGGCATGATGACTACCGTCTCCGGTGTCGAAATGTCCCGTGACCTGGCCTATGCCAAAGTGTTTGTCACCTTTTTGAACGACAAAGATGAAGACGCAGTAAAAGCGGGCATCAAAGCGTTGCAGGAAGCGTCTGGTTTCATCCGCAGCTTGCTGGGTAAAG1
4102 CHIP2159 STM/STY STM3200 STY3379 ATGAAAGTAAATCTGCCAGCGTTTTACTTCTCGCTCTCGGTCTGGATGAAAGTAAATCTGCCAGCGTTTGAACGTGCAGGCGTCATGGTTGTGGGTGATGTAATGCTGGATCGCTATTGGTATGGCCCCACTTGCCGTATTTCACCGGAAGCGCCGGTGCCCGTGGTTAAGGTAAATACCGTTGAGGAACGCCCGGGCGGCGCGGCGAACGTGGCGATGAACATTGCGTCTCTGGGAGCGAACGCCCGTCTGGTCGGCCTGACGGGTATTGATGACGCCGCGCGCGCGCTGAGCAAAACGC1
4103 CHIP2175 STM/STY STM3128 STY3297 ATGAATACAAAAATCGATGCGTTGTTAATTCCGGCCTTTCCAGAATGAATACAAAAATCGATGCGTTGAATTACTACGGCGCGACGAAAAAATACCCGTTGCATTTTCCTGCTCTGCAAGACGATATTGATGCCGATGTGGTGATCATTGGCGGTGGCTTTTCAGGCATCAATACCGCGCTGGAACTGGCGGAGCAGGGGATCACTAATGTTGTCGTTCTGGAAGCCCGCCATCTTGGGTATGGCGGCACCGGGCGAAACGGCGGTCAGGTGATGGCCGGTATAGGTCACGACATCGAAG1
4104 CHIP1616 STM/STY STM2816 STY2942 ATGAAGGCTAAATATTTAGCGCTGATTAGAAGAAATATTTGAATCTCAGACGATGAAGGCTAAATATTTAGCGCTGATGATCGGTGCTTGCTTTTCTCATAACCTTTGGGCAGCGAATAATATCACTATTGAGCAGCGTCTGGCTGAACTGGAGCAACGTGTTGTTAATGCTGAAAAACGGGCATCCGATGCCGAGGCGCAAATTCGCTCGTTGAAACAGCAGCAGGTCGCCGCTACGCCGACGGTGAATGTCCAGTCCGCCGAGCCCATTGCAGCAGATAAAACGCCGCCGAAGCTGACTTTATCCG1
4105 CHIP1977 STM/STY STM4582 STY4929 ATGATGCTGCATTGGATAACAATTGTTAATACCGTCGCTGCCACTATGATGCTGCATTGGATAACAATTGAGGAAGTGCTTGTGGATAGAGCCAAACCATTTGTCTGGCGTCTCGTCGCCGCCAGCGTATGCCTGCTGACCTTTTGTCACCTCGCGCGGGCCGACTCACTGGAAGAGCAGCGTAACCGCTATGCGCAGATTAAGCAGGCCTGGGACAACCGCCAGATGGATGTGGTAGAGCAGATGATGCCGGGTCTGAAAGATTATCCGCTCTACCCGTATCTGGAATACCGTAAGATCA1
4106 CHIP4494 STM/STY STM0376 STY0408 ATGTTTAAATCTTTTTTCCCAAAGCCTTAGCTAAAAGAGTGGGTCACTTCCATGTTTAAATCTTTTTTCCCAAAGCCAGGGCCGTTTTTCATGTCGGCGTTTGTTTGGGCGCTGATCGCCGTCATTTTCTGGCAGGCGGGAGGAGGAGATTGGGTGGCGCGACTTGTAGGGGCATCCGATGAAGTGCCTATCAGCGCAGCGCGCTTCTGGTCGCTGGACTATCTGATTTTTTATGCTTATTACCTGATTTGCGTGGGATTATTTGCAACGTTCTGGTTCATCTATAGCCCGCACCGCTGGCAGTACT1
4107 CHIP1642 STM/STY STM2212 STY2448 ATGGCAGCAGCACGACTTTTACGCGTGCGTCGCTAAACATGGCAGCAGCACGACTTCGTCAACTCAGCACTTCTCTTTTTCACGTTTATTCGCCAGGATTATTAAAAGTTGTTATGTTGTATCAATATCCTGGAGCTGACGTGACCAAAACCAATCTTATTACTGGATTTCTCGGTAGCGGAAAAACCACCTCTATCCTTCATTTATTAGCTCATAAAGATCCGGCTGAAAAGTGGGCCGTCCTGGTTAATGAATTTGGTGAAGTGGGTATTGACGGCGCGCTGCTTGCCGACA1
4108 CHIP1658 STM/STY STM2091 STY2301 ATGATTGATAAAAATTTTTGGCAAGGTTAACGAGTAGTTGCAGACATATAGTCGATGATTGATAAAAATTTTTGGCAAGGTAAACGTGTATTCGTTACCGGCCATACTGGCTTTAAAGGAAGCTGGCTTTCGCTATGGCTGACTGAAATGGGTGCAATTGTAAAAGGCTATGCACTTGATGCGCCAACTGTTCCAAGTTTATTTGAGATAGTGCGTCTTAATGATCTTATGGAATCTCATATTGGCGACATTCGTGATTTTGAAAAGCTGCGCAATTCTATTGCAGAATTTAAGCCAGAAATTGTTTTCC1
4109 CHIP1674 STM/STY STM2150 STY2379 ATGCTAAGGATGACGCCCATTACCGACAAATATAAACTTTACTTTCATCAAATGCTAAGGATGACGCCCATCGCTTCGCTTGTTTTATTGACTCTGTTTACCTGGCAAACGCAGGCTATCGCGACGGAAACGTTTGATACCCATTTTATGGTGGGGGGAATGAGAGATCAAAAAATAACAAATTTCCATCTGGATGAGAATAAGCCAATTCCGGGACAGTACGAATTGGATATTTATGTCAACAATCAATGGCGAGGTAAATACGATATCATTGTTGCCGATGATCCCGGTAGCACGTGTATTTCAA1
4110 CHIP1690 STM/STY STM1836 STY1965 ATGAAAAAGAAAAGCGACGGCTTACGAACCCGGAACCGCGTGAAAAAGAAAAGCGACGGCGATACCCGTAATTTTACGCCCATACGTTTTGCACTACTTTGCACTGCCATTCTGCTCAGTATGGCATTGTTGTTAGGGCGGGTGGCATGGCTGCAAATTGTTACGCCGTCGAAACTGGTGAAACAAGAAGATATGCGCTCGCTTCGTGAAGTGACCACGGCCTCTCCACGCGGCATGATCACCGACAGAGAAGGGCGACCCTTAGCGGTGAGCGTTCCGGTTAATGCTGTCTGGG1
4111 CHIP2244 STM/STY ATGTGCCTTTTAAAACATTCATCCGTTAATGTGCAACGGGTTGCATGTGCCTTTTAAAACATTCATCCGCTCTCAGGTGTGAGGAAATTAACATGAATCTTAAGCTGCAGCTTAAAATACTCTCTTTTCTGCAGTTCTGTCTGTGGGGAAGCTGGCTCACTACCCTGGGCTCGTATATGTTCGTCACCTTAAAATTTGACGGCGCATCTATTGGCGCAGTTTATAGTTCACTGGGGATTGCCGCCGTCTTTATGCCGACCTTGCTAGGCATTGTGGCTGACAAATGGCTGAGCGCGAAAT0
4112 CHIP2260 STM/STY STM3064 STY3220 ATGAAACGTCCGGACTACAGAATTAATCCTGACGCAGCACCTATGAAACGTCCGGACTACAGAACACTACAGGCGCTGGATGCCGTTATACGTGAACGAGGATTCGAGCGCGCCGCCCAGAAGCTGTGCATCACGCAATCCGCCGTCTCACAGCGCATAAAACAGCTTGAGAATATGTTCGGACAACCTTTGTTGGTGCGTACCGTTCCTCCTCGCCCCACGGAGCAAGGGCAAAAATTACTGGCTCTGCTGCGTCAGGTTGAACTGCTGGAAGAAGAGTGGCTGGGCGATGAACAAA1
4113 CHIP3344 STM/STY STM0750 STY0796 ATGAGCAGTAACTTCAGACATCACCTTACATCGCGTTAAGACGCTTCATGAGCAGTAACTTCAGACATCACCTGTTGAGTCTGTCGTTACTGGTTGGCATAGCGGCCCCCTGGGCCGCTTTTGCTCAGGCGCCAATCAGTAGTGTCGGCTCAGGCTCGGTCGAAGACCGCGTCACTCAACTTGAGCGTATCTCTAACGCTCACAGCCAGCTTTTAACCCAACTTCAGCAGCAGCTCTCCGATAATCAGTCCGATATCGATTCTTTGCGCGGCCAAATCCAGGAAAATCAGTATCAACTGAATC1
4114 CHIP3392 STM/STY STM0820 STY0855 ATGTCTTTTGATTCCCTGGGATTACTGGGCAGGCGTGATATGTCTTTTGATTCCCTGGGATTAAACCCTGATATCCTGCGCGCCATTGCCGAGCAGGGTTACCGTGAACCTACCCCTATTCAGCAACAGGCGATTCCCGCCGTGCTGGAAGGCCGCGATCTGATGGCCAGCGCCCAGACCGGAACCGGTAAAACGGCGGGTTTTACCCTGCCATTGTTGCAGCATCTGATTACCCATCAGCCGCATGCTAAAGGTCGTCGCCCGGTGCGTGCGTTGATCCTCACGCCAACCCGCG1
4115 CHIP2189 STM/STY STM3043 STY3199 ATGAAAAAGCGTTTTATGATGTTCATTATTTACCACTGGTCTGTTTTTGATGATGAAAAAGCGTTTTATGATGTTCACTTTACTGGCGGCGGTGTTTTCAGGCGTGGCCCATGCGGATGATGCGGCTATCCGTCAGTCGCTGGCTAAGCTGGGCGTTCAGAGTACGGAAATTCAGGCCTCGCCAGTGGCAGGGATGAAAACCGTCCTCACTCACAGCGGCGTACTGTACGTCACTGATGACGGCAAACATATTATTCAAGGGCCGATGTATGACGTGAGCGGCGCGCATCCGGTAAACGTGACGAACA1
4116 CHIP0322 STM/STY STM1179 STY1218 ATGATCAGTTCATTATGGATCGCCTTAGAGTTGCGTCAGTTTCTGCATGATCAGTTCATTATGGATCGCCAAAACCGGTCTGGACGCGCAGCAAACCAATATGGATGTGATTGCCAATAACCTGGCAAACGTCAGCACCAATGGTTTTAAGCGTCAGCGCGCGGTATTTGAAGATCTGTTGTATCAGACCATCCGCCAGCCGGGCGCGCAGTCGTCCGAGCAGACGACGCTGCCTTCAGGGCTGCAAATCGGTACCGGCGTGCGTCCGGTCGCCACGGAGCGTCTGCACAGTCAGGGGAACC1
4117 CHIP3371 STM/STY STM0792 STY0825 ATGAAACTTATCAGCAACGATTTGCTTAACTGAACATCGCCGTGAATGAAACTTATCAGCAACGATTTGCGCGATGGAGATAAACTTCCTCATCGCCACGTTTTTAACGGTATGGGCTATGATGGCGATAATATTTCGCCGCATCTGGCCTGGGACAACGTGCCGATGGGCACCAAAAGTTTTGTCGTGACCTGTTACGATCCCGACGCGCCGACCGGCTCCGGCTGGTGGCACTGGGTGGTGGTGAACCTCCCGGCGGATACGCGCGTACTGACCCAGGGGTTCGGCTCAGGCCTGGTGG1
4118 CHIP3419 STM specificSTM0860 ATGTATTCATTACTGATGCTGGTCGTTACAGCGGTTTTTTCAGCCCATGTATTCATTACTGATGCTGGTCGCTTATCGTGGTTACAGTGTGATCCTTTTTGCTCCGCTGGTAGCACTTGGCGCAGTTCTGTTCACCCGTCCAGTGACGGTCGCCCCGGTTTTCAGTGATATATTTATGGATAAGTTGATCGGTTTTGTAAAACTTTATTTTCCTGTCTTTCTGCTGGGTGCAGTATTTGGCAAGCTGATTGAACTTGCTGGTTTTTACTACTCAATTGTCAGTGCTGTGACCTGTATGGTGG1
4119 CHIP2200 STM/STY STM3317 STY3496 ATGAGTAAAACCAGACGTTGGGTTTAAGGCTGAGTTTGTTTGTTTTGAATGAGTAAAACCAGACGTTGGGTTATCATTCTACTGTCGCTGGCCATTCTGGTACTGATTGGTATCAATCTGGCGGATAAAGACGATCCTGCTGCCGTGATGGTCAACAGCAACGATCCCACGTATAAAAGCGAGCATACGGATACCGTCGTGTACAGTCCGGAAGGCGCGTTGAGCTATCGTCTGATCGCGCAGCACGTTGAATATTTTTCCGATCAGGCGGTCTCATGGTTTACGCAACCGGTATTAACCACCT1
4120 CHIP0333 STM/STY STM3764 STY4022 ATGGAGGAACGTATGTTAATGTTTCCTTATTGACTATCAATGCTCCAGTGAAATGGAGGAACGTATGTTAATGTTTCCTTATATTTTAAATTTACTGGCCGCTATGCTGTTGGGCGCGCTGATTGGCGCGGAAAGACAATGGCGTCAACGTATGGCGGGATTACGCACTAATGCGCTGGTGGCGACAGGCGCCGCCGTTTTTATTCTGAGCTCCATGACGACATCGCCAGACAGCCCCGGGCGAATTGCGGCGCAGATTGTCTCTGGGATTGGCTTTCTGGGGGCGGGCGTCATCATGCGCGAAGGGA1
4121 CHIP2248 STM/STY STM3101 STY3254 ATGAATACGTTGACCTTCCTGCTTTATAACGCCATCCACAGCATGAATACGTTGACCTTCCTGCTCTCAACGGTAATTGAGCTGTATACCATGGTGCTATTATTGCGCGTGTGGATGCAGTGGGCCCGCTGTGACTTTTACAACCCTTTTTCCCAGTTCGTGGTGAAAATTACGCAGCCCATCATCGGACCGCTGCGTCGTATTATCCCGCCAATGGGGCCGATTGACAGCGCTTCCCTGCTGGTGGCGTTTATTCTTAGCGTTATTAAGGCGATAGTGCTGTTTAAGGTAATTACGT1
4122 CHIP0381 STM/STY STM1947 STY2155 ATGATCAACGTTCTTCTTGTTGATGTTACTGGCTTGTTAACGTCTCCGTTGATCAACGTTCTTCTTGTTGATGACCACGAACTGGTGCGCGCAGGGATACGACGCATTCTTGAAGATATAAAGGGCATTAAAGTTGTCGGTGAAGCGTGCTGCGGAGAGGATGCGGTAAAATGGTGCCGTACTAACGCCGTTGACGTCGTGCTGATGGATATGAACATGCCCGGTATTGGCGGCCTTGAGGCGACGCGTAAAATTGCCCGCTCGACAGCGGATATCAAAGTGATCATGCTGACCGTCCATACGG1
4123 CHIP2195 STM/STY STM3330 STY3510 ATGTTGTACGATAAATCCCTTGAGAATTACTGCGCCTGCACGCGATGTTGTACGATAAATCCCTTGAGAAGGATAACTGTGGTTTCGGCCTGATCGCCCACATAGAAGGCGAACCTAGCCACAAGGTAGTGCGTACCGCCATACACGCGCTGGCCCGGATGCAGCACCGTGGCGCGATCCTTGCCGACGGTAAAACCGGCGACGGTTGCGGCTTGCTGTTACAAAAACCTGACCGTTTCTTTCGCATCGTGGCCGAAGAGCGCGGCTGGCGCTTAGCCAAAAACTACGCCGTCGGGATGA1
4124 CHIP2211 STM/STY STM3254 STY3436 ATGTTTGCGGCTGTGAAGGTTACAGCTTTCTGACGTGGATTTGATGTTTGCGGCTGTGAAGGGCAACTGTGAGGAATCGCCTGTGATCTACACGCTAACACTTAATAGCGCGATTGATATGAATATATTTAGCGATCCTTTACAGCCAAATATTGTCAATCGCACTCACCACACCGAGTTTTGCCCAAATGGTAAAGGGGTAAATGTTGCGCTGGTTCTGGATCACTTTCAAATACCTGCGCATATATTAGGCATTTTTGGTGGTTTCACCGGGCATTATATTGTAGAAAGCCTGCGTA1
4125 CHIP2227 STM/STY STM3211 STY3390 ATGCCGCATATCGATCGGTTAATCGTCGAGGAAGCTGCATGCCGCATATCGATCGGGAAGCCCCCGACAGCCGCAGTGAGAGGCAGCGGCCAAAATATAAGTATGCCCTCGCTTTAAATGTCGACAGCTATACCGTCGACACCAATCAAACGAATAAGTGTGGATACCGTCTTATGGAGCAAAACCCGCAGTCACAGCTGAAACTTCTTGTCACCCGTGGTAAGGAGCAAGGCTATCTGACCTATGCTGAGGTCAATGACCATCTGCCGGAAGATATCGTCGATTCAGATCAAA1
4126 CHIP0360 STM/STY STM1399 STY1721 ATGAAAAAAGACCCGACCCTACATTAGCTCCTGTCAGAAAGTTGCTGATGAAAAAAGACCCGACCCTACAACAGGCACATGACACGATGCGGTTTTTCCGGCGTGGCGGCTCGCTGCGTATGTTGTTGGATGACGATGTTACACAGCCGCTTAATACTCTGTATCGCTATGCCACGCAGCTTATGGAGGTAAAAGAATTCGCCGGCGCAGCGCGACTTTTTCAATTGCTGACGATATATGATGCCTGGTCATTTGACTACTGGTTTCGGTTAGGGGAATGCTGCCAGGCTCAAAAACATTGGG1
4127 CHIP0384 STM specificSTM2232 ATGATCTACAAGAAATTCAGACTCGATATAAATGTTATTTTGAAATCTGCTTTCTCACTTCCATGATCTACAAGAAATTCAGACTCGATATAAATGGGCTAAGAGCTTTTGCATTGATAAGTGTTGTGCTGTATCACTTCGGTGTACCTTATGTGTCAGGTGGCTTTATAGGTGTAGATGTTTTCTTTGTAATTTCTGGTTTTCTTATGACTGGAATTGTCCTTGAACGCGTAGACCACAAAGGAGTACTTGATTTTTATATTGCAAGATTCCTAAGAATTGTACCAGCTCTGGTATTTGCAATTCTCTTGTTGATGA1
4128 CHIP3351 STM specificSTM0763 ATGTTAGGTAACTTAACCAGAGTTGCTGTTATTTAATTGTAAAATGTTCTTTAATATAATCCTCAATGTTGTTAGGTAACTTAACCAGAGTTGCTGAGCGGCATTTTGTTTCTCAACCTAATATCACCATTGCTATTAAGAAGTTAGAGACTGAATTAGGGGTGACATTATTTGATAGAAAGAAAAATAAACTTGTCCTTACTGAGGAGGGCATGTTTTTCTTACAAAAAATTGAACCTATCCTTATTGCGTTAAAAAATAGCGTAGCGGAAATGAAAGATTATCGTAATGAAAATGGTGGCATAGTAACTTTGGGGATCCCAC1
4129 CHIP0484 STM/STY STM0740 STY0786 ATGTTAGATATAGTCGAACTGTCGCGTTAGCGTGCCGGCTGAGAATGTTAGATATAGTCGAACTGTCGCGCTTACAGTTTGCCTTGACCGCGATGTACCACTTCCTGTTTGTGCCGCTAACGCTCGGTATGGCGTTCCTGCTGGCCATTATGGAAACGGTATACGTCCTTTCCGGCAAACAGATTTATAAAGATATGACCAAGTTCTGGGGCAAGTTGTTTGGTATCAACTTAGCTCTGGGTGTGGGTACCGGTTTGACCATGGAGTTCCAGTTCGGGACAAACTGGTCGTACTACTCCC1
4130 CHIP0534 STM/STY STM2873 STY2994 ATGGCAACACCTTGGTCAGGTTAACGGAAGTTCTGAATAATGGCAATGGCAACACCTTGGTCAGGCTATCTGGATGACGTCTCAGCAAAATTTGATACGGGCGTTGATAATCTACAAACGCAGGTAACAGAGGCGCTGGATAAATTAGCAGCAAAACCCTCCGATCCGGCGCTACTGGCGGCGTATCAGAGTAAGCTCTCGGAATATAACTTGTACCGTAACGCGCAATCGAACACGGTAAAAGTCTTTAAGGATATTGATGCTGCCATTATTCAGAACTTCCGTTAA1
4131 CHIP0527 STM/STY STM2799 STY2920 ATGAATTTGATGTTACAGAACTTAAATAATATCCGTTAGATTAAGAAATCATCCAGAGATTTCCATGAATTTGATGTTACAGAACTTAAATAATATCCGCACGCTGCGCGCTATGGCTCGCGAATTCTCCATTGACGTTCTTGAAGAAATGCTCGAAAAATTCAGGGTTGTCACTAAAGAAAGACGCGAAGAAGAAGAATTGCAGCAACGCCAGCTTGCCGAGAAGCAGGAGAAAATTAATGCCTTTCTGGAGCTGATGAAAGCAGACGGTATTAACCCGGAAGAGTTATTTGCCATGGATTCAGCAATGCCGCGTTCTG1
4132 CHIP0496 STM/STY STM3727 STY4067 ATGGCTAAAGGTATTCGTGAGAAAATCTTATTTGATTTTCGCTTCTTTGTAGAATGGCTAAAGGTATTCGTGAGAAAATCAAGCTGGTTTCTTCTGCTGGTACTGGTCACTTCTATACCACTACGAAGAACAAACGTACTAAACCGGAAAAACTGGAACTGAAAAAATTCGATCCAGTTGTCCGTCAGCACGTGATCTACAAAGAAGCGAAAATCAAATAA1
4133 CHIP0699 STM/STY STM2676 STY2863 ATGGTAACTATTCGTTTAGCTCGTCATTAAGCTGCTTTTTTTACTTCTTTGATCAATGGTAACTATTCGTTTAGCTCGTCACGGCGCTAAAAAGCGTCCGTTCTACCAGGTTGTTGTCACCGACAGCCGTAATGCACGCAACGGTCGCTTCATTGAGCGCGTTGGTTTCTTCAACCCAATCGCTAGCGAAAAAGAAGAAGGCACCCGCCTGGATCTGGATCGCATCGCTCACTGGGTTGGCCAGGGCGCAACCATTTCCGATCGCGTTGCGGCGCTGATCAAAGAAGTAAAAAAAGCAGCTTAA1
4134 CHIP4427 STM/STY STM0541 STY0587 ATGGCGACATTCTCTTTAGGCTTAGGCCACGACGTTCACATGGCGACATTCTCTTTAGGCAAGCACCCGCACGTCGAGCTGTGCGATCTGCTCAAGCTGGAAGGCTGGAGCGAAAGCGGCGCGCAGGCGAAAATCGCCATTGCCGACGGGTTGGTGAAGGTTGATGGCGCGGTTGAAACGCGTAAACGCTGCAAAATTGTCGCCGGGCAAACCGTTAGCTTTGAAGGCCAAAGTGTGAACGTCGTGGCCTGA1
4135 CHIP1021 STM/STY STM1706 STY1345 ATGAGCGATTCCAATAGTCGTCTTAGCCGCCAGCTAATTTTACTTTCATGAGCGATTCCAATAGTCGTCTGGTTTATTCAACGCAGACGGGGCGCATTGAAGAACCTAAAACGGCGCCGGTTCGTCCCAAAGGGGATGGTATCGTTCGCATTCAGCGTCAAACCAGTGGCCGTAAGGGTAAAGGCGTATGTTTGATTACCGGTATCGAGATGAATGATGCGGAATTAACCAAACTGGCGGCTGAACTGAAGAAAAAATGCGGCTGTGGCGGGGCAGTAAAAGAAGGGATTATTGAAATTCAGG1
4136 CHIP1038 STM/STY STM1699 ATGTCCATAACATCGCTAATAGGTGATTACGCTATTTTTCCGCCGATGTCCATAACATCGCTAATAGGTGAGGTAAACCATTTGGATGAATATTCAGGCTTCCTACAGAACCTTTATTTGTCTGGTGGAAAGCGCATCGCTATCGTACTTGCTATCCGTCCCGGTGTCTCTGGTTGGATGAGGCGAACCTTACACCAGCTGGTATACTGCACCGTAGGGCCTGTCCCATTAGACTCTTTGATTTGCCAGTTTGGCCCTGGGGAGTGCTCAAAATCCTCAGGGACTTCGTTACCGTGTGGTT1
4137 CHIP1032 STM/STY STM1966 STY2174 ATGAAAAATATCGTCCCTGATTACCGTTATTTTTGAATCAGATAACGAATTGTCGATGAAAAATATCGTCCCTGATTACCGTCTGGATATGGTTGGCGAACCTTGCCCGTACCCGGCGGTCGCCACTCTGGAAGCGATGCCGCAGCTAAAAAAAGGTGAGATCCTGGAAGTGGTGAGCGACTGTCCGCAATCCATTAATAATATTCCACTGGATGCGCGCAATCACGGCTATACGGTGCTGGATATCCAACAGGATGGCCCGACAATTCGTTATCTGATTCAAAAATAA1
4138 CHIP4511 STM/STY STM1592 STY1473 ATGTCGCACCTGGAGGAATTACAGGATCGTGCCGCCATGTCGCACCTGGAGGAAGTGAGCGCCCGCGTGGATGCCGCCATCGCGGAGAGCGTAATTGCCCATATGAATGAATTGCTGATTGCCTTGAGCGATGACGCTGAATTACGTCGCGAAGATCGTTATGTGCAGCAGCAGCGTTTACGCACGGCTATCGCGCATCACGGCAGGCAATATCAAGAAGATCGGGACGCGCGCCGCGAGCAGCTCACCAAAGGCGGCACGATCCTGTAA1
4139 CHIP0042 STM/STY STM3944 STY3615 ATGCCAAAAATGACGCCGTTACCGTTGTGAGCGGTAAAGGATGCCAAAAATGACGCCGCTAAACCGTTTTGCGCACTTGATTAAACATTTGAAAAACGCCCTTCGGGGCGTGGGGATCGGTTCATGCATTTACGTCATTATTGAAAGCATTATGCACGGCACGATAAACGGTGTTGAAGCTGCCGGAGTCCTGACGATAAGCGCGGTACTCGGTCTGCTTAGCGCTCTTTTGGATATCAAAGCAAAGCCGCGCGCCCCCTTAATCCTGTTGCATTTTCTCCTCTGCGGCGGCTGCG1
4140 CHIP0070 STM/STY STM3910 STY3647 ATGGCAAAAATGGCAGCATTATTTACGATACAATACCTTAATGATGTGGATGGCAAAAATGGCAGCAGCACTGCATATTCTTGTAAAAGAAGAGAAACTGGCTTTAGATCTTCTGGAGCAAATTAAAAACGGCGGCGATTTTGAGAAGCTGGCGAAGAAGCATTCTATCTGCCCATCCGGTAAAAAAGGCGGTCATTTAGGCGAATTTCGTCAGGGCCAGATGGTTCCGGCATTCGATAAAGTAGTCTTTTCCTGCCCGGTACTGGAGCCAACCGGCCCGCTGCATACCCAGTTCGGTTACCACA1
4141 CHIP1161 STM/STY STM0982 STY0982 ATGACCAAGTCAGAATTGATTGAAAGTTAACCGTAAATATTGGCGCGATGACCAAGTCAGAATTGATTGAAAGACTTGCAACCCAGCAATCTCACATTCCCGCTAAGGCGGTTGAAGACGCGGTAAAAGAGATGCTGGAGCATATGGCCTCGACTCTTGCGCAGGGCGAGCGTATTGAAATCCGCGGTTTCGGCAGTTTTTCTTTGCATTACCGCGCGCCTCGTACCGGACGTAACCCCAAGACCGGCGATAAAGTGGAACTGGAAGGAAAATACGTTCCTCACTTTAAACCGGGTAAAGAAC1
4142 CHIP4182 STM specificSTM2937 ATGATGAGTATGGTGGTTGTGGTTATTGATTTTCAACAGGAAGAAAAGAATTGATGAGTATGGTGGTTGTGGTCACGGAAAACGTACCGCCGCGCCTGCGGGGACGTCTTGCCGTCTGGTTACTCGAGGTTCGTGCAGGTGTTTATGTTGGCGATACCTCGAAGCGTATTCGGGAAATGATTTGGCAACAGATCACACAGCTTGGCGGAGTCGGAAACGTAGTAATGGCCTGGGCAACAAATACTGAGTCTGGTTTTGAGTTCCAGACCTGGGGTGAAAACAGACGTATTCCGGTAGATTTGGATG1
4143 CHIP2094 STM/STY STM3675 STY4121 ATGCATTACTGCAACTGGCGCTCTTATTTTCTCCCCAAATGGCGCATTACTGCAACTGGCGCTCGACCACACCAGTCTGGAAGCAGCCCAACGCGATGTCGCCCTGCTACAGGATCATGTCGATATCGTTGAGGCCGGAACCATCCTTTGTTTAACCGAAGGCCTTAGCGCGGTGAAAGCCCTGCGAGCGCAGTGCCCGGAAAAAATCATCGTCGCCGACTGGAAAGTGGCCGATGCCGGTGAAACCCTGGCGCAGCAGGCTTTTGGCGCTGGCGCTAACTGGATGACTATCATCTGCGC1
4144 CHIP3936 STM specificSTM1358 ATGAAAACCGTAACTGTAAGAGATCTCGTTACGCCTGGTGCAATATAGTTAATACGATGAAAACCGTAACTGTAAGAGATCTCGTGGTTGGCGAAGGCGCGCCAAAGATCATTGTGTCGCTAATGGGAAAAACCATTACCGATGTGAAATCGGAAGCACTCGCCTACCGTGAAGCGGATTTCGATATTCTGGAGTGGCGCGTTGACCATTTTGCCAACGTGACAACGGCGGAAAGCGTACTTGAGGCCGCCGGCGCCATCCGGGAGATTATTACCGATAAACCCTTGCTATTTACCTTCCGCAGCGCGAAAG1
4145 CHIP3929 STM specificSTM1351 ATGAGTTCGGACAATAAGGTGAATGTTAGCCGTAGCGAAACTCAATGAGTTCGGACAATAAGGTGAATGTTGACGTCAAATTGGGCGTAAATAAATTTTACGTAGATGAAGGACACCCACATATCATTTTGCGCTCCTCGCCTGACATGCAGGAGTTTAATAAATTAATAAAAGCCTGCCCTGCCGGACTCTATAAGCTGGACGATGCGGGAAATATTCATTTTGACTCCGCGGGCTGCCTGGAATGCGGGACCTGCAGGGTTCTCTGCGGCAATACTCTTCTCGAAAAATGGGAATACC1
4146 CHIP4732 STM/STY STM3945 ATGCAATATCGTAATTTGTTTTGCCTTATTTTTGGCATTCCGGTATGCAATATCGTAATTTGTTTTGCCTTTTTTCGCTTTCACTTCTGCTGCCTCCCGCCTGGGGATGCCGGCTGAGTGAATCTCCGCACAATGTTTATCAGCGGCAAGGCAGCGGCGTGGTTTATCTCCAGCCAGAAGAGGAGAACAATCTTTCGTTGCCGGAGGTGAGTTTCAAACGCCTGCGTCGGTTACCCAATTCATTGATTAACCCGGCAACTCAGGGCTGGAACTGGATAGCGCAACCCCCTTCCTGAACCG1
4147 CHIP3609 STM/STY STM4336 STY4696 ATGGTTAAAAAGACAATTGCAGCGTTACTGCTGAGCTCTGGTTGCATGGTTAAAAAGACAATTGCAGCGATCTTTTCTGTTTTGGTACTTTCCACTGTATTAACTGCTTGTAATACCACGCGCGGCGTGGGCGAGGACATCTCGGACGGTGGTAGTGCGATCTCTGGCGCTGCAACCAGAGCTCAGCAGTAA1
4148 CHIP4330 STM/STY STM4599 STY4948 ATGACTAAAGTACGTAATTGCGTTCTTGTTATGTTGCTGTTAAAATGGTTAGGATGATGACTAAAGTACGTAATTGCGTTCTTGATGCACTTTCCATCAACGTCAACAACATCATTAGCTTGGTCGTGGGTACTTTCCCTCTGGACCCGACAGTGTCAAAAACGGCTGTCATCCTAACCATTTTAACAGCAACATAA1
4149 CHIP4332 STM/STY STM0001 STY0001 ATGAACCGCATCAGCACCTTAGCCCGCACCGTTACCATGAACCGCATCAGCACCACCACCATTACCACCATCACCATTACCACAGGTAACGGTGCGGGCTGA1



4150 CHIP4327 STM/STY STM4462 ATGTCGTACACACTGAACCATGCTTATTTGCTTAAAATGAATTTAAATTCATAAGAAATGTCGTACACACTGAACCATGCTTCCTCCCGGCAAATTGTCCGCGATTATACTCAGCTCTGTTTTGGGATCAAGCGATTAATGCATGATTTACTCATCGCAAACGGTTCTTATGAATTTAAATTCATTTTAAGCAAATAA1
4151 CHIP4505 STM/STY STM1722 ATGGCAGCGACATTTGCATTTAGGAAGTGCGCCACCAATGGCAGCGACATTTGCATTACACGGTTGGTGGCGCACTTCCTGA1
4152 CHIP4499 STM specificSTM1281 ATGTACGATCCACCGTTTCTTGTTAGTCCCCTCCCCCTTCAATGTACGATCCACCGTTTCTTGAAGCGCTGATGATTACGGCGTCGTTTTTCGCCATTTTTATCATTATCGTTGTGTCGGTATTGCTCCTTGAAGGGGGAGGGGACTAA1
4153 CHIP3185 STM/STY STM3197 STY3376 ATGCTGATGAACAACAATAACGTCTTTAGTGTTCTAATTCTAACCTTTTCGCCATGCTGATGAACAACAATAACGTCTATTCATTAAATAATTTCGATTTTCTGGCGCGCAGTTTTGCCAGAATGCAGGCGGAGGGGCGTCCTGTTGATATCCAGGCGGTAACCGGCAATATGGACGAGGAGCATCGCGACTGGTTTTGCAAGCGTTACGCGCTTTACTGCCAGCAGGCGACTCAGGCGAAAAGGTTAGAATTAGAACACTAA1
4154 CHIP3229 STM/STY STM3293 STY3471 ATGTACGAAGCTCTTTTAGTTGTTTTCCTTAGCGCGGGATATCGCTATGTACGAAGCTCTTTTAGTTGTTTTCCTTATTGTGGCAATTGGCCTTGTAGGTCTGATCATGCTGCAGCAAGGTAAAGGCGCTGATATGGGAGCCTCCTTCGGAGCAGGCGCTTCCGCTACGCTATTTGGTTCAAGTGGTTCTGGTAACTTCATGACCCGAATGACGGCGGTATTGGCGACGCTGTTCTTCATCATCAGTCTGGTGTTGGGTAATATCAATAGCAACAAAACCAATAAAGGAAGCGAGTGGGAAA1
4155 CHIP3427 STM/STY STM0873 STY0906 ATGCGCACGATTGGCGTGTTAATGGTCGGACTCATTATGCTTATGCGCACGATTGGCGTGTTACCCAAAAGCGTACTGATACTGGAATACCTCGGTATGATTTTGCTGGCGCTTGCTCTGCTATCGCTTAATCATTACCTTACGCTGCCCGCGCCGTTCAATACGCCGCTGGCTGGCGTATTGATGGTTTTCCTCGGCGTCGTGTTGATCCTCCCCGCCGCGGTGGCGATGATGTGGCGTATTGCGCAGTTACTGGCGCCGCAGTTGATGAAACGTCCACCCGACATTTCTTCCCGTT1
4156 CHIP3492 STM/STY STM0971 ATGCGCGTTGAATGCGACTTACAGAATGTGTGGCTGTTCCATTGCGCGTTGAATGCGACGCCAGGCGCTGGACAGCGCATAACGTTCTTTGGACACATCTGAATTATGTTGAGAATTATTTTCGTTCTGACCACAACAAAACGGCGCCAACCATTCGAAAAAAGAGGCGGATCATAAACAGTAAAACCAGGGCGCTATGGATGATACACTTGCAGTATGTATTGCGGTTGAGGCGTTACGAGCTGATGAATGAGCCAGAATTTCTGGCGGTGCGAGTTATGCAGCATAGATTTGCCG1
4157 CHIP3438 STM specificSTM0894 ATGCAAACAATTATCTATCAAATAGCCCTTAAAGATCGACATCCGGATCGATGCAAACAATTATCTATCAAATAGCCCCCAATGATTGGGTGACGGATGAGGTGTTAATGGCGTCAACAGGACTTAAGCCAGGAACCATATTACGCGCACGTAAAAAGGCGTGGTTCGTCGGACGTGAGTATAAGCACATGACGCTTGATGGTAAGCCAAAGGCAAACGGTGAATGCCTGTACCACCTGCCAACGATAAACAGGTGGATTAGAAATATGCCCGATCCGGATGTCGATCTTTGA1
4158 CHIP3329 STM/STY STM0719 STY0759 ATGCAACGTAAAAAGATACTAATTGTAGGTGTTAAACGGTAACTGTAAAAGCTGGCATGCAACGTAAAAAGATACTAATTGTAGGTGCGGGCCTTTCAGGCGCAGTAATAGCACGCCAGTTAGCCGAGCAGGGACATGTAGTCAATATTATTGATCAACGTTCACATATCGGTGGTAACGCTTATGATGCCCGAGATGAGCACACGGGTATTATGGTGCACGTTTATGGTCCTCATATTTTTCATACTGATAATGAAACTGTATGGAATTATGTAAATAAATACGCTGAGATGATGCCTTATATCAATAAGG1
4159 CHIP1062 STM specificPSLT032 ATGCATTTTTCAGCCTTTCGCTTAGCACCGGGCCAGACTATGCATTTTTCAGCCTTTCGCCTGCAACAGGCCATCCGGAACCGGGAGTTTACGCCGTTTTATCAGCCCATTGTCTGCGCCACAGGAGGGGAGGTGGTGGGCTGCGAAATGCTGGCCCGCTGGCTGCATCCGCAGAAGGGCCTGCTGAGCGCCGGGAACTTTATTCCCGCCATTGAAGCCACCGGCCTCGGCGGAGCGCTGCTGCGCGGACTGGCCGACGAGGTCTGCGGGGACGGGCAGGACCTTGCCCGCAGTG1
4160 CHIP1102 STM specificPSLT093 ATGTTTATGCGAATTATTTATAAGAGACAGCTTATTTTCCTGTGCATCGCTTTCGTGTTTATGCGAATTATTTATAAGAGACAGCATTATCTGTCCGTTATCAGGTGGGGGGCGGTTGCTGTCGTGCAGGTCCTGAATGAGAGTGTAAAACTGTTTCCGTTTGCGCTGGTGATGTTTGCGCTGATGGCTTTTTATTTTCTTCCGGAACGCATCATCTCTGATGTTGTTAATTCGTGGATGGAAACAGACACGACCGGAAAAATATCGCTCATCAGACTTTACCTGGAAGTGACATTTATGCTGTCCCTCG1
4161 CHIP1071 STM specificPSLT056 ATGTTCAGAGTGACCTGTATCGACCTTATCCACCGCGCTTCACATGTTCAGAGTGACCTGTATCGACCTGGAAAATGGCGAGTTTGCGCTTTATATCAACGGACATTATCTGTCCAGTGAAGACGGCAGCGGCGAGAAGCTGTACCTGGGGGATATTCTGGAACGTTTATCCCGTCTGCCTGGTGTGACCACGGAAACCGTGGAGCGACCAGTACCAGACAGTGATGAGTGGAGCTGGAACGATGTGGCAGACAGTGTTTTTCCGGCCTGTATCACGCTGTCCCGCAATATGACAGTCG1
4162 CHIP1111 STM specificPSLT102 ATGGGAATGAAAAATTTAGCTCAGATTACCTGTCATTATTATCCTGCCAGCGTGGGAATGAAAAATTTAGCTCAGATTGTTCTGGTGACAGTGGTACAGTTTATTGCCTGTTATCTAGCTGAGTGGGGAGTCGCTGAAACAGGGATTATCCTGTTATTTGTCCTGCTGTGGCAGGGGCTGTTTATCTGGTTATTTATTCAAATTCGTAAAAAAAATAACATATCTGATGAGTTCAAGTTTAGTAAAGGAATTTGGTATGTAATTATGCCCGTATGCTCATTACTCTCGCCATTATTAAGTTTAATGA1
4163 CHIP0171 STM specificPSLT080 ATGAGAAAAAATAAGCCGTATAAGCCATTACGCTTTACAACCGTATTGATGCATGAGAAAAAATAAGCCGTATAAGCCATTTTTACTGGCGGCCGGATGGTTATTTTCCGGTCTGGTGATGGCGTCGGGTTCCGGTACGCTGGCCCCGGTGGTGGTGTCCCTGGCTAACGGCGGTCAGGCGAACATTGCTGTCAGCAACACCGACCCGAACCTGTTTACGGTACCGGGTGACCGTATCACTGCCGTCAGCGGTCTGGACGGCATGCTGACAAACAGTGAGCAGACAGGCACGGGCGGCGTGGTGGTGG1
4164 CHIP0428 STM specificPSLT008 ATGGAGCTGGATAAATATCTTCTTTTTTTCTTATACGACGGTTTTACTGTTATTTTGCATGGAGCTGGATAAATATCTTCTTTTTTTCCTGGCAGGAGGATCAACCTTCAATCAGGGAAAGGCATTTTCATTTCGTTGCGCTCAGGACAGTATTGTCCTGACGAAAGTGCATCAGACAGAGATGCATTTTTACCGGTGGTACCATCATGTGGTGATAACAAGGGAAACGCTGTGCCGGTTTGCCCGGCAGCTGGATGTGGATGTTCTTAAATTTTATATCCCGAAAGACATCCCCCGGTACCTTGTGCAGCCTT1
4165 CHIP4753 STM/STY CGCAACTTTATTCGTCATCAGTTGGGCAGGCTGTTCTTTAACCGCAACTTTATTCGTCATCAGTCCACGTTGCCGCTGCGCGCGCGTACTGCGGACGCTATCCTGCGTCTGATGGGCGGTAAACGCCAGGCGAGTACGCAACATGAAACGGATAGCCCGGCCGCGATATCGGTGTCGGAAGGCGCCTTCGCCGAAGAAGAACGCTACATGATTAACGGCGTACTGACTCTGGCGTCGCGCTCCCTGCGCGGCATTATGACGCCGCGAGGCGAAATTAGTTGGGTGGATGCGAATCTCA0
4166 CHIP4757 STM specificPSLT108 CGGGATGTGAATAAGGCACTACGCTCTGATTTAGGCTCCACGGGATGTGAATAAGGCACTGTCCGGGCTTGAAAACGTGAAGCCGGTTCAGGTTCCCCGCCTGAAGGGGGCATGGGCGCCGGAAAACTCGGTGACGGAGTTCAGCCGTCTGCAGGAGCGGGAACTGGCGAAAGCCGCACAGGAGGCGGAGAAAAAGGGCGAAGCCTTTCCGGATGTGCCCGTGACGCTGTATGAGGCCATTGTCCGCGACTATACCGGCAGAACGCCGGAAGCCCGGGAGCAGACGCTGATTGTCA1
4167 CHIP4761 STM/STY STM0032 STY0039 GGCCATTGTCACCGTAAATCAAGATCGTACAGCGGGACACGGCCATTGTCACCGTAAATCCCTACGGGACCGCCCCGTTGAGTCTCTATCTGGGGGTTTGGATGGATGAAGCTGCCGCGCTTGAGATCAATGTTGTTGATAGCGAAGCGACGACAGAGGAAGTGCGTTATCAATATGATGTACATCCGGGCGCTAACCTTATTCCTGTGTGTGGGATGGTATCCGCGGTGAATAATCAGATTACCCTACGCCTTGCCTCGCAAATTGTCGGGCAATATACAGTAATGACAGACGCA1
4168 CHIP4765 STM/STY CGTCAGCCTTTGATTTTGCTACCTTAGCCAGCGGGTATTTCGTCAGCCTTTGATTTTGCTGATATCGCCAATGTTATCAACGCCTCAATGCGCGCCGGATACCAGATTACCGGCGTCATTTTGCAGCGCGACGATGGCGTACTGGTCAGCAACCGGCTGGAAAAATCGCTACCGATTGTCGATGAAGTTCTGTACATCGACCGCATTCCGCTGGGGATGCTGGCGGCGATTGAAGTCGCCGTGCCGGGAAAGGTTATCGAAACCCTCTCTAACCCTTACGGCATCGCCACCGTATT0
4169 CHIP4769 STM/STY CGTTTTCTTTCCGCTAACCAAACTGCACTTTCTGCACTCGCGTTTTCTTTCCGCTAACCATACGCTGCGCCAGCGCACAACGGAGGCCGTGATGCGGCTGATTAGCGGTAAAAAAGAGGATGCCGAACTGGATGCGGAAACCGCCGCGATGCTGGCAGACCATGACGACAGCCAGATTTTTAATCCGCAGGAGCGCAGGATGATTGAGCGGGTGCTGAATCTCAACCAGCGCACCGTAAGTAGCATCATGACGTCGCGTCACGATATCGAGCATATCGATCTCAACGCGCCGGAAG0
4170 CHIP4773 STM/STY CTCTTCCCGGGTCGTTAAATAGAGGGCTGAGCATGGACTCTCTTCCCGGGTCGTTAAACACATGTCCCCTGTCGGTTGCAAACCAGAGCACACTTTTGGGCGTAAAGGCGAGCCAAAGATAAGGCACAAGTTATCTTCCGAAAGCTGCACGCATCTGGTATTCATCGGCTTGCCATACGGCATTCCGGGTATCGGCGACGAAATTGAAGGCGCAATACAGCAAGCGCCACAACCGCTACGACAGTCCATGCTCAGCCCTCTA0
4171 CHIP4849 STM/STY GGGTGATCGCCTGTATGTTTATGCAGCCCATAGAATACGCGGGTGATCGCCTGTATGTTTGGTCTGTGGGTGCTGATGGGGATTGGCTTTATCGCCTCGATGCTGCATCTGGGCTCGCCGATGCGCGCGTTTAACTCGCTTAACCGCGTGGGTGCTTCCGCACTGAGCAATGAAATTGCCAGCGGCTCGGTGTTTTTTGCGGTCGGCGGGATCGGCTGGCTGCTGGCGGTACTGAAAAAGCTGCCGCCGGCACTGCGCACACTCTGGCTGATTATCACGATGGTACTGGGCGTCGT0
4172 CHIP4853 STM/STY ACCATTTGGGTCAGGAAGTGCACAGGCTGAAGGCATCTTTACCATTTGGGTCAGGAAGTGATTGATAATAGTGTGGATGAAGCACTGGCAGGTCACGCCAAACGCGTGGATGTCATTTTACATGCCGATCAATCGCTGGAAGTGATTGACGACGGACGCGGGATGCCGGTGGATATCCATCCGGAAGAGGGGGTTCCGGCGGTAGAACTGATCCTCTGTCGGCTTCATGCCGGCGGTAAATTCTCCAATAAGAACTATCAGTTCTCTGGTGGTCTGCATGGGGTGGGGATTTCGGT0
4173 CHIP4857 STM/STY AGATTGGCATTGGACCTTCACAGCGTCAATCTGCTCTTTGAGATTGGCATTGGACCTTCAAGCTCCCATACCGTAGGGCCAATGAATGCAGGAAAATGTTTTATCGATCGGCTGATCGACAGCGGCGACCTGCCGCGAACGACGCGCATCACGGTTGATCTTTACGGATCGCTATCGCTGACGGGCAAAGGCCACGCGACCGATACCGCCGTCATTATGGGCCTGGCGGGCAATACGCCGCAGGATGTCAATATTGATAGCATTCCGGCGTTTATCCAGGAGGTTGCCCGCAGCAG0
4174 CHIP4861 STM/STY AATACCGAAGTGGGTCGTGAGGTAGTTCATAATCCCGTCAGCAATACCGAAGTGGGTCGTGATGTACAGCTTGAAGATCTGCTGAAAGATTACGATGCGGTATTCCTTGGCGTCGGCACCTATCAGTCGATGCGCGGCGGGCTGGAAAATGAAGATGCGGACGGGGTTTTCGACGCTTTGCCGTTCCTGATCGCCAATACGAAGCAGATCATGGGGTTTGGCGAAACCAGCGACGAACCATATGTCAGCATGGAAGGCAAACGCGTGGTGGTGCTGGGCGGCGGCGATACCGCAATGG0
4175 CHIP4865 STM specific GAACAAAGCGTACTGGCACACCAGATCATAAACCGCCTTCGAACAAAGCGTACTGGCACATAAGGATGAAATAGCGCTTGCGCTACAGAAGCTGGATATCTCACAACAGGATTTGCAACACCAGAATGCCTTTAATGAACTGAAGAAAAAGACGCTCACATTAACCAGCCAGCTCGCTGACGAAGAATCCCGCGTCAGGCAGCAGCACGCACTGGCGCTGGCCACAATGGGTATGGGCGATCAGCAACGTGGCCGGTACGAAGAGCATCTGAAAATTCAACAGCACTACCAGGAAC0
4176 CTRL004 none human placenta gene 30
4177 CHIP5198 STY specific STY3189 ATGTTATTCAACAACAACGACTGGATTAGAGGCTGTCCATCCAGTTGATGTTATTCAACAACAACGACTGGAAACTATCAGTCACCGACATCAATCCCTATGAAAATACTGTGAGTCTGGACGGTCAGTCCTATCCGCTGTCTCTGGCGATTAAGACCCTGATTCCGGGCTACCTGTCAGGCTTACCGTCCACCAGCCGCGCGGCGATGGAGTTACTGGAAGCTCTGGCTGAAGCTGGCGTGTCCATTGGCAACTTCTTCAGTAATGACCTGATGACCGCCTATGGTCGCCGCCAGCAGAACA0
4178 CHIP5128 STY specific STY2069 ATGAATATGCCAACGTATCTCGCTTACCGGGTCTTGGCGGGATGAATATGCCAACGTATCTCGCCAGAGTAGAACTATATAATGCTGAGCCAGAGGATTACGAAGGGCTTCATAAATATATGCTCTCACTAGGATTCAGGAGAACGATCCCCCATGGAGATGGTTCGTATAATCAACTCCCGGACGGAACTTATGTTTCCGAAAAGGGCGGTGATATTTATCAAATTCGCAGCCAGATATCTGACTATGCAGACCGACTATCCAGATATCGCGCGTCTGTTTTTGTTTGCGAATTCA0
4179 CHIP5144 STY specific STY2299 ATGAAAATTCTAATAATGGGAGCGTTTTATTTCCCTTCCTCTTCAATTATTTCAATGAAAATTCTAATAATGGGAGCGTTTGGGTTCCTTGGATCACGACTTACATCCTACTTCGAAAGTCGACATACTGTGATTGGCTTAGCAAGGAAGAGGAACAATGAAGCTACCATAAATAATATTATTTACACGACAGAAAATAATTGGATCGAAAAAATACTAGAATTTGAACCGAATATTATTATTAACACTATTGCTTGCTATGGAAGACATAACGAACCTGCAACAGCTTTAATAGAAAGCAATATTCTTA0
4180 CHIP5248 STY specific STY3686 ATGGCTGAACTGCAGAAGGTGTTACCCCGCCAGCCATTGGTGGCTGAACTGCAGAAGGTGGACGACTGGCTGAGTGCCTTGCTGGCGAATCTGGAACCAGCCACGAGAAGCCGCATGATGCGCCAGCTGGCGCAGGAACTGCGCCGGACACAGCAGCAGAATATCAGGATGCAGCGCAATCCAGATGGCAGCAGTTATGAACCGCGCAGGGTAACAGCACGCAGCAAGAAAGGGCGCATCAAACGTCAGATGTTTGCAAAGCTGCGCACCACAAAATACCTGAAAACTGCCGCCA0
4181 CHIP5182 STY specific STY3064 ATGAGTATGCTGGTTGTCGTTACCTTATTGATTTTCAACAGGTAGAAACGAATGAGTATGCTGGTTGTCGTTACCGAAAATGTTCCTCCTCGTCTGCGGGGGAGGCTGGCCGTCTGGTTACTGGAAATTCGAGCTGGTGTGTATGTTGGTGATGTTTCCGCAAAGATCCGCGAGATGATATGGCAACAGGTTTCCGTTCTGGCAGATGAGGGAAATGTTGTTATGGCGTGGGCGACAAATACAGAATCAGGTTTTGAGTTTCAGACTTTTGGTGTAAATCGACGTATTCCGGTAGATCTTGATGGAC0
4182 CHIP4919 STY specific STY0207 ATGAAAAAAGCGATTTTAGCTGCTTACTGGTAAGTAAAGGTATACATTGCGTTATGAAAAAAGCGATTTTAGCTGCCGCAATGGTTATGGCTATGGGTTCTACTTCCGCAATGGCAGTTGAAGGCGGCCAGATCGAATTCCACGGTTTAGTGAGCGCAACAACCTGTTCTAAAGTAGTTTCCTCTTCACGCGGTAATCAAGCGACTGATGGTGACGTATATCTGACTACAGCAGCCCCAGGCGATATCACTGAAGGCGTTGCTGCTAACGCATACGGCGCGCTTCCGGCTCCGTTCTCTATCATCCTGG0
4183 CHIP5212 STY specific STY3345 ATGCAGGATGCATCTTGTTATCATTACTTCGCGACTGGACACATTGCAGGATGCATCTTGTTATCAATTGGCAAGTGTTTTGACGCTGGCTGCAGAACACCGCGATACACCGGAAAATTTATTGCGTTATCTGGCTAAAATACGAGGTATTTCGCCATTTTTGACAGCGGCAGAATCTTGCCCTGAAGCGGCGATCCCGAACGCCGAATTTCTTTATACGCCATTTGCTACCGCTCTTCGCCAACATAACGTACCGATAGTACGCTTTTTTAGCCAGCAACTGGTGGGCGAGACATCTT0
4184 CHIP5228 STY specific STY3664 ATGGCAATTAATGGCGCTGTTAATTCGGCATGGTTAGCCGATGGCAATTAATGGCGCTGCGGCGACTGTTCCATTAAGCCCCGGAGAACGCCTGAATGGACTTAATCACATTGCGGAATTAAGGGCGAAAGTATTTGGCCTGAATATTGAGTCAGAGCTTGAGCGGTTTATTAAAGATATGCGTGATCCACGGGATATCAATAACGAACAAAATAAACGGGCACTGGCTGCCATATTCTTTATGGCAAAAATTCCAGCTGAACGTCATAGCATCAGCATTAATGAGCTGACCACTG0
4185 CHIP5242 STM/STY STY3680 ATGAAAGTGCGTGCGCATTTAGTCCCATAGCTGGACGGTATGAAAGTGCGTGCGCATCAGTATGACACGGTGGACGCGCTTTGCTGGCGTCATTACGGGCGCACGCAGGGTGTCACGGAGCAGGTACTGAAGGCAAATCCGGGGCTTGCCGAATACGGCCCCTTTTTACCTCACGGGCTGCAGGTGGAGCTGCCGGACATTCCGACCACCACCACCGTGCAGACCGTCCAGCTATGGGACTGA0
4186 CHIP5176 STY specific STY2887 ATGGCTTTACCACGCAAATTAAAACTTAGAGGCCGAGGGCGTTATGGCTTTACCACGCAAATTAAAACACCTGAACCTGTTTAATGACGGGAACAACTGGCAGGGGATCGTTGAGTCGCTGACGCTGCCGAAATTTACCCGCAAATATGAGAAGTATCGCGGCGGCGGAATGCCGGGTGCAGTGGATGTGGATCTGGGGCTGGATGACGGCGCACTGGATACGGAATTTTCCATTGGTGGTACTGAGCTGCTGCTGTTTAAGCAGATGGGCAAAGCCACGGTGGATGGCATCCAGCTGC0
4187 CHIP4913 STY specific STY0201 ATGCTTTTAAAAAACACAACATGGTTTTACGGATAGGTGATTGAAAATTGAGATGCTTTTAAAAAACACAACATGGTTTGCCGCCTTTTTCCTGATGATGGCTATCATGTCCAACTGTTATGCCATAAATACTACCCTGGCCGTTGGCGACTACGCCTCCAGTGAACATGATGGCCCAAGCGGGGATTCGGTATTCACTGATAACAGCCACAATTTTGGGCAGACCATCGCGATTCATAAGGAAACGGCGCTGCGCCAGATTACCGTTTTTAACTGGTCCGGCATCCAGTACGTTATGGAGATGTTCT0
4188 CHIP4929 STY specific STY0314 ATGCCCCGTAAAATAATGCTTGTTATTCATCTGTACAGCCCAGCCATGCCCCGTAAAATAATGCTTGTTTTTTTTCTCTTTATATCTGAGTTCTGTTATGCCCAAGCGGTTGTATCTGAATTTAATTTGTCAGATATAAATCGCGGTGGAATGACGAAAGCACAGGCAGAAAAACTACTCATTATTGCACTTAAATATCAAAAATATGATTTATCGCTGGATGGCGTTTTTGTTGACGGTGATTTGCAGGATAAACACGGAAATCCTCCCCATCCGGGATATTATGATTTTAGCCTTGGCT0
4189 CHIP5230 STY specific STY3666 ATGGCTGATGCAATGGATCTTTATACAGCACCTCCGTTGTAATGTATGGCTGATGCAATGGATCTCGTACAGCAGCGCGTTGAAGAAGAACGCCAACGCCATATCCGTGCTGCCCGTGCCAAAACGCCGGGCGTGTCCCGCGTGCTTTGCATTGAGTGTGAAGCGCCAATTCCGCCAGCACGCCGCCGTGCCATTCCGGGTGTGCAGCTTTGCATTACCTGTCAGGAAATCGCAGAGCTGAAAGGCAAACATTACAACGGAGGTGCTGTATGA0
4190 CHIP5244 STY specific STY3682 ATGCTGGCTATTGCTGCCATTAGTTTGCTCCCTGTAAGCACCGTGCTGGCTATTGCTGCCACGCTGCCGGGTTTTCAGCAGCTTCACACCTCCGTGGAGGGGCTGAAACTGATTGCCGATTACGAAGGTTGTCGTCTGCAGCCGTATCAGTGCAGCGCGGGTGTCTGGACCGACGGCATTGGTAATACGTCAGGCGTCATTCCCGGCAAAACCATTACGGAGCGACAGGCAGCAGAAGGGCTGATCTCCAACGTGCTGCGTGTGGAGCGGGCGCTGGAAAGGTGTGTGAAGCAACAGC0
4191 CHIP5259 STM/STY STY3706 ATGGGGGACGAAAAGAGCTTTACTCACCCATTTTATCCTCTTCAAATGGGGGACGAAAAGAGCTTAGCGCACACCCGATGGAACTGTAAATATCACATAGTTTTCGCGCCAAAATACCGAAGACAGGCGTTCTACGGAGAGAAGCGTAGAGCGGTAGGCAGCATTTTAAGGAAACTATGTGAGTGGAAAAATGTGAACATTCTGGAAGCGGAATGCTGTGCAGATCATATCCATATGCTTCTGGAGATCCCGCCGAAGATGAGCGTGTCAGGGTTTATGGGTTATCTGAAGGGAAAAAGTA0
4192 CHIP5274 STY specific STY4075 ATGGGTAATGAGAAACAAATTTATTATTATAAGTGTTAAAGGAAATTATAGTTGTATTCAGCTAAGTCATTGGGTAATGAGAAACAAATTTATTATTATAAGTGTGCTTATTCACGATGTAATTATGTTGCGGCAAGAGAAAAAAAATCGCATGAATTAATTACTAATATATTAGGCATTGATGCTACTTTATCTTTTGATAGCTTGCCGTTACTTGTCAAAAAGGTTGAAAGCGAAATTCCAGAAAGTTTGTATAAAGAAAAATACGTATGTTTATCTGGTGCGGTTAATTATAATAAAGAAAATTCATCTTTTATAGCTGGTG0
4193 CHIP5018 STY specific STY1593 ATGACGACTGAATCTGTTGTATGTGCTTAGTCATCATTGTTGCTCCTTCTGATGACGACTGAATCTGTTGTATGTGCCCTGTTCTGGTATTGTTTTGTCGGTTGGTGTACTGCTGAACTGCACCGCCGTTCAGGGTTTTATTCACGTTACAGTGGTGCCGGTTACTGGATTAGCTGGTCGGTGATGTTCCTGTGCTGGCCTGTGGCACTTCCTTTATATGTCGATTATATCGGTGATGCAGGCAGAAGGAGCAACAATGATGACTAA0
4194 CHIP5034 STY specific STY1610 ATGACATTGTCGGGCTATAACGTTAACCAGATGCCACACAACTGATGACATTGTCGGGCTATAACGGTGGTCTGGGCTGGGTACAACGGGACAGGCGGCTTGCATCACAGAAAGGTCTGGACAGCACCCGCTGGTTCGGACATGTCGCCACGGTGAATGCCGGACGCAATGCGGCCAGCTGGCGGGAGAACCGCCATTATCCGCAGCGCATCCTGCGCGAACTGGCACCGCGATATCTCACATGGGGAGGCTGCAGTTGTGTGGCATCTGGTTAA0
4195 CHIP5166 STY specific STY2750 ATGCATTTTCTGTGTAGTGCACATTAATACACCTCAATGCCAGTCATGATGCATTTTCTGTGTAGTGCACAGCTTCTGGCGGCAAAGCACTGCATCGACACAATAGTGGGTTTCACTGGCAGCACACAATCAAATCTGACAGTCGGCTTCGAGCGAGGTGCGGACATTGGTAGCTTCAACAACATGACTGGCATTGAGGTGTATTAA0
4196 CHIP5180 STM/STY STY2906 ATGAAAAAACAATTACTTCGTACCCTTACTTTATTTCGCGAGTCCGAAGGATGAAAAAACAATTACTTCGTACCCTTACTGCAAGCATTTTATTAATGAGTACCTCTGTTCTGGCACAGGAGGCGCCGTCGCGAACGGAATGTATCGCGCCAGCCAAACCTGGCGGCGGTTCGCTGCTCAACCTGTCGCAGGGGAAATTTGGTCGCTACGGCGTGGATGATGTGCGCTGGCTGGCAAGCGTGGGCACTGATTACGGCATGATCGCCGTGCGTGCGGATTCCCCGTGGAAGACGCTGAAAGATCTGA0
4197 CHIP5277 STM/STY ATGGCAAAAATAGGTGAGAACGTTTAACCTCTTTCTTCTTTTGGTCGGATGGCAAAAATAGGTGAGAACGTACCACTTCTTATTGATAAAGCCGTCGATTTTATGGCGTCCAGCCAGGCGTTCCGTGAGTACTTGAATAAAACGCCGCCGCGTGATTATGTTCCTTCCGAAGTGCCGTCGGAGAGCACGCCCATTTATTTGCAGCGTCTGGAATATTACCGGCGGCTGTACCGACCAAAAGAAGAAAGAGGTTAA0
4198 CHIP5378 STM/STY ATGGCTGATTCAATGGACCTCTTATACAGCACCTCCATTGTAGTGTTTGATGGCTGATTCAATGGACCTCGTACAGCAGCGCGTTGAAGAAGAACGCCAGCGCCACATTCACACCGCCCGCAATAAAACGCCGGGCGTTTCCCGTGTTCTCTGCATTGATTGCGATGCACCGATCCCGCCAGCACGCCGCCGCGCCATTCCGGGCGTGCAGTGCTGCGTCACCTGTCAGGAAATCGCAGAGCTGAAAGGCAAACACTACAATGGAGGTGCTGTATGA0
4199 CHIP5394 STY specific STY4668 ATGATCTCCGCCCCTGAATTAGGCATGAACCAAATCCCCATGATCTCCGCCCCTGAACCGCTTCATGCCGGGCATATTCTTACCCCCTTCTGCTGCGGTGTGGATTCAATGGATAACTGGCTAAAACAGCGGGCGATGAAAAATCAGGTAACTGGCGCATCCCGTACCTTTGTGTGTTGCGGCAGCGATTCTGACGTACTGGCGTATTATTCGCTGGCGTCCAGCGCGGTAACGACAAACACCGCCCCCGGTCGCTTTCGTCGCAATATGCCCGATCCGATCCCGGTTGTGGTGC0
4200 CHIP5409 STY specific STY4821 ATGAAGCTCAACGCCAGACATTATTTTATGTTGCAGACTCTTGCATATTCATGAAGCTCAACGCCAGACAGGTCGAGACCGCAAAGCCAAAAGACAAAACCTACAAAATGGCCGATGGCGGCGGTTTGTACCTTGAGGTTTCGGCCAAGGGATCCAAATACTGGCGCATGAAATACAGACGCCCCTCTGACAAAAAAGAGGATCGCCTCGCTTTTGGTGTTTGGCCTACTGTGACACTTGCTCAGGCAAGAGCAAAGCGCGATGAAGCCAAAAAGTTGCTAGTGCAGGGCATTGATCCAAAAACCG0
4201 CHIP5316 STY specific STY4549 ATGACAGTCTCTCTTATCGGTACCATTTTTCTTATCTCAGTATCCACTCAGGCTGGATGACAGTCTCTCTTATCGGTACCATTTTTCCTCCTGTGTATGCCATACCTGCTTTTATCGGGTGCGCCATTTTCGGGGCGGTACTTTTAAGGCCGGTACGTCTTTATCTGGCCGCAGCGGAGGTGGATATCTCACGCCATTGTGCCGTCGTGGTGGGTATCTGGCTGTTTGCGGTAACGGGTTTGCTGATACTTATGGCACCTCAGGTCTGGATGACACGTATCGGAATGCTGTTTATGTGCAGTTTTTTGCTGC0



4202 CHIP5330 STY specific STY4569 ATGGCGATGTTTAAAGTCCTTAATTTTAAGTTAATTTGCATGCTGTTCCCCATGGCGATGTTTAAAGTCCTTAATTTTAAGTGTAAATGGTGGCCGATAATTCTCCTTTTATGGTTTTCATCAGCACAGGCTGTGGAGCTGATGAAATGGGAACGGATCCCTCTGCTTATTCCACTTTCTGTTAACCATGAGCGAATTGTCTTTGTCGACCGCAACGTTCGTGTAGGTTTTCCGGCAATGCTCAAAGGTAAACTGAGGGTTCAAAGCAGCGGTGGTACGGTTTATTTACAGGCCAGCGAACCTTTTG0
4203 CHIP5428 STY specific STY4850 ATGACTACACGCTATTTTTCTTCGCTTAGCCTGCCAGTGAGTAGGAAATGACTACACGCTATTTTTCTTCGCTGATTGAACAATCACTGTCGCGTTCTACGGAGGCGACGCTGAGTATTATGGGGGTGACCAACCCGAATCTTCGCGAGCATCTCACGCAACAAATGGCGGCCGATTGCGGGAAAGAAGGATCGTTTCTTGCCTCCCCCGTATTTGAACAGACATTTGGCTGGAAAGAGTCCAACAGCACAATGAAAGACCTTGCAACAAAACAAACGTTGCTAAGCAAGGAGGTGGTGGACT0
4204 CHIP5368 STY specific STY4619 ATGAAAAAGAAAGTCATGAGCGTTTTTTTCTTAGGCCGCCATCGGCTCATGAAAAAGAAAGTCATGAGCGTTTTTTTCCAGCTGGCATGGGCTGCGCTGTTGGTAATCAGCCTGCTGTATCCGCGCAGCGGTGCGCCGGTTCTGGTTGGTGCGTCTGTCCAGGTGTCATGCTTCCTCGCCTGGCTGCTTGCTGCGCTGTGCGCTGTCGGGTGGTTCGCCGGAGATCGGGCGCGCGATGAGGTCAGGGCGGCATTAATCAAATTCAGGGCGCACCCCGTAAAACCCGTGCGTACATGGGCTATCA0
4205 CHIP5380 STY specific STY4648 ATGCTCATGTTGATTAACAGGTTTTCTTAACGGTTATCGGGCTGTGTTGCTCATGTTGATTAACAGGTTTTCCAGTATGAATTTATCCCGTCAGGAACAGCGTACCTTACATGTGCTCGCAAAAGGTGGACGTATTGTGCACGTTCGCGATGCTTCTGGTCGCGTTACCTCTGTTGAATGCTACAGCCGCGAAGGGCTGTTGCTCGCCGACTGTACTCTCGCCGTTTTCAAAAAGCTCAAAACCAAAAAACTGATCAAGTCCGTCAACGGTCAGCCTTACCGCATCAACACCACCGGGCTGA0
4206 CHIP5391 STY specific STY4665 ATGTTCCGGAAAGTTAAGTCATGGTTAATTGATGACCTTTAGAAATAAACTGTCGATGTTCCGGAAAGTTAAGTCATGGATGGAGAAGAAAAACTTCAGACAGATAGAAGAAAATAAATCGGGAAATGCGAAGAAGAGACTTATTCCCTGTACGGATGGATATTTTAACCCTGCGGCCATTTCAGATTTGTTACAGCATGAACGACGGCAGCAATGGTTAAGGATTTTGTGGGAGAACAGCGCGCTACCTAAAGAGCGTTTTGAACGTTATTTTTTACTCCCTTTACACGGCGTTGTGGGTTTATGTCAGA0
4207 buffer none buffer 0
4208 empty none empty 0
4209 empty none empty 0
4210 empty none empty 0
4211 empty none empty 0
4212 empty none empty 0
4213 CHIP3321 STM/STY STM0703 STY0744 ATGAACGACGAACCCTTGCTTACATATCCTCATGAAAATCATCAAGTTATGAACGACGAACCCTTGCGTCCTGATCCGGATCGCTTGTTGGAACAAACGCCCCCGCCCCACCGGGGGAAGTTGAAAATTTTCTTCGGCGCCTGCGCAGGTGTCGGAAAAACCTGGGCGATGCTGGCGCAAGCGCAGCGGCTGCGAGCGCAGGGGCTGGATGTGGTGATCGGCGTGGTAGAGACGCATGGCCGTAAAGAGACCGCCGCACTACTTGACGGGCTGACCATTCTGCCGCCAAAACGTCACTCGCACC1
4214 CHIP2578 STM/STY STM3833 STY3945 ATGATGAAAATTACCAGCGTTGATTATTTTACGGTGATGGTTGGTGATGATGAAAATTACCAGCGTTGATATTATTGATGTGGCGAACGATTTTGCGTCCGCCACCAGCAAATGGCGTCCGGTGGTGGTAAAAATTAATACCGATGAGGGCATTTCCGGTTTTGGCGAAGTTGGGCTGGCTTACGGCGTCGGCGCTTCTGCGGGCATCGGAATGGCGAAGGACCTGTCGGCCATTATCATCGGCATGGACCCGATGAATAACGAAGCTATCTGGGAAAAAATGCTCAAAAAAACCTTCTGGG1
4215 CHIP2594 STM/STY STM3856 STY3927 ATGGCTGCAACCAAGCCTTTAACGTGCTCCCTCGTTCTTATGGCTGCAACCAAGCCTGCTTTTAACCCGCCGGGTAAAAAAGGCGACATGATTTTCAGCGCGCTGGTAAAACTGGCTGCGCTGATTGTGCTATTGATGTTGGGCGGTATTATCGTCTCATTGATCATCTCCTCCTGGCCAAGTATTCAGAAATTTGGTTTCTCATTTCTTTGGACTAAGGAATGGGACGCGCCAAACGATATCTACGGCGCTCTGGTGCCCATTTATGGCACGCTGGTGACCTCCTTTATCGCAC1
4216 CHIP2610 STM/STY STM3888 STY3888 ATGCCTTTAAGCGCACAACATTAATTATCTGGTCTCTCATTGGGCATGCCTTTAAGCGCACAACAATTAGCCGCACAGAAAAATCTATCCTATGTTCTGGCTGAAAAGCTGGCGCAGCGGATATTAAAGGGTGACTACGCCCCCGGTACGATTCTTCCCGGCGAAATAGAACTGGGCGAGCAGTACGGCGTAAGTCGAACGGCAGTTCGCGAAGCGGTGAAAACGTTGACGGCTAAAGGTATGGTGCTACCTCGTCCGCGCATTGGTACGCGGGTGATGCCGCAGGGAAACTGGAACTTTC1
4217 CHIP0843 STM/STY STM1778 STY1904 ATGACCCTGCCCGATTTTCTTATTTCACAATCCAGTTATCCATTTTCATGACCCTGCCCGATTTTCGCCTGATTCGTCTACTGCCGTTAGCAAGCCTGGTTCTCACCGCCTGTACGCTTCCTGGGCATAAAGGCCCGGGCAAGAGCCCGGATTCCCCTCAGTGGCGCCAGCATCAGCAAGAGGTGCGTCATCTGAATCAATACCAGACGCGCGGCGCCTTTGCTTACATCTCAGATGATCAGAAAGTCTATGCGCGTTTCTTCTGGCAACAGACCGGACAGGATCGCTATCGCCTGCTGCTCA1
4218 CHIP0859 STM/STY STM0111 STY0130 ATGGCCAAAACGTTATACGAAAAATTATTTGTTATTTGATGCTGCGAATGTCGATGGCCAAAACGTTATACGAAAAATTATTTGATGCCCACGTGGTCTTTGAGGCGCCAAACGAAACGCCGCTGCTGTACATCGACCGCCACTTGGTGCATGAAGTCACCTCCCGCAGGCGTTTGACGGTCTGCGCGCGCACCATCGCCGGTACGTCAGCAGGGAAAACCTTCGCTACGATGGATCACAACGTCTCGACGCAGACTAAAGACATTAATGCTTCCGGTGAAATGGCGCGTATCCAGATGCAGGAGCTGA1
4219 CHIP2628 STM/STY STM0042 STY0050 ATGAGTTCTGTCATTGAGGATACCCTTATGAGTTGACGGTTTCCAGATCGATGAGTTCTGTCATTGAGGATACCCAGCCTTCCGGGTCAGCATCATTGTCTTTACTACAGCGTATTAGCTACGGCTCTTTGGATGTGGCGGGTAATCTGCTGTACTGCTTCAGTTCAACGTACATTTTATATTTCTACACAGACGTTGCGGGCATTAGCCTTGCCGTAGCAGGCGTTATCCTGCTGCTGGCGCGTATTATCGATGGCATAGACGCCCCCATATGGGGGATCATCATCGATAAAACACGTTCACGCT1
4220 CHIP2660 STM/STY STM0119 STY0139 ATGTTCCGGGGGGCAACGTTATAGAGACAAGTCCTGCAGCCGATGTTCCGGGGGGCAACGTTAGTCAATCTCGACAGTAAAGGGCGCCTGACCGTGCCGACCCGTTATCGGGAGCAACTGATCGAGAGCGCTACCGGTCAAATGGTATGTACCATTGACATCCATCACCCATGCCTGCTGCTTTACCCCCTGCCTGAATGGGAAATTATTGAGCAAAAGTTATCTCGTCTGTCGAGCATGAACCCGGTAGAACGTCGCGTACAGCGTTTACTGTTGGGCCATGCCAGCGAATGTCAGA1
4221 CHIP2676 STM/STY STM0150 STY0173 ATGATGGACAGTCAGCAGCATTAGTGGGCTTTCACCGTTTTTGATGATGGACAGTCAGCAGCACGGCGAGCAGCTCAAGCGCGGCCTGAAAAACCGCCATATTCAGCTTATCGCATTGGGCGGCGCGATAGGGACAGGCTTGTTCCTGGGAAGCGCCTCCGTTATTCAGTCGGCGGGGCCAGGAATTATCCTGGGCTATGCGATTGCAGGCTTTATTGCCTTTCTGATTATGCGCCAGCTGGGGGAGATGGTGGTTGAAGAACCGGTCGCCGGCTCTTTTAGCCACTTCGCCTATAAAT1
4222 CHIP2692 STM specificSTM0176 ATGAATTCATTGGCTAAAGCAGGTTAAGGCGTTTGTTTATGTTCGGATGAATTCATTGGCTAAAGCAGGGTTGCTTTGTTGCCTGTTGTGCGGTTCGCTGGCGCATGCCGCAGGGATAAACATCGGCACAACGCGGGTTATTTTTCACGGCGATGCCAAAGATGCGTCCATATCGATAAGCAATAGCGACAACGTTCCCTATTTAATTCAGTCCTGGGCGCAATCGATCAGTGAAACCGGGGCGAGCGGTGATGCGCCGTTTATGGTCACCCCGCCGCTTTTTCGCCTTAATGGCGGGCAAA1
4223 CHIP2708 STM specificSTM0201 ATGAAAATAATACGGACTTTATTTTTGCTGTTAAAGCTCATCAATAATATACTGGAAGCTACATGAAAATAATACGGACTTTATTTTTGCTGCTGATTGCCGTTTATGGCAGTTCGGTAGTGGCCAAACCCATGCTGAAAGCGACGTTTTCAAGCACCACGATGTATTATGGTATTGGCCCTAATAGCGACAAATCTATTGTGGCGGAGGTGACGATAGCGACTCCGGAGGGAGTGTACTATGGCTCCTGGAACCTTTCGGGACATCGTAAAGGAGAAACGCTAACCGCAGACTCCTGGTCTGGGCCAGAACCTGCGC1
4224 CHIP2724 STM/STY STM0238 STY0263 ATGGAAAAATATTGTGAGTTAGTACGCATTATTCATTGACATAATCGCTCACCGTGGAAAAATATTGTGAGTTAGTACGCAAGCGGTATGCGGAAATCGCCAGCGGAGACTTAGGGTATGTCCCGGATGCGCTGGGTTGTGTATTGAAAGTGCTTAATGAAGTGGCGGCAGATAGCGCCCTTTCAGAGTCGGTCAGGGAAAAGGCAGCTTATGCTGCCGCGAACTTACTGGTGAGCGATTATGTCAATGAATGA1
4225 CHIP3254 STM/STY STM3346 STY3526 ATGCAAAGCCTTTCCCCTACATTACGGCATATGCTCCCGATGCAAAGCCTTTCCCCTACATCGCGTTATCTCCAGGCACTCAACGAAGGCACCCATCAGCCTGACGACGTACAGAAAGAGGCGGTCGACCGTCTGGAAACCCTTTATCAGGCGCTCACCGCGAAAAAATCGTCGGCTACGCCACCCGGCGGTCTGATAGCGCGACTGGGGAAATTATTAGGCAAAAACGAACCGGACGCGCAAATACCGGTTCGCGGGCTGTATATGTGGGGGGGCGTGGGTCGCGGCAAAACCT1
4226 CHIP3270 STM/STY STM3381 STY3561 ATGGACGCTCGTTTTGTTCATTAAGCTGCATCGTCATCCTCATGGACGCTCGTTTTGTTCAGGCCCATAAAGAGGCGCGCTGGGCGCTGTGGCTGACCCTTTGCTATCTGGCGGCATGGTTAGTGGCTGCTTACTTACCTGGAGACTCGCCGGGAATCACCGGTCTGCCGCACTGGTTCGAGATGGCCTGCTTATTGACGCCGCTGGTCTTTATTTTGCTGTGCTGGGCGATGGTGAAATTCATTTATCGCGATATTTCGCTGGAGGATGACGATGCAGCTTGA1
4227 CHIP3286 STM/STY STM0647 STY0698 ATGCGATATCTGGTAACACTGTTGTTTAGTTACTCAGCGTAGTGGAGACGGTGCGATATCTGGTAACACTGTTGTTATCTCTGGCGGTGCTGGTCACCGCCGGATGCGGCTGGCATCTGCGTAGCACTACGCAGGTTCCGGCTTCAATGAAAACGATGATCCTCGATTCCGGCGATCCGAACGGTCCGCTAAGTCGTGCGGTACGTAATCAGTTACGGCTGAATAACGTAAACCTGCTTGATAAAGACACAACGCGCAAAGACGTTCCGTCTCTGCGGCTTGGAACGGTGACTATTTTGCAGGATA1
4228 CHIP3302 STM/STY STM0671 STY0717 ATGACAAATCAACCAACGGAAATTGTTACAACCCCAACGCATACTTAAGATGACAAATCAACCAACGGAAATTGCCATTGTCGGCGGGGGAATGGTCGGCGGCGCGCTGGCGCTGGGTCTGGCGCAGCAAGGGTTTACGGTGATGGTAATAGAACATGCCGCGCCTGCGCCGTTTGTGGCGGACAGCCAGCCTGACGTGCGGATTTCGGCCATTAGCGCGGCATCCGTGGCGCTGCTCAAGGGACTGGGCGTTTGGGAGGCGGTGCAGGGGATGCGTAGCCATCCTTATCGGCGACTGGAGACCT1
4229 CHIP3318 STM/STY STM0700 STY0738 ATGAGTAAACCTAAATCCAATAAAATGGGTTAGCCGTGTTTATTTTTCAATTCAAATGAGTAAACCTAAATCCAATAAAATGGGTGTCGTGCAGCTCACAATTCTGACTATGGTCAACATGATGGGCTCCGGGATCATCATGCTACCGACCAAACTGTCTGAAGTCGGCACGATATCCATTATCTCCTGGCTGGTCACCGCCGTCGGCTCGATGGCACTGGCCTGGGCGTTTGCGAAATGCGGTATGTTTAGCCGTAAATCCGGCGGCATGGGCGGTTACGCCGAATATGCCTTCGGTAAATCCGGCAACT1
4230 CHIP0784 STM/STY STM1962 STY2170 ATGACCTCAACCGTGGAGTTTATCTTATGAGGCGCCAGGCGCATGACCTCAACCGTGGAGTTTATCAACCGTTGGCAGCGTATTGCGCTGCTCAGTCAATCGCTGCTTGAACTTGCGCAGCGAGGTGAATGGGATCTCTTACTGCAACAAGAGGTCTCCTATCTGCAAAGTATTGAAACGGTGATGGAAAAGCAAACTCCACCGGGCATTACGCGAAGTATTCAGGATATGGTCGCCGGATACATCAAACAAACGCTGGACAATGAGCAGCTCCTGAAAGGGCTGCTGCAACAGCGAC1
4231 CHIP3896 STM/STY STM1285 STY1831 ATGAATATATTCGATCACTATCGCCATTACGACGATTTACGCACGATGAATATATTCGATCACTATCGCCAGCGTTACGAAGCTGCCAAGGACGAAGAGTTCACACTGCAGGATTTTCTTACCATTTGTCGGCAAGATCGCAGTGCTTATGCCAACGCGGCAGAGCGGCTATTAATGGCTATCGGCGAGCCTAATATGGTCGACACTGCCCAGGAACCCCGACTTTCCCGACTCTTCTCCAACCGGGTTATTGCTCGCTATCCTGCGTTTGAAGAGTTTTACGGCATGGAAGACGCGATTG1
4232 CHIP4009 STM/STY STM2115 STY2328 ATGGCGCGGCCTGAGACTTTATCGCCCCCGCAGCCCATGGCGCGGCCTGAGACTGTAGGCCGGACAAGCGTAGCGCCATGCGGCAAAACTATCTGGGGAATAAGCATGACAACAGACAATCCGCTGATCTCAATTTATATGCCAACCTGGAACAGGCAGCAGTTGGCTATCCGGGCGATTAAATCAGTACTACGTCAGGACTACCGTCACTGGGAGATGATCATCGTGGATGATTGCTCTTCATCTTATCAGCAGCTACAACAATTTGTTGAGGAGCTGAACGACCCGCGCG1
4233 CHIP4033 STM/STY STM2718 STY4623 ATGAAGTTTGTTGCGCCCGTTAGATAAGCTCCACCGTACAGTGATGAAGTTTGTTGCGCCCGAACAGGCACCGGAACAGGCGGAGGTCATCAAAAATACGCCGTTCTGGCCTGATGTGGACCTGTCGGAATTTCGCAGTGTGATGCGCACTGACGGCACGGTGACGCAGCCGCGTTTAAAGCAGGTCGTGCTGACGGCGATCTCTGAGGTTAACGCTGAGCTGTACGACTTCCGCAACCGTCAGCAGATGCTGGGCTGGCGGACACTTGCTGAGGTTCCCGCAGAAATGCTGGACGGTA1
4234 CHIP4057 STM specificSTM2750 ATGTTTCTGGTCTCCCTGGCTTATGGCGCATTCCCCCGATGTTTCTGGTCTCCCTGGCTGAAGGCTTTATCCACCTGTTCCAGGCCGCAGGCAAAATCTTTCTCGACATGATGACCGGGCTTATCCCGATGCTCATCTGCCTGCTGCTGGCCATCAATTTCCTGATGAAGCTGGTCGGTACCGTCAGAATGGAGAAGGTCGCTGCCCTGCTCGGCCGCTCGCGCATTCTCACCTACGGCGTGTTGCCGGTGCTCGGCTGGTTCTTTATGAGCAGCCCCGGCGCGCTGACGCTCG1
4235 CHIP4073 STM specificSTM2766 ATGAGCCTTTACTTTTTCAATAACGTGTTAGGTCAGATATGGCCGAATGAGCCTTTACTTTTTCAATAACGTGCCAGCAGAATATCTTGACAAGTTTTGTGCTGTAAGGGATGCATTTTCTAACCTAGAAAATCTGCTTGTTACCGCAGAGATATTAAACACATGTCATGAGTCCTGGAATAAAGAAACAAAGGATTTCGATTTATTAATAAGCACAGGTACACATAAGCGTATATTGGTAAAAAAAACAGATGGTTTTTTTACTATGAACTTACCTTTTCAGGTAATCGAGTATGAAAGCA1
4236 CHIP4089 STM/STY STM2792 STY2912 ATGAATACCAATAACGCTTTAATGCATTACGCTTGTTTCGCCTCAATGAATACCAATAACGCTTTAATGCAGCGCCGTCATAACGCCGTTCCTCGCGGCGTGGGGCAGATTCACCCGATTTTCGCCGAGCGGGCGGAAAATTGTCGGGTGTGGGATGTCGAAGGCCGTGAGTATCTCGATTTCGCGGGCGGCATTGCCGTCCTGAACACCGGTCATTTACATCCGGGCATTGTTTCAGCGGTCGAAGCGCAGTTGAAGAAATTGTCCCATACCTGTTTTCAGGTGCTGGCCTATGAACCGT1
4237 CHIP3739 STM/STY STM4597 STY4946 ATGAAAAAATCACCATTATGCTGCTTAGCGGTACTGGACGATCAGGATGAAAAAATCACCATTATGCTGCTACCTGTTTTGTGCAGCGATGTCAGCTTCATCAGCCGCGCTGGCTGCTACCGCGCCGGTCTCCGCAGGCGTTATTCATTTCAAAGGCCAGATTGTCGAATATGGTTGTAATCTTGCGCCTCACGATCGCAATATCGAGGTATCATGTTTGCGGAATAATATCCCCCATTTGCAGACAGTCGCCACACCGTCTGGAAACGCTATTTCGTTGATGAATGGAATCGCCACGGTAC1
4238 CHIP3755 STM specificSTM0284 ATGGTCTGTCTGTTGGTGGGTTAAAATTCCCTGGATAAAGTAATATAACCATTAAATCATGGTCTGTCTGTTGGTGGGTGTTCCTGCCATTTCTTATGCGCACGATTATGGGTGTGCTACGGTTGGAGCATCAATGGAGTCATCATTATTTGATGCCATAAAAAATGACCTGAATATAGATGTCGCTACTATTATAAAGGATAAAACAAAGGTAGAGATTCTTGATATCTCACCTGTATCTAAGGTCTATGCAGAATCTCTGGCCAGGATGGATTATGAAAAAGATAAGGCCAAAAATAAAGTGGCAATATTAG1
4239 CHIP4067 STM specificSTM2760 ATGTCGCGACTGGCGCAGTTAATCAGTATACCCGTATACCTGCTATGTCGCGACTGGCGCAGGATATGAAAAAACTGGCGCACCGCGCAGGTGGCAGCCACAAAACCGTCCACGACCGCGAACAGATGGCGCAGCGTTTTGCCCGTCATTTGCTGGCGCAGAATATTCAGGTCACCAGCACCTGCCAGCTCAAAGCCAGACACATCGCGGGATATATTCATGAATGGCTGGCGCAGGGTATTTCTCTGCGAACGCTACAGAATGAGATGGCAATGGTGCGCTCTATTCTGGCTGAAGCCG1
4240 CHIP3795 STM/STY STM1057 STY1078 ATGACACAACAGCCACAAGCCTTAGGCTAACGCTTTAGTTATCTTCTCATGACACAACAGCCACAAGCCAAATACCGCCATGACTATCGCGCGCCGGATTACCAGATTACTGATATTGACTTGACCTTTGACCTCGATGCCGAAAAAACCGTGGTCACCGCAATAAGCCAGGCTGTTCGTCATGGCGCGCCTGATGCGCCTCTTCGCCTTGATGGGGAAGATTTAACGCTGGTATCTATCCACGTCAACGATGCGCCGTGGACAGCATATAAAGAAGAAGAGGGCGCGCTTGTCATCAGCGACC1
4241 CHIP2379 STM/STY STM1495 STY1569 ATGACCACTTTTTTACAACGTGATGTTAACGGAATAACGGTTTTACAGCGATGACCACTTTTTTACAACGTGATGATTTTGCAGTAACGGCGCGTGTTCTTGGCGCGTTGTTTTATTATTCGCCGGAAAGCCACGAAACCGCTCCTCTGGTCCAGGCGCTATTAAACGACGACTGGCAGGCGCAGTGGCCGCTTGATGCCGAGGCGCTTGCGCCTGTGGCGGCTATGTTTAAGACCCACAGCGAAGAGTCGTTGCCACAGGCCTGGCAGCGTCTGTTTATCGGCCCTTACGCTCTGCCGTCTCCGC1
4242 CHIP2395 STM/STY STM3452 STY4346 ATGTCCAGGTCGCTTTTAACCATTATTTATCCTGCCCCTGAAAGTCATGTCCAGGTCGCTTTTAACCAACGAAACCAGTGAACTTGATTTGCTGGATCAGCGTCCCTTCGAGCAAACCGACTTCGATATTCTGAAATCCTACGAAGCGGTAGTGGACGGGTTAGCGATGCTTATAGGTTCCCATTGTGAAATCGTATTGCACTCTTTGCAGGATCTAAAATGTTCAGCCATTCGTATTGCCAATGGCGAACATACGGGCCGTAAAATTGGCTCGCCGATTACCGACCTGGCGTTGCGTATGT1
4243 CHIP3797 STM/STY STM1060 STY1081 ATGGCGACGTTATCACGGTTAATTTTCCAGTCGTAACGCGTGGCGACGTTATCACGGCTCTTTATTCATCCGGTCAAATCCATGCGCGGCATTGGCCTGACTCATGCGCTGGCAGATATCAGCGGCCTGGCTTTTGATCGCATCTTCATGGTGACCGAGCCTGACGGCACATTTATTACCGCCCGCCAGTTTCCACAAATGGTACGTTTTACCCCCTCTCCCTTACACGACGGCCTTCATTTGACCGCGCCAGACGGCAGTAGCGCGCTGGTTCGCTTTACGGATTTCACCCCGC1
4244 CHIP2373 STM/STY STM1456 STY1666 ATGGTATTCAGAATCGCAAGCTCTTATCCTTTGCGATGTCCATAGAATGGTATTCAGAATCGCAAGCTCGCCTTATACCCATAACCAGCGCCAGACATCGCGAATCATGTTGCTGGTATTAATCGCCGCTCTGCCGGGGATTGCCGCGCAGACGTGGTTTTTTGGTTGGGGAACGCTTTTCCAGATCGTTCTGGCTGCTATCACGGCGCTCGTCGCAGAAGCCATTGTCCTCAGGCTGCGCAAACAATCGGTCGCCAGTCACCTGCAGGATTATTCCGCGTTATTGACGGGGCTTTTGCTGG1
4245 CHIP2389 STM/STY STM3421 STY4377 ATGCGTTTAAATACTCTGTCTCCGTTATTCCTCGATTTTACCGCCAATGCGTTTAAATACTCTGTCTCCGGCCGAAGGCTCCAAAAAGGCGGGTAAACGCCTGGGTCGTGGTATCGGTTCTGGCCTCGGTAAAACCGGTGGTCGTGGTCACAAAGGTCAGAAGTCTCGTTCTGGCGGTGGCGTACGTCGCGGTTTCGAGGGTGGTCAGATGCCTCTGTACCGTCGTCTGCCGAAATTCGGCTTCACTTCTCGCAAAGCAGCGATTACAGCCGAAGTTCGTCTGTCTGACCTGGCGAAAGTAG1
4246 CHIP2405 STM/STY STM3467 STY4329 ATGTGGCGAAGACTGATTTATCATTAACCTTTTGTATCCCGTAGCCGATGTGGCGAAGACTGATTTATCACCCAGAGATTAATTACGCACTACGGCAAACGCTGGTGCTGTGCCTGCCTGTGGCTGTTGGTTTATTAATAGGCCAGCTACACCTGGGCTTGCTTTTCTCTCTCGTTCCCGCCTGCTGCAACATTGCAGGTCTGGATACCCCGCACAAACGCTTTTTTAAACGCCTGATCATCGGCGCGTCGCTGTTCGCCGGATGCAGTCTGGTAACGCAACTTCTGCTGGCGGAATCCATCC1
4247 CHIP2421 STM/STY STM3500 STY4296 ATGCGCGTTAACAATTTAACCCTTACAGCTTCGGTCCGGCATGCGCGTTAACAATTTAACCCCGCAAGATCTCAAGGCTTATGGTATCAACGACGTCCAGGATATCGTTTACAATCCCAGCTACGACACCCTTTATCAGGAAGAACTTAATCCTGGTCTGGAAGGCTATGAGCGTGGCGTGTTAACTAACCTGGGCGCTGTTGCCGTTGATACCGGTATTTTTACCGGTCGTTCGCCTAAGGATAAGTATATTGTTCGCGACGACACCACGCGTGATACGCTGTGGTGGTCCGATA1
4248 CHIP3885 STM/STY STM1265 STY1856 ATGACTGGTTCCGCATCATCTTAAGCAATGACCTTACTATTTACACGGATGACTGGTTCCGCATCATCTGTTTTAAAGACAGATACAAGACTATTGAGCGAAAACCTGTTTCTTAATTATGGTCTGGAGTCCTTATTTAAGGACGTCGCAATAATAGCTGGCAACGTAAATTATATTATTTTTGATATCGACGATTACTACACCGTACAGCAGTATATTACTTCCACATTTAAAACGGTACTCATTGGAATTGTTACCCATAATGAATATAACTTTATTGATGAACATCATGTCATATATCGAA1
4249 CHIP3831 STM/STY STM1128 STY1164 ATGATTACACATTCTTTCGGCATCTTATAATGTCACCTTTGGTTCAGGATGATTACACATTCTTTCGGCATCGTTAATTATCTTGTATTATTTGGCTACCTCCTGGCCATGATGTTAGTCGGTGTCTATTTTTCCAGACGGCAAAAAACAGCAGACGATTATTTTCGCGGTGGTGGCCGGGTTCCTGGTTGGGCGGCTGGGGTCAGTGTATTTGCTACTACGTTAAGCTCAATTACATTTATGTCAATTCCTGCCAAAGCGTTTACTTCCGACTGGACGTTTATCATTGGTCAGTATCTGGCTA1
4250 CHIP3855 STM/STY STM1199 STY1238 ATGAAAAAATTGTCAGGCGTTTTCTTACTGCCCATTTTTTTCCTTAAGCATGAAAAAATTGTCAGGCGTTTTCCTTCTGCTGTTGGTTGTGCTGGGTATTGCCGTGGGCGTGGGGATGTGGAAAGTTCGCCATCTGGCGAACAGCACGTTACTTATTAAAGACGAGACTATCTTTACGCTCAAGGCGGGAACGGGGCGGCTGGCGCTTGGTGACCAGCTTTATGATGAAAAAATCATTAATCGCCCCCGGGTATTTCAGTGGCTGCTGCGCGTGGAGCCTGAGTTATCACACTTTAAAGCGGGAA1
4251 CHIP3871 STM/STY STM1218 STY1258 ATGAATAAGATCCTGTTGCAATGCTTACTCAGCCCCCATCAGGATGAATAAGATCCTGTTGCAATGCGACAACCTGTGCAAACGCTATCAGGAAGGCACCGTACAAACCGACGTGTTGCACGATGTCAGCTTCAGTATCGGCGAAGGCGAAATGATGGCGATCGTCGGCAGTTCCGGTTCGGGTAAAAGTACGTTGCTGCATCTGTTAGGCGGGCTGGATACGCCCACCTCCGGCGATGTGATTTTTAGCGGCCAGCCGATGAGCAAACTCTCTTCTGCGGCAAAAGCGGAATTACGTA1
4252 CHIP2447 STM/STY STM3542 STY4269 ATGAGCACGACTAATCATGATCACCTTACAGCGTACTGCCTTTATTGATGTTGAGCACGACTAATCATGATCACCACGTTTACGTTCTGATGGGCGTATCAGGCAGCGGTAAATCCGCTGTCGCAAGCGCCGTGGCGCATCAGCTTCATGCCGCGTTTCTGGACGGCGATTTTCTGCATCCGCGCTGCAATATTGAAAAAATGGCTTCCGGCGAGCCGTTGAATGATGATGACCGCAAACCGTGGTTACAGGCGCTGAACGACGCCGCTTTCGCGATGCAGCGTACCAATAAAATCTCGCTGATCG1
4253 CHIP3520 STM specificSTM1029 ATGTTTGTTGGCCTGTTGCTTTACCATTGGTTACTAGTTTTTCCTGCATGTTTGTTGGCCTGTTGCTTGTCTCGCTAATTGTTGCCGGTCGGCTGGCAAATCACTACCGAAATAACGCCATCACCTACAAAGAGCAGCGCGATACCGTTACTCATAGGCTGACGCTGGCGAACGCGACAATTACCGACATGACTAAGCGCCAGCGTGACGTTGCCGCCCTCGATGAAAAATACACGAAGGAATTAGCCGATGCGAAAGCTGAGAATGATGCTTTGCGCGATGATGTTGCCGCTGGCCGCCGTC1



4254 CHIP3544 STM specificSTM4202 ATGGCGATAGCCGAACCCTTATCCATCGCTGACTCCGGATGGCGATAGCCGAACCCGACTTTATTGACCGCGACCCCGCGCAAATCACCAGCGAGATGATTGCGCAATATGAAGAAGCCAGCGGTAAAAAACTCTACCCGGCGCAGGCTGAGCGGCTGCTCATTGACCTGTTTGCTTATCGTGAAAACCTTGTCCGCATCGCCATCCAGGAGGCAGCGAAGCAAAACCTGGTCGCGTATTCCCGTGCGCCGATGCTGGATTATTTAGGCGAGCTGGTTGGCGTTCACCGTCTGC1
4255 CHIP4106 STM/STY STM4057 STY3814 ATGACTGAAGCTGAAAATGCGTTACCGGGAGATTTCCGGATGACTGAAGCTGAAAATGCGGTGGCGATCGTAAAAGAATTTTTGGTGGCCTCGATGATTCCCGATGCTGAACGCGCCGCAACGTATATGCACCCGGAGGTGAAAATTACCTTCACCGGAGGCCGGGCAATGGCTGGCGCGGCAGATATCGCGCAGTTTAACGGCGCTCGCTACAAGTGGGTGAAGAAGGCGCTGGGCGAGTTTGATGCGGTGCAGCATGATCATTACGTTGTGATTTATTCCAACGGTACGCTGT1
4256 CHIP4122 STM/STY STM4090 STY3780 ATGACTGAACAACAACAAATTAGCCGTTAAACGGCCCACTGACTTAAGAATGACTGAACAACAACAAATTAGCCGCACCCAGGCCTGGCTGGAAAGCTTACGACCCAAAACCTTACCCCTCGCCTTCGCGGCGATTATCGTCGGTACGGCCCTGGCATGGTGGCAAGGCTATTTCGATCCTCTGGTCGCGCTGCTGGCCCTTATCACCGCCGGGCTGTTGCAAATTTTATCCAACCTCGCCAACGATTATGGCGACGCTGTCAAAGGCAGCGATAAACCGGATCGCATCGGGCCGCTGCGGGGGA1
4257 CHIP4146 STM/STY STM4129 STY3745 ATGACCCCCGAACATCTTCCTTACCTTGCGGTGAGTAATACCCATGACCCCCGAACATCTTCCGACAGAACAGTATGAGGCGCAGCTGGCCGAAAAAGTGGCGCGCTTGCAGAGTATGATGGCGCCGTTTTCTGGCCTGGTTCCGGAAGTATTTCGCTCGCCGGTCAGTCACTATCGTATGCGTGCGGAATTTCGCCTGTGGCATGACGGCGATGACCTGTACCACATTATGTTTGATCAGCAGACCAAAAGCCGGATTCGCGTTGACACCTTCCCGGCGGCCAGCCAACTGATTAATA1
4258 CHIP4162 STM/STY STM2907 STY3030 ATGGAATTAATTCGTTATGCTGACATTACTTTATTTTAAAAAAAGACAGATTGCCTGATGGAATTAATTCGTTATGCTGACATCAACAGCGATCTCTATCGCCACATTTGGGTCGTTGGTGATATTCATGGATGTTACTCCTTATTGTTAACCAGACTGGCTCAATTAAATTTCTCTCCTGATACCGATCTCTTGATCTCCACTGGAGATAACATTGATCGAGGAAAAGAAAACCTTGAAACACTGAGACTGTTAAATACCCCATGGTTTATTTCTGTAGTGGGTAATCATGAAGCTATGGCGCTTGACGCTT1
4259 CHIP3610 STM/STY STM4337 STY4697 ATGTTGAAAATTTTAGTGATAGACCGATGTTAATCGATTTTCTCCGGAAGCATGTTGAAAATTTTAGTGATAGACCGATGCCACTTTACCCGTACGGGCATGGAGGCCTGGCTTAATCACACTGATGTGCTCAGTTCTTCACTGCTGGTATCCGGGATGAATAACCTTATACTGGCGAAAGAACATATTCTGCAATGGAAGCCCCACCTGGTTATCGCTGATTTATATGGTTTTCTCAACGATGCCTTACCCGAACAGCCTATCAATGCATTTTTTGCCGCCTGCAGGATGACGCCGTTGGTATTAT1
4260 CHIP3050 STM/STY STM2391 STY2623 ATGGTCATGAGCCAGAAAACCTTAGAACGCGTAGTTAAAGTTAGTACCGATGGTCATGAGCCAGAAAACCCTGTTTACAAAGTCTGCTCTCGCAGTCGCAGTGGCAATCATCTCCACCCAGGCCTGGTCTGCAGGCTTTCAGTTAAACGAATTTTCTTCCTCTGGCCTTGGCCGGGCCTATTCGGGTGAAGGCGCAATCGCAGATGATGCGGGTAACGTTAGCCGCAACCCGGCGTTAATTACCATGTTTGACCGCCCGACGTTTTCAGCGGGCGCGGTTTATATTGATCCTGATGTTAATATTA1
4261 CHIP3436 STM/STY STM0891 STY0924 ATGAGTATTCAATTAAACGGCATTAATTGTTAGTGAGAGAGATAGTTTTTGAACGCTATGAGTATTCAATTAAACGGCATTAATTGCTTTTACGGCGCGCATCAGGCGCTGTTCGATATCACGCTGGATTGCCCCGAAGGCGAAACGCTGGTGTTGCTTGGCCCAAGCGGGGCGGGTAAAAGTTCGCTGCTGCGTGTACTCAATCTGCTTGAGATGCCGCGCTCCGGCACTCTGACTATCGCCGGGAACCATTTTGACTTTACGAAAACGCCGTCCGATAAGGCGATTCGTGAGCTACGTCAAAATGTCGGAA1
4262 CHIP3076 STM/STY STM2472 STY2709 ATGGATGAGCAGTTAAAACAAAGCTTAAAGCGGCGTGGTTTGATGGATGAGCAGTTAAAACAAAGCGCCCTTGATTTCCACGAATTTCCGGTACCCGGTAAAATTCAGGTTTCTCCGACTAAGCCCCTTGCCACCCAACGCGATCTGGCGTTGGCTTACTCGCCAGGCGTGGCGGCGCCCTGCCTGGAAATCGAAAAAGATCCGCTGGCAGCCTACAAATACACCGCGCGCGGCAACCTTGTCGCGGTCATTTCCAACGGTACAGCGGTACTGGGGTTAGGCAACATTGGCGCGCTGG1
4263 CHIP3092 STM/STY STM2494 STY2735 ATGTTCAGGCAGTTGAAAAAAAACCTTACATTTTCGTGTATGGCTTGAAGATGTTCAGGCAGTTGAAAAAAAACCTGGTGGCAACCCTCATTGCAGCATTGGCTCTCGGTCAGGTCGCGCCCGCATTTGCCGACCCTGCCGACACGCTGCCCGATATGGGAACCTCGGCAGGAAGCACGCTTTCTATCGGACAAGAGATGCAAATGGGCGACTTTTATGTGCGCCAGCTACGCGGCAGCGCGCCGTTAATCAACGATCCGCTGCTGGTGCAATACATTAACGCGCTGGGTATGCGTCTGGTCTCGC1
4264 CHIP3116 STM/STY STM2551 STY2797 ATGTCAGTAATTTTTTCTCAACGCATTAACCACGCCATGGCCGATGTCAGTAATTTTTTCTCAACGCACTCCGGGGCGGCGCTGGCTCTCGCTGTGGCCATTGGCGTTATTCCTGCTGCTGATGCTGGTTGGCGGTCTGTGGATGTGGCAGGCCTGGCCGCAGGTGATGTTGAAAAGCGCTCTTTGGCAGCGGGACGTGAATCAGCAGTTGAGCGCGCTGCTTAACGCGGTGGCGACGCATCCTGAGCGGGCGGGCGGATCGTTGCTTCTGCTGAGTTTTATGTATGGCGTGCTTCATG1
4265 CHIP4109 STM/STY STM4065 STY3805 ATGAAACTTTCTATCGTGGAAAAAATCGTTATGCCTGTTTCTGCGCCATGAAACTTTCTATCGTGGAAAAAATCGGCTTCGGCGCGGGAGATATGGCGATAAACGTTGTGATTATCGCCATGCAGCTGCTCCTCGCCTATTTCTATACCGATATCTACGGCCTGAGCGCCGCTGATGTTGGCGTACTGTTTGTGGTTGTGCGGATGATTGATGCCATTATCGATCCGGCCATGGGGGTTCTGACCGATAAACTGAATACGCGCTGGGGACGTTACCGCCCGTGGCTGCTGTGGTTTGCCATTC1
4266 CHIP4125 STM/STY STM4098 STY3771 ATGTTATTTACAAGGAAAGTCTTACCTGTATTATGTTATTTTTTAAACATCTGCTCTGGATCGATGTTATTTACAAGGAAAGTCTTACCTGTATTATGCTGCCTGTGTTTGAGCGGCAGCGTTTTGGCCTCAGGCGTTTTAGACCCAAACAGGCCAATGGTCGCATCAGCAGATGTCATTCCAGTCCATGAAGGGCCATTAGGTATGGTCGATGTCGCTCCCTACGGCGGCGTTTTCCCATTAACAGCAATCATTAATAAAGCCAATCATAATGTACAGGACGTGAAGGTTACCGTTTTAGGGAAAGGGGAAAAAGGCA1
4267 CHIP4159 STM specificSTM2903 ATGGAAGAAGTTAACTCTGAATTCACAATTACCAAATTGATTCTGCCAGATATCATGGAAGAAGTTAACTCTGAATTCACAATCGTTGTTGAGTCTGATCTGGATAAATATGAGTTAATTGATTTTTTATCCCAAGGGATTCCAGACATAATAAAAGTGAACTTATTATATTTAAGATACGAAAATACAATGATTACAATAGAAAGAAATTATGACTGTAATCCTAAGTTGATAAATGAGAATGATGGTTGGCTGTATTATAAATATGAATTAACGGTATTTTCCATGGAGAATACCTCGTATGAATATC1
4268 CHIP4175 STM/STY STM2926 STY3051 ATGGTAAGTGGACGTGTACAGGCTTAGGCCAGCTCTCCCTTGAATGGTAAGTGGACGTGTACAGGCTCTTCTTGAACAATTGCGCGCGCAGGGCATCAGAGATGAGCAGGTGCTTAATGCGCTTGCTGCAGTGCCGCGCGAGAAATTTATTGATGAAGCGTTTGAACATAAGGCCTGGGAAAATATCGCTTTGCCGATAGGCCAGGGTCAGACGATTTCGCAGCCCTATATGGTGGCGCGAATGACGGAGCTGCTCGAACTGACGCCGCAATCCAGGGTGCTGGAAATTGGTACCGGTT1
4269 CHIP4191 STM/STY STM2953 STY3082 ATGACAACGAACTATATTTTTGTGACCGTTACTTCGCCTGACGTTTCTGATGACAACGAACTATATTTTTGTGACCGGCGGGGTCGTATCCTCTCTGGGTAAAGGCATTGCCGCAGCCTCCCTCGCAGCCATTCTGGAAGCCCGTGGTCTCAACGTGACCATCATGAAACTGGATCCGTACATCAACGTCGATCCGGGTACTATGAGCCCAATCCAACACGGGGAAGTGTTCGTTACTGAAGACGGCGCTGAAACCGACCTGGACCTGGGGCACTACGAGCGTTTCATCCGCACCAAGATGTCTC1
4270 CHIP3439 STM specificSTM0895 ATGAACGTGCTCAAACAACAAATTACTTACTTCACCTCCACGCCGATGAACGTGCTCAAACAACAAATTACAGCATCAATAGCGAAAGATATTGCCTTCAGGCTGGGCGCTGAACTGAACGATGAAGAGGCTGATATTTTCGCCGATGGTTACAACGCCGCCATGCTTCAAAATTGCAACGTTGTCACCTCAGGTAAACCGTTGACCATAACCCTGCCAGACACCAGCTCAAAGGCGTTCTGGAGCAGTACAGGAAAGAACGAAACTTTCCATCCTGAAACCTATAAACGCCAGGTGAAAG1
4271 CHIP3455 STM specific ATGAAAACCGTAAGCTGGGGTTATGCGGAACATTTCACCAGATGAAAACCGTAAGCTGGGGCTGGTGTTTGACACCGATCCGGCGCATGAAACCGGAGAGCAATCCGATGTTAAAGAGGAAAAAAAGGACCCTGAAAAGTCCACCCAGGGCGATGGCAGCCGCGCGCGGGAAGAACGAAAGCGGCGCTGAATCCTGGTACACCATCCGCGCGGCGGCGGATAACGCGGCCGATATCAGTATTTACGATGAAATTGGTGGCTGGGGAATTTCGGCGCACTGGTTTGCCGAAGAGCTGG0
4272 CHIP3471 STM specificSTM0928 ATGACCAGACATCTACTTAACTGCAGATTAATTGTATGATTTTATTACTGGTAAATGACGTTGACCAGACATCTACTTAACTGCAGAATACTGTATATGCATCCACCACTGGATATGCATACACACCCATTCATTAAGGAAGGAAAGAGTATGACTGTAGAAAAATCCGTGGTTTTTAAAGCTGAAGGTGAGCATTTTACTGATCAAAAAGGCAACACTATTGTCGGTAGCGGCTCTGGGGGAACAACCAAATATTTTCGAATTCCAGCAATGTGTACAACCTCAAAAGGTACCATTGTTGTATTTGCTGATGCGC1
4273 CHIP2349 STM/STY STM1310 STY1803 ATGACTCTGCAGCAAGAGATAATCCTTACCTTTTCCAAAAGTCGTCGAATGACTCTGCAGCAAGAGATAATCCAGGCGCTTGGCGCGAAACCGCATATCAACCCTGAAGAAGAAATTCGCCGCAGCGTGGATTTTCTTAAAGCGTACCTGAAAACCTATCCCTTTTTGAAATCGCTGGTGTTAGGCATCAGCGGCGGGCAGGATTCGACGCTGGCCGGGAAACTCAGCCAGATGGCTATCGCCGAATTGCGAGAAGAGACCGGTGATAATGCGCTGCAGTTTATCGCCGTTCGTCTGCCTTATG1
4274 CHIP2365 STM/STY STM1437 STY1685 ATGAATAAGCAAACCGAACACGTTACTGCTCAGGCGTTGCAATGAATAAGCAAACCGAACACGATACCCGCGAACATCTGCTGGCCACCGCGAGCAGCTTTGTATGCAACGGGGTTTTACCGGCATGGGGCTTAGCGAGTTGCTCAAAACCGCCCAAGTGCCTAAAGGGTCGTTTTATCACTACTTTCGCTCGAAAGAAGCCTTCGGCGTTCGCCATGCTTGAGCGACATTACGCCTGCTATCATCAGCGTCTTACGGCGCACTTCACCTCCGGTCCCGGTAATCATCGCGATCGTC1
4275 CHIP2954 STM/STY STM1984 STY2192 ATGGTGAAGATGAAAACGGCATTAACGGTTTACTTCTGTTACACTAAAATCAGTGGTGAAGATGAAAACGGCAAAAGAGTACAGTGATACGGCCAAGCGCGAAGTGAGCGTCGATGTAGATGCGCTACTGGCGGCCATCAATGAAATCAGCGAAAGCGAGGTTCACCGTAGCCAGGAAGATCCTGAGCGGGTGAGCGTAGACGGACGGGAATATCATACATGGCATGAATTAGCTGAAGCATTCGAGCTGGATATTCATGATTTTAGTGTAACAGAAGTAAACCGTTAA1
4276 CHIP3650 STM specificSTM4423 ATGGCGTATGTGAGTCAGGTCTTAATATTCAAATAATAAATAATTAGCTTTACGATAGTCCTTGGCGTATGTGAGTCAGGTCAGTGAGAGCAATGGTCCGTTTGTCCGGTTCATGCATATGCACCCACAGACCGTTGAACTGATTCTTATCACCGAAGGAGACGGGGAGTATTTCATTGGCGATCGCATCTACCCAGTTCGTAAAGGCGACCTGGTCATTTATAACAGCCAGGTGGTGCATGATGAGTATCTGGAAAGCGGGCGGCCAATTGGCACTATTTGTTGTGGGATTAACAATATTTCGTGTCCGGGTCTAC1
4277 CHIP2994 STM/STY STM2285 STY2514 ATGAAATTTGATACGGTTATTATGGGCTTATTGCTGTTCTCCTGCACGATGAAATTTGATACGGTTATTATGGGCGGCGGTCTCGCCGGTTTGCTATGCGGACTGCAACTCCAGCAGCATGGATTACGCTGCGCCATCGTCACCCGCGGACAAAGCGCGCTGCATTTTTCCTCCGGCTCGCTGGATCTACTCAGCGCCCTGCCCGACGGCCAACCGGTGACTGACATTACCGCCGGGCTTGATGCGCTGTGCCGCCAGGCGCCTGAACATCCTTATTCGCGTTTAGGCGCGCAAAAAGTCCTTA1
4278 CHIP3690 STM/STY STM4499 STY4855 ATGTTTCCAGTGGGACGTAAATGTTAGAGGTTTGCAACGTTATGATATACTTTTTGATGTTTCCAGTGGGACGTAAATGGGCAAATATTGTTGCTAAGAAAACAGCTAAAGACGGTGCAACGTCTAAAGTATATGCAAAATTTGGTGTAGAAATCTATGCTGCTGCTAAACAAGGTGAACCAGACCCGGAATCAAACTCAGCTTTAAAATTCGTTATTGAACGTGCGAAACAAGCACAGGTTCCAAAACATGTTATTGATAAAGCTATTGATAAAGCCAAAGGTGGCGGAGATGAAACGTTCGTGCAAGGGC1
4279 CHIP3684 STM specificSTM4493 ATGCGGAAAATGGCCAGCTTACAATCCCATTTCATTCCAATGCGGAAAATGGCCAGCGTTAAGCAAATTATTCGGGACATTAAAGAACAAAAAGTGGCCACAACCGGCAGACGGGTACTGCTGGTTGAAGGTACAGATGATGTCACGGCTTTCCAGAATTTCCTCAGCAGAAAATTTCCGGCATGGGAACAAGATTGGATCCTTGCACCAGCAGGTTCTAAGAAAAATGTGCTTGAGGCGTTAGCCCTTGAAGCCAACTGGCTGGGCGTGGTTGATCGTGACGCATGGACTGACG1
4280 CHIP3700 STM/STY STM4518 ATGAAAAAATCGACGACCTCAATTAGTGGCTAACATCCTGAAGCTCATGAAAAAATCGACGACCTCAACACCGCATGATGCGGTGTTTAAAACCTTTTTGCGCCACCCGGAAACCGCCCGCGATTTTATGGAGATTCATCTGCCGGTGTCGTTACGCCAGCTTTGCGACCTGCTGGGACTGGTTGAACGAATTGCTTCGCTGTTAGTTACTGGTTGCGCTAATGACAGGCAGCTTAAAGCGCTGTTTAATTATCTTATGATTCAGCACGGACATACGCCTCGTTTCACCACGTTTATTCGTG1
4281 CHIP2280 STM/STY STM1136 STY1173 ATGTATCCCGTTGACCTGCATTAAAGTTCGGCAAATTCCGATGTATCCCGTTGACCTGCATATGCATACCGTCGCCAGCACTCATGCCTACAGTACTCTGAGCGATTATATCGCGGAAGCCAAACGCAAAGGCATTAAACTTTTTGCGATTACCGATCATGGTCCGGACATGGAAGATGCGCCGCATCACTGGCATTTTATTAACATGCGCATCTGGCCGCGTCTGGTTGACGGCGTGGGGATACTGCGTGGCATTGAGGCGAATATCAAGAATATTAACGGTGAAATTGATTGTT1
4282 CHIP2296 STM/STY STM1296 STY1818 ATGGATGCACTAGAACTGCTGGTTAGAAATAACGCACAAACGGATGGATGCACTAGAACTGCTGGTCAACCGTCGTAGCGCCTCTCGTCTCGCAGAACCGGCGCCTGTCGGAGAGCAATTACAGAACATTCTGCGGGCGGGAATGCGTGTTCCCGATCATAAATCTCTACAGCCGTGGCGTTTTTTTGTGATTGAAGGAGAGGGGCGCGACCGCTTCAGCGCCGTACTTGAACAAGGCGCTGTCGCTGCCGGGGGGGATGAGAAGGCGATCGAAAAAGCGCGTAATGCGCCGTTTCGCG1
4283 CHIP2312 STM/STY STM1446 STY1676 ATGAAATCGGGCCGTTTTATTGTTAACTCTGAGTTATTGGGTTAGCCGATGAAATCGGGCCGTTTTATTGGCGTTATGTCCGGAACCAGCCTTGATGGCGTGGATGTTGTACTGGCGGCAATTGATGAAACCATGGTTGCGCAACAGGCAAGTCTCACCTGGCCCATTCCCGTTCATCTGAAAAAAGGCATTCTCGATATTTGCCAGGGACAGCCGCTTACGCTCTCGCAACTCGGCCAGCTTGATACCCAGTTAGGCCGGCTTTTTGCACAGGCGGTTAATGCGCTGTTAGCGCAACAACGTT1
4284 CHIP0253 STM/STY STM1470 STY1652 ATGTCCCGCTACGATCTCGTTAATCCGCCACATACAGGTGATGTCCCGCTACGATCTCGTTGAACGCCTGAATGGCACTTTTCGCCAGATAGAACAACACCTGGCGGCGCTGACGGATAATCTACAGCAGCATTCGCTACTTATCGCCCGTGTCTTTTCACTGCCGCAGGTGACCAAAGAGGCGGAACATGCGCCGCTGGATACTATCGAGGTAACGCAACATCTGGGGAAAGAGGCCGAAGCGCTGGCGCTACGTCACTATCGCCATTTGTTTATTCAACAGCAGTCCGAAAACC1
4285 CHIP2314 STM/STY STM1476 STY1646 ATGGGACTCGTGATTAAAGCTGTTAATGCCATTTAATCCAGCAAAAAATCATGGGACTCGTGATTAAAGCTGCCCTGGGGGCGCTGGTCGTCGTATTGATTGGTCTGCTGTCAAAAACGAAAAATTATTATATCGCCGGATTAATTCCTCTGTTTCCAACGTTTGCGCTTATCGCGCACTATATCGTGGCCAGCGAGCGGGGCATCGACGCGATGCGTACCACCATCGCCTTTAGCATGTGGTCGATCATTCCTTATTTCATTTATCTTGCAACGCTATGGTATTTCAGCGGCGTGATGCGCCTGC1
4286 CHIP2330 STM/STY STM1154 STY1191 ATGTCACCCTCTGATGTCCCCTTATTCTATTGCCAGTCTGCGATGTCACCCTCTGATGTCCCCATAAACTGGAAACGCAATCTAACCGTTACCTGGCTGGGCTGTTTTTTAACCGGCGCGGCATTCAGCCTGGTCATGCCTTTTCTCCCTCTCTACGTTGAGCAACTCGGCGTAACAGGCCATAGCGCGCTCAACATGTGGTCCGGGCTGGTCTTTAGTATTACGTTCCTCTTTTCAGCTATCGCGTCCCCTTTTTGGGGCGGTCTGGCGGATCGTAAAGGGCGTAAGATCATGCTGT1
4287 CHIP0271 STM/STY STM2864 STY2986 ATGTTCTTAACAACGTTACTGGAACCCTTAACCTTGCGCCTCTGGTATGTTCTTAACAACGTTACTGGAACCCTTTCAGTTTGATTTTATGGTGAACGCCCTTATGGTTTCGGTCATTGTGGCGATTCCCTGCGCCTTACTGTCCGTGTTTTTAGTGTTAAAAGGCTGGGCGTTAATGGGCGATGCAATGAGTCATGCGGTATTCCCCGGGGTCGTGCTGGCATATATTGTGGGGATCCCCCTGGCGATTGGCGCTTTCATTGCCGGATTATTTTGCGCTATCGCCACCGGCTATCTGGACG1
4288 CHIP2370 STM/STY STM1453 STY1669 ATGAACAAAGCAAAAAGGCTGGTTAAATATCGACTTTTTCTTTGTATTCGATGAACAAAGCAAAAAGGCTGGAAATTCTGACGCGCCTGCGCGACAACAATCCGCACCCCACAACGGAACTCAATTTCACGTCGCCGTTTGAGTTGCTGATTGCCGTGTTGCTTTCCGCGCAGGCAACCGACGTCAGCGTGAACAAGGCTACCGCCAAACTTTACCCGGTCGCCAATACGCCAGCCGCGATGCTGGAGCTGGGCGTAGAGGGCGTGAAATCCTATATCAAAACTATCGGCTTATTTAACAGTAAAG1
4289 CHIP2959 STM/STY STM1990 STY2198 ATGCGTTTCCGGCAGTTATTACTTACTGGCGTGAATCTTCCGATGCGTTTCCGGCAGTTATTACCTCTTTTTGGCGCGCTTTTTGCCTTGTACATCATTTGGGGGTCTACCTATTTTGTTATCCGCATAGGCGTTGAAAGCTGGCCGCCGCTGATGATGGCAGGCGTACGTTTTCTCTCGGCGGGGATGTTGCTCATGGCGTTTTTGCTGTTGCGCGGCGAAAAACTTCCGCCGCTGCGCCAGACCATCAACGCCGCGCTGATTGGTCTACTGCTGCTGGCGGTGGGTAACGGTCTGG1
4290 CHIP2975 STM/STY STM2074 STY2283 ATGAGTCAGAAGTATCTTTTCATCGACCTTACAGCACTCCTTTCGAGGACATGAGTCAGAAGTATCTTTTCATCGACCGGGACGGAACCTTAATTTCCGAACCGCCGAGCGATTTTCAGGTAGACCGCTTTGATAAACTGGCCTTTGAGCCAGAGGTGATTCCCGTATTGCTGAAGCTGCAAAAAGCCGGTTTTAAGCTGGTGATGATCACTAACCAGGATGGACTTGGCACGCAAAGCTTCCCGCAGGCGGACTTCGACGGACCGCACAACCTGATGATGCAGATTTTCACCTCTCAGGGCGTAT1
4291 CHIP3905 STM/STY STM1298 STY1816 ATGCGGTTGTTTATTGCCGTTATTCGGTCTGACGGCCTATGCGGTTGTTTATTGCCGAAAAACCGAGTCTGGGGCGCGCCATTGCGGATGTGCTGCCAAAACCGCACCGTAAAGGCGATGGTTTTATTGAGTGCGGAAACGGGCAGGTCGTCACCTGGTGTATTGGTCATTTGCTGGAACAGGCGCAGCCGGATGCGTATGACAGCCGTTATGCGCGCTGGAATCTGGCTGACCTGCCTATCGTGCCGGAAAAATGGCAGCTTCAGCCTCGTCCTTCCGTCACCAAACAGCTCA1
4292 CHIP0498 STM/STY STM1444 STY1678 ATGAAATTGGAATCGCCACTAGGTTAATCGTGAGAGTGCAATTCCAATGAAATTGGAATCGCCACTAGGTTCTGATCTGGCACGGTTGGTGCGCATTTGGCGTGCTCTGATTGACCATCGCCTCAAGCCTCTGGAATTGACGCAGACACATTGGGTCACGTTGCACAATATTCATCAATTGCCGCCTGACCAGTCGCAGATTCAATTGGCTAAAGCGATAGGCATTGAGCAGCCATCGCTGGTACGCACGTTGGATCAACTTGAAGATAAGGGGCTAATTTCGCGGCAAACCTGCGCCAGCG1
4293 CHIP3953 STM/STY STM1433 STY1689 ATGAGCACCACTATCGAAAAAATTCTTACTCTGCGTCCGGCTCATGAGCACCACTATCGAAAAAATTCAGCGCCAGATCGCTGAAAACCCGATTCTCCTGTATATGAAAGGTTCACCGAAACTGCCAAGCTGTGGTTTCTCTGCGCAGGCCGTTCAGGCGCTTTCAGCCTGCGGGGAACGTTTTGCCTATGTTGATATCCTGCAAAACCCGGATATTCGCGCTGAATTACCGAAATACGCCAACTGGCCGACATTCCCACAACTGTGGGTGGACGGCGAGCTGGTCGGCGGGTGTGATA1
4294 CHIP3969 STM/STY STM1466 STY1656 ATGAAAAAAACACTGGTAGCTGCATTATTGTTGAGGCAGCGCCATGAAAAAAACACTGGTAGCTGCAGGTGTAGTAATTGCACTTGGCATCGTCTGGACAGGCGGCGCCTGGTATACGGGGAAAAAGCTGGAGAACCATCTTGCAGAAATGGTGACTCAGGCCAATGAACAGCTCAAGCGTACTGCGCCGGAGGCCGGTGTCGAATTAAGTTATCAAAACTACCAGCGCGGCGTGTTCAGTAGCCATCTGCAACTGGTTGTCAAACCGGTTGCCGGCGCAGACAATACCTGGTTGAAGC1
4295 CHIP0562 STM/STY STM1415 STY1705 ATGAAGAATGAATTGATGCAACGTTACTCGGTGAGTATTTGGTGTAATTTTTCATGAAGAATGAATTGATGCAACGTCTGAGGCTGAAATATCCGCCCCCCGATGGTTATTGTCGATGGGGCCGAATTCAGGATGTCAGCGCAACGTTGTTAAATGCGTGGTTGCCTGGGGTATTTATGGGCGAGTTGTGCTGTATAAAGCCTGGAGAAGAACTTGCTGAAGTCGTGGGGATTAATGGCAGCAAAGCTTTGCTATCTCCTTTTACGAGTACAATCGGGCTTCACTGCGGGCAGCAAGTGATGGCCTTAA1
4296 CHIP1413 STM/STY STM3875 STY3903 ATGCAGCCTCTTTACCTGAGCTTATTTGAGTAAATTAATCCAGGATCCGATGCAGCCTCTTTACCTGAGCGAGCGATCAATGGCAGACATTACTCTTATCAGCGGCAGCACCCTGGGCGGCGCCGAATACGTCGCGGAACATCTGGCGGAAAAGCTGGAAGCTGCCGGTTTTTCAACCGAAACGGTGCACGGTCCGTTATTAGAGGATCTGTCAACTTCCGGGATCTGGCTGATAATCAGCTCAACGCACGGTGCCGGAGACATTCCGGACAACCTGACCCCTTTCTATGAAGACCTTCAGACGC1
4297 CHIP1319 STM/STY STM3782 STY4000 ATGAATGATATAGCACATACTCTCTATACCGTTTAGGCATAGACCGTTCCTTTTGATGAATGATATAGCACATACTCTCTATACCGTTGTGCAATATGTCCTGGGGTTTGGCCCAACGGTTTTATTGCCGCTGGTCCTTTTTTTCCTGGCATTGTTCTTCAAAGTAAAACCCGCTAAAGCACTTCGCTCATCGTTAATTGTCGGAATAGGGTTTGTCGGAATTTATGCCATCTTTGACATACTTACCAGCAACGTAGGCCCGGCTGCACAGGCAATGGTTGAGCGAACTGGTATTAGCCTTCCTGTTGTCG1
4298 CHIP1431 STM/STY STM2578 STY2824 ATGGCTGAATTACTGTTAGGCGTTTAGCCGCGCGCTTCCAGATGGCTGAATTACTGTTAGGCGTCAATATTGACCACATTGCCACGTTACGTAATGCGCGCGGCACCGACTATCCGGATCCGGTACAGGCGGCGTTTATTGCTGAACAGGCAGGCGCGGACGGCATTACCGTACACCTGCGCGAAGATCGTCGCCACATTACCGATCGCGATGTGCGCATTCTGCGTCAGACGCTGCATACGCGTATGAATCTGGAGATGGCGGTGACCGAAGAGATGCTGGCGATCGCCGTAGAAA1
4299 CHIP1455 STM/STY STM0398 STY0433 ATGCTGGAACGGCTGTCATTAATCGCTATTTTTGGCAATTAAACGGTGCTGGAACGGCTGTCATGGAAAAGGCTGGTGCTGGAGCTGGTGCTCTGTTGCATCCCCGCGCTTATCCTTAGCGCTTTTTTTGGTTATCTGCCGTGGTTTTTACTGGCGGCGGTGACGGGACTGCTTGTCTGGCATTTCTGGAATTTGTTACGCCTCTCCTGGTGGCTTTGGGTCGACAGAAGTATGACGCCGCCGCCGGGACGGGGAAGTTGGGAACCGCTGTTATACGGTTTACACCAGATGCAGTTGCGAA1
4300 CHIP1471 STM/STY STM4183 STY4401 ATGATGAATCCACAGGCAACCTTAAGCCAGTAAGCGATAGCCCATGATGAATCCACAGGCAACCACAACTGATGAATTAACCTTTACCAGGCCGCAAGGCGAGCTGGAAAAGCAAGTCCTGACCGCTGAAGCAGTCGAGTTTTTGACGGAGTTAGTCACCCGTTTTACGCCAAAACGCAATAAACTCCTGGCTGCCCGTATCCAGCAACAGCAGGATATTGATAACGGTAAGTTGCCTGATTTTATTTCGGAAACCACTTCCATTAGAGAAAGTAATTGGCAGATTCGTGGTATTCCGG1
4301 CHIP1399 STM/STY STM0069 STY0079 ATGAGCTATTACGCCTTTGAAGGTTACTGTGCTGATTTTGGCTTCAATGAGCTATTACGCCTTTGAAGGACTGATCCCGGTGGTGCATCCGGACGCGTTTGTCCACCCCAGCGCCGTGCTGATTGGCGATGTCATCGTGGGCGCCGGTGTTTATATTGGCCCACTCGCGTCATTGCGTGGGGATTATGGTCGCCTGATCCTGGAGGCAGGCTCTAATCTGCAGGATGGCTGCATTATGCATGGCTACTGCGATACCGATACCATCGTGCATGAAAACGGCCATATCGGCCACGGCGCTATTT1
4302 CHIP3916 STM/STY STM1322 STY1789 ATGATGTCAACCCCACGTCTTAACCGAGTAGATGCGCCGGTGATGTCAACCCCACGTCAAATTCTTGCTGCAATTTTCGATATGGATGGACTACTGATCGATTCCGAACCGCTCTGGGATCGCGCTGAACTGGACGTGATGGCAAGTTTAGGCGTAGATATTACTCGGCGCCATGAGCTGCCAGACACGCTTGGGCTACGCATTGATATGGTTGTCGATCTCTGGTTTGCGCAGCAACCGTGGAACGGCCCCGATCGCCAGGAAGTGACAAACCGTGTTATTGCCCGCGCGATTA1
4303 CHIP3918 STM/STY STM1330 STY1781 ATGAACAAGACCATTAATTTGCTAAAATTACTTATCGACAACCTAACTTCTGCGGTGAACAAGACCATTAATTTGCTAAAATTACTGCCCGTAGTATTATTAAGCGCATGTACTACATCGTATCCTCCCCAGGATACAACATCGGCACCCGAGTTACCCCATCGTAACGTACTCGTTCAGCAACCTGATAACTGTAGCGTTGGCTGTCCTCAAGGAGGAAGCCAACAAACAATCTATCGCCATGTCTATACGCTCAATAATAATAGCGTCACGAAATTTGCCAACTGGGTTGCCTATAGCGTGACAAAAA1
4304 CHIP0511 STM/STY STM1981 STY2189 ATGATCCAGGTTACAAGCGAGCTTATGGGTTATTATTTATCGGCATCTCATGATCCAGGTTACAAGCGAGCAATGGCTATACTGGCTGCATCTCTATTTCTGGCCTTTGCTGCGCGTACGGGCGCTGATTTCAACGGCGCCCATTCTCAGCGAGCGCGCTATTCCCAAGCGGGTAAAACTGGGGTTGGGAATAATGATTACCCTTGTTATCGCGCCGTCGCTACCGGCAAACGATACGCCGCTTTTTTCTATTGCCGCCTTATGGCTGGCGATGCAACAAATTCTGATCGGTATTGCGCTGGGAT1
4305 CHIP3966 STM/STY STM1462 STY1660 ATGAATGATAAAATCCGCGTTGTTAGGCAAGACACAGCGTCATGAATGATAAAATCCGCGTTGGGTTAATCGGTTATGGCTACGCCAGTAAAACCTTTCATGCGCCCTTAATTATGGGAACGCCAGGGCTAGAGCTTGCGGCGGTATCCAGCAGCGATGAAACAAAAGTGAAAGCAGATTGGCCGGCGGTTTCCGTGGTCTCTGAGCCCCGACATTTATTTAACGATCCGCATATCGACCTTATCGTGATCCCGACGCCCAACGATACCCATTTCCCGCTGGCGAAACGTGCGCTGG1



4306 CHIP3982 STM/STY STM1489 STY1575 ATGCTGAAGCGTTTCTTTATTACAGGTTACGCCATGATTCTATCTACCGCATGCTGAAGCGTTTCTTTATTACAGGTACAGACACTTCTGTTGGGAAGACGGTGGTTTCCCGCGCATTACTACAAGCGTTAGCGTCGAGTGGTAAGAGCGTTGCAGGGTATAAACCTGTCGCTAAAGGGAGCAAAGAGACTGCAGAAGGGATGCGCAACAAAGATGCGCTGGTATTGCAAAGCGTCTCTTCGCTGGAGTTGCCGTATGAGGCGATTAATCCGATCGCGTTAAGCGAAGAAGAAAGCAGCGTCGCGC1
4307 CHIP0575 STM/STY STM2371 STY2602 ATGCATCCCATCTCCGGCTTAAGAAACCAGCCAGAAAAGCGATGCATCCCATCTCCGGCGCCCCTGCACAGCCTCCAGGCGAAGGGCGTAATCCTCTTTCCGCTGCGAGCGAGCAGCCGCTTTCCATGCAACAGCGTACGGTACTGGAAAGGCTGATCACGCGCCTGATTTCACTGACCCAGCAGCAAAGCGCGGAAGTATGGGCCGGAATGAAACACGATCTGGGGATAAAAAATGACGCGCCGCTACTGTCGCGCCACTTCCCCGCCGCTGAACAGAATCTTACCCAGCGTCTGG1
4308 CHIP1434 STM/STY STM2573 STY2819 ATGAAAATTGCAATCGCAGGTTATTGCGCTTCTTTAGCGTGAATGAAAATTGCAATCGCAGGTGCAGGCGCTATGGGATGTCGTTTTGGCTATATGCTGCTGGAGGCCGGGCACGACGTGACGCTTATTGATGGCTGGCAGGAGCATGTCGACGCTATTCGTAGCAAGGGGTTGTTTGTCGAAACGGAAACGACTCAGAAGTATTACCCCATCCCTGCTATGTTGGCTGATGAATCCCAGGGGGAGTTTGAGCTGGTTATTCTGTTTACCAAAGCCATGCAGTTGGATAGCATGTTAC1
4309 CHIP3160 STM specificSTM2617 ATGAACACTCAATACCTCCAGTATGTACGTTAATTAAGTGCGTATAGGTTGAAAGCCATGAACACTCAATACCTCCAGTATGTACGTGAGCAGCTAATGGTAGCGACAGCCGATTTAAGCGGGGAGACTAAAGGGCAGCTTTTGGCCTGGCTGGAGAACGCGCAATTCGACACGAAAAACTATCCCCGAAAAAAACAGCGTATCTGGGACGAGGAAACAGAAAGCTGGATAACGTTAAATAACCCGCCAATCCCCGGCAAGCAGTCGCTGGCGAAAGGAAGCGCTATCCCGCTGGTGAAGCCTGTGGAATATT1
4310 CHIP3176 STM/STY STM3180 STY3358 ATGCTTACCGTCATTGCCGTTAAACGCCGGATTCCAGAATGCTTACCGTCATTGCCGAAATTCGCACGCGTCCGGGCCAACATCACCGTCAGGCCGTCCTCGACCAGTTTGCGAAAATTATTCCAACCGTTCTTAAAGAAGAGGGGTGCCACGGTTACGCGCCGATGGTGGATCATGCCGCGGGCGTGAGTTTTCAGACTCTGGCGCCTGACTCGATCGTGATGATTGAACAGTGGGAAAGCGTTGCGCACCTTGAGGCACATCTGCAAACCCCGCATATGAAAGCCTACAGCG1
4311 CHIP2060 STM/STY STM3570 STY4241 ATGATTCGCTTTGAACATGTCATTATTCATTGGCCAGGCCTCATGATTCGCTTTGAACATGTCAGCAAGGCCTATCTCGGCGGGAGACAAGCGCTGCAGGGAGTGACATTCCATATGCGGCCAGGCGAGATGGCGTTTCTGACCGGCCACTCCGGCGCGGGGAAAAGTACCCTGCTGAAGCTAATCTGTGGGATTGAGCGGCCCAGCGCCGGCAAAATCTTCTTCAGCGGGCATGATATTACGCGCTTGAAAAACCGCGAAGTGCCGTTTTTGCGCCGCCAGATTGGGATGATTTTCC1
4312 CHIP2076 STM/STY STM3482 STY4314 ATGGATAAGTTGCAGAATATTCGGGTTAGTCATTTTTTATTTCCTGGTTATCGCATGGATAAGTTGCAGAATATTCGGGGCGTCGCCTTTGATCTTGACGGCACGCTGGTGGATAGCGCGCCGGGTCTTGCCGCGGCGGTGGATATGGCGCTGTATGCGCTGGAACTGCCGGTCGCGGGCGAGGAGCGCGTGATTACCTGGATTGGTAACGGCGCAGACGTATTGATGGAACGCGCGCTGACCTGGGCTCGCGAGGAGCGCGCCACGCTGCGTAAGACGATGGGTAAACCGCCCGTTGATGAAGATATTC1
4313 CHIP0970 STM/STY STM0346 STY0380 ATGAAAAGACGGTCTTCGTTCCTTAGAAGCGATAACCTACGCTGACATGAAAAGACGGTCTTCGTTCCTTGTTTTTTTAGGTTTATTATTAGCGTCACCTTTAGCTTTGGCTAACGATCAGCACACCGTATCGTTTGGTTATGCACAAACTCATCTCAGTTCATTGAAAAATAGCGATAGCAAAGATCTGCGAGGCTTTAATTTTAAATATCGTTACGAGTTCAATGAGACCTGGGGGATGTTAGGCTCATTCACCGCGACGCGCAATGAAATGGAGAACTACACCTGGAAAGAGGGGAAAT1
4314 CHIP0986 STM/STY STM1382 STY1739 ATGTTTAAAGAAGAAAGACGTCATGCTTAATTAATGTGAATGACTTTATTAGATTGGGATGTTTAAAGAAGAAAGACGTCATGCCATCATTAATTTACTGATAAAGGATAATAGTGTTAGCGTCAGTAAACTTTCAGACCTTTATAAGGTTAGCCAGGAGACTATTCGTTCCGATCTACGCTATTTCCAGAAATCAGGTATGCTTCAGCGTTGCTATGGCGGAGGGATTTTAAACCGTGACGCGCTGAGTAAGCTTATCACTGAAAATAAGATTGATATCTCCAGCACTATCGCCACGCCAATCCATCAGGATG1
4315 CHIP1559 STM/STY STM0465 STY0509 ATGAAACTCGTGCACATCGTAAGTTAATACTGGGTAGGCGCAGGATGAAACTCGTGCACATCGTAAGTGGTTTAGCGGTTGCGATATCTCTGGCGGCCTGCGCTGATAAAAGCGCTGATATCCAGACGCCTGCGCCAAACCCTAACATGTCGATTACAGCTAACCAGTCTACTATTCAGCAACCCAATGTTTCCGGTACCGTCTGGATCCGCCAGAAGGTCGCTCTGCCGCCAGATGCGGTGCTGACCGTGACGCTTTCAGATGCTTCGCTGGCTGATGCGCCGTCTAAGGTGCTGTCGC1
4316 CHIP1591 STM/STY STM0559 STY0607 ATGTTGAAGTTATTCGCTAAGTACACATCTTATTTCGCATCCCTAAAGACAATGTTGAAGTTATTCGCTAAGTACACATCGATCGGTGTTCTTAACACGCTTATTCATTGGGGCGTATTTGCTTTTTGTGTGTATGGGATGCATACGCATCAGGCGTTGGCGAACTTTTCCGGTTTTGTTATCGCCGTATCGTTCAGCTTCTATGCCAATGCGCGCTTCACCTTTAACGCCAGCACCACCACGCTTCGCTACATGATGTACGTGGGATTTATGGGAACACTGAGCGCCGTTGTTGGCTGGATGGCTG1
4317 CHIP1999 STM/STY STM4414 STY4773 ATGAGCTTACTCAACGTCCCGTTATTTCTTCGCTGCGCGATGAGCTTACTCAACGTCCCGGCGGGTAAAGAACTGCCGGAAGATATCTACGTCGTTATCGAGATCCCGGCTAACGCAGATCCGATCAAATACGAAGTTGACAAAGAGAGCGGCGCGCTGTTCGTTGACCGCTTCATGTCCACAGCGATGTTCTATCCGTGCAACTACGGTTACATCAACCATACCCTGTCTCTGGACGGCGACCCGGTAGACGTTCTGGTCCCGACGCCGTACCCGCTGCAGCCAGGCGCCGTCA1
4318 CHIP2015 STM/STY STM4532 STY4890 ATGGATACGAAAAAGATATTCAAGCATTAGTGGTGTGAAGAGATCTTCACGATGGATACGAAAAAGATATTCAAGCACATACCCTGGGTGATTCTCGGAATCATCGGTGCTTTCTGCCTCTCGGTCGTTGCCCTACGTCGGGGTGAACACGTGAGCGCCCTGTGGATCGTGGTCGCTTCCGTTTCCGTCTATCTGGTGGCTTACCGCTACTACAGCCTGTACATCGCCCAGAAGGTCATGAAACTCGACCCGACGCGCGCGACGCCGGCGGTTATCAATAACGACGGCCTGAACTACGTGCCGACTA1
4319 CHIP3179 STM/STY STM3189 STY3367 ATGTCTTTAACGTGTATGCCAGCATTACCCCACCTGCACCGAATGTCTTTAACGTGTATGCCAGCATTGTTTTTGGGGCATGGCAGCCCGATGAACGTGCTGGACGATAACGATTATACCCGCGCCTGGCGGCGATTGGGGGAAGCCCTACCGCGACCACAGGCGATAGTGGTGGTGTCGGCGCACTGGTATACCCGTGGGACTGGCGTCACAGCGATGGAAAGGCCGCAAACTCTCCATGATTTTGGCGGTTTTCCGCAGGCGCTGTATGACACGCATTATCCGGCCCCTGGATCGC1
4320 CHIP3195 STM/STY STM3219 STY3397 ATGAGCTACCCGTCGCTGTTAAATCTCCAGTGCCAGTCGGATGAGCTACCCGTCGCTGTTCGCCCCGCTCGATCTGGGCTTTACTACTCTCAGAAACCGTGTGCTGATGGGATCGATGCACACGGGTCTGGAGGAACATCCTGATGGCGCTGAGCGCCTGGCGGCATTTTATGCCGAGCGCGCGCGACACGGCGTAGCGTTAATCGTCACCGGCGGTATTGCGCCCGTTCCCTCCGGGGTCGTGATGACCGGCGGCGCGATGCTGAACGATGCCAGCCAGTTAACGCCTCACCGCG1
4321 CHIP3197 STM/STY STM3221 STY3401 ATGACCTCACTAACTTACCTTCAGGGTTATTGTGCCGACAGCGCATGACCTCACTAACTTACCTTCAGGGGTATCCGGAACATCTCCTTGCCCAGGTGCGCGCCTTAATCGCCGAGCAGCGCCTGGGAGCAGTGCTGGAAAAACGTTATCCCGGCGCGCATGATTACGCCACTGACAAAGCGCTATATCACTATACTCAGGAACTGAAAAGTCAGTTTCTGCGCAATGCGCCGCCCATTAATAAAGTGATGTATGACAGCAAGATCCATGTGCTGAAAAATGCGCTGGGACTGCATACCG1
4322 CHIP2073 STM/STY STM3491 STY4305 ATGGCGCATTCTGTCAATTTGTTAAAGAGCGCGTTCACGATGGCGCATTCTGTCAATTTGCTCCCCTGGCGGCGCCAACATTACGTAGCGCGTCTGCGGCTGTGGTGCGTGGTATGGGGCGCGTCCCTGCTGCTGATAGCAAGCCTCGCGACGATCGCCCGGTTGGTTTTTTGGCAGGAGGGGAGGATTAACGAGCTGCTACTGACGACGGAAAACGGACGCACGACGGCGCTTGCGGCGAACATACCGCAGTTGCAGCAGCGTCAGCGGCAGCAACAGGCGCGATTACAACGTC1
4323 CHIP1522 STM/STY STM2338 STY2568 ATGTCCCGTATTATTATGCTGATCCTTACTGCTGCTGCTGAGAAGCGTGTCCCGTATTATTATGCTGATCCCTACCGGAACCAGCGTCGGCCTGACCAGCGTCAGCCTCGGCGTCATCCGTGCTATGGAACGCAAAGGCGTTCGTCTGAGCGTCTTTAAGCCTATCGCCCAGCCTCGCGCTGGCGGCGATGCGCCTGACCAGACCACCACTATCGTTCGCGCGAACTCTACCCTGCCGGCGGCTGAACCGCTGAAGATGAGCCACGTTGAATCTCTGCTCTCCAGCAACCAGAAAGACGTGC1
4324 CHIP1546 STM/STY STM2553 STY2800 ATGATGCCGACAATTGCCTTATGATTCCAGGATCTTGCGATGATGCCGACAATTGCCCCACCATCTGTACTTTCCGCTCCCCAGCGCCGCTGTCAGGTATTGCTGACGCTTTTCCAGCCGGAGCCAATTGCCACGGTGGAAATCTTCAGCGCGCTTAATGGCGTTGATGATGATACTGCCCGTGAGGATATCACTGAGACAAGCCTGGAGATCCAGCGCTATCATCGCCTTGCCATCACAACATGCCAGAACGGTTGCTATCGGATCGAAGGTACAGCACTCGATCAGCGCCTTT1
4325 CHIP1570 STM/STY STM0529 STY0577 ATGATCCACGCCTTTATTAAAAAAGGTTATTGCAAACGTTCTAACAGACGAATGATCCACGCCTTTATTAAAAAAGGGTGTTTTCAGGACTCTGTCAGCTTAATGATTATTTCTCGAAAGCTGAGTGAGTCCGAAAATGTTGATGATGTATCGGTAATGATGGGAACGCCTGCGAATAAGTCGCTGCTGGAAACTACCGGTTTCTGGCATGACGATTTTCATGGCGCTACGCCCAATGACATTTGCGTGGCGATTCGTACCGAAGCGGTAGATGACGGCATTACGCAAGTGATTGTGCAACAGCTCG1
4326 CHIP1586 STM/STY STM0528 STY0576 ATGAAAATCAGTCGGGAAACACTTTATTGGGCAAAGGGATTTTTTGATGAAAATCAGTCGGGAAACACTCCATCAGCTTATCGAAAATAAGCTTTATAAAGCCGGACTAAAACGTGAGCACGCCGCCATCGTCGCCGACGTACTGGTTTATGCAGATGCCAGAGGTATTCACTCACATGGCGCCGTACGCGTTGAATATTATGCCGAACGAATTTCAAAAGGCGGCACCAACCGGGAGCCGACGTTCCGCATTGAGAATACCGGTCCCTGTACGGCGATACTGCATGCCGATAATGCTGCCG1
4327 CHIP0745 STM/STY STM2909 STY3033 ATGAATGAGTCATTTGATAAGGACTTCTCTTACACCAGACTTTTCAGCCGAATGAATGAGTCATTTGATAAGGACTTCTCCAACCACACCCCGATGATGCAGCAGTATCTCAAGCTGAAAGCCCAGCATCCGGAGATCCTGCTCTTTTATCGTATGGGAGACTTTTACGAGCTGTTTTATGACGACGCAAAGCGTGCGTCGCAGTTGCTCGATATTTCGCTGACCAAACGCGGCGCATCGGCTGGCGAACCTATCCCTATGGCGGGTATCCCGCACCACGCCGTAGAAAACTACCTCGCGAAACTGG1
4328 CHIP1812 STM/STY STM4060 STY3811 ATGCGCAAAGTTACCGCTGTTACTGGGAACGTGAGTTGCTACATGCGCAAAGTTACCGCTGCTGTTATGGCCTCAACGCTGGCATTCAGTTTTTTAAGCCACGCAGCTGAAGTTGTTACAAGCGATAACTGGCACCCCGGTGACGGGGCCACGCAGCGTAGCGCGCAAAATCATATGTTTGACGGCATAAGTTTAACCGAACATCAGCGTCAGCAGATGCGAGATCTTATGCAACAGGCAAGGCACGAACAGCCTCCTGTTAATGTTAGCGAAATGGAGACAATGCATCGGCTTGTCA1
4329 CHIP1844 STM/STY STM0663 STY0708 ATGTACGAATTTGACTGGAGTTCGTTAAACAGTCCTTTTCTTCAAATAGCTGATGTACGAATTTGACTGGAGTTCGATTATCCCCTCACTGCCTTACCTACTGGCCGGGTTGGTCATCACGCTGAAGATCACCGTCACCGCCGTTATCGTGGGGATAGTCTGGGGAACCATTCTGGCCGTCATGCGCCTCTCAAGCTTTGCCCCTATCGCCTGGTTTGCTAAAGCGTATGTTAACGTTTTCCGTTCCATCCCGTTGGTGATGGTCTTGCTGTGGTTCTATCTGATTGTACCCGGCTTTCTGCAAAACG1
4330 CHIP1884 STM/STY STM3406 STY4391 ATGTCAGTTTTGCAAGTGTTACATATTCCTTAAGCCCGGGCGTTCAGATGTCAGTTTTGCAAGTGTTACATATTCCGGACGAGCGCCTTCGCAAAGTCGCAAAGCCGGTTGAAGAAGTGAATGCAGAAATTCAGCGTATCGTCGATGATATGTTCGAAACGATGTACGCGGAAGAAGGTATCGGTCTGGCCGCAACGCAGGTCGATATCCACCAGCGGATCATCGTGATTGACGTTTCGGAAAACCGCGACGAGCGCCTGGTACTCATTAACCCGGAATTGCTGGAGAAAAGTGGCGAAACGG1
4331 CHIP0682 STM/STY STM2582 STY2828 ATGGCGAACATGTTTGCCTTAGTGAATACCGCCGATACGAATGGCGAACATGTTTGCCCTGATTCTGGTGATAGCCACACTGGTGACGGGCATTTTATGGTGCGTTGATAAGTTTGTTTTCGCGCCAAAACGTCGGGCGCGCCAGGCTGCCGCGCAAACGGCGTCGGGAGATGCGCTGGATAACGCTACGCTCAATAAAGTGGCGCCTAAGCCGGGCTGGCTGGAGACTGGGGCGTCGGTTTTCCCGGTTCTGGCGATCGTTCTGATCGTTCGTTCATTTCTTTATGAACCCTTTC1
4332 CHIP0698 STM/STY STM2078 STY2287 ATGTTAACAGAGCAACAACGCCTTATTGATGACGCTTACGAAGATTGATGTTAACAGAGCAACAACGCCGCGAGCTGGACTGGGAAAAAACCGATGGCCTGATGCCAGCCATCGTGCAACATGCGGTATCCGGCGAAGTATTGATGCTGGGCTATATGAACCCACAAGCGCTGGACAAAACCATTGAATCCGGCCATGTCACGTTCTTCTCACGCACGAAACAGCGTTTATGGACCAAAGGCGAAACCTCAGGCCTAGTGCTGAATGTCGTCAGCATTGCGCCAGATTGCGACAACGATACAC1
4333 CHIP1823 STM/STY STM4009 STY3871 ATGATCGAAAATTTGCGTAACATCTTACTCTTCTTTCTGACCACGGTTCGTGATCGAAAATTTGCGTAACATCGCCATCATCGCGCACGTTGACCATGGTAAAACTACCCTGGTTGATAAGCTGCTCCAGCAATCCGGTACGTTCGACGCGCGTGCCGAAACTCAAGAGCGAGTGATGGACTCCAACGATTTGGAGAAAGAGCGTGGTATTACTATCCTCGCTAAAAACACCGCTATTAAATGGAATGATTACCGTATCAACATCGTTGATACTCCCGGGCACGCTGACTTCGGTGGTGAAGTAG1
4334 CHIP1855 STM/STY STM0879 STY0912 ATGAGCACACTTGAACCTCCGTTATCCGTGCTCCCCCACATGAGCACACTTGAACCTCCGGCACGCATCAGTAAACCTGGCGGCGCGGCGCTATGGTTGGCGCGAATGCAAATGAAACATGGGCGTAAGCTGGTTATTGCTTTGCCTTATATCTGGCTCATTCTGCTGTTTTTATTGCCGTTTCTTATCGTCTTTAAGATAAGCCTGGCGGAAATGGCGCGGGCGATCCCGCCGTATACCGATCTGCTGGAATGGGCTGACGGTCAGTTGTCGATTACGCTCAATCTCGGTAATT1
4335 CHIP1887 STM/STY STM3410 STY4387 ATGAGTTTTATTAAAGAATTTCGCGAATTAAGAACGGTTATTTTGTTCTTTCAGCATGAGTTTTATTAAAGAATTTCGCGAATTCGCGATGCGCGGGAATGTTGTGGATTTGGCAGTGGGTGTCATTATTGGCGCGGCATTCGGTAAGATTGTTTCTTCACTGGTTGCCGATATCATTATGCCGCCGTTGGGATTGTTAATCGGCGGGATCGACTTTAAACAATTTGCTTTTACGTTACGCGAAGCGCAGGGAGATATTCCGGCGGTCGTCATGCATTACGGCGTGTTTATCCAGAACGTATTTGATTTTG1
4336 CHIP0597 STM specificSTM2772 ATGGCTACTATTGGGTATATTCGGGTTAATTCATTCGTTTTTTTATACTGCTTGCATGGCTACTATTGGGTATATTCGGGTGTCAACAATTGACCAAAATATCGATTTACAGCGTAATGCGCTTACTAGTGCAAATTGTGACCGCATTTTTGAAGACCGTATCAGTGGCAAGATTGCAAACCGCCCCGGCCTGAAACGGGCGTTAAAGTATGTAAATAAAGGCGATACTCTTGTCGTCTGGAAATTAGACAGACTGGGCCGTAGCGTGAAAAATCTGGTGGCGTTAATATCAGAATTACATGAACGTGGAG1
4337 CHIP0709 STM/STY STM1184 STY1223 ATGCGTATCAGTACCCAGATGATGTTACCGGTTCAACTGGAAAAGCATGCGTATCAGTACCCAGATGATGTACGAACAAAATATGAGCGGCATCACTAATTCTCAGGCCGAATGGATGAAGCTGGGCGAGCAGATGTCTACCGGTAAGCGCGTTACCAACCCATCTGACGATCCGATCGCCGCGTCGCAGGCGGTAGTACTCTCTCAGGCGCAGGCGCAGAATAGCCAGTACGCCCTGGCGCGTACGTTTGCCACCCAAAAAGTGTCGCTGGAAGAAAGCGTACTCAGTCAGGTGACGACGG1
4338 CHIP0725 STM/STY STM2580 STY2826 ATGAGCACTGACAAAACTTACTGCGTTACAGATCGTCTACGTAACCGAGAATGAGCACTGACAAAACTTACTGCGGATTTATTGCCATCGTCGGACGTCCGAACGTTGGCAAATCCACCTTGCTGAACAAACTGCTTGGGCGAAAGATTTCGATCACTTCCCGTAAAGCGCAGACCACGCGCCACGCATTGTCGGTATGTCATACCGAAGACCCGTATCAGGCAATCTATGTCGATACCCCGGGTCTGCATATGGAAGAAAAGCGACTCGCCATTAACCGTTTGATGAATAAGGCGGCGAGCAGTT1
4339 CHIP0592 STM/STY STM3614 STY4189 ATGAAAACCTCTCTGTTCAAAAGTCTTTTAGGAGGAAATTTCGTGCGTATGAAAACCTCTCTGTTCAAAAGTCTTTATTTTCAGGTCCTGACAGCAATCGCCATTGGTATTCTCCTTGGCCATTACTATCCTGAACTGGGCGCACAAATGAAACCGCTTGGCGACGCGTTCGTTAAGCTCATTAAGATGATCATCGCTCCTGTCATTTTCTGTACTGTCGTGACGGGCATCGCAGGCATGGAAAGCATGAAAGCGGTGGGCCGTACCGGCGCGGTCGCGCTGCTTTACTTTGAAATTGTCAGTA1
4340 CHIP0704 STM/STY STM2555 STY2802 ATGTTAAAGCGTGAAATGAACATTGTTATGCGTAAACCGGGAAGCATGTTAAAGCGTGAAATGAACATTGCCGATTATGATGCCGAATTGTGGCAGGCTATGGAGCAGGAAAAAGTACGTCAGGAAGAGCACATCGAACTGATCGCCTCCGAAAACTACACCAGCCCGCGCGTGATGCAGGCGCAGGGGTCTCAGCTGACCAACAAATACGCTGAAGGTTATCCGGGCAAGCGCTACTACGGCGGTTGCGAATACGTTGATGTCGTAGAGCAACTGGCTATCGACCGCGCGAAAGAACTGT1
4341 CHIP0640 STM/STY STM1124 STY1159 ATGGGAACCACCACGATGTTAGCCAATTGTCATCAGGCTGATGGGAACCACCACGATGGGGGTTAAGCTGGACGACGCCACGCGCGAACGGATCAAAATGGCCGCGTCGCGTATCGATCGCACGCCGCACTGGTTAATAAAACAGGCAATCTTTAGCTATCTGGACAAGCTGGAAAATAGCGATACGCTACCGGAGCTACCTGCGCTGTTTGTCGGCGCGGCAAATGAAAGCGAGGAGCCGGTCGCGCCGCAGGATGAGCCGCATCAGCCCTTTCTGGAGTTTGCCGAACAAATTC0
4342 CHIP0664 STM/STY STM1467 STY1655 ATGCAAAAACTCATTAACTCAGTGCTTACAGCTTGTTATAAACACGCGATGCAAAAACTCATTAACTCAGTGCAAAACTATGCCTGGGGAAGTAAAACTGCGTTAACGGAACTTTATGGCATCGCCAATCCGCAGCAGCAGCCAATGGCTGAACTCTGGATGGGCGCGCATCCCAAAAGCAGCTCGCGAATCACCACCGCCAACGGCGAAACCGTCTCCCTGCGTGACGCCATCGAAAAGAATAAAACCGCCATGCTGGGCGAAGCGGTAGCCAACCGTTTCGGCGAACTGCCGTTTCTGTTTA1
4343 CHIP1827 STM/STY STM0867 STY0900 ATGAGTATCAAATTAATCGCCGTCGTTAGACGTTGAACGGCGGATGAGTATCAAATTAATCGCCGTCGACATGGACGGCACTTTTCTGAGCGATCAAAAAACCTATAACCGTGACCGGTTTATGGCGCAGTACCAACAAATGAAGCGGCAAGGCATTCGCTTTGTCGTGGCCAGCGGCAACCAGTATTACCAGTTAATCTCGTTCTTTCCGGAAATTGCGCACGAAATCGCTTTTGTCGCGGAAAACGGCGGCTGGGTGGTCAGCGAAGGCGAGGATATTTTTAACGGCGAGCTGACAA1
4344 CHIP1859 STM/STY STM0836 STY0877 ATGAGTCTGGCCTTTTTACGGGTTACGGCATCAGTTGCAATAATCATGAGTCTGGCCTTTTTACGGGCGCTGCGGCGTGACCGTTTTTTTCAGTTGTTGATCATTGTGGGGATGGCGTTAAGCCTGTTTGTTCCTTTTGCGCCCCGCGCCTGGCCTGGCGCGATTGACTGGCACACCATTATTACCCTCAGTGGGTTAATGTTGCTCACTAAAGGCGTTGAGCTGAGCGGCTATTTTGATGTGCTGGGACGCAAGATGACGCGCCGATTTCATACCGAGCGGCAACTGGCGATGTTCCTGG1
4345 CHIP4706 STM/STY STM1858 STY1993 ATGAAGTTTGATAACACGTGGAATCATTAGCAAGCCGTCGTTTTCATGAAGTTTGATAACACGTGGAATCAGGGCGTATGGTTCGCTCTCCGTTCAGCAACTGGACGCCCTTCTCCCCAGCCTTTCAGCGTTGAAGATTTGCCAGCGCTGGGTGAAGAGTATAGGCGAATTATGAAAATCATTTCTGCCGTTTATACTTCGAAAAAGACGTTATCAAAAAGGTGGTTCGCAAGCGCGGAGTTATTAAACCTTTACTTAACGAAATACGGTTTAAGTTGCTTGAATTGCAGCAGAAAGAAAA1
4346 CHIP4722 STM/STY STM2173 STY2403 ATGAACGATTTTGCTGCAATACGTTAAACACGCCCGTTACCACATGAACGATTTTGCTGCAATACGCGCCAGCAGCCTTCATGAGTTAAACGTCGCCGCGCCCAACAAAGCAGCAGATGGCTTAATACTTTCCTATACTTTGTTTGTATTTACCAATAAAGGGACAAACAATGAAAATTCTTCTATGGGCAATCTTAATTATTTTTCTGATTGGGCTGTTGGTGGTAACGGGCGTGTTTAA1
4347 CHIP3333 STM/STY STM0725 STY0767 ATGTATTGTCCGACATAAACCTGGGCGTTAATGCCAGTGCTTCAGGTAAGATCCTATTGTCCGACATAAACCTGGGCGTACTCGTCTATTAATGCGGGCCTTGCAATCCATTAATGACCAGACGTTCAAAAAAATAAATATCATCATTTTCTGCATGGAGGAAGAATTGAAATGTCACAATGTGGATGATTTTTATCTGAAAGAACTGTCAAATATATATAGTGTTATCTACGACGAAAGCTGTATCTTTAATGCTATTAAGATGTCTGAATCTAATTATTTATGCTTTATGGATGATGACGATTCTTGG1
4348 CHIP1222 STM/STY STM4304 STY4502 ATGAAACACTCCCTGCCATGTTATAGGCTGGTCCTTTTTCCAATGAAACACTCCCTGCCATGCCGGGCGTTACGCAAACGCCCCATGAAACTCGGCACTACCGTCATTCTGATGGTCAGCGCCGTTTTGTTTTCGGTGCTCGTTGTGGTCCATCTGATCTATTTTTCGCAAATCAGCAGCATGACGCGCGACGCGCTGGCAGATAAAGCGCTGGCGGTGGCTCGCTCGCTGGCGGACTCTCCGGCAGTTCGCGAGGGGCTGAAAAAACCGCCTGCGGAAAGCGGCATTCAGACGCTCG1
4349 CHIP1238 STM/STY STM1938 STY2146 ATGAAAATGGAACCATTAAACGAGATTAATGCAGGCAGCACTGCATGAAAATGGAACCATTAAACGAGAACGAGCTGGAATGGCTGGATGATGTGCTGACGAAATACAATACCGATCAGGCCATTTTGGATGTCGCGGAGCTGGACGGTCTGATTACTGCGGTACTAAGTTCTCCGCGTCCCATCGACCCGGAACAGTGGCTGGTCGCGATATGGGGGGGACCCGCGTACGTACCGCGCTGGACATCTGAAAAAGAAATGACGCGATTTATGGATCTGGTGTTCCAGCACATGGCGGACA1
4350 CHIP1262 STM/STY STM1679 STY1384 ATGAGGCATTCTGTTTCAGTAACCTTAGTGCTTCACGATATACATTGTACGATGAGGCATTCTGTTTCAGTAACCTGTTGTGCGCTGTTGGTTAGCAGCTTTTCCCTGGCATATGCTGCGGATGTTCCCGGCGGAACGGTACTGGCAGAAAAACAAGAACTGGTGCGTCATATCAAAGATGAGCCCGCTTCGTTAGATCCAGCGAAAGCCGTTGGGCTGCCTGAAATTCAGGTGATCCGCGATCTGTTTGAAGGGCTGGTTAACCAGAACGAAAAGGGTGAAATTATCCCTGGCGTCGCCAGCCAGT1
4351 CHIP1264 STM/STY STM1688 STY1373 ATGGGTGGAATCAATCTGAATAAAAAACTTACAGTTGACGGAAACGACTACGATGGGTGGAATCAATCTGAATAAAAAACTATGGCGTATGCCGCAAAAGGGCATGGTGCGTGGCGTTTGCGCCGGGATCGCCGACTACCTTGATGTACCGGTAAAACTGGTGCGTATTCTGGTCGTGCTGTCGATTTTCTTTGGGCTGGCGTTTTTTACCGTAGTGGCCTATATCGTTCTGTCTTTTGTACTGGACCCTATGCCGGATAATCTGGCCGCAGGCAAACCGCAGCCGACCAGCGGCGAACTGCTGGATA1
4352 CHIP0453 STM/STY STM4262 STY4460 ATGGTGTGTGTGAGTGGCGTTACATTAATAATTTATCCGGAGAACAATCAATGGTGTGTGTGAGTGGCGGGCAAAAAATAAAGTTGGTAAACGCGCGCGGTGAACTCTGTTATGTTGAAATTGAAGATGAATATTTAAAAGAGTTATCTGCATTTAGTATACTACCTTTAAATAAAGTTGTTGATAGTATAAGAGTAAAAAATATCATAAAAAACTCTTTATCGATGAACAAGATTTTTTATACTAAATACTTTTTTTCATCTCTTTTTATGGCAATTTTTGCGTTAACTATCCCAGTATTTAGTA1
4353 CHIP1304 STM/STY STM0048 STY0057 ATGTCTAAATCCGTACAGAGCAACATTATGCCTCCAGCGCCGGATGTCTAAATCCGTACAGAGCAACAGCGCGATCCTCGTTCACTTCACCCTGAAACTGGATGATGGCTCAACGGCGGAATCTACCCGCAATAACGGCAAGCCAGCCCTGTTCCGTCTTGGCGATACCTCGCTTTCCGAAGGTCTGGAGCAGCAGCTTCTGGGGTTGAAAGAAGGGGAAAAGAAAGCGTTTTCGCTGGAGCCTGACGCCGCGTTTGGCGTCCCCAGTCCGGACTTGATCCAGTATTTCTCGCGCCGTG1
4354 CHIP4685 STM/STY STM1025 STY1039 ATGAAAAACACCGCTCTGGGTTAGAAACCGAAATTCTTGAACATCTCATGAAAAACACCGCTCTGGGTAAGTTCATTTTTATCGTCGGCACCGCGTTACTGCTCGGTGGCTGTAGTGGCATGGTCATGCCTCCCTATGCCACCCACGGTACATCGGTCGGAATCATTGCGCCGGCGGGAGGCTATAGCGAGTGGCACACGGATAGCCGCAACCACACCACAGGAGACAGTCACAGCCAGTCACAGGGAAACTGCACCCAAAGTGAAGATAGCCAGCTCAACGAAAATGGTCTCACACGGACAC1
4355 CHIP4701 STM/STY STM1649 STY1420 ATGTCCAGCGCCGGCGAATTAATAACTCCCGCAGCTTCCGATGTCCAGCGCCGGCGAAGCGAATTGCGCTATGATTGGCGGTTCGCTTTCAGCGGCCCGGCAGCTTGATGGTTCAGTAATTGGTATGTGCGCGCTACCCAACGGCAAACGTTGTAGCGAACAGTCGCTTGCCGCCGGAAGCTGCGGGAGTTATTAA1
4356 CHIP0142 STM/STY STM4019 STY3859 ATGAATTCTCTACCACAACGGTCATTAGATATTCCGTAAAGAAGCAAAAAGTGATGAATTCTCTACCACAACGGTCAACCGATTTTGAACTGACAACATCACAGGATGGTTTTGCGCTTAGCTGGCAACAGCGCCTGATTTTACGCCACAGCACCGAAAATCCCTGTCTGTGGATTGGCGCGGGCGTTGCCGACATTGACATGTTTCGCGGCAACTTTAGCATCAAAGACAAACTTAACGAAAAGATTGCATTAACGGAGGCCACCGTCAGCGAGCTACCTGACGGCTGGCTGGTACAATTCAGCCGTG1
4357 CHIP0136 STM/STY STM3567 STY4244 ATGAAGGGTAAAACGTTATTGGCATTACTTAGCGTCTGTCGCCGATGAAGGGTAAAACGTTATTGGCAGGATGTATCGCCCTGTCATTAAGCCATATGGCATTCGCCGACGACATTAAAGTCGCGGTTGTCGGCGCGATGTCCGGTCCGGTGGCGCAGTATGGCGACCAGGAATTTACCGGTGCGGAGCAGGCAATTGCCGATATCAATGCGAAAGGCGGTATTAAAGGCGATAAGCTCGTCGCGGTGAAATATGACGACGCCTGCGACCCGAAACAGGCGGTAGCTGTCGCTAACAAAG1



4358 CHIP4735 STM/STY STM2728 STY3669 ATGCAGGACTATTTTTTGGAGTCTTTGTTAATTGATGACATCCATTGAGCATGCAGGACTATTTTTTGGAGTCTTTGAAGCTCCAGCGCATTGATTTTTTTCTTAAGCTTGTAGCGGCTAGTGAGTGTAGTGATGAAGAGAAGGGGCTGGCCCTGCAGTGGGTTTCTGAACTGACAGATGAACTCATGGCAAAAATCAGAACCCACGAATACAACCGCTCAATGGATGTCATCAATTGA1
4359 CHIP3760 STM/STY ATGATGTATGAAGCAGCCCGTGTTTACTTCCCCATTAATTTTCTCGCCCCATGTATGAAGCAGCCCGTGTGGATGATCCTATCTACCACACCAGCGCGCTCGCCGGGTTTCTTATCGGCGCTATCATCGGCATCGCCATTATCGCGCTTGCCGCCTTTGCCTTCTTTAGCTGCGGTTTTCTTGCCGGGCTGATTCTGGGTTTTATGGCCGATCAAATAGCCTCCGGGGTATTGCAACTGGGCGAGGCCATCGGGCGCTCCATCCACCACACGGCAGGAAAAATCCTCACCGGTTCGGAGAATGTCA0
4360 CHIP0400 STM/STY STM2436 STY2674 ATGATCGACGGAAAAACCGTTAGCGATTTAGCGCCTGATGATGATCGACGGAAAAACCGCTAACGAAATTTTTGACAGTATCCGTCAACACATTATCGCCGGCACGTTACGGGCGGAGGATTCGCTCCCGCCGGTACGGGAGCTGGCAAGCGAATTAAAGGTGAACCGCAATACCGTCGCAGCGGCGTATAAACGGCTGATAACGGCGGGACTGGCGCAAAGTTTAGGCCGCAATGGGACGGTGATTAAAGGCAGTCCGTCTCCCGTAGCGCTGGAAGGCGGCGATCCACATACGC1
4361 CHIP1251 STM/STY STM1903 STY2111 ATGATCTACATTGGCTTGCCGTTAGAAAAGAGAAGATTGCTGTGGATGATCTACATTGGCTTGCCGCAATGGTCGCACCCGAAATGGGCGCGGCTCGGCATCACCAGTCTGGAAGAGTATGCCCGCCACTTTAACTGCGTGGAGGGCAACACCACGCTTTACGCGCTGCCGAAAGCGGAAATTGTCGATCGCTGGTATGCGCAAACTACGGACGATTTCCGTTTTTGCTTTAAATTTCCCGCCACCATTTCTCACCAGGCCGCGCTGCGCCATTGCGACGATCTGGTACAGGCGTTTTTTA1
4362 CHIP0440 STM/STY STM4260 STY4457 ATGAATAGAAGACAAAGCGATCATCTCTTAAGGTGTATCTAATCGTTTAGTATTAACTGGTTATGAATAGAAGACAAAGCGATCATCTCATGATGATAATTATTTCTTTGACGATCTTAATTATTATCCTTACCTACTTTATAGAAATTAATTCAGTGGTTCATGGTCAGGGCGTTATCACTACTAAAGATAATGCTCAGTTAATATCTCTTTCTAAAGGAGGGACGATACAAGATATTTATGTAGCCGAGGGTGATACTGTAAAAAAAGGAGAACTCCTTGCAAAGGTCGTTAACCTTGATCTGCAAAAAGAATATC1
4363 CHIP1733 STM/STY STM3019 STY3164 ATGGCGGTGTCATTTTGCTTAGTCGCGTTCAATGGTTATGGCGGTGTCATTTTGCGCTGAGGTGGTAATGAAAGAGGTTGTGATAGTGGGGGCTTTACGGACACCCATCGGCTGTTTTCAGGGAACGCTGGCCCGTCATTCCGCCGTCGAGCTGGGGAGCATGGTCGTAAAAGCGTTAATTGAGCGCACCGGCGTGGACGCTAACGCTATCGATGAGGTCATCCTCGGTCAGGTACTGACGGCTGGCGCCGGGCAGAATCCGGCGCGCCAGTCAGCCATCAAAGGAGGGCTGC1
4364 CHIP0922 STM/STY STM3209 STY3388 ATGCCGGTAATTAAAGTACGTGAATTAGTACAGACGAGTACGGCGTGATGCCGGTAATTAAAGTACGTGAAAACGAGCCGTTCGACGTAGCTCTGCGTCGCTTCAAGCGTTCCTGCGAAAAAGCAGGTGTTCTGGCGGAAGTTCGTCGTCGTGAGTTCTATGAAAAACCGACGACCGAACGTAAGCGCGCTAAAGCTTCTGCAGTGAAACGTCACGCGAAGAAACTGGCTCGCGAAAACGCACGCCGTACTCGTCTGTACTAA1
4365 CHIP1773 STM/STY STM2877 STY3000 ATGCATTATTTTTTTATCATCGTAATCTGGTTATTTGTTTGCCGCGATAGAATGCATTATTTTTTTATCATCGTAATCTGGTTGCTTAGCATAAATACGGCATGGGCTGATTGCTGGCTTCAGGCTGAAAAAATGTTCAATATTGAATCCGAACTACTTTACGCTATCGCCCAGCAGGAATCGGCGATGAAACCTGGCGCCATTGGTCATAACCGAGATGGTTCAACCGATCTTGGCCTGATGCAAATTAACAGCTTCCATATGAAAAGGCTGAAAAAAATGGGGATTAGTGAAAAACAGTTGTTAC1
4366 CHIP0019 STM/STY STM3968 STY3591 ATGTCCAAGTCTGATGTTTTTCATCTTTACAGCAGACGACGGGCATGTCCAAGTCTGATGTTTTTCATCTCGGCCTCACCAAAAACGATTTACAAGGGGCCCAGCTCGCCATCGTCCCTGGCGATCCTGAGCGTGTGGAAAAGATCGCCGCGCTGATGGATAAGCCGGTTAAGCTGGCATCTCACCGCGAATTCACCTCCTGGCGCGCTGAGCTGGATGGCAAAGCAGTTATCGTTTGCTCTACCGGTATCGGTGGCCCGTCTACCTCTATTGCCGTGGAAGAACTGGCGCAACTGGGTA1
4367 CHIP0920 STM/STY STM3838 STY3940 ATGATGTCACTTTCGCTTTGGCAGCTTAGATATCGTGGCTTTCTTCACGCTGTCACTTTCGCTTTGGCAGCAGTGTCTTGCCCGATTGCAGGATGAGTTACCAGCCACAGAATTCAGTATGTGGATACGCCCGTTGCAGGCGGAACTGAGCGATAACACGCTGGCTTTGTATGCGCCAAACCGTTTTGTGCTCGATTGGGTAAGAGATAAGTACCTCAACAATATCAATGGATTACTCAACACATTCTGCGGCGCGGATGCCCCACAACTGCGTTTTGAAGTGGGAACAAAGCCCGTTACGCAAAC1
4368 CHIP2181 STM/STY STM3063 STY3219 ATGCGCAGGATGAACTGAAAAAAGCGGTTATTTACGATGGTTTTCACCCCGTCCCGCAGGATGAACTGAAAAAAGCGGTAGGATGGGCGGCACTTCAGTATGTACAGCCCGGCACCATTGTGGGCGTTGGTACAGGCTCAACGGCCGCACACTTTATTGATGCGCTGGGCACAATGAAAGGCCAGATTGAAGGCGCGGTCTCCAGCTCGGACGCCTCGACTGAAAAACTCAAAGGCCTCGGTATTCATGTGTTTGATCTCAACGAAGTGGATAGCCTGGGCATCTATGTCGACGGCGCGGACGAAATCAA1
4369 CHIP0053 STM/STY STM3929 STY3626 ATGACCAATAATGCCGCTGCTTAGAGATCGCCAGTATAGTGCCAATGACCAATAATGCCGCTGCGCCCCTTTACTCGCTGCGTGGATTACCTCTGATTGGCTGGCGCGACATGTCACACGCGCTGAATTATCTGTTTGCCGATGGTCAACTGAAGCAAGGCACGTTGGTGGCGATCAACGCCGAAAAGCTGCTGACGGCGGAAGATAATCCGGAAGTCCGCGCGTTGATAGCGGCGGCGGAATTTAAATATGCCGATGGCATCAGCGTGGTGCGTTCAATACGTAAAAAATTTCCGCAGG1
4370 CHIP2249 STM/STY STM3100 STY3253 ATGTGAACGATATCGCGCATAACCTGGTTAAATCACGAGCACCAAAGATAGCGGTGAACGATATCGCGCATAACCTGGCATACATCCGGGACAAAATCTCCGCCGCGGCGACGCGTTGCGGCCGCTCTTCAGAAGAAGTTACGTTGCTTGCAGTGAGTAAAACCAAACCTGCGAGCGACATCGCAGAAGCCATTGCCGCCGGACAACGGGCATTTGGTGAAAATTATGTACAAGAGGGGGTGGAAAAAATCCGCCACTTTCAGGAAGCGAAAGTGGAAGGCCTGCACTGGCACTTTATTGGCCCTTTACA1
4371 CHIP0093 STM/STY STM4152 STY3733 ATGTCTATCACTAAAGATCAAATCATTGAAGTTATTTAACTTCAACTTCAGCGCCATGTCTATCACTAAAGATCAAATCATTGAAGCAGTATCCGCTATGTCCGTAATGGACGTTGTAGAACTGATTTCTGCAATGGAAGAAAAATTCGGTGTTTCCGCTGCTGCTGCTGTAGCTGTAGCTGCTGGCCCGGCTGAAGCTGCTGAAGAAAAAACTGAATTCGACGTAATTCTGAAAGCTGCTGGCGCTAACAAAGTTGCTGTTATCAAAGCAGTACGTGGCGCAACTGGCCTGGGTCTGAAAGAAGCTAAAG1
4372 CHIP0877 STM/STY STM0543 STY0589 ATGAGACATAAATTAATGACCTCTACTATTGCTTATTCGTATTTCATGATAAAGGTGGCATGAGACATAAATTAATGACCTCTACTATTGCGAGTCTGATGTTTGTCGCTGGCGCAGCGGTTGCGGCTGATCCTACTCCGGTGAGCGTGAGTGGCGGTACTATTCATTTCGAAGGTAAACTGGTTAATGCAGCCTGTGCCGTCAGCACTAAATCCGCCGATCAAACGGTGACGCTGGGTCAATACCGTACCGCCAGCTTTACGGCGATTGGTAATACGACTGCGCAGGTGCCTTTCTCCATCGTCCTGAATGACT1
4373 CHIP0893 STM/STY STM1916 STY2125 ATGGCGGATAAAGAGCTTAAATTTTTGTTACATGCCCAGTTTCTCAAAGAATGGCGGATAAAGAGCTTAAATTTTTGGTTGTGGATGACTTTTCGACCATGCGTCGTATCGTGCGCAACCTCTTAAAAGAGCTTGGATTTAACAATGTGGAAGAGGCCGAAGACGGCGTCGATGCGCTGAACAAGCTCCAGGCGGGCGGCTTTGGTTTTATTATCTCCGACTGGAACATGCCGAACATGGATGGCCTGGAGCTGCTGAAAACCATTCGCGCCGATAGCGCCATGTCGGCGTTACCCGTGTTGATGG1
4374 CHIP0909 STM/STY STM4004 STY3877 ATGTCTGAACAGCAAATAGACTGGGTTAAATGACGCGCGAGAACTATGTCTGAACAGCAAATAGACTGGGATCTGGCCCTGATCCAGAAATATAACTATTCCGGGCCACGATATACCTCGTACCCAACCGCGCTGGAGTTTTCTGAAGACTTCGAGGACGCCGCATTCTTGCAGGCTGTGGCGCGTTATCCTGAACGTCCGCTCTCGCTGTATGTGCATATCCCGTTTTGTCACAAGTTGTGTTATTTCTGCGGCTGCAACAAGATTGTCACCCGCCAACAGCATAAAGCTGACCAGTATC1
4375 CHIP1762 STM/STY STM3014 STY3158 ATGGCTGCCGTTAATTTACGTTTATGCTTTCGTCATCGGCATGGCTGCCGTTAATTTACGTCACATTGAAATTTTTCATGCCGTAATGACCGCCGGAAATCTCACCGAAGCGGCGCGGCTGCTGCATACCTCGCAGCCTACCGTCAGTCGCGAGCTGGCGCGTTTTGAGAAAGTGCTGGGATTAACGCTGTTTGAGCGCACACGCGGGCGCTTACATCCGACGGTGCAAGGGCTACGCCTGTTCGAAGAGGTACAACGCTCCTGGTATGGGTTGGATCGCATCGTCAGCGCGGCGG1
4376 CHIP1794 STM/STY STM4011 STY3869 ATGAGCGCCCCCGCCCTGTTAAACGATATCGCATGAGCGATGAGCGCCCCCGCCCTGCGCGATATTCACACGCTGTTTTATCGCGGCTATCTTAAATCGTGTAATTATCATTGCGGCTATTGCCCGTTCCATAAACACGCCCGTAACGATAAAAAACGCGACGAAGCCGCGCTATGGCGCATGGTTGACCATTTGCCTCTTTTAGGTACGCCGTTGAATGTGATGATTACGCCTTATGGCGAGGCGCTACGCTTGCGTTATTACATGGCGGCGCTGGCAGAAATTAGCCGCTATC1
4377 CHIP0040 STM/STY STM3947 STY3612 ATGATGCAATTCTCTAAAATGCATGTTATAAATGGATAAATCCGTCGTAGAATGATGCAATTCTCTAAAATGCATGGCCTTGGCAACGATTTTATGGTCGTCGACGCGGTAACGCAGAATGTCTTTTTTTCGCCGGAACTGATTCGTCGGCTATCCGACAGACACCTGGGCGTAGGGTTCGATCAGCTGCTGGTGGTTGAGCCGCCCTATGATCCTGAGTTGGACTTTCATTACCGCATCTTCAACGCCGACGGCAGTGAAGTCTCGCAGTGCGGCAATGGCGCGCGCTGTTTCGCGCGATTTGTTC1
4378 CHIP0080 STM/STY STM3899 STY3657 ATGTCACTGGCGATTGTTCATTACGCCAACAGCTTTTGCAATGTCACTGGCGATTGTTCATACCCGCGCCGCACTTGGCGTCAATGCGCCGCCTATCACTATAGAGGTGCATATCAGTAATGGATTACCGGGATTAACCATGGTTGGCCTACCGGAAACCACGGTAAAAGAGGCGCGTGACCGGGTACGTAGTGCGATTATTAATAGCGGATATGAATTTCCGGCTAAAAAAATAACCATTAACCTTGCTCCAGCCGATCTACCGAAAGAGGGTGGAAGGTATGACCTGCCTATTG1
4379 CHIP0872 STM/STY STM1959 ATGGCACAAGTCATTAATACAAACAGCTTAACGCAGTAAAGAGAGGACGTTTTGATGGCACAAGTCATTAATACAAACAGCCTGTCGCTGTTGACCCAGAATAACCTGAACAAATCCCAGTCCGCTCTGGGCACCGCTATCGAGCGTCTGTCTTCCGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGTCAGGCGATTGCTAACCGTTTTACCGCGAACATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACCACTGAAGGCGCGCTGAACGAAATCA0
4380 CHIP0888 STM/STY STM2946 STY3074 ATGTCCCAACTCGATCTCAACGTTACCCTTCATGCAGCCCGATGTCCCAACTCGATCTCAACGCATTGAATGAATTGCCAAAAGTCGATCGCGTAATGGCTCTGGCGGAAACCAACGCCCAACTGGAAAAACTGAGCGCCGAAGAACGCGTGGCCTGGGCGCTGGAAAATCTGCCCGGCGAATACGTGCTCTCCTCAAGCTTTGGCATCCAGGCGGCGGTGAGCCTGCACCTGGTGAACCAGATTCGCCCGGATATCCCGGTGATCCTCACCGATACCGGCTATTTGTTCCCGGAAA1
4381 CHIP2769 STM/STY STM1567 STY1493 ATGAAAGCTGCTGTTGTCACACTTAACGACGGAAATCGATGACCATGAAAGCTGCTGTTGTCACACAAGATCATCAGGTTGATGTTACTGAGAAAACGCTGCGTCCCCTTCGCCACGGTGAAGCTTTGCTAAAAATGGAGTGCTGCGGCGTATGCCATACCGATCTACACGTGAAAAACGGCGATTTCGGTGACAAAACCGGCGTTATTCTGGGACACGAAGGCATTGGCGTCGTGGCGGAAGTCGGTCCTGGTGTCACCTCGCTGAAACCCGGCGATCGCGCGAGTGTCGCGTGGTTTT1
4382 CHIP2793 STM/STY STM1610 STY1454 ATGACCAAATATCGACTGAGTGAAGTTAAAGGGAACCGACTAAGGGGATGACCAAATATCGACTGAGTGAAGAACCTCGTGCTTTTACTTATCAGGTAGACGGTGAGAAGAAAAGCGTCTTATTACGACAAGTTATTGCCGTAACGGATTTTAACGATGTTAAAGCCGGAACCTCCGGCGGCTGGGTTGATGCCGGTAATGTGCTGTCACAACAGGGGGATTGCTGGATTTATGATGAAAACGCGATGGCCTTTGCGGGCACGGAAATTACGGGTAACGCGCGTATCACGCAGCCGTGCTCGC1
4383 CHIP2817 STM/STY STM1646 STY1423 ATGAAGGGTAAATATAAAGCCGCCTTATTTATCCTCACAGTCCTTGTCTTTCATGAAGGGTAAATATAAAGCCGCCCTTGCGCTACTGTTACTGCTGATTCTTATCCCTCTGACGCTACTGATGACCCTCGGGCTGTGGGTTCCCACTCTGGCGGGAATTTGGCTACCCGTCGGTACCCGTATCGCTCTGGAACAAAGTCCACGCCTGACACGTCATGGGTTAGTGATTCCCGATCTTCGCTATCTGGTCAATGATTGTTCGTTAGCGCATATTACCCAGGCGGAACTGACGCATCCCAGCCGTTGGT1
4384 CHIP2833 STM/STY STM1671 STY1393 ATGATGATGAAAAAAGCCATAATAATCTCTTACAGTACAGGGATGTAATAATAAAGATCGAATGATGATGAAAAAAGCCATAATAATCTCAGTATTAGAGCAAATAGAAAAAAATCTTGAAGAGAGGATTGATATTGAAAAGCTGGTTGTTATAACAGGTTATTCGCGAAGGAGTTTGCAGGATTTTTTTAAAGAAAAGTGTGGCGTCTCTATCGGAAAATATATCAGACAACGCAAGTTGAGCAGAAGCGCCACTCTGCTAAAGCTGACCTCTCAGTCGGTCACAGATATCGCGTTCAGAATGGGGTTTGATTCAG1
4385 CHIP1142 STM/STY STM1542 STY1520 ATGAAAGTCAAAGCTGTGTTCATTAATAAGTTAATGGAAAACAGCATTAATCTTTAAGATGAAAGTCAAAGCTGTGTTCATTAATAAGCCTGGTGAAGTTGAAACCCGCTGGGTGGATTATCCCCATAAGAAAGAAAATGAAGTATTAATTAAGGTTGATGCTGCAGGCATTTGCGGATCGGATATCGGGGCTTTTCGTGGAACGAACCCACTGGTTACTTACCCAAGAATTATTGGGCATGAAGTGACCGGAATTGTTCTTCAGGAAGGCGCCGGAATGCCGGACAATATTAAAGAAGGTGACCGCGTAATTG1
4386 CHIP1158 STM/STY STM1510 STY1551 ATGACCGTCGAAACGCAGTTACTCTTCGCTAAACCAGCCGATGACCGTCGAAACGCAGCTTAACCCTACACAGCCTGTCAACCAGCAAATTTACCGTATTCTTCGGCGTGATATCGTGCATTGTCTTATCCCGCCTGGCACGCCGCTATCAGAAAAAGAGGTCTCAACCCGTTTTAACGTTTCGCGTCAACCGGTGCGCGAGGCTTTTATAAAGCTGGCGGAAAATGGGTTGATTCAGATCCGCCCTCAGCGCGGTAGTTATGTGAATAAGATTTCGCTTTCTCAGGTACAGAATG1
4387 CHIP1168 STM/STY STM1000 STY1004 ATGAGCGTTGTGCCTGTAGCTTAGAAGCTGGCGTTGCGATGAGCGTTGTGCCTGTAGCCGACGTACTCCAGGGCCGCGTAGCCGTTGACCAAGAAGTCACCGTGCGCGGATGGGTGCGTACCCGCCGAGATTCAAAAGCTGGCATCTCCTTCCTCGCCGTTTATGACGGCTCCTGCTTTGATCCTGTACAGGCTGTCATTAATAATTCTCTGCCCAATTATAATGAAGAAGTATTACACCTGACGACAGGCTGCTCCGTGGTAGTAACAGGTAAGGTTGTCGCGTCGCCGGGAC1
4388 CHIP4452 STM/STY STM0590 STY0634 ATGACCGAATCCGTAGCCCTTATCGCCGCCCCAGCGGATGACCGAATCCGTAGCCCGTTTGCGCGGCGACCAGTTAACGCTGGGTTATGGCAGCTATACCGTCGCAAAAAACCTTAATGTTTCGATTCCGGACGGCCATTTTACCGCCATCATCGGCCCTAACGGCTGCGGCAAGTCGACGTTGCTACGTACGCTAAGCCGTCTGATGACGCCTGTTGACGGCCATGTCTGGCTGGATGGCGAACAAATACAGCGTTACGCCAGTAAAGAGGTGGCGCGGCGCATCGGATTGC1
4389 CHIP4476 STM/STY STM0339 STY0372 ATGAAAATGGATACCCGACATTCTTAATGGTGGGGGACATCGATGAAAATGGATACCCGACATTCCGCATTATATTACTTAATAGTTTTTCTATTCCTGGCCCTACCCGCCACAGCATCGTGGGCGAGCGTTACTATTTTGGGTAGCCGAATAATTTACCCATCAACAGCCTCCTCCGTAGATGTGCAGTTAAAAAATAATGATGCAATACCTTATATCGTACAAACCTGGTTTGACGATGGCGATATGAATACCAGCCCGGAAAATAGCAGCGCGATGCCATTGATTGCCACGCCGC1
4390 CHIP2860 STM/STY STM1741 STY1310 ATGTCACTTTCTTTGTCGTCGGTTAATCCGGTAGCTTACTGCCGGTGTCACTTTCTTTGTCGTCGGTTCGCCGTCGTCTTTATCATAATCTGTTCGATTTGACTACGCGCTCAGGTCGCCGTTTTGAAGGGTTATGCGCGCTGTTTGCGCTGCTTAGCGTACTGGTCATTTTTGTTGAATCAGGCGTAGGAACGGAATATCACCTGACATTTGATGAATGGCATATTTTTGTCTGGCTGGAGCTCTGCGTTACCCTGATATTTACCGGTGAATACTTGCTCAGACTGTTTAGCTGGCCCG1
4391 CHIP2780 STM/STY STM1589 STY1476 ATGATGGATTATGCCAGGCATTACGCATCGTCCGCTAAACTTGATGGATTATGCCAGGCATGAGGAGAATAGAATGAAGCAACAGACCAACCGAAATCGTCGTTGGGTTTTGGCCTCGCGTCCCCACGGCGCGCCGCAGATGGATAACTTCCGCCTCGAAGAAGATGACGTCGCGACGCCCGGTGAAGGGCAGGTGCTATTGCGTACCGTTTTTTTATCACTCGACCCTTATATGCGTGGCCGCATGAGCGATGAACCCTCTTATGCGCCGCCTGTTGAACCTGGCTGCGTTATGG1
4392 CHIP2900 STM/STY STM1835 STY1964 ATGTCGTTTACCTGTCCGCTTTTAACGGTTACGCTGCCAGAATGTCGTTTACCTGTCCGCTTTGCCATCAGCCGCTTACGCAGATTAATAACAGCGTTATATGTCCACAGCGCCATCAGTTTGATGTGGCGAAAGAGGGTTACATCAATCTGCTGCCGGTACAGCATAAACGTTCGCGCGATCCGGGCGACAGCGCCGAAATGATGCAGGCGAGGAGAGCGTTTCTTGATGCAGGCCATTATCAGCCGCTGCGCGATGCCGTGATTAACCTGTTGCGCGAGCGGCTGGATCAGTCGG1
4393 CHIP2806 STM specificSTM1629 ATGCCTATTTCGATTTGTAAACATGGTTATCTGACATTACCATTTGAGTGACAATGCCTATTTCGATTTGTAAACATGGTGCTCCTTTTGTTGTTCAACATGAAAATCGGTACGGTTCCGGTGCAAGTCAGTCATCATCACTTTCAAAATCAATCCGCCATATTAGCAACTCTCATGAGGAAATAAAATTTATAAGTTGCTATAGTGCAAATGGAGCCTGTTTTTCCAATGCACAGATGCTAGCCAATGCCTCAGGGAGGCCTGTTATAGGTTACTATGGGAAAATAAATAAGTTAACAGCCAGTCTGG1
4394 CHIP2926 STM/STY STM1884 STYkdgA ATGAAAAACTGGAAAACAAGTGCATTACTGCTTCGCGCCTTCATGAAAAACTGGAAAACAAGTGCAGAAGCAATCCTGACCACCGGCCCGGTTGTCCCGGTCATTGTAGTCAATAAACTGGAGCACGCGGTGCCGATGGCTAAAGCGCTGGTGGCCGGGGGCGTTCGCGTTCTGGAAGTGACTTTACGTACGGCCTGCGCGATGGATGCTATTCGCGCTATCGCTAAAGAAGTGCCGGAAGCGATTGTCGGCGCCGGAACCGTTCTCAATCCGCAGCAGTTGGCGGAGGTGACGGAAG1
4395 CHIP2942 STM/STY STM1932 STY2141 ATGGCAGCTGTAGGAATGGTTTTAGTGATGCTGATAGGTCACGACATGGCAGCTGTAGGAATGGTTCAAAAGCTCAACACGCCAATGAACCTTGAGTTTTACGCATCAAATCTTTACCTCCATCTAAGCGAATGGTGTTCTGAACACAGTTTAACAGGCACCGCCACCTTTCTTCGTACCCAGGCGCAAGGCAACGTGACGCAAATGATGCGCATGTTTAATTTTATGAAAAACGCCGGCGCCACCCCTATCGTTAAAGCCATTGACGTTCCGGGTGAAGAGCTCTGCTCTCTGGAAGAAT1
4396 CHIP4407 STM/STY STM0515 STYglxA2 ATGAAACTTGAGGTATTACCGTTAGATCATTACGCAAAACAGAGTTCATGTATGAAACTTGAGGTATTACCGTTAGATCAGAAGACGTTCAGCGCTTATGGCGATGTTATTGAGACGCAGGAACGTGAATTTTTTCATATAAACAACGGGTTAGTTGAGCGATATCACGACCTGGCGAAGGTTGAAGTTCTGGAGCAGGATCGCACGCTGATCAGTATTAACAGGGCGCAACCGGCCGCGATGCCTATTGTGGTACATGAACTGGAACGTCATCCTTTAGGTACGCAGGCGTTTGTGCCGATGAACG1
4397 CHIP4423 STM/STY STM0537 STY0585 ATGTTAAAAATTTTTAATACACTGACACGCTTACTTACGTCGCCAGGTGGATGTTAAAAATTTTTAATACACTGACACGCCAAAAAGAGGAATTCAAACCCATTCATGCCGGGGAAGTCGGCATGTACGTGTGTGGTATCACCGTTTACGATCTCTGCCACATTGGCCACGGACGCACGTTTGTCGCTTTTGACGTTGTCGCGCGCTATTTGCGTTTTCTCGGTTATAAGCTGAAGTATGTGCGTAACATTACCGATATCGACGATAAAATTATTAAACGCGCCAATGAAAACGGCGAAAGTTTTG1
4398 CHIP4439 STM specificSTM0572 ATGTCTGTTGCTCATGAAAATGCTTAATATTCAACTTTCCACATATACCGGATGTCTGTTGCTCATGAAAATGCCCGCCGTATTATTAGCGATATTTTAGGTAAACAAAACATTGAACGCGTCTGGTTTGTCGGCTGCGGCGGTTCATTAACCGGCTTCTGGCCAGGAAAATACTTTCTGGACTGTGAAGCGTCAAAACTGGCTGTCGGTTATATCACCAGTAATGAATTTGTCCACGCCACACCAAAAGCATTAGGAAAAAATAGCGTCGTTATTCTCGCCTCGCAGCAGGGCAATACGGCGGAAA1
4399 CHIP4345 STM/STY STM0393 STY0426 ATGCGTATTGGTATCGATTTAGGCTTACGCCAGCGGCCACAGGTGCGTATTGGTATCGATTTAGGCGGCACAAAAACGGAAGTCATTGCGCTTGATGATGCAGGAGAGCAGCGGTTTCGCCATCGTCTGCCTACGCCGCGGGAGGATTATCAGCAAACGATAGAAACCATCGCTACGCTGGTCGACATGGCGGAACAGGCGACCGGCCAGACCGGTAGCGTCGGCATTGGCATTCCCGGTTCTCTCTCGCCTTACACCGGCGTGGTGAAAAACGCTAACTCTACGTGGCTTAACGGCC1
4400 CHIP4281 STM/STY STM3150 STY3321 ATGACTGGAGATAATACTCTCATCACTTCTTTATTCTCCCCGTGAGTCAGCATGACTGGAGATAATACTCTCATCACTTCTCACGGCATTAACCGTCGTGATTTCATGAAGCTTTGTGCAGCACTGGCCGCTACTATGGGGCTCAGTAGCAAAGCCGCCGCAGAAATGGCAGAATCGGTATCCAATCCACAGCGTCCGCCCGTTATCTGGATTGGCGCTCAGGAGTGTACCGGTTGTACCGAATCACTGCTTCGTGCTACACACCCAACCGTTGAAAACCTCGTTCTGGAGACCATCTCTCTGGAAT1
4401 CHIP4585 STM/STY STM2831 STY2952 ATGTTCAAGCGTCGTTATGTAGCGTTAGCGCACCCGCGCCAGATGTTCAAGCGTCGTTATGTAGCGTTACTTCCACTTTGCGTATTGCTTGCTGCCTGTAGCAGCACGCCAAAATCTTCCGAGACTCAAGCGACGACGGGCACGCCTTCCGGCGGCTTTCTGCTTGAGCCGCAGCATAACGTCATGCAAATGGGCGGCGACTTCGCCAACAACCCTAATGCGCAGCAGTTCATTGATAAAATGGTCAGTAAACACGGTTTCGACCGTCAGCAGTTGCAAGAGATCCTCTCGCAGTCTA1
4402 CHIP2489 STM/STY STM3632 STY4165 ATGGCACACTTAACTCAGGATTCGTTATTTCAACCAACTAATGGCATCAGTGGCACACTTAACTCAGGATTCGACTTTCACCCTTGGACGCCGTCTGGCGGGCCTTATCTACGCTGATAAGGCGAAGAGCTTTGGCGGCTATACGCTTTTTGCGCCGCAAACCGCCGAAGGGCGGGTTTACCTGGTGGACGAGCAGGGCGAAGTCGCGCATCAGTGGCAGCTTCCGGTTCGCGCCGGGCGTGATGCGGTGCTGCTGCCGAACGGTAATCTGGGTTATAACGGCAGCCACCGCACTTCAGCGAACC1
4403 CHIP4625 STM/STY STM4509 STY4865 ATGGACGCCATCTATTTAAAACTGGTTATCGCCACAGCGCCTGATGGACGCCATCTATTTAAAACTGGACGGTATTGAAGGCGAAAGCCGGATCAAAGGTTTTGAAAACCAAATAAAACTTATTGCTTACAACCACAACCCGACAAAACGGGAGTCCGGCGAAGCGAGAGGGACATATATTGGAGGGTTGACGCTGACAAAGCCAGTCGATCTTGCTACACCAGGCCTCTATGAGCACTATTGTAACGGGAAAACGGTGAAAGAAGGCGTGCTGACATTATGCCGTCGTGATAAGGGCG1
4404 CHIP4649 STM/STY STM2395 STY2632 ATGAAAAAACATGCTATTGCAGTAATGTTAGAAGCGATACTGCAACCCCATGAAAAAACATGCTATTGCAGTAATGATGATCGCCGTATTTTCTGAGTCGGTTTATGCGGAGTCTGCCTTATTTATTCCGGACGTCTCTCCTGATAGCGTCACGACATCCCTTTCCGTGGGTGTGTTAAATGGTAAATCCAGGGAGCTGGTTTATGATACCGACACCGGGCGGAAGCTGAGTCAACTGGATTGGAAAATAAAAAATGTCGCCACGTTGCAGGGGGATTTATCATGGGAACCCTATTCGTTCATGA1
4405 CHIP2539 STM/STY STM3765 STY4021 ATGGGTTCCACCAGAAAAGGTTAAGCGGCCCGCGCGCGTATGGGTTCCACCAGAAAAGGGATGCTAAACGTCCTGATTGCCGCCGTATTGTGGGGGAGTTCAGGCGTTTGCGCGCAGTACATCATGGAGCAAAGCCGTATGTCGTCACAGTTCCTGACGATGATACGTTTGTTATTCGCCGGGCTGATACTGGTGACCTTCTCCTTTATGCACGGCGATAAGATATTTTCAATTCTTAAAAACCGCAAAGATGCCCTGAGTCTGCTGATTTTCTCCGTGGTGGGCGCGCTCACCG1
4406 CHIP4212 STM/STY STM2992 STY3130 ATGATAAAGGAACGTAAAACCGAACTTTATCCTAAATCTGCCATCAGCAATGATAAAGGAACGTAAAACCGAACTGGTAGAAGGGTTTCGCCATTCAGTTCCCTATATCAACACCCATCGCGGAAAAACCTTTGTCATTATGCTCGGCGGCGAAGCCATTGAGCATGACAATTTTTCCAGCATCGTTAGCGATATCGGGCTACTGCATAGCCTCGGTATTCGCCTTGTCGTGGTGTATGGCGCGCGACCGCAAATCGACGCCAATCTGGCCGCGCATCATCATGAACCGATTTACCACAAAAACA1
4407 CHIP4228 STM/STY STM3026 STY3174 ATGTCCATTCAAGAAACAGGAAATGTTAGTTATAGGTAACAGTAACGGGTATTGCAATGTCCATTCAAGAAACAGGAAATGCTTCAAGTGTTGTTTCGTTCTCCTGGGATGAAATAAAGAGTACTCAGTCAGGAAATGAGTTACGAAAAGAGTTTGGCACAAAACTACCTGTTGGGACTACAGAACGAAAAGTAAGGATAACACTGGATTTCTTATATACAAAAGCATATTCAGAGAGTAGTGCAGTTACAGCTTTTACGGGGATAAGTAATGTTTTAAATATTGTACCTTTTTCTTATTCTTTGAGACAAA1
4408 CHIP4260 STM/STY STM3105 STY3258 ATGGTTCGACAATGGATTGCTTATTTAATAACCCCTTTACGACGCAGTGGTTCGACAATGGATTGCTGGCGCAGCGCTGTTTGCCCTGATTTCAGGCTATAGTTGGGCAGAGGTTGCTCAACCCTCCGATAACATCTTAAAAGAACAGTTTAGTAAGCAGTACCACGGCATACTTAAACTGGATTCCATTACCTTAAAAAATCTTGATTCGACGGGCAATCAGGCCACCTGGTCTGCCGAAGGGGATATTTCTTCCCGTGAAGATATGTATACCGGCGTTGGTATGGCGGCGGATTATTATT1
4409 CHIP4380 STM/STY STM0464 STY0508 ATGAGTCAGACACTGAATAATTTGCTGTTAATTGTGATTGCGCATTACCCATGAGTCAGACACTGAATAATTTGCTGACATTATTGAATCTGGAAAAAATTGAAGAAGGACTCTTTCGGGGCCAAAGTGAAGACTTAGGGCTGCGCCAGGTATTTGGCGGTCAGGTGGTGGGCCAGGCGCTCTATGCCGCCAAAGAAACGGTGCCGGAAGCGCGACTGGTGCATTCATTCCACAGTTATTTTCTGCGGCCAGGCGACAGCCAAAAACCCATTATCTATGACGTAGAAGTGCTGCGCGATGGGAATA1



4410 CHIP4596 STM/STY STM2803 STY2926 ATGCCGCGCTATCAGCACTTACTGTATCGCCTGTCGAAGCATGCCGCGCTATCAGCACATCGCTCGTCAGTTAAAAACGGCCATTGAGCAAGGAGAACTCGCGCCCGGAACGCGTTTGCCTTCCAGTAGGACGTGGGCGCAGGAACTGGGCGTTTCTCGCGCCACGGTGGAAAATGCCTATGGCGAGCTGGTGGCGCAGGGCTGGCTGGAGCGACGTGGCCAGGCAGGCACGTTTGTGAGCAACGCTCTACGGTTTGAGACGGCGCCGCCGATACCCGCTGTTTTTGCCGGAGAAA1
4411 CHIP2526 STM/STY STM3725 STY4069 ATGCAAAAACGGGCGATTTATCTTATTTCAACTTATCCATTAGCGCCATGCAAAAACGGGCGATTTATCCAGGTACGTTTGATCCGATTACTAACGGTCATCTCGATATTGTGACGCGCGCAACGCAGATGTTCGACCATGTCATTCTGGCTATCGCCGCCAGCCCCAGCAAGAAACCCATGTTCACCCTGGACGAACGTGTGGCGCTGGCGCAAAAAGCGACCGCACACCTGGGTAACGTAGAGGTGGTAGGCTTTAGCGACCTGATGGCCAATTTCGCCCGCGACAGACAGGCGAATATCC1
4412 CHIP4199 STM/STY STM2972 STY3111 ATGCTCGCCTCCCCCCGCTTACCGCGCCAGCCGTAGATGCTCGCCTCCCCCCGCCGTGAATGTTACCCTACGCGCAGGTTTGTAAGGGAGAACACCGTGGCTGCTCATCTGCTTATCGTCGACGCGCTCAATTTGATTCGCCGTATTCACGCCGTTCAGGGATCGCCCTGTGTGGAAACCTGCCAACACGCGCTCGATCAATTGATTATTCACAGCCAGCCAACCCATGCCGTAGCGGTATTTGATGACGACGCGCGCAGCAGCGGCTGGCGTCATCAGCGTTTGCCGGACT1
4413 CHIP4223 STM/STY STM3018 STY3163 ATGGACGTAAGGCAAAGTATCCATTAGCGCAGATCTTGTACCGCGTGGACGTAAGGCAAAGTATCCATAGCGAGCACGCTAAAACGCTGGACACCCAGGCGCTGCGACGCGAGTTTTTAATAGAAAATATTTTTGTCGCTGATGAATATACGATGGTCTACAGCCATATCGACCGTATTATTGTCGGCGGCATTATGCCCGTCAGCCATCCCGTTGAAATCGGCGGAGAAGTAGGTAAACAGCTTGGCGTTTCCCGATTACTGGACCGCCGCGAGCTGGGCGTCATTAATATTGGCGGCG1
4414 CHIP4247 STM specificSTM3081 ATGTCAACAATATTAGTCAAAGAAAATGAATTGTTAGCCAATCAGGTACTGGTAAATACATGTCAACAATATTAGTCAAAGAAAATGAATTGAAAGCGCTGGCGTTTAATAAACTCACCCAGGCGGGTCTTGACGCGCAAACGGCGCAGCAGGTAGCCGACGTTTTGGTTCATGCCGATATTACCGGCGTTCACTCCCACGGCGTTATTCGCGTAGAGCACTATTGTACCCGCCTGAACGCAGGCGGGCTCAATCCAAAAGCAACATTCAGCATCGAACAGATTTCGCCTTCAGTCGCTATTCTGGACTCTGATG1
4415 CHIP4271 STM/STY STM3125 STY3294 ATGTCCTCCGTCCCCTGGTTATCTGGCGTCGGTATCCTGATGTCCTCCGTCCCCTGGTTTAAGAGCACATTAATGAACATGGTGTTACGTGATTTGAGCGGCTGGCGTTGTGAAAAATTGACCGAACATAGCGCCGTGCTGCATCTGAATGCATTTACCCAGGTTATCTGCCATGCTCAGCAAAAACGGTTATTCATGGCCAGTATTCACAGTTGTGAATTCAGGGTGAAAGGCACAATCAATTATCCTTTGCAGGGCAAAATTCGCGTTCATCAGCCCGGATGGCTGAAACGTT1
4416 CHIP4583 STM/STY STM2829 STY2950 ATGGCTATCGACGAAAACAAACATTAAAAATCTTCGTTGGTTTCTGCAATGGCTATCGACGAAAACAAACAGAAAGCGTTGGCGGCAGCACTGGGCCAAATTGAAAAGCAATTTGGTAAAGGCTCCATCATGCGTCTGGGTGAAGACCGTTCTATGGATGTGGAAACTATCTCCACCGGTTCGCTTTCACTGGACATCGCACTCGGTGCGGGCGGTCTGCCGATGGGGCGTATCGTCGAAATTTACGGGCCGGAATCTTCCGGTAAAACGACCCTGACGCTGCAGGTGATTGCCGCTGCGCAGC1
4417 CHIP1669 STM/STY STM2117 STY2330 ATGTTTAACAAAATCTTAGTGGTCTGTGTGTTATGGTTTTCCCTGCTCTGATGTTTAACAAAATCTTAGTGGTCTGTGTGGGGAATGTTTGCCGTTCCCCGACGGCGGAACGTTTGCTAAAACGCTTTCATCCCTCGCTGACGGTTGCGTCCGCAGGATTAGGCGCACTGGTCGGCAAAGGCGCCGATCCTGCGGCGGCGAGCGTGGCGAGCGCCCACGATCTGTCTTTGGAAAATCACTGCGCAAGGCAAATTTCCGCGCGTCTGTGCCGGGAATATGACCTGATTCTGACGATGGAGAAACGTC1
4418 CHIP1685 STM/STY STM2243 ATGATTTCCCTGGAAGATGCATTACCAACCAGATACTGAATGGGGTGATTTCCCTGGAAGATGCAAGCCTGACGAAAAAAGGTATCGTTAAATTAAGCAGTGCCACGGACAGTGACAGCGAAGCGCTGGCGGCCACACCAAAGGCGGTAAAAACCGTTATGGGTGAGGTACGGACCAAAGCGCCGCTGGACAGCCCGGCATTCACTGGAACGCCGACCACACCGACGCCGCCAGGCGATGCTAAAGGGCTTCAGACAACAAACGCGGAGTTTGTCCGCAAACTGATTGCCGCGCTGGTTG1
4419 CHIP2085 STM/STY STM3712 STY4083 ATGCGGGTTTTGATCGTTAAAACTTAATGAATCTTTCCAAATACGCTTGATGCGGGTTTTGATCGTTAAAACATCATCGATGGGCGACGTATTACATACCCTGCCTGCGCTTACCGACGCGCAACAGGCGATTCCGGGGATTCAATTTGATTGGGCTGTCGAAGAAGGGTTTGCACAAATTCCGTCCTGGCACAGTGCTGTCGATCGCGTGATTCCCGTCGCTATTCGCCGTTGGCGCAAGGCCTGGTTTTCCGCGCCCATCAAAGCGGAACGCACAGCCTTTCGTCGGGCGGTATGCGCAAACC1
4420 CHIP1917 STM/STY STM3436 STY4362 ATGCCACGTTCTCTCAAGAAAGTTATTTCTTCTTCGCTTTTTTATCAGCATGCCACGTTCTCTCAAGAAAGGTCCTTTTATTGACCTGCACTTGCTGAAGAAGGTAGAGAAAGCGGTGGAAAGCGGAGACAAGAAGCCCCTGCGCACTTGGTCCCGTCGTTCAACGATCTTTCCTAACATGATCGGTTTGACCATCGCTGTCCATAATGGTCGTCAGCACGTTCCGGTATTTGTTTCCGACGAAATGGTCGGTCACAAACTGGGTGAATTCGCACCGACTCGTACTTATCGCGGCCACGCTGCTG1
4421 CHIP2133 STM/STY STM3329 STY3508 ATGCAGTTACAGAAATTAGTCAATATGTTTGTTACGCTACAGGTGGTATCCAGGATGCAGTTACAGAAATTAGTCAATATGTTTGGTGGGGATCTTTTACGTCGGTATGGGCAAAAGGTTCATAAGCTGACGCTTCATGGCGGTTTTAGCTGCCCTAATCGCGACGGCACCATCGGGCGTGGCGGTTGCACCTTCTGTAATGTCGCCTCTTTTGCCGATGAGGCGCAGCAGCATCATTCGATTGCCGAGCAGCTTGCGCATCAGGCGCATCTGGTGAACCGCGCTAAACGCTATCTGGCCTATTTCCAGG1
4422 CHIP2149 STM/STY STM3251 STY3433 ATGAACATAACAATCGCAACATTGTTAATTCTGCTGCCTCATCAATTCATGAACATAACAATCGCAACATTGGGTGAATTGCTCGTCGAGTTTCTGGCAAAAAAAGAGAACCAGGGATTTTCCTCACCGGGGGAATTTTGGGGGCCGTATCCCAGTGGGGCGCCTGCCATATTTGCCGATCAGGTTGCTAAACTTGGTTTTCGTTCATTGTTGTTTAGCTGTGTTGGCAACGATGCCTTTGGCGTTATGAATATTACCCGATTGTCGCGCGATGGCGTAAATGTACAGGGAATTTCCGTACTGC1
4423 CHIP2111 STM/STY STM3592 STY4211 ATGAATACAACTGCACCTACGGGTTACTGTTCGGTACCTGGCGATGAATACAACTGCACCTACGGGCTTGCTGCAGCAACCTCGTCCATTCTTCATGATCTTTTTTGTAGAATTATGGGAACGATTTGGCTATTACGGCGTCCAGGGCATCCTGGCGGTCTTTTTCGTTAAACAATTGGGTTTTTCTCAGGAACAGGCCTTTATTACCTTTGGCGCTTTTGCAGCACTGGTTTATGGCCTGATCTCCATCGGCGGCTATGTTGGCGACCATCTGTTAGGGACTAAACGCACCCTGGTCC1
4424 CHIP2127 STM/STY STM0951 STY0949 ATGAAACAGATTACAGGCGTCTATACCTTAGATTTGGCCAAAACGGATGAAACAGATTACAGGCGTCTATACCGCACCTCGCCCGCACTGGGTTGGCGATGGATTTCCGGTTCGTTCACTCTTTTCTTATCAGTCACATGCGCAGCAGTTGAGTCCCTTCCTGCTGCTGGATTATGCCGGGCCGCACACCTTTACGCCGGGTAATGAAAAACGCGGCGTTGGGGAGCATCCACACCGCGGTTTCGAGACCGTGACGATTGTTTATAGTGGCGAAGTCGAGCATCGGGACTCTACCGGTCGCG1
4425 CHIP1959 STM/STY STM4444 STY4783 ATGGAAGAGAATAAAGGTTTTTGGTATGTTAGCTAATCGCAACCGGGATGGAAGAGAATAAAGGTTTTTGGTATGCCGACTGGTCGTTCCCGATCTTTGTTGGCCTGCTCTCCTCCGGCGTTTTCGCCGGGACGCATATGTACTATCTGTACGGCATCGGCGCATTTAACGAAGTCGCTTTTGTGGCGATGTTGAAAGCGGGGATGGATACCGGCGTCTACGGCGCGGTCGCCGCTTTCGGCGCCAGCTTTTTATTTGCCCGCATTATCGAAGGTTCGCTGGTCGGAATTCTGGATATCGGCG1
4426 CHIP1975 STM/STY STM4570 STY4921 ATGGCAACTCCACATATTAATGCATTACTCTTTATCGCCCAGCAGTACATGGCAACTCCACATATTAATGCAGAAATGGGTGATTTCGCTGACGTCGTATTGATGCCGGGCGACCCGCTGCGCGCGAAGCACATTGCTGAGACTTTCCTCGAAAATGTTCGCGAAGTGAACAACGTTCGCGGCATGTTAGGTTTCACCGGGACTTACAAAGGCCGTAAGATCTCCGTGATGGGCCACGGTATGGGTATCCCGTCCTGCTCCATCTACACCAAAGAGCTGATCACCGATTTCGGCGTGAAGAAAA1
4427 CHIP4484 STM specificSTM0352 ATGCGTAGAACATTCAAAATTATGTTGTTATTGGCGCACCGCCTTATGCGTAGAACATTCAAAATTATGTTGATAGCCGGCGTCATCGCCGCCATCGGGGGCGTGATTTACATGGCCGGCGAAGCACTATGGGATAAAGACAACGCCGTCGGCCCCCCGGCCAGCGCGCCGCCTCCACCGTCGGTACCGGTTGCTAAAGCCCTTAGCCGTACACTCGCGCCTACGGCGGAATTCACCGGTTTTCTGGCCGCGCCGGAAACCGTGGAGCTGCGTTCGCGCGTGGGAGGAACCCTTGACGCCA1
4428 CHIP4500 STM/STY STM1300 STY1814 ATGCGCCGAAGCCTCGTGTTATAGCTTTACGCGACGCCAATGCGCCGAAGCCTCGTGGTCGCCGTGATGGCGATAATGCCAATGGTCGGGCTGGCAAACCAGAACAGTCGTCCTGATATTCAGGTGAATGTCCCGCCGGAAGTTTTCAGCACGCGCGGTCAGTCGTCCCAGCCCTGCATTCAGTGCTGCGTTTACCAGGATCAGAATTACTCCGAAGGCGCGGTAATAAAAGTGGAAGGCGTCTTGCTCCAGTGCCAGCGTGACGAAAAAACCATCAGCACGAATCCGTTAGTCT1
4429 CHIP1985 STM/STY STM4328 STY4688 ATGCCGCCGGATAATGAGTTACGCCATGCGTTTTCGATGCCGCCGGATAATGAGCTGATGAATGAACTAAAAAAAGAGCTTGGGTTGGTTCAGGGCGTTATCTTGTTAACCACATCATTATTAGGGACTGGCGTTTTTGCGCTTCCGGAGCTGGCTGCGCTGGCGGCAGGCGACATCAGCCTTTGGGCATGGCCGCTGCTCATTATTTTGATTTTCCCTATTGCGATTGTCTTTGCTGTGCTGGGGCGTCACTTTCCACACGCTGGCGGCGTAGCGCATTTTGTCGGGATGG1
4430 CHIP1618 STM/STY STM2819 STY2945 ATGAGTGACGGACTGTCGCTTACCACCACATCATGCCCGTGAGTGACGGACTGTCGCTCCTGTCTCTGTTTGCCAGTAGTTTTCTCAGCGCGACGCTGTTACCCGGTAATTCTGAGGTGGTTTTGGTTGCTATGCTGGTCTCCGGCGTCAGCCATCCCTGGGTCTTAGTCTTAACAGCAACAATGGGTAATAGCCTTGGAGGGGTAACTAACGTTATTCTTGGGCGTTTCTTTCCGCTGCGCAAAACGTCGCGTTGGCAGGAAAAAGCGACTGGCTGGCTAAAGCGTTATGGCG1
4431 CHIP4526 STM/STY STM2196 STY2430 ATGGAGAGTTGCCTTGATATATTCAATTACCCTCTCTTGCGCGGATGGAGAGTTGCCTTGATATATTCAAAATAGTAATAGGTCCATCCAGCTCACGTACCGTAGGGCCGATGCGCGCCGCCTGTCACTTTATTTCATTGCTCAGAGAACAAGAGACGTTACCGCTAATTCGGGAAATTGAAATCGAGCTGTATGGCGCGTTATCGTTAAGCCGCAAGTGCCACAATGTGGATACCGCCCTTTATCTTGGGCTGCTGGGTTGCCAGCCGGAGAATGTCGATCTCCGTTCGTATATGGCGG1
4432 CHIP4542 STM specificSTM2233 ATGAGCATAATATGTTTTTCCTCGACATTATTTTATGTGTATAGCTTTTCTGATGGGATGAGCATAATATGTTTTTCCTCGACATCAAACACATATTTTTCAGAGGAGAACATTCCAGCTTATAAGGCCAGTGGGTTGTGGTCGAATGATTTTTATGCTCTGACCGATGAAGAAGTTGATAAGTATTATATGAAAACTCCACCAAAGGGAATGTATCTCGGTTCATCAAATGGACGTATTGCCTGGGTTTGTATTCCACCTCCAACGCAAGATGATTTAATTTCTGCCGCAAATCAGGAAAAGAAGAAGAGAA1
4433 CHIP4558 STM/STY STM2151 STY2380 ATGAAAATATTATCTGCAGTATTATTATCTGCCTTATTTTACATTCATTTTGCTACTAATATAGTTACCATATGAAAATATTATCTGCAGTATTATTATCTGCCATAATTTTGCCTGCGCATGCTGGTATTGTTATTTATGGTACGCGTGTGATTTACCCGGCAGAGAAGAAAGAAGTCGTTGTACAATTGGTGAATCAGGGCGAGCAAGCTTCGCTGGTACAGTCCTGGATTGATGACGGTAACACTTCATTACCGCCAGAAAAAATTCAGGTGCCATTTATGCTGACGCCGCCAGTGGCGCGCGTTGCCGCTGAGTCTGGTCAGC1
4434 CHIP4574 STM/STY STM2179 STY2409 ATGACTCAACGACGTGATCTACAATTATTCGTTTACGACGCTGGCATGACTCAACGACGTGATCTACAAGCCCTTATTGATGCCGCGCCCGTCGGCAAAATGCAGTGGCGCGTTATCATCTGCTGTTTTCTGGTGGTTATGCTCGACGGTTTCGACACCGCCGCGATTGGCTTCATCGCCCCGGATATTCGTACCCACTGGCAGCTAAGCGCCAGCGAACTTGCGCCGCTGTTTGGCGCAGGGCTGCTGGGGCTTACGGCCGGCGCGCTGCTATGCGGGCCGCTGGCGGATCGCTTTGGCC1
4435 CHIP0361 STM/STY STM1400 STY1720 ATGAATCGAATTCACAGTAATAGCGATTAAGCGCGATAGCCAGCATGAATCGAATTCACAGTAATAGCGACAGCGCCGCAGGAGTAACCGCCTTAACACATCATCACTTAAGCAATGTCAGTTGCGTTTCCTCGGGTTCGCTGGGAAAGCGCCAGCATCGTGTGAATTCTACTTTTGGCGATGGCAACGCCGCGTGTCTGCTATCCGGGAAAATTAGTCTTCAGGAGGCAAGCAATGCGTTGAAGCAACTGCTTGATGCCGTACCCGGAAATCATAAGCGTCCATCATTGCCTGACTTTT1
4436 CHIP2268 STM/STY STM1069 STY1090 ATGAAATATCAACAACTTGAAAATCTTGATTACTTCTTGCCTAATAACGCCTGATGAAATATCAACAACTTGAAAATCTTGAAAGCGGTTGGAAATGGAAATATCTGGTGAAAAAGCACCGCGAAGGGGAGCTGATCACCCGCTACGTGGAAGCCAGTGCTGCCCAGGAAGCCGTCAATTTGTTGTTGGCCCTCGAAAATGAACCGGTGCGGGTAAATGTCTGGATAGACAGGCATATGAATCCTGCCTTGCTTAATCGGATGAAACAAACCATTCGGGCAAGACGCAAACGACACTTCAATGCGGAAC1
4437 CHIP3352 STM specificSTM0764 ATGTATAATGCTACTTATATAAATGAAACTCATCCATTATATTTGTTCTTCAACAAAAATTTCCCGTGTATAATGCTACTTATATAAATGAAACTCATCCAATGCTAATAAGGTTGCAGCTTATGCAATATCGGCATCACCTCGAACTAACATGGCTCGAAGACTGTCTGGCTCTAAAAGAAACGTTGAATTTCTCAAAAGCGTCTGCCTCAAGATATGTGACTCAACCCGCATTTAGTCGTCGGATACAATCTCTCGAAGAATGGGTGGGTACGCCCCTTTTTGAAAGAAGTAAACGGGGAGTCACCCTTACCAAGGCCG1
4438 CHIP3400 STM/STY STM0834 STY0875 ATGAATTCAACCCTTATCGATTCATTATTTTAGTGAAAAAATATCGCTGCCATGAATTCAACCCTTATCGATTCACTTCTGGCCCGTCGTCGGGCTGTAAGCCCGTGGGCGGGCCTCTACTTTTTACAGTCGCTGCTGATTAACCTCGCGCTCGGCTACCCCTTTAGCCTGCTTTATACCGCGGCGTTTACCTGCCTGTTGCTGTTGCTCTGGCGCTACCTGCCCCGCGGACAAAAAGCGCTGCTCGGCATCTGTTCGCTGGTAGCCGCTTGCTATTTTCCCTTTGGCCAGGCTTACGGCGCGCCGA1
4439 CHIP0306 STM/STY STM1302 STY1812 ATGAAATTTGTCTCTTTTAATATCAACGGTTAAACACGAAACGTCGCCCATGAAATTTGTCTCTTTTAATATCAACGGCCTGCGCGCCCGTCCCCATCAGCTTGAAGCGATTGTCGAAAAACACCAGCCCGATGTGATCGGTCTACAGGAGACAAAAGTCCACGACGAAATGTTCCCGCTCGAAGAGGTCGCGAAGCTGGGCTATAACGTTTTCTATCATGGACAAAAGGGCCATTACGGCGTCGCGCTGCTAACAAAAGCCACGCCCATTTCCGTCAGACGCGGTTTCCCGGATGATGGCGAAG1
4440 CHIP2213 STM/STY STM3250 STY3432 ATGGCCAATATCGAAATTCGCTTAGGTCACAGGTGCGGGATGGCCAATATCGAAATTCGCCAGGAATCGCCATCGGCGTTTTATATAAAAGTACATGAAACCGATAATGTCGCAATTATTGTTAATGACCACGGTCTTAAAGCCGGAACACGTTTTCCGGATGGCCTGGAACTGACTGAACATATTCCGCAAGGCCATAAAGTTGCTCTGACGGATATCCCCGCTCACGGCGAAATCATCCGTTATGGCGAAGTCATCGGTTATGCGGTACGCGACATCCCGCGCGGAAGCTGGA1
4441 CHIP3387 STM/STY STM0815 STY0850 ATGTTTCATCGCTTATGGACGTTTACATCACTTTGCGTCTAAACATCGATGTTTCATCGCTTATGGACGTTAATTCGCAAAGAACTGCAATCGCTTTTACGCGAACCGCAAACGCGCGCGATCCTGATTCTGCCGGTGCTGATTCAGGTCATCCTGTTTCCGTTCGCCGCGACGCTTGAAGTCACTAACGCGACTATCGCCATCTATAACGAAGATAACGGCAAACATTCGGTAGAACTTACCCAGCGCTTTGCCCGCGCGAAAGCGTTTACCCATGTGCTATTGCTGAACAGTCCGCAGGAGA1
4442 CHIP2184 STM/STY STM3056 STY3212 ATGCAAAGTGTTGATGTAGCAATAGTTTTAACGAAGCCATTGCGGGTGCAAAGTGTTGATGTAGCAATAGTTGGCGGAGGCATGGTGGGACTGGCTGTCGCCTGCGGCTTGCAGGGGAGCGGTTTGCGCGTTGCGGTACTGGATCACGTTGTCCCCCAGCCGTTGGCGAACGATGCGCCGCCTCAGCTTCGGGTGTCGGCGATTAATGCCGCCAGCGAAAAACTGCTTACCCGTCTTGGCGTATGGTCAAACATTGTGGCGCGACGGGCAAGTTGCTACCACGGTATGGAAGTCTGGGATA1
4443 CHIP0317 STM/STY STM1958 STYnml ATGAAAGAAATCACCGTCACTGATTATGTCAGAAGATGAATCATCGACAATGAAAGAAATCACCGTCACTGAACCTGCCTTTGTCACCCGCTTTTCCTGTTCTGGCTCGGCCTGTCGCGACCACTGTTGTAAGGGCTGGAAAATCACGCTGGATAAGACGACGGTTAAAAAATATCTCGCCAGTAAAGACACGACGATTCGTACCATCGCGCAAGACCATATTATCCTGCTGAAAAAGAACAACAGCCACTGGGGCGAAATTAAGCTGCCTTCGGCGCTGGGGAATTGCCCTTATCTGGATGAGG1
4444 CHIP2224 STM/STY STM3224 STY3404 ATGAATACTGTTGGTACGCCATTATTATGTTATTGCGCTCGTAGTTTCTTATCGATGAATACTGTTGGTACGCCATTATTATGGGGTGGATTCGCGGTTGTTGTGGTGATAATGCTATCCATCGACCTGTTGTTGCAGGGACGCCGTGGCGCACATGCGATGTCGATGAAACAAGCGGCAGGATGGTCAATCCTGTGGGTAACGCTCTCGCTACTGTTTAACGCCGCTTTCTGGTGGTATCTGGCTGAAACGCAAGGGCGCGAAGTTGCTGACCCGCAGGCATTGGCGTTCCTTACCGGCTATCTGATTG1
4445 CHIP2256 STM/STY STM3075 STY3233 ATGCCAGCGGGTATGGCATTATTCTCCCTTTGACAACCTGCATGCCAGCGGGTATGGCAATTGCGCGACGGAGCGCTAACCCCATTATGTTGACGTTAAATCAGGTCGCTTATCGCTGGCCGGATGCCGCAGCCGACTGTTTGCACGCTATCTCGCTTAAACTTCGTGACGGCGAATGGCTGGCGTTGACCGGCGATAACGGCGCGGGAAAATCAACGCTGTTACGGATTATGGCCGGCCTGCTTTCCCCCGCTTCCGGCTCGGTAACGCTTAATGGAGAGCCGATTGCGCAGCTTA1
4446 CHIP2272 STM/STY STM1097 STY1129 ATGAAACGATATATACTGGCTACCGTGTTAGCTCCCGCGATAGGTTGATGAAACGATATATACTGGCTACCGTGATAGCATCTCTTGTTGCAGCCCCGGCAATGGCGCTGGCCGCTGGCAACAATATTCTCAGCGTACATATTCTCGATCAGCAAACAGGTAAACCGGCGCCCGGCGTGGAGGTGGTACTGGAGCAGAAAAAGGATAACGGATGGACGCAATTAAACACCGGGCATACCGACCAGGATGGACGTATTAAAGCACTGTGGCCCGAAAAAGCTGCCGCGCCGGGGGATTATCGCG1
4447 CHIP0312 STM/STY STM2875 STY2996 ATGGAAAATGTAACCTTTGTAAGTAATAGTCATTAATGGTTCGCCATTTTTATGAAATGGAAAATGTAACCTTTGTAAGTAATAGTCATCAGCGTCCTGCCGCAGATAACTTACAGAAATTAAAATCACTTTTGACAAATACCCGGCAGCAAATTAAAAGTCAGACTCAGCAGGTTACCATCAAAAATCTTTATGTAAGCAGTTTCACTTTAGTTTGCTTTCGGAGCGGTAAACTGACGATTAGCAATAATCACGATACGATTTACTGTGACGAACCTGGGATGTTGGTGCTCAAAAAAGAGCAGGTAGTTA1
4448 CHIP0328 STM/STY STM3758 STY4029 ATGTTAGCCTGCCTGACGCTTAATGCGTACAGAAAAATATCGGGATGTTAGCCTGCCTGACGCTACTGTGTCTGGGTGTAGGGCTTGGACATCTTTTTCATTTGTATACGGAAAAGAACCGGGATCCAGAGAAATGTACGGCGCCTGTGATTGTGTTTTATAACAACACTCAGGCTAACCTGACGCTGGATTTTATGTATTCGCTGAAAAAACGCACTGGGGTGGTTTCCATCAGCGGAACATATTACGTCGATAATAAAATGAGCGGCGTGATCCGCCGTGATGTTTCCTATGTATGGA1
4449 CHIP2235 STM/STY STM3167 STY3341 ATGACCTGCATTTTCTGTCAAATAGTTTATGCCTCACGAATTCTGGCATGACCTGCATTTTCTGTCAAATAGTTGAAGGTAAAGCACCTTGTCATAAAGTTTGGGAAGATGAGCATCACCTGGCTTTTTTGTCGATTTTTCCGAATACCGATGGGTTTACCGTAGTGATCCCGAAAAAACATTACCCCAGCTACGCGTTCGATCTACCGCCGCAGGCGTTAGCGGACCTGATGCTGGCGACCCAAAAAGTGGCGAAGAAACTGGATAAGGCTTTCCCGGATGTCAGTCGTACGGGAATGTTCT1
4450 CHIP0368 STM/STY STM1406 STY1714 ATGGATATTGCACAATTAGTGGATATGTTAGATTTTAGCAATGATTCCACTAAGCATGGATATTGCACAATTAGTGGATATGCTCTCCCACATGGCGCACCAGGCAGGCCAGGCCATTAATGACAAAATGAATGGTAATGATTTGCTCAACCCAGAATCGATGATTAAAGCGCAATTTGCCTTACAGCAGTATTCTACATTTATTAATTACGAAAGTTCACTGATCAAAATGATCAAGGATATGCTTAGTGGAATCATTGCTAAAATCTGA1
4451 CHIP2275 STM/STY STM1107 STY1141 ATGAGCGACACATCATCTGCATTAAGGGGTGGCGCGCGGATGAGCGACACATCATCTGCACTTCCGGAAAGCCCCGAGTCTGTCAGTTCGCACAACGCGCTCAGCACGGGTCAACAAACCGTCATAAATAAACTGTTCCGCCGACTGATCGTATTTTTATTCGTGTTGTTTATCTTCTCGTTTTTAGACCGTATCAACATCGGTTTTGCCGGGTTGACGATGGGGCAGGATCTGGGGTTAAGCGCCACCATGTTTGGTCTTGCCACGACGCTGTTTTACGCTACCTACGTCATTT1
4452 CHIP3359 STM/STY STM0778 STY0811 ATGTCATCGTTGCAAATTTCGTTAATTATTGCATCGTCCGGAAATGTCATCGTTGCAAATTTCGCAAGGCACGTTTCGTCTGAGCGATACAAAAACACTTCATCTGGATTCGCTGACGCTCAATGCGGGCGATAGCTGGGCATTCGTTGGGGCTAACGGGAGCGGGAAGTCGGCGCTCGCCCGCGCGCTGGCGGGCGAACTGCCGTTATTAACAGGCGAGCGCCAGTGTCGGTTTACCCGCATTACTCGTCTGTCCTTTGAACAATTGCAAAAGCTGGTCAGCGATGAGTGGCAACGTA1
4453 CHIP1552 STM/STY STM2484 STY2722 ATGGACTGGCTGGCAAAATATTGTTACTTTTTCGGCTGATCTTTCTTCATGGACTGGCTGGCAAAATATTGGTGGATTCTGGTATTGGTGTTTCTGGTAGGCGTACTGCTGAATGTGATCAAAGATCTCAAACGCATCGACCATAAGAAATTCCTTGCCAATAAACCTGAGCTGCCCCCGCATCGCGATTTTAACGATAAGTGGGACGATGAAGACGACTGGCCGAAGAAAGATCAGCCGAAAAAGTAA1
4454 CHIP1529 STM/STY STM2539 STY2785 ATGGCCTTATTACAAATTAGTGAGCCTTAAACCTCGTCTACGGAATGGCATGGCCTTATTACAAATTAGTGAGCCTGGTCTGAGCGCCGCGCCGCATCAGCGTCGTCTGGCGGCGGGCATCGACTTAGGCACTACCAACTCTCTGGTTGCGACGGTTCGCAGCGGCCAGGCGGAAACTCTGCCTGACCACGAAGGGCGCCACCTGTTGCCTTCAGTGGTTCACTATCAGCAGCAGGGCCATACGGTCGGTTACGCTGCGCGTGACAATGCCGCGCAGGATACGGCCAACACTATCAGCTCTGTGA1
4455 CHIP1554 STM/STY STM2482 STY2720 ATGATTACCCTCTATGGCATTAAGAATTGTTACACCTCATCAAAAAACTGCTGAATGATTACCCTCTATGGCATTAAGAATTGCGACACGATCAAAAAAGCGCGCCATTGGCTGGAGGAACATGGCATTGATTATCGTTTTCACGATTACCGTGTGGATGGCATAGACCTCCCTCTTCTTAATACCTTTATTGCCGAACTCGGCTGGCAGCCTTTACTGAATACGCGCGGCACAACATGGCGCAAACTGGATGAAGGCCACCGCAGCGGGATTACCGATGCCGACTCCGCCGCTGCTCTCATGGTTGAAC1
4456 CHIP1579 STM/STY STM0480 STY0524 ATGTCGCTTGAAAATGCCCTTACTCTGTTTGCGAGTCGTCTTCATGTCGCTTGAAAATGCCCCTGATGAAGTCAAACTGGCCGTGGATTTAATTGTGCTGCTTGAAGAGAATCGCTTACCGGCACGAACGGTGCTACGCGCGCTGGAAATAGTTATGCGTGATTATGAAAACAAGTTAAAAAGTACGGAAGACGACTCGCAAACAGAGTAA1
4457 CHIP1696 STM/STY STM1797 STY1925 ATGGGAATTATCGCCTGGATTAGCCGCGTCGCAGAAGATGGGAATTATCGCCTGGATTGTTTTTGGTTTGATTGCCGGCGTTATCGCCAAATTGCTTATGCCGGGGCGCGATGGCGGGGGATTTATCCTGACCTGTATTCTCGGTATCGTCGGGGCGGTCGTTGGCGGATGGCTGGCGACGATGTTTGGTATTGGCGGCAGTATCAGCGGCTTTAATCTGCACAGTTTCCTGGTCGCCGTGGTGGGCGCGATCGTGGTGCTGGTGATTTTCCGCCTTCTGCGACGCGGCTAA1
4458 CHIP3536 STM/STY STM4194 STY4411 ATGGCACTCCCCCGCATTACTTAACGTCTGCCGCGCGTATGGCACTCCCCCGCATTACCCAAAAAGAGATGACCGAGCGCGAACAGCGCGAACTGAAAACGTTGCTGGACCGCGCCCGTATTGCACACGGTCGTCCGCTGACCAATTCTGAGACCAACAGCGTAAAAAAGGAGTACATCGATAAGCTGATGGCGCTGCGTGAGGCTGAAGCGAAAAAAGCCCGCCAGTTGAAGAAGAAGCAGGCGTATAAACCCGATACGGAAGCGTCATTCTCCTGGTCGGCGAATACGCCGA1
4459 CHIP2014 STM/STY STM4531 STY4889 ATGTTTGATACTTTAGGTCAGGCAAAAAAATATCTTAACAACAGCGCATACCGCATGTTTGATACTTTAGGTCAGGCAAAAAAATATCTCGGCCAGGCGGCAAAAATGTTGATTGGTATTCCGGACTACGACAACTATGTCGAGCACATGAAAACCAACCATCCCGACAAGCCGTACATGACCTATGAAGAGTTCTTCCGCGAACGTCAGCAAGCACGTTACGGCGGCGATGGCAAAGGCGGTATGCGCTGTTGTTAA1
4460 CHIP2067 STM/STY STM3525 STY4278 ATGAAAGAGCGATTCATGGAACTTACGCGCCATTCGCGACATGAAAGAGCGATTCATGGAACAATTTGAATGTATCACTGTAGAAGAGGCGTATCAGAAACTGCACCAGGGCGCGGCGGTGCTGGTCGATATTCGCGATCCGCAAAGTTATGCCATGGGTCATGCGCCGCAGGCGTTTCACTTGACTAACGATACGCTGGGCGCGTTTATGCGTGAGCATGGTTTCGATACCGCCGTGATGGTAATGTGCTATCACGGCAACAGTAGTAAAGGCGCCGCGCAGTATCTGCTCCAGC1
4461 CHIP2116 STM/STY STM3565 STY4247 ATGAAGCTGACCATTCTTCGTTTAGTTAGCGCTTCTCCCAGCCATGAAGCTGACCATTCTTCGTTTAGAACACTTTAGCGCTCAGGATCAGATCGATCTGGGCAAAATCTGGCCGGAATATTCCGCCTCCTCATTAAGCGTAGATGAAACGCACCGGATTTATGCCGCGCGGTTTAATGAGCGTTTGTTGGGCGCCGTAAGAGTGACGCTGAGCGGAACGCAGGGCGCGCTGGATTCCTTACGCGTGCGTGAAATCACCCGTCGCCGCGGCGTCGGGCAATACCTGGTAGAAGAAGTCA1



4462 CHIP3598 STM/STY STM4314 STY4514 ATGAGATATCTGACAATGCAGTATAAGAACTTACGTAATATCGACTGATATGTAAAACTCATTCTTGAGATATCTGACAATGCAGTATAAGAACAAAGCAAAACATATTAATATAAGAGATGGGATTCTGTTGCTCGCTAAAAAATTCGACCTAACATTGAGCGAAAAAAAAGTTATTTATTACGTGGCAGCAGGATTATCTGTTAAAAGTTGCTCAAATTTATTAGATCGAAATATAAAAACGATTTCAACACAAAAGAGATCAGCCTATAAAAAAATGGATATTACTACTGATGTTGAATTAATCCATTTGATGCTGA1
4463 CHIP3559 STM specificSTM4218 ATGCGAAAAATTATTGTTCCCCTTACAGCCCCAGCGCGACATGCGAAAAATTATTGTTCCCCGACTTTCCGGCTGGCTGGTTGCCTCTGTCGTACTGTTTGCGCTTATCGGCTGGACATCATCAGCGCAAATTCCGGTCGTCATCTATAAACTCAGCCTGGTTTCGTTATCAGCGGTGCTGGGTTACTGGCTCGACCGTAGTCTTTTCCCCTGGGCACGTCCCGACTCCTTTTGCCCCTGGGAAGAATCGCTGTGCTGCGCCGCGGCGATGATTCGTCGCGCGATCATCGTTGCGG1
4464 CHIP4041 STM/STY STM2731 STY4638 ATGGCTGATTCAATGGACCTCTTATACAGCACCTCCGTTGTAGTATGGCTGATTCAATGGACCTCGTACAGCAGCGCGTTGAAGAAGAACGCCAGCGCCACATCCATACCGCCCGCAATAAAACGCCGGGCGTTTCCCGTGTTCTCTGCATTGATTGCGATGCACCGATCCCGCCAGCACGCCGCCGCGCCATTCCGGGCGTGCAGTGCTGCATCACCTGTCAGGAAATCGCAGAGCTGAAAGGCAAACACTACAACGGAGGTGCTGTATGA1
4465 CHIP2498 STM/STY STM3658 STY4140 ATGCAGCCTAAAATTAACTGGATTGTTAGCTAACCCATTTCCGTTTATCAATGCAGCCTAAAATTAACTGGATTGATAACCTGCGAGGGATCGCCTGTTTAATGGTAGTGATGATCCATACTACAACGTGGTACATCACCAACGCCCACAGCGTCAGCCCGCTAAACTGGGATATTGCGAATGTCCTGAATTCGGCTTCGCGCGTTAGCGTTCCCCTGTTTTTTATGATTTCAGGCTATCTTTTTTTTGGCGAGCGCTGCGCGCAACCGCGGCATTTTTTACGTATCGCCCTGTGCCTTATCTTTT1
4466 CHIP3728 STM specificSTM4574 ATGAAAAAAATTTTGCTTATTACTGCAATTAGAGATATTTAAGCGTGATGGTTGATGAAAAAAATTTTGCTTATTACTGCAATTGCAGCTTCCTTTGCTACAACCAGCGTGAATGCTGACACTACTGCCGTATTAAAAGTCACCGGTCAACTGGTTGTTGGTGGTTGTACCCCAGAACTCAGCGGCGGCGGCGTGGTTGATTACGGTACTATCCGCCTCGCCACACTTTCCGCAACCGATGTAAACCAACTGGGTACTAAAGATGTCTCTCTGAGTATCTCTTGTCCGTCTGCAACCAAAGCAGCATGGA1
4467 CHIP3775 STM/STY STM0318 STY0363 ATGACACAGGCTAACCTCAGCGTTAACACAATCTATGATTAATCCAGTCGGATGACACAGGCTAACCTCAGCGAAACCCTGTTCAAACCCCGCTTTAAACATACTGAAACGTCTACCCTTGTCCGTCGGTTCAATCGTGGGTCGCAGCCGCCCATGCAATCCGCGCTGGACGGTAAGAACGTCCCGCACTGGTATCGCATGATAAACCGCCTGATGTGGATTTGGCGCGGCGTTGACCCACGAGAAATCCTTGATGTGCAGGCGCGCATTGTGATGAGCGACGCAGAGCGAACGGATGATGATTTAT1
4468 CHIP1311 STM/STY STM0004 STY0004 ATGAGACCATAATGAGCAGGTCAGCTTATTATTGGCGGGTCATCATCAGCAGACCATAATGAGCAGGTCAGCTTTGCGCAGGCCGTCACGCAAGGACTGGGCAAACAGCAGGGACTTTTTTTTCCGCACGATCTGCCGGAGTTTAGCCTGACGGAAATTGATGAGATGCTCAACCAGGACTTTGTCAGCCGTAGCGCAAAGATCCTCTCGGCATTTATTGGCGATGAAATACCGCAGCAAATTCTGGAAGAGCGCGTCCGCGCGGCGTTTGCGTTCCCGGCACCGGTAGCGCAGGTAGAAAGCGAT1
4469 CHIP3979 STM/STY STM1485 STY1582 ATGGGGTTGAATGAAAACCATTACGCAGCCGGTTGAGTGTGGGGTTGAATGAAAACCAAATCGAGGGTATCAAAATGAAAAAAGTATTAGCTCTGGTTGTTGCCGCTGCAATGGGTCTCTCTTCCGCAGCATTCGCGGCTGAGACTGCAACGCCTGCGAAAACCGCAGCGCCTGCCAAAACAACCCAGACCACCCAGCACCACAAAAAACAGCATAAGAAAACCGTTGAGCAAAAAGCGCAGGCGGCTAAAAAGCACCAGAAAAAAGGTGGTAAAGCGCCAGCCAAAACCACGT1
4470 CHIP3956 STM/STY STM1438 STY1684 ATGTTCGCGGGTATCGTGTTAAAAGAGTGAAGGTTGTTGAGGATCATGTTCGCGGGTATCGTGTTCGGTTTGCTTATTCATAGCAGGCAGTATAGTAGACCAGTCGGTCTACTACAAGCAGAGTTGCCATAATGTCAGTTAGCGTCTTCAATAGTCATAAGCGTCAAACGTTGAGGAGGGGATGTGGCCGAGCAGTTGGAGTTTTTTCCTGTAGCAAGCCCATGTCGCGGTATCTGCCAGTCTGATGAGCGTGGCTTTTGTCGGGGCTGTATGCGCAGCCGCGACGAACGGTTTAACTGGC0
4471 CHIP2621 STM/STY STM0030 STY0036 ATGCGGCCAATAAAAAATGCTTAAACCGACAAATCGCATAAGGATGCGGCCAATAAAAAATGCTAAAAAAATTGACTACAATCTGATCAAAGTGTTCGATACGGTTATTACTGAAGGAAATGCAACCAGGGCGGCGAGGAAACTGGATGTCACGCCTGCGGCGATCTCTCAGGCTCTTCTTCGTTTACAAAATCTTTATGGCGAAGAGTTATTTATCAGAACCCGCAAAGGATTAGTTCCGTCCAGCAAAGGTAAATCGCTTCACCAGGTATTTCGCCAGGCAATTGAATCTATAGAAA1
4472 CHIP2637 STM/STY STM0064 STY0073 ATGCATGAAGCACAAATCCGTTATAATACATCCAGCCCCAGCAATGCATGAAGCACAAATCCGCGTCGCCATTGCCGGCGCCGGTGGCCGCATGGGACGGCAGTTAATCCAGGCCGCCATGGCGATGGAAGGTGTTCAGCTGGGTGCCGCGCTGGAGCGCGAAGGCTCTTCCTTGCTGGGCAGCGATGCTGGCGAACTGGCAGGGGCGGGAAAGTCCGGCGTGATCGTTCAAAGCAGCCTTGAGGCGGTAAAAGATGATTTTGACGTTTTCATCGATTTTACCCGTCCGGAAGGCACGT1
4473 CHIP2622 STM/STY STM0031 STY0038 ATGACTATTTATTTAATTAACAGCACGCATTATCGTATTAAATAAATAACCATTATGACCATGGTATGACTATTTATTTAATTAACAGCACGCACACTTACAATGATAAGACCAATGAGCTAAAAAAGATAAAAACGGGAAAGATGATAAAAATTGCCGCAATGCGCATAAAGTGTCTGGAATATATGCTGAATCATGCACAACAAGAGATTATTTATAAAAAACAACTCACTAATGAACTTTGGGGGGAAAGAAGTCAATTTATCAGCGACGCCAACCTGACCCAGATATTATATCTACTGCGGCGCGACCTTAAAGGCT1
4474 CHIP2623 STM/STY STM0034 STY0041 ATGAAAAATAAGAAATATATTAATAGTCTACTCGTTAAAACTCGAAGCCGATCAGGATGAAAAATAAGAAATATATTAATAGTCTACTCGCCGCATGTGTTCTTTTCTCTTGCTTTAATGGCCAGGCAGCGGAATTGAAACGCGTATACGGTAAACTTAGCTTCGGATATGGCGACTGGAATAAAGGCTTTGTCAATGTCGATCGCGGCGAAGTGTGGAAAGCGGTAGCCGATTTCGGCGCCGTGTTTGACAGGGGCGAATTTGCATCATTTTATGAAATGAACGTGCTCAACCATCCGGTAGAAGGCCGTA1
4475 CHIP4498 STM/STY STM1159 STY1197 ATGCGTCGTCTCTTTCATTTTCTTAGAAGAAAAGGAGATAAACAATATCCAATGCGTCGTCTCTTTCATTTTCTGATGAATAATATTCGCGAACATTTCATGCTTTACGTTATTCTTTGGTCGCTGCTGGCGGTGATGGATATTGTTTATCTCCTTTTCTTCTGA1
4476 CHIP3096 STM specificSTM2508 ATGGACGTACTTCTAATGAGAGATATTGAGTTAACTATATAACCAACGCCCAGCTGTGGACGTACTTCTAATGAGAGATATTGAGAAAGAAATTATCGATTTTATCGATCAGGAATATAACACTAAAAAGTACTTTCTCTGTGGGCCAAAGCGAATCATCACGCTTGATACCAGTATTAGGGATGATCTTAAACTCGTTTTTGAAGATAGTGAAGAACTTCTACAAAAGTACTTCAAGCGTTGGAATGTAGATTCAGAAGGATTTGACATACTCAACTATCTGAATCCAGAGTACTTTGGAAGTAAAGAGC1
4477 CHIP3217 STM/STY STM3272 STY3455 ATGCTAATTCGAGTAGAAATTCCTATTGATTAAAAACGATTGAAGTGGTCGTGATGCTAATTCGAGTAGAAATTCCTATTGATGCGCCTGGTATTGATGCGCTGTTACGCCGTTCATTCGAAAGCGATGCGGAAGCGAAGCTGGTTCACGATTTGCGTGAAGATGGTTTTCTGACGCTCGGACTGGTGGCCACGGATGATGAAGGTCAGGTGGTGGGCTATGTCGCCTTTAGCCCGGTTGATGTGCAGGGCGAAGATTTACAGTGGGTCGGCATGGCGCCGCTGGCGGTCGATGAAAAGTATCGCGGGC1
4478 CHIP3198 STM/STY STM3232 STY3412 ATGAAAAAATTAGAAGATGTTGGTGTACTGTTACCACTTTTTATTCAGCAGACGGATGAAAAAATTAGAAGATGTTGGTGTACTGATAGCGCGTATTTTAATGCCAGTTCTGTTTATTACCGCAGGATGGGGAAAAATTAGCGGCTATGCGGGCACACAGCAGTATATGGAAGCGATGGGCGTACCAGGATTCCTGCTGCCGCTCACCATACTGCTTGAGTTCGGCGGCGGTCTGGCGATTCTGCTGGGGTTCCTCACCCGCACCACTGCGCTTTTCACCGCTGGTTTTACGTTGCTGACGGCATTGATCT1
4479 CHIP3443 STM specificSTM0899 ATGAACACAGATCTGAAGCAAAACTTTTACTTAAATTTCGTCGCCCGATGAACACAGATCTGAAGCAAAACTTAATCGCTCTCCTGGAAGAGCAATTCATCCGCTCCGATGACAAAGTTGTTTTCGATTATGTGATGCAGAAAAAAATCAAGTCTCAGGGATACCACCTGCAACGCAATTTCAGCATCAGCATTAGCGGTGGTCGTAAAGGCTTTATTGATTGCCTGGTTGCATCACCTGACGGCCAACAGTGTGCCATCGAAGTTGACAAACGCACACCTCGCAGCCGCTCGCTGTTGAAAC1
4480 CHIP3500 STM/STY STM0987 STY0989 ATGGATCATCGTCTGCTTGAATTATGATTTACTCTCATCAGATGTCAGGATGGATCATCGTCTGCTTGAAATCATCGCCTGCCCGGTATGTAACGGCAAACTCTGGTATAACCAGGAACAGCAAGAATTAATTTGCAAACTGGACAATCTCGCTTTCCCGTTACGCGACGGCATTCCTGTATTGCTGGAAAATGAAGCTCGCGCCCTGACATCTGATGAGAGTAAATCATGA1
4481 CHIP3462 STM specificSTM0919 ATGGAGACATTTCACTGGAAAATACGTTAAACGACAACCTGTTCAAACGATGGAGACATTTCACTGGAAAATACGCCCGGATATGACAATGGAGGCCGAACCGCAGGTCATTGCTGTGAAGATGGGGGACGGATATGAGCAGCGTCGCCCGGCAGGCCTCAATAGCAACCTGGCGAAATACAATGTGACCATAAAAGTGCGCAAAGGCGAGCATCAGCGGCTGGATGCTTTCCTCTCCCGGCATGGCGCGGTGAAGTCTTTCCTTTGGACGCCACCGTATACCTGGACGCAAATCCGGGTGGTGA1
4482 CHIP3346 STM/STY STM0757 STY0798 ATGGATTTTTTTAGTACGCACAACATTAACGGGAAAGCGCGCGATGGATTTTTTTAGTACGCACAACATACTGATTCATATTCCGATTGGCGCTGGCGGGTACGATCTCTCGTGGATCGAAGCGGTAGGAACCATCGCCGGCCTGCTCTGTATTTGGCTTGCCAGTCTGGAGAAGATCAGCAACTACTTTTTTGGACTGGTTAACGTTACCCTGTTTGCGATTATTTTCTTTCAGATCCAGCTTTATGCCAGCCTGTTGCTGCAACTCTTTTTCTTTGCCGCCAATATTTATGGCTGGT1
4483 CHIP1070 STM specificPSLT053 ATGATGTCGAATGAGAGAAGAAAAACTTATTGACTCAAATTTCTCTCAAGGACCGTGATGTCGAATGAGAGAAGAAAAACTATTGGCAGACAGTTAAATACCCAGGCGTCAATGGTTGAGATGACTGACACCCAAAGAAGTCAGGTATTTACCCTAAAAACCGGCAGGAAGATAACGTTCAGGTTTGTTCGGGTACCTGCATCGGACGTTGAAAGTAAGACATTCGTAAACCAGGAAACCAACGGAAGAGATCAACTTGCTCTGACCAGGGAGTCCCTGAAATCTATTATCCAGACGATTAAGTTTCAGC1
4484 CHIP1110 STM specificPSLT101 ATGAACGAAGTCTATGTCATTGCCTTACTGTTTGTGCTTATCCTGATACTCTTTTGGTGAACGAAGTCTATGTCATTGCCGGCGGAGAATGGCTGAGTAATAACCTGAACGCCATTGCGGCCTTCATGAGCACCCGGACGTGGGACTCCATTGAGAAAATTGCGCTGACCCTGTCCGTTCTCGCGGTGTCCGTTATGTGGGTACAGCGACATAACGTGATGGATCTGCTGGGCTGGGTGGCGGTGTTTGTGCTGATATCACTTCTGGTGACCATACGGACATCAGTACAGATAATTGATAACAGCGACCTGG1
4485 CHIP1079 STM specificPSLT065 ATGCGCAACGTCAACGGCTTACGGCAAAAAGTTTTGTGGGTGTCGCAACGTCAACGGCAGGCTTGCTGCGACCGTTCCGGTCACGCCGCCCCTGGCGCGCCGTTTCCTGCGCTTTTCGCACCCCGGCGGTAAGGCTGCCGGGCTGTAAGGCGCAACGCCGTTTCGCGTGCCGCGTCCCGACGTTGCGGCGGGTTCCTGCTCATCTCCGCTTCTGGTGCCGTTACCCGTTTAAGTCCCTGTCGCCGGGGGCTGATACAGCCACAACCCGCCGCACTGGCTGTCCAAGGTGAAATGAA1
4486 CHIP0169 STM specificPSLT077 ATGAGCGCTATTTTAAGTGTTCAGGTTAGAGGCCGACGACAGCATGAGCGCTATTTTAAGTGTTCAGGGTGCTTCTGCGCCCGTTAAAAAGAAATCGTTTCTGTCTACGTTCACACGTCTGAACCTGCTGAAACTTGCCCGCGCAGTGATCCCGGCGGCAGTACTGATATTCTTTTTCCCGCAACTGGCAATGGCTGCCGGCGGTTCGCAGGACCTGATGGCCAGCGGTAACGGTACGGTCAAGGCGACATTTGGTAAGGATTCCAGCGCCGTCAAGTGGGTTATTCTCGCGGAAGTGC1
4487 CHIP0419 STM specificPSLT017 ATGTCATTTCATCACCGGGTATTTAAACTTATTCACAATAAACCTCCTGAACTTTGGTGTCATTTCATCACCGGGTATTTAAACTGTCGGCGCTGAGTCTCGCCTTATTTTCTCACCTATCTTTTGCCAGCACTGACTCAGAGCTGAACCTGGATTTCCTGCAGGGAATGAGCGCCATTCCCTCCGTATTAAAATCCGGCTCGGATTTTCCGGCCGGACAGTATTATGTCGACGTCATTGTTAACCAGGAAAACGTGGGTAAAGCCCGTTTGTCCATTACGCCACAGGAAGAATCAGCAAATGCCCTGTGCC1
4488 CHIP0421 STM specificPSLT014 ATGTTAAAATTACTAATTGCTTCAGTCATCATTATTGCAGTTGCACACTTATTAACACTATGTTAAAATTACTAATTGCTTCAGTCATCATCATGGGGGGAACGGTCATCACTTACCCTGCTCATGCAAAAACCACAACTGTATCCACATATAGTCAAGGAATCTACCAATACCAAATGCAGGCAAGTAACTTTATGATTAAGTCAGACCAAGCAGCCCTTTCTATGGTAACAATGACTTCATTCAGTCAGTGCAACGTACAAATTATATCGCGTACCTGTAATGGAACAGCTATGGTTATAGCACCCGATGGAA1
4489 CHIP4754 STM specificPSLT059 GATGTCCTCGGCTGGAAGTACGGCCTCCGGATAAAAGACGATGTCCTCGGCTGGAAGTATTCCGGCAATCGCCACCACCCGACGGAAAAGCCCGTTACCAGCCTGCAACCGCTGATTGAGTCTTTCACACACACGAACGCCATTGTTCTCGACCCGTTTGCCGGCTCCGCCTCCACCTGCGTTGCCGCGTTACAGGCGGGGCGCAGATATATCGGTATCGAGCTGATGGAGCAGTACCACAAAGCCGGGATTGAGCGCCTGACAGCCGTACAGCGCGCCATGCAACGCCCGGCCG1
4490 CHIP4758 STM/STY STM1919 STY2128 TTTAACCGTATCCGCGTTGTCCTTCACGAACCTGCGTTACTTTAACCGTATCCGCGTTGTCACAATGCTGATGATGGTGCTGGGGGTTTTCGCACTGCTACAGCTTGTTTCCGGTGGTTTGCTGTTTTCTTCATTACAGCATAACCAGCAAGGTTTTGTTATTTCTAACGAATTACGTCAGCAACAAAGCGAACTCACGTCGACATGGGACTTAATGCTGCAAACGCGCATTAACCTGAGCCGCTCCGCCGCACGCATGATGATGGACGCTTCTAACCAGCAGAGCAGCGCCAAAA1
4491 CHIP4762 STM/STY TGCGCTCATGTTGTTAGACCAAGTCATAAAGCGCCACACCTGCGCTCATGTTGTTAGACCCTTACGGCACGGCGCCTTTAAGCGCTTATGCCGGGGTCTGGAGTCTGGAACCGGCTGAGATCATAGTCACGGTCCAGGATGCGGCAAAAACGGCGATGCCGGTAGAACATCTTTACACCCTTACGGCAGGCGCAAATCTGTTGCCGGTTCTGGGGCTGGTAGCGGATACTGAAAACCGTATTGTCTTTTCTCAGGCAGATACGCCGCTTGCCGTCTATACGCTCATCACACAGCCA0
4492 CHIP4766 STM/STY AACCCACCGTCTGTTGTACCCGTCAATGCCTTGTTTTTCAAACCCACCGTCTGTTGTACCAGGCATTTCCGACTATCGGCGGCATCGTACACACCCATTCGCGCCACGCGACTATCTGGGCGCAGGCGGGTCAGCCAATTCCGGCGACGGGAACCACCCATGCCGACTATTTCTACGGTACGATTCCCTGCACTCGCAAAATGACCGAGGCGGAAATTAATGGCGAGTATGAATGGGAAACGGGCAATGTCATTGTTGAAACCTTTGAAAAACAAGGCATTGACG0
4493 CHIP4770 STM/STY ATTTTCGAAACGCAATCCACTTTCAAAACCGGGATAATGCATTTTCGAAACGCAATCCACCCATAAAATGCTGGCGGCTTTTTCGCAGGCGTCGCTTATTCATATCAAAGGGGAATATGACGAAGAGACGTTTAACGAAGCGTTTATGATGCACACTTCCACATCGCCGAGCTATCCCATTGTCGCCTCTATCGAGACCGCAGCGGCGATGCTGCGCGGCAATCCAGGGAAAAGATTGATTAATCGTTCGGTGGAACGGGCGCTCCATTTTCGTAAAGAGGTACAGCGGCTACGTG0
4494 CHIP4774 STM/STY STM0291 STY0321 TTATGGCCGATCAAATAGCCCGGTGCAGTAACAGGTGATGTTATGGCCGATCAAATAGCCTCCGGGGTATTGCAACTGGGCGAGGCCATCGGGCGCTCCATCCACCACACGGCAGGAAAAATCCTCACCGGTTCGGAGAATGTCAGCACCAACAGTCGCCCGGCGGCGCGCGCGGTACTGAGTACGGTGAAATGCGATAACCATATCGCAGAAAAACGCATCGCCCAAGGGTCGGAAAATATCTACATCAACAGCCAGCCCGCCGCCCGTAAGGATGACCACACCGAATGCGACGC1
4495 CHIP4850 STM/STY CACAGCCTGGGAAGGTTTTAGCCGGAGAACAGTTCATCATCACAGCCTGGGAAGGTTTTACCAAAGGTGACTGGCAGAATGAAGTAAACGTCCGTGACTTCATTCAGAAAAACTACACTCCGTATGAGGGTGACGAGTCCTTCCTGGCTGGCGCTACTGACGCGACCACCAAGCTGTGGGACAGCGTAATGGAAGGCGTTAAACAGGAAAACCGCACTCACGCGCCTGTTGACTTTGACACCTCCGTTGCTTCCACCATCACTTCTCACGACGCTGGCTACATCAACAAAGCGCTT0
4496 CHIP4854 STM/STY AATGCATCATACCCGACAGGTCTGTCGTGAGTGGATCTGGAATGCATCATACCCGACAGGCGTCGAAAACCACGGCGGTTCGCTCCGCATCTGGTTTCTGTATAAAGGTAAACGTGTCAGGGAAAACCTTGGTATCCCTGACACTGCAAAAAATCGCAAGATAGCTGGCGAACTGCGTTCTTCGGTTTGTTTTGCGATAAGGATGGGGAATTTTAACTATGTGGAAAAATTCCCAAACTCACCGAACCTTGCCCGGTTCGGTCAGGATAGAAAGGAAATTACTGTGCTGGAGCTTA0
4497 CHIP4858 STM specific GTTGAGCCACAACCACTGACGCATTTGGCCTGTCAGATTTGTTGAGCCACAACCACTGACGGTGGCCGGAACGCTGAATAACGCGCTGGCGGAACAAATCCGCGCCAGATGGGCAGAGTGGTCCGTGTCGCCGGACGTGACCGGACAATATACGCGCCCGGTACTGGAGCGCCTTTTGTTACGCACATGGTTGCGGGACGGGGAGGTGTTCTCCCAGATGGTGGCGGGAAAAATGCCGGGGCTTGAGCCGGTGGCGGGCGTACCGTTCTGGCTTGAGGCGATGGAACCGGATTATG0
4498 CHIP4862 STM specific AGCCAGGTGAGGACGTACAGAAATTACCGTCTGTTGTCATGCAGCCAGGTGAGGACGTACAGAAAAAGCTTATTCAACTGTTCACGACCGGGCAGAAGCGCGGATTCCGGATCAAGTATCCGAACGGCACTGTTGATGTGTTCAGAGGCTGGGTGAGCTCGCTGGGGAAAACGGTGCAGAGTAAGGATGAGATCGCCCGTACAGTAAAAATTACCAGTGTGGGCCGTCCGTACATGGCTGAAGAGGATGCACCGGAAGTGGTTAGTGTTACCGGACTGACAGTGGAACCGACAAATGC0
4499 CHIP4866 STM/STY GAAAAAGCGAACGTCGAAAGGGTTAACAAGCCAACCTGGAGAAAAAGCGAACGTCGAAAGCGTGTTTACCGTAAACGGCTTTAGCTTTAGCGGTCAGGGACAAAACTCAGGGATGGCATTTGTCAGCCTTAAACCCTGGGAAGAGCGTAACGGTGAAGAAAATAGCGTCGAAGCCGTTATCGCCAGAGCGACACGCGCCTTTAGCCAGATTCGCGACGGGTTGGTGTTCCCCTTCAACATGCCGGCAATTGTCGAGTTAGGTACCGCAACAGGTTTCGACTTCGAACTGATTGATC0
4500 CTRL005 none human placenta gene 60
4501 CHIP5112 STY specific STY2053 ATGGATATAACCTTTTGTACTTATAAACCTGGTTAACAGGATGCTCTGACTCGCGTGGATATAACCTTTTGTACTTATAAACCTGGAGGCATCGTGGAAAAAATAAAGAAACTATTTAGTAGCAAATACGCAGTCATACGTCGTGATGACCTGTCAGTTATAGCCGAAATGGATTACTTCCCTGAAACCCCAAAATCAATGATGTATCGTAATGGTCGAAAGGCAATTTTTTTACCGATGAGGGTAAGTGACATTATGGGAAATGATAAACTGCTGGATGAATTGCGAGTCAGAGCATCCTGTTAG0
4502 CHIP5218 STM/STY STY3632 ATGAAAGGCATCATTCTGGCGTTAATACTGGCGCGGACGATGAAAGGCATCATTCTGGCGGGAGGTTCCGGTACCCGGTTGCATCCCATTACGCGCGGCGTATCAAAGCAGCTTCTGCCCGTCTACGATAAACCGATGATTTACTATCCGTTATCGGTGCTAATGCTGGCGGGCATTCGTGAGATCTTGATCATCACCACGCCGGAGGATAAACGCGACTTTCAGCGTTTGTTGGGCGACGGCGCAGCATTCGGTATCGATTTACATTATGCCGAGCAGCCCAGTCCGGACGGGC0
4503 CHIP5233 STY specific STY3670 ATGAAACGTATAACTTTCTCCTTTACGTTAGTTAGTTGTTCCCCAAAGAGCCGATGAAACGTATAACTTTCTCCTTTACGTTAGTAGCAATCATCATAGCCTTGGCTGGATGTGCTTTGCCAGATAAAGACGGCGACTTCGGAGCTTATGTTCATACCTGTCAGCAATATGCATACGGAAAATCCTATGCCTTTGAGAATAGAGACTTCGCGTATAAGGTCTGTAAGGACGCGGCGAAACTGTGGAGTGACGAAGTTCCTGGCTATGTCATCAGGCAAATTCAACTACATCCTGAAATACCCAGCGAAG0
4504 CHIP5255 STY specific STY2889 ATGCTTATTGGCTATGTACGCGTTAGGGAGATTTATTGTTCTTATTTGCCATGCTTATTGGCTATGTACGCGTGTCAACAAATGACCAGAATACCGATTTGCAACGCAATGCACTGAACTGCGCGGGATGTGAGCGGATTTTTGAGGACAAAATCAGTGGCACCAAGTCCGACAGACCGGGGCTGAAAAAGCTGCTCAGGACACTATCGGCAGGAGACACGCTGGTTGTCTGGAAGCTGGACAGACTGGGGCGCAGTATGCGGCATCTTGTTACGCTGATAGAAGAGCTGCGCCAGCGTGGCGTGA0
4505 CHIP5271 STY specific STY3950 ATGAGGACTATCGTTCGGGTTATCTTAATGATTCTGTGTTTTTTCGTCCTTTGAGGACTATCGTTCGGGTTATCTTTCTGGCGCTGCTGTTTCTGGCGGGGAGCGCCCGCGCCGCCTTACCACTGACGCTCTATCTGTCCACGCTCCCAATGCCTGCTGCCAGTGAAGCCTGGCCAACGATGCCGCCACAGCCGCTGCCAAAGGGGTTGCGTCCGTGTTGCGCTTTTGGTTACGACCTGCATGCCGAGCTGCTGGGACTGCCGGTTCCGTTTTATCAGTTAAATAACGTCGTGACGGTAGACTCGC0
4506 CHIP5014 STM/STY STY1545 ATGAAACTACAGGTGGCTGCATTACGCGGACAAGCGGTTATGAAACTACAGGTGGCTGCATTTTTAAGTTTTCTGATAATGCCTTACGCGCTAGCGGAAGATCAGGGGGGATTAAAAAAAGACGTGGCACCGCCGCCGCCTCATGCTATTGAGGATGGTTATCGCGGTACGGATGATGCAGAAAAAATGACCATCGAACAGGCAAAAACCCTGCATGATGGCGCGACCGTTTCGCTGCGCGGCAACCTTATTGATCATAAAGGCGACGATCGCTATGTATTTCGTGATAAGTCCG0
4507 CHIP5130 STY specific STY2071 ATGACTAAGAAAATAAAATGTGCTTATCACCTTAAAGTTCGTGTGCCATCTGGATGACTAAGAAAATAAAATGTGCTTATCACCTTTGCAATAAAGAAATTGAAGAAAGCAAAATCATTACAAGACCACTTCATTTCATGCGTGGAGTTATACCAACGACGGAAATGAAAAAATATTGTAGTGAAATCTGTGCCGAAAAAGACCAGATGGCACACGAACTTTAA0
4508 CHIP5146 STY specific STY2349 ATGATAATACAAAGAAAATCTCTATTTCTTTGCTTATTCAACGCGCAGATAGTGCGTGATAATACAAAGAAAATCTCTATTTCTTTGCGCCCTGCTTCTACTCTTCGCCACCGCCAGGGCTGAAATTACGGAGCAGCAGATCGAGGCCGACTGCGCAAAAATTCCAGTTTTGGCCAGCCAGGGCGAACAGCTTTACAAGACCCAAAAGTATGCCAAAGCACTCGACGCTTTTGAACAGCTGGCCGCATGGAGCGAAAGCTGCGCCCTTGACGACAACGCCATCGCGACGGCCTACAACAACGTGGCGCTAA0
4509 CHIP5162 STM/STY ATGAAAATTGTTATTGCTCCTGATTCATTAGGCTTGCCGCGCCAGATGAAAATTGTTATTGCTCCTGATTCATTTAAAGAAAGTTTGTCCGCAATGGCGGTCGCTGAGGCGATAGAAAAGGGGTTCCGCGAAATTTATCCTGACGCCGACTACGTTAAGGTGCCCATGGCGGATGGCGGGGAAGGAACCGTGCAATCAATGGTGGAAGCTAGCGGCGGGCGTTATGTTGACCAGTGGGTACAAGGCCCGCTTGGGCAACCGGTAACCGCGCGTTGGGGAATGCTGGGCGATAGCGATACCG0
4510 CHIP5265 STY specific STY3918 ATGAAACTGAATTTAATTGCCAGCGTTATTTTTGGTATTCGACAGTGAACTGATGAAACTGAATTTAATTGCCAGCGCTCTGGTTCTGTCTTCTACTATGCTGGTAGGTAATGCAATGGCATCTGATGGCACCGTTCACTTCCTTGGTGAAGTGGTTGACAGCACCTGCCAGGTTACGCCACAAACCGCTGATCAAAACGTTAATTTAGGCAAAGTTAACAAAACGGCATTTGCTGGCGTGGGAAGTACCGCTGCGCCTACCGAGTTCCATATCGACCTGACCGGGTGCCCGGCTACGTATACTAAGG0
4511 CHIP5008 STY specific STY1361 ATGGCTAAATTACCGCGCCTTAGCGCAGATGTTTGCGGATGGCTAAATTACCGCGCCGTAAATGCAAAGTTTGTCGGGAATGGTTTCCTCCTGCTTACAGCAACGTTGTCTGGTGCTGTCCTGAACATGGTGCTATCTACGCGCTGGAACTGCGTGCCAAAGAAAAGAGTAAAGCCGCAGCCAGGTGTATCAGAGGTAAACACCAGGCGGATAAAGCCGAACGCCAGGCGAACGGTTGCATGCTTAGAGAGCGTCAGGCAGTGTTGTATACACTCAGCAGGAAGATGTTCCGCA0
4512 CHIP5024 STY specific STY1599 ATGATTACCCCACAGGAAGCATTAGTGCTTCCGGCTGACGATGATTACCCCACAGGAAGCACGCCAGCGTACCCGCGCCCTTGTTGAACACTATGTCAACGAGTGTGAATGCCGCGACCTCACCGATGTGAAGCACGTCCTGACGGCGCTAATCAGCATGGCCACGCAGGCCATTGTGGCGACCAACGGAAAGGCGGCTGCACTGCAGGTACTGGTGAACACACTCACCCACACGGCAGAGAACGAGGTGCCGTACCGGATGGAAACCACTGCAGAAGGCGGCCTGCACATCACCG0
4513 CHIP5148 STY specific STY2351 ATGAAGTGGATAATTATGGTTTTAGTTTTTTCTTAATTATTAAGATATTGATACTGAGAAGACATGTACGATGAAGTGGATAATTATGGTTTTAGTTTTTTCTTTTTCTAATGTTTATGCTGAAGACTGTTCACAACAAGACTTTGATAAAGCGGATATGGCGTTAGACTCTCTTGCGTCATGGAAAGCTGTCGATGGCTTTTATTCCCGACATAGTCAATGTGATGTGGGCTACCTCCGGGAAGGCACGTCAGAAAAAATTATCAGATTGTTAGTGGATAGATGGGGAGAATTGAATGAGTTATCTGCGCTTATCAAAAGGAAAC0



4514 CHIP5164 STY specific STY2748 ATGAAGAAAGTTATTTTAGGCGCTGTTAGTTAAACCAGCCGCTTGCATGAAGAAAGTTATTTTAGGCGCTGTTTTATTCACTCTAAGCGGCTCGGTTTTATCTTCTTCTTTGCAGGATCAGCTTGCGGCGGTAGCCCAGGCTGAACAGCAAGGAAAAAATGAAGAAAACAGACAGCGTGATGCTCTGCAAGCCAAACGAGATCAAGAGGCTCAACAGGAAAGACAAAGGCAAGCCAATGCGGCAGCGGTTGCTAAGCAGCGAGCAAAAGCGGCAGAAGCTGAACGGAAAGCACGGCAAGCAA0
4515 CHIP5178 STY specific ATGATCATGCTTATTGGCTATGTACGTTAGGGAGATTTATTGTTCTTATTTGCCATGATCATGCTTATTGGCTATGTACGCGTGTCAACAAATGACCAGAATACCGATTTGCAACGCAATGCACTGAACTGCGCGGGATGTGAGCGGATTTTTGAGGACAAAATCAGTGGCACCAAGTCCGACAGACCGGGGCTGAAAAAGCTGCTCAGGACACTATCGGCAGGAGACACGCTGGTTGTCTGGAAGCTGGACAGACTGGGGCGCAGTATGCGGCATCTTGTTACGCTGATAGAAGAGCTGCGCCAGCGTG0
4516 CHIP4915 STY specific STY0203 ATGATAATGAAAAAGCAAATATTGCGTTACTGGTAAGTGATGGTGAAGGTGATGATAATGAAAAAGCAAATATTGCGCGTCGTGATTTTTAGCTCGCTGATTGCCACGGGAGCTGGCATATCAACGATGACATATGCCGATGGAACCAACAGTCTGGACCTGACCGTGAACGCCAATATCACTGCGGGTACGTGTTCTGCATCCGTGGTTGAAGGTGATACCATTACCGATACTATCGCTTTTGGCAACGTTTACATTTCTGAAGTATATGCAAAAAGTAAAATAAAACTTTTCAAGTTACGGTTCA0
4517 CHIP4931 STY specific STY0323 ATGACCGCGATGTTGTTTTTTCTTAGGTGAATGGATGCCGCATGACCGCGATGTTGTTTTTTCTGTTGTTAGTGAGCAAACCGGCAATTGGTAGTAATACACTGAAGATCCCGACTCATCACCGGAATATCCCCGGTGTCATTCAGCGCACCGGGAAAATCTTTCAGCCATGCTTTAACGTTTCGCTGGTTGATATAGGTCACGCCCATCCCTTCAATACAGCCCAACAGTTCACGGGTATTTTGCAGCGTGATCACGATGCAGTCTTTCATCACCCGAATTTTAACGGGCACTCCG0
4518 CHIP4947 STM/STY STY0479 ATGATAAAGCGGAAATGGAATCTTTTATTCAACATGACAAGCCTGCTATGATAAAGCGGAAATGGAATCTTTTGCTTCTGCTTGGGTTTTCTTTCGCATCGGTATGCCAGGCAGGTGATGATATTGACGCGTTATATAGCCGTATTGCGCAGAAAGATGTTCAGGCGCTAAATGAGCTAAAAGCGTTAGCCAAAGATAATAATGCTCAAGCGCTGGCGGAGTTGGGGTTTATTTATGAGTACGGCGTTGCCGTGCCGAAAGATACGATACAGGCTATCAAGTATTATGAGCAGGCTTGTCATG0
4519 CHIP5253 STY specific STY3692 ATGAAACCTGTTTTTGATGAAAATGGTTACGCCTCCGGCAGTTCATGAAACCTGTTTTTGATGAAAATGGGCTGGCTACAGTGCCGGGTGATATGCGTTGTTATTATTATGATGCAGTAACGTCTGAATATACGGGCTGGTCTGATGAATATATTAATACTGGCGTAAGTATGCCCGCTTGTTCCACTGGTATTGACCCGGGCGAATACATTCCGGGAAGAGTGGCAGTATTTACGGGTAAGGGATGGAGCCATGAAGAAGACCATCGCAATGAGACCGTTTACTCAACTGAAAATGGCG0
4520 CHIP5269 STY specific STY3948 ATGAAAAAACGCTCCCTTTTGCTTAAAAGCGATACTCACCGGCATGAAAAAACGCTCCCTTTTGCTGTTGGCGCTGCCCGCTATGGCTTTTTCTACCTGGGCGGCTACCAGCCCCCCGGCGAACCTGTCGCCGGTTTATAGCTATCAGGATGACGTCCCATCTGCTGCCACACCGCCAGTCGCGACAACGCCGGTGGCAAAGCCTGCCAGTACATCAGTGTTGCCTTTTCTGGGTGATGAAGCCCGAAAGCGTGGCTATGAGCTTCCCGAGCCATTTGGCCTCAATATTAACTACATGA0
4521 CHIP5283 STY specific STY4208 ATGTTCCATTATGGAAAATGTGTCGTTAACGACTGAAGATCAGTAGCTGTAGCATGTTCCATTATGGAAAATGTGTCGTTCGCACGTTGTTTTTATTACTGGTTTGCTGTTCGCTGTCGGGCTGTCTTTCATTTGGGCTGATACTTGCCACCGATAAAGATGGCAATCGTCATCAGTCTACCTGGAAATCGGATACCGTTACCGCGCTTTCCTTAGGTAAAGATAGCAACGGGAAAACGGGCTGGGTGTTTGTTGGCGAACATTTTGACTACCTGTTGACCCAGGGCGGCGATAATGTGGTGGCGCTGT0
4522 CHIP5297 STY specific STY4521 ATGCAAACTGTATCTCGCGTTAAGTTATACCTCATCCGCCCCCATGCAAACTGTATCTCGCGTTAAGTGTTCCCCCCAGGTTTCAACCGGGGAGTCTGTAGAAAGAAAACCAGACGCCAGTATTCATTTGGCACAGCAGGTTTCACCGCATTCGTTGTTACTCCCTGATGAGCAACAATTCCCGGTAGTATTGCCAGTAGTATCCACTAAGGGCGGAGAAGGGAAGTCAACCAAGGCAGGCAATATTGCGGGTTACACCGCCGATGCTGGTCTGAAAACACTGCTAATCGATGGTGATT0
4523 CHIP5320 STY specific STY4554 ATGAATGCAACTTATAACGCGCTTAGGAAATGCTTGGAAATTCACCATGAATGCAACTTATAACGCGCTAATTGCATTAATGCGATCTGGTGAAATACCACTTGAAACGGGGGCATCAGTATCTGCACCCAGTGCACAGTTTTCAGTAAGAATACGGCCGGAAACTCGGGTATTTCTGGACAGGTGCGCAGAGCATCTGGGTATATCCCGGGCCGCTATGTTTGGTATGTGTATTGATGGCATTGTAGCAGAGGCGAGAGAGAGTATAGCGGACAGAACGTCCACGCTTTATGAGCGATTCT0
4524 CHIP5334 STY specific STY4573 ATGAATCGGTTAGCCAGTTACATCATTAGGCCGCTTTTTGTGGAATGAATCGGTTAGCCAGTTACATCAAACCGCATGCTCAGAGGACGGCATTTACGAAGGCCTGGCTGGCTGAAACAGAACAGCATCTGCGAAATATCACCCGGCCGGAAGGTTTGTTCACTGATTCACTTGTCACCGGGGTTCCCTGGCGGGGACAAAATCGTTCCGTCAGGATGGTGGTATATCGATACCTGCCAGCGAATTACAAAGATGATTCGCCGGTTGCCGCTCTCAACCAGGTTTGTGAGCGCCTGACTT0
4525 CHIP5397 STY specific STY4672 ATGGCTACGACCCTCACCCTTATGCTGTCACCTCGTCAATAAACATGGCTACGACCCTCACCCAGACACACCCGCTACTCTCCGTTCCCTTCAATGCCGCCACGGATTTCACCGTACTGGCAGAACACTGCAAACAGTTCGCCGAAATCCTGATCGAACACGACGATCCCACGCTGAAAATGGCACTTTGCGGCAGGCTTAATGCCTGTCTGCAACTTCTTCAGCCCTCACTGCTTGATCCGATCCCGGAGCACATGATGGACAGCCTGATCGTTGATACGCTCCCCACCCGCTCACCGC0
4526 CHIP5413 STY specific STY4825 ATGACCACTGTGACCATACAGCATTACCGTGTGGCCAGTTCTGGTGACCACTGTGACCATACAGCAGGCCTTTGAGGCCTGTCAGACGAACAAAAATACCTGGCTGAAACGTAAAGCCGAACTGGCAGACCTTGAACGGGAATACCGTGAACAGCTCCTTGCCGGTGACGAACAAATCCCGCGCAGAATGCAGGATTTGCGCGACAATATCGACGTGAAAAAGTGGGAGATTAATCAGGCCGCCGGTCGCTATATCCGCTCACATGAGGAGGTACAGCACATCAGCATCCGCAACCGGC0
4527 CHIP5354 STY specific STY4594 ATGAGCATTATTGACGAATATATCAGCCTTATGCAGCCAGTCGTGGCGTGAGCATTATTGACGAATATATCAGCCAGCATTTCTCAGAGCGGCTGTGTCTGGACGTAACCGAAGAGGATATTACCTGGCAGCTTCGCGGCAGCCGTTCCGACTACGTGAATACCCGGATACAGTTTGACCGGGAAAAACTGATGGCGGTGATGGATGTCATGCTGTCCGGTCTGGACAGTGATGAAACCACGCTGGCGCGCTGCCGGCAGGTACTGACGCTGTGGATAGCCGGACTGGATATGCTGTCGAAGG0
4528 CHIP5287 STY specific STY4222 ATGAAAACATCCAATTTTCAAAAATGTTATTCAGCCGCAGTCCGATGAAAACATCCAATTTTCAAAAATGGTTGATGGTCATTCTTCTGGCAATCGGAGGAGGGACCATTTTTAAATCGATGTACCTCAGGGAAGTATTTTATTACCCCTGGAATGAATTCATGGGAGTGAATAACACGGATTCAGGCCTGCTGATGAGTTGGCTGGGGTTTGTGGGGATTGTTTCATCTTCAATTGCTGGGGTGATTATCGATAAGGTGAACAATACCCGACTGATTATTTCTTTTACCTTTCTGGCTG0
4529 CHIP5302 STY specific STY4526 ATGACTTTTTCACTTGCACAGGGTTAGGCTACCTCCCCCGTACAATGACTTTTTCACTTGCACAGGGTGCCAACAGTCTTTTGTTCAATCTGGTTATGGAACTGAGAGGTGGAAATATTCGGCGATGTGAGGCGCTGGGGTTGAAACCTGAAGAAATGCGTCTCCTCAGAAGTCTGACGATGGAAGAACTGCATTATCTGTCAGGCAGCCCTGTTTCTGTTTTAAATGTAGCAATACATCATGAAAATCTAAAACGAATGCTGGACCAGGCCAATCGTGAGCAAAAGCGTAGCGAACGAA0
4530 CHIP5317 STY specific STY4550 ATGAAAAAACAAAAACATGATGGCTTATAATCCGGCGCCAGGATGAAAAAACAAAAACATGATGGCGGCTTTGTGGCGATGAGCGTGGGAGCCGGGTTACTCATTGTTCTGGTGATGGCCTCGTTGGCTGCCAGATATATGGGAGATTATCTGAAATCCCGTGAGTGGCAGGTTGTGGCCATGCAAACCAATCGTTTCACTCAGGCAGTCTCATCCTATGTTGGAAAGTTTTATCCGACGGTGCTGGCATCAGCGACCACAACTACACCTGCAGTGGTAACAACTCAAATGCTGAAGA0
4531 buffer none buffer 0
4532 empty none empty 0
4533 empty none empty 0
4534 empty none empty 0
4535 empty none empty 0
4536 empty none empty 0
4537 CHIP0771 STM/STY STM2895 STY3018 ATGCAACATTTGGATATCGCTGTTATCTCATTAGCGACCGACTAAAAACATGCAACATTTGGATATCGCTGAATTAGTTCGTTCCGCACTGGAAGTAAGTGGTTGCGATCCTTCATTAATTGGAGGAATAGATAGCCATTCAACAATTGTTCTGGATTTATTTGCATTGCCAAGTATCTGTATCAGCGTCAAGGACGATGATGTATGGATCTGGGCGCAATTGGGTGCTGACAGCATGGTGGTATTACAACAGCGGGCTTATGAAATCTTAATGACCATAATGGAAGGATGCCATTTTGCCCGCG1
4538 CHIP0795 STM/STY STM0488 STY0532 ATGCGTATTATTCTGCTTGGCGTTAACCGAGGATTTTTTCCAGCATGCGTATTATTCTGCTTGGCGCTCCGGGCGCGGGTAAAGGAACTCAGGCTCAGTTCATCATGGAGAAATATGGTATTCCGCAAATCTCCACTGGCGATATGCTGCGCGCCGCAGTGAAATCAGGCTCCGAGTTGGGCAAACAGGCGAAAGATATCATGGACGCCGGTAAACTGGTGACCGATGAACTGGTGATTGCGCTGGTTAAAGAGCGGATCGCCCAGGAAGACTGCCGTAACGGTTTTCTGCTGGACGGTT1
4539 CHIP0811 STM/STY STM2027 STY2232 ATGTTGAGCGTAATTGGTATTGGCTTACAGCGTGTAACCTCGCATGTTGAGCGTAATTGGTATTGGCCCCGGTTCGCAGGCAATGATGACGATGGAGGCGATTGAGGCGCTTCAGGCGGCGGAAATCGTCGTCGGTTATAAAACCTACACCCACCTGGTGAAAGCCTTTACCGGCGATAAGCAGGTGATCAAAACCGGGATGTGCAGAGAGATTGAACGCTGCCAGGCGGCGATTGAGCTGGCGCAGGCCGGGCATAACGTGGCGCTGATTAGCAGCGGCGACGCCGGTATTTACGGCA1
4540 CHIP0827 STM/STY STM3788 STY3994 ATGCTTTCGTTTTTAAAAGCCCCTTACGCTTCGTGGGTCTCGATGCTTTCGTTTTTAAAAGCCCCGGCCAACGCGCCGCTCATCACCGATAAGCACGAGGTTGACGCCCGCTATCGCTACTGGCGGCGGCATATCCTGATCACCATTTGGTTGGGTTACGCGCTGTTCTATTTCACCCGTAAAAGCTTTAACGCCGCCGCGCCGGAAATCCTTGCCAGCGGCATTCTGACCCGCAGCGATATCGGCCTGCTGGCGACGCTGTTTTACATCACCTACGGGGTGTCGAAATTTGTCTCCG1
4541 CHIP2634 STM/STY STM0060 STY0069 ATGAGACCACGTCGCAGTATGTTAATCACGAATACCGGAAGCCATGAGACCACGTCGCAGTATGTTGTTTATCCCCGGCGCAAATGCGGCCATGTTGAGCACCTCGTTTGTCTACGGTGCGGACGCGGTGATGTTCGACTTAGAAGACGCCGTAGCGTTACGTGAGAAAGATACCGCCCGTCTTTTAGTCCATCACGCGCTTCAACATCCGTTCTATCAGGATGTTGAAAAAGTGGTGCGCATTAATCCACTGAACACGCCGTTTGGTCTGGCCGATCTTGAAGCCGTCGTGCGTGGTG1
4542 CHIP2650 STM/STY STM0090 STY0105 ATGAATAATCGAGTCCATCAGGGTTAACTCTCCTTCAAAGGCGCGTATGAATAATCGAGTCCATCAGGGCCATTTAGCCCGTAAACGCTTCGGGCAAAACTTTCTCAACGATCGGTTTGTGATCGACAGTATTGTTTCTGCTATTAATCCGCAAAAAGGCCAGGCGATGGTTGAAATCGGCCCCGGTCTGGCGGCGCTGACGGAGCCGGTCGGCGAACGACTGGATAAGCTCACGGTCATTGAACTTGACCGCGATCTGGCGGCGCGTTTGCAAACCCATCCGTTTTTAGGGCCGAAGCTGA1
4543 CHIP0845 STM/STY STM0231 STY0254 ATGTCTGAACCACGTTTCGTTCTTAGTCAAACTCCAGTTCCACCTGATGTCTGAACCACGTTTCGTTCACCTGCGGGTGCACAGCGACTACTCTATGATCGATGGGCTGGCGAAGACCGGGCCGCTGGTGAAAAAGGCGGCCTCATTAGGTATGCCTGCGCTGGCGATCACCGATTTTACCAACCTCTGCGGTCTGGTGAAGTTCTACGGAGCGGGTCATGGCGCGGGCATTAAACCCATCGTCGGGGCGGACTTTAACGTTCACAACGAACTGCTGGGAGATGAGCTGACTCATCTGACGG1
4544 CHIP3236 STM/STY STM3306 STY3485 ATGGAAAGCAAGCTTATTGACTGGTTACTCTACATTCTGTTTGTTTTTATTACGCGATGGAAAGCAAGCTTATTGACTGGCATCCGGCCGATATCATTGCCGGACTACGTAAAAAAGGGACTTCAATGGCCGCTGAGTCACGTCGGAATGGATTGAGTTCATCCACGCTGGCCAATGCATTAACGCGCCCATGGCCGAAAGGAGAGTTGATTATCGCGAAAGCATTGGGAACGGAACCCTGGGTTATTTGGCCATCGCGTTATCACGATCCGCGCACGCATGAGTTTATCGACAGAACGCGGCTTATGAGAG1
4545 CHIP3252 STM/STY STM3344 STY3524 ATGGCTGAAAATCAATACTACGGCTTAACGTTTGGAGAACTGCGGATGGCTGAAAATCAATACTACGGCACTGGTCGCCGCAAAAGTTCCGCAGCTCGCGTGTTCATCAAACCGGGCAACGGTAAAATCGTTATCAACCAACGTTCTCTGGAACAGTACTTCGGTCGTGAAACTGCCCGCATGGTAGTTCGTCAGCCGCTGGAACTGGTCGACATGGTTGAGAAACTGGATCTGTACATCACTGTTAAAGGTGGTGGTATCTCTGGTCAGGCTGGTGCGATCCGTCACGGTATCACCCGCG1
4546 CHIP3268 STM/STY STM3377 STY3557 ATGATGAAAAAGATACGTCCATTAACATTAAAAATTCTCCCGCAAATTGAGTGATGAAAAAGATACGTCCATTAACAGAAGCCGATGTGACTGCGGAATCGGCTTTTTTTATGCAGCGCCGACAGGTGCTAAAAGCATTAGGCATCAGCGCGGCCGCCTTATCCTTACCCTCAACGGCGCAGGCCGATCTCTTCAGTTGGTTTAAAGGCAACGATCGTCCGAAAGCGCCTGCCGGTAAACCGCTTGAGTTTAGTCAGCCTGCCGCCTGGCGAAGCGATTTAGCGTTAACGCCGGAAGATAAGGTGA1
4547 CHIP3284 STM/STY STM0639 STY0690 ATGACGGATAATCCGAACAAAAAAACTTATACGCTTTTCGACAACATTTTTCATGACGGATAATCCGAACAAAAAAACCTTCTGGGATAAAATTCATATCGATCCCACGATGCTACTCATTCTGCTGGCGTTACTGGTTTATAGCGCGTTGGTCATCTGGAGCGCCAGCGGCCAGGACATCGGCATGATGGAGCGTAAAATCGGTCAGATTGCGATGGGGCTGGTGGTCATGGTGGTGATGGCGCAGATCCCGCCGCGCGTGTATGAAGGCTGGGCGCCCTATCTCTATATCATTTGTATCATTTTGC1
4548 CHIP3300 STM/STY STM0662 STY0707 ATGATTACCCTGAAAAATGTTTCAAAATGTTAGTGCAGGATTTTCGCAAGGATGATTACCCTGAAAAATGTTTCAAAATGGTATGGTCACTTTCAGGTGCTGACCGATTGTTCAACAGAAGTGAAAAAAGGTGAGGTGGTAGTAGTCTGCGGGCCATCGGGTTCCGGTAAATCCACGCTAATTAAGACCGTCAACGGTCTGGAACCAGTGCAAAAAGGCGAAATTACCGTTAACGGCATTATTGTGAACGACAAAAAAACCGATCTGGCGAAACTGCGTTCCCGCGTGGGCATGGTATTCCAGCACT1
4549 CHIP2686 STM/STY STM0169 STY0191 ATGGCAGAAAATAACGCACGTTATTTCGCGTCGTCAGGCATGGCAGAAAATAACGCACGATCGCCACGATTACTCGTGACGCTGACGGCCCTCTTTGCAGCACTTTGTGGGCTGTATCTTCTTATCGGAGGTGTCTGGCTGGTTGCTATTGGCGGTTCCTGGTACTACCCCATCGCGGGCCTCGTGATGCTGGTTGTGGCCGGATTGCTATGGCGCAGTAAACGTGCCGCACTGTGGCTGTATGCCGCCCTGCTGCTGGCGACAATGATTTGGGGCGTGTGGGAAGTCGGGTTCG1
4550 CHIP2702 STM/STY STM0188 STY0213 ATGTCTGAGCCAAAACGGCTTATTCGCCCAGCGTCCAATGTCTGAGCCAAAACGGCTGTTTTTTGCGATTGACTTACCCGACGACGCGCGCGCGCAAATTATCGCCTGGCGCGCCGCCCATTTTGCGTCTGAAGACGGACGCCCCGTGGCAGCGGCGAACCTGCACCTGACGCTGGCCTTTTTAGGCGACGTCAGTAGCGATAAGCAGCGCGCGCTTGCGCAACTGGCCGGACGAATTCGACAGCCGGGCTTTACGCTACATCTGGATGACGCCGGTCAGTGGCTGCGTTCGC1
4551 CHIP2718 STM/STY STM0224 STY0247 ATGGCGATGAAAAAGTTGCTCTTACCAGGTTTTACCAATGTTAAACTGGATGGCGATGAAAAAGTTGCTCATAGCGTCGCTGCTGTTCAGCAGCGCCACCGTATACGGTGCTGAAGGGTTCGTAGTGAAGGACATTCATTTCGAAGGCCTGCAGCGAGTCGCCGTTGGTGCGGCTCTCCTCAGTATGCCGGTGCGCACAGGCGACACGGTTAATGATGAAGATATCAGTAACACCATTCGCGCTCTGTTCGCCACCGGCAACTTTGAGGACGTCCGCGTCCTGCGCGATGGTAATACCCTTCTGG1
4552 CHIP2734 STM/STY STM1508 STY1553 ATGCAAAACAGGCTTTTATCGGTTATTTCAACCGCTCGGCAATGCAAAACAGGCTTTTATCGGCAAAGGCGACGCTTCCTGATTACGATCGCGCGGCGCTGGCGGCGCGGATGGTCCATCTCGGTTTTGGCGCGTTTCATCGCGCGCATCAGGGGGTTTACACAGATATTCTGGCTGCGGAGCAGCATAGCGACTGGGGCTATTATGAGGTTAATCTTATTGGCGGCGAACAGCAGATTGCCGATCTAAAGCAGCAGGATAACCTCTATACCGTGGCGGAGATGTCGGCGGAAGCCT1
4553 CHIP2750 STM/STY STM1540 STY1522 ATGATGAAAAAAAGTAAAGCAATGTTATTTATCTTATCCTTTGACGTTGATTTTCTCGATGATGAAAAAAAGTAAAGCAATGTTATTTATCGCTCCGGCGCTGTTTTCATACGCCCTGGCGGCACAGGCCTGCACGACCCTTGCTATTCAGGATAAACAAGGCGATATTTTTCATGGGCGTACGCTGGAATATATGCAGGATTTACCCTCATGGTTAACGTATTACCCGGCGGGAACACAGTTTGATAAAAAAACGCCGGATGGCAGCCAGGGGATAAGCTATCAGGCGAAGTATCCGATACTGGCCATTACTT1
4554 CHIP2575 STM specificSTM3830 ATGACTCTCAATAAAACCGATCGCTTATGTGATTTCCTTTAACCTTCGTGATGACTCTCAATAAAACCGATCGCATCGTTATCACGCTGGGCAAACAGATTGTCAGCGGTAAATACGTACCCGGTTCGGCGCTGCCAGCGGAAGCGGATCTGTGCGAGGAGTTTGAAACGTCGCGCAACATCATTCGCGAAGTGTTTCGCTCGCTTATGGCGAAGCGGCTAATTGAAATGAAGCGTTATCGCGGCGCGTTTATCGCACCGCGTAACCAGTGGAATTATCTCGATACCGACGTGCTGCAATGGGTGC1
4555 CHIP2456 STM/STY STM3569 STY4242 ATGAATAGGCGCGACGCGATTAATCGGGAGTAAAGTGACGTAAATGATGAATAGGCGCGACGCGATTAACCAAATCAGGCAGTTCGGCGGACGGCTGGATCGACTGCGTAAGTCTCGCGGCGGAACAGGCGGCGGGCGCAACGCGCCAGGACGCCAGAAGCCGACGCCGAAACCGAACTCACGTAAAACGAACGTCTTTAATGAGCAGGTGCGCTATGCCTGGCACGGCGCGCTGCAAGATCTGAAAAGCAAACCGCTGGCGACGTTTCTGACGGTGATGGTGATCGCCATCTCCCTGACGC1
4556 CHIP3721 STM/STY STM4559 STY4909 ATGATGAAGTGGGACTGGATTTTCTTAGTGTTTACACAGGAGCTGCATGATGAAGTGGGACTGGATTTTCTTTGATGCCGATGAAACGCTGTTTACGTTTGATTCTTTCACCGGCTTACAGCGGATGTTCCTTGACTATAGCGTCACCTTTACCGCTGAGGATTTCCAGGATTACCAGGCCGTGAATAAGCCGCTATGGGTGGATTATCAGAACGGCGCGATTACCTCATTACAATTGCAGCACGCGCGCTTTCAAAGTTGGGCTGAACGGCTAAACGTTGCGCCGGGGCTGCTGAATGACG1
4557 CHIP3745 STM/STY STM0257 STY0278 ATGCCTCTCGCTTTATTTGCTTACTCCAGAGCAATGCGTACAATGCCTCTCGCTTTATTTGCACTGACAATAAGTGCTTTCGCTATCGGTACGACTGAGTTTGTGATTGTCGGCCTGGTGCCGACCATTGCTCAACAACTGGCTATCTCGTTACCTTCCGCCGGAATGCTGGTTTCAATCTATGCGCTGGGTGTGGCTATTGGCGCGCCGGTGCTAACCGCGCTGACCGGACGCCTGCCGCGTAAACAGTTACTGGTCGCGCTGATGGTCTTGTTTACGGCGGGGAATTTGCTGGCAT1
4558 CHIP3769 STM/STY STM0309 STY0354 ATGATGATTTTGAGTATTATCGCTACGGTTATGCGGCTTCGACTTTACGATGATGATTTTGAGTATTATCGCTACGGTTGTTCTGCTCGGCGCATTGTTCTATCACCGCGTGAGTTTATTTCTCAGCAGCCTGATTCTGCTCGCCTGGACCGCCGCACTTGGCGTCGCTGGCCTGTGGTCCATCTGGCTGTTGGTTCCTCTGGCCATTATCCTCGTGCCGTTTAACCTCACACCGATGCGAAAATCAATGATTTCCGCACCGGTGTTCCGCGGCTTCCGTAAGGTCATGCCGCCGATGTCGCGCA1
4559 CHIP3785 STM specificSTM0332 ATGGCTATCGGAGGCAGCTTATAACACTGAATGTAAAAAGGACTGAAGTTGTGGCTATCGGAGGCAGCGGTTCACCTTTGGTACTGCTACATGGGCATCCGCAGAATCATACAACATGGCGGAAAGTCGCACCGACATTGGCGCAAAATCATACAGTCATTTTGCCGGATTTGCGTGGCTATGGCGACAGCGATAAACCAACGAGCGATCCGGCGCACCGTACCTATTCAAAGCGCACCATGGCGCAGGATATCGTCATGTTAATGGATGCGCTCGGCTTTTCCCGTTTTGCCTTTGTAGGGCATG1
4560 CHIP3801 STM/STY STM1068 STY1089 ATGACCATTACGAAACTTGCATGTTAGTTCGGAATAAAAGCGTTCATTGACCATTACGAAACTTGCATGGCGTGATCTGGTTCCGGATAGCGAAAGCTATCAGGAGATATTTGCACAGCCACACGCGACTGACGAAAACGACACCTTACTCAGTGATACTCAGCCACGACTGCAATTTGCGCTTGAGCAACTTATACAGCCGTGGGCATCATCCTCTTTTATGCTGACTAAAGCGCCTGAAGAGCAAGAGTATCTCACTTTACTTTCAGATGCCGTCCGCGCTCTGCAAACCGATGCCGGAC1
4561 CHIP4035 STM/STY STM2720 ATGAAAAAGAAAACCCGCTTTGTTACTCTCCATTTCCTGACTCTGCATGAAAAAGAAAACCCGCTTTGCCTTTAACGCTTACCTGCAGCAGTTGGCGCGCCTGAACAGTGTGGAGGTTGAAGAACTCTCCAGCAAGTTTACCGTGGAGCCGTCCGTGCAGCAGACGCTGGAAGACCAGATCCAGCAGTCCGCCGCTTTCCTGACGCTGATTAACATCACGCCGGTCACTGAACAGTCAGGACAGTTGCTGGGGCTGGGCGTTGGCAGCACCATTGCCGGAACCACCGATACCACCACCAAAG1
4562 CHIP3763 STM specificSTM0294 ATGCTGCGTTTTGTGAAGCCTTAGGCAATTTCAAGCCGATGCTGCGTTTTGTGAAGCCCGGAGACATATTTTGTTTTAAATTAGATGAAGATAGATATTGTTTTGGGCGAATTATAACACTAATGACTGTCGGACATCTTTCTGAATTATTTGATATAATTAAAAAACCCCCTGGAATAACAGAGTTAGAAATTAGTAATGCAAGGCGAATTATTGAACCAATTATAGTGGATACATATTCTTTATTTGATAAGAAATTAGAAAATGGAAGTGACTGGAGAATTATTGGTCATC1
4563 CHIP4075 STM specificSTM2768 ATGACAAAACCAGCATTAACCACCTTATTTCAGGCGCTTCGCATGACAAAACCAGCATTAACCACCAAAAAGCCACGCAAGCAGCACACGCCTGAATTTCGTCAGGAAGCCCTGAAACTGGCTAAGCGCATTGGTGTTGCCGCTGCAGCCCGTGAGCTCAGCCTGTATAAATCACAGCTCCACAACTGGCGAAGCAAACAGCAAAATCAGCTCTCTTCTTCTGAACGCGAGCAGGAGATGTCCGCTGAGATCGCCCGTCTGAAACGTCAACTGGCAGAACGGGATGAGGAACTGGCCA1
4564 CHIP3803 STM/STY STM1073 STY1095 ATGTTAAGTCCGTTGATTCGCCTTACGGCTGGGTAATTAATGTAGAAATCATGTTAAGTCCGTTGATTCGCCGTTATACCTGGAACAGTACCTGGCTGTATTACATCCGCATTTTTATCGCTCTGTGCGGCACCACCGCCCTGCCCTGGTGGCTGGGCGACGTCAAACTTACCATCCCGCTCACGCTCGGTATGGTTGCCGCGGCGCTAACCGATCTCGACGATCGCCTTGCCGGACGCTTGCGTAATTTAATCATTACCTTAATTTGCTTTTTTATCGCGTCGGCTTCTGTGGAGCTGCTCTTTC1
4565 CHIP3827 STM/STY STM1119 STY1155 ATGGCAAAGATTCTGGTGCTCTTAGCCGTTGAGTTTGACTGCATGGCAAAGATTCTGGTGCTCTATTATTCCATGTACGGACACATTGAAACCATGGCGCACGCGGTGGCGGAAGGGGCAAAGAAAGTCGACGGCGCAGAGGTCATTATAAAGCGTGTGCCAGAAACAATGCCGCCTGAAATCTTCGCAAAAGCTGGCGGTAAAACGCAAAACGCACCGGTTGCCACCCCACAGGAGCTGGCGGATTACGATGCCATTATTTTTGGTACGCCAACCCGGTTTGGCAATATGTCAGGCC1



4566 CHIP3843 STM/STY STM1156 STY1193 ATGCCAGTGTTACACAACCGCTTACTCAGCCGGATCGGGATGCCAGTGTTACACAACCGCATCTCTAATGACGAGCTGAAAGCCAAAATGCTGGCGGAAAGCGAGCCGCGTACGACAATTTCTTTTTATAAATATTTCACTATCGCCTCTCCGCAACAGACGCGGGACGCGTTGTATCAGGTGTTTACGGCGTTGGACGTTTTTGGTCGCGTTTACCTGGCGCATGAAGGCATCAATGCGCAAATCAGCGTGCCGCAAAGCAAGCTCGAGACGTTTCGTCAACAGCTTTATACGT1
4567 CHIP4093 STM/STY STM3994 STY3886 ATGAATCTGGATGAAGTAATAACCGTTATGGTCTCTTTTGCCATTGGTGAATCTGGATGAAGTAATAACCGGCGTGGTGCTGGCAGGCGGTAAAGCCAGGCGGATGGGAGGTGCGGATAAAGGTCTGCTTGAACTGGGCGGGAAACCGCTCTGGCGACACGTTGCCGACGCGCTCGCGCCACAACTTGCTACGGTCGTCATTAGTGCTAATCGCCATCTGGATATCTACCAGGCCAGCGGCCTGAAAGTCATTCCGGATTCAATTGCTGACTTTCCCGGTCCGCTGGCGGGTATGCTTTCCG1
4568 CHIP3821 STM/STY STM1104 STY1138 ATGCCGCACTTTATTGCTGATTATTTAAATAACGCGTGTACGTTGTTTTGATGCCGCACTTTATTGCTGAATGTACTGAAAATATTCGCGAGCAGGCTGATTTACCCGGCCTGTTCAGCAAGGTAAACGAGGCGCTGGCCGCCAGCGGGATTTTCCCCATCGGCGGTATCCGCAGTCGCGCCCACTGGCTGGATACCTGGCAGATGGCTGACGGTAAGCATGATTACGCGTTTGTGCATATGACGCTGAAAATCGGCGCCGGGCGCAGCCTGGAGAGCCGTCAGGAAGTTGGCGAAATGCTGTTTG1
4569 CHIP3837 STM/STY STM1138 STY1175 ATGTGCGTGATCTCATTAATGTGTTATTTTGTGACCGCCGTATTCGTGTGCGTGATCTCATTAATGTGCCGCTTTTCTGTTATGATGCGCGCCATGAACATACTTCTTTCTATTGCTATCACGACGGGCATCCTTTCTGGAATATGGGGATGGGGGGCTGTCTCCCTGGGGTTACTAAGCTGGGCCGGTTTTTTAGGCTGTACGGCTTATTTCGCCTGTCCGCAGGGCGGCTTTAAGGGATTGTTGATTTCCGCCTGTACGCTGTTAAGCGGTATGGTGTGGGCGCTGGTCATTATTCACG1
4570 CHIP3853 STM/STY STM1196 STY1235 ATGAGCACTATCGAAGAACGCTTACGCCTGGTGGCCGTTATGAGCACTATCGAAGAACGCGTTAAGAAAATTATCGGCGAACAGCTGGGCGTTAAGCAGGAAGAAGTAACCAACAATGCTTCTTTCGTTGAAGACCTGGGCGCAGATTCTCTTGACACCGTTGAGCTGGTAATGGCTCTGGAAGAAGAGTTTGATACTGAGATTCCGGACGAAGAAGCTGAGAAAATCACCACCGTTCAGGCTGCCATTGATTACATCAACGGCCACCAGGCGTAA1
4571 CHIP3869 STM/STY STM1216 STY1256 ATGCCTGAAAAACAACGTTACACGTTATGCAATAGCGTTTTCTTCCAATGCCTGAAAAACAACGTTACACGCTGCCGACAAAAGCGGGCGATCAGCGCCAGTTGGGCGAACTTACCGGTGCCGCCTGCGCTACGCTGGTGGCGGAGATAGCCGAACGCCATGCCGGTCCGGTGGTACTCATAGCGCCTGACATGCAAAATGCTCTGCGATTGCATGATGAAATCCGCCAGTTTACCGATCAGATGGTGATGAACCTGGCGGACTGGGAAACGCTACCGTATGACAGCTTCTCCCCGCATCAGG1
4572 CHIP2445 STM/STY STM3538 STY4272 ATGTCCAGTCGTATCGATAGAGACGTTATTCCCCCTCCCGCATATGTCCAGTCGTATCGATAGAGACGTGATTAATGCGCTAATTGCAGGACATTTTGCGGACCCTTTTTCCGTACTCGGAATGCACCAGACCCAAGCCGGACTAGAAGTCCGCGCCCTCTTACCTGACGCCACCGACGTATGGGTGATTGAGCCCAAAACCGGACGTAAAGTCGGCAAACTGGAATGTCTCGACGCTCGCGGTTTTTTCTGCGGCGTTTTACCCCGACGTAAAAATTTCTTTCGCTATCAGCTCGCCG1
4573 CHIP3839 STM/STY STM1150 STY1187 ATGATGAAAATGCGTTGGTTGTTATTCATTGGCAGGTAACTGGTAGCATGATGAAAATGCGTTGGTTGGGCGCAGCTATTATGTTAACGCTCTACGCATCATCGAGCTGGGCGTTCAGCATTGATGACGTGGCAAAACAAGCTCAATCTTTAGCCGGGAAAGGCTATGAGGCGCCTAAAAGCAACTTGCCCTCCGTTTTCCGCGACATGAAATATGCGGATTATCAGCAGATCCAGTTTAACAGCGATAAAGCCTACTGGAACAACTTAAAGACCCCTTTTAAGCTCGAATTTTACCATCAGG1
4574 CHIP2415 STM/STY STM3495 STY4301 ATGAGCACCATTCTGATTTTTATAGCTGTTAGATGAGATTTTCCGGAGAGACGATGAGCACCATTCTGATTTTTATAGCTGCTTTGCTGGCCTGCTCTCTACTGGCAATATGGCGGTTCCGGGTAAAGTCCAGACGAGGGAGCTTACCGTGGATCAGCGCCTTTCAGGACGCGCAAACGCGTAAACTGTTGCCCGAAGAGCGCAGCGCGGTAGAAAACTATCTCGATAACCTTAGCCAGATCCAGCAAGTTCCGGGGCCGACAGGCGCCAGTGCTGCGCCCATCTCGCTGACGCTGAACGCGGAAAGCA1
4575 CHIP2431 STM specificSTM3519 ATGATGAATTACGAATTAATGACCACCTTATCCTTTAACGCACACCACCATGATGAATTACGAATTAATGACCACCCAGAACGCACCGGTAAAAATGTGGACCAAAGGCGTACCGGTAGAAGACGATGCCCGTCAGCAGCTGATCAATACGGCGAAAATGCCGTTTATTTTCAAACATATTGCCGTTATGCCGGATGTGCATTTGGGGAAAGGATCGACCATCGGTAGCGTGATCCCGACGAAAGGGGCGATTATTCCGGCGGCGGTGGGCGTGGATATCGGTTGTGGAATGAACGCGCTGCGTA1
4576 CHIP3895 STM/STY STM1283 STY1834 ATGAATTTGCATCATAAAGCGCTTATGATGAACGATGTTGTTTTTGTTGATGAATTTGCATCATAAAGCGCTCAGGCACTTTATCTCGGCAAGCGTCATCGTTTTGACATCGTCCTTCCTGATTTACGAACTTATTGCCAGCGACAGGGCAATGAATGCCTATATGCGTTATATCATGGAGAGAGCCGATTCGTCGTTTTTGTACGATAAGTACCAGAATCAGAGCATCGCCGCACATTTGATGCGAACTTTTGAAGCGCCGGGAGACCCCGTCACCGCAGAAAAACACCGCGCGTTTTGCGACG1
4577 CHIP4096 STM/STY STM4012 STY3867 ATGAATAACAATGATATTTATCGTCAGTATATGTACATTATCTCTGCCGATTCTCCCATGAATAACAATGATATTTATCGTCAGTATATGTACAGTTATCCGCATAAGACGGCTTATCGGGAGCTGGAGAACGTCAGCTTTAGCGAAGTAAAACCGCGCATTTACGAGCACGACACACATCTGTATGTTCATATGCCCTTTTGTCAAAGTCGCTGCGGGTTCTGTAATTTATTTACCTGCACTGGCGCAGATAATACGTTCATTGATAGCTATATCGACGCGATTATTACCCAGGGCCGACAAATGGCGCTGG1
4578 CHIP4120 STM/STY STM4087 STY3783 ATGAGTCAAACATCAACCTTAAAAGGCTTACAGCGAAGCATTTTGTTGTGATGAGTCAAACATCAACCTTAAAAGGCCAGTGCATTGCTGAATTCCTCGGTACCGGGTTGTTGATTTTTTTCGGTGTGGGTTGTGTCGCTGCGCTTAAAGTTGCCGGAGCTACTTTTGGACAGTGGGAAATCAGCGTCATCTGGGGTCTGGGGGTAGCGATGGCTATCTACCTGACGGCAGGTGTTTCTGGCGCACACCTGAACCCGGCAGTGACCATCGCACTCTGGCTATTTGCCTGTTTCGACAAACGTAAAG1
4579 CHIP3538 STM specificSTM4196 ATGATTATTGTTTCTGTGCTCAGACATTAACGCAGTGATAACTTATATTGTTTCACTATGATTATTGTTTCTGTGCTCAGACAAAGCAAAGACTTCACCACAAAACATGCTCAATGGTTACATAAGCAGCTCAAAGGTTATGATTCTGTTTGTTTAACAGATGCGCTAAAGATAAAAGGGGTAAATACAGCGCCTCTTTTGTATGATTGGCCAGGATGGTGGGCAAAACTAGAACTTTTCAATCCACTGCATCCTGTTCTTGGTAATGAGGATATTCTCTATATTGATATAGATAGCGTTATTGTGGGAGATA1
4580 CHIP3554 STM specificSTM4212 ATGGCTGGAAAAATTCAAATTAACCTTAACCGCCAATATTATTGCGGATGGCTGGAAAAATTCAAATTAACCGTATTACCAACGCCAATATTTATCTTGATGGTAATAATCTTTTAGGTCGCGCGAGTGAAATTAAACTGCCTGATATCAGCATGATTATGCAGGAGCATAAAGCGCTGGGGATGGTCGGTAAAATTGAACTGCCTGCCGGTTTTGACAAACTGGAAGGTGAAATTAAATGGAACTCGTTTTACCACGACGTCATGCGTAAAACGGCAAATCCGTGGCAGGCGGTGGCATTGC1
4581 CHIP3578 STM/STY STM4268 STY4466 ATGTCTACGCCTTCAGCGTTAGATAGCCCAGCCGCCATGTCTACGCCTTCAGCGCGTACCGGCGGTTCACTCGACGCCTGGTTTAAAATTTCACAACGCGGGAGCACCGTTCGCCAGGAAGTCGTTGCTGGCTTAACCACGTTTCTCGCGATGGTTTACTCCGTCATCGTGGTGCCAGGGATGCTGGGTAAAGCCGGGTTCCCGCCTGCTGCCGTCTTTGTAGCGACCTGCCTGGTCGCAGGCGTCGGCTCTATTGTTATGGGGCTTTGGGCGAATCTGCCGCTGGCTATCG1
4582 CHIP3594 STM/STY STM4305 STY4503 ATGACGCTAAGCCAGGCGTTAAGCGCGTTTAATTTCAACCAGTGACGCTAAGCCAGGCGATTACGCTGCCTTTTGCTACCACTGCCCAGGCGCAGGATACCCCGATACCGAAGGATGCCAACGGCGAAACCGTCAGGCACAGCGCCTGTCTGGTCAACTGTGGCAGTCGATGCCCGCTTAAGGTTATCGTGAAAAATGATCGCATTGTGCGTATTGAGCCGGAAGACGCGAAAGATGACGCGGTATTCGGCGAGCATCAGATTCGTCCCTGCCTGCGCGGGCGTTCCAGTCGCTGGC1
4583 CHIP4186 STM specificSTM2941 ATGACAACGTTTATTCAGCTCCATTACGCGCAGATGAAGTCAAATGACAACGTTTATTCAGCTCCATTTACTGACCGCTTACCCCGCCGCTAACCTGAACCGTGATGATACCGGTGCGCCAAAAACCGTGGTGCTTGGCGGAGCAACACGTCTGCGTATCTCCTCTCAGAGCCTGAAACGCGCCTGGCGTACATCTGAGTTATTTGAACAGGCATTAGCTGGCCATATTGGTATTCGTACTGGTCGCATTGCTCGTGAGGCGGCGCAAATCCTCGTTGATAGCGGCATTGACGCCAAAA1
4584 CHIP3434 STM/STY STM0889 STY0922 ATGAACGAATTTTTTCCTTTAGCAATTAGTCCGGCCTCCGCTCATGAACGAATTTTTTCCTTTAGCAAGCGCCGCCGGGATGACCGTCGGCCTTGCCGTCTGTGCGCTGATCATTGGCCTCGCGTTAGCCATGTTCTTTGCCGTCTGGGAGTCCGTAAAATGGCGCCCGATTGCCTGGATAGGCTCCGCGCTGGTCACTATTTTGCGCGGCCTGCCGGAAATTCTGGTGGTGCTGTTTATCTATTTCGGCTCCTCGCAACTCCTGCTTACGCTGTCTGACGGGTTTACCCTCCATCTCG1
4585 CHIP3060 STM/STY STM2415 STY2654 ATGAAAATCAAAACTCGCTTCGCTTACTGCTGACTTTCACGCTCGATGAAAATCAAAACTCGCTTCGCGCCTAGCCCGACAGGTTATCTGCACGTCGGCGGCGCGCGTACTGCTCTTTATTCCTGGCTTTTCGCACGTCACCACGGCGGTGAGTTCGTGCTGCGTATTGAAGACACCGATCTTGAGCGTTCCACGCCGGAAGCCATTGAAGCCATCATGGATGGTATGAACTGGCTGAACCTGGAATGGGACGAAGGCCCATATTTCCAGACCAAACGTTTTGATCGCTATAACGCGGTGA1
4586 CHIP3460 STM specificSTM0917 ATGATGCAACTGGCGCGGTTAATGACCAGGTTCGCTATCTGGGTGATGCAACTGGCGCGGGAGTTCCGCCGTCCGGACTGGCGGCGGATGCTGTCAGAAATGACCGCGTCAGAGCTGGGCGAGTGGGCGGATCACTTCGTCCGCTTCAGTTTCAGCGATGCCCTGCTCGATGCGGAGTTTGCGACGCTGAAAGCGCTGGTGACCGGGCTGGTGACAGGTGAAGCGCAGGATGCGGACGATTTTCGTCTGTTAAGTGCATCTGAATCTGCTCCGGAGAAAACTGATGAAGAACTGATGC1
4587 CHIP3476 STM/STY STM0939 STY0935 ATGATTCTCGAACGCGTTGATTAATCCGCCCGGCCCCGATGATTCTCGAACGCGTTGAAATAGTAGGATTTCGCGGTATCAACCGACTGTCGTTGATGCTGGAGCAAAACAACGTGCTGATTGGGGAAAACGCCTGGGGCAAATCCAGCCTGCTGGATGCGCTGACTCTGTTATTGTCGCCAGAACTCGATCTCTACCATTTTGTCCGTGAGGATTTCTGGTTTCCGCCTGGCGACATAAAAGGACGCGAGCATCACCTGCATATTATTCTGACTTTTCGCGAAACGCAGCCAG1
4588 CHIP3508 STM/STY STM1002 STY1006 ATGCATGAGCTTATTAAATATCAGTTTAATACATTAAGCACTGCGTCCGTTCCATGCATGAGCTTATTAAATATCAGTTTAATACACGTCGGAAAAAATATGGTACAGGAGCGGCCTTAAGTTTGCTTAACGGAAATGTTGGGCATGAGGTGTTAGCATTTCATAAAAAATTACCCAATTATGCCGTCACGCCGTTACATAATCTGGCGCATCTAAGCCAGCGGCTTGGACTAGGGTCCATCCATATTAAAGATGAGTCCTGGCGTTTTGGCCTGAATGCTTTTAAAGGTCTGGGCGGCTCTTATGCTG1
4589 CHIP3541 STM specificSTM4199 ATGACTCAATATGCATATTACCATCCGTTATGGTTGCCAGCCTGTATGACTCAATATGCATATTACCATCCGGCAACCTTTGAGGTTATAGACTGGATTGATACTTCTTCATTAAACGTAGTGTTACCTGACTCAGTAATTTCTATAGATGATGAGCAGTGGCGACTAAGAGATAAAAATTGTTGGGTGTGCCTTAACCCTCTTGAATTTATTACTACACCGCCACCCGGAAAATTTTACCGATTACAGGGAAACGAGTGGGTATATGACGAAGCGTTATTTGTCTCAGCACTTGAAAGTG1
4590 CHIP4133 STM specificSTM4110 ATGTGTAGCGGCAGCGCGTTACAGTTCAAGTTCATGTTGCAGCGTGTGTAGCGGCAGCGCGGGCGGCGTACTGACGCCACTCTCTTCCCTGGATCTCAATGCGCTCGGCGAACTCCCGACCGCCAACGACACAGAGACGGAACAAGCCGCGCTGGACAATGGCTTAGCGATGTTGATAAAGCATATTGAGTTTCGTCAGCTCGACAGTGACGGTGCCGCCAGCGCGATTCTGGAAGCCCATCGTTCACTGGCAGGCGACGCTTCACTGCGTCAGCATTTACTGGACGGCGTTCTGCGCG1
4591 CHIP3591 STM/STY STM4290 STY4489 ATGCTGAAAAGGAAAAAAATAAAACCGTTATTCATCGATACGCGGATGATGCTGAAAAGGAAAAAAATAAAACCGATTACACTGGGCGATGTGACCATCATTGATGATGGTAAACTTCGCAAAGCGATTACCGCCGCCTCGCTGGGCAACGCGATGGAGTGGTTTGATTTTGGTGTTTATGGATTTGTTGCCTACGCGTTGGGTAAAGTCTTTTTCCCCGGCGCCGATCCCAGCGTCCAGATGATTGCCGCGCTGGCCACGTTTTCCGTTCCCTTCCTGATTCGTCCGCTCGGCGGGTTATTCT1
4592 CHIP3607 STM/STY STM4334 STY4694 ATGGCGACTTACTATAGCAACGATTTTCTTATTTTACGCGGGATACGTATTCGATGGCGACTTACTATAGCAACGATTTTCGTTCCGGTCTTAAAATCATGTTGGATGGCGAACCTTATGCGGTTGAATCCAGTGAATTCGTGAAACCGGGTAAAGGCCAGGCGTTTGCCCGCGTTAAGCTGCGCCGTCTGCTGACCGGCACGCGCGTTGAGAAAACCTTCAAATCGACCGATTCCGCAGAAGGCGCGGATGTAGTCGATATGAACCTGACTTACCTGTACAACGACGGTGAGTTCTGGCATTTCATGA1
4593 CHIP3047 STM/STY STM2383 STY2615 ATGAAAAAAACCGCGATTGCTTAGAGTACATGCTCATCCAGTAGCGATGAAAAAAACCGCGATTGCGCTGCTGGCATGGTTTGTCAGTAGCGCCAGCCTGGCGGCGACGCCGTGGCAGAAAATAACCCATCCTGTCCCCGGCGCCGCCCAGTCTATCGGTAGCTTTGCCAACGGATGCATCATTGGCGCCGACACGTTGCCGGTACAGTCCGATAATTATCAGGTGATGCGCACCGATCAGCGCCGTTATTTCGGCCACCCGGATCTGGTCATGTTTATCCAGCGGTTGAGTCATCAGGCGC1
4594 CHIP3063 STM/STY STM2423 STY2659 ATGAAAAAAATTCTTACTCTGACGCTTTCTTAAAACAGGTATTTGATGGAGTAAATAATGCATGAAAAAAATTCTTACTCTGACGCTTTCTTCTTTACTCATTATTCCCGCACTCACCCATGCGGAATTTAAAGGCGGGTTCGCCGATATCGGCCTCCATTACCTCGACTGGACATCAGACACCACGGAAAAAACCAGTAAAAAATCCCATAAAGATGATTTTGGGTACCTGGAACTGGAAGGCGGAGCGAATTTTAGCTGGGGAGAAATGTACGGGTTCTTCGACTGGGAAAATTTTTACAATGGCCGCCACGCTA1
4595 CHIP3079 STM/STY STM2476 STY2713 ATGCGCTACCGCGTTATTCTTAACGCGTGATCCACAGCATGCGCTACCGCGTTATTCTTTTTTGTCTGTTTGGCCTGTTGCCGGTCCAGCTACTGTGGGCTGCGCCAGCGCAACGGACTTTTTCCGACTGGCAGGTCACCTGCAATAACCAAAATTTTTGCGTAGCGCGCAATACTGGCGAACATCATGGGCTGGTGATGACATTAAGCCGCAGCGCCGGGGCGCGTACCGATGCGGTACTGCGTATCGACCGCGGCGGTTTGGCGCCGCCCGACGCTAAAGAAGCCGCAATTG1
4596 CHIP3095 STM/STY STM2506 ATGAGTCAGGCCAACAGTATGCTTAACGTTGTCCCGGCGTGTGAGTCAGGCCAACAGTATGCGAAAACGACATCGATTTAACACTCGCATGACCCGTATCGTACTGCTTATCAGTTTTCTCTTCTTCTTTGGACGTTTCGTCTACTCTTCTATCGGCGCCTGGCAGCACCATCAGGATAAAAAAGAAGCGCAACAGTCATCGCTTTCTGTCACCACGCCGGGACAACGTTAA0
4597 CHIP0274 STM/STY STM2876 STY2999 ATGCCACATTTTAATCCTGTTCCTTACCGTAATTTAATCAAGCGGGATGCCACATTTTAATCCTGTTCCTGTATCGAATAAAAAATTCGTCTTTGATGATTTCATACTCAACATGGACGGCTCCCTCGTACGCTCAGAAAAGAAAGTCAATATTCCGCCAAAAGAATATGCCGTTCTGGTCATCCTGCTCGAAGCCGCCGGCGAGATTGTGAGTAAAAACACCTTACTGGACCAGGTATGGGGCGACGCGGAAGTTAACGAAGAATCTCTTACCCGCTGTATTTATGCCTTACGACGTATTC1
4598 CHIP3618 STM/STY STM4351 STY4711 ATGAAAAAAAAACTTATTGTCATGCTGTTTACTGCGTAAACCATTTCTCCTGATGAAAAAAAAACTTATTGTCATGCTGTTAGCCAGCCTCTCCGTTCACGCCGCTTCCGTTTCCGCCAGAACATTACATTTTGGCACCTCCGCCACCTATGCGCCCTATGAGTTTGTCGATGCCGATAATAAAATTGTTGGTTTCGATATTGATGTCGCCAACGCGGTCTGCAAAGAGATGCAAGCGGAGTGCTCATTCACTAACCAGAGCTTTGATAGTCTGATCCCCAGCCTACGCTTCAAAAAGTTTGATGCGG1
4599 CHIP3634 STM/STY STM4392 STY4748 ATGACCAACCGTCTGGCGTTAGTCTCCAGAATCTATCAATTCAATCTGATGACCAACCGTCTGGCGTTGTCCGGCACCGTGTGCAGGGCCCCCCTTCGAAAGGTCAGTCCATCAGGAATTCCGCATTGCCAGTTCGTGCTTGAGCATCGTTCTGTGCAAGAGGAAGCCGGCTTTCACCGGCAGGCGTGGTGCCAAATGCCCGTTATTGTTAGCGGACACGAAAACCAGGCCATTACTCACAGTATAACGGTCGGCAGCCGCATAACCGTTCAGGGGTTTATTTCTTGCCACAAGGCAAAGAACG1
4600 CHIP2978 STM/STY STM2259 STY2485 ATGAAACTCAGTCGTCGTAGCTTTATGTTACACCTTCGCCAGCTTAACGATGAAACTCAGTCGTCGTAGCTTTATGAAAGCTAACGCCGTTGCGGCCGCTGCGGCGGCTGCCGGTCTGAGCGTGCCGGGCGTCGCCCGCGCCGTTGTCGGGCAGCAGGAAGCCATCAAATGGGATAAAGCGCCGTGCCGTTTTTGCGGAACGGGTTGCGGTGTGTTGGTGGGAACGCAGCAGGGCCGTGTGGTCGCCTGCCAGGGCGACCCCGACGCGCCGGTCAACCGTGGTCTGAACTGCATTAAAGGCTACT1
4601 CHIP3674 STM/STY STM4482 ATGCCATTAATAATTATTGCGGCTTAATGCAGAACCGCATTCAATGCCATTAATAATTATTGCGGCAGGCGTTGCGCTGCTGTTGGTTTTAATGATTGGCTTTAAAGTTAACGGCTTTATCGCCCTTGTTCTGGTTGCCGCCGTGGTGGGATTTGCCGAAGGGATGGGCGCGCAAGACGTCCTGCACTCCATACAAAACGGAATTGGCGGTACTCTGGGCGGACTCGCCATGATCCTCGGTTTTGGCGCGATGCTGGGAAGATTAATTTCCGATACCGGCGCCGCGCAGCGCATTGCGA1
4602 CHIP3018 STM/STY STM2335 STY2565 ATGGAAATGACCAACGCGTTAGGCATTAATGATTTGATTGATTTCAATGGAAATGACCAACGCGCAACGTCTGATTTTGTCTAACCAGTACAAAATGATGACGATGCTCGATCCCACCAACGCCGAGCGTTACCGTCGCTTACAAACAATTATTGAACGCGGCTACGGCCTGCAGATGCGCGAGCTGGATCGCGAGTTTGGCGAGCTGACGGAAGAGACCTGTCGTACCATCATCGATATTATGGAGATGTACCATGCGCTGCACGTCTCCTGGACCAACCTCAAAGATACGCAAGCCATCG1
4603 CHIP3012 STM/STY STM2326 STY2556 ATGGTGAACAATATGACCGACTTAACTTAGCGGTCCACATCTGACAATGGTGAACAATATGACCGACTTAACCGCGCAAGACGCTGCATGGAGTACCCGCGATCATCTTGATGATCCGGTTATCGGCGAACTGCGCAACCGTTTTGGGCCGGATGCCTTTACCGTTCAGGCGACCCGCACCGGTATCCCCGTTGTTTGGGTCAAGCGTGAACAACTACTGGAGGTTGGCGATTTCTTAAAGAAACTGCCGAAACCTTACGTCATGCTGTTTGACTTACACGGCATGGATGAACGCCTGCGTA1
4604 CHIP3708 STM specificSTM4534 ATGCGCAAAGATGCCCTGTTAAAACTGTTGATCTTGCTCGATAAGATGCGCAAAGATGCCCTGCTTGCTTTCCTGATGAACCAAACGGATTTTTTTGATCCGGAAAATGTCAGTGAGGTGTTTACCGCGCGCTATCTGGCGCAGCGTTTTAATATGCAGCGCAATACCGCCAGCCATTATCTGAACCAACTGGTGGCGCAGGGCGTGCTCTGCAAAATCAATACCCGTCCCGTCTATTTCCTGCATAAGCAGGCATTTAGCCAACAGTTTTTTACCCTTTCGCGTAATGAATACGCCAGCG1
4605 CHIP0205 STM/STY STM1954 STY2162 ATGAAATTAGCACTGCTGGGACTTATTGGGTCACGTCAGCGATGAAATTAGCACTGCTGGGACGTCAGGCACTGATGGGAGTAATGGCTGTAGCGCTGGTGGCGGGAATGAGCGCGAAGAGCTTTGCCGATGAGGGTTTGCTGAACAAAGTTAAAGAACGCGGCACGCTGCTGGTAGGGCTGGAAGGTACCTATCCGCCGTTTAGCTTTCAGGGCGAAGACGGCAAATTAACCGGTTTTGAAGTCGATTTCGCCGAGGCGTTGGCAAAACATCTGGGCGTTAAAGCGTCGTTGAAGC1
4606 CHIP0221 STM/STY STM3443 STY4355 ATGAAAGGTGATGTTAAAATCATAAATTATCTCTTAATCGGTAACCTTAATTTGTGATTGCATGAAAGGTGATGTTAAAATCATAAATTATCTCAATAAACTATTGGGAAATGAGCTTGTCGCAATTAATCAGTATTTTCTTCATGCCCGTATGTTCAAAAACTGGGGGCTGACCCGGCTTAATGATGTTGAGTACCATGAATCCATTGATGAGATGAAACACGCTGATAAGTATATTGAGCGTATTTTATTTCTGGAAGGCATACCGAACCTACAGGATCTGGGCAAGCTGGGCATCGGTGAAGATGTCGAAGAGA1
4607 CHIP2320 STM/STY STM1074 STY1096 ATGCGTACCGTTCTGAATATTTTAAACTTATTCAAAACGGCGGCGATGCGTACCGTTCTGAATATTTTAAACTTTGTACTGGGCGGCTTTGCCACTACGCTGGCCTGGCTGCTGGCGACGCTGGTCAGTATTGTGCTTATTTTTACCCTGCCGTTGACCCGCTCCTGCTGGGAGATAACCAAACTGTCCCTGTTCCCTTACGGTAATGAAGCCATTCACGTTGACGAACTTAATCCGGCGGCAAAAAGCGTATTAATGAATACTGGCGGTACCTTGCTGAATATTTTCTGGTTACTTTTTT1
4608 CHIP2336 STM/STY STM1222 STY1262 ATGAAAAAATGGTCACGCCATTAGCGTCCTGCTTTTAGCTTCTATGAAAAAATGGTCACGCCACCTGCTCGCGGCGGGCGCCCTGGCGCTGGGTATGAGTGCCGCTCATGCCTCCGACAACGACACGCTCTATTTCTATAACTGGACTGAGTATGTGCCGCCGGGCCTGCTGGAACAGTTCACTAAAGAGACTGGCATTAAGGTGATTTATTCGACCTACGAGTCGAACGAAACCATGTATGCCAAACTCAAAACCTATAAAGATGGCGCGTATGACCTGGTTGTTCCTTCTACATACT1
4609 CHIP0239 STM/STY STM2468 STY2704 ATGAAAAAACTTATCACAGCTAACGATATTCTTATACGGATTGCCAGTTTGCGTGAAAAAACTTATCACAGCTAACGATATTCGTGCGGCCCACGCCCGCGGCGAACAGGCGATGTCGGTAGTGCTGCGCGCCAGCATTATTACCCCGGAGGCTCGCGAAGTGGCGGAACTACTGGGCTTCACGATTACCGAATGCGACGAGTCCGTTCCGGCATCCACATCGGCGCAGGCGTGTAAAAGCGAAAGCCAGCGCATTCGGGAAGCCATCATCGCGCAGCTCCCGGAAGGGCAGTTTACTGAAAGCCTGG1
4610 CHIP2338 STM/STY STM1225 STY1265 ATGAAGAACACAAGTAAATTCCAGAATGTTAATCGCTTATATCACTCACCTTCTTATTCATGAAGAACACAAGTAAATTCCAGAATGTAGTGATTGTCACTATCGTCGGTTGGCTTGTGTTATTTGTTTTTCTGCCCAACCTGATGATCATTGGCACCAGCTTTCTGACCCGTGACGACGCCAGTTTCGTCAAGATGGTCTTTACGCTGGATAACTACGCGCGCCTGCTCGATCCGCTCTATTTTGAAGTGCTCCTGCACTCTCTGAATATGGCGCTGATCGCCACCCTCTCCTGCCTGGTGCTGGGCTATCCTT1
4611 CHIP2354 STM/STY STM1328 STY1783 ATGAACAAATACAGCTATTGCGTTAGAAGAAGAAGGTGATGTCTCCGTGAACAAATACAGCTATTGCGCAACGATGATTGCCGCCATACTCAGTACGACCACAATGGCCAATGCCAGTAGCCTTGCTATTTCAGTGGCGAATGATGATGCAGGTATATTTCAACCATCCTTAAATGCCCTTTATGGGCACCCGGCTGCAGACCGGGGTGATTATACTGCCGGGCTCTTTTTAGGCTACAGCCACGATCTCACTGACGCCAGTCAACTCTCTTTTCATATCGCGCAAGATATTTATTCTCCAT1
4612 CHIP3623 STM/STY STM4371 STY4728 ATGGGAATTTTAAAAAGTTTGTTCACGTTATTCGCCTTGTTGACGCTATGGGAATTTTAAAAAGTTTGTTCACGTTAGGTAAATCATTCGTTGCTCAGGCAGAGGAAGCCATTGATGAAGCACAGGGTGTACGTATGCTGGAGCAGCATATTCGCGACGCAAAAGCCGAGCTGGATAAAGCGGGTAAATCCAGAGTGGATTTATTGGCGCGGGTGAAGCTAAGCCATGACAAGCTGAATGATTTACGTGAGCGTAAAGCCAGCCTTGAAACACGGGCGTTGGCGGCAATGAGTAAGAATGTCG1
4613 CHIP3639 STM/STY STM4405 STY4763 ATGACCTTACGTAAAATTCTGGCGTTATTTACTGAGGAGCTTATGCAGCAATGACCTTACGTAAAATTCTGGCGATGTCGTGTCTGCTACTCCCCATAATGGCTTGTGCGCATAACCTTGAAGTTAACCAACGGGTGCCGCCGGTAGGCATTGCCGACCGTGGCGAACTGACGTTGAATAAAGATGAGTTTAGTTATAAAAACTGGAATAGCGCGCAGCTGGCGGGAAAAGTGCGCGTCCTGCTGCACATTGCGGGTCGAACGTCAGCGAAGGAAAAAAACGCCACGCTGATTGAAGCGATTAAAT1
4614 CHIP3655 STM specificSTM4428 ATGCCAGCTCTCACACAACATTAATGTTGCCGCAGCAAGATGCCAGCTCTCACACAACATTCCACATCGATCACGCTGTTTCGCATCAGCGCCGCGATGTTTCTCAACTATCTGACTATTGGCATCCCGTTAGTCATGCTGCCGCTGTACGTTCAGCAGCAGTTGCATCTGAGCGATCTGTTGATCGGTATCGCGGTAGGCAGCCAGTTTATCGCCACCTTGCTTACCCGGGGCGCCGCGGGTCGAAAAGCCGACACGTCAGGCGGACGTCGGACGGTTATCACCGGTCAGTTCT1
4615 CHIP0482 STM/STY STM1145 STY1182 ATGCATACTTTATTGCTCCTTGCCTTACTGTGCAGAAGGCGGCATGCATACTTTATTGCTCCTTGCCGCACTTTCAAATCAGATTACGTTTACCACGACTCAGCAAGGCGATATTTACACGGTGATCCCTCAGGTCACATTAAACGAACCCTGCGTCTGTCAGGTGCAAATTCTCTCTGTGCGCGACGGCGTCGGGGGACAAAGCCATACACAGCAAAAACAAACGCTATCTTTACCTGCTAATCAACCGATTGAGTTGTCTCGTCTTAGTGTAAATATATCTTCAGAGGACTCGGTTA1
4616 CHIP0506 STM/STY STM1862 STY2000 ATGCGCAAGGTGTCGATATCTTATTTCTGTGATGAGTTATCCCGATGCGCAAGGTGTCGATATCTATATTATTCATGCTAGTTTCACTGACTTGGGGGACTACATGGTTGGCCATGCGAATTGCCGTTGAAACTATCCCTCCAGTGTTTGCAACCGGAATGAGGTTTATGTTTGCAGCACCTTTTTTAATCATCATTGCATGGTTAAGAAAAAAAACACTGTTGTTTCCTCCCGGACAACGATTATTCCAGTTTGTGATATGCATCTTTTATTTTTGCATTCCTTTCTCACTAATGATTT1
4617 CHIP0530 STM/STY STM1751 STY1299 ATGAGCGAAGCACTTAAAATTCTGTTATTCCTTGATCAGGAAATCTTCCATGAGCGAAGCACTTAAAATTCTGAACAACATCCGTACTCTTCGTGCGCAGGCAAGAGAATGTACTCTGGAAACGCTTGAAGAAATGCTGGAAAAATTAGAAGTTGTCGTTAATGAGCGTCGTGAAGAAGAAAGCGCTGCTGCTGCTGAAGTGGAAGAACGCACTCGTAAACTGCAACAGTATCGTGAAATGTTAATTGCCGACGGCATTGACCCGAATGAACTGCTGAATAGCATGGCTGCCGCTAAATCCGGTA1



4618 CHIP0546 STM/STY STM1173 STY1212 ATGCAAACGTTAAAACGAGGATTCTTATAGGTTAATAAGAATATTCCCATCAGAATCGATGCAAACGTTAAAACGAGGATTCGCCGTGGCGGCTTTGCTGTTCAGCCCCCTGACAATGGCGCAGGACATCAACGCCCAGCTGACCACGTGGTTTTCCCAGCGTCTGGCTGGCTTCAGCGACGAGGTGGTTGTCACGCTCCGTTCATCGCCCAATCTGCTACCGAGCTGCGAACAGCCAGCCTTCAGCATGACGGGCAGCGCGAAGCTGTGGGGCAACGTCAATGTGGTGGCGCGCTGCGCCAATGAAAAACGTT1
4619 CHIP3993 STM specificSTM2087 ATGCTTATATCATTTTGTATTCCAACTTATAATAGATTACTTAATTATCCGTTTAGTAAAATTCTTAAGCAATGCTTATATCATTTTGTATTCCAACTTATAATAGAAAAGAATATCTTGAAGAGTTGTTGAATAGTATAAATAATCAGGAAAAATTTAATTTAGATATTGAGATATGTATATCAGATAATGCCTCTACTGATGGTACAGAGGAAATGATTGATGTTTGGAGGAACAATTATAATTTCCCAATAATATATCGGCGTAATAGCGTTAACCTTGGGCCAGATAGGAATTTTCTTGCTTCAGTATCCCTTGCGAATGGGG1
4620 CHIP1325 STM/STY STM3796 STY3986 ATGGCAAGTTCGGGCACATTATTCCCCCACCATCTCTGTATGGCAAGTTCGGGCACAACATCTACACCTCAGCGCTTTACGGGCGCGGAATTTATTGTTCATTTTCTGGAGCGCCAGGGGATTCGTATCGTCACCGGCATTCCCGGCGGTTCGATCCTCCCCGTTTACGACGCGTTAAGCCAAAGTACGCAAATCCGTCATATTCTGGCGCGCCACGAACAAGGCGCGGGGTTTATTGCGCAGGGGATGGCGCGGACGGAGGGTAAACCTGCTGTTTGTATGGCCTGTAGCGGGC1
4621 CHIP1415 STM/STY STM3864 STY3914 ATGGCAATGACTTACCACCTGGTTACATCGCTTTTTTGGTCAACTCATGGCAATGACTTACCACCTGGATGTCGTCAGCGCGGAGCAACAAATGTTCTCCGGTCTGGTCGAGAAAATCCAGGTTACGGGTAGCGAAGGCGAACTGGGGATTTACCCGGGGCACGCGCCGCTACTCACCGCCATTAAGCCTGGTATGATTCGCATCGTTAAGCAGCACGGTCATGAAGAGTTTATCTATCTGTCCGGCGGCATTCTGGAAGTGCAGCCTGGCAGCGTGACCGTTCTGGCGGATACCGCGATTC1
4622 CHIP1439 STM/STY STM2641 STY2834 ATGATGACAACTCCTGAACTGTCCTTATCTATTTATGTGAGGCGTTAACGGATGATGACAACTCCTGAACTGTCCTGTGATGTGTTAATTATCGGCAGCGGCGCGGCCGGACTCTCGCTGGCGCTGCGTCTGGCTGAAAAGCATAAGGTTATCGTCCTGAGTAAAGGGCCGGTGAGCGAGGGCTCCACGTTTTATGCGCAGGGCGGTATTGCCGCCGTGTTTGATGAAACCGACAGTATTGCGTCGCATGTCGAAGATACGCTGATTGCCGGCGCCGGAATTTGCGATCGCCACGCGGTGGAGTTTG1
4623 CHIP1367 STM/STY STM0243 STY0270 ATGAGCAGCTTTCAGTTTGAACATTACCGTGGTTCCAGCGCATGAGCAGCTTTCAGTTTGAACAAATCGGCGTTATTCGCTCCCCCTATAAAGAAAAATTCGCCGTTCCGCGCCAGCCTGGTCTGGTCAAAAGCGTTTGCGGCGAACTGCATCTGATAGCGCCTTACAACCAGGCCGATGCCGTTCGCGGCCTGGAAGCGTTCAGCCATTTGTGGGTGCTTTTCGTTTTTCATCAGACGATGGACGGCGGCTGGCGGCCGACAGTTCGTCCGCCCCGTCTTGGCGGTAACGCCAGAA1
4624 CHIP1383 STM/STY STM0094 STY0109 ATGCAGTACTGGGGAAAGATAATTGTTACTTGAAGCCTTTCTGTTCTTTGATGCAGTACTGGGGAAAGATAATTGGCGTCGCCGTAGCCCTGATGATGGGCGGCGGCTTTTGGGGCGTGGTCCTGGGTCTGCTGGTGGGCCATATGTTCGACAAAGCCCGCAGCCGAAAAATGGCGTGGTTTGCCAACCAGCGGGAACGGCAGGCGCTGTTTTTTGCCACCACCTTTGAGGTGATGGGCCACTTAACCAAATCAAAAGGACGGGTGACGGAAGCGGATATTCATATCGCCAGTCAGTTGATGGATC1
4625 CHIP1495 STM/STY STM2382 STY2614 ATGGACAATTTTTATGATCTGTTTATGGTTAATTCATCCCCAACCAGTGGATGGACAATTTTTATGATCTGTTTATGGTCTCCCCGCTGCTGCTGGTGGTGCTGTTTTTTGTCGCCGTACTGGCAGGATTTATCGATTCTATCGCCGGGGGCGGAGGGCTGCTCACTATCCCTGCGCTGATGGCCGCCGGGATGTCGCCGGCAAACGCGCTGGCGACCAATAAATTACAGGCGTGCGGCGGCTCCCTCTCGTCTTCGCTCTATTTTATTCGCCGTAAAGTGGTAAACCTGGCCGAGCAAAAGCTCA1
4626 CHIP3924 STM/STY STM1344 STY1766 ATGATTGCTTCACTTGATGAGCTTTTATCGCTGAACGAGTTTAATGAGCATGATTGCTTCACTTGATGAGCTTTACCATTCCGAACTCTTTTTCCTTCCCGTCATGGATGAAAACGCTCGGCTTGTTGGTTTAGAGATTATTGCAACGTTTGCCGCTGAAGACGGCGCCGTGCGGATGCCGACTGAGTTGGTAGCGCCTCGCCTTTCGGTGGAGGAACAATACTGTCTGTTTGTTGAAAAACTGGCGTTGTTAGAAACCTGTCAGCACTTTTTTATTCAGCATAAACTTATTGCATGGCTTAATT1
4627 CHIP3926 STM/STY STM1348 STY1762 ATGGATAATGTTGTTGATCGCCTTAGTACATCCTGCGGTTAAGCCATGGATAATGTTGTTGATCGCCATGTTTTCTATATTTCTGATGGTACCGCCATCACCGCCGAGGTCCTGGGTCACGCGGTTATGTCGCAGTTTCCGGTGACGATCAGCAGCATCACGCTGCCATTCGTGGAAAACGAAAGTCGCGCCCGCGCCGTCAAAGACCAAATTGACGCCATTTATCAGCAAACCGGCGTTCGCCCGCTGGTGTTTTACTCGATTGTTTTACCTGAAATTCGCGCCATCATCTTACAGAGCG1
4628 CHIP0519 STM/STY STM0999 STY1002 ATGATGAAGCGCAAAATCCTGTTAGAACTGGTAAACGATACCGACAATGATGAAGCGCAAAATCCTGGCAGCGGTGATCCCTGCCCTGCTGGCTGCTGCAACCGCAAACGCAGCAGAAATTTATAATAAAGATGGTAATAAGCTGGATCTGTACGGTAAAGCCGTGGGTCGTCACGTATGGACAACGACCGGCGATAGTAAAAATGCCGACCAGACTTATGCCCAGATTGGTTTTAAAGGGGAAACGCAGATTAACACCGATCTGACCGGTTTCGGTCAGTGGGAATACCGTACTAAAGCAG1
4629 CHIP0543 STM/STY STM3562 STY4250 ATGAAACCGATGCATATTGCGTTATGCCTGCTCTCCTTTCGATGAAACCGATGCATATTGCGATGGCTCTGTTCTCTGCGGCGATGTTCTTCGTTCTGGCTGGCGTCTTCATGGGCGTACAACTGGAGCTGGACGGCACCAAACTGGTGGTGGATACCGCCGCCGACATCCGCTGGCAGTGGATCTTTATCGGTACGGCAGTGGTTTTTTTCTTTCAGTTGCTGCGTCCGATGTTCCAGAAAGCGGTGAAGCACGTCTCCGGACCGAAGTTTATTCTGCCGGCGATCGATGGCTCTA1
4630 CHIP0559 STM/STY STM1412 STY1708 ATGGTGAAGATAAAAGAGGTAGCGATTAGAATAAAACCTGATTTATCTTTACTTCACGATGGTGAAGATAAAAGAGGTAGCGATGAATATTAAAATTAATGAGATAAAAATGACGCCCCCTACAGCATTTACCCCTGGCCAGGTTATAGAGGAACAAGAGGTTATTTCGCCTTCAATGTTAGCTCTCCAGGAGTTACAGGAAACGACGGGGGCAGCGCTCTATGAGACGATGGAAGAAATAGGAATGGCGCTGAGTGGTAAACTGCGCGAAAATTATAAATTCACTGATGCTGAGAAACTGGAGCGCAGACAGC1
4631 CHIP1330 STM/STY STM2257 STY2483 ATGGCAAATCGTAAACGCTTACCGCCGCGATGCATCATGGCAAATCGTAAACGCGACGCCGGGCGAGAAGCGCGGGCGAAAAAAGGCTGGTGGCGTAGCCACCGTTGGCTGGTGTTACGCCGTATCAGCCAGTTTATGGTGCTGGGGATGTTTCTCAGCGGCCCGTGGCTGGGCTTTTGGGTTTTGCATGGCAACTACAGCAGTAGTTTGCTGTTCGATACCCTCCCGTTGACCGATCCGCTGATTACCCTGGAAAGTCTCGCCAGTGGACATCTTCCCGCTACCGTGGCGC1
4632 CHIP1346 STM/STY STM0279 STY0302 ATGTCTTATGACATTTTTCTGAAAATTGATTAAATTTCTTTGTTGGCCTTGAAATGTCTTATGACATTTTTCTGAAAATTGACGGCATTGACGGCGAGTCAATGGATGACAAACACAAAAATGAAATTGAAGTACTGAGCTGGCGCTGGAATATTCATCAGGAATCCACCATGCACGCCGGTAGCGGTCTCGGTTCCGGTAAGGTCTCCGTCACTAATCTTTCATTTGAACATTACATCGATCGCGCCAGCCCGAACCTGTTCAAATACTGCTCTTCCGGTAAGCACATTCCGCAGGCCATTCTGGTTA0
4633 CHIP2020 STM/STY STM4556 STY4906 ATGTCTGCTTTTACCCCGGCTTATTTCTTCGCCTGACGGGATGTCTGCTTTTACCCCGGCAAGTGAAGTCTTGCTGCGCCACAGTGATGATTTCGAACAAAGCCGTATTCTTTTTGCCGGAGATTTGCAGGATGACCTGCCCGCGCGCTTTGAATGCGCCGCCAGCCGCGCGCATACGCAACAGTTTCACCACTGGCAGGTATTAAGCCGCCAGATGGGCGATAACGTCCGTTTTAGCCTGGTCGCGCAAGCCAGCGATGTCGCTGACTGCGATACGCTGATCTACTACTGGCCGA1
4634 CHIP2044 STM/STY STM3644 STY4158 ATGACCCACGCACCATCGTTATGAGTTGGCAGGCGGTTGACCCACGCACCATCGCGTCACTCGGTATTGACCGCCGCACACTGGGGGCCAGTCCGCGTTGAAACCGACGGAGAACGCATTTTTGCCTCGTATGGCGAACTCCCGACGGCACACCAAAACTCCCTGCAAACCGTTGTGCATGACCAGGTGCACAGTAAAACGCGGGTTCGCTTCCCGATGGTGCGTAAAGGGTTCCTGGCTTCTCCCGATAAGCCGCAAGGCATACGCGGGCAGGATGAGTTTGTTCGCGTAA1
4635 CHIP3208 STM/STY STM3257 STY3439 ATGAAAGAAATAATTGCTCGTCATAAAGCTTAGGCGACATCCGGCGTGTGAAAGAAATAATTGCTCGTCATAAAGCAGGAGAACATCTGGGCATCTGTTCAGTTTGTTCTGCTCATCCCCTGGTTATCGAATCAGCTCTGCTTTTCGATCTCAATACTGACAACAAGGTATTGATTGAAGCCACATCCAATCAGGTGAATCAGTTTGGCGGTTATACCGGAATGAAACCGGCTGATTTTCGTGATTTTGTTTATGGCATTGCTCAGGAAGTGGGATTTCCACGTGAGCGGTTGATTCTTGGTG1
4636 CHIP3224 STM/STY STM3281 STY3462 ATGAAGCCTTTTTTGCGCTGTTATTGCTGGTCCGATTCTGCATGAAGCCTTTTTTGCGCTGGTGTTTCGTTGCGACAGCACTTACGCTTGCAGGATGCAGTAATTCCGCCTGGCGTAAAAGTGAAGTCCTCGCAGTACCATTGCAACCGACTTTACAGCAGGAAGTGATTCTGGCGCGTATGGAACAGATTCTTGCCAGTCGGGCTTTAACCGATGACGAACGCGCACAGCTTTTATATGAGCGCGGAGTGTTGTATGATAGTCTTGGTTTGAGGGCATTAGCGCGAAATGATTTTT1
4637 CHIP1517 STM/STY STM2414 STY2653 ATGAAAAGATTACGCAGTAAAATGACCTTAGTCCGCCTCATTGATACCTAAACATGAAAAGATTACGCAGTAAAATGACCACTGAAGAGCTGGCTGAATGCCTCGGCGTGGCCAGACAAACCGTCAATCGCTGGATCAGAGAACAACACTGGAAAACCGAAAAATTTCCCGGCGTCAAAGGCGGACGCGCAAGACTCATCCATATTGATGCCAGCGTGCGGGAGTTTATTCTCAATATTCCGGCTTTTCGCAAACTGCCTGCGTTTTATCAGGCGGAAGAGGCTTTCGCAGAATATGCGAACGCGGCGC1
4638 CHIP1533 STM/STY STM2521 STY2766 ATGAGCAAACGGCAGTGGTTAGATGGACAAATTATTGATTTTCAGTGAGCAAACGGCAGTGGCGCAGGACAGCGTCGCCGCGCATTTGCGCACTTTATTGGGCTAAGGAGAAGGACAGCGTGGAAATTTACGAGAACGAACACGACCAGGTGGATGCGATTAAACGCTTCTTTGCCGAAAACGGCAAAGCGCTGGCTGTCGGAGTGATTTTAGGGGTTGGCGCGCTGGTTGGCTGGCGTTACTGGAGCAGCCATCAGACGGAGTCCGCGCGTGCTGCTTCTCTGGCGTATCAAAATGCGG0
4639 CHIP1567 STM/STY STM0510 STY0558 ATGGGATTGCGTCAGAGTTTACGTTAGGGTGTCGCGGTCATATGGGATTGCGTCAGAGTTTACGCATTGCGGCCAGCACGCTATTACTGGCCTGCGGATTACAGTTTGCCCATGCCGATAGTTCCCCGCAAACGATCGTATTTGGCGTCGCGCCAGGGCCGTATGGCGACATGGTGAAGCAGGCGATTGCGCCGACATTAAAAGAAAAAGGGTATAAGGTCGTGGTGCGCGAGTTTAGCGACTATGTCCAGCCCAATATGGCGTTAGCTAATGGCAGCATCGACGCCAACCTCTTTC1
4640 CHIP1599 STM/STY STM0606 STY0651 ATGGCTAACCTTTACGACCTTAAAAAATTTGTTAATGTTTTTTTGTGATGTGCTCAAATGGCTAACCTTTACGACCTTAAAAAATTTGATCTTAACCTGTTGGTTATATTTGAATGTATCTATCAACATTTAAGCATTAGCAAAGCAGCAGAAACACTCTATATTACACCTTCTGCCGTAAGCCAGTCATTGCAACGCCTGCGCACGCAATTCAACGACCCTCTATTTATTCGTTCAGGCAAAGGAATTACGCCTACCGTAACAGGCATTAATTTACATTATCATTTAGAAAATAATCTTAACAGCCTGGAAC1
4641 CHIP3147 STM specificSTM2603 ATGGGATTGTTTACCACCCGTTAACCGACAGTGACAATGACAAATGGGATTGTTTACCACCCGCCAGTTGCTGGGTTATACCGAGCAGAAAGTTAAATTTAACCCACTCTTCCTGAGCCTGTTTTTTCGCCGTACTGTGACATTTCCTACCCAGGAAGTCATGCTGGACAAAATTACCGGAAAAACACCGATTGCCGCTTATGTATCTCCGGTGGTTGGAGGGAAGGTTCTGCGTAACCGCGGCGGGGAAACGCGCGTACTGCGTCCGGGGTATGTCAAACCGAAGCATGAAGTTAACT1
4642 CHIP2023 STM/STY STM4576 STY4923 ATGACAACATTACGCCTGCTTATTTCTTAGCGCACAGCTTCTGCAATGACAACATTACGCCTGCTTATTTCTGACTCTTACGATCCCTGGTTTAACCTGGCGGTCGAGGAGTGCATTTTCCGCCAGATGCCCGCCACCCAGCGCGTGCTGTTCCTGTGGCGCAACGCGGATACGGTGGTCATTGGACGCGCGCAAAACCCGTGGAAAGAGTGTAATACGCGGCGTATGGAAGAAGATAATGTCCGTCTGGCCCGCCGTAGCAGCGGCGGCGGCGCGGTATTCCATGACCTCGGTAATACCT1
4643 CHIP2039 STM/STY STM3667 STY4131 ATGAGCCAGAACAACGATAAAGAGTTATTCGCGAACGGTAAATCCATGAGCCAGAACAACGATAAAGAGAAGCCTGCGGGGAGTCAGAGCCTGTTTCGTGGCCTGATGTTGATAGAAATTTTGAGTAACTACCCGAACGGTTGCCCGCTGGCGCACCTGTCGGAGCTGGCGGGGCTGAACAAGAGTACCGTCCATCGTTTGTTGCAGGGGCTTCAATCCTGCGGATATGTGACGCCAGCGCCGGCGGCCGGGAGCTACCGTCTGACGACAAAGTTTATTGCCGTCGGCCAAAAAGCCCTGT1
4644 CHIP2055 STM/STY STM3606 STY4197 ATGCAGGTAATCATGTTTGACAGGTTAATTCGATTCATTTAACATCATGGCATGCAGGTAATCATGTTTGACAGGCAGTCAATATTTATTCATGGAATGAAAATCAGTTTGCAGCAGCACATTCCAGGAATAAGTATCCAGAGTGTCGGTCAGGCAGAAGAACTCTGGCAAAAAATAGAAAGCGCGCCGGATGCGCTGGTCATGCTGGATAGCGGCCTGGATGCTGAGTTTTGCCGCGAGGTGTTACAAAGAACCGCGCAGCAATTTCCGGAGGTGAAGATTATTATCACGGCGATGGATGGCAGTC1
4645 CHIP2057 STM/STY STM3602 STY4201 ATGATCGAGCAACCCGACATTATACGGTAAACCGTATTTTATCGCATGATCGAGCAACCCGACAGTAAAAGCGCCAAACCGCTTTATAAGCAGCTTGAAGCCGCCTTAAAAGAGGCTATTGCGCGTGGAGAGTATAAACCAGGCCAGCAGATCCCGACGGAAAATGAACTGAGCGTGCGCTGGCAGGTGAGCAGGGTCACGGTCCGTAAGGCGCTGGATGCGCTGACGCGTGAAAATTTGCTGACCCGTGTCTCCGGCAAAGGCACCTTTGTCTCTGGTGAGAAATTTCAGCGCAGCATGA1
4646 CHIP3221 STM specificSTM3277 ATGGGGCGTAAAGGACTACTCGTTAAGGAAGAGTTGTTGGGCTGATGGGGCGTAAAGGACTACTCGCTATTGTATTATTGAGCCTGTTTATCGCTTTTATTTTAAAATTTTTCTGGCTCACTCCGTACGATGAAGACGTTTACCTGCCAGTGGAAAAACCTGTCGCATCGTCTTTAAAAATCATTCACCCCGGCGACCAGTTATTTATCCGCATTCTGAAAGCGGAAGATAAGCTGGAACTGTGGGCAAGCGCCAATAACAAGCCTTACAAACTCTACAAAACCTGGACTATATGCGCAT1
4647 CHIP0983 STM/STY STM4457 STY4797 ATGGTAAGATCGCGTTTTACCGTTATTCAAGCAACTGTAGAATGCTATATGCATGGTAAGATCGCGTTTTACCGAGGAACAAATCGCCGATTTTCTGCAACAGTCGAAAAACGGCGTACCGAATAAGGCGTTGTGCGAAGAATATGGATTTAGCAACAGCACGCTCCGTCGCTGGCAGGAGAAACATGCTGAAAGCATACGCCAGGAATTAAAACAGATAGAATCTACCGCGAAGACAGTCTTTTTATGCTTCATTGTCGCAGCCATATTGCTTACCCTTATGTTTCCTAAACCCACTGCCGCCTTAG1
4648 CHIP1015 STM/STY STM1379 STY1743 ATGAAAAAAGTCAAAAAATTGTCTCTTACCTTAATCGAGCAACTTTTTGCCTTATGAAAAAAGTCAAAAAATTGTCTCTTACCGATTTAGTGCTTTATGGTCTGGTGTTTATGGTGCCTATCGCGCCAGTCTCTCTTTATGGCGTCGTTTATAATCTTTCGCACGGTATGGTTGCGCTGGTCTCTATATTATGGGCCGCGATCGCGATGTTTTTTACCGCGTACAGCTACTCTACCTTATCGCAGCATATCTCCTCGTCGGGTTCGGCCTATGCGTATGCTGGCGTATCGATTAATCCCGCCGTAGGGT1
4649 CHIP1031 STM/STY STM4293 STY4492 ATGTTAAAGCGCTTTCTTAAAAGACCTTATTCGCTTAGTCTCCTGCACGATGTTAAAGCGCTTTCTTAAAAGACCTGTTCTTGGGCAAATCGCCTGGCTTCTGCTTTTTTCCTTTTATATTGCCGTCTGCCTGAACATTGCGTTCTACAAGCAGGTACTACAAGACCTACCGTTAAACTCGCTGCGCAATGTGCTGGTGTTTATTTCCATGCCGGTCGTCGCGTTTAGCGTGGTCAATAGTGTGCTGACGCTGGCCTCATTTATTTGGCTAAACCGACTGCTGGCCTGCGTTTTTATTCTGGTCG1
4650 CHIP1047 STM/STY STM1169 STY1207 ATGAGAACATTACGGATTGGCATTATTCGCTGATGGCGTCCGTGAGAACATTACGGATTGGCATTGTCGGGTTAGGCGGTATTGCGCAGAAGGCCTGGCTGCCGGTATTAACCAACACCGCCGGATGGACGTTACAGGGCGCCTGGTCTCCTTCGCGGGATAAAGCCTTACGTATTTGCGAAAGCTGGCGCATACCGTATGTGGATTCGCTGGCGAATTTAGCGTCCAGCTGCGATGCGGTCTTTGTCCACTCCAGTACCGCAAGCCATTATGCCGTGGTCAGCGAACTTCTCAATG1
4651 CHIP0753 STM/STY STM2458 STY2695 ATGAAACTAAAGACCACATTGTTCGGTTAGAAGAACAGTGACGGATCGCATGAAACTAAAGACCACATTGTTCGGCAATGTTTATCAGTTTAAGGATGTAAAAGAGGTACTGGCTAAAGCCAACGAACTGCGTTCGGGGGATGTGCTGGCCGGGGTTGCCGCGGCAAGTTCGCAGGAGCGCGTAGCGGCAAAACAGGTACTGTCGGAAATGACGGTGGCGGATATCCGCAACAATCCGGTGATTGCCTATGAAGAGGACTGCGTGACGCGCCTGATTCAGGACGACGTCAACGAAACGGCCTATA1
4652 CHIP1820 STM/STY STM4028 STY3850 ATGATTGCATTAATTCAACGCTTATACCTGGAGCCAGAATGTCATGATTGCATTAATTCAACGCGTAACCCGTGCCAGCGTCACCGTGGAGGACGAGGTGACGGGTAAAATCGGCCCAGGACTTTTGGTGTTATTGGGTGTCGAAAAAGAAGATGACGAACAAAAAGCGAATCGTCTGTGCGAGCGCGTGCTGGGATACCGTATCTTCAGCGATGCTGACGGCAAGATGAATCTGAATGTACAACAGGCTGGCGGCAGCGTGCTGGTGGTGTCGCAGTTTACGCTGGCGGCAGATACCG1
4653 CHIP1852 STM/STY STM0633 STY0683 ATGAGTAAACCCATTGTGATGGATTATTTCACTTCCATGCCTTTGATGAGTAAACCCATTGTGATGGAACGCGGTGTAAAATACCGCGATGCCGATAAGATGGCTCTTATCCCGGTTAAAAATGTGGTCACAGAGCGCGACGCTCTACTACGTAAACCGGAATGGATGAAAATAAAACTTCCGGCGGATTCTACCCGTATCCAGGGCATCAAAGCCGCAATGCGCAAAAATGGCCTGCATTCTGTCTGCGAGGAAGCATCTTGCCCAAACCTGGCTGAATGTTTCAACCACGGTACCGCTA1
4654 CHIP0578 STM/STY STM1420 STY1700 ATGAATGATTCTGAATTGACGCATTAACCATGCTCTCCAATTCGTATGAATGATTCTGAATTGACGCAATTTGTAACGCAACTTTTATGGATCGTCCTTTTTACGTCTATGCCGGTAGTGTTGGTGGCATCGGTAGTTGGTGTCATCGTAAGCCTTGTTCAGGCCTTGACTCAAATACAGGACCAAACGCTACAGTTCATGATTAAATTATTGGCAATTGCAATAACCTTAATGGTCAGCTACCCATGGCTTAGCGGTATCCTGTTGAATTATACCCGGCAGATAATGTTACGAATTGGAG1
4655 CHIP0594 STM/STY STM2035 STY2240 ATGGCGGCAAGGCATCACTTATAATACGCGCCTCGCCATGGCGGCAAGGCATCACGCATTTATTCTTGCAGGCACAGGAAGCGGTTGCGGCAAAACCACGGTGACGCTTGGTTTGTTGAGGCTGCTGCAAAAACGCGCGCTGCCCGTACAGCCGTTTAAAGTTGGGCCAGATTACCTTGATACCGGCTGGCATACCGCTATCTGTGGCGTGGCGTCCCGTAATCTTGACAGTTTCATGCTTCCTCCTCCTGTTCTCAACGCCTTATTTTGCGAACAAATGCGGCAGGCGGATA1
4656 CHIP0610 STM/STY STM3699 STY4096 ATGCCGTGTGAAGAACTGGATTAGATGCCGTCGCCATACTATGCCGTGTGAAGAACTGGAAATCGTCTGGAAGAATATTAAAGCTGAAGCCCGCGCTTTAGCTGACTGTGAGCCTATGTTGGCCAGTTTTTATCACGCCACGCTACTCAAGCATGAAAATCTGGGCAGTGCGCTGAGCTATATGCTGGCAAATAAACTGGCTTCGCCCATCATGCCCGCTATCGCTATCCGTGAAGTAGTTGAAGAAGCCTATGCCGCCGACCCGGAAATGATCGCGTCGGCAGCCTGCGATATTC1
4657 CHIP1831 STM/STY STM0811 STY0846 ATGGCTAAATCGCATCCGCTTATTTCGCCATCGCCCGATGGCTAAATCGCATCCGCGCTGGCGGCTGGCTAAAAAAGTGCTGACCTGGCTGTTTTTTATTGCGGTCGTCGTTCTGCTGGTGGTTTATGCTAAAAAGGTCGACTGGGGCGATGTCTGGACCGTCATCCGTGACTATAACCGCACGGCGCTTTTAAGCGCTGTGGGACTGGTGATCGTTAGCTATCTTCTGTACGGCTGCTACGACCTGCTTGGACGGCTTTATTGCGGCCATAAACTGGCGAAGCGACAGGTGA1
4658 CHIP1863 STM/STY STM0783 STY0816 ATGCTGGAGCTTAATTTTTCCCTTAGGCGGTGATAGAAACGCATGCTGGAGCTTAATTTTTCCCAGACGCTGGGAACGCACTGTTTAACCCTCAACGAAACGCTGCCAGCCAGTGGGATCACGGCTATCTTTGGCGTCTCCGGCGCGGGAAAAACCTCGCTGATTAATGCCATCAGCGGTTTGACTCGCCCGCAAAAAGGACGCATCGCGCTGAATGGCCGGGTGTTGCATGACGCGGAAAACGGTATCTGTTTAACGCCGGAAAAGCGCCGCATCGGTTATGTTTTCCAGGATGCGC1
4659 CHIP0581 STM/STY STM1378 STY1744 ATGAAAAAGACGAAAATTGTTTGTACTATCGTTACAGTACGTGAACAGAGGCGGATGAAAAAGACGAAAATTGTTTGTACTATCGGTCCGAAAACCGAATCCGAAGAGATGTTAAGCAAAATGCTGGACGCGGGCATGAACGTGATGCGTCTGAACTTCTCTCATGGCGATTATGCAGAACACGGTCAGCGTATCCAGAATTTGCGCAACGTGATGAGCAAAACTGGTAAAAAAGCCGCTATTCTGCTTGATACTAAAGGACCAGAAATCCGCACCATTAAACTGGAAGGCGGTAACGACGTTTCGCTGA1
4660 CHIP0693 STM/STY STM2351 STY2581 ATGATGTCAGAAAATAAATTACACGTTATCGTTATTTCAGCGAGCCTTTCAGGATGATGTCAGAAAATAAATTACACGTTATCGATTTGCACAAACGCTACGGCGGTCATGAAGTGCTGAAAGGGGTATCGCTGCAGGCCCGCGCCGGAGATGTGATTAGCATCATCGGCTCGTCCGGCTCCGGTAAAAGCACTTTTTTGCGCTGTATTAACTTCCTCGAAAAACCGAGCGAAGGCGCGATTATCGTGAACGGTCAGAACATTAATCTGGTGCGCGACAAAGATGGGCAGCTCAAAGTGGCGGATAAAA1
4661 CHIP0621 STM/STY STM0113 STY0132 ATGAGCCAGCAAGTCATTATTTTTGTTACACGGTTTCCTTGTTGTTCTCATGAGCCAGCAAGTCATTATTTTTGATACGACCTTACGCGACGGCGAACAAGCGTTACAGGCCAGCCTGAGCGCGAAAGAGAAGCTGCAGATTGCCCTGGCCCTTGAGCGCATGGGTGTTGATGTCATGGAAGTAGGCTTCCCGGTCTCTTCTCCGGGTGATTTTGAATCCGTCCAAACCATCGCCCGCACCATTAAAAACAGCCGCGTTTGCGCCCTGGCGCGTTGTGTAGAAAAAGACATCGACGTCGCGGCAC1
4662 CHIP0637 STM/STY STM0209 STY0231 ATGAAAAAAACCACATTAGCAATGATTACTGCATCAGCAAATAAATAGAACTATCAATGAAAAAAACCACATTAGCAATGAGTGCACTGGCTCTGAGTTTAGGTTTGGCATTGTCGCCTCTGTCTGCCACGGCGGCTGAAACGTCCTCTTCAGCAATGACTGCCCAGCAGATGCCAAGCCTGGCACCGATGCTCGAAAAAGTGATGCCATCGGTGGTCAGTATTAATGTTGAAGGTAGCACCACGGTGAATACGCCGCGTATGCCGCGTAATTTCCAGCAGTTCTTTGGCGATGACTCCCCGTTCTGCCAGG1
4663 CHIP0688 STM/STY STM0451 STY0493 ATGAATAAATCTCAACTGATCGAAAAAATTGTTAGTTTACCGCGTCTTTCAGCGTGAATAAATCTCAACTGATCGAAAAAATTGCTGCAGGGGCTGATATCTCTAAGGCTGCGGCTGGACGTGCGTTAGATGCGATTATTGCTTCTGTTACCGAATCTCTGAAAGAAGGGGATGACGTTGCACTGGTAGGCTTTGGTACTTTTGCTGTTAAAGAGCGTGCTGCCCGTACTGGTCGCAACCCGCAAACAGGTAAAGAGATCACCATCGCCGCTGCCAAAGTGCCGAGTTTCCGTGCAGGTAAAGCGCTGA1
4664 CHIP0624 STM/STY STM3409 STY4388 ATGAAAATTATCATACTGGGCGCTTAGAGGAAGAAAGGACTTGGCTGATGAAAATTATCATACTGGGCGCAGGGCAAGTTGGCGGAACACTGGCGGAAAACCTGGTCGGCGAAAACAACGACATCACGGTGGTTGATACCAACGGCGAACGGTTACGCAGTTTGCAAGATAAGTTCGATCTACGCGTAGTTCAGGGGCATGGTTCGCATCCCCGCGTGTTGCGCGAAGCGGGCGCTGACGATGCGGATATGCTGGTCGCTGTCACCAGTTCAGATGAAACTAATATGGTTGCCTGCCAGGTAG1
4665 CHIP0736 STM/STY STM2881 STY3004 ATGAATATGGATATTGAAGCAAGAGTCATTACACCCTGGACTCAAGACTTTTTTTAACATGAATATGGATATTGAAGCAAGAGTCAAAAAAGTGATCACCTCTTGTATTGCCGTTGATGTTGATAGTATCAATGGTCAGACCCATCTGGTTGAGGATCTTTACGCTGACTCATTGGATTTAATTGATATTGTATTTGGTCTTAGTGAGGAGTTTGACATTAGTTGCAATGAAAACGATCTTCCTGATATGATGACCTTTGCGGATATATGCCGTGTTGTTAAAAAAAGTCTTGAGTCCAGGGTGTAG1
4666 CHIP0760 STM/STY STM0546 STY0593 ATGAAGAAGACAACCTGGTTTGCTTATGACGCCGGACGGATATGAAGAAGACAACCTGGTTTGCAGGGCGATTTCCCGGCTATGTATCACCGTTAAGCAGCGTGGCGCTGTCGGTGCTGGCGGCGCTGTGTCCGCTGACGAGCCGCGGCGAAAGTTATTTCAACCCTGCGTTTTTGTCGGCGGATACCGCGTCCGTGGCGGATTTATCTCGCTTTGAAAAAGGTAATCATCAGCCTCCCGGTATTTACCGGGTGGATATCTGGCGTAACGACGAATTCGTAGCGACGCAGGATATTC1
4667 CHIP1835 STM/STY STM0729 STY0772 ATGCCGATTCTGCAGTGGTTACAAAGGTTGTTTGGGCGATGCCGATTCTGCAGTGGTTTTTGTTGTTCCTGTTATCGCTGCTCATTTCCCTTATTTTTCTCTATCTGCACCTTCCGGCGGCAATGCTGCTCGGTCCAATGATTGCGGGTATCGTGTTGAGTTTGCGAGGTAGTACGCTACAACTTCCGCGCGGTATTTTTCTCGCCGCGCAGGCAATTCTCGGCTGTATGATCGCCCAAAATCTAACCGGTTCGATATTGACCACCCTCGCCCTCTACTGGCCGGTCGTGCTTT1
4668 CHIP1867 STM/STY STM0739 STY0782 ATGTCCGTTTTAATTAATAAAGATACCAAGGTTATTTTATAATTGCTTTCAGCGCTTCATGTCCGTTTTAATTAATAAAGATACCAAGGTTATCTGCCAGGGCTTCACCGGTAGCCAGGGGACTTTCCACTCCGAACAGGCGATTGCTTACGGTACGCAGATGGTGGGCGGCGTAACGCCGGGCAAAGGCGGCACCACGCATCTGGGGCTGCCGGTGTTCAACACCGTGCGCGAAGCGGTAGAAGCTACCGGTGCGACCGCATCCGTTATCTACGTCCCGGCGCCGTTCTGCAAAGACTCCATCCTGGAAGCGA1
4669 CHIP0131 STM/STY STM4174 STY3711 ATGATACGCGGAAAAATCGATTAACGGCTGAGTTTAGCCAGCGTGATACGCGGAAAAATCGATATTCTGGTTGTGGATGATGATGTAAGCCACTGCACGATTTTACAGGCGCTGCTTCGGGGCTGGGGCTATAACGTCGCTCTGGCCTACAGTGGGCATGATGCGTTGGCTCAGGTGCGTGAGAAAGTCTTTGATCTGGTACTGTGCGATGTGCGTATGGCGGAGATGGACGGTATCGCCACGCTGAAGGAGATTAAAGCGCTCAATCCCGCCATTCCGATTTTGATTATGACGGCAT1



4670 CHIP0147 STM/STY STM3593 STY4210 ATGCAAATCTGCTTAATGGATGATTACTCCGTCAGAGGGGTTCCGTGCAAATCTGCTTAATGGATGAAACGGGCGCCACAGACGGCGCCTTATCTGTTCTGGCTGCCCGCTGGGGACTGGAGCATGACGAAGACAACCCGATGGCGCTGGTGATGACGCCGCAACATCTGGAGCTGCGCAAGCGCGACGAACCGAAGCTCGGCGGTATTTTCGTCGATTTTGTCGGCGGCGCGATGGCGCACCGGCGCAAGTTCGGCGGCGGGCGCGGCGAAGCGGTGGCGAAAGCCGTCGGTATCAAAG1
4671 CHIP0179 STM/STY STM2040 STY2245 ATGAGATCGAAAAGATTTGAAGCATTAATCAATCTCGTTGGGATCAAATGAGATCGAAAAGATTTGAAGCACTGGCGAAACGCCCTGTGAATCAGGACGGCTTTGTTAAGGAGTGGATCGAAGAAGGCTTTATCGCGATGGAAAGCCCGAACGACCCAAAACCGTCGATAAAAATCGTTAACGGCGCGGTAACCGAGCTGGACGGAAAACCGGTTAGCGAATTCGACCTGATCGACCACTTTATCGCCCGCTACGGCATCAACCTGAACCGCGCCGAAGAAGTGATGGCGATGGATTCGGTCA1
4672 CHIP0395 STM/STY STM2883 ATGCTTAATATTCAAAATTATTCCGCTTTTATCCTTGCAGGAAGCTTTTGATGCTTAATATTCAAAATTATTCCGCTTCTCCTCATCCGGGGATCGTTGCCGAACGGCCGCAGACTCCCTCGGCGAGCGAGCACGTCGAGACTGCCGTGGTACCGTCTACCACAGAACATCGCGGTACAGATATCATTTCATTATCGCAGGCGGCTACTAAAATCCACCAGGCACAGCAGACGCTGCAGTCAACGCCACCGATCTCTGAAGAGAATAATGACGAGCGCACGCTGGCGCGCCAGCAGTTGACCAGCA1
4673 CHIP0411 STM/STY STM2322 STY2552 ATGAGTTGGATTACACCGGATCTTTATTGCGCCTGCCACAGATGAGTTGGATTACACCGGATCTGATTGAGATCCTGCTGAGCATTCTCAAAGCGGTGGTGATTCTGCTGGTGGTCGTCACCTGCGGGGCCTTCATGAGCTTTGGCGAACGTCGTCTGCTGGGTCTGTTCCAGAACCGTTATGGACCAAACCGCGTTGGCTGGGGCGGCTCGCTCCAGCTGGTCGCGGATATGATCAAGATGTTCTTTAAAGAAGACTGGATCCCGAAATTCTCGGATCGCGTCATCTTTACCCTGG1
4674 CHIP1270 STM/STY STM3364 STY3545 ATGGGCATTTTCTCCATTGCTTAGCTATCGGTAAGCGCGTTATGGGCATTTTCTCCATTGCCAACCAGCACATTCGTTTTGCGGTAAAGCTGGCGTGCGCCATTGTGCTGGCATTATTTATCGGCTTCCATTTTCAACTGGAGACGCCGCGTTGGGCGGTGCTGACCGCCGCGATCGTGGCGGCAGGCCCGGCATTTGCCGCCGGCGGAGAACCCTATTCCGGCGCTATCCGTTATCGCGGAATGTTGCGTATTATCGGGACGTTTATTGGCTGTATCGCCGCGCTTATCATTATTA1
4675 CHIP0437 STM/STY STM4257 STY4452 ATGGAAGACGAAAGTAATCCGTGTTAGATAATTTTTTGAGATTTTCCGTTACTGATGGAAGACGAAAGTAATCCGTGGCCTAGTTTTGTTGATACATTCTCTACGGTATTGTGCATTTTTATATTTCTTATGTTGGTGTTTGCACTTAATAATATGATTATTATGTATGACAACTCAATTAAAGTTTATAAAGCAAATATAGAGAATAAGACTAAATCTACTGCTCAAAATAGCGGAGCCAATGACGATTCAAATCCTAATGAAATAGTTAATAAGGAAGTGAATACTCAAGATGTGTCGGACGGAATGA0
4676 CHIP1288 STM/STY STM2669 STY2856 ATGGTTGCTGAATTGACCGCTTATGGTCGGCTGTCATTCGATGGTTGCTGAATTGACCGCATTACGCGATCAAATAGATGATGTCGATAAAGCGTTGTTGAATTTACTGGCTAAGCGCCTGGAACTGGTTGCCAAAGTCGGCGAGGTGAAAAGCCGTTTTGGCCTGCCTATTTACGTGCCGGAGCGTGAGGCCTCTATGCTGGCTTCACGACGGGCGGAAGCAGAAGCGATCGGTGTCCCGCCCGATCTCATTGAAGATGTCCTGCGCCGGGTAATGCGTGAATCTTACTCCAGCG1
4677 CHIP0477 STM/STY STM1140 STY1177 ATGCGTGTTAAACATGCAGTAGTGTTAAAAATCGGTTGACTGAGTTTGTAAACATGCGTGTTAAACATGCAGTAGTGCTGCTCATGCTTTTTTCGCCATTAACCTGGGCTGGAAATATGACGTTCCAGTTCCGTAATCCTAACTTTGGTGGAAACCCCAATAACGGTTCCTTTTTATTGAATAGCGCCCAGGCGCAAAATTCATATAAAGACCCCGCTTATGATAACGATTTTGGTATCGAAACCCCCTCAGCGTTGGATAACTTTACGCAGGCTATTCAATCGCAAATTCTGGGCGGCTTGTTGACCA1
4678 CHIP0110 STM/STY STM4024 STY3854 ATGGTTCGTATTGCTTGTGTAGGTTTATACAAAAAGTGACAAGAAAGATCGGATGGTTCGTATTGCTTGTGTAGGTATTACCGTGATGGATCGCATCTATTACGTGGAAGGATTACCGACAGAAGGGGGTAAATATGTGGCGAAGCGCTATACGGAAGTGGGCGGCGGGCCTGCGGCGACCGCTGCCGTGGCTGCGGCGAAATTGGGCGCACAGGTGGACTTTATTGGCCGTGTGGGCGATGACGACACCGGAAACAGCCTGCTGGCGGAACTGGAATCCCTGGGGGTAAATACCCGCTATACCCGCC1
4679 CHIP0126 STM/STY STM4169 STY3716 ATGTTACAAAACCCGATTCATTTGTTATTGCTGAAAATTTATACCGATATTGCATGTTACAAAACCCGATTCATTTGCGTCTGGAGCGGCTGGAAAGCTGGCAGCACGTTACCTTTATGGCCTGCTTGTGCGAGCGCATGTACCCGAACTACGCCATGTTTTGCAAGCAGACGGAATTCGGCGACGGACAGATCTACCGTCGCATTCTGGATCTGATCTGGGAAACCCTGACGGTGAAAGATGCGAAGGTCAATTTCGATAGCCAACTGGAGAAGTTTGAAGAGGCGATTCCGGCAGCCGACGACTATG1
4680 CHIP4733 STM/STY STM2846 STY2968 ATGAGCGAACAGGTGGTGTTTTAGTCACGAAGCCTCCTCAATGAGCGAACAGGTGGTGTTCAGTCAACTGAGCCGTAAGTTTATTGATGAGAACGATGCGACGCCTGCCGAGGCGCAGCAGGTTGTCTATTACAGCCTGGCGATTGGTCACCACCTGGGGGTTATCGATTGTCTGGAGGCCGCACTCACCTGCCCATGGGATGAGTATCTGGCGTGGATCGCCACCCTGGAAGCCGGTAGCGATGCCCGGCGTAAAATGGAAGGCGTGCCGAAGTATGGCGAGATCGTCATCGATT1
4681 CHIP0144 STM/STY STM4017 STY3861 ATGTCTAATCATGATCCGCTAACGTTAATTATTTACAGTAGAAATACTTTGTTTATTATTAGTCGATGTCTAATCATGATCCGCTAACGCTAAAGTTGAGCCTGCGGGAAAAATGCGCCTATGGCGTGGGCGATTTCGGCTCAAATCTGATGCTGTGTATCGGTACGCTGTATCTACTGAAGTTTTATACCGATGAACTCGGGATGCCTGCATATTACGGTGGAATTATCTTTCTGGTGGCGAAATTCTTCACCGCTTTTACCGATATGCTCACCGGCGTATTGCTGGACTCACGCCGTAATATTGGCGCAAAAGGAAAGT1
4682 CHIP0160 STM/STY STM0670 STY0716 ATGACTAAAAAACTCCATATTAAAACCTGGTTAAGGCTGGTAGAATCCTACGCATGACTAAAAAACTCCATATTAAAACCTGGGGCTGTCAGATGAACGAGTACGATTCATCGAAGATGGCCGATCTGCTGGACGCCACCCACGGCTATCAACTGACCGACGTGGCGGAAGAGGCGGATGTGCTGCTGTTGAATACCTGCTCAATCCGCGAGAAGGCTCAGGAAAAAGTCTTCCATCAATTAGGTCGCTGGAGACTGTTAAAAGAGAAAAATCCCGATCTGATTATCGGCGTCGGCGGCTGCGTGGCTT1
4683 CHIP4375 STM/STY STM0456 STY0498 ATGATCAATATCAACGCCTCTGGCAGCTTACGGAAGCCAGGCTTCGCTAAATTCATCAATATCAACGCCTCTGGCAGCCTTCCGCCGGGGAAACGCAACATGTCACCGTTAGCGAACTGGCCGAACGCTGTTTTTGTAGCGAGCGCCATCTGCGAACGCTGCTGCGTCAGGCCCAGCAGGCAGGTTGGCTAAGATGGGAGGCGCAGTCCGGGCGCGGGAAACGTGGACGGCTCCAGTTTCTGGTCACGCCGGAATCGCTCCGCACCGCCATGATGGAACAGGCGCTGGAAAAAGGGCAGCAGCTCAACGT1
4684 CHIP1235 STM/STY STM4277 STY4475 ATGGCAAGGAAAACACTACGCTTATTGGCTTAACAGACCGTTTTTACGATGGCAAGGAAAACACTACGCGCACGCCGTTTCTTCAGCCTTATATTTCCTTTTTTCTTCATTACCTCTGTTTACGCTGAGCAAACGCCTGAATCCGCAAAAACCGTTACTGTTGAAGCGAAAAATGAAATGTTCGCGCCTCAACACCCCGACCAATATCAGTCATGGAAAGCGACGTCAGAACAGTCTGCCCGTGAAGATGCGCTGGCGGAAGACCCTCGTCTGGTGATCCTGTGGGCGGGCTATCCCTTCTCCC1
4685 CHIP1259 STM/STY STM1669 STY1395 ATGGTTTTTTCTAAAAAACCCATTACTAAATATATAACTTAATTCGCATCAGAGGTTGCGGTGGTTTTTTCTAAAAAACCCATTACTAAATATATAACCTGGGCCATTGTTACCAGTCAGATTCCACTGCCGGTCATTGCTGATAGCGATAATGAAATTCAGTCGTGGATTGCGGGGACGGCATCGTCTATTTCTCCGCATCTGCAGGAGGGGACGCTGGAGGATTATGCCAAAGGAAAAATAAAGGCGTTACCAGGGCAGGCCGCTAATCATCTGGTGAACGAGGGGATAAAGAGCGCTTTTCCGGAGATTATTT1
4686 CHIP1275 STM/STY STM3383 STY3563 ATGCCATGGATCCAATTGAATTATTTCTTACGGCCAGTAATGCGATGCCATGGATCCAATTGAAACTGAATACCACCGGCGCGAATGCTGAAGAGCTGAGTGATGCGCTGATGGAAGCGGGCGCCGTTTCCATTACCTTTCAGGATACGCACGATACGCCGGTTTTTGAGCCGTTGCCGGGCGAAACCCGTCTGTGGGGCGATACCGATGTGATCGGTCTGTTCGACGCCGAAACCGACATGAAAGACGTTGTCGCGATTCTGGAGCAACATCCGCTGCTGGGTGCCGGATTTGCCCATA1
4687 CHIP1741 STM/STY STM2988 STY3128 ATGAAAGGACGTTGGGCATTAGCCGCTAAACACGTTACCATGAAAGGACGTTGGGCAAAATATGTGGCGACAGGCGTAATGCTGGCAATGCTGGCTGCCTGTTCATCAAAACCGACCGATCGCGGTCAGCAATATAAGGACGGGAAATTTACCCAGCCCTTCTCCCTGGTAAACCAGCCGGACGCAGTGGGCGCGCCGATTAATGCTGGAGACTTTGCCGAGCAGGTCAACCAGATCCGTTCCGCGTCGCCGCGTTTATACACCAATCAAAGCAACGTCTATAACGCTGTCCAGA1
4688 CHIP1757 STM/STY STM2916 STY3041 ATGACGATACTGGCAAAAGAAGAGTTATCTCCTTAACTGCGCAATTTCATGACGATACTGGCAAAAGAAGAGCACGCTTTGCGAGAAGAGATGGTCAGGATAGCCGCCTCGTTTTTCCAGCGCGGCTATGCCACCGGCTCGGCAGGCAACCTCTCGCTGTTACTGCCGGACGGCAATATTCTGGCGACGCCCACCGGTTCGTGTCTGGGTAATCTCGACCCGCAGCGGCTATCCAAAGTGGACCCGCAGGGCGAATGGCTCAGCGGCGATAAACCGTCTAAAGAGGTGCGTTTTCATCTGGCGT1
4689 CHIP1781 STM/STY STM4058 STY3813 ATGATAGGAAGTTTAACCGCGCTTAGGTTCGCTTGTACAGCGGATGATAGGAAGTTTAACCGCGCGCATCTTCGCCATCTTCTGGTTGACGCTGGCGCTGGTGCTAATGCTGGTCCTGATGTTGCCCAAGCTCGATTCACGCCAGATGACCGAGCTGCTGGACAGCGAACAGCGCCAGGGATTGATGATAGAGCAACATGTAGAAGCTGAACTTGCGAACGATCCGCCCAACGACCTGATGTGGTGGCGTCGCCTGTTCCGCGCGATCGATAAGTGGGCGCCGCCTGGACAGCGGTTAT1
4690 CHIP0512 STM/STY STM0864 STY0897 ATGAAACGCGACGCGACGAGCGTATTGTTAATTTGTTGCGCTTTAGCGTAGGCCAAACGCGACGCGACGAGCGTATTGGTCAATTGCTGCAGGCCTTAAAACGCAGCGATAAACTTCATCTTAAAGAAGCCGCGACCCTGTTGGGCGTCTCTGAAATGACCATTCGTCGCGACCTGAACCATAAAAGCGCGCCTGTCGTGTTGCTAGGCGGCTATATCGTACTGGAGCCCCGCAGCGCCAGTCATTATCTGTTAAGCGATCAAAAATCTCGTCTGGTGGAAGAAAAACGCCGAGCCGCTCAGCTGGCTGC1
4691 CHIP0043 STM/STY STM3943 STY3616 ATGAACGACAGTGAATTTCATCGTTAGCGAAAACTCACCTTTTCACCATGAACGACAGTGAATTTCATCGCCTGGCTGACGCCCTGTGGCTCACCATTGAAGAACGCCTCGATAGCTGGGACGGCGACAGCGATATCGACTGCGAAATCAACGGCGGCGTGCTGACCCTCAGCTTTGAGAACGGCAGTAAGATCATTATTAACCGTCAGGAGCCGTTGCACCAGGTGTGGCTGGCGACCAAACAGGGCGGCTATCATTTCGATCTGAAAGGCGACGAGTGGGTTTGCGATCGCAGCGGCGAAA1
4692 CHIP0075 STM/STY STM3904 STY3653 ATGCCTAAGTACCGTTCCGCTTAACCTCCCAATTTCGATTTATGCCTAAGTACCGTTCCGCCACCACCACTCATGGTCGTAATATGGCGGGTGCCCGCGCGCTGTGGCGCGCCACCGGAATGACCGACAGTGATTTTGGCAAACCGATTATCGCCGTGGTGAACTCATTCACTCAGTTTGTGCCGGGTCACGTTCATCTGCGCGATCTCGGTAAGCTGGTCGCCGAACAGATTGAAGCTTCCGGCGGGGTGGCGAAAGAGTTCAACACTATTGCCGTGGATGACGGGATTGCCATGG1
4693 CHIP1401 STM/STY STM0073 STY0083 ATGATGACGAACAGGAGCTGTTTGTCGTTAAGCGGTATTGCTTAAGTACCGCATGACGAACAGGAGCTGTTTGTCGCCGGTATTCGCGAACTGATGGCCAGTGAGAACTGGGAAGCTTATTTTGCCGAGTGCGATCGTGACAGCGTCTACCCTGAGCGTTTTGTAAAAGCGCTGGCGGATATGGGTATTGATAGCCTGCTGATCCCGGAAGAACACGGCGGTCTGGAAGCGGGTTTTGTTACCGTCGCCGCCGTCTGGATGGAACTGGGACGTCTTGGCGCGCCAACTTACGTGTTGTACCAATTGCC1
4694 CHIP0077 STM/STY STM3902 STY3655 ATGCAACATCAGGTCAATGTATCGTTAGGCGCGGATTTGTTGATGCAACATCAGGTCAATGTATCGGCACGCTTTAATCCAGAAACCTTAGAACGTGTTTTACGCGTGGTGCGCCATCGTGGTTTTCAGGTGTGCTCCATGAATATGGAAGCCGCGACCGATGCGCAGAATATAAATATTGAATTGACCGTTGCCAGTCCCCGGTCGGTCGACTTACTGTTTAGTCAGTTAAGTAAACTGGTAGATGTTGCGCATGTCGCGATCTGCCAGAGCGCTGCCACATCACAACAAATCCGCG1
4695 CHIP3102 STM/STY STM2524 STY2769 ATGATGAATACTGAAGCCACGCACGTTACCGGTGTCGGTTCGGCATTAAGATGAATACTGAAGCCACGCACGACCAAAATGAAGCACAAACCACCGGCGTTCGTCTGCGCAATGCCCGTGAACAACTCGGACTCAGCCAGCAGGCTGTCGCTGAGCGACTTTGCCTGAAGGTTTCTACGGTACGCGATATTGAAGAAGATAAGGCGCCGTCCGATCTTGCTTCAACCTTCCTGCGCGGATATATCCGCTCATATGCGCGTCTGGTGCATGTTCCAGAAGAGGAACTGCTGCCGGGGCTGGAAAAAC1
4696 CHIP1712 STM/STY STM1814 STY1944 ATGATAAATAGCAAATTGAGTAAGGCCATTAATTCAACGGTTGAACTGTCAATGATAAATAGCAAATTGAGTAAGGCCAGGATGTCAAACACGCCAATCGAGCTTAAAGGCAGTAGCTTCACCTTATCAGTGGTTCATTTGCATGAAGCGGAACCAGAGGTTATTCGTCAGGCGTTAGAAGACAAAATAGCGCAGGCTCCTGCGTTTTTAAAACACGCCCCTGTCGTTATTAACGTTAGCGGTCTTGAAAGCCCGGTAAACTGGCCGGAACTGCATAAGATCGTGACCTCAACCGGCTTACGCATTA1
4697 CHIP1728 STM/STY STM1730 STY1321 ATGAATTATACTGAACATTATCATGACTGGCTTATTTTTTGGCTTCAACGCCATGAATTATACTGAACATTATCATGACTGGCTTCGTGACGCCCATGCCATGGAAAAACAGGCAGAATCGATGCTTGAATCTATGGCCAGCCGTATTGAAAATTATCCTGATATAAAAGCCAGAATTGAACAACATATTAGTGAAACCAAACATCAAATTACCATGCTCGAAGAAGTGTTGGACCGTAATGGCATTTCCCGTTCGGTGTTGAAAGACTCCATGAGTAAAATGGCAGCAATGGGGCAATCTATCGGTG1
4698 CHIP1744 STM/STY STM2974 STY3113 ATGGAACGAAATAGACTGGCGTTACTCTTCAATACGTAATCCGTAAGTTATGGAACGAAATAGACTGGCGCGGCAGATTATTGATACCTGTCTGGAAATGACGCGGTTAGGGTTAAATCAGGGGACGGCAGGTAACGTGAGCGTACGTTATCAGGGCGGATTGCTGATTACGCCGACGGGGATCCCCTACGAGAAGCTGACAGAGTCGCACATTGTCTTTATTGATGCTGACGGTCAGCATGAGCAGGGCAAGCTGCCTTCCAGCGAGTGGCGTTTTCATATGGCGGCATACCAGACGCGCCCTG1
4699 CHIP1770 STM/STY STM2936 STY3061 ATGTTTTCCGCAACGCTTAGGACGTTTTTTCCGCCATGTTTTCCGCAACGCGCCGCTTTGCCGTCATTCTGGCGCTCGGCGTAGGCTTTATCCTTCCTGCACAAGCAGCATCACCAGGGCCTGGTGAAATAGCGAATACTCAGGCACGACATATCGCCACCTTTTTTCCCGGGAGAATGACGGGCTCCCCCGCCGAGATGTTGTCTGCCGATTATTTACGCCAACAATTTACCCAGATGGGATACCAAAGCGATATTCGAACGTTTAATAGCCGATTTATTTATACCACGA1
4700 CHIP0024 STM/STY STM3963 STY3596 ATGGCGCTACTCATCATTACCATTATTCGCTCGACGCGGGGTGGCGCTACTCATCATTACCACTATCCTGTGGGCTTTCTCCTTTAGTTTATTTGGCGAGTATCTTGCCGGGCATGTCGATAGCTATTTCGCGGTGCTGATACGCGTTGGGCTGGCGGCGCTCGTTTTTCTGCCGTTTTTGCGTACTCGCGGGCACAACCTAAAAACCATCAGCCTGTATATGCTGGTGGGGGCGATGCAGCTTGGCATCATGTATATGTTGAGCTTCCATGCTTACCTCTACCTGACCGTATCCG0
4701 CHIP0048 STM/STY STM3938 STY3621 ATGACGGTAACAAGCATGTTAGACATTATGCGGGCGTCTCGCCATGACGGTAACAAGCATGTTAGACAATGTTTTAAGAATTGCCACACGCCAAAGTCCCCTTGCGCTTTGGCAGGCACATTATGTCAAAGACGCATTGATGGCAACCCATCCGGGACTGACGGTAGAACTGGTGCCGATGGTCACACGCGGCGACGTGATTCTCGATACTCCCCTGGCGAAAGTGGGCGGTAAGGGACTGTTTGTTAAAGAGCTTGAAATCGCGCTGCTGGAAAAACGTGCTGATATCGCCGTGCACT1
4702 CHIP0088 STM/STY STM4147 STY3738 ATGAGTGCGAATACCGAAGCTTTAGAACCTCAGGCCAGTGATGAGTGCGAATACCGAAGCTCAAGGGAGCGGGCGCGGCCTGGAAGCGATGAAGTGGATAGTTGTTGCCATATTGCTGATCGTCGCAATCGTCGGCAACTACCTCTATCGCGACATGATGCTGCCGCTGCGTGCGCTGGCCGTAGTAATTCTGATTGCTGCAGCGGGTGGTGTCGCGCTGTTGACGACAAAAGGTAAAGCAACCGTTGCTTTTGCCCGTGAAGCGAGAACCGAAGTCCGTAAGGTCATTTGGCCGA1
4703 CHIP1707 STM/STY STM1826 STY1956 ATGCGCAGTTATAACATCGTAACCTTAATCACACTGGACTTTAATAGCCAAATGCGCAGTTATAACATCGTAACCGGAAGCCCCGGTTGCCCTGTCAGGAGTATTATCGTGATTAGCCTATTCGACATGTTTAAGGTAGGGATTGGTCCCTCCTCTTCCCACACTGTTGGCCCGATGAAGGCCGGTAAACAGTTCGTCGATGACCTGGTCGAAAAAGGATTACTGGATAACGTTACCCGCGTCGCTGTCGATGTCTACGGCTCGCTGTCGCTGACGGGGAAAGGTCACCATACCGATATCGCCATTA1
4704 CHIP1723 STM/STY STM1771 STY1281 ATGACACATGCCTGTGAGGCTTAGGCAAAAATCGTCATCAATGACACATGCCTGTGAGGCGGTGAAAACCCGCCATAAGGAGACTTCGCTTATTTTCCCGGTTCTTGCGCTGGTAGTGCTGTTCCTTTGGGGAAGCAGCCAGTCACTACCAGTGGTTATTGGCATCAATATCCTTGCACTTATTGGTATTTTAAGCAGCGCATTTAGCGTGGTCCGTCATGCCGATGTATTAGCGCATCGACTCGGCGAACCCTATGGATCGCTTATTTTAAGCCTGTCCGTCGTTATTCTTGAGG1
4705 CHIP2873 STM/STY STM1781 STY1907 ATGATGCCTTTCCGCGCTTTAACTGAGTAAATCCGCTAACGCGTGATGCCTTTCCGCGCTCTCATCGATGCTTGCTGGAAAGAAAAATATACCGCCTCCCGGTTCACCCGTGATGTGATAGCCGGGATCACCGTCGGGATTATTGCTATCCCGCTGGCGATGGCGCTGGCAATTGGCAGTGGCGTTGCGCCGCAGTATGGCCTCTATACCTCCGCTGTCGCCGGGATCGTGATCGCGCTAACCGGCGGCTCGCGCTTTAGCGTTTCCGGCCCTACCGCCGCGTTTGTGGTGATTTTGT1
4706 CHIP2897 STM/STY STM1832 STY1961 ATGAGCGAAATGGTTGATATGACTTTACTGGCCCAGCAGTCCTGTGAGCGAAATGGTTGATATGACTAAAACTACCACCGAGAAAAAACTCACTCCGAGCGATATTCGCGGCGTATTTCTTCGTTCTAACCTGTTCCAGGGGTCATGGAACTTCGAACGTATGCAAGCGCTGGGCTTCTGCTTCTCTATGGTGCCGGCGATTCGTCGCCTGTATCCGGAGAATAATGACGCGCGTAAACAGGCGATTAAACGTCACCTGGAGTTCTTTAACACTCATCCTTACGTTGCGGCGCCGGTAC1
4707 CHIP2921 STM/STY STM1874 STY2080 ATGATGCTGACATTCGTCTGGTTAAAAAGGTTCGAGGGTTGCAATGATGCTGACATTCGTCTGGATAACTCTCCGATTTATTCATTTTGCTAGTGTGATGCTGGTCTACGGCTGCGCGCTTTACGGTGCCTGGCTGGCACCCGCATCAATTCGTCGTTTAATGACGCGTCGATTTTTACATCTGCAACAACATGCCGCCGCCTGGAGCGTTATCAGCGCGGCTTTCATGCTGGCGGTTCAGGGCGGACTGATGGGCGGCGGCTGGCCCGATGTTTTTTTCGTCTCGGTGTGGGGCGCGG1
4708 CHIP2937 STM/STY STM1901 STY2109 ATGCGTACAGAATATTGCGGATTAGTTATTCTCGGCTTTCTTCACAAATGCGTACAGAATATTGCGGACAGCTACGTCTGTCCCACGTGGGGCAGCAGGTGACTCTGTGTGGTTGGGTCAACCGTCGTCGTGATCTTGGCAGCCTGATCTTTATCGATATGCGCGACCGCGAAGGTATTGTGCAGGTGTTCTTCGATCCGGATCGTGCGGACGCGTTAAAGCTGGCCTCTGAACTGCGTAATGAGTTCTGCATTCAGGTTACGGGCACCGTGCGTGCGCGTGACGCGAAAAACGTCAATGCGG1
4709 CHIP4410 STM/STY STM0518 STY0566 ATGTTACGTTTCTCTGCCAATCTTTCTTAACGGTACTGATTAATCCACGATAATCATGTTACGTTTCTCTGCCAATCTTTCTATGCTGTTTACGGAATATGATTTCCTGGAACGCTTTGATAAAGCGGCGTTGTCGGGATTTCGCGGCGTGGAATTCATGTTTCCCTACGATAACGACATCGAAGTGTTAAAACGTAAGCTCAGGGATAATAATCTGGAACATACGTTACATAATTTACCTGCTGGCGACTGGGCGGCTGGCGAACGTGGAATTGCCTGTATTCCTGGGCGCGAAGAAGAGTTTCGCGATG1
4710 CHIP4426 STM/STY STM0540 STY0586 ATGCCTACCGTTATCACCCACTTATTCATATTGATTCCTTTTAATATGCGTTATGCCTACCGTTATCACCCACGCCGCCGTTCCCCTGTGTTTTGGCGCAGGCTTAGGCCTGAAAGTTATCCCTCCTCGCCTGCTGTTTGCCGGTGTTGTGCTGGCGATGCTCCCCGATGCCGACGTGCTGGCCTTTAAATTTGGCGTCGCCTACGGCAACGTATTTGGCCATCGCGGATTTACCCACTCTTTACTTTTCGCATTCGTCCTCCCCCTGTTGTGCGTACTCGCGGGACGACGATGGTTTCGAGCTGGGC1
4711 CHIP4436 STM/STY STM0567 STY0615 ATGAATAAGATCATCAAACGTTTAGAGATCATTACCCTGACAGAAGTTCCTGTTCCATGAATAAGATCATCAAACGTTTAGAGATCATCAAAAGCGCCATCGAACTTGAGGACGAAGAGATTATCCGTCAGCAGCTCATCTACCTGAAAAATGAGCCGCAGGATGCCGTAATCAGCGCGATTGCCCAGGCGATTGAAGCTCGTCGATTCAGTGACGCCATGCAAGAGATCGCCGCCTGGCTACAGGCTCAACGGGCGCTCTCGACGTGGCAAGATCCCTCTATTGCCGCCAGTAAACTGGAGCTGAAAGCGC1
4712 CHIP1192 STM/STY STM1584 STY1481 ATGAAAACACAGACTACGCACGCTTATGTCGCTGCTTCTTCTTTCAATGAAAACACAGACTACGCACGCCGCAGAACAACATGCGGCGAAACGACGCTGGCTGAACGCCCATGAAGAGGGGTATCACAAAGCGATGGGGAATCGTCAGGTTCAGATGATTGCTATCGGCGGCGCGATTGGCACCGGTTTATTTTTAGGTGCAGGCGCCCGATTGCAAATGGCCGGACCGGCACTGGCGCTGGTCTATCTGATATGCGGCATTTTTTCTTTTTTCATTTTACGCGCGCTGGGCGAACTGGTAT1
4713 CHIP1216 STM/STY STM1618 STY1446 ATGCTGATGAGCCAACAGCTTAACGCGCTCCTGATGAGATGCTGATGAGCCAACAGCGCCCCGACCGTATCAAACAGATGTTGCATTACCTTTGGCAACACAGGCACCTCTCAACACAGCAAGCTATTGAGCTTTTTGGCTATGCAGAGGCAACCGTGCGCCGGGATTTTCACTATATTGCCAGCCGTTATCCCGGTATGGTTCGCGGCCATGGTTGTATTGACTTCGACGACAGTACGGAAGATAAAGAATATGTTTTCGACGTTAAGCGAACGTTACAAAGCGAGGCGAAAC1
4714 CHIP2764 STM/STY STM1558 STY1505 ATGACAACAAACAGGGCTTTTGTTAGGGGCGTCTGAATAACACGATGACAACAAACAGGGCTTTTGAAATCAGATCAGGATACAGCCATACGCTTGGCGCAAATTATGACGGCGAAGGCGTGAATTTCGCTATTTTTTCCGCCCATGCGGAACGCGTCGAGCTTTGCCTTTACGATCCGAGCGGGGAGCATGAAATCGCTCGTCTGGAGTTACCGGAATATACTGACGAAATATGGCACGGCTATGTCCCGAAGTTGCAGCCCGGCGCGCTGTATGGGTACCGCGTTTACGGTCCTTATG1
4715 CHIP2884 STM/STY STM1803 STY1931 ATGCGAGTTGTCATCCTGGGTTAGTTATGCGCGCTATGCAATGCGAGTTGTCATCCTGGGGAGTGGCGTAGTTGGCGTGACCAGCGCCTGGTACTTGAGTCAGGCGGGGCATGATGTCACCGTCATCGATCGCGAATCCGGCCCGGCGCAAGAAACCAGCGCGGCGAATGCCGGACAAATTTCACCGGGATATGCGGCGCCCTGGGCGGCCCCTGGCGTACCGCTGAAGGCGATAAAATGGATGTTCCAGCGCCATGCGCCGCTGGCGGTGCGTCTGGATGGCACTCCATTTCAAC1
4716 CHIP2804 STM specificSTM1627 ATGAAATCACGTGCAGCAGTTTTAGTTATCGCCAAAGTGGATAACAATGAAATCACGTGCAGCAGTTGCTTTTGGTCCCGGTCAGCCGTTAAAAATTGTCGAGATTGACGTTGCGCCGCCGAAAAAAGGCGAAGTTCTGGTCAAAATCACTCATACCGGCGTTTGCCATACCGATGCTTTTACCCTTTCCGGCGATGATCCGGAAGGCGTATTCCCGGCAGTCCTGGGTCACGAAGGCGGCGGCGTGGTAGTCGAGGTCGGCGAGGGGGTCACCAGCCTGAAACCCGGCGATCATGTTATTC1
4717 CHIP2814 STM/STY STM1639 STY1431 ATGGGCAATAAGTATTCCGGCTTAGTCACGCTTACGCGGCATGGGCAATAAGTATTCCGGCCTGCAAATTGGTATTCACTGGTTAGTCTTTTTTCTGGTTATTGTGGCTTACGCCGCGATGGAGCTGCGCGGTTTTGCGCCGCGTAGTTATCGGCCCTGGTTTAATATGACGCACGTTTCATGTGGTATCACTATTTTGCTTTTAATGGTGGCACGCTTGTTTATTCGGCTGAAATATCCCACGCCGCCCATTGTTCCTCGTCCAAAACCGATGATGACCGGAATGGCGCATTTAG1
4718 CHIP2830 STM/STY STM1667 STY1397 ATGACGCCAACAACAACACATTAGTAAACAGGAAGATGAGTGATATCTCGATGACGCCAACAACAACACAGGATTATATCTCATTGGGTCAGGAACACGCTGTCACCTTTGGCAAAACGCAACTGACCCTCAAACCCGGTATACTGGCTGAAGGCGAACCATTACCCTGCACAAAGGGGCTGGTGAGCCATAATTTATTACCGGGTTACTGTATCCCGGGGATAAAAAAGCAGATTATTGTCGTTCCGTCACTGGATACGCCAGTTTGTGAATGGCAGGTAAAAGACTATAGTGACCGCCTTAAAT1
4719 CHIP2846 STM/STY STM1703 STY1349 ATGATGAAACAGATTCAGGAACAAACTTAACGCATTTTTTTCGTCTGATAACATGATGAAACAGATTCAGGAACAAACGGCGCTAAATCCCCTTCACTCTCACTGGCGTCTGGCTGATGACCGCAACGTGCTGTATCTCTCCCCGACAGGTGAAACGGATGCAGAAAAAACGGTTGAGCTATCGCCGGAACAAGCCGGGCGTATCCGGGAAATAACGGCGATTACGTCCAGTCTGCTGATAACGTTGTTGATAGAAAAACAGGTTACCGCTGTGCACCTGGTAGGCCGTAAGATTAATAACCGTGAAT1
4720 CHIP1147 STM/STY STM0626 STY0675 ATGACAGAACCATTAACCCTATTGATCTTAGCCGCCGTGGTAAATACGATGACAGAACCATTAACCCTATTGATCGTTGAGGATGAAACGCTGCTGGCGGAGATGCACGCAGAATATATCCGCCATATTCCTAGCTTTAACCAGATATGGCTGGCGGGCAATCTGGCGCAGGCGAGAATGATGATTGACCGGTTCAAACCTGGATTAATTCTGTTGGATAATTATCTGCCGGATGGGAAGGGGATTACGCTGCTGCATGAATTAATGCAGTCGCGCTATCCCGGCGGCGTCGTGTTTACGACCG1
4721 CHIP1163 STM/STY STM0985 STY0986 ATGATTGCGCGTATCTGGTCTTAGCGAACCAGCGAGGTGATGATTGCGCGTATCTGGTCGGGTGAATCCCCGCTATGGCGGTTACTGCTGCCGCTCTCCTGGCTGTATGGCCTGGTGAGCGGGGCGATTCGTCTGAGCTATAAGCTTGGTTTTAAACGCGCCTGGCGAGCGCCGGTACCGGTGGTTGTGGTAGGGAATCTTACGGCTGGCGGTAACGGTAAAACCCCCGTAGTCATTTGGCTGGTGGAAAAGCTGCAACAGCGTGGCGTGCGCGTGGGGGTCGTTTCCCGCGGCT1



4722 CHIP1179 STM/STY STM0963 STY0961 ATGCTCGATCCCAATCTGCTTAGCCGATATATTCCAGTCCGTATGCTCGATCCCAATCTGCTGCGTAATGAGCCAGACGCAGTCGCTGAAAAACTGGCACGCCGGGGCTTTAAGCTGGATGTAGATAAGCTGCGCGCTCTTGAAGAGCGTCGTAAAGTTTTGCAGGTCAACACGGAAAACCTGCAGGCGGAGCGTAATTCTCGATCGAAATCCATCGGCCAGGCGAAAGCGCGCGGGGAAGATATCGAGCCTTTACGCCTGGAAGTGAATAAACTGGGCGAAGAGCTGGATGCGGCGA1
4723 CHIP4257 STM/STY STM3098 STY3251 ATGTCATCACAACCGAATCAAAGTTACTGGGCAATAAGCTGGTTTAGTATGTCATCACAACCGAATCAAAGCCTGATAGATGGCATTCGCTGTCTGCAATATCTGGTCTCCAGCGACCGTGCTATCGGATGTCGCGAGCTTGCCCGGCTGATGGATATTAATACCACGCGCGTTAATCGCCTGTTAATGACGATGGCCTCTATTGGACTCACGATGCAGGATGAGCACCGACGCTATTTACCCGGGCCAGGCATTCATGCTTTGGCGGCGCAGGCGATTCGCGGTTCAGCGCTGTTCTCCCATG1
4724 CHIP4377 STM/STY STM0458 STY0501 ATGATGAGTAGCAATTGGGTTAAAAATGTTAGTCGCCGGTAAGTAATTTTGCATGATGAGTAGCAATTGGGTTAAAAATGCCATTAATGAAATTAACGCTGACCACCAGCGCTCGGCGGATACGCATCTTATTCGTTTGCCCCTGTCGGCATTTCCAGGTATCCAGCTTTACCTGAAAGACGAAAGCACGCATCCCACCGGTAGCCTCAAGCATCGTCTGGCGCGCTCGCTGTTCCTTTATGGGTTGTGCAATGGCTGGATTAAAGAAGGCACTCCGATTATTGAAGCGTCATCAGGCTCAACGGCGA1
4725 CHIP2473 STM/STY STM3598 STY4203 ATGAAAATTAGAGTTTTCATGGCCATTAATACGTACTGAAATAACTCTGGATCAGTTATGAAAATTAGAGTTTTCATGGCCACCGTGTTGCTGCTCATCAGCCACTGTGTATTTAGCACAACGTCACTACCGCATATTGTTATTCTCGCGACAGGTGGTACTATCGCCGGGACGGCAGCCAATAATACGCAAACCGCCGGATATAAATCTGGTGAACTTGGCGTGCAAACATTAATAAATGCCGTGCCGGAAATGAATAATATCGCTCGCGTTGACGGCGAGCAGGTGGCGAATATTGGTAGCGAAAATATGA1
4726 CHIP4609 STM/STY STM3048 STY3204 ATGGCTTTTATCTCCTTTCCACCTTACTCTTCCAGCGAGTAGGGATGGCTTTTATCTCCTTTCCACCACGTCATCCTTCATCGTCAGCCCGCCTGCCGCTGACGCTGATCGCGCTTGACGACTGGGCGCTGTCGACCATTACCGGCGTAGACAGTGAAAAGTATATTCAGGGCCAGGTCACCGCTGACGTAAGCCAGATGACTGAACAGCAACACCTTCTCGCCGCCCACTGCGATGCTAAAGGTAAGATGTGGAGCACTCTGCGCCTGTTCCGTGAGCGCGACGGTTTCGCCTGGATTG1
4727 CHIP2513 STM/STY STM3684 STY4112 ATGAAACTCATCGGTAGCTACACCTTAAGCCTTTGGCGCTTCGATGAAACTCATCGGTAGCTACACCAGCCCTTTTGTGCGCAAAATCTCTGTTCTGCTGCTCGAAAAGGGTATTACCTTCGAATTTATTAATGAACTACCTTACGAGGCGGATAACGGCGTGGCGCAATACAACCCTCTGGGTAAGGTGCCAGCGCTGGTGACGGAGAAAGGGGAGTACTGGTTCGATTCGCCGATCATCGCGGAATATATTGAACTGCTGGATATCGCGCCAGCGATGCTCCCGCGTGACCCGATGG1
4728 CHIP2537 STM/STY STM3755 ATGGCAGACAAATACTTAACCCAATTACTTTTTAGGTTCTGTTTCCCATTGATGGCAGACAAATACTTAACCCAATCCCCGGCAGGCGAATTTGTTATGTTTGCCAGCGATGACGGTGAAGTTCGTGTGGAGTGCCGCTTTGAGCAAGAGACGCTATGGCTCCCTCAGGCAACCATCGCCAACCTTTATCAGATCACTCCCCAGGCAGTTACACAGCACATTAAAGCGATCTATGAAGAAGGCGAACTTGAGCAAAACGCAACCTGTAAGTCTTACTTACAAGTTCAACAGGAAGGTAGCCGTCAGG1
4729 CHIP4659 STM/STY STM3178 STY3355 ATGAAATTGACGCAACGTCTCATTACCAACTTACTACGGCCTCAAATCATGAAATTGACGCAACGTCTCAGCCTGCGCGTCAGGCTGACGCTTATTTTCCTGATTCTGGTCTCCATCACCTGGGCAATCTCCAGTTTTGTGGCCTGGAGAAAGACGACGGATAATGTCGACGAGCTGTTTGACACACAGTTGATGTTGTTCGCCAGACGGCTTAGCACCCTCGATCTTAACGAGATCAACGCCCCGCAGCGCATGGCGCATACGCCAAAGAAATTAAAACATGGGCATATCGATGACGATGCGC1
4730 CHIP4308 STM/STY STM2684 STY2870 ATGTTGGCGCAACTGACCTTACGCCGCCAGCAGTTCATGTTGGCGCAACTGACCATCAGCAATTTTGCTATCGTTCGTGAGCTTGAGATCGATTTTCAGAGCGGAATGACCGTCATTACTGGTGAAACCGGCGCGGGTAAATCTATTGCGATTGATGCCCTGGGTCTGTGTCTGGGCGGTCGCGCTGAGGCCGATATGGTCCGTACCGGAGCGACCCGCGCCGATTTGTGTGCCCGCTTTGCGCTGAAAGACACGCCTGCGGCATTGCGCTGGCTGGAAGAAAACCAGCTTG1
4731 CHIP4236 STM/STY STM3046 STY3202 ATGGTCCTGTGGCAATCTGTTAGTGTTGGCCTGATATCGGCGTGGTCCTGTGGCAATCTGATTTACGCGTCTCATGGCGCGCTCAGTGGATCTCATTGCTCATTCATGGGCTGGTTGCCGCGGTGATTTTATTGATGCCCTGGCCGCTGAGTTATACCCCGTTATGGATGATACTACTGTCGCTGGTCGTGTTTGACTGTGTACGTAGCCAGCGCAGGATTAATACCTGCCAGGGAGAGATCAAGCTACTCATGGACGGGCGCTTACGCTGGCAGGGGCAGGACTGGACGCTCTTGC1
4732 CHIP4268 STM specificSTM3122 ATGAAAAAAGAAGTAACACTTGCCATTATTGGTCCGATTTTGTGTCTAAAGGTGAAAAAAGAAGTAACACTTGCCACACTTAGCATTATCTTCTCCGGTACGGCGCACAGTACGCAAAACGAACGTCCTGATATTATCGTGATTATCGCTGATGATATGGGATATTCTGATATCACTCCCTTCGGTGGGGAAATCCCAACGCCTAATTTGCAGGCGATGGCTGAGAACGGCGTGCGGATGAGTCAATATTACACGTCTCCCATGTCTGCTCCCGCCCGTGCGATGCTATTAACCGGGAACACCAGTC1
4733 CHIP2468 STM/STY STM3585 STY4225 ATGCGCGGATTACGTAATATTTATAACTTACGCCATTGTGCCAATCATGCGCGGATTACGTAATATTTATAACCTCGGCGTCAAAGAACTGCGCAGTCTGCTGGGCGACAAAGCGATGCTGGCGCTGATCGTCTTCGCCTTTACGATTTCGGTTTACTCCTCTGCTACCGTCCTGCCCGGTTCGTTGCATCTTGCCCCTATCGCCATCGCCGATATGGATCAGTCGCAGTTGTCGAACCGTATTGTGAATAGTTTTTACCGCCCGTGGTTTCTGCCGCCGGAGATGATTACGGCAACGGAAA1
4734 CHIP2484 STM/STY STM3622 STY4178 ATGAGGGACACTGTGGACCCTTATGATGCACGCTCCGCATGAGGGACACTGTGGACCCCGTATTTTCTCTCGGCATCTCATCATTATGGGATGAACTGCGCCATATGCCAACCGGCGGCGTCTGGTGGGTTAACGCCGATCGCCAGCAAGATGCCATCAGTCTGGTGAATCAAACGATTGCGTCACAAACGGAGAATGCAAATGTCGCCGTCATCGGCATGGAAGGCGATCCTGGCAAAGTAATCAAATTAGATGAATCTCACGGTCCGGAGAAAATCCGCTTATTTACCATGC1
4735 CHIP2534 STM/STY STM3747 STY4046 ATGTCCGTTAACGCCATCGTTACGGTTTTTCCGGCGGATGTCCGTTAACGCCATCGAGCCGGCAGATGCGCAACCGGTTGCGCAGACGCAAAACAGCGAATTAATTTACCGTCTTGAAGATCGCCCGCCGCTCCCTCAAACCCTTTTTGCCGCTTGTCAGCATCTGCTGGCCATGTTTGTCGCGGTAATCACGCCAGCGCTGTTAATCTGCCAGGCGTTGGGTTTACCGGCGCAGGATACGCAGCACATTATCAGCATGTCGCTGTTCGCCTCCGGCGTAGCCTCTATTATTC1
4736 CHIP4303 STM/STY STM2672 STY2859 ATGAATAAGGAATTTTCTCTGTCCAGGTTAGTTTAGCGAGCGCTCCGATGAATAAGGAATTTTCTCTGTCCAGGCCAACATTTAAACGCACACTACGGCGGATTAGTATAATCAGCGTGCTGCTTACAATGACATTGATCTGGCTATTAATTTGCGTTGCGTCTGTCCTTACGCTCAAACAGTATGCGCAAAAGAATCTCGATTTGACCGCCGCCACAATGGCCCATAGCCTTGAAGCGGCACTGGTATTTTCCGATAACGCGGCCGCAGCGGAAACGCTCGCCACACTGGGACGCCAGGGAC1
4737 CHIP4319 STM/STY STM2702 STY4608 ATGCAAATTGGCTATGTACGGGTTAACGCGACTGATTTACAGGGTGCAAATTGGCTATGTACGGGTGTCAACAAATGACCAGAATACTGATTTACAGCGAAACGCGCTGAATTGCGCAGGATGTGAACTGATTTTTGAAGACAAAATAAGCGGGACCAAATCAGAAAGGCCCGGATTAAAAAAGTTGCTCAGGACGTTATCAGAAGGGGACACACTGGTTGTATGGAAGCTTGATCGCCTGGGTCGCAGTATGCGTCATCTGGTCGTTCTGGTAGAGGAGCTGCGGGAGCGTGGCATTA1
4738 CHIP4255 STM/STY STM3090 STY3243 ATGGCAAAACACCTTTTTACGTCTTATTTCAGACCGGCAGCAATGGCAAAACACCTTTTTACGTCTGAGTCCGTATCAGAAGGGCATCCTGACAAAATCGCAGACCAAATCTCTGATGCCGTGTTGGACGCTATCCTGCAACAGGATCCGAAAGCACGCGTCGCCTGTGAAACCTACGTTAAAACCGGCATGGTTTTAGTTGGCGGTGAGATCACCACCAGCGCCTGGGTCGATATCGAAGAGATTACCCGTAATACGGTGCGCGAAATTGGCTATGTGCATTCCGACATGGGCTTTG1
4739 CHIP4367 STM/STY STM0444 STY0486 ATGTCAAGTCAATATTTACGTATTTTCCAGTTACAGCAGGCGTGTTTTTCGATGTCAAGTCAATATTTACGTATTTTCCAGCAACCGCGCTCAGCCATTCTGCTGATATTGGGTTTTGCCTCCGGTCTCCCGCTGGCGCTCACCTCCGGTACGCTACAGGCGTGGATGACCGTCGAGAATATCGATCTTAAAACGATTGGCTTCTTCTCGCTGGTTGGTCAGGCCTATGTGTTTAAGTTTCTCTGGTCCCCGCTGATGGACCGCTACACGCCGCCTTTTTTAGGTCGTCGTCGCGGTTGGTTACTCG1
4740 CHIP2471 STM specificSTM3595 ATGAAACTACACATTACTGTACTGGCGTTAGCGCGTTTTTCTCGCATGAAACTACACATTACTGTACTGGCGTCATCTCTGGCGCTGGCGATGCCGGCACTGGCGAAAGATATTCCCCTGTCCCAGGCGGAGTCGATAGCGAAAAGCGTGACGCCCGACTCGGCGAGCGTCGCCTTTAATGACCTTGAGGCTCAATGGCTGACACAGTTGCGTAAGGCATTACAAGGCGATACCGCCGCGTTGACTCGCGACGCCCTGGCTCAGATGCGACAGAATTCCATCCAGGCGGATAATGCCTGGT1
4741 CHIP4553 STM/STY STM2127 STY2340 ATGCAGGTATTACCTCCGGGTTACGCCTCCTCTTTATGGCGATGCAGGTATTACCTCCGGGCAGCACGGGCGGCCCTTCGCGTCTGTTTATTCTGCGCCCCGTGGCCACCACTCTGCTGATGGCGGCGATTTTACTCGCCGGGATTATCGGCTATCGCTTCCTGCCCGTCGCCGCTTTGCCGGAGGTCGACTACCCCACTATTCAGGTTGTTACGCTCTACCCTGGCGCCAGCCCGGATGTCATGACCTCCGCCGTCACCGCGCCGCTTGAGCGCCAGTTCGGCCAGATGTCAGGAC1
4742 CHIP4569 STM/STY STM2171 STY2401 ATGACCAAAGTCGCAATTGTAACGTTATTTTGCGTTGAATTGCGGATGACCAAAGTCGCAATTGTAACGGCATCAGATTCGGGAATTGGCAAAGCGTGTGCGTTGTTATTAGCACAAAACGGTTTTGATATTGGTATCACCTGGCATTCCGATGAACGCGGCGCGCAGGAGACGGCAAAAAAAGCGGCGCAGTTTGGTGTGCGGGCAGAGACCATTCATCTTGACCTGAGCCAGTTACCCGAGGGCGCGCAGGCCATTGAACATCTTATTCAGCGCCTGGGGCGCGTTGACGTGCTGGTCA1
4743 CHIP1901 STM/STY STM3413 STY4385 ATGTGGTTACTTGACCAGTGGGTTAATTATCGTTGATTTTATGCAGCAGATGTGGTTACTTGACCAGTGGGCAGAGCGTCATATTATCGAGGCACAGCGTAAAGGCGAGTTTGATAATTTGCCTGGCCGTGGCGAGCCGCTTATTCTGGATGATGATTCTCATGTGCCGGCGGAACTTCGTGCGGGTTATCGCTTACTCAAGAATGCGGGCTGTCTTCCCCCTGAACTGGAGCAGCGCAGAGATGCTATTCAGTTACTTGATATCCTCAACAGTATCCGGGAAGATGACCCTCGATACCATCAGG1
4744 CHIP1925 STM/STY STM0942 STY0938 ATGACGGCATTGCTTGAACTTTACTCCCTTGCCAGCGCATGACGGCATTGCTTGAACTGTGCAATGTGAGTCGTAGCTACCCCTCCGGAGAAGAGCAGGTGGCGGTGTTGAAAGATATCTCCCTGCAAATCCACGCCGGGGAGATGGTGGCGATCGTCGGCGTTTCCGGTTCTGGAAAATCAACGCTGATGAATATCCTCGGGTGCCTGGATAAACCGACCAGCGGCACTTATCGGGTGGCGGGGCGGGACGTCTCGACGCTGGACCCGGACGCGCTGGCGCAGCTGCGGCGTG1
4745 CHIP1949 STM/STY STM4388 STY4744 ATGCAAAAGCTCAAGCAGCATTACTTCTGCCCGTAATACGCATGCAAAAGCTCAAGCAGCAGGTATTTGACGCTAACATGGATTTGCCCCGTTATGGGCTGGTGACCTTTACCTGGGGCAACGTCAGCGCTATCGATCGCGAACGCGGGCTGGTGGTGATTAAGCCAAGCGGTGTCGCCTATGAAACCATGAAGGTAGATGACATGGTGGTGGTGGATATGGATGGCAAAGTGGTGGAGGGACGTTATCGTCCTTCTTCCGATACCGCTACCCATCTGGCGCTGTATCAACGCTATC1
4746 CHIP1965 STM/STY STM4479 STY4817 ATGATAATCATAAGATATCTGGTGCGGTTATACCGCTCCTTTACGCAGAGTGATAATCATAAGATATCTGGTGCGGGAGACGCTCAAAAGCCAGCTGGCGATACTCTTCATCTTACTTTTGATCTTCTTTTGTCAAAAGTTAGTGAGGATTCTCGGCGCGGCGGTTGACGGCGATATTCCCGCAAATCTGGTGCTCTCGCTTCTGGGGCTGGGCGTACCGGAAATGGCGCAGCTCATCCTGCCTTTAAGCCTGTTCCTGGGGCTGCTGATGACGCTGGGCAAACTGTATACCGAAAGTGAAATTA1
4747 CHIP1927 STM/STY STM0931 STY0927 ATGAAAGCGCTACTGTGGCTGTTAATCCTGGCCGTACTTCTCCATGAAAGCGCTACTGTGGCTGGTGGGTCTCGCGTTGCTGTTAACAGGCTGCGCGAGCGAAAAAGGAATTATCGATAAAGAGGGATATCAGCTTGATACCCGACATCGGGCGCAGGCGGCCTATCCGCGCATTAAAGTCCTGGTGATTCACTATACGGCGGAAAACTTTGACGTTTCGCTGGCGACGTTAACGGGTCGCAACGTCAGTTCGCATTACCTGATTCCCGCAACCCCGCCATTATATGGCGGTAAACCGC1
4748 CHIP1943 STM/STY STM4367 STY4724 ATGCAGTTAACGAGTTTCACCGTTACTCCACCAGTAATAATTTATAAAGCGGTGCAGTTAACGAGTTTCACCGATTACGGCTTACGTGCGCTAATCTATATGGCGTCGTTACCAGATGGACGAATGACCAGCATTTCTGAGGTGACAGAAGTCTACGGCGTGTCCCGTAATCATATGGTCAAAATTATCAATCAGCTTAGCCGGGCGGGCTTTGTCACCGCCGTTCGGGGAAAAAATGGCGGTATCCGCCTGGGTAAACCGGCTAATACTATTTGTATTGGCGATGTGGTGCGTGAGCTGGAACCCT1
4749 CHIP2151 STM/STY STM3245 STY3428 ATGAATACTCTTGTTCTCCCTAAAACACATTATTCAATTTCTATTAACTGCCTGCATGAATACTCTTGTTCTCCCTAAAACACAGCATTTGGTGGTCTTTCAGGAAGTCATTAGAAGTGGTTCTATCGGTTCTGCCGCAAAATCGTTAGGGTTAACCCAACCCGCCGTCAGTAAAATCATTAGCGATGTTGAGGCCTATTTTGGCGTTGAGCTAATTGTACGTAAAAATACCGGCGTTACGTTGACCGAAGCGGGACAGGTACTGCTTTCCTGGTCTGAATCTATCACCCGCGAAATGAAAAACATGATCA1
4750 CHIP2167 STM/STY STM3147 STY3318 ATGAGCCAGAGAATTACTATTGATCCGTTACAAAACCTTCACCGAGACCAATGAGCCAGAGAATTACTATTGATCCGGTAACCCGTATTGAGGGTCATTTACGCATTGACTGCGAAATTGAGAACGGCGTCGTATCCAAAGCATGGGCGTCCGGCACCATGTGGCGCGGTATGGAAGAGATCGTGAAGAACCGCGATCCGCGCGATGCGTGGATGATTGTGCAGCGTATTTGCGGCGTTTGTACGACAACTCACGCGATCTCCTCCGTTCGTGCGGCGGAAAGCGCGCTGAATATTGATGTTCCCG1
4751 CHIP1608 STM/STY STM2834 STY2955 ATGAGCGTGATTTATCAAACCACCTTAAGCGACAAACGTCAAAATACAATGAGCGTGATTTATCAAACCACCATCACCCGTATCGGCCAGAGCGCGAAGGAAGCGCTCGGCGAACAGATGCTGATTACGTTTCGGGAAGGCGCGCCGGCGGATATCGAAGAATTTTGCTTCATCCATTGTCATGGCGAACTGACCGGCGCGCTGCAGCCTGGCGCGCGGTGTGAATTGGGTCAACATTGCTATCCGGTCACGGCGGTCGGCAGCGTAGCCGAGCAAAACCTGCGTGAACTGGGGCATATCACTT1
4752 CHIP1624 STM/STY STM2842 STY2964 ATGGCGATAGACACACCTTCCTTACACTTCACTTAACGCTCGCATGGCGATAGACACACCTTCCGGCGTACAGCTACGCATTCGGGGCAAAGTACAGGGCGTCGGTTTTCGTCCTTTTGTCTGGCAGCTGGCGCAGCAGTTGCGATTACACGGCGACGTGTGTAATGACGGCGACGGCGTCGTCGTTCGGCTGCTGGAAGAGCCGTCGCAATTTATTGCCGCGCTCTATCAGGATTGCCCGCCGCTGGCGCGCATTGACAGCGTTGAACACGCGTCGTTGGTATGGGAGCGCGCGCCGA1
4753 CHIP4486 STM specificSTM0354 ATGAACATCGGTAAAGCAGCTAAAGTTACAGACGCTTTGCCAGTCCATGAACATCGGTAAAGCAGCTAAAGCATCGAAAGTCTCGGCCAAAATGATTCGCTACTATGAACAGATTGGTCTGATTCCCGCGGCAAGTCGGACGGATTCCGGCTATCGGGCCTATACCCAGGCTGATGTTAATCAATTGCATTTTATACGCCGCGCGCGCGACCTCGGTTTTTCAGTTGCTGAAATCAGCGACTTACTGAATCTTTGGAATAACCAGTCGCGGCAAAGCGCTGACGTCAAACGCCTGGCGCAGA1
4754 CHIP1626 STM/STY STM2848 STY2970 ATGTTTACCTTTATCAAAAAAGTTATCAAAACCTTAGCTGACCTCTTTCATATGGCGATGTTTACCTTTATCAAAAAAGTTATCAAAACCGGCACGGCGACCTCGTCTTATCCGCTGGAGCCGATTGCGGTTGATAAAAACTTCCGCGGCAAGCCGGAACATAATCCGCAGCAGTGCATCGGCTGCGCCGCCTGCGTTAATGCCTGCCCGTCGAACGCGCTGACGGTGGAAACCGATCTCGCGACCAATGAGCTGGCGTGGCAGTTCAATCTTGGCCGTTGTATCTTCTGCGGTCGCTGCGAAGAGGTGTGCC1
4755 CHIP1650 STM/STY STM2224 STY2461 ATGTTTACTATCAACGCAGAAGTACGTAAAGTTACGCGCGAACGAAGTCATGTTTACTATCAACGCAGAAGTACGTAAAGAGCAGGGTAAGGGTGCGAGCCGCCGCCTGCGCGCCGCTAACAAGTTCCCGGCAATCATCTACGGCGGTTCTGAAGCCCCGATTGCTATCGAACTGGACCACGACCAGGTGATGAACATGCAAGCTAAAGCTGAATTCTACAGCGAAGTTCTGACCCTCGTTGTTGACGGTAAAGAAGTAAAAGTTAAAGCTCAGGCTGTACAGCGTCACGCTTACAAACCGAAGC1
4756 CHIP1666 STM/STY STM2110 STY2322 ATGCAGGATCTTAGCGGCTTTTAGGGAGTAACTTTCTGAACGATGCAGGATCTTAGCGGCTTTACGGTGCCGAAGGGGTTCCGCGGCGCTAATGCGCTAAAAGTACAATTATGGTGGGCGGTACAGGCGACATTATTCGCCGGGTCGCCGCAAATATTGTATCGCTGGCGAGCCTTTTTGCTGCGTCTGTTTGGCGCCAAAATTGGAAAGAATGTGGTTATTCGACCGTCAGTAAAAATTACCTATCCGTGGAAATTAACCGTCGGCGATTATGCCTGGGTAGGCGACGACGCTGTGT1
4757 CHIP1682 STM/STY STM2199 STY2434 ATGTTTAGGTTTAACCCTTTCGTTCGTTAGAAACGGTAATCCACCGATGTTTAGGTTTAACCCTTTCGTTCGGGTAGGGCTTTGTATGTCCGCAGTTACGTTGGCCTGGCCGGTTGCCGCGGCAACGGATGATGGTGAAACCATGGTCGTTACCGCGTCCGCCATCGAACAAAATCTGAAAGATGCGCCAGCAAGTATCAGCGTCATTACCCAGCAAGATTTACAGCGCAGGCCCGTGCAAAACCTGAAAGATGTCCTGAAAGAGGTGCCGGGCGTACAGCTCACTAACGAAGGGGATAACC1
4758 CHIP1698 STM/STY STM1772 STY1897 ATGAAACAAAAAGTGGTTAACATTGGTTAGTTCTCGGTATCCAGCTCGATGAAACAAAAAGTGGTTAACATTGGCGACATTAAGGTGGCAAATGACCTGCCGTTTGTGCTGTTTGGCGGTATGAACGTGCTGGAGTCACGCGATCTGGCAATGCGCATTTGTGAGCACTACGTAACCGTTACCCAGAAGCTGGGTATTCCTTACGTGTTCAAGGCCTCTTTTGATAAAGCCAACCGTTCCTCTATTCACTCTTACCGTGGGCCGGGTCTGGAAGAAGGGATGAAAATCTTCCAGGAACTCAAGC1
4759 CHIP2252 STM/STY STM3094 STY3247 ATGCCCTGGATAGCCAAACGTTATCCTAAGTCGCCAAAACGATGCCCTGGATAGCCAAACGCCGGGGCCATGACGCGGATTTTTTTATTATGCGTATTCCCCGCATTTATCACCCTGAATTGTTGACGTCCGGTACGCAGATTTCGTTATGCGAAGATGCGGCCAACCATATTGGTCGTGTACTTCGCATGGGACCGGGACAAGCGCTACAGCTGTTTGACGGCAGCAATCAGGTATTCGATGCTGAAATCATTAGCGCCAGTAAGAAAAGCGTTGAAGTGCAAGTGATGAAAGGCG1
4760 CHIP3328 STM/STY STM0718 STY0758 ATGCAGACGTTAACCAGAGTACTGCTTAGCATAAATCCGGTGCGTATGCAGACGTTAACCAGAGTACTGCCGCCTCTCCGGCTGATTATGTTTTGTCAGTCAGGCGAAAATCCTACGCAGTTTCCGGATACCGGCGGCCTTTGCGTGGAGGACTGCGTTCGTCTCAGGACACCAGAAGGGCTGCTGGATCGGTTGCGTCGGTGGCCCGGCGCGATGGTGATATCCGCCGGACGGCCATCAACCCAGCTTCTGCTGTGGCAACAGGTTTTTCTGCGTTATCCGCGGACAGTGGTTTTTTGCA1
4761 CHIP3376 STM/STY STM0798 STY0831 ATGAGTAAACCGTTCAAACTGAATTCCTTAGGACGCCGCGATAAACATGAGTAAACCGTTCAAACTGAATTCCGCTTTTAAACCTTCTGGCGATCAGCCGGACGCTATACGTCGTCTGGAAGAGGGGCTGGAGGACGGGCTGGCGCATCAGACGTTATTGGGCGTGACCGGCTCCGGGAAGACATTCACCATTGCCAACGTCATTGCGGACTTGCAGCGGCCAACGATGGTGCTTGCGCCCAATAAAACCCTGGCGGCGCAGCTCTACGGCGAAATGAAAGAGTTTTTCCCGGAAAACGCGG1
4762 CHIP3416 STM specificSTM0857 ATGAAAAGTATTGAAAAGGATAAATATCAGGATTAGAATGAACGTGGCATCTCCATGAAAAGTATTGAAAAGGATAAATATCAGGATATTCGTGATGCGGTTCGTTCATTATGTAGTGAATTTGATGATAAATATCACCGTAAGATAGATGAAGCAAAAGCCTATCCTGAAGAGTTTGTTAATAAACTAACCAAAGCTGGTTGGCTGGCTGCGCTCATCCCGGAGGAATTTGGAGGGTCAGGGCTTGGTTTAACTGAAGCATCTATTATCATGGAAGAGATCAATAGATCGGGTGGAAACTCTGGAGCCT1
4763 CHIP2197 STM/STY STM3324 STY3503 ATGACCGTAAAGCAAACTGTTGATTAGTCTTCGTCAAAGCCGATGACCGTAAAGCAAACTGTTGAAGTCACCAATAAGCTGGGCATGCATGCCCGGCCTGCCATGAAGCTTTTCGAACTGATGCAGGGTTTTGACGCCGAGGTGCTATTACGCAATGACGAAGGCACCGAAGCGGAAGCAAACAGCGTCATCGCGCTGTTAATGCTCGACTCCGCCAAAGGGCGTCAGATTGAAATTGAAGCCACCGGCCCGCAAGAAGTTGAAGCGCTGGCGGCGGTTATCGCGCTGTTCAATTCCG1
4764 CHIP0330 STM/STY STM3761 STY4025 ATGTCTACACCCGCGAATTTTAACTTATGCGCGTTGAGAATCCAATGTCTACACCCGCGAATTTTAACGGTCAACGCCCTGCCATTGATGCTAACGACGCAGTAATGCTGCTGATTGATCACCAAAGTGGCCTGTTTCAGACCGTCGGCGACATGCCGATGCCGGAATTACGCGCGCGCGCCGCGGCGCTGGCTAAGATCGCCACCTTATGCAATATGCCGGTCATTACTACCGCATCCGTACCACAGGGACCGAATGGTCCGCTGATTCCGGAAATCCATGCGAATGCGCCCCACGCGC1
4765 CHIP3403 STM/STY STM0838 STY0879 ATGTTAGTTTCCAGCAACGTTACCATTACTCGATCCCTTTACTACGCAAGTGTTAGTTTCCAGCAACGTTACCATGCAGTTCGGCAGTAAGCCGCTGTTCGAAAACATTTCCGTCAAATTTGGCGGCGGCAACCGTTACGGCCTGATCGGCGCCAACGGTAGCGGAAAGTCCACTTTTATGAAAATCCTCGGCGGCGACCTGGAGCCGACGCTGGGCAATGTTTCCCTCGATCCGAATGAGCGCATCGGTAAGCTGCGTCAGGACCAGTTCGCTTTTGAAACATTCACCGTACTTGATACTGTCA1
4766 CHIP2192 STM/STY STM3348 STY3528 ATGAAAAAACACACCCAGCTGTTTAGCGCAGCAATAGATAAATGTTCTATGAAAAAACACACCCAGCTGTTAAGTGCATTAGCGTTAAGTGTCGGGTTAACTCTTTCGGCGCCGTTTCCAGCCCTTGCATCGATACCAGGCCAGGTGCCAGGCCAGGCGACGCTGCCAAGCCTTGCCCCTATGCTGGAGAAAGTGCTGCCTGCTGTCGTCAGCGTAAAAGTCGAGGGAACCGCCGCCCAGAGCCAAAAAGTGCCGGAGGAGTTTAAAAAATTCTTTGGCGAGGATCTGCCAGACCAGCCGTCCC1
4767 CHIP2208 STM/STY STM3260 STY3443 ATGTTTAGCGAAATAATGCGTTATATCCTTAAGAGGCGATTTGACTTTGCATGTTTAGCGAAATAATGCGTTATATCCTCGACTTAGGCCCAACGGTGATGCTGCCTCTGGTGATCATCGTGTTCTCTAAACTGCTGGGAATGAAGCTTGGGGATTGTTTTAAATCGGGTTTGCATATTGGTATCGGCTTCGTGGGTATTGGTCTGGTCATCGGCCTGATGCTGGATTCTATCGGCCCCGCGGCGAAAGCCATGGCGGAACATTTCCAAATCAATCTCCACGTTATTGACGTCGGCTGGCCGGGTT1
4768 CHIP2232 STM/STY STM3193 STY3371 ATGTCATCTAAATGGATTACCTCTTTATTTAAAAGTTATTTTTTAGTGGCCAGTTCCCGATGTCATCTAAATGGATTACCTCTTTATTTAAAAGCGTAGTATTAACCGCAGCATTGGTCACTCCTTTTGCGGCATCGGCTTTTACCGAGGGCACAGATTATATGGTTCTGGAGAAACCGATTCCTAATGCGGATAAAACGCTGATTAAGGTATTTAGCTACGCCTGCCCTTTCTGCTACAAATATGACAAAGCCGTAACAGGTCCGGTTTCTGATAAAGTAGCCGATCTCGTTACGTTCACTCCGTTCCACCTGG1
4769 CHIP0373 STM/STY STM2266 STY2492 ATGAAAATGACTTTTTGCCGGTTAATTCTTATCGCTCACCAGGAAATGAAAATGACTTTTTGCCGGGCCGTGTGTCTGGCGGCGGCTTTTCTACTTATGGGCTGCGATGAGGCTCCCGAAACGACAACAGCGTCACCTGCCGCTCAGGTGCTGGAAGGTAAAACGATGGGGACTCTCTGGCGGGTGAGCGTGGTTGGTATCGATGCGAAACGCGCCGCAGAGTTACAGACTAAAATCCAGACTCAGCTTGATGCTGATGATTGGTTGCTTTCTACCTATAAAAATGACTCCGCGTTGATGC1
4770 CHIP3340 STM/STY STM0744 STY0790 ATGAATAAGTATATGTTTCGATGGCCATTACTGCTTAAACTCCGCGACAATGAATAAGTATATGTTTCGATGGCCAATTCGAGTTTATTACGAAGACACGGACGCCGGCGGTGTGGTTTATCACGCCAGCTATGTCGCTTTTTATGAAAGAGCGCGCACGGAGATGCTGCGTCACCATCACTTCAGCCAACAGGTGCTGCTGGCGGAGCGGGTCGCCTTTGTGGTGCGCAAGATGACGCTGGAATACTATGCGCCTGCGCGGCTCGACGATATGCTTGAAGTTCAAACAGAAATTACGTCAATGC1
4771 CHIP2203 STM/STY STM3300 STY3479 ATGCGATTTTCCAGATTTATCATCGTTAGTTATTCTGATAAATATCCTTATACAACCGATGCGATTTTCCAGATTTATCATCGGATTGACCACCAGTATAGCGTTCAGCGTTCAGGCCGCGAATATTGACGAATACATCAAACAGCTTCCGGCCGGCGCCAACCTCGCGCTGATGGTGCAAAAGATTGGCGCGCCCGCGCCGGCTATTGATTATCATAGTCAGCAGATGGCGCTTCCCGCCAGTACCCAAAAGGTGATTACCGCGCTGGCGGCGCTGATTCAACTCGGCCCGGATTTCCGTTTTACGACCACGC1
4772 CHIP2219 STM/STY STM3229 STY3409 ATGTCGAAAGATAACACTACGGAACATTAACGACGCGTCAGCAGTATGTCGAAAGATAACACTACGGAACATCTGCGCGCTGAGTTGAAATCCCTGACCGATACGCTTGAAGAAGTGCTGAGCTCTTCGGGCGAAAAGTCGAAAGAAGAGTTGAGTAAGATTCGTAGCAAAGCCGAGCGCGCGCTGAAAGAGAGCCGTTACCGCCTGGGCGAAACGGGTGATGTGATTGCCAAACAGACTCGCGTCGCCGCCGCCCGCGCCGATGATTATGTGCGCGAAAATCCCTGGACAGGCGTAGGCA1
4773 CHIP0352 STM/STY STM3649 STY4153 ATGTCCGGTAAAATGACTGGTATCGTTACAGGCTGGTTACGTTGCCATGTCCGGTAAAATGACTGGTATCGTAAAATGGTTCAACGCTGATAAAGGCTTCGGCTTTATTACTCCTGATGACGGTTCTAAAGACGTGTTCGTACACTTCTCCGCTATTCAGAACGATGGTTACAAATCTCTGGACGAAGGTCAGAAAGTTTCCTTCACCATCGAAAGCGGCGCTAAGGGCCCGGCAGCTGGCAACGTAACCAGCCTGTAA1



4774 CHIP2259 STM/STY STM3071 STY3229 ATGACTGTATCTCACCACAATGCCTTAACGGGAAGAAATATGCAGTTCGATGACTGTATCTCACCACAATGCCTCTACAGCGCGCTTTTACGCGCTTCGTCTGCTTCCCGGCCAGGAAGTGTTTTCCCAATTACACGCCTTTGTGCAACAGAACCAATTACGTGCCGCCTGGATAGCAGGGTGTACCGGCAGTCTGACCGATGTTGCGCTGCGTTATGCCGGGCAAGAGGCGACCACATCGCTCACCGGCACGTTTGAAGTTATCTCGCTAAACGGCACGCTTGAATTGACCGGCGAGCATCTGC1
4775 CHIP3335 STM/STY STM0731 STY0774 ATGTCACCAGTAAGGGTGATTTTTGTTATGGGGTCACTCTTTCACCTGGTGTCACCAGTAAGGGTGATTTTTGCCTTTGTATCAGCCATTTACGGTCTCCTTAGCGCCTTATTGCTTAAGACTGCCGGAACTCAGACTTGCCTTCTCCACGTCATCTTCCTCGTCGTTAGTGCAGGGAAGATTCTGTGTATGCATCAATCAACCGTTACCAGTTTGTTATTTGGCTCGCCGCTCTGTGAAAGAGGGGATGACCTGGGTACAGAGCAATGGGCGCTTGCAGGTAACGACTTGATTAATTTCGAAT1
4776 CHIP3367 STM/STY STM0789 STY0822 ATGTATTCATCCCGCTCCCGTTAGGAGATAAATCGTCCCTGTAGCATGTATTCATCCCGCTCCCGTTCTGCACCTGCGCCTTTTTACGAAACGGTGAAACAGGACATCTGTAAAAAAATAGCCGGCGGCGTCTGGCAGCCGCACGATCGCATTCCGTCGGAAGCAGAACTGGTCGCCCAGTATGGCTTTAGCCGAATGACCATCAATCGGGCGCTGCGTGAGCTGACGGATGAAGGGTGGCTGGTGCGTTTACAGGGCGTGGGGACGTTTGTCGCCGAACCGAAAGGCCAGTCCGCGCTGT1
4777 CHIP0485 STM/STY STM0741 STY0787 ATGATCGATTATGAAGTACTACGTTTTATCTGTTAGTACAGAGAGTGGGTGTTGCTTTCATGATCGATTATGAAGTACTACGTTTTATCTGGTGGCTGCTGGTTGGCATTTTGCTAATTGGTTTCGCTGTCACCGATGGGTTCGACATGGGGGTGGGGATGCTCACCCGTTTCCTCGGTCGTAACGACACCGAACGTCGAATTATGATTAACTCTATCGCTCCACACTGGGACGGTAACCAGGTGTGGTTGATCACCGCGGGCGGTGCGTTGTTTGCTGCCTGGCCGATGGTTTACGCCGCGGCGTTCTCCGGTT1
4778 CHIP0495 STM/STY STM3728 STY4066 ATGTCCCGAGTCTGCCAATTAGTACTTTTCGCCACGGGCATGTCCCGAGTCTGCCAAGTTACTGGCAAGCGTCCGGTGACCGGTAACAACCGTTCCCACGCACTGAACGCGACTAAACGCCGTTTCCTGCCTAACCTGCACTCTCACCGTTTCTGGGTTGAGAGCGAGAAGCGTTTTGTCACCCTGCGTGTATCTGCTAAAGGTATGCGTATCATCGATAAAAAAGGCATCGAAACAGTTCTGTCTGAACTGCGTGCCCGTGGCGAAAAGTACTAA1
4779 CHIP0535 STM/STY STM2872 STY2993 ATGTCGATTGCAACTATTGTCCCTTATGAGCGTAATAGCGTTTCAACAATGTCGATTGCAACTATTGTCCCTGAGAATGCCGTTATAGGGCAGGCGGTCAATATCAGGTCTATGGAAACGGACATTGTCTCGCTGGATGACCGGCTACTCCAGGCTTTTTCTGGTTCGGCGATTGCCACGGCTGTGGATAAACAGACGATTACCAACAGGATTGAGGACCCTAATCTGGTGACGGATCCTAAAGAGCTGGCTATTTCGCAAGAGATGATTTCAGATTATAACCTGTATGTTTCTATGGTCAGTA1
4780 CHIP0560 STM/STY STM1413 STY1707 ATGGATTGGGATCTCATTACTGAATTAAGAAGGTTTGCTTGAGTATCTGACAATGGATTGGGATCTCATTACTGAACGTAATATTCAGCTTTTTATTCAATTAGCAGGATTAGCTGAACGGCCTTTAGCAACCAATATGTTCTGGCGGCAAGGACAATATGAAACTATCATAACGGTCGTATTCTCTTATGTCAGATACTCAAGCAAACCTTCTTAG1
4781 CHIP1691 STM/STY STM1823 STY1953 ATGTTTGCAGGTTTACCTTCACTCTTATTCGTCTTCATCCTCAAAACGATGTTTGCAGGTTTACCTTCACTCAGTCATGAACAACAGCAAAAAGCCGTAGAACGTATCCAGGAATTGATGTCGCAAGGTATGAGTAGCGGAGAAGCGATTGCCCAGGTGGCGGGCGAACTTCGCGCCAACCATACCGGCGAACGGATAGTGGCGCGTTTTGAGGATGAAGACGAATAA1
4782 CHIP4435 STM/STY STM0565 STY0613 ATGTTAAAAGTTACCACACTTATTGCTTCATTATTTATATAATATCGCAGTGGCGTAACCATGTTAAAAGTTACCACACTTATTGCTTCATTATTGGCTGCGCCGCTGGCGTTTTCCGCTTCCGCCCAGCCGCTAACCGACGTTGAATATATCAGCGTTTCTGCGGTGTCAGCAACGCCGTCAATGCTTGAAGATGCTATTGCCAGACTGGCGCAAAGTAAACAGGCGTCGTCATGGAAAATTACGTCAATGCGTATTGATAATACGGGTTACGCCACTGCGATATTATATAAATAA1
4783 CHIP0966 STM/STY STM4158 ATGGGTTCGCCCCTGATTCTTACCCCTTCATCAGTAACTGACGATGGGTTCGCCCCTGATTCCCGTTGTTCTGGGGCATCATTTTATGGACAAAAACGATCAGCAGACACGGTTGGAAGAGGGGCCGCCAGCGAAATTACAGTCAGGAACGCTGCCCGAAAACTTCAAGTTCACCGCTATTTCGATAATCCAGTGGCCAGCCCCCGGTCGTCAGTTACTGATGAAGGGGTGA1
4784 CHIP0984 STM/STY STM1389 STY1731 ATGAATAACAAACCCGTAGTCGGTTAGGTGATGGCTAAGCGCAATGAATAACAAACCCGTAGTCGGCATTAGCGGATGTCTGACTGGCGCCACGGTACGCTTTGATGGCGGACATAAGCGTATGGATTTTGTCATGAACTCTCTGGCGCCGTGGGTGGCCTACAAACCGATCTGCCCGGAGGTGGCGATCGGCCTGCCCGTGCCCCGCCCTGCGCTGCGTCTTATCCAGACGACCTGTGGCGACATTCGGATGCGCTATAGCCATGCCCCGCACGATGACGTCACCGAGCGAATGAATG1
4785 CHIP2124 STM/STY STM3507 STY4289 ATGGCTTCATTGATACAGGTTCGTTAACGCAAGGCCCACCAATGGCTTCATTGATACAGGTTCGCGATCTACTGGCGCTGCGGGGGCGTATGGAGGCAACGCAAATCAGCCATACGCTGCACGCTCCGCAGCCCATGATCGACGCCATGCTGAATCAACTGGAGATCATGGGTAAAGCGGTACGTATCCCGGAAGAACCGGACGGCTGCCTTTCAGGCAGCTGTAAAAGTTGTCCGGAAGGTAAAGCCTGCCTGCGCGAATGGTGGGCCTTGCGTTAA1
4786 CHIP0089 STM/STY STM4148 STY3737 ATGTCTGAAGCACCTAAAAAGCGTTACGCTTTCTCAACCTGACTGAATGTCTGAAGCACCTAAAAAGCGCTGGTACGTCGTTCAGGCGTTTTCCGGTTTTGAAGGCCGCGTAGCCACATCGCTGCGCGAGCATATCAAATTACACAATATGGAAGAGCTGTTTGGCGAAGTCATGGTGCCGACTGAAGAAGTCGTTGAGATCCGTGGCGGCCAGCGTCGCAAAAGCGAACGCAAATTCTTCCCGGGTTACGTTCTGGTCCAGATGGTCATGAACGACGCAAGCTGGCACCTGGTGCGCAGCG1
4787 CHIP0082 STM/STY STM3897 STY3708 ATGGAGAGCACAGTGGATACGTTATTGTTCATCCAGCACATCCGTGGAGAGCACAGTGGATACGGAATTGTTAAAAACTTTCCTGGAAGTTAGCCGGACACGCCATTTCGGGCGGGCCGCAGAAGCACTTTACCTGACGCAATCCGCGGTGAGCTTTCGTATCAGGCAACTGGAGAATCAACTGGGCGTAAACCTTTTTACGCGGCACAGAAACAATATCCGTTTAACCACGGCTGGCGAAAAACTTTTACCGTATGCGGAAACGCTGATGAATACGTGGCAGGCGGCACGTAAAGAGG1
4788 CHIP0008 STM/STY STM3980 STY3579 ATGAAATTTAAATATGCTTTAACTTCTCTCGTTAGTTTTGTTTAAAGCCCATCATAACGATGAAATTTAAATATGCTTTAACTTCTCTCGCATTATCTGTTGCAATTTTGTCATCAGTACCTTCTACTGCTTTCGCCATCGGCGGCGCCAGCGGCGCTAAAGTGGACTATCAGGTCCAGGGAAAAATTGGCGAAGTTGTTATGAACCCCTATGATATCGCGCCGCTAACCGCCGTTATTCGTAATGGCGGTTACCAGTTACGTGACGTGCATGTACGGATTGTACCCAAAGAAAATGGCCAGGAGATCGCGTATA1
4789 CHIP1209 STM/STY ATGAAACCGAGGCCGCCTTTATCCACGTTTCACCGTCATGAAACCGAGGCCGCCTGGGCGGTCTGTGCTGACAAAGTGGACACGATTATTGCGTGTCAGGAGCGAGACAGTGAACAAACCGCAGTCCTTACGCAGCGCCCTGAATAAAGCGGTTGCCTATGTCCGGGACAACCCGGACAAGCTGCACCTTTTCGTTGATAACGGCTCACTGGTGGCAACAGGAGCCAGTTCTATGTCATGGGAATACCGCTACACCCTGAACGTGGTGATCGAGGATTTCAGCGGCGACCAGA0
4790 CHIP1193 STM/STY STM1590 STY1475 ATGATGACGATTCGCTTTGCCGTTAGCGGCGTGTTCATCAAGCTATGACGATTCGCTTTGCCGATAAAGCAGACTGCGCCGCGATTACCGAAATCTATAACCATGCGGTATTACATACTGCGGCCATCTGGAATGATCGGACGGTCGATACGGATAATCGCCTTGCCTGGTATGAGGCCCGTCAATTACTGGGCTATCCGGTGCTGGTAAGCGAAGAAAATGGCGTGGTGACTGGCTATGCATCATTTGGCGATTGGCGCAGTTTCGACGGTTTTCGCTATACCGTCGAGCACTCGGTTT1
4791 CHIP0903 STM/STY STM0102 STY0119 ATGGTATGGTTTGTGATTGGCAGCCTTACGTTTGAACCCGTAATACACCTCGGTATGGTTTGTGATTGGCAGCCAGCATTTGTATGGCGCAGAAACCCTGCGTCAGGTCACCCAACATGCCGAGCATGTGGTCAACGCGCTGAATACCGAAGCCAAACTGCCATGTAAACTGGTATTAAAACCGCTGGGCACCTCGCCGGATGAGATTACCGCCATTTGTCGTGACGCCAATTATGACGATCGCTGCGCAGGGCTGGTGGTCTGGCTGCACACCTTCTCCCCGGCCAAAATGTGGATCAACGGGCTGA1
4792 CHIP3968 STM/STY STM1465 STY1657 ATGGTGCTCGTCGTGAGCTTATGCCTGAACGGTATTCATCAATGGTGCTCGTCGTGAGCATTAGGCGGCACGGAAAACATCGTGAGTCTGGACAACTGCATCCCCCCTACGCCTGTCAGTGAAAGATATGTCGTTTGTCGATGTCCAGGCATTGAAGGACAATCACGCGACAGGCATCGTACAGCTCAATCAGCATAATTTGCAGGTAATTATCGGCCCGCAGGTTCAGTCGGTAAAAGATGAAATGGTTGGCCTGATGAATACCGTTCAGGCATAA1
4793 CHIP4690 STM/STY STM1248 STY1876 ATGTTCCTCGCGAACCATATTGTTACTGGTTTCTGCTATTGATCGATGTTCCTCGCGAACCATATTGACTGTGGTATGGTTCACCGGGAGGCACCCGGCACCGCAATTTTTTATAAAATGAAATTCACACCCTATGGTTCAGAGCGGTGTCTTTTTACATCAGGTGGGCAAGCATAATGCAGGTTAACTTGAAAGATACGATCAATAGCAGAAACCAGTGA1
4794 CHIP4740 STM/STY STM2880 STY3003 ATGAAAATCATCACACATGTAGTACCCTTATAAGATTGCTTCTTCAAATTTAATCTGGATGAAAATCATCACACATGTAGTACCCGGTTCAGGTATGGCTGCAATATATGATGATATTGCTGACAGTTCGCGTTTTGTTATTAAAGGCAAGTTACGTCATGTTGAAAATGATCCGAAGGAGCTGCTGATATGTGTTCCGATGCGTAGTGAATGGCTATTCTACTGGATTAAAGGAGAGAAATATTGCGCCCGGCGATGGGCGCGAAAAAGTATCAAGACATTGTGTAACCAGATTAAATTTGAAGAAGCAATCT1
4795 CHIP4091 STM/STY STM2796 STY2916 ATGGGTTTCTGGAGAATTGTATTTACGTTAATGACGCATCTGAACCCAATGGGTTTCTGGAGAATTGTATTTACGATTATTTTGCCTCCGCTCGGCGTACTTTTAGGAAAAGGGTTCGGTTGGGCATTTATCCTTAATATCCTGCTGACATTACTCGGATATATTCCGGGGCTTATCCACGCATTTTGGGTTCAGATGCGTCATTAA1
4796 CHIP4331 STM/STY STM0114 STY0133 ATGTCACATATCGTTCGTTTCACTGTTAATGTTGAATGCCGCCCATGTCACATATCGTTCGTTTCACTGGGCTACTACTACTCAACGCATTTATTGTGCGCGGTAGACCGGTGGGCGGCATTCAACATTAA1
4797 CHIP4318 STM/STY STM2698 STY4604 ATGGCGGATATCGCCACCTTACTCATCGCTGGCCCCGTGGCGGATATCGCCACCATCTTTCACTGGTCGCCATCCATCACTGACGTTATGCCGCTGACTGAGGTGCTGGCGTGGCGGTATAAGGCAATTCAGCGAAGCGGGGCCAGCGATGAGTGA1
4798 CHIP4497 STM/STY STM0707 ATGAGTGCAGGCGTGATAACCTTAGAACGCCTCCGCATTAATCGTGAGTGCAGGCGTGATAACCGGCATCGTGCTGGTTTTCTTACTTTTAGGTTATCTGGTCTATGCCCTGATTAATGCGGAGGCGTTCTGA1
4799 CHIP2743 STM/STY STM1529 ATGCCTTCTGTAATTTCTTGTTTAACGTTAAATGTTGATATTTTGAGTCATGCCATGCCTTCTGTAATTTCTTGTTTAACGGTCGACGTAGCTTCATTTTGTGCGGCGGTTGGCGTTGCCGCTGATGCCGATGACGCCATCAGAGTTAACGTTATCGCGGCGGCCGAAAACAATAGTGACGTTTTTTGCATAATAGTTATACCCATATGGTCTGTTTTTGAGACGCTTTATCTTTCCTGTTACGTTCACCTTTATACTAAAGGAGCATGGCTCACGAACAATAAAAAACATCCTTCTATAAAACTACCCC0
4800 CHIP4515 STM/STY STM3797 STY3985 ATGAACCCTTCCATGCTGAATTACGGCGCATTGCCGACATGAACCCTTCCATGCTGAACGCGACCCTACTAACAACTGCGCCATCTCGCGCAGTGGTCGTCGTGCGTGTGGTGGTGGTCGTCGGCAATGCGCCGTAG1
4801 CHIP3226 STM/STY STM3288 STY3469 ATGATTACAGCGCCAGTTGAATTAAAAGTGGGGAACCAGGTTCATGATTACAGCGCCAGTTGAAGCCTTAGGCTACGAGCTGGTCGGCATCGAATTTATTCGCGGTCGCACATCCACACTGCGCATCTATATTGATAGTGAAGATGGCATCAATGTTGATGATTGTGCTGATGTGAGCCACCAGGTAAGCGCGGTGCTGGACGTTGAAGATCCTATCTCCGTGGCTTACAACCTTGAAGTCTCGTCACCGGGTCTCGACCGTCCTATGTTCACTGCCGATCATTATGCGCGTTTCCAGG1
4802 CHIP3230 STM/STY STM3294 STY3472 ATGAGTAATCGTAAATATTTCGGTACCGTTAAACGGCTTTTACCGCATCATGAGTAATCGTAAATATTTCGGTACCGATGGGATTCGCGGACGTGTAGGCAATGCCCCCATTACACCTGATTTCGTGCTTAAACTGGGTTGGGCTGCCGGAAAAGTGCTGGCGCGTCATGGCTCGCGTAAAATCATTATCGGTAAAGATACGCGTATTTCCGGCTATATGCTGGAGTCCGCGCTGGAGGCGGGCCTTGCCGCTGCGGGACTGTCGGCCTCGTTTACCGGACCTATGCCAACGCCAGCCGTCGCCT1
4803 CHIP3515 STM/STY STM1022 STY1036 ATGAATCTTGAGTCCTTACCGAAATATTTTTCTTATCGAGTCACGTTTCCCAGAATGAATCTTGAGTCCTTACCGAAATATTTTTCACCTAAATCCATGATGCCCGGCGCAGTACCATGCGGAATAACGTCTGATACGCTGACTATTACTGACGTAATGGCATCTCTCGGGCTACTTACTGCAAAAGCCGCAGTGGGTATTGAATTGTATCTGGCAAAAGCCGGGGTTTTATCTTCTGAAAATATCATCGCCTACATCAGGCAATTAGCAGAGCAGCGTGCAGAACGGCATGGGGCATTACGGAAAATGG1
4804 CHIP3516 STM specificSTM1023 ATGCCTGTGACGTTACAAGAATTAAGTTAAAGCCTATTAAGAGATTCAGCCTGATGCCTGTGACGTTACAAGAATTAAGAACCTCGCCTCGGCGGGGTTTTTGTTTTTTTTGGTGGTATATTCCCTTGGTGTCAAATCACAGGGGGGGCGATATGGGGTTCTATTACGTTTTTCAATACAAGCCGAAAGGGATGTCGTCGGGTAAGCATTTAAATGTTTCCGAGGAGTTTTCGGACCGGAATGAGGCAAAGAGAGCGAAGTCCAGGCACATGATTAATGATCCAGATTGTGTCTTCTCGGGAATCGTGC1
4805 CHIP3479 STM specificSTM0947 ATGCAGGCCGATAAAACGCTTAGTCCTGATATAGGTTGACAGTTTTTTGATGCAGGCCGATAAAACGCTGAATATCGGACGGGACCGTCTGTTTAATCTGCTGGGTGAATACCGGCTCCTGGTACCCGTGAAACGGGCATATCACAAAACCACCAACAGCCATCATCGCTTTTACCGGCATCCTAATCTGCTGAAACCCGGCCCTGAACAGGTTACCGCCCTTGAGCCAGAGCAGGTCTGGGTCGCCGATATTACTTACCTTCCACTACGCAGCGGCACGGCCTGTCTGAGTCTGGTCACCGATG1
4806 CHIP3339 STM/STY STM0743 STY0789 ATGAAGTATATTTATGCGGTAATGGACATTACAAGAAGAAGAAAATCAGGCCGATGAAGTATATTTATGCGGTAATGGACAAGCGCCCGTTAAGGGCGCTTTCCTTCGTGATGGCGATAGTGCTGGCAGGATGTATGTTCTGGGACCCGTCACGGTTTGCCGCCAGGACCAGCACGCTTGAAATCTGGCACGGATTATTGCTGATGTGGGCGGTTTGCGCAGGCATAATCCACGGTGTGGGTTTTCGCCCTGAATCCGTACACTGGCAAGGGATTTTTTGTCCGCTCCTTGCGGATATCGTCCTTATCG1
4807 CHIP1086 STM specificPSLT072 ATGTATAAATGGCTCCTGTCTGTCCTTATCGGGCGGGAGTCTGATGTATAAATGGCTCCTGTCTGTCCTCCTGGTATTAATGAGCACGGTAGTCCATGCCGCTGACTGTTTTGATCTGGCCGGGAGAGACTATAAAATAGATCCGGATTTACTGCGGGCGATTTCATGGAAGGAATCCCGTAACCGGGCTAATGCCGTCGGTATTAATCCGGTTACGGGATATGGCTCGGGGTTAATGCAGGTTGACTCTCAGCACTTTAACGAACTGGCTCGTTATGGAATAAAACCGGAACAACTTG1
4808 CHIP1118 STM specificPSLT110 ATGACGATGGATAACGCCACTTACATCGCCAGAACGCCATGACGATGGATAACGCCACACGTAACGATTCGCGGGCAGTCCGGGTGGATACCCGGCTGCAGCGACTGCTGGCCTGGTCGCCGGGACAGAGAGATCTCATCAAAACCGTGGCGCTGCTGCTGATGGTGGCTGACCATATTAACCGTATCCTGCACCTGAACCAAGAGTGGCTGTTTCTGGCCGGGCGCGGGGCGTTTCCGCTGTTTGCCCTGGTGTGGGGGCTGAACCTGTCCCAGCATACGCATATCCGCCAGT1
4809 CHIP1087 STM specificPSLT073 ATGGCTAAAGTCAATGTATATATAAGTAATGAGTTATTCTTCATTTTCATGGAAAAATCTTTCATGGCTAAAGTCAATGTATATATAAGTAATGAGGTACACAATAAAATAACTGCTATTGTGGAAAAACGACGCCAGGAAGGGGCGAGAGATAAAGATATCAGTTTTTCTGGTACATCTTCGATGTTGCTGGAATTAGGGCTTCGTGTCTATGAGGCACAAATGGAGCGTAAGGAGTCGCCATTTAATCAGACAGAATTCAATAAAGTATTACTTGAAAATGTACTTAAAACACAGTCATCCGTAGCCAAAATTTTAG1
4810 CHIP0425 STM/STY PSLT011 STY4845 ATGACGATGAATTATGCCCGTTAGTCTGCATCAGGGTTACCGGTGACGATGAATTATGCCCGGGATCTGTTTTCCCTGAAGGGAATATTATTTTCTTTTTTGTTAGCTGGCTGCGTCTGTCCTGTGGTTGCGCAGGAGTGGGAGTCCATAACTCCCCCGGTGGTTGATGCCCCCGCTGTGGTGGAGTTCTTTTCCTTTTACTGCCCGCCCTGCTATGCGTTCTCACAGACAATGGGCGTGGACCAGGCCATCCGGCACGTACTGCCGCAAGGTAGCCGGATGGTCAAATACCATGTCA1
4811 CHIP0427 STM specificPSLT009 ATGAAAAAAATCGTTCTGTCCTCATTAGAACCGGTAACCGACACCATGAAAAAAATCGTTCTGTCCTCACTGCTGCTGTCCGCAGCCGGGCTGGCTGCCGTACCGGTGGCACAGGCTGACACCCATTCCGTGTCGGTGGGATATGCCCAGAGCCGGATAGAGCATTTTAAGGATATCCGTGGGGTGAACCTGAAATACCGCTATGAGGCTCAGACGCCGCTGGGACTGATGGCGTCGTTCAGTTGGCAGTCAGGTAAGCGCGGAGAGTCCGGTGGCATTCCTGGCGGAATGAGCTGGCGTG1
4812 CHIP0167 STM specificPSLT075 ATGTGTCCGACGGATCGTTTACTTAACACAATAAAATTCACGAATAATGTCATGTGTCCGACGGATCGTAGAGAAAGAACACTCGCCAGTCAATCTGTAAATAAATACATTCTGAGTATTCAGGATATCTATAAAAACTCACCAGTCCCTGTTTGCGTCCGTAATCAAAGTCGGAAAATCATTTACGCAAATGGAGCCTTTATTGAACTCTTCTCTAAAGAGGATCAGCCTCTTTCGGGAGATAGTTATAATCGTTATGGGGTTGAAGTTTTTCTGTCATCCCTGGAACTTGAATGTCAGTCGCTTG1
4813 CHIP4755 STM/STY STM1861 ATGAAAATCGCTCTGCCACTAGGATGAATACTCCCGTTCGATGAAAATCGCTCTGCCACTTTCGCTCAACCTTCCTTCCATGGGTTTACGCCTCAGTACGGTGATTGAGCGTTGCCGCCTGGTAAGCCGTAGCGAATACCTTATCAGCGCTGGCATACGCAAAAACAGCCCGAACGGGAGTATTCATCCT1
4814 CHIP4759 STM/STY GACAAATTGACCTCCCTTCGCGCCAGCTTGATCAGGATACGACAAATTGACCTCCCTTCGTCAGTTCACCACCGTAGTGGCTGATACCGGAGATATCGCGGCAATGAAACTGTATCAGCCGCAGGATGCTACAACTAACCCTTCTCTCATTCTTAACGCAGCGCAAATCCCGGAATATCGTAAGCTGATTGACGATGCTGTCGCCTGGGCGAAACAGCAGAGCAGCGACCGCGCGCAGCAGGTTGTTGACGCGACCGATAAGCTGGCGGTGAATATTGGCCTGGAGATCCTGAAGC0
4815 CHIP4763 STM/STY STM1995 ATATGCTGGGCAGAACCAACCTGGTAGACCAGACCAACACCATATGCTGGGCAGAACCAACGGCGTTGCTACCTACCGTAATACCGACTTCTTCGGTCTGGTGGAAGGCCTGAACTTCGCGTTGCAGTACCAGGGTAATAATGAAGATCCTGGCGCAGGCGAAGGAACAGCCAACGGCAGCGATGCAGATAGTGGTACTCGCAAACTGGCCCGTGAAAACGGCGACGGTTTCGGTATGTCTACCTCCTACGACTTTGACTTCGGGTTAAGCCTGGGTGCGGCCTACTCTTCCTCTGA1
4816 CHIP4767 STM/STY GGGCAGGTTTTATTGGATCAAATGATCGCTGGATGCTTTTGGGCAGGTTTTATTGGATCAGCTGTTGTCCGCCATATTATTAAGAATACACAGGACACTGTAGTTAATATTGATAAATTAACCTACGCCGGTAATCTTGAATCCCTTTCTGATATTTCTGAAAGTAATCGCTACAATTTTGAACACGCGGATATTTGTGATTCCGCTGAAATAACGCGTATTTTTGAGCAGTACCAGCCGGACGCGGTGATGCATTTGGCTGCGGAAAGTCATGTGGACCGTTCGATTACCGGGCC0
4817 CHIP4771 STM/STY AAACGCTGCTGATAATTGACGTTCAATACCAAAGGCGAAGGAAACGCTGCTGATAATTGACGCTAATCTCGGCCAGGCTCGCGCTTACATGGCGAAAACCCTGCTTGGAGCGGCGGCGCATAAAGCAAATCTGGAAATTATCGACAATCCGAATGATGCTGAGCTGGCGATCGTGCTGGGCGAATCTCTGCCGAACGACAATGCTCTGAACGGCAAAAAGGTTTGGCTGGGGGATATTGGTCGCGCCGTCGCGCATCCGGAACTGTTTCTGAGTGAAGCCAAAAGCCATGCGACCCC0
4818 CHIP4775 STM/STY STM2211 GAAAGCGGGCGAACAGTATAATGCGGATTTTCTCACCTGGAAAGCGGGCGAACAGTATCACCTTTTTTGCACCAGCAAAAGTGACAATTCCACTTGCCTGGATGGCCCGGCGCGAGTAGTTTTACGCGATATTTTAGATAATCTCTACAACAGGATCTCCTCGATGCCAAGAGCGAACGAAATCAAAAAAGGTATGGTACTGAACTACAACGGCAAATTGCTGATTGTGAAAGATATCGACATTCAGTCGCCTACCGCCCGTGGCGCCGCCACACTGTATAAAATGCGTTTTTCC1
4819 CHIP4851 STM/STY TGCTGACGATACTGGGACTTTCGCCAGATATTGTCGCTTCTGCTGACGATACTGGGACTTTTTTGTCTACTCTGGTCGGGGGTGGGGTTATACAGCGTCCATGCTTTATCCGAAGTTTCGGAAGGAAATGATATTGACCGGCATCTTGTGCGGCAAATGACGGTGCTAAGCCAGGGTAACGATCAATATTTCCGCTTTGTTACCCGCCTTAGCCGCGCGATGGATGTAAAAATCGGCGGCGGCACGCCCGATTTTGCGCCCGCCCGGCAGTCGCTCGAGAATATGCGTCAGAAGCT0
4820 CHIP4855 STM/STY TCATTGTTCTCATGGTGGTGATTAATGACGCGCATTTTCTGTCATTGTTCTCATGGTGGTGAGTTCCGCTCTGTCTTTGTTTAGCCTTGATCGGGCTAATACGGGTATGCAGAACATTATTACCAATGATTATCCCACCACGGTGAAAGCCAATCTGTTAATCGATAATTTTAATGATTTCATCATCGCGCAGCAGCTCATGTTACTGGATGAAGAGGGGCGCTGGAGCCAGAGTTCGCAGAAAGAGCTGGATGAAATAAGCCAGCGTATTACGGCGTTACTGGATGAGCTTTCCAG0
4821 CHIP4859 STM/STY CGATATGCTGTATGCCGAAGCGGAAAAGAGCGAATCAAATCGATATGCTGTATGCCGAAGCATGGCGTGATTTTAAAGGTACGGACTGGAAAGAAGAAATTAATGTCCGTGATTTTATTCAGCATAACTATACGCCCTATGAGGGGGATGAATCTTTTCTCGCCGACGCGACGCCAGCGACCACGGCGCTGTGGGAAAAGGTGATGGCGGGAATACGTATCGAGAACGCGACCCATGCGCCGGTGGATTTCGATACCAACATCGCGACGACGATTACCGCGCACGATGCGGGGTAT0
4822 CHIP4863 STM/STY CGCAGCAGTTGATTCAGTTCGCCGCGTACTACCTGAAGAGCGCAGCAGTTGATTCAGTTCGGCGAAATCAAACGCGGATTGCTGGGAATTAAAGGCACTGAAATGACCGCTGATATCGCCAAGGCATTCAAACTGAACGTTCAGCGTGGCGCTTTTGTCAGCGAGGTTTTACCCAATTCAGGTTCGGCGAAGGCCGGGGTGAAATCCGGAGACGTGATTATCAGTCTTAACGGTAAGCAGCTGAATAGCTTTGCCGAACTGCGTTCACGTATCGCCACCACCGAACCGGGCACGAA0
4823 CHIP4867 STM specificSTM1046 AACGATGACATTCTGGCACATCCAGCCCGCTTTGTATCTAACGATGACATTCTGGCACATGCCCGACAGTGTGCGCCTGCGGAATCGTGCGGTTATGTGGTCAGAACGGCACAGGGAGAGCGGTATTTTCCGTGTGAAAATCTGTCTGCTGAACCCACGATGTATTTTCGTATATCCCCGGAGGATTACCTGAATGCCCGGAACCGCGGCGACATCGTGGCGCTGGTACACAGCCATCCTGACGGTAAGCCCTGTCTCAGCAGTGCGGATCGTACCCTCCAGATACAAAGCGGGC1
4824 CTRL006 none human placenta gene 100
4825 CHIP5120 STY specific STY2061 ATGTCGTCCAGCCAGGAATTACTTTTCCGATGCAACATGGATGTCGTCCAGCCAGGAATTGCGAAGTGATTTTTACCGGGAGGAAATTTTAATGGAGACTGTTTTTGACGCACTGAAAGCAATGGGAAAAGCCACGTCGGTAGAACTGGCTGCGCGACTTGATATCAGTCGTGAAGAGGTACTGAACGAGCTGTGGGAACTGAAAAAGGCTGGTTTCGTTGATAAAAGCGTATACACTTGGTGTGTGGCTGATAACAACGTTCAGCAGGAACAGCCAGAGCAGGCAGAACTGCCGG0



4826 CHIP5136 STY specific STY2077 ATGCAGCGGAAAAAATACGATTAGAGCAGTAAGTACGTTTTTTCTCTCTCAATGCAGCGGAAAAAATACGATCCCAATTTGCCTAAAAACTTAACATATCGAAGGAGGGACAAAGCATATTACTGGCGCAACCCTCTGACGAAAGAAGAATTTACACTAGGTAAAATTTCAAGAAGAGATGCAGTAGCGCAGGCAATTGAAGCAAATCATTATATATACAAAAACTACTCTCCTGCTGCCTTAATTGAAAAACTAAAAGGGTTCGACTCATTTACTATGGCAGACTGGATTGAACGTTACAAAACGA0
4827 CHIP5152 STY specific STY2356 ATGGGCGTTGTTTTTACTAAGCTACCTTAATCATTCTCATTTCTAATGTTTCTTTCAATGGGCGTTGTTTTTACTAAGCTACCTTTAAAAGATAATACAAGAGGATTTATCGATTTGGATATGGGGCTTGCTTTTTATCGGGATAAAGATAATGTTTTAGCTTCATTTATAGAAAATAAAACGGGTGATTTTTATAAGCCCAGGCAGGCTTATGGTGATTTGGCATCGGTAAACATGGTTATATATGACTGTATCGATTTTTATCATTCAAAAGAATTGAATATATTTTTACGTAAAATAATTTCTGAAAGAA0
4828 CHIP5174 STY specific STY2885 ATGGCAGATATCGCCACCATTACTCATCGTTGGCCCCGGTGGCAGATATCGCCACCATTTTTCACTGGCCGCCATCCGTTACTGACGTTATGCCGCTGACCGAAGTGCTGGAATGGCGGTATAAAGCGATTCAGAGAAGCGGGGCCAACGATGAGTGA0
4829 CHIP4911 STY specific STY0115 ATGATGCTAATCCTGAAAGCCTACATTAGCGTCTGGTTCCTGTTTCAATGATGCTAATCCTGAAAGCCTACAAATTCAGACTGGAACCAACGCCTGAACAGTCGCAGCGTTTGCGGCAGTTATGTGGTTGCGCCCGTTTTGTCTGGAATTTAGGTCTTGCGGAGACAAAGCGCATCCTTGGTTCAGGCGAAAAGTTACCTTCGGCTTTCGAGTTGAACAGGATGCTTACAGTGTGGAAAAAAATGCCGGGACACATCTTTTTACAGGATGCTTATACCGACAATCTGCAACAAAAGTTGAAAG0
4830 CHIP4927 STY specific STY0312 ATGTTCAGTAAAATAGTGTCATTGCTTTTGTTATTCATCTGTACAGCCCAGCCATGTTCAGTAAAATAGTGTCATTGCTTTTGTTTACTATTTTATCCGTGAGCAGTTATGCCCAGGTTCTTGTATCAAATATCCCGGTGTTTGATTTGGCTAAATTAAATCAGGAAGGGCTTGCCGAGACACAGGCTCAGGCATTATTGGTTTTATCATTAAAAAATAAAAAATATAATATTACATTGCCTAGCGTTTTTATGGACGAGGCCTTAAAAAATGATCAGGGTAAGCCATTTCATTCTGGATATTATAGCT0
4831 CHIP5220 STY specific STY3644 ATGCAACCCCATATTCGGCTTATTGCTCTCCTTGCAAACTATCGATGCAACCCCATATTCGGCTTAACACAAGCATGACCCGCGCGAAATATGCGCTTTTGCCCGGCGATCCCGGGCGGGTGGATAGAATCGCCCGTTTTCTTGATAAGGCTGAGATTCTGGGGCAAAACCGGGAGTTTCGCGCGGCGCGCGGCTGGTACCAGGGGGTTGAAATAGTCGTGCTCTCCACGGGAATCGGCGGACCGTCAACCGCTATCGCCATTGAGGAGTTACGCCAGGTTGGCGTCAACACGCTAATCC0
4832 CHIP5235 STY specific STY3672 ATGCCATACCAATTGGTAGAGCTTTATTCTAGTAACCTTCTGCGATTTTCCATGCCATACCAATTGGTAGAGCTTAGCCCCGTAGCTAACGATCTTGAACAGTTAGGAACCAAAGAGAAGTTTTGGTTCTATTTCTCCGATGACACTGTAAATTTGCAGTTGTTTAAGTACTCTAGGCTAGGTACTGGCGAGCATTGGTCTGAAAAGTGTGCTGCTGAGTTATGTCATTTGCTTAACATTCCACATGCTAGCTATGATTTGGCGCGATACAATGGTCGATTCGGTGTGGTGACTCAGAATATCATTC0
4833 CHIP5250 STY specific STY3688 ATGACGCTTTATAGCGGGATGTTAATCACTGCCATTCTCTGCTCATGACGCTTTATAGCGGGATGAACAATACCAGCGGCAAAGTCATTACTGATATTGACCATCTGCGCCAGTCGGTGCGGGACATTCTGCTGACGCCGCAGGGTAGCCGCATTGCTCGTCGTGAATATGGTTCCCTGCTGTCGTCGCTAATAGACCAGCCACAAAATCCGGCATTACGCCTGCAGGTCATGTCGGCAGTGTATGTGGCGCTGAGTCGCTGGGAGCCACGGCTGACGCTGGATTCCATCACCATCAACA0
4834 CHIP5184 STY specific STY3066 ATGTATCTTTCTCGTATTCAACTCCGTTAGCGTTTCCTTTTTACCATCAGCATGTATCTTTCTCGTATTCAACTCCGGTTTAATAATTTGCGACCGGAGATGTTGGCAAAGTGGAATTCAGCCAGGCCTTATGCCAGCCACCAGTGGTTATGGCAGCTCTTTCCGGAACAGGAATTGCGTCAGTTTCTGTTTCGCGAAGAGGCGCATGGCGGCTTTTTTATGCTCTCGGCAATACCGCCGTTATTGCAGCACTCCCTGTTTCTTATTGAAACCAAACTATTTAATCCGCAACTGACAAATGGTCTTG0
4835 CHIP4921 STY specific STY0296 ATGACATTACGTGACCCGGCTTAAAAATCATACTCAGAGAGTTTTTTTATAATCTCTATGACATTACGTGACCCGGCGTTATTGACTCCTTTGCTAATGATGTTCGCTTTCAGTGTTCATGGCGAACCGCCTTTACCACAGGATGTGCAGCATTTTCTGAGCAATGCAGAGATGTGCCAGCATCTGGCCGGCGAATGGGACAGTTCTTTACCGGAAGAGGATAAAAAAGACATAAAAAAGGGCATTAATACCTGGTGCCCTCCGGCGAAAAAAGCACTTCCTGGGTTACGGGAAAAGTACAAAGAAAACAAAG0
4836 CHIP4937 STY specific STY0345 ATGAATTTTAAAGATACTCTTCCCGGGTTACTTTCCGGCTGCTGTTAAATCATGAATTTTAAAGATACTCTTCCCGGGGTGTTTCTCTGTGTCGCTATGTTTGCATGTGGTCATGCCAGGGCGAATATGCTCGTTTATCCCATGGCGGCAGAAATTAATAGTAGCCGCGAAGAGGCCACCTCGCTGTTCGTCTATTCTAAATCAGATCATGTGCAATATATTCGAACAAGAATCATGCGTATTGAACACCCCGGTATGCCACAGGAGAAGGAGGTACCAGCAGGGAATGATATAGAGACAGGACTTG0
4837 CHIP5237 STY specific STY3674 ATGGGAAAGCGTAAGAAAAACCGTTATGGGACTATATCTAGCGAGTAGGTATTAAACATGGGAAAGCGTAAGAAAAACCGCGCAGCGGCGATGAATCAGATCCAGCATAAAAGCCAGACTTCAGCCGAAGCATTCAGCTTCGGCGATCCCGTTCCTGTTCTGGACCGCCGCGAATTACTGGACTATGTGGAATGCGTACAGATGGACCGCTGGTATGAGCCACCAGTGAGTTTCGACGGACTGGCGCGAACCTTCCGCGCCGCCGTGCATCATAGCTCACCGATTGCGGTGAAATGCAACATTCTGACCAGCA0
4838 CHIP5252 STY specific STY3690 ATGAATAGTCTGCTGCCACCGTTATGGATTCACTCTCATTGTGTCAATGAATAGTCTGCTGCCACCGGGTTCAACACCACTGGAGCGCCGATTGGCGCAAACCTGCAGCGGGATTTCTGATCTGCAGGTGCCGCTTCGTGACTTGTGGAATCCGGCAACCTGTCCGGTCAGTTTCCTGCCTTATCTCGCCTGGGCGTTCTCTGTGGATCGCTGGGACGAGGGCTGGACAGAAAGCGTCAAGCGCCAGGTGGTGAAGGATGCTTTTTATATTCATCAGCATAAAGGGACCACCAGTGCCGTGC0
4839 CHIP5267 STY specific STY3922 ATGCGCTTATGGACAATAATATTATTTTCTTAGTTCGTTATTTCCAGCGTGAATGCGCTTATGGACAATAATATTATTTTCATGCTTTATGGTTCTTATTTCGCCTGTTTGCCGGGCTGGCGATGGCATTTGTCATGCGGTTAAAGGGACTTATATTTATAACCTTAATCTCAATGACGCCCGGATTCCCGCAGAAAAAAATAAAGCCGGAACAGAGGTCAGGGATCTGGAGACATTAACATCGTCAGAATCATATAAAGTTGGCTGTAGCTGTTTGACCCATTTTTCATCGACGTTTCGTGAAGTCT0
4840 CHIP5010 STY specific STY1367 ATGAAACCCGGAGGCGCTTTATGCTTTTATTTTTGTGATAAGTTCGTTGTGAAACCCGGAGGCGCTGATAGAGAAGATAAATCTCCGGCAATCATCATCGAAGCATGGACTGCCGGAGAAAATAGAAAACAATATGTATATATTTACGTACTAAAAAACGAACTTATCACAAAAATAAAAGCATAA0
4841 CHIP5026 STY specific STY1601 ATGGCAAAAAGTACAAAAGGTGCTTACTGCACATCCTGCTCAAAAGATGGCAAAAAGTACAAAAGGTGCAAAACGTATCAAGGCCGCAGCAGCACTCTGGGTGCCGGGGACACGTGAAGAGGTCATTGAGGGCATCAGACTGCTCGGTGACGCACACCGTGAACTGGTCAGGGCTGAAACAGAAATGAATGACGCCATTGGCGATATCACCGCACGTTATGCCCCGCTCACCGAGAGCCTGAAAAAACGCATGGCCGAACTGCAGTCCGGTATTCAGACATGGTGTGAGGCACACCGTGATG0
4842 CHIP5042 STY specific STY1618 ATGGCTTCCGATAACCTGGTTTAGCGACGGGCCGCTGAATGGCTTCCGATAACCTGGTCAGTATCACCATTAACGATAAATCCCTGCGCCGGAGCCTCCGTGCGCTGGATCTGGCTGCCACAGACATGGAGCCCGCGATGCGCAAAATCGCCGGAACCCTGCTGGCGGAAACACAGTTTAACTTTCTTGATGAGGGGCGTCCGGAGTGGATGCCCTCGCTGGCAGCGGAAGAACGTGACGGGCAGACACTGCAGGATACCGGGCGTCTGATGGGGTCAGTATCAACCGACCATG0
4843 CHIP5172 STY specific STY2883 ATGATGATGGTGCTGGGATTGTTACGACAGCAGCCCTCCATGATGATGGTGCTGGGATTGTACGTGTTTATGCTGCGCACTGTGCCGTATCAGGAACTGCTGTATCAACGCAGCTGGCGACATGCGGCAAACAGCCGGGTCAACCGACGTCCATCCACGCAGTTTCTGGGACCGGACAACGACATGCTGACGCTTTCTGGTGTTCTTATGCCGGAGATAACGGGCGGCAGACTGTCGTTGCTGGCTCTGGAGCAGATGGCAGAACAGGGAAAAGCATGGCCCCTGATTGAAGGCA0
4844 CHIP5188 STY specific STY3070 ATGGATTTAACCAAAGAGAAATGGCTTATTCGACCAGCGCCAAATGGATTTAACCAAAGAGAAATGGCTTCCCGTCATATTCTCAAACGGCGATAAAAAGAAAATATCATTACGCGATCTTCTGGATAACCGCATTCAGGATCTTGCCTATCCTCGGGCTGACTTTCAGGGGGCGGCATGGCAAATGCTGATTGGTATTTTACAATGTACCGTCGCGCCGGAAGATAAAGAAGAATGGGCAGATATCTGGCATGAAAGTATCGAATTCGAACAATGGGAGAAGGCGTTAAATACGATTT0
4845 CHIP5371 STM/STY STY4627 ATGAACACGACACTGACCCCTTAAAAAATCTCCACAATATTGCTGGATGAACACGACACTGACCCCCGCAGACCTCGATCCCCGTCGGCAGGCCATGCTGCTGTACTTTCAGGGATACCGCGTAGCCCGCATTGCTGAAATGCTGGGCGAAAAAGTTGCAACCGTTCACAGCTGGAAAAAACGCGACAAGTGGGGCGACTATGGGCCGCTGGATCAGATGCAGCTCACCACCGCCGCACGTTACTGCCAGCTCATCATGAAGGAGCAGAAAGAAGGGAAAGACTTCAAGGAAATTGACCTGC0
4846 CHIP5383 STY specific STY4651 ATGAGCTTGCACTCTACATTTAAAAAAATATCTTAACTATCCCTACGTATAATGTTTCGCCATGAGCTTGCACTCTACATTTAAAAAAATATCGCCAACCACCCTACTCAAACAAGAGGATTGGGAGGGGCTATGCCTCTATTTCAGTCAGCATCCCGAAAAAGTGCGAGATAGTGCTGGAAATGAGCAAAACATTATTCTCTTCGCTATCGCGTGTTTGCGTAAAGATGAAACAGATGTCGGGCTGACTTTGTTGTCTGACCGTGTGCTGACGGCAAAGAATGGCCGTGATTTATTACGACGCTGGGTTATTTCGC0
4847 CHIP5401 STY specific STY4676 ATGGGGATTCTGGCGCAGTTAATCACCACCATCCTTTCTCCATGGGGATTCTGGCGCAGGAAATGAAGCGGCTTGCACAACAGGCGGGCGGCAGCCATAAGACCGTTCACGATCGCATTAAGCTGGCGCAGGGCATCACGAAGCGTTCCCTGCAAAACGAGATGGCGGCGGTACGTTGCATTCTGAAACAGGCCGGGCGTGACAGGCTGGCGCAGAGTGAGCGGCTGAACAACCGTTCTCTTGGTCTGTCTGGCGCATCCCGCAACGGTACAAAGCTGGCTATCACGCCGGAGCACT0
4848 CHIP5417 STY specific STY4829 ATGATGATGACCATTCAGCAAACTTATGCGCGCACCTCCGCATGATGATGACCATTCAGCAAACAGCCCCTTTTTCTGGCTTGCTTCTTTTTATCGTTTCCAGGTATAGTTTTCCCGCTGTCGCAAAATCGGCAGCCGGGCGTGGAAACCCGAGTAATCTAACGGCGACACCTGACGCGCCATGCGTCTTTTTTTGTGTCTATGCCCTCGTGCACCTGTTACTTGCGCAATGGTTTCATGACCTTTGCAGCTATCGAGTAATGGTGGCTCAGGCGGGGCCGACTTCGGTCGGGCCGG0
4849 CHIP5324 STY specific STY4560 ATGGTCAGTATTTTGCTGACAACATTACTGGGCCAGACCGGTATGGTCAGTATTTTGCTGACAACATCATCGATGGCAGCACTCAATGTGATTGCTGATCTTGGCGGAGAACCAACAGCGCCGCTTTTTGATGCCATCAATAATAAGAACAACGAGTTCACTCCGCCGAGGTCACTGAACGCCACGGGCGCGTCTGTAACCGCAGCCCCTGCGGATGTAAGTGATATGCTGCCCGTAACCACACCGGAAATGCGTGCAGGGAAAGTGGAAGCCCGTGAGTTAAATCTGAACGGGATGA0
4850 CHIP5338 STY specific STY4577 ATGAGATCTCAATCCATTTTATCCGTTATTGGCTGTCCCCTGGTATGAGATCTCAATCCATTTTATCCGTCTGTCTCATGCTGGGTATCGTCAGTTCGGGACCGTTAAGTGCTGCATTACTGGATGCCCCCACGTTGAGTGGTGATGGATATGGAAAGTCAGTAAATGGCGCGGTTAGTGACAAGCTGTTTTACAGCATTGGTGGTGGTTCGGTGATTTCCACTCCCGGGACGATGTACGGAATGAAACGTATCGGGCTGGATGCCGGACTGAGCAGTGATTTGATGTGTGGCAACTTTG0
4851 CHIP5436 STM/STY STY4883 ATGAACAATAACGATCTGGTCGCTTATTCCTTCTCCCCCCCAATGAACAATAACGATCTGGTCGCCAAGCTGTGGAAACTGTGCGACAACCTGCGCGACGGCGGCGTCTCCTATCAAAACTACGCCAATGAACTCGCCTCGCTGCTGTTTTTGAAAATGTGCAAAGAGACCGGTCAGGAAGCGGACTACCTGCCGGAAGGCTACCGCTGGGATGACCTGAAATCGCGCATTGACCAGGAGCAGTTGCAGTTTTACCGTAAAATGCTGGTGCATCTGGGGGAAGATAAGAAAAAACTGG0
4852 CHIP5375 STM/STY STY4635 ATGGCAGTGAGTAAAATCACATTACATTACTGACGCCATTTGTCATCTTGTGGCAGTGAGTAAAATCACATTACATTATGCACAAACCACCGGCGGCTCGAATGAGGCCGCCGCAGCCTTTCCATGGAATACCCCAAAAAAAGCGGTTAACCCGTATCTGGACCCGGCGGAATTTGCGCCGGAGTCTGCGCTTTCAAACCTGATCGCTCTTTACGCTGTGGATAACGAGCAGGAGCAGTTGCGCCGTGAGACGCTGAGCGATGAGGTCTGGGAGCGCTATTTCTTCAATGAATCCCGTGATCCTG0
4853 CHIP5387 STY specific STY4656 ATGATTACGCAGGAAGAAAAGTTAGCTTAACGAGGCTGAGAGGCAAATGATTACGCAGGAAGAAAAGTTAGCTGCACTAGGAAAAACGTGTTTAACATTAAAACAAGAGAAGAAGCTTGCGCAAGCTGTTGCGTTAATTGACAGTGAATTACCGACTGAGGCTTTAACTTCATTAGCGATGCTAAAAAAAGCAGAGTTTCTTCATGATGTCAATGAAACGGAGCGTGCATACGCGCTCTACGAAACGCTGATTGCACAAAACAATGATGAAGCACGTTATGAGTATGCACGTCGTTTATATA0
4854 CHIP5398 STY specific STY4673 ATGACGCAACAGGACTGGCTTAGTAATTTTCAGGCTTGCGGTATGACGCAACAGGACTGGCATCCCGCCGACATTATCGCGGGGTTGAGAAAACGGGGCACCTCGCTGGCGGCGCTGTCCCGTCAGTCGGGGCTGGCGTCCTCAACGCTGGCAAATGCGCTGATAAGGCACTGGCCCAAAGGCGAAAGGCTGATTGCCGAAGCGTTGGGTATTGCGCCAGAGCAAATCTGGCCTTCCCACTACCGCAAGCCTGAAAATTACTAA0
4855 buffer none buffer 0
4856 empty none empty 0
4857 empty none empty 0
4858 empty none empty 0
4859 empty none empty 0
4860 empty none empty 0
4861 CHIP0779 STM/STY STM4291 STY4490 ATGCGTTTTCAGCGAAGAGCTTATGCCTTTTTCAACAGCACCATGCGTTTTCAGCGAAGAGCGATGACCCTTCGCCAGCGTTTAATGCTGACAATTGGTCTTATTCTGCTGGTGTTCCAGTTAATCAGTACCTTCTGGTTATGGCATGAAAGCACTGAGCAAATCCAATTGTTCGAGCAGGCGCTGCGGGATAATCGCAACAACGATCGCCATATCATGCACGAAATTCGCGAGGCGGTCGCCAGCCTGATCGTCCCCGGCGTATTTATGGTTAGCCTGACGCTGCTAATTTGTTACC1
4862 CHIP2586 STM specificSTM3844 ATGGCACTTTCAGATACCAAATTACGTTATACGGTTACATTGTAAGACTTCCCGATGGCACTTTCAGATACCAAATTACGCACACTTGCTCCCAGAAACCGCCCCTGGCAACTTGCCGATCATGACGGGTTGGTGATTGAAGTTCTTCCCACCGGACGAAAAATCTGGCGTTTCCGCTACCGCTTTGACAACAAATCGCAACAGATCACGCTGGGCGAATACCCAGCTTTCTCACTTGCAGAAGCGCGGCTCTGGCGTGAAAAGTGCCGCTCACTGGTTGCCCATGGCATCAATCCCGCGCAGAAAAAGC1
4863 CHIP2602 STM/STY STM3874 STY3904 ATGTTTTATCAGGATCCTTTTGACGTTAAGCGCTACGACGCAGCATGTTTTATCAGGATCCTTTTGACGTCATTATTATTGGCGGGGGTCATGCAGGCACTGAGGCCGCGATGGCCGCAGCGCGTATGGGTCAACAGACTCTGCTTTTGACACACAATATTGACACGTTGGGACAGATGAGCTGCAACCCGGCGATCGGCGGTATTGGAAAGGGACATCTGGTAAAAGAGGTGGATGCGCTCGGCGGTCTGATGGCGAAAGCGATCGATCAGGCAGGTATTCAGTTTAGGATACTAAACG1
4864 CHIP0835 STM/STY STM3320 STY3499 ATGAAGCAAGGTTTGCAACTCATTAAACCAGCTGTTTGCGTTGATGAAGCAAGGTTTGCAACTCAGGCTTAGCCAACAACTGGCAATGACGCCTCAGCTACAACAGGCCATCCGTCTGTTGCAGTTGTCTACGCTGGAACTTCAGCAGGAACTCCAGCAAGCGCTGGAAAATAACCCGCTGCTTGAGCAAACCGATCTTCATGACGAAATCGACACCCAGCAACCTCAGGATAACGATCCTCTCGATACCGCCGACGCGCTCGAACAAAAAGAGATGCCGGAAGAGCTGCCGCTTGACG1
4865 CHIP0851 STM/STY STM3181 STY3359 ATGACGCAAACTTATAACGCTGATTACACGTCGAGATCCGCATGACGCAAACTTATAACGCTGATGCCATTGAGGTACTCACTGGGCTTGAGCCGGTACGCCGCCGCCCGGGGATGTACACCGATACGACCCGCCCCAACCATTTGGGTCAGGAAGTGATTGATAATAGTGTGGATGAAGCACTGGCAGGTCACGCCAAACGCGTGGATGTCATTTTACATGCCGATCAATCGCTGGAAGTGATTGACGACGGACGCGGGATGCCGGTGGATATCCACCCGGAAGAGGGGGTTCCGG1
4866 CHIP3234 STM/STY STM3304 STY3483 ATGTACGCGGTTTTCCAAAGTTTAAGCGCTGATGCCGGTATGTACGCGGTTTTCCAAAGTGGTGGTAAACAACACCGAGTAAGCGAAGGTCAGACCGTTCGCCTGGAAAAGCTGGACATCGCAACTGGCGAAACTATCGAGTTCGCTGAAGTTCTGATGATCGCAAACGGTGAAGAAGTCAAAATCGGCGTTCCTTTCGTTGATGGCGGCGTAATCAAAGCTGAAGTTGTTGCCCACGGTCGTGGCGAGAAAGTTAAAATCGTTAAGTTTCGTCGCCGTAAACACTACCGTAAGC1
4867 CHIP2636 STM/STY STM0063 STY0072 ATGAACGTGAGCGTTGTGACTTTACTCAGGATAGAGGGAACCGATGAACGTGAGCGTTGTGACTGAACGGCGTACGCCAGCGTACTCATCGCTGGCGGCTGGCGAACTTAATGGGTTGGTTGCAAGAGCGCTGCTGACGGAAGCCAGGCTGACACCAAAACCCGGTCTGGTCGATATTCGTAATTCGGGAGCGCATAGGGATATGGATCTGGCGGCATTTGAACGTAGCACTACCGCCATTGCTCCGTGGATGGAAAAGTTTTTTATCATGGGCAACAACACGGCGGCGCTGGCGGCAG1
4868 CHIP2668 STM/STY STM0134 STY0154 ATGATCAAACAAAGGACACTTAAACGTTATGCCAGTACCGTCGAAGGATGATCAAACAAAGGACACTTAAACGTATCGTTCAGGCGACTGGCGTCGGTTTACACACCGGCAAAAAAGTCACCCTGACATTACGCCCTGCGCCGGCCAATACCGGGGTCATCTATCGTCGCACCGACTTGAATCCACCGGTAGATTTCCCGGCCGATGCCAAATCTGTGCGTGATACCATGCTCTGTACGTGTCTGGTGAATGAGCATGATGTACGGATTTCAACCGTTGAGCACCTGAATGCTGCTCTGGCGG1
4869 CHIP2684 STM/STY STM0167 STY0189 ATGAAGACGTTTTTCAGACCCGTTATTTAACGTAGGCTAACAGGCTCAATGAAGACGTTTTTCAGACCCGTGTTGTTTGGCAGCCTGATGGCCTTATGCGCAAATAGCTATGCGCTTACTGAATCCGAAGCTGAAGATATGGCCGATTTAACGGCAGTTTTCGTTTTTCTGAAAAATGACTGTGGTTACCAAAATTTACCCAACAGCCAGATTCGCCGTGCGCTGGTCTTTTTTGCCCAGCAAAATCAGTGGGACCTGAGTAACTACGACACCTTCGATATGAAATCGTTGGGCGAAGACAGCT1
4870 CHIP2700 STM/STY STM0185 STY0210 ATGACAGGCGGGAGTTTTCCTTAGCGAGACGCATTTGAGAAATGACAGGCGGGAGTTTTCCCGCCTTATTCTTTATTGCCCGCAGCATGACTGACTCACACTATATTGGCCGTTTCGCGCCGTCGCCATCCGGCGAACTGCATTTCGGCTCGTTAATCGCCGCCCTCGGCAGCTATCTACAAGCCCGTGCGCAACGCGGAATTTGGCGCGTTCGCATCGAGGATATCGACCCCCCACGTGAAGTTCCCGGTGCCGCAGCGACCATTCTGCGCCAGCTGGAACATTACGGCCTGCACT1
4871 CHIP2716 STM/STY STM0222 STY0245 ATGCTGGCCGCGTGGGAATTAGAGCGTCCTGAACACCAGATGCTGGCCGCGTGGGAATGGGGACAGTTAAGCGGTTTCGCCGCGCGTTCACAGCGGGTTTGGCTGGCGGTGCTGTGTGGTCTGTTATTGGCGCTGATGCTATTTTTGTTGCCTGAGTATCATCACAACATTCGTCAACCGCTGGTTGAGATGTCGCTTTGGGCATCGTTAGGATGGTGGGTTGTCGCGCTACTGCTGGTGCTATTTTATCCCGGTTCGGCGGCAATCTGGCGCAACTCAAAAACATTGCGTCTCA1
4872 CHIP2732 STM/STY STM1506 ATGAAAAGCATCGTAATCGAAAAACTTATTTCGCAAACGTGAGTAAGACTTATGAAAAGCATCGTAATCGAAAAACCGAATACATTAACTATCGAAACGCGCGCGCTTCCGCAGCCTGCGCCGGGCGAAGTTCGTATTAAAGTGAAACTGGCGGGTATCTGCGGTTCCGACAGTCATATTTATCGGGGACATAATCCCTTTGCAAAATATCCCCGTGTCATAGGCCATGAATTTTTCGGTGTCATCGACGCGGTAGGCGACAACGTCAATCACGACCGGATAGGAGAACGGGTATCCGTCGATCCGG1
4873 CHIP3262 STM/STY STM3369 STY3549 ATGAGGCGATTGCCGGGGTTATTGCTGGCTTTCTTTTCTCGGTGAGGCGATTGCCGGGGATTTTATTGCTCACTGGAGCCGCGCTCATCGTCATTGCAGCGCTGCTGGTTAGCGGGCTGCGCCTGGCGTTGCCTCATCTTGACGCCTGGCGTCCGGCTATCCTGAATAAAATTGAGTCTGTGACCGGCGTGCCGGTGGCCGCCAGCCAACTCTCCGCAAGCTGGCAAAATTTTGGCCCTACGCTGGAAGCGCATAATATTCATGCCGCCCTGAAAGATGGCGGCGAACTGTCGATAA1
4874 CHIP3278 STM/STY STM0631 STY0680 ATGTTCGTTGCAGCCGGGTTATAATAATTGCGGTGGCGCATGTTCGTTGCAGCCGGGCAGTTTGTGGTGAGTTCTGTATGGGAAGAGAATGCGCAAGTTTGCGTTTCGTTAATGGCTCAGGCGGCGGGCCGCGGCGTATCGCTTCTGGTGTTGCCTGAGGGGATATTAGCGCGAGATGACATCGACCTTGACCTGCCGATTCGCGCCGCGCAGCCGCTGGATGGCGCGTTTATGACGCGGCTTCTGGAAGAAAGCGCTCATAATAATATGACGACGATATTCACTATCCTTGTCC1
4875 CHIP3294 STM specificSTM0655 ATGGATAAAGAATCACAATATTTACTCTTTGCTTATAGATCGCTCACCTCCTGAAGATGGATAAAGAATCACAATATTTACTCTTTGCACTTTCCTCGCCGATGGAAGTATTGAACGAGGACTGTTTACCTTCACATTCGTCACCGAAAATGTATTTAGGTGTAAAACGTTTCGATCTTGAATCGTCGTGGGGTATTGAAAATCGCGATGAACTGCTTCAGACCATTTCCCGCAGGACGGATGACGGTCATGCCACACAACTGGAATGGCTATATCGCCGCTGGTTTAGGTATGCGCCGCAGGAGTGGCAGG1
4876 CHIP3310 STM/STY STM0687 STY0725 ATGCGTACGTTTAGTGGCAAACTTAGAAAATAGTGAATGGCGCAAATGCGTACGTTTAGTGGCAAACGTAGTACGCTGGCTCTGGCTATCGCCGGTATCACAGCAATGTCGGGGTGGATCGTTGTTCCGCAGGCGCAAGCCTCCGGCTTTTTCGACGACTCCACGTTAACGGGCGGCATCTATTATTGGCAGCGTGAACGCGATCGCAAAGATGTGACCGACGGCGACAAATATAAAACTAACCTTTCTCATGCGACCTGGAACGCTAACCTGGATTTTCAGTCTGGTTACGCTGCGGATA1
4877 CHIP3326 STM/STY STM0714 STY0754 ATGAACATTGATTTAAATGCGGATTTGTTAGGCAATAACGTGTATATTACGCGATGAACATTGATTTAAATGCGGATTTGGGCGAAGGTTGCGCCAGCGACAGCGAATTATTAACGCTGGTCTCCTCCGCCAATATCGCCTGTGGTTTTCACGCCGGTGATGCGCAAACCATGCTGACCTGCGTGCGCGAGGCGCTGAAAAACGGCGTGGCGATCGGCGCGCATCCCAGCTTTCCGGATCGGGATAATTTTGGGCGGACGGCGATGGTTTTGCCGCCGGAAACGGTATACGCCCAGACGCTGTACCAAA1



4878 CHIP0792 STM/STY STM2398 STY2635 ATGTTCGGTTCTTGCCAGGTTATTTCAGCTCTTCCAGTTTGTGAATGTTCGGTTCTTGCCAGGCGTACAGCCGCGAGCTGGTGATGGCAACGACCTTTTCACCCAGCGCGACCGCCTGGATTATCCAGCGCTGGCAGACGGAGCCGGGTTCCGTCATGATTCGTACGCTCAACCGATCCAGCGGTTCTTTAGAGCAATTACTTGATACGGCGAATGCGGAAAATGTCGATCTGATCCTGACGTCATCCCCCATGCTGTTGCAACACCTTCAGGAGCACCAAAAGCTGGCGCTATTGGATA1
4879 CHIP4001 STM/STY STM2101 STY2311 ATGAAATTATTAATTTTAGGCAACCACACTTATTGCGCCTCCCGAATTCATGAAATTATTAATTTTAGGCAACCACACATGCGGCAACCGTGGTGATAGCGCCATTATGCGCGGTTTGCTTGATGCCATCCGTCAACAGGCGCCAGAGGCGGAGATGGATGTGATGAGCCGTTTCCCGGTGAGTTCCGCCTGGTTGCAGGGGCGCCCGATTATTGCCGACCCGCTGTATCAGTTAAGCCAGAAACAGCAGGCGGCGGCAGGGCTTAACGGTCGGGTGAAAAAAGTATTACGCCGTCGTTTTCAGC1
4880 CHIP3729 STM specificSTM4575 ATGAAAAAATTATTAATAGCGACCTCTGTCTTACAGATATACGAGTGTAAAGGTCGCCATGAAAAAATTATTAATAGCGACCTCTGTCATAATAGGATTATCAACTTCAGCGCAAGCGGTTGAATCCACTGCTGTATTAAAACTGACTGGCGTTTTAACCAACGGCGCATGTATACCAGAGTTAAGTGATGGTGGCGTTGTAGATTTCGGTACTAAGGCCGTTAGCGATCTGCTGCCAACTCAGACGAATCAACTGGGATACAAAGATATAACACTCACGATTCAGTGCCTTGCACCGGCAAAAGTTGGCTGGG1
4881 CHIP3753 STM/STY STM0282 STY0305 ATGACAGACAGTACCCTGACGCTTACTCCACTACCAGAATTTCCAATGACAGACAGTACCCTGACGCCGCCAGCGGCGGATATGATGTCCTTTTTGTCCACCACGCCGGAACATAAGGACAGTGAATATGAAACGCCGGTACACACCAGCCAGCGCACGGAACTCAATGTCATCGTTGAAGACGGTCCGGACAGCAAACTCCGGCTGGCTGAAATCAGCGCGGCGGCTAACCCGTTGCTCGCCGCTGCCCGGCCTTTATTGTGCGCTCTCGCAGCCATGCCCGCTAAACTGGATGCGGCCC1
4882 CHIP4065 STM specificSTM2758 ATGAAAAGATTCAACCTTCTGCAATTAGTGTATGGGTTCACAATGTCCGATGAAAAGATTCAACCTTCTGCAAATGTTACAAAGCATCGGGCGATCGTTAATGATCCCCATTGCCATGCTGCCTGCCGCCGGTATTTTGCTGGCTTTTGGTGTTAGCTTTCAGGATCCCAATATTGTCGCCAGCCTGCCGTTTCTCGGCACTGACGGGCTGGTTCACGTGCTGAAGCTGATGGCGGAAGCGGGCAGTGCGATTTTCGCCAACCTGCCGCTGCTGTTTGCGGTCGGCGTGGCGGTGGGACTTAGTG1
4883 CHIP4081 STM/STY STM2780 STY2897 ATGGCTAAATCTGCTTTTGGCTTAAATATTTTCACTATAAAATTCGTTAAAGAGTGTTATGGCTAAATCTGCTTTTGGCGCGGGGACTTCTGCTGCTATGCGGCAAGCTACCTCGCCCAAAACCATTCTGGAATATATCATTAACTTTTTTACCTGTGGTGGGATACGTCGGAGAAATGAAACACAATATCAGGAATTGATAGAGACTATGGCTGAGACATTGAAAAGTACAATGCCTGACAGAGGTGCTCCGTTGCCAGAAAACATCATCCTGGATGATATGGATGGGTGTCGTGTCGAATTTAATCTTCCTG1
4884 CHIP1121 STM specificSTM1044 ATGAAATACACAATATTGTCGCTGGTTATTTCTCAATGACACCACAGGCATGAAATACACAATATTGTCGCTGGTAGCTGGTGCGCTCATCAGTTGTTCAGCAATGGCAGAGAATACCCTGACTGTAAAGATGAACGATGCCCTGTCCAGCGGAACAGGAGAAAACATAGGTGAAATCACAGTTTCAGAGACAACTTACGGTCTGCTTTTCACTCCTCACCTAAATGGTCTTACGCCAGGAATTCACGGCTTCCATGTCCACACAAACCCAAGTTGTATGCCGGGAATGAAAGACGGTAAAGAGG1
4885 CHIP3747 STM/STY STM0272 STY0294 ATGGAAACTCCTGTTTCACGCTTAGCAAACGATCTCAAAAACAATGGAAACTCCTGTTTCACGCAGTGCGTTGTATGGAAAACTGGCCGGCCCACTATTCCGGTCGCTGGAATCGGCAACGGCATTTTGCAAACTACGCTCTAATCCCTGGGTTGAGCTGACTCACTGGCTGCACCAGTTAACACAGCAGCCCGATAACGATATTCTCCACGTTCTTCGGCATTACCAGATCCCTCTTTCTGATGTGGAGAAAGCGTTACTCCGGCAACTGGATATGCTGCCCGCCGGGGCCAGCGCCA1
4886 CHIP4059 STM specificSTM2752 ATGAACACGGTACTTATTCCTCCCTTAGAATAAGCCCAGGGAAAACATGAACACGGTACTTATTCCTCCCGGTCCCGGCGGCTACGGTAAAGGGCTTTGGCTGCCCGTTGCCAGCGGCAAAAAGGTGCTGTCACTGACCGGGCGCGAGATTCATCCGGTGGCGATAGAAATCGGTGCGCTCACTGAATCGGAAGTGGTGAACGGCTTCTCCGATATCCCGCCTGATAACGACATCCTGTGCGTGGTGATTAACTGCGCCGGGTCCCTGCGCTGCGGCCTGTATCCGCAGAAGGGCATCCCGA1
4887 CHIP3787 STM/STY STM0335 STY0368 ATGAAATTGATAATAATCCTCCTTCTCGTTAGCATGTACCATTGTCAAAAATAGATGAAATTGATAATAATCCTCCTTCTCGCGCTATTCCCGTTATGTTCATCTGCCAGCAATCATTATGCCCTTGTTTTTGAAAATAACACGATACTGCTTGTTTTAAATCTTAAATGTTCTCCCTGTGATTTAAACTGCGCAAATATTCAATACCAGATTTTCAATAAAGAGACGGAGTCTGTTATTTCAGGGGTTGCTAAGCCTGTGACAACGGGCATCGAAAATAATTTTCGTGGTTATATGATGCGTAATAATA1
4888 CHIP3811 STM/STY STM1088 STY1117 ATGCCAATAACTAACGCGTCCTTAAAATATCGGATGGGGGAAAAGATGCCAATAACTAACGCGTCCCCAGAAAATATATTAAGATATTTGCATGCGGCCGGTACCGGTACGAAAGAAGCAATGAAAAGTGCAACTTCACCACGCGGTATACTGGAATGGTTTGTCAATTTTTTTACCTGTGGTGGAGTAAGAAGAAGCAATGAAAGATGGTTTCGGGAGGTAATTGGAAAACTGACCACATCATTATTATATGTAAATAAAAATGCTTTCTTCGATGGTAATAAAATATTTCTGGAGGATG1
4889 CHIP2387 STM/STY STM3412 STY4386 ATGTATCGCATTGGTGAGCTGTTAACATCCCGATTTCGCTCCATGTATCGCATTGGTGAGCTGGCAAAGCTGGCAGACGTAACGCCTGATACCATTCGCTACTATGAAAAGCAACAGATGATGGATCATGAGGTACGTACTGAAGGCGGGTTTCGTCTGTATACCGAAAACGATCTGCAGCGTCTCAAGTTTATTCGTTATGCGCGGCAGTTGGGTTTCACGCTCGACTCGATCCGCGAGCTTTTATCGATCCGAATTGATCCTGAGCACCATACCTGTCAGGAGTCAAAAAGTATTG1
4890 CHIP2403 STM/STY STM3465 STY4332 ATGCAAGCGCGTGTAAAGTGTTACGCCGCAATCACTTCAATGCAAGCGCGTGTAAAGTGGGTTGAAGGGCTCACGTTCCTCGGAGAGTCCTCCTCCGGCCACCAGATTTTAATGGATGGCAACTCCGGTGACAAAGCGCCGAGTCCGATGGAGATGGTATTAATGGCGGCTGGCGGATGTAGCGCTATTGATGTGGTATCAATCCTGCAAAAGGGCCGTCAGAATGTCACCAACTGCGAAGTGAAGCTGACATCCGAGCGCCGGGAAGACGCGCCGCGCCTGTTTACGCACATTA1
4891 CHIP3805 STM/STY STM1080 STY1103 ATGACTGAATCTACATTTCCGCATTACATGACGCGACAGGCAATGACTGAATCTACATTTCCGCAATATCCCCGTTTAGTCCTCAGCAAAGGGCGAGAAAAATCTTTACTCCGCCGCCACCCATGGGTCTTTTCCGGCGCCGTATCCCGTCTGGAAGGCAAAGCCAACCTCGGTGAAACTATCGATATCGTCGACCATCAGGGAAAGTGGTTAGCACGCGGCGCCTGGTCACCAGCCTCCCAGATCCGCGCGCGCGTCTGGACATTTGATAAAGCAGAATCCATTGATATTGCGTTTT1
4892 CHIP2381 STM/STY STM1502 STY1561 ATGACAAGTGACTACAAGGTCAGACTGTTACTGCGCGGTGGGTTTCATGACAAGTGACTACAAGGTCAGACTGCGCCCGCTTGAGCGTGAAGATTTACGATTTGTCCACCAGCTTGATAATAATGCCAGCGTTATGCGTTACTGGTTTGAAGAGCCGTATGAGGCTTTTGTCGAACTGTCGGATCTCTACGACAAACACATCCACGACCAAAGCGAACGGCGCTTTGTCGTCGAATGCGACGGTGAAAACGCCGGGCTGGTAGAACTGGTGGAAATTAACCATGTGCATCGGCGGGCGGAAT1
4893 CHIP2397 STM/STY STM3455 STY4343 ATGAAAGTAGCAAAAGACCTGGTGTTAATGGCAGCCGCAGCCATGAAAGTAGCAAAAGACCTGGTGGTCAGCCTGGCCTATCAGGTACGTACAGAAGACGGTGTGTTGGTTGATGAGTCTCCGGTGAGTGCGCCGCTGGATTACCTGCACGGTCACGGCTCCCTGATCTCTGGTCTGGAAACCGCGCTGGAAGGCCATGAAGTTGGCGACAAATTTGATGTCGCTGTTGGCGCGAACGACGCTTACGGCCAGTATGACGAAAATCTGGTGCAGCGTGTGCCTAAAGACGTCTTTATGG1
4894 CHIP2413 STM/STY STM3492 STY4304 ATGGCTTTTAAAACCTGGCAATTAGCGTATCTCCCCCATGGATGGCTTTTAAAACCTGGCAAATAGGATTGCATATTCAGCAGCATGAAGCGCTGGCCATCGCCGTTATTCACGGCGCATCGGGCTGGTCTCTGCAACGTTGGTGGCGACTGCCGCTGATGAACGCCTCCACGGCAGAGGGTACGATTCCTGACCCGCAATCGCTGGCTCACGTACTGCGACCCTGGAGCCGCGAGCTGCCGCTACGTCACCGTATTTATCTCTCTTTTCCCGCAAATCGGACATTGCAACGCGCTT1
4895 CHIP3877 STM/STY STM1238 STY1278 ATGGAAAGCAAAGTAGTTGTTCCGTTACATATTCGCGATAATCGCATGGAAAGCAAAGTAGTTGTTCCGGTGGAAGGTAAGAAGATCACCCTGCAAAACGGCAAACTCAACGTTCCTGAGAATCCGATTATCCCGTTTATTGAAGGCGATGGTATCGGTGTTGATGTCACTCCAGCCATGCTTAAAGTAGTCGATGCCGCCGTCGAGAAAGCCTATAAAGGCGAGCGTAAAATTTCCTGGATGGAAATTTACACCGGAGAAAAATCCACACAGGTTTACGGCCAGGATGTCTGGCTTCCCG1
4896 CHIP3893 STM/STY STM1279 STY1839 ATGATTGGTCTGAGACTGGACGTTAATTGTGGGGAAGCAGTAACTCGATGATTGGTCTGAGACTGGACGGTTACGATCCCGACCTTCACCACGATGCCGCTGTGGCCTTTTGTATTCGCGCCAGGGATGATGAACTGTTTAGCCCTCGCCATCAGCATCGCAAGGGACAGTTGATTCTCGCTCTGCACGGCGCGATTACCTGCGAGGTGGAAAATGCGATGTGGATGGTTCCGCCCCAGTATGCCGTCTGGCTCCCCGGCTCGCTGCCGCACAGTAATCATGTGACCGCAGGGGCGGAGCTGT1
4897 CHIP2399 STM/STY STM3457 STY4341 ATGGAAGGTGCTGATTTATTGACCTTACTCAAATTCATCCCAGCCAATGGAAGGTGCTGATTTATTGACCGCGGGAGTGTTGTTCCTCTTCGCAGCGGTAGCGGCGGTGCCGTTAGCCGCCAGGCTGGGCATCGGCGCGGTGCTAGGGTATTTGCTGGCGGGAATCGCCATCGGTCCGTGGGGGCTGGGATTTATCAGCGACGTTGACGAGATCCTGCACTTTTCCGAACTGGGCGTCGTGTTTCTGATGTTTATCATTGGTCTCGAACTCAATCCGTCCCGGCTTTGGCAACTGCGGCGCT1
4898 CHIP3863 STM/STY STM1209 STY1249 ATGGGCCCAGTAATGTTGAATTAATGACCTGCTTTTTCTTCCTGGTGGGCCCAGTAATGTTGAATGTCGAAGGATGTGAGCTGGATGCGGAGGAGCGCGAGATACTGGCGCATCCGCTGGTTGGCGGGCTTATTCTGTTCACGCGTAATTACCATGACCCGGAACAGTTGCGCGAATTAGTGCGCCAGATTCGGGCGGCATCGCGTAACCATCTGGTGGTGGCCGTCGATCAGGAAGGCGGGCGCGTACAGCGTTTCCGTGAAGGGTTTACCCGCCTGCCCGCGGCGCAATCTTTTTTTG1
4899 CHIP3879 STM/STY STM1251 STY1871 ATGGCACTCAGAACCTTGTCATTATGATTTGTGTTCAATCGCCTATGGCACTCAGAACCTTGTCAGCACTTCCCGTGTTTGCTGATTCTCTTTTCTCTGACCGTTTCAACCGTATTGATAGACTTTTCAGTCAATTAACAGGAGATACGCCAGTCGCTGCGACGCCAGCTTACGATCTGCAAAAGCGCGATGCGAATAACTATCTGCTTACCGTGAGCGTTCCTGGCTGGAAAGAGGAAGAGCTTGAAATTGAAACGGTTGGCGGCAACCTGAATATTACGGGTAAACACACTGAAGAGA1
4900 CHIP2455 STM specificSTM3559 ATGTTTATGCGTACGGTTAACTATAGCGTTATTTATCCGCCAGCTCCCATGTTTATGCGTACGGTTAACTATAGCGAAGCGCGGCAAAATCTGGCCGAAGTCCTGGAAAGTGCGGTGACGGGGGGGCCTGTTACCATCACGCGTCGTGGGCATAAGTCCGCAGTGATCATCAGCGCCGAGGAGTTTGAGCGTTATCAGACGGCGCGAATGGATGATGAGTTTGCTGCCATTATGGCGGTTCATGGCAATGAGCTCAGGGAGCTGGCGGATAAATGA1
4901 CHIP4104 STM/STY STM4045 STY3828 ATGCAAAATATTACCGATTCCTGGTTAGTACAGCGCTACGGCGATGCAAAATATTACCGATTCCTGGTTCGTCCAGGGCATGATTAAAGCCACGTCTGATGCGTGGCTGAAAGGGTGGGACGAACGTAATGGCGGTAACCTGACGCTGCGTCTGGATGAAGCCGATATCGCACCGTTTGCAGCTAATTTCCACGAAAAACCGCGCTACATCGCGCTAAGTCAACCCATGCCGCTGCTGGCGAATACGCCGTTTATCGTTACCGGTTCCGGCAAATTCTTCCGCAACGTGCAGCTCGATC1
4902 CHIP3552 STM specificSTM4210 ATGTATGCCGTATTAGGCGAAATAGTTACAGACTCCTCGTAATATCGGCATGTATGCCGTATTAGGCGAAATAGAATTTGACGTCGTCGCTTACTGGGACGAATTTGAAAGTACGATGGGCGTGGATTACACCAGCCATGCCCGTATTGAAGGGAAACCGGGCGTGCAATTTATCGGCGATAAGCTGGACAAAATCACCCTGAAATTCAACTTTCATAGTCAGTATTGCCAGCCGACCACCGAGCTGAACCGTCTGCGGGAAGCGATGACCGCGCACCAGGCGATGGCGCTGGTGTTCGGCAACG1
4903 CHIP4114 STM/STY STM4076 STY3794 ATGATGAATCCATGGCGACGTTATGCCTGATGCGCATTGATGATGAATCCATGGCGACGCTATAGCTGGGAAATTGCGCTGGCAGCCTTATTGATCTTTGAAATTCTGGCTTTCGGTCTGATTAATCCACGTTTATTAGATATTAATGTCTTACTTTTTAGCACTAGCGATTTTATTTGTATCGGTATTGTCGCTTTGCCGCTAACAATGGTTATTGTCAGCGGTGGTATGGATATTTCATTTGGTTCTACAATCGGGCTATGCGCGATTACCCTGGGTGTGCTGTTTCAGCTCG1
4904 CHIP4130 STM specificSTM4107 ATGAAATTCGCACAGGCGTTAATGCGAAAAATAACGAAAATGCATGAAATTCGCACAGGCGCTTATCGGTATTCTTGCTGCTTTTTTTATTAGCCATATCTCTCATCATTCGCCACGCTCTGATACCAGACCAATAACCGTTCAGGCGCAAACTAATGCTGCAATCGCCCAAAGTGCCGGGACGCAAATAGGTAAGACGCTATTTTATGATGCTGCCTATGTTCGTCTGGATTATCCGAATGGCGATCTTCCGCTGGAGCGTGGCGTATGTGCAGATGTCGTCATCCGCGCGCTGCGCA1
4905 CHIP4154 STM/STY STM2860 STY2982 ATGCCTGGTAAACGTATCGCTTTACTTCTTGCGCTGATATTTTTCATGCCTGGTAAACGTATCGCTCGTGAAAAACTGACGATCAAAAAAATGATCGCGCTGTATGAAAGCCAGTGCCCACAGGCGTCAACGGTGCAGGGGCATTACGACGCGCTGTTCGCCTACGCGCAAAAACGTCTTGATAAATGCGTATTTGGCGAGGAAAAACCCGCCTGTAAGCAGTGCCCGGTGCACTGCTATCAGCCGGCTAAACGCGAGGAGATGAAGCAGATTATGCGTTGGGCAGGTCCGCGAATGCTTT1
4906 CHIP4170 STM/STY STM2918 STY3043 ATGACAACAGGAACCGATTTTCATTAACATGACGGCTCCTCAGGATGACAACAGGAACCGATTTTCATGTCGGCATTGTGGGGCTTGGCTCAATGGGAATGGGCGCTGCGCGTTCATGCCTGCGCGCCGGGCTTTCCACATGGGGGGCCGATCTTAACCCGCAAGCGTGCGCGAATCTGCTCGCTGAAGGGGCTTGTGGGGCTGCCGCCAGCGCCAGGGAGTTCGCCGGCGTCGTGGATGCGTTAGTCATTCTGGTCGTCAATGCCGCCCAGGTCAGACAGGTGTTATTCGGTGAGGATG1
4907 CHIP3042 STM/STY STM2377 STY2608 ATGCCAACTAATACATTAGATAAAATTAGGCATTATTCCGTCGCTGAAAACAGTATGCCAACTAATACATTAGATAAAATTAGGCATAGTTTGAGTTGTGTGGCTGTTTTATTTGGTTTGTTCGGCATTTTTGTTTTTGCCTCATTTTCGCCTTCCTATGCCTGGCTTTATTTGGGAGGTCTGGCTGCGCCTTTTATATATAGTATTGTTTTTGTCTATGCGATTGCCGCCTGGAGTATTTATTCAAAGTATTACCCGTTTTTATCATTGGGTCGCTTATCATTCGTGGAGTGTTTTGTTCCGGCGCTGG1
4908 CHIP3058 STM/STY STM2410 STY2651 ATGCCGGATAAGTGTAACGTATTAAAAAATATAAAAATATTCTTATTTGCCTAACGGGCGCATGCCGGATAAGTGTAACGTATTAAAAAATATAAAAATATTCTTACTGGCCTTCTGCCTGACCGTTCCGGCTATTCTGCTATCTCGTCTCATTTCTCCCCGCGCCACAATTGATTCCAGCTATATCTTTCTGGCCTGGCTACCGCTCTGCGTCATGTTTTCCGTGCTGTTTTTATTTGGCCGCCGTGGCGTCGCGCCGATGGTAGGCGGAATGATGTTGACTAATGAATGGAATTTTCATTTACCTCTGCCACAGG1
4909 CHIP3444 STM specificSTM0900 ATGCTGCGCCGCGACTGGTTACGCTGTTCTTCTCCCAAGCATGCTGCGCCGCGACTGGAAGTCGCATAATACTTTTATGGTGTATGCACCCACTGGCAGCGGCAAAACGGGGTTAGCAGCGTTTATCGTTGACGGTTTCGTCAGTCGCGGAATGCGGGTGATGTTCTGCGTGCCCTACCAGATACTGATCACCCAGACCGCCAGCCGTTTCATTGAGTACGGATTATCGGGTGACGAAATCGGGTACGTATGGGCCAGTCATCCGAACCATAATCCGGCGCTGAAAATCCAGATAG1
4910 CHIP3084 STM/STY STM2485 STY2723 ATGTCTGATATCGATGCGCTACATTATCCGGCATGGTCCCCATGTCTGATATCGATGCGCTACAGGCGTTAACGTCGCAAATGACACAGGAAGGCATTCGCCGTTTACTGGTCATCAGCGGCGATGCGGCGTGGTGCCGGAAGCGGGCCGAGGCGATACGCGCTGCATTGCCCGGTGACTGGCTGTGGGTCGCGCCTGACGCGCCCGCCCAGCCGTGCTGTACGCCACAGGCGTTACAAACGCTGCTGGGCCGTGAATTCCGTCATGCGATATTTGATGCCTGGCAGGGCTTTGACG1
4911 CHIP3484 STM/STY STM0957 STY0955 ATGAATAAAACCCGTCAAAAAGAGCTTAAATATCCTCCTGACGGTGAGCATGAATAAAACCCGTCAAAAAGAGCTGACCCGCTGGTTAAAACAGCAAAGCGTAATCTCCCAACGGTGGTTGAATATTTCCCGCCTGTTGGGGTTCATGAGTGGCGTATTAATTGTCGCTCAGGCCTGGATCATGGCGCGTATCCTGCAACATATGATCATGGAGAACATTCCACGGGAAGCGCTGTTGCTCCCTTTTATCCTGCTGATACTGGTCTTTGTCCTCCGCGCCTGGGTGGTGTGGTTGCGCGAGCGCG1
4912 CHIP3132 STM specificSTM2588 ATGCCAGTACTTATTTCCGGCGTTATGCCAGCCTCACTATGTAGTTAAATGATGCCAGTACTTATTTCCGGCGTACTGAAAGATGGTACGGGAACGCCGGTACAGAACTGCACCATTCAGCTGAAGGCCTGCCGGACCAGTACGACGGTGGTCGTGAATACGGTGGCATCGGAAAATCCGGATGACGCCGGGCGCTACAGCATGGATGTGGAGCAGGGGCAGTACACAGTCACGCTCCTGGTGGAAGGGTATCCCCCGTCACATGCCGGAGTTATTACGGTCTACGATGATTCAAAACCGGGCACCC0
4913 CHIP4117 STM/STY STM4082 STY3788 ATGAAGCCAGGATGTACTCTGTTTTTACTTAATTCGCCCCTTCCAGATGAAGCCAGGATGTACTCTGTTTTTACTGTTGTTTTCTGCTCTCACCGCCAGCATAACGGCGCACGCGCAGCTCTCTTCATCGACCACGACAGCGCCCTATCTGCTGGCGGGCTCGCCAACCTTTGATCTTTCTATTAGCCAGTTTCGTGAGAACTTTAACCGCCAGAATCCCGATCTGCCGCTCAATGAATTTCGCGCCATTGAGAATAGCCGCGATAAGGCGAATCTGACCCGCGCCGCCAGTAAGATTAACG1
4914 CHIP3565 STM/STY STM4225 STY4421 ATGAAAAAAACACATCTGCTCAGCTTAACGGAAATTTACGCTCCTGTATGAAAAAAACACATCTGCTCAGCGTGCTGGCGCTGGGTATTAGCGCGGCCTGCCATGCCGAAACATATCCAGCCCCTGTTGGGCCTTCACAATCTGACTTTGGCGGCGTGGGCCTGCTGCAAACGCCGACAGCGCGTATGGCGCGTGAAGGGGAGATGAGCCTGAACTATCGCGATAACGATCAGTACCGCTACTACTCGGCTTCGGTTCAGCTTTTCCCGTGGCTGGAAACCACGTTGCGCTATACCGATGTCC1
4915 CHIP4167 STM/STY STM2913 STY3038 ATGACAAGTTTACCGACCCCATTAATCCTTAACTACCAGCTTGTCTTTGATGACAAGTTTACCGACCCCAATTATCGGTCTGATCGTTGCCGTTTTCGTGCTGGTATGGCTGGTGTTACGCACCCGTGTTCATGCGCTGATCGCGATGCTGGCGGCGGCCTGTATTGCCGGTCTGTTGGGGGGAATGGGCATTGATAAAACGCTCTCTGTCATCACCAGCGGATTCGGTACGACGCTGGGCAGCATTGGCCTGGTGATTGGTCTCGGCGTAATGATGGGGCGCTTGCTGGAGGTTTCCGGCGCGG1
4916 CHIP4183 STM specificSTM2938 ATGACGTTCGTGCCGCTCTTAACCATGCCCCCGATGGTGACGTTCGTGCCGCTCAACCCGATCCCGTTAAAAGATCGAACCTCAATGATCTTCCTCCAGTACGGTCAGATTGACGTGCTGGATGGGGCATTCGTGCTGATCGATAAAACGGGAATCCGCACGCATATTCCCGTTGGTTCGGTCGCTTGTATCATGCTGGAACCGGGAACGCGGGTTTCCCATGCGGCTGTGCGTCTGGCATCGACGGTGGGAACGCTGTTGGTGTGGGTGGGCGAGGCGGGAGTGCGGGTTT1
4917 CHIP3431 STM/STY STM0881 STY0914 ATGCAAGACGCGGCTGAATTATTGCAGCCGGAAGAACCGTGCAAGACGCGGCTGAAGCCACTAAAATCTTCCACTATGGCAATGCGTTGCCGCGCGGGTCGCGGCATCATTTTCAGGGAAGACATTCATTGGGATTTATAAAGCAATCAACCTCATCACATGCCCGTTTAAATGTGCCTACGCTGGTGCAGGTTGCGGCTATGGCGATTATTTTGATTCGCGGTCTCGATGTGCTGATGATTATGAATACCCTCGGCATACGCGGGATGGGCGAGTTTATTCATCGCAGCGTGC0
4918 CHIP3447 STM specificSTM0903 ATGCACATCAGCGACAGTGTTTAATAAGCTGTTGCCTTCTCAAATTCATGCACATCAGCGACAGTGTGAAAGAGACATCGCCGGATCGGCTTACAGGTACCGATATAATGGTCGCTATTGGTACCACCAGCAGCCGTGCGCGCTTCGGCCTGGCTGCTTTCTTCGGAAAGGCCGGGATCAGCAAAACGGATGAGCAACTGGCGGTTCAGGCGCTGGTGCGTCACGCGATGGATACTGCACCGAAGAACGTGCGCAAAGCTGCAGGTGGTGAATTTGGCTGGTGTATGCTGGTACTGGCGCAGT1
4919 CHIP3463 STM specificSTM0920 ATGAAGCAGGTTCTCATTGCATTAGAAACTATACCCCACACCCAAATGAAGCAGGTTCTCATTGCAGTGTTGATAGTATCAGTAACAGGTGGTTTGGCTCAGGCTGCTGGGGTAAAAAATACAGTATCGCTGGGTTATGCGTATACCGATCTTGGTGGCGCGTTGTCCGGTAATGCGAGAGGGCTGAATCTGAAATATAACGCGGAAGACCTGAACAGTGGTTTTGGTGGTATGGGATCTTTCACATTCACAACTGCAGACATTCAATCCTACTCTGGAGGCAAGGCCGGTGATATGGATT1
4920 CHIP3103 STM/STY STM2525 STY2770 ATGTCTGAACAAATTGTCACACCTGTTAAATAGCCTTGATGTCAATCACCTATGTCTGAACAAATTGTCACACCTGAAAGCAGTACCCCGGTAGTTCCTAACAAAGAAACAAAAATCAACCTGCTGGATCTCAACCGTCAGCAGATGCGCGAGTTTTTTAAAAACTTAGGTGAAAAACCTTTCCGCGCCGATCAGGTGATGAAATGGATGTATCACTATTGCTGCGATAATTTTGATGAGATGACCGACATCAACAAAGTGTTGCGCGGCAAATTAAAAGAGGTCGCGGAAATTCGCGCGCCGGAGG1
4921 CHIP2357 STM/STY STM1364 STY1759 ATGGTAAATGTTCGTCAGCCCTTATGACTGCTTGTTGGCTTCCATGGTAAATGTTCGTCAGCCCAGGGATATTGCGCAAGTGCTGCTATCGGTGCTGTTTTTAGCCATCATGATTGTGGCCTGTTTGTGGATAGTACAGCCTTTTATTTTGGGGTTTGCATGGGCAGGTACGATTGTTATCGCGACCTGGCCCGTTTTGCTGAAATTACAAAAAATATTGTGGGGCCGCCGCTCGCTTGCCGTACTGGTCATGACGCTGCTGTTAGTGCTGCTCTTCGTTATTCCCGTCGCCTTGCTGG1
4922 CHIP2946 STM/STY STM1937 STY2145 ATGAAAAACAGAACTCTGGGCATTAACCTGGATCGGGCAGGGTGAAAAACAGAACTCTGGGCAGTATTTTTATCGTGGCAGGCACCACTATCGGCGCCGGGATGCTGGCAATGCCGCTGGCAGCGGCTGGCGTTGGTTTCAGCGTCACGCTGGGATTGTTGATTGGTCTGTGGGCGCTGATGTGTTATACCGCGCTACTATTACTGGAGGTATATCAACACGTTCCGGCGGATACCGGGCTGGGCTCGTTGGCAAAACGCTATCTTGGGCGTTACGGACAGTGGCTTACGGGATTCA1
4923 CHIP2962 STM/STY STM1994 STY2202 ATGGGCGGCAAATTAGCGTTACTTGCGCGTTTCTGGCATGGGCGGCAAATTAGCGTTATGGGTTTTTTATACCTTTTGCGGCTACTTCATCTGGGCGATGGCGCGTTGCGTGTGGCTGATGTCCGCCATACAAACCGAGCCGGTTCTCGGCCCAATCAGCACTCCTGGCAGCGCAACGGAAAAATGGCTTAACGCGCTTTCGCTGGGCGTCGTCTGGCTTATTCTGGGGAGTATTGCCTGGTATACCCGGCCTCGCAAAAACAGGGCTTATCCCGCCGACACTAAGCCAGAAA1
4924 CHIP3658 STM specificSTM4432 ATGGCGGAAGTTGAGCGCTTAGTACTGCCGGGCCTGATGGCGGAAGTTGAGCGCGTCTATGCTGTGGAATATAGCGGAGAGGGCTTCAAACCTGAAATTGAGGATCATATGGATACTCAAAAGGTGTTTGAAGAGTTTAATGAGATTACGCGGTCGTGGCTGACCCAGACGCGCGTGTTGGGTGTGCTTAACCGGATGTTGCCGGAAAACGCGCTGGTGGTGGCGGCGGCGGGCAGCCTGCCGGGCGACCTCCAGCGTGTCTGGCAAAGCCGCGGCGAGAATGATTACCACG1
4925 CHIP3682 STM specificSTM4491 ATGCAAACCCATCATGACTTACCTTAGTTTACTCCCAACGCCTTATAAACCATGCAAACCCATCATGACTTACCCGTTCCAGCTGTATCCGAAGGGGAACTCGTCGCAGAAGGTTACGATCTGGACGCCTTGCTGAATCAGCATTTTCGTGGTCGGGTAGTACGTAAGGACCTGACTAAACAGCTCAAAGAAGGGGCAAATGTCCCGGTCTATGTGCTGGAGTATCTGCTCGGTATGTACTGCGCTTCCGACGATGACCAGATCGTCGAGCAAGGGTTGCAGAACGTTAAGCGTATTCTGGCTGATA1
4926 CHIP3698 STM/STY STM4516 STY4873 ATGAATAAAATCGCCGAACTCATTAGATACTGAGCAGTGCCGGATGAATAAAATCGCCGAACTCAAACGCGCCAAACGCCTGGCGCTCTCACTGTTGCTGATAGCCGCCGCGACGTTTGTGACCACGCTTTTCCTGCCGCCCAGTTTTTGGGTGCTGGGCGCAAAAGCTATTGCCGAAGCGGCGATGGTTGGCGCGCTGGCGGACTGGTTTGCCGTGGTGGCGCTGTTTCGCCGCATTCCCATTCCGTTTATTTCACGACATACGGCGATTATTCCCCGTAATAAAGACCGAATCGGCG1
4927 CHIP3692 STM/STY STM4501 STY4857 ATGAATTTATCCCGTCAGGAACATTAGCGATTGTCAGGCTGGGATGAATTTATCCCGTCAGGAACAACGTACCTTACACGTTCTCGCCAAAGGCGGACGCATTACGCACATCCGCGATGCGTCAGGCCGCGTCACCGCCGTTGAGTGCTATAGCCGCGAAGGGCTGTTGCTCGCCGATTGCACGCTCGCTGTATTCAAAAAACTCAAAACCAAAAAGCTGATCAAATCCGTTAACGGTCAGCCCTACCGCATTAATACAACCGGGCTGAACAACGTTCGCGCCCAGCCTGACAATCGCT1
4928 CHIP3036 STM/STY STM2366 STY2597 ATGAGCTGGATTGAACGAATTAAAAGTTAGGCCTCAGACTCCTGATCCATGAGCTGGATTGAACGAATTAAAAGCAACATTACTCCCACCCGCAAGGCTAGCATTCCTGAAGGGGTGTGGACCAAGTGTGATAGCTGCGGTCAGGTTTTATACCGCGCTGAGCTGGAACGTAATCTTGAGGTCTGTCCTAAGTGTGACCATCATATGCGCATGTCGGCGCGCAATCGCCTGCATAGCCTGTTAGATGAAGGTTCCCTTGTGGAGTTGGGTAGCGAGCTGGAGCCAAAAGACGTGCTCAAGTTCC1
4929 CHIP2288 STM/STY STM1228 STY1268 ATGTTACGCATTGTGGTGAAGCTTATCCACAACGATCGCCGATGTTACGCATTGTGGTGAAGCGTTTTATTATTTATGGCGGGATATTTTCCGCCATAAATTTTTCTGCCTGGAGCGCCGAATATACGCCTTCCTGGTCCCAGCGCCAGCAACAATCTGCAGCATGTTTTATGACTGGCGATGAAACCTGCATGACGTTTATTGATGATGCGGTGAGGCTGGCCTCGCAGCAATATGGCAAACGCTCAATACAGCTTGTTCGTAGCCTGCTATTACAAAGCGATATTTATCAATGGC1



4930 CHIP2304 STM/STY STM1336 STY1775 ATGGCTCGCGTAAAACGTGTTATGCCAGAGCTGCTTTCGATGGCTCGCGTAAAACGTGGTGTAATTGCACGCGCACGTCACAAGAAAATTTTGAAACAAGCCAAAGGCTACTACGGTGCGCGTTCTCGCGTATACCGCGTTGCCTTCCAGGCAGTTATCAAAGCTGGTCAGTATGCTTACCGTGACCGTCGTCAACGTAAGCGTCAGTTCCGTCAACTGTGGATTGCGCGTATCAACGCAGCAGCACGTCAGAACGGTATTTCTTACAGCAAATTCATCAACGGCCTGAAAAAAG1
4931 CHIP0245 STM/STY STM2433 STY2670 ATGGGTTTGTTCGATAAACTAAAATCTCTTACTTCTTAATGCGGATAACCGATGGGTTTGTTCGATAAACTAAAATCTCTGGTTTCTGATGATAAGAAAGACACCGGAACTATTGAGATTGTTGCCCCGCTCTCTGGCGAGATCGTCAACATCGAAGACGTGCCGGATGTAGTTTTTGCTGAAAAAATCGTTGGTGATGGCATCGCTATCAAACCAACCGGTAACAAAATGGTCGCCCCTGTTGACGGTACCATCGGCAAAATCTTTGAAACCAACCATGCGTTCTCTATCGAATCCGATAGCGGCA1
4932 CHIP2344 STM/STY STM1278 STY1840 ATGACGACAGCCCTTTCACCTTATGACGCTATCTCTCGATCGCATGACGACAGCCCTTTCACCACGCGGCAAACAGGGCGCTTTACTGATTGCCGGTATTTTGATGATAGCCACTACGCTGCGCGTAACATTTACCGGCGCTGCGCCGTTGCTGGAGACAATCCGTTCGGATTACGGTCTTTCCACCGCCCAGACGGGCCTGCTAACAACCTTGCCGCTTCTGGCGTTTGCACTGGTTTCGCCGCTGGCGGCCGGTATTGCCCGCCGGTTTGGGATGGAACGCAGTCTGTTTGCCGCAA1
4933 CHIP2322 STM/STY STM1077 STY1099 ATGAAAACCGGCGCGCTATTAAGAGGGCGGCTGTTTTTCATGAAAACCGGCGCGCTAGCCACCTTCCTTGCTCTCTGTTTGCCGGTGACTGTTTTTGCCACAACGCTCCGTTTGTCTAATGAGGTTGATCTGCTGGTGCTGGACGGCAAAAAGGTGTCCAGCTCTTTATTACGCGGCGCAGAGAGCATTGAACTGGAAAACGGGCCGCATCAACTCGTTTTCCGGGTGGAAAAAACCATCCGCCTGCCCGGTAATGAAGAGCGGCTTTATATTTCTCCGCCGCTGGTGATAAGTT1
4934 CHIP0263 STM/STY STM2866 STY2987 ATGAGAAATGTAATTATATACGGTATTAACTGGACTTAATTCATTCCTACCGCAATCGATGAGAAATGTAATTATATACGGTATTAACTGGACTAATTGTTATGCCCTACAGTCTATTTTTAAGCAAAAATATCCGGAAAAGTGCGTTAAAACGTGTAACTCATTAACTGCACTTTTGCATTCCCTATCCGATATGCCGGACGCCGGGCTGATTTTAGCTTTGAACCCGCATGAGCATGTTTATCTTTTTCATGCGTTGCTGACGCGGTTGCAGAACCGTAAAGTTTTGGTAGTGGCAGATCGCTTGTATTATA1
4935 CHIP0279 STM/STY STM2269 STY2494 ATGAGTCAGTCTGACACAACGGTTACAGCAAGCTTTTGACGTAGGATGAGTCAGTCTGACACAACGGTCTCTACCCGATTCTCCCTTCTACCGGGAAGCATTACCCGTTTCTTCTTATTGCTGATCATTGTGCTGCTGGTAACGATGGGCGTTATGGTACAGAGCGCCGTCAACGCCTGGTTGAAAGACAAAAGCTATCAAATTGTCGATATCACCCACGCTATTCATAAACGCGTGGATACCTGGCGGTATGTTACCTGGCAAATTTATGACAACATCGCCGCGACCACTACGCCATCGA1
4936 CHIP2951 STM/STY STM1946 STY2154 ATGAGTGAAATATTTGACGCAAAGGTTAATGTTTCAACGACCAGAAGATCTGTGAGTGAAATATTTGACGCAAAGGCGTTTTTGAAAACCGTTACCAGCCAACCCGGTGTCTATCGTATGTATGACGCCGGCGGTACGGTTATTTATGTCGGTAAAGCAAAAGACCTGAAAAAGCGTCTTTCCAGCTACTTTCGCAGCAACCTGGCTTCGCGTAAAACCGAAGCGCTAGTTGCGCAAATTCAACACATTGATGTCACGGTAACGCATACCGAAACGGAAGCGCTGCTGCTTGAGCATAATTACATCA1
4937 CHIP2967 STM specificSTM2008 ATGAAATTTAAATTCGCCACATTACTCTTAAGGCGTGGCTTTTTTAGGCATGAAATTTAAATTCGCCACATTACTCACAGCCGCCACGGTTTTTTACTCTTATCAGAGCGTTGCACAAAGTCAGCAATCGCCTGATGTCTGGTCAGTTGTCGAACAGAAACTGCAAAATGCCGTCCCTTTAAATGAAAACACCACTTTTAAATCGCAGGCAGCCTGGTTTGAATTACACAGGGAACTGTTTATGTACGGCCCGATGAGCCGTGCGGATGCATTACTGAAAAAGCTGGACACACAATCGAATGATG1
4938 CHIP2983 STM/STY STM2264 STY2490 ATGCTGGATCTATTTGCTGATGATTATTCTTTTTCAGCTGCCTGACGATGCTGGATCTATTTGCTGATGAAGCGCCCTGGCAAGAGCCCCTGGCGCCTGGCGCGGTGGTGTTGCGCCGCTTTGCGTTTCGCGCGGCGCAGTCGCTATTAGACGATATCGGGTTTGTCGCCAGTCAGTCTCCGTTTCGTCAGATGGTGACGCCGGGCGGCTACACCATGTCGGTGGCGATGACCAACTGCGGCGCGTTAGGGTGGACTACCGATCGTCACGGTTATTGTTATGCCGTGCGCGATCCGTTGACTG1
4939 CHIP3913 STM/STY STM1316 STY1797 ATGAGCCAGAAATTAAAAGTCGTCATTAGTGGTGCTTACCTTTAAGCGATGAGCCAGAAATTAAAAGTCGTCACTATTGGTGGCGGGAGCAGCTACACCCCTGAATTACTTGAAGGCTTTATTAAGCGCTACCATGAATTACCTGTCACCGAATTATGGCTGGTTGACGTTGAAGACGGGAAAGAGAAGCTGGGCATTATTTATGATCTCTGCCAGCGAATGATTGATAAAGCAGGCGTTCCGCTAAAATTGTATAAAACGCTGGATCGCCGGGAAGCGCTGAAAGGCGCTAATTTTGTCACTA1
4940 CHIP3937 STM specificSTM1359 ATGGATGTTACCGCAAAATATGAATTAGGCTGTGAATCCCATCAATGGATGTTACCGCAAAATATGAATTAATTGGTCTTATGGCGTATCCTATCCGTCATAGCTTATCGCCCGAAATGCAAAACAAAGCGTTAGAAAAAGCGGGGCTACCGTATACCTATATGGCTTTCGAAGTGGATAACACGACGTTTGCCAGCGCCATTGAAGGACTGAAAGCATTAAAAATGCGCGGTACGGGCGTCTCCATGCCAAACAAACAGCTCGCGTGTGAGTATGTCGATGAATTAACGCCAGCAGCAA1
4941 CHIP3961 STM/STY STM1450 ATGAAGAATATCCTCGCTATCCAGTCTTACAGCCGCGTTGCGCTATGAAGAATATCCTCGCTATCCAGTCCCATGTTGTTTTCGGACATGCGGGCAACAGCGCCGCCGAATTTCCCATGCGCCGTCTTGGCGCGAATGTTTGGCCGCTGAATACCGTTCAGTTTTCTAACCACACGCAATATGGTAAATGGACCGGCTGTGTCATGCCGCCCAGCCATCTGACTGAGATTGTCCAGGGGATTGCGGACATTGGCCAGTTAGCGCACTGCGACGCCGTACTTAGCGGTTACCTGGGATCTG1
4942 CHIP3977 STM/STY STM1481 STY1587 ATGGCAAAACCGATCATCACTTATCTTTTGTTTAAATCGCTAAGCAGAATGGCAAAACCGATCATCACGCTCAATGGTCTAAAAATCGTCATTATGCTGGGAATGCTGGTAGTTATTCTGAGCGGTATCCGCTTCGCCGCAGATATCATTGTTCCCTTTATTTTGGCGTTATTTATTGCAGTCGTTCTCAATCCCGTTGTGCAACGGATGACCCGATGCCGAATTCCGCGCGTTATCGCCGTATCATTGCTCATTGTGATTATTGTTATGTTAATGGTACTACTACTGGCCTATTTGGGGACAT1
4943 CHIP0570 STM/STY STM4232 STY4428 ATGAAAATGAAGAAAAGTCTCGTCGTTACCCCTTGCCTTTTACACTGCATGAAAATGAAGAAAAGTCTCGTCGCCCTCTGTTTAACCGCAGGGCTGTTCGCCAGCGTGCCGGGTATCAGCCTGGCGGAAGTGAACTATGTACCGCAAAATACCAGCGCCGCGCCCGTTATTCCTGCTGCTGCGCTACAGCAATTAACCTGGACGCCTGTAGATCAGTCAAAAACGCAGTCTACCCAACTGGCGACTGGCGGCCAGCGCCTTGACGTTCCCGGCATTACCGGCCCGGTCGCCGCTTATAGCGTTC1
4944 CHIP1421 STM/STY STM3825 STY3952 ATGCGCGCGCTTATTTCGTTACTTTTTAGCCTCGGAGGTGTATTGATGCGCGCGCTTATTTCGTTCTTTTTTTTGATAATCATCGTCTCGAATATAGAAACGGCGTCAGCCGAAACCGGACTGCTACACTGGACGCGCGCCGATCGGGCGATTCCCTGGCGGCAAACGTCAGTCAATGCGAGTAAACCCTGGAAACTGTGCGCATTATACCCCAGCCTGAAAGATTCTTACTGGTTGTCCGTCAACTACGGGATGCAAAAAGCGGCCAAATTGTATGGCGTTGATTTAAAAGTGCTGGAAG1
4945 CHIP1327 STM/STY STM3804 STY3975 ATGCCGGATAGTCGTAAAGCCTTATATAAAATTCCCGATAAATGCAAATGCCGGATAGTCGTAAAGCCCGTCGGCAGAACGATCCGGGACTGCAACCGGAGCGTACGTCGCTGGCCTGGTTTCGCACGCTGCTGGGATACGGGGCGTTAATGGCGTTAGCCGTCAGGCACCACTGGCATCAGGCGGGGTTCTTGTTCTGGGTGTCAATCAGCGTTCTGGCGATAGTGGCGGTGATTCTTTGGCGTTATACCCTGAGTCGTAATTTGATGGATGTCGCGCATAGCGATTTTTCCGAAACTCATG1
4946 CHIP1351 STM/STY STM0216 STY0239 ATGGCAACTGTTTCCATGCGTTACTCGGCTTCTACGAAGCTTTCATGGCAACTGTTTCCATGCGCGACATGCTCAAGGCTGGTGTTCACTTTGGTCACCAGACCCGTTACTGGAACCCGAAAATGAAGCCTTTCATCTTCGGCGCGCGTAACAAAGTTCACATCATCAACCTTGAGAAAACTGTACCGATGTTCAACGAAGCTCTGGCTGAACTGAACAAGATCTCTGCTCGTAAAGGTAAAATCCTTTTCGTTGGTACTAAACGCGCTGCAAGCGAAGCGGTGAAAGAAGCTGCTAACA1
4947 CHIP1463 STM/STY STM0372 STY0404 ATGACAGACCTTATCCATCGCCTTAACGCAGAATATTTTTCTCAGCCATGACAGACCTTATCCATCGCCCTCGCCGCCTGCGCAAATCCGCTGCGCTGCGCGCTATGTTTGAAGAGACAACACTTAGCCTGAACGACCTGGTGTTGCCGATCTTTGTTGAAGAAGAACTCGACGATTACAAAGCTATTGATGCCATGCCCGGCGTAATGCGTATCCCGGAAAAGCAGCTGGCGCGAGAGATTGAACGTATCGCAAATGCTGGCATTCGTTCCGTTATGACCTTCGGCATTTCTCACCATACTG1
4948 CHIP1391 STM/STY STM0132 STY0152 ATGATCAAGGCGACGGACATTAAAACTCTTTTCGCAGCCAGATGATCAAGGCGACGGACAGAAAACTGGTAGTAGGACTGGAGATTGGCACCGCGAAGGTTGCCGCTTTAGTAGGGGAAGTTCTGCCCGACGGTATGGTCAATATCATTGGCGTGGGCAGTTGCCCATCGCGGGGTATGGATAAAGGCGGGGTGAATGACCTTGAGTCAGTGGTGAAATGCGTTCAGCGCGCCATTGACCAGGCGGAATTGATGGCCGATTGCCAGATCTCCTCGGTATATCTGGCGCTTTCCGGCA1
4949 CHIP1503 STM/STY STM2327 STY2557 ATGGATTATACGCTCACCCGCTTAAATCTCGTCCGGGGTACGATGGATTATACGCTCACCCGCATAGATCCTAACGGTGAGAATGACCGTTACCCCCTGCAAAAACAGGAGATCGTAACCGACCCCCTGGAGCAGGAAGTTAACAAAAACGTGTTCATGGGCAAACTGCATGACATGGTTAACTGGGGCCGTAAAAACTCAATTTGGCCCTACAACTTCGGCCTTTCTTGCTGCTATGTAGAGATGGTGACCTCTTTTACCGCAGTGCATGACGTTGCCCGTTTCGGCGCGGAAGTGC1
4950 CHIP0501 STM/STY STM1721 STY1329 ATGCGAGTCGGCACGCTGTTACTGTGATATTTGCGGCTGTTATGCGAGTCGGCACGCTGGCGATTACCGATCATGACACCACAGCCGCGATTCCTGCGGCAAGAGAAGAAATTTCACGTTCCGGACTGGCCCTGAATCTTATTCCCGGCGTGGAGATTTCAACGGTCTGGGAGAATCATGAGATTCACATTGTGGGTCTGAATATTGATATTGCGCATCCGGCAATGCGCGATTTTCTCGCGCAGCAGACAGAGCGGCGTCAGGCACGCGGTCGGCTCATTGCGGAACGTCTGGAAA1
4951 CHIP0503 STM/STY STM3837 STY3941 ATGAAATTTACCGTTGAACGTGAATTACAGCCTCATTGGCATAACAATGAAATTTACCGTTGAACGTGAACATTTATTAAAACCGCTTCAGCAGGTCAGCGGCCCGCTGGGCGGCCGTCCTACGCTGCCGATTCTCGGTAACCTGCTCCTCCAGGTAGCGGACGGTACGCTTTCTCTGACCGGCACCGATCTTGAAATGGAGATGGTCGCGCGCGTTACGCTTTCTCAGCCGCATGAGCCAGGCGCCACTACCGTGCCGGCGCGGAAATTCTTTGATATCTGCCGCGGCCTGCCGGAGGGCG1
4952 CHIP3950 STM/STY STM1392 STY1728 ATGAATTTGCTCAATCTCAAGAATACGTTAAGTAATGGTGTAGTTTTTGAAGATCATACGATGAATTTGCTCAATCTCAAGAATACGCTGCAAACATCTTTAGTAATCAGGCTAACTTTTTTATTTTTATTAACAACAATAATTATTTGGCTGCTATCTGTGCTTACCGCAGCTTATATATCAATGGTTCAGAAACGGCAGCATATAATAGAGGATTTATCCGTTCTATCCGAGATGAATATTGTACTAAGCAATCAACGGTTTGAAGAAGCTGAACGTGACGCTAAAAATTTAATGTATCAATGCTCATTAGCGA1
4953 CHIP3974 STM/STY STM1473 ATGAAAAGAAAAGTATTGGCACTTGTCTTAGAACTGGTAAACCATACCCAGCATGAAAAGAAAAGTATTGGCACTTGTCATCCCGGCTCTGCTGGCTGCTGGCGCAGCACACGCCGCTGAAATTTATAACAAAGACGGCAACAAACTGGACCTTTACGGGAAAGTAGACGGCCTGCACTATTTCTCTGATGACTCTTCTAAAGATGGCGATCAGACCTATATGCGTGTCGGCTTTAAAGGCGAAACACAGATTAACGACCAACTGACCGGTTACGGCCAGTGGGAATATAACGTTCAGGCTAACACTA1
4954 CHIP0567 STM/STY STM0545 STY0592 ATGCTGAATAGTATAAAAGTAGGCTTTATTGTTCTTAACCGAGACTGGCCGTTATGCTGAATAGTATAAAAGTAGGCTTTATTGTTCTTCTCACGTTATTTACTTCGCTGAACGTACAGGCGGCGGGGGGGATTGCATTAGGCGCCACGCGCGTTATTTATCCCTCGGCGGCGAAGCAGACTTCTCTGGCAATCAGTAATAGCGATACTCAAGAACGTTACCTCGTCAATTCATGGATCGAAAATAACGCTGGGCAGAAAGAAAAAACGTTTATCGTTACGCCGCCTTTATTCGTCAGCGAGCCCAAAA1
4955 CHIP1426 STM/STY STM3849 STY3934 ATGGCGACTCACTTTGCCATTATGAACGATTAAGCGTATACGATTTGATGGCGACTCACTTTGCCAGAGGGATACTTACGGAGGGACAGTTGGTTTCAATTCGTCTCTCTTCGTCTTGCCATATTGAAGCCAGAAACCTGCCTGCTCACCGACGAACGCGTTTTCTCGCCTCCAGAGGCCTTCTTGCCGAACTGATGTTTATGCTGTACGGAATTAGCGAGCTGCCGGAAATCATTATTCAGGCGAAAGGTAAACCCGCGTTTCGTGACAAAAATCTGCCAGGCTTTTCTATCTCCTATGCCG1
4956 CHIP1442 STM/STY STM0356 STY0387 ATGTACACCCCCCTGAACTGGTTACGTGCGATGACTGATGGATGTACACCCCCCTGAACTGGACGACGACACAACGACATGTGGCGTTTGCCTGCTTTACCAGTTGGATGCTGGATGCGTTTGATTTCTTTATCCTTGTCTTTGTACTTAGCGATCTCGCCGAATGGTTTCACGCTTCCGTATCGGACGTTTCCATTGCGATTATGCTGACCCTGGCGGTACGTCCCATTGGCGCGCTGCTATTTGGCCGAATGGCGGAAAAGTACGGACGTCGACCGATACTGATGCTCAATATTC1
4957 CHIP3168 STM/STY STM2644 STY2837 ATGGATCTGCGTCGGTTTATTACTTAACCCGGCATTTTTTTATCTTCATGGATCTGCGTCGGTTTATTACGCTGAAAACGGTAGTGGAAGAGGGCTCGTTTCTGCGGGCTTCGCAAAAGCTGTGCTGCACTCAGTCGACGGTAACTTTTCATATTCAACAGCTTGAACGTGAGTTTTCCCTGCAACTGTTCGAGAAAATAGGGCGCCGAATGTGCCTGACCAATGAGGGGAAAAAGCTGATGCCGCATATCCATGAACTGACGCGTGTGATGGAGTCGATTCGTGAAGCCGCAAGACAGGATG1
4958 CHIP3192 STM/STY STM3215 STY3393 ATGATGCAAAATCAACATGAAGGTTAATCCAGTTCGGCGATTTCATGATGCAAAATCAACATGAAGGGTGTTGCAAAAACCGGGATCATATGCACGATGGTTGCTGCAAAGATCGAGAACATCAGCATGAAGGCTGCCATAGCGCGCATCAGCATGAGAACGCCAGTTGCGGCGGCGAGCACCGTCACGGACACGGCTGTGGTCGTCATGGACAGGGCGGTGGTCGACGTCAGCGATTTTTTGGCCACGGGGAACTTCGGCTGGTCATTCTTGATATCCTGACCCGGGACGCCAGCCACG1
4959 CHIP2068 STM/STY STM3524 STY4279 ATGTTGATGATTACTTCCTTTGCGTTACGTTCGTTTTCGCGCATGTTGATGATTACTTCCTTTGCGAATCCTCGCGTGGCGCAGGCATTTGTTGATTACATGGCCACCCAGGGCGTCATTCTTACTATTCAGCAACATAATCAAAGCGATATCTGGTTGGCAGATGAATCGCAGGCCGAACGTGTGCGGGGCGAGCTGGCGCGGTTTATAGAAAATCCCGGCGATCCGCGTTATCTGGCGGCTAGCTGGCAGTCCGGGCAGACTAACAGCGGGCTACGCTATCGCCGTTTTCCCTTTC1
4960 CHIP0962 STM/STY STM4155 ATGCTGGATACCGAATTCCGTTATTCATTAATATTTATAATTACAGATAAAACCAAGAGCATGCTGGATACCGAATTCCGGGTCGCTTGCCTACAAGGAAAGAAAATGCCAGCGATTATTTCATTAATCTATTTAATGTTTAGTCTTTTAGTATTTACAAAAAAGATAACCATTTCAAACGTTCTGTCCGCTTTTTTATTGTTTCTATCGTTATATATACTTCACCATAAATCATTACTTATATTTATTTATTGTCTTATTATTATTGTCGCCACCGCTATTCTTCATCGAGTCAAAACCAGCGCGGATAAAAAAG1
4961 CHIP0978 STM specificSTM1055 ATGTTAAGACACATTCAAAATAGTTTAGGCATTATAAAATGGTACACCAGTCTTTCCAATGTTAAGACACATTCAAAATAGTTTAGGCAGCGTTTACAGAAGTAATACAGCAACTCCTCAGGGTCAGATTATTCACCATCGTAACTTTCAAAGCCAGTTTGATACCACAGGCAACACCCTCTACAATAATTGCTGGGTTTGCTCATTAAATGTTATCAAATCCAGAGATGGCAATAATTATAGTGCATTAGAGGACATCACTTCTGATAATCAAGCGTTTAATAATATATTAGAGGGTATTGATATAATAGAAT1
4962 CHIP0994 STM specificSTM2631 ATGAAAAATTCGCCATTAATTTGGTTAATGGATGGTCTGATAAAATTTTTCTGATGAAAAATTCGCCATTAATTTGGCGTGGCTTCCTACACCCTGAATTTAAGACTGGAGAAATTATGGAAATCGTAAAAATCGAAATGAACCTGAAAGCAGTTAATAAGAGCATTGCTTTATTCAATTGCGAAAAGAAAGTCTCAGGCGTTATTCACTCAAATTCAACTGGCGAAACCACTGTGATTCTCGACGGTGGATATGTACTCGGAAAGTTCGACTGTCCTCATTGTGCTGTAAAAGCCATTTCGCTGCTCA0
4963 CHIP1575 STM/STY STM0593 STY0637 ATGAATCGACAATCCTGGCTGTTAGCCAGCATCGCTAACCATGAATCGACAATCCTGGCTGCTCAATCTCAGCCTGTTGAAGACGCACCCTGCATTTCGCGCAGTATTTCTGGCCCGTTTTATCTCTATTGTCTCGCTGGGGCTGCTTGGCGTGGCGGTTCCGGTACAGATCCAAATGATGACGCACTCCACCTGGCAGGTAGGGCTGTCGGTAACGTTAACCGGCGGCGCCATGTTTATTGGCTTAATGGTGGGCGGTGTGCTGGCCGATCGCTACGAACGTAAAAAGGTGATTC1
4964 CHIP1991 STM/STY STM4381 STY4737 ATGACTGAAGCACAAAGACATCAATTAAACGCGGAGTATGCTTACACCATGACTGAAGCACAAAGACATCAAATACTGCTGGATATGCTGGCACAGTTGGGCTTTGTTACCGTCGAAAACGTGATTGAGCGTCTGGGGATCTCCCCGGCGACAGCGCGCCGCGACATCAACAAGCTCGACGAAAGCGGGAAACTTAAAAAAGTGCGCAACGGCGCAGAGGCCATTACCCAACAGCGGCCCCGCTGGACGCCGATGAATCTGCACCAGGCGCAAAACCACGATGAAAAAGTACGCATCGCGAAAG1
4965 CHIP2007 STM/STY STM4477 STY4816 ATGGAGTTCAGTGTAAAAAGCGGTTACTCTTCGCCGTTAAAGCCATGGAGTTCAGTGTAAAAAGCGGTAGCCCGGAGAAACAGCGGAGTGCCTGCATTGTCGTGGGCGTCTTTGAACCGCGTCGCCTTTCTCCGATTGCAGAACAGCTCGACAAAATTAGCGACGGATACATCAGCGCATTGCTGCGTCGCGGCGAACTGGAAGGAAAACCGGGGCAGACTCTGTTGCTGCACCATGTTCCTAACGTTCTTTCCGAGCGAATCCTCCTCATTGGTTGCGGCAAAGAGCGCGAGCTTGATG1
4966 CHIP3171 STM/STY STM2650 STY2843 ATGACCAATAACGCTGTCCTTCATTATGCTGTGACGTTTCCCGATGACCAATAACGCTGTCCTTCAGTTACGCGCCGAACGGCTTGCGCGCGCTACTCGCCCTTTTCTTGCCAGAGGCAATCGGGTTCGCCGCTGTCAACGCTGCCTGCTGCCGCTAAAATCTTGCCTGTGTGATACGTTAACGCCTTCTCAGGCGAAAAGCCGTTTTTGTCTGGTCATGTTTGACACTGAACCGATGAAACCCAGCAATACCGGCCGGCTGATAGCCGATATTTTGCCGGATACCGCGGCGTTTCAGT1
4967 CHIP3187 STM/STY STM3202 STY3381 ATGGCTCAGGAAATCGAATTAAAGTTATCGTTTTCCGCTGTGCAATGGCTCAGGAAATCGAATTAAAGTTTATCGTCAATCACGACGCCGTAGATGCGCTGCGAAATCATCTTCATACGCTCGGCGGCGAGCATCATGCGCCCAGCCAGTTGCTGAATATCTACTTCGAAACGCCTGATAACTGGCTACGCCGCCATGATATGGGGCTGCGTATTCGTGGTGAAAATGGGCGCTATGAAATGACCATGAAAATTGCCGGCCGGGTAACGGGGGGGCTGCACCAGCGACCCGAATACAATG1
4968 CHIP3203 STM/STY STM3243 STY3426 ATGAGTACTACTGATAGCATTGTATCCAGCTTAGAACAATTTGTAGACAATATTCAGGATGATGAGTACTACTGATAGCATTGTATCCAGCCAGGCAAAACAGTCGTCATGGCGTAAATCGGACACGACGTGGACGCTGGGTTTATTTGGTACCGCCATCGGCGCCGGGGTGCTGTTTTTCCCTATCCGCGCCGGGTTTGGCGGGCTTATCCCCATTCTTCTGATGCTGGTTTTAGCTTACCCCATTGCGTTCTATTGTCACCGGGCGCTGGCGCGTCTGTGTTTATCCGGATCTAATCCGTCCGGCAATATTACGG1
4969 CHIP3205 STM/STY STM3249 STY3431 ATGAATAACGCTATTTTCCCGAATTATTTTTTAAAGGTGTCGGCAAGCATGAATAACGCTATTTTCCCGAATAAGTTTAAAGCGGCGCTAGCGGCGCAACAGGTGCAGATTGGCTGCTGGTCTGCACTGGCAAGCCCAATCACCACCGAAGTTCTCGGTCTGGCGGGATTTGACTGGCTGGTGCTGGATGGCGAACATGCGCCGAACGATGTGACCACCTTAATTCCGCAGCTAATGGCATTGAAAGGCAGCGCCAGCGCGCCTGTGGTACGTGTGCCAACCAATGAACCGGTCATTATCAAAC1
4970 CHIP1514 STM/STY STM2289 STY2519 ATGAACGCATTGTTATCAAATCCTTTAATAACTACGTTTTGCCGTGCATGAACGCATTGTTATCAAATCCTTTTAAAGAAGGATTACGTAAAGGGGATACGCAAATTGGTTTGTGGCTCAGTTCAACCACCTCTTATATGGCGGAGATTGCGGCGACGTCGGGTTATGACTGGTTGTTAATAGATGGCGAGCACGCGCCTAATACGGTGCAGGACTTGTATCATCAGTTACAGGCCATCGCCCCATACGCCAGCCAGCCGGTGATTCGCCCGATCGAGGGAAGTAAAGCGCTCATTAAACAGG1
4971 CHIP1538 STM/STY STM2496 STY2737 ATGTCATCCTGGGTTGAGGTATCTTACAGTTTCAGGATCTCTTTGACAAACATGTCATCCTGGGTTGAGGTATCTCTGAACACACCGGCACAGCTCTCTTTGCCACTTTATCTTCCTGACGACGAAACTTTCGCAAGTTTCTGGCCGGGGGATAACGCCTCTCTACTGGCCGCGTTACAAAACGTGTTGCGCCAGGAACATAGTGGATATATCTACCTTTGGGCGCGTGAAGGCGCGGGCCGCAGCCATTTACTGCACGCCGCCTGTGCTGAACTGTCGCAGCGTGGAGATGCGGTAGGCTACGTCC1
4972 CHIP1562 STM/STY STM0486 STY0530 ATGCAAACCAGTCCGCTGTTAGAAAATAATCTTATGGCGTCCCATGCAAACCAGTCCGCTGTTAACTCAGCTTATGGAAGCGTTGCGCTGCCTTCCGGGCGTTGGCCCTAAGTCGGCGCAGCGGATGGCGTTTACCCTGTTGCAGCGCGATCGCAGCGGCGGAATGCGCCTGGCGCAGGCGCTGACTCGGGCGATGTCGGAAATCGGCCACTGCGCCGACTGCCGCACCTTTACCGAGCAGGATGTTTGTAATATCTGCTCGAACCCGCGGCGTCAGGAAAACGGCCAGATTTGCGTGG1
4973 CHIP1578 STM/STY STM0472 STY0515 ATGAGTGACGAAAAACAAAAAATGATTACAATTTTTTAATGATTCGCGCATGAGTGACGAAAAACAAAAAATGATCGCTGGGGCACTGTATTGCCCGACCGATGAAACTTTATGCCAGGATCGACTGCGGGCGCGTCAACTCATCCATCAATACAATTATACTACGCCTGATGAAATAAATAAGCGTCAGGCGATTTTACGCGACCTGTTGGGTCGATGCGAAGACGCCTATATTGAACCTTCCTTCCGTTGCGACTACGGCTATAATATTTTTCTTGGTCACTCCTTTTACGCTAACTTCGACT1
4974 CHIP1594 STM specificSTM0573 ATGGAAAAGACCTTTAACCACCTGTTAAATTTCTTGCTTACTTTTCATTTTTTGAATGGAAAAGACCTTTAACCACCTGCCCGCGCTGGTTACCGCCTCGCAGGCGTGGGCGCAAACCAATGCGCTGGCGTGCGATAGCGCAGATATTCGTCTGACCGGCCCGGCAACGCTGTTCGGTACGGTGCAGGAGGGTGCGCTCAAGATGCTGGAGACGTTGCGCTGTCCGGTGTCGGGCTACGAATTCGAGGAGTTTATTCACGGTATTTACAATGCCTTTAATGCGCAATCCGCACTCATTATGCTCGACCCGC1
4975 CHIP1796 STM/STY STM4007 STY3874 ATGTCCGCTGAACACGTTTTGTTAAACGCTGTAGTACAGCTCAAACTCATGTCCGCTGAACACGTTTTGACGATGCTGAACGAGCACGAAGTGAAGTTTGTCGATCTGCGCTTCACCGATACCAAAGGCAAAGAACAGCACGTCACGATTCCTGCTCATCAGGTAAATGCCGAATTCTTTGAAGAAGGCAAAATGTTTGACGGCTCCTCTATCGGCGGCTGGAAAGGCATTAACGAATCCGACATGGTGCTGATGCCCGATGCGTCCACTGCGGTTATCGACCCGTTCTTCGCGGACTCCACCC1
4976 CHIP1828 STM/STY STM0844 STY0883 ATGATCTTCAATATTCAGCGCTATTCTTATCCTCGTAGGGTCGCATGATCTTCAATATTCAGCGCTATTCTACCCACGATGGCCCCGGTATCCGTACCGTAGTATTTCTCAAAGGCTGTTCGTTGGGCTGTCGCTGGTGCCAGAACCCGGAAAGCCGCGCCCGCGCTCAGGATCTGTTATACGACGCGCGGCTGTGTCTCGAAGGATGCGACCTGTGCGCGCAAGCCGCGCCGGACGTCATTGAGCGCGCGCTAAACGGCCTGCTCATCCATCGCGAGAAACTGACCGACGCCCATTTTT1
4977 CHIP1868 STM/STY STM0738 STY0781 ATGAACTTACATGAATATCAGGCAAAACTTATTTCCCCTCCACTGCGATGAACTTACATGAATATCAGGCAAAACAACTTTTTGCCCGCTATGGCTTACCGGCGCCGGTGGGTTATGCCTGTACTACTCCGCGTGAAGCCGAAGAAGCCGCGTCTAAAATCGGCGCTGGCCCGTGGGTAGTGAAATGTCAGGTTCACGCTGGCGGCCGCGGCAAAGCGGGCGGTGTGAAGGTAGTAAAAAGCAAAGAAGAGATTCGCGCCTTCGCGGAAAACTGGCTGGGCAAACGTCTGGTGACCTATCAAA1
4978 CHIP0674 STM/STY STM4006 STY3875 ATGGCAAGCGGCATACAGTTATTTCCGAATCGGCAGGATGGCAAGCGGCATACAGCCCGATGCTGGGCAGATCCTCAATTCGTTAATCAACAGCGTGCTGGTGGTCGACGACGCGCTGGCAATCCATTACGCCAATCCTGCCGCGCAGCAGTTGCTCGCGCAAAGCTCACGCAAACTGTTCGGGACGCCGTTACCTGAACTGTTGAGCTATTTTTCGTTAAACATTGACCTGATGCGCGAAAGTTTAGCGGCAGGGCAAGGCTTTACCGATAACGAAGTGACGCTGGTGATTG1
4979 CHIP0690 STM/STY STM2354 STY2584 ATGAAAAAACTGGCGTTATCCCTTAACCGCCATAAACATCAAAATCATGAAAAAACTGGCGTTATCCCTTTCTCTGGTGCTGGCATTTTCCAGCGCTACCGCAGCATTTGCCGCTATTCCACAAAAGATTCGCATCGGTACCGATCCTACATACGCACCGTTTGAATCCAAAAATGCACAAGGTGAATTGGTCGGCTTTGATATCGATCTGGCCAAAGAGCTGTGCAAACGTATCAACACACAGTGTACGTTCGTGGAAAACCCGCTGGATGCGCTGATTCCGTCTTTAAAAGCGAAGAAAA1
4980 CHIP0706 STM/STY STM0118 STY0138 ATGAAACTGGATGAAATCGCTCTTAGCTACGGCTCAGAATGCCGTGAAACTGGATGAAATCGCTCGGCTGGCCGGTGTCTCGCGCACAACTGCAAGCTACGTTATAAACGGTAAAGCAAAGCAATACCGCGTGAGCGACAAAACCGTAGAAAAAGTCATGGCGGTAGTGCGTGAGCACAATTACCATCCTAACGCTGTGGCTGCCGGGCTGCGTGCTGGACGCACACGTTCCATTGGTCTGGTGATCCCGGACCTTGAAAACACGAGCTACACCCGTATCGCAAACTATCTTGAGCGCC1
4981 CHIP1839 STM/STY STM0694 STY0732 ATGGCAATCACTGGCATCTTTTAGGCGTTGAGGATGTCGTATGGCAATCACTGGCATCTTTTTCGGCAGCGACACCGGTAATACCGAAAATATCGCAAAAATGATTCAAAAACAGCTTGGTAAAGACGTTGCCGATGTGCATGACATTGCAAAAAGCAGTAAAGAAGACCTGGAAGGGTATGACATTCTGCTGCTGGGCATCCCAACCTGGTATTATGGCGAAGCGCAATGTGACTGGGATGACTTCTTCCCGACTCTCGAAGAGATTGACTTTAACGGTAAGCTGGTGGCGCTGT1



4982 CHIP1871 STM/STY STM0735 STY0778 ATGATGAAACTCGAATTTTCGATTTATCTTATGCGCTACGCTGCAAATGATGAAACTCGAATTTTCGATTTATCGTTATAACCCGGATGTCGATAACGCTCCGCGTATGCAGGATTACACCCTGGAAGGCGAAGAAGGGCGCGACATGATGCTGCTGGATGCGTTAATCCAGCTTAAAGAAAAAGATCCCAGCCTTTCTTTCCGCCGTTCCTGCCGCGAAGGTGTGTGCGGTTCTGATGGTTTGAATATGAACGGTAAGAATGGTCTGGCCTGTATTACCCCTATTTCGGCGCTGACTCAGC1
4983 CHIP0677 STM/STY STM0228 STY0251 ATGATTGATAAATCCGCCTTTATTCATTAACGAATCGGACCGCGGTGATTGATAAATCCGCCTTTATTCATCCTACCGCCATTGTGGAAGACGGCGCTGTAATTGGCGCTAATGCCCACATTGGTCCCTTTTGTATTGTTGGGCCGCAGGTCGAAATTGGTGAGGGAACCGTACTGAAGTCTCATGTGGTCGTGAATGGTCAAACCAAAATCGGCCGCGACAACGAGATTTATCAGTTTGCCTCCATCGGTGAAGTGAACCAGGATCTGAAATATGCGGGTGAGCCGACCCGTGTGGAAA1
4984 CHIP0701 STM/STY STM2674 STY2861 ATGTTTATTGGCATAGTTAGCCTGTTTCTTATGCCATCCCATCATGTTTATGGTGTTTATTGGCATAGTTAGCCTGTTTCCTGAAATGTTCCGCGCAATTACCGATTACGGGGTAACTGGCCGGGCAGTAAAAAAAGGCCTGCTGAACATCCAAAGCTGGAGTCCTCGCGACTTCGCGCATGACCGGCACCGTACCGTGGACGACCGTCCTTACGGCGGCGGACCGGGGATGTTAATGATGGTGCAACCCTTGCGGGACGCCATTCACGCAGCAAAAGCCGCGGCAGGTGAAGGCGCTAAAGTGATTT1
4985 CHIP0717 STM/STY STM4361 STY4718 ATGGCTAAGGGGCAATCTTTACATTATTCAGTCTCTTCGCTGTCCTGATGGCTAAGGGGCAATCTTTACAAGATCCGTTCCTGAAGCCATTGCGTCGGGAACGTGTTCCAGTTTCTATTTATTTGGTGAATGGTATTAAGCTGCAAGGTCAAATCGAGTCCTTTGATCAGTTCGTGATCCTGTTGAAGAACACGGTCAGCCAGATGGTTTATAAGCACGCGATTTCTACTGTTGTCCCGTCTCGCCCGGTTTCCCATCACAGCAACAATGCCGGTGGCGGCGCCAGCAATAACTACCATCACG1
4986 CHIP0733 STM/STY STM1777 STY1902 ATGACCCTTTTAGCGCTCGTTACTCCAGCCCGAGGCTATGACCCTTTTAGCGCTCGGTATTAACCATAAAACGGCACCTGTATCGCTGCGAGAACGCGTAACGTTTTCGCCGGACACGCTTGATCAGGCGCTGGACAGCCTGCTTGCGCAGCCAATGGTGCAGGGCGGGGTCGTGCTGTCAACCTGTAACCGTACAGAGCTGTATCTGAGCGTGGAAGAGCAGGATAACCTGCAAGAAGCGCTGATCCGCTGGTTATGCGATTACCATAACCTGAACGAGGACGATCTGCGCA1
4987 CHIP0600 STM/STY STM2500 STY2741 ATGAATATTGTGGTGCTGATTTCCTTATTCGTCAGACGCATAACCTTGATGAATATTGTGGTGCTGATTTCCGGCAATGGAAGCAATTTACAGGCGATTATCGATGCCTGCGAAGCGAAGAAAATTAAAGGCACCCTCAGGGCAGTATTCAGCAATAAGGCCGACGCGTTCGGCCTTGAACGCGCCAGAGAAGCCGGTATTCCGGCGCAAGCGCTGACTGCCGATCGGTTTGACAGCCGCGACGCCTTCGATCGCGAGCTGATTCGCAAGATAGACGCGTATGCGCCCGATGTGGTCGTGCTGG1
4988 CHIP0720 STM/STY STM0846 STY0885 ATGTTCATGGAATTTTCCGCCTTACAGGCCTCCGAACAGAGATGTTCATGGAATTTTCCGCCGGATTGATGCCGCTTGAAACGGCGCTGACCCAGATGCTTTCACGTATTACCCCTCTCACCGCCGTAGAAACGTTGCCGCTGGTGAACTGCTTTGGCCGCATCCTGGCGACCGATATCGTATCTCCCCTTGATGTCCCCGGCTTTGATAATTCAGCTATGGATGGTTATGCGGTACGTGTGGCGGATTTGTCCGCCGATAAGCCGCTGCCCGTCGCCGGCAAAGCATTTGCCGGTC1
4989 CHIP0744 STM specificSTM1240 ATGAATAAAATACATGTTACATATAAAAATCTCTTACTTACGCTGGACTTTCAATGTCTTTTCATGAATAAAATACATGTTACATATAAAAATCTCTTACTTCCGATTACCTTCATCGCGGCAACTCTAATTAGCGCCTGTGATAACGATAAAGATGCCATGGCGGAAGCTGAAAAAAATCAAGAGAAATACATGCAAAAAATCCAGCAAAAAGAGCACCAGCAATCAATGTTCTTTTACGACAAAGCCGAAATGCAAAAAGCTATTGCCAATATCAACGCAAAAGGTGGAGCCAATCTTGCGATTATTGAAGTCCGTT1
4990 CHIP1811 STM/STY STM4062 STY3809 ATGATTAAGAAAATCGGTGTGTTGATTAGTACAGTTTTTTCGCGCAATGATTAAGAAAATCGGTGTGTTGACAAGCGGCGGTGATGCGCCGGGCATGAACGCGGCAATCCGCGGTGTTGTGCGCGCAGCGTTGACGGAAGGGCTGGAAGTCATGGGCATTTATGACGGCTATCTGGGCCTGTATGAAGATCGTATGGTTCAGCTTGACCGTTACAGCGTATCTGACATGATCAACCGTGGCGGTACTTTCCTCGGTTCTGCCCGTTTCCCGGAATTCCGTGACGAAAATATTCGCGCTGTCG1
4991 CHIP1843 STM/STY STM0664 STY0709 ATGTCAATAGACTGGAACTGGGGTTATTTGCTCCCCACGTTGCATGTCAATAGACTGGAACTGGGGTATTTTTTTACAGGAAGCCCCCTTCGGCAATACCACCTATCTCGGCTGGCTATGGAGTGGTTTTCAGGTCACCGTCGCCCTTTCGATTACCGCCTGGATTATCGCTTTCCTGGTAGGATCTATTTTCGGCATTTTACGTACCGTTCCCAACCGTTTCCTCTCCGGACTGGGCACGTTGTACGTAGAACTGTTCCGTAATGTGCCGCTGATCGTGCAATTCTTCACCTGGTACC1
4992 CHIP1883 STM/STY STM3399 STY4398 ATGTCTGACACATTACGTCCTTATAAGAATTACGGTTGGATATGGTTATCCATGTCTGACACATTACGTCCTTATAAGAATCTTTTTCCTGGTATCGGTCAGCGCGTGATGATCGATACCAGCAGCGTGGTTATTGGCGATGTCCGTCTGGCGGATGATGTCGGGATCTGGCCGCTTGTGGTGATTCGCGGCGATGTGAATTACGTTGCGATAGGGGCTCGTACGAACATTCAGGATGGCAGCGTTCTTCACGTAACCCACAAGTCTTCATCCAATCCACACGGCAACCCATTAATCATTGGCGAAG1
4993 CHIP4714 STM/STY STM1600 STY1464 ATGGCTATGACCAGCAGACCTTACCTGACCAGAAAGGTCATTTGATGGCTATGACCAGCAGACCGAATTATCTCGGTTCGAGGGGGATTCTATGTGTTTGCACAACTGCAGTGAATCGTAATTTCAGTGCATTATCGCCGACAATCGACGTGTTCCTCACTAATTGCCTTCCTGACTATATAGTGGTCTTATCTTTGGCGAAACAATGTTATTTAGTTATGGAAGGCGACAACAACTGTACTACTGATTATCAAATGACCTTTCTGGTCAGGTAG1
4994 CHIP4730 STM/STY STM2634 STY1013 ATGCGCCTAATAAATCGCAGTTTAGTTTGCCTGTGCTGGCATGCGCCTAATAAATCGCAGTAAGCAATCGCCATTGGGCCGTCGCGCATGTGATGTTGCACTGGCGGCGCATCATGAAAAGTTCGGCGATTACGGCAGACAAAAGCACGTTACCAATTACACCGTTGTAGTGGATGGCGTAAAGGTGCCTGTTGAAGTAGTTAACCGGGCCACCAGCTACGTAGCCACCGCAATGATCGGCGTCCGGAAACTTAGAAATCTGCCAGCACAGGCAAACTGA0
4995 CHIP0187 STM/STY STM2048 STY2253 ATGAACGGCGAAACCCTGTTACTCCTGCTTAATTAATTGAATATTCCGATGAACGGCGAAACCCTGCAGCGCATTGTCGAGGAGATTGTCTCCCGGCTGCATCGCCGTGCCCAGAGCACGGCGACGCTGAGCGTTACGCAACTTCGCGATGCCGACTGTCCAGCACTGTTCTGTCAGCACGCGTCGCTGCGCATCCTGCTCATCGACCTGCCGCTGCTGGGTCAGCTTGCGGATGCAGAAACCGGCGATGCCGCCGCCCGGAAAATTCACGACGCGCTGGCGTTTGGCATCCGCGTACAGCTCA1
4996 CHIP1230 STM/STY STM4286 STY4485 ATGTTCGCAGCAATCATTATCGTTAGAGGAGGCTGAAAAGGATATGTTCGCAGCAATCATTATCGGTATTTTTATTATCAGCGTCATTTATGCGCATTCACGCGGGGTGGAAAAACAAAAACTTTCCCGTCAGCTCTTTGACCACTCGACGTTTATGGCGCCGATCAATATGTTCATGACTCGCTTCTCAACGTTACCGGCAAAGCAGCCGTACTTTGATACCACGGCATTTCCAGAGCTGCAGAAGCTGACGGAAAACTGGCAGGTGATTCGTGAAGAGGCACTACAGCTTCAGCATC1
4997 CHIP1246 STM/STY STM1949 STY2157 ATGAGTACGCCTGATTTTTCCATTACTGGCGGTAAGCCTGTTTAATTTGATGAGTACGCCTGATTTTTCCACCGCTGAGAATAATCAAGAACTGGCTACTGAAGTCAACTGCCTGAAAGCCATGTTAACGCTGATGCTGCAGGCGATGGGCCAGGCCGATGCAGGGCGCGTGATTCTTAAAATGGAAAAACAGATCGCGCAGATGGATGATGAAGCACAAGCGGCGGTATTTTCCAGTACGGTTAAGCAAATTAAACAGGCTTACCGCCAGTAG1
4998 CHIP0443 STM/STY ATGGTAGTTGGTTATTTATACCAGGGGTTAGCGTGTAGGACCATCTGCCATGGTAGTTGGTTATTTATACCAGGGGAATACGTGGGCGGATGGCAGCTACACGTTAACGGTGAAAGTAGAAGATAAGGCAGGAAATACCAACTACTCGGCGCCGCTGACGGTCGTTATCGATACCCAAATCGCCATTGATGGGGTGGAACTGGTCAACGATAGCGGCGTGAAAGGCGATAATATGACCAACGACGACCGTCCCCACTTTCGTGTGACGGTACCTACGGATGTCAATGAAGTCCGTCTGAGCATTG0
4999 CHIP1272 STM/STY STM3357 STY3537 ATGCAGAAGCCTAAGTTAGGGAATTAGGCAGAAGGGTCACCGTGCAGAAGCCTAAGTTAGGGAAGATTAAGCTTCTTTCAGCGAAAGAACAGGTCGCGGCAGTGCTGCGTAAAGCGATTCTTTCGAGGGAGTTAGTGGAAGGGCAGGAGATTACGTTAGAAGGCATTGCCGGAATGGTCGGCGTGTCCAGTATGCCAGTGCGCGAGGCGTTTCAGATTCTGGCGGCGGATGGGCTGATAAAAGTGCGCCCTAATAAAGGGGCGGTGGTGTTGGGCATCAATGAACAAACGATCCGTG1
5000 CHIP1296 STM/STY STM0010 STY0010 ATGAACGTCACCTATTTACACGACGTTACGCCTGAACGGCTGCATGAACGTCACCTATTTACACGACGAGGATTTAGACTTTCTTCAGCATTGTAGCGAAGAACAACTCGCCGATTTCGCCCGTTTGCTGACGCATAACGAAAAGGGCAAAGCTCGCTTGTCGAGCGTTCTTAGCCATAACGAGCTGTTCAAAGCGATGGAAGGTCACCCGGAGCAACACCGCCGTAACTGGCAGCTCATTGCCGGCGAGTTTCAGCATTACGGCGGCGACAGTATCGCCAACAAATTGCGCGGACACG1
5001 CHIP1312 STM/STY STM0003 STY0003 ATGGTGAAAGTGTATGCCCCGTTATCCCACTACTCGTGCGATGGTGAAAGTGTATGCCCCGGCTTCCAGCGCGAACATGAGCGTCGGTTTCGACGTGTTGGGCGCAGCCGTCACACCCGTTGACGGCACGTTGCTGGGCGATGTGGTATCCGTTGAAGCAGCGGACCATTTCCGTCTGCATAACCTGGGGCGATTTGCCGATAAACTGCCGCCGGAGCCGCGTGAAAATATTGTTTATCAGTGCTGGGAACGTTTTTGCCAGGCATTGGGGAAAACCATCCCGGTGGCGATGACGC1
5002 CHIP4693 STM/STY STM1331 STY1779a ATGGATACACAACTCACTGTCAATAAATTCTTAGATTAGGTACGTACATCTTACGGCGATGGATACACAACTCACTGTCAATAAATTCATTTTCTCTTTGTATGTGATCTTGCGTAATAAGTACAATCCTTCATTCACATCCATTCTCGTTCGTTTAAACCTGTTTCACCAGTTCCGCGTCATTACTGGTAATAGCGGATATATATGTTTCATACCGTTTTACATTGATCCCTTTCGCGCCGTAAGATGTACGTACCTAATCTAA1
5003 CHIP4709 STM/STY STM1872 STY2078 ATGATAACAGACAAAACGCCAGGTTAAAAGTTGGCATTAATGCAGGCCTGATAACAGACAAAACGCCAGGTTTTTTCAATCACCTTCGTCGCAAACTGGAAAACCTGGCGTCGTCATCTATTCTTAAAGGGCAAGGCGATTTAGCCTGCATTAATGCCAACTTTTAG1
5004 CHIP3211 STM/STY STM3264 STY3447 ATGCATTTTCTCGTTTGAACGCCGCTTATTAGCTGGCGGGAACAATCCATTTTCTCGTTTGAACGCCGCACGCGCGCTGCCTGTCGTCCTGGCTGCGCTACTTTTCGCCGGGTGCGGCACCCAGGCGCCAGATCAAAGCGCAGCCTATATGCAGGGTTCAGCGCAAGCTGACTCCGCCTTTTACCTGCATCAGATGCAGCAAAGCGCAGATGATAGCAAGACCAACTGGCAATTACTCGCCATTCATGCACTGCTGAAAGAAGGAAAAAGCCAGCAGGCCGTCGACCTGTTCAACCAACTCCC1
5005 CHIP4727 STM/STY STM2475 STY2712 ATGAAAATAAATAATGGCCCCGTTACTTCGTAGACTCAGGCGCAATGAAAATAAATAATGGCCCCGTATTATGCCCCCATTGTGGCTGCCTGAGCGCTTATTATGAAATAGATCGGCTGGCGGCGATAAGAGAAAAAGTGAATAAAGAAGGCGGATCAGCGGCGTGGGATTCAACATTGCAGGCGCATAAAAAAAAGGCCTTTTGCCTGATGTGCCATAAATCCATTGATGAGGTCGTCATCGGGCAGTCAGATGCGCCTGAGTCTACGAAGTAA1
5006 CHIP3456 STM specificSTM0913 ATGTGCGGCACCATATGCCTGTTTATTATCCGAATGGCCCGTCGTGGCGGCGGACACCGCCGAGGCCGCCACGCGGTTGACTGCCCAGGCGCTGGCCTGCGGCACCATATGCCTGTCCAGACTGTTCAGGTTACGAATGGCATTTTCGAGCCCCTTCAGAGACATGATTCACTCCAGTGAAATCTGGTATTTTCCGTTGACGCGCTGCCAGCGGGTGACAGTAAAATCCAGTCCACGCCAGAGCACGGCCTGCTTTCTGGCGGGCCTGTACTGTGGGCTGAACACAATCAGGTGTGTCC1
5007 CHIP0392 STM/STY STM2188 STY2421 ATGAGTGCGTTAAACAAGAAAAGCTTAGGCCGTAGTTGATGACGGATGAGTGCGTTAAACAAGAAAAGCTTTTTGACCTGGCTGAAAGAGGGCGGAATTTACGTCGTTCTTTTAGTGTTGCTGGCGATTATTATTTTCCAGGACCCGACTTTTTTAAGTTTGCTGAATTTAAGTAATATTCTGACGCAATCTTCGGTACGTATTATTATCGCGCTGGGCGTGGCGGGACTCATCGTCACCCAGGGGACAGATCTGTCGGCGGGGCGTCAGGTAGGGCTGGCGGCGGTCGTGGCGGCAACAT1
5008 CHIP0408 STM/STY STM0570 STY0619 ATGACCCAAAAGCGTACCCTTTAAAATCGGGCGCTAAACCATGACCCAAAAGCGTACCCTGCTAAAATACGGCATACTCTCGCTGGCGCTGGCCGCGCCATTATCTGCCTGTGCGTTTGACTCTCTTACGGTGATTGGCGATAGCCTTAGCGATACCGGTAATAACGGTCGCTGGACCTGGGATAGTGGTCAAAATAAGCTCTACGACGAACAGTTGGCCGAACGATATGGGCTGGAATTAAGCCCTTCCAGCAATGGCGGCTCTAATTATGCCGCCGGCGGCGCGACGGCGACCC1
5009 CHIP0432 STM/STY STM0191 STY0218 ATGGCGCGTCTTAAAACTGCTTAGAAACGGAAGGTTGCCGATGGCGCGTCTTAAAACTGCTCAGCCAAACTCCTCACTGCGTAAAATCGCAGTTGTAGTAGCCACAGCGGTTAGCGGCATGTCTGTCTATGCACAGGCGGCGGTTCAACCGAAAGAAGAAACCATTACCGTAACCGCAGCGCCTGCCGCGCAGGAAAGTGCCTGGGGACCGGCTCCGACCATCGCCGCGAAGGTTTCCGCCACCACCACCAAAACTGATACACCTATCGAAAAAACGCCACAGTCGGTTTCGGTGG1
5010 CHIP0448 STM/STY ATGGTCAATGGCGCTTTACGTTATCCCGTGGCCTCTACGATGGTCAATGGCGCTTTACGCCTTCTGCGAAGCTGGGCTGATGGCTCATATCAGTTAGCCGTTGTGGTGGAAGATCTGGCGGGGAATGTAAAAGAGTCTGCGCCGTTTGAGGTGCGTATTGATACCACGACAACCATTAACAATATCGTATTGCTTAATGATACCGGCGTGCAGAATGATCAATTAACGAATGTTGCCAAACCGTCATTCAGAATTGACGTTCCCGGTGATGTCGTCCAGGTACGTGTAACCCTGG0
5011 CHIP0914 STM/STY STM2325 STY2555 ATGCACGAGAATCAACAACCATTATTTATACCGCTCCAGTAGTTCAGGATGCACGAGAATCAACAACCACAAACCGAGGCTTTTGAGCTGAGTGCGGCAGAGCGTGAAGCGATAGAGCACGAGAAGCACCACTACGAAGACCCGCGTGCGGCGTCCATTGAAGCGCTGAAAATTGTTCAGAAGCAGCGTGGCTGGGTGCCGGACGGCGCGATCTACGCTATTGCCGATGTGCTGGGTATTCCGGCGAGCGACGTCGAAGGCGTCGCCACATTCTACAGCCAGATCTTCCGTCAGCCGGTCGGTC1
5012 CHIP1765 STM/STY STM3007 STY3150 ATGAAAAAGTGGGCAGTTGTAATTTCTTAACGTTCGATGATTTGGGATACATGAAAAAGTGGGCAGTTGTAATTTCCGCAGTAGGGTTGGCTTTTGCGGTATCCGGATGCAGCAGCGATTATGTAATGGCGACGAAAGATGGTCGTATGATCCTGACCGATGGAAAACCACAAGTTGACGATGATACCGGTCTGGTCAGCTATACCGATGCACAGGGAAACGAGATGCAAATCAACCGTGACGAAGTATCCCAAATCATCGAACGTTAA1
5013 CHIP0003 STM/STY STM3985 STY3575 ATGGACAGTTGGTTAATCCCTGCTTATTCTTCAATCGCTAACAATTGCAATGGACAGTTGGTTAATCCCTGCAGCGCCGGTCACCGTTGTTGAAGAGATCAAAAAAAGCCGCTTTATTACGCTATTGGCGCATACCGATGGCGTAGACGCGGCGAAAGCGTTTGTTGAGTCAGTCAGAGCTGAGCATCCTGATGCGCGCCACCATTGTGTGGCGTGGGTGGCGGGTGCGCCGGACGACTCACAGCAACTGGGCTTTTCAGACGACGGCGAACCGGCGGGAACGGCAGGCAAGCCGATGCTTGCGC1
5014 CHIP0027 STM/STY STM3960 STY3599 ATGACCTTTGAATGGTGGTTCGTTACGCGTGTCTTGCCGAATGACCTTTGAATGGTGGTTCGCCTATCTACTGACCTCAACTCTGCTGAGTCTTTCTCCGGGTTCAGGCGCCATCAATACCATGACGACGTCTATCAACCATGGATATCGTGGCGCAGTGGCTTCTATCGCCGGACTCCAGACCGGGCTGGGGATACATATCGTACTGGTGGGCGTCGGACTGGGTACGCTCTTTTCGCGCTCGCTCCTCGCTTTTGAAATTCTGAAATGGGCTGGCGCGGCTTATCTTATCTGGC1
5015 CHIP0051 STM/STY STM3935 STY3624 ATGCTAAAAGTATTATTGCTCTTTGTGTTGTTACTGCGGGGGATTGTTCATGCTAAAAGTATTATTGCTCTTTGTGTTGTTGCTTGCGGGTATCGTGGTCGGCCCGATGATAGCCGGTCACCAGGGCTATGTGTTAATCCAGACCGATAACTACAACATTGAAACCAGCGTCACCGGCCTGGCGATCATTCTCATCGTCGCTATGGTGGTGCTATTCGCCATTGAGTGGTTACTACGCCGTCTGTTTCGTACCGGCGCGCACACCCGCGGTTGGTTTGCCGGCCGTAAACGCCGTCGCGCCCGCA1
5016 CHIP0091 STM/STY STM4150 STY3735 ATGGCTAAACTGACCAAGCGTTTAGTTCGCAGATGCGCTCATGGCTAAACTGACCAAGCGTATGCGCGTGATCCGTGAAAAAGTTGATGCGACCAAACAGTACGACATCAACGAAGCTATTGCCCTGCTGAAAGAGCTGGCCACTGCTAAATTCAACGAAAGCGTTGACGTTGCCGTTAACCTCGGCATCGACGCTCGTAAATCTGACCAGAACGTTCGTGGCGCGACTGTACTGCCGCACGGTACTGGCCGTTCTGTTCGCGTTGCCGTATTTACCCAAGGCCCGAACGCTGAAG1
5017 CHIP0061 STM/STY STM3921 STY3634 ATGAGTTTTACGACCATTTCTGTTATTGTTAGCGCCAGACTCCTTTGATGAGTTTTACGACCATTTCTGTTATTGGGCTGGGGTATATCGGATTACCGACTGCGGCCGCTTTTGCTTCCCGCCAGAAGCAGGTTATCGGCGTGGATATCAACCAACATGCGGTAGACATTATAAATCGCGGTGAAATTCACATCGTGGAGCCGGCGTTGGGCAATGTGGTGAAGATGGCGGTGGAGGGCGGCTTTCTGCGTGCGACGACGACACCTGTCGAGGCCGATGCGTACCTGATTGCCGTGCCGACAC1
5018 CHIP0085 STM/STY STM4137 STY3742 ATGACCCACTCCCTAAAACCCTTATGCAATGCTCTCCACAATGACCCACTCCCTAAAACCCTGGAATACCTTCGGCATTGATCATTGTGCAAAGCACATCGTATGCGCTGAAAACGAACAACAACTACTGAGCGCCTGGCAGCAAGCAACTCGTGAGGGACTGCCGGTTATGATCCTGGGTGAAGGAAGCAATGTCCTGTTTCTGGAAAATTACGCCGGCACCGTGATCCTTAACCGCCTGAAAGGCATTGAGGTCAATGAAACCGCGGACGCCTGGCACCTACACGTCGGCGCAG1
5019 CHIP0869 STM/STY STM1972 STY2180 ATGACCACGCGCCTGACCTTACACCGTCGGGAAAATTAAATCATGACCACGCGCCTGACCCGCTGGCTTACCGCGCTCGACAACTTTGAAGCCAAAATGGCGTTATTGCCGGCGGTGCGTCGTTATGGACGTTTAACCCGCGCCACTGGCCTGGTACTGGAGGCCACCGGTCTCCAGCTTCCGCTGGGCGCCACCTGCATTATTGAGCGCCAGGACGGCCCTGAAACCAAAGAGGTGGAATCAGAAGTCGTCGGTTTTAACGGCCAGCGTCTGTTTCTAATGCCGCTGGAAGAGGTCG1
5020 CHIP0885 STM/STY STM2431 STY2667 ATGTTCCAGCAAGAAGTTACCATTACCTTACTCGAGTTCCGCCATCAATGTTCCAGCAAGAAGTTACCATTACCGCTCCGAACGGTCTGCACACCCGCCCTGCTGCTCAGTTTGTTAAAGAAGCAAAAGGCTTCACTTCTGAGATTACTGTGACTTCCAACGGCAAAAGCGCCAGCGCGAAAAGCCTGTTTAAACTGCAGACTCTGGGCCTGACTCAAGGCACCGTCGTCACCATCTCCGCAGAAGGTGAAGATGAGCAGAAAGCGGTTGAACATCTGGTCAAACTGATGGCGGAACTCGAGT1
5021 CHIP0901 STM/STY STM0104 STY0121 ATGGCTGAAACGCAAAATGATTATTCACATCCGGCCCTGATGGCTGAAACGCAAAATGATCCGCTATTGCCGGGATATTCATTTAATGCCCATCTGGTCGCCGGGCTGACGCCAATTGAAGCGAATGGATATCTGGATTTTTTTATCGATCGTCCGTTGGGCATGAAGGGATATATTCTTAACCTGACCATCCGCGGAGAGGGCGTCATTAATAATAATGGCGAGCAGTTTGTCTGTCGGCCTGGCGATATATTATTGTTTCCGCCGGGCGAGATTCATCACTATGGACGGCATC1
5022 CHIP1752 STM/STY STM2952 STY3081 ATGTCCAAAATCGTTAAAGTCATCGTTACGCCTGGCCTTTGATCATGTCCAAAATCGTTAAAGTCATCGGTCGTGAAATCATCGACTCCCGTGGTAACCCGACTGTTGAAGCTGAAGTACACCTGGAAGGTGGTTTCGTAGGTATGGCGGCGGCTCCGTCAGGTGCTTCTACTGGTTCCCGCGAAGCGCTGGAACTGCGCGATGGCGACAAATCCCGTTTCCTGGGTAAAGGCGTAACCAAAGCTGTTGGCGCGGTTAACGGCCCGATCGCTCAGGCTATTCTTGGCAAAGACGCTAAAG1
5023 CHIP1778 STM/STY STM4084 STY3786 ATGGCCGATTGGGTAACAGTTACCAGTAATGTTCAGCCGTATGGCCGATTGGGTAACAGGTAAAGTCACTAAGGTGCAAAACTGGACTGACGCACTGTTCAGCCTGACCGTTCACGCCCCCATTAATCCTTTTACTGCAGGCCAATTTACCAAACTCGGACTGGAGATCGATGGCGAGCGCGTTCAGCGCGCGTATTCCTATGTCAATGCGCCTGACAATCCGAATTTAGAGTTTTATCTGGTGACGGTGCCGCAAGGAAAGCTCAGCCCGCGGCTGGCGGCGCTAAAACCTGGCG1
5024 CHIP0696 STM/STY STM2076 STY2285 ATGATTATTCCGGCATTAGATTTAATTGTTATACGTTTTGCCAGCATTGGATGATTATTCCGGCATTAGATTTAATTGACGGCACCGTGGTGCGTCTCCACCAGGGTGACTACGCCCGGCAGCGGGATTACGGTAACGATCCCCTGCCCCGTTTGCAGGATTACGCCGCCCAGGGCGCCGGGGTGCTGCATCTGGTAGATCTGACCGGCGCTAAAGATCCGGCTAAGCGACAGATACCGCTGATTAAAACCCTGGTCGCGGGCGTGAACGTGCCTGTTCAGGTCGGCGGCGGCGTGCGTACCGAAG1
5025 CHIP0056 STM/STY STM3926 STY3629 ATGTCGCTTGCTAAAGCCTCCTTATGCTCGCCTACGCCAATGTCGCTTGCTAAAGCCTCCCTGTGGACGGCGGTCAGTACGCTGGTAAAAATTGGCGCCGGACTGCTGGTGGTGAAACTACTGGCCGTCTCTTTTGGTCCGGCGGGCGTCGGACAAGCGGGTAACTTCCGCCAGATGATTACCGTGCTGGGCGTATTGGCTGGCGCCGGGATATTTAACGGCGTTACCAAACTTGTCGCACAACATCATGATAACCCGGCGCAGTTACGTACCGTGGTGGGAACCTCCTCCGCGA1
5026 CHIP0096 STM/STY STM4166 STY3719 ATGGATCGTATAATTGAAAAATTAGAGAGTGTTAATCATATTCAGCCCGACAATGGATCGTATAATTGAAAAATTAGAGAGTGGCTGGTGGATCGTCAGCCATGAACAAAAATTATGGTTGCCGTATGGGGAATTACCACACGGGCTGGCGGCAAATTTCGATCTTGTGGGGCAGCGCGCACTCCGGATAGGTGAATGGCAAGGCGAGCCCGTTTGGCTGGTGTTACAGCATCGACGTCATGATATGGGATCGGTTCGCCAGGTTATCGATCAGGAGGCCGGGTTGTTCCAACTGGCGGGACGTGGCG1
5027 CHIP0880 STM/STY STM0380 STY0412 ATGGCGAAATTGCGGGTATTACATCGTGGTTTTTAAGGCGATGGCGAAATTGCGGGTAGGAATAGTATTTGGCGGTAAGTCGGCGGAACATGAAGTGTCTTTGCAATCAGCGAAAAATATCGTTGATGCGATCGATAAAACCCGCTTCGACGTGGTGCTGTTAGGGATAGATAAGGCGGGACAATGGCATGTTAACGATGCGGAAAATTATTTGCAGAATGCAGACGATCCGGCACATATCGCGCTACGTCCTTCGGCAATCAGTCTGGCCCAGGTGCCTGGCAAACACCAACACC1
5028 CHIP0896 STM/STY STM1921 STY2130 ATGAGCATGGATATTAGCGATTTTTATCTTAGGCGGCTGTGATCGCGTGAGCATGGATATTAGCGATTTTTATCAGACATTTTTTGATGAAGCTGACGAGCTGTTGGCTGATATGGAGCAGCATCTGCTGGATTTGGTGCCGGAGTCCCCGGACGCTGAACAACTGAACGCCATTTTTCGCGCGGCGCACTCCATTAAAGGCGGCGCGGGCACATTCGGCTTCACTATTCTGCAGGAAACCACGCATTTAATGGAAAACCTGCTGGATGAAGCCCGACGCGGTGAAATGCAGCTCAATACCG1
5029 CHIP2881 STM/STY STM1796 STY1924 ATGATACCCCCAGAGATTCGCTTACTGCGTCGCTGCAGAATGATACCCCCAGAGATTCGCCGTTCTGTTCTACTGCAGAAAGCCATAAAACTGGCGCTGGCAGGGACGCTGCTGACGTTTGCATCGTTTTCGGCGACTGCCGCAGACCCGTCTTCCGACACTGAAACTCCGCAGCCGCCGGATATTTTGCTTGGCCCGCTCTTTAATGATGTCCAGAATGCAAAACTCTTCCCCGATCAGAAAACCTTTGCTGACGCCATACCTAATAGCGATCCGCTCATGATTCTTGCGGATT1
5030 CHIP2801 STM/STY STM1624 STY1440 ATGGCGAACACCATCACGTTAAAGCAGACCGCAACGGATGGCGAACACCATCACGGCAGATGAGATTCGGGAACACTTTTCGCAGGCAATGTCGGCAATGTACCAGCAGGAAGTTCCGCAGTACGGTACGTTACTGGAACTTGTGGCTGACGTGAATCTGGCGGTGCTGGAAAATAATCCCAAACTGCATGAGCAGTTGGCTAATGCCGATGAACTGGCGCGATTGAACGTGGAACGACATGGCGCCATTCGTGTTGGCACCGCAGAAGAACTTTCTACCTTGCGTCGGATAT1
5031 CHIP2825 STM/STY STM1658 STY1406 ATGAACCTTGACGATAAAGCGCTTACCGACTACGCTTCGCAATGAACCTTGACGATAAAGCGCTGTTTCTTGACGCCATGGAGGATGTCCAGCCGCTGAAACGCCATACTGATGTACACTGGCAGCCAACGCGTAATCTTAAAACGCCCCAGCGTATCGACACGCTTCAGCTTGATAATTTCCTGACGACGGGCTTTCTGGATATTCTGCCTCTGAATGAACCGCTGGAATTTCGTCGGGAAGGATTGCAGCAGGGTGTCATCGACAAGTTACGCAGTGGGAAATACCCTCAGCAGG1
5032 CHIP1126 STM/STY STM0887 STY0920 ATGAAAAAGTTAGTTCTGGCTGCATTACTGCGGGAACCACTGAATGAAAAAGTTAGTTCTGGCTGCATTACTCGCCTCTTTCGCCACTGGCAGCATCGCCGCTGAAAAAATCAATTTCGGGGTTTCCGCCACCTATCCCCCGTTTGAATCCCTGGATGCGAGTAATAAAATTGTGGGCTTCGATATCGATCTGGCAACCGCATTATGCAAGCAAATGCAGGCAGAATGTACTTTTACCAATCATGCTTTCGATAGTCTTATCCCGGCGCTGAAATTCAGAAAATATGATGCCGTCATTT1
5033 CHIP1150 STM/STY STM0619 STY0668 ATGATGCCGATTCCCGCCTTAATGATTAACTTGCGAAATTTGCGATGATGCCGATTCCCGCCAACCCGACTAACGCCTCCATTCAGCCTCAGTCGCTGTATGACGTCTGGGCCGATTTGGCCTGGCGCGCCATGCTGACCGAGGTAAATTTATCGCCAAAACCCGGTCTGGTAGACCGACTAAACTGCGGCGCGCACAAAGATATGGCGCTGGCGGATTTTCACCGCAGCGCGGAGGCGATTCGACACTGGCTGCCGCGCTTTATGGAATATGGCGCCAGCTGCACGCGCCTGCCGCCAG1



5034 CHIP1166 STM/STY STM0990 STY0992 ATGCTTTTTACGCTAAAGAAAGTGATTGTTACTCCCCTGGCTTGCCATGCTTTTTACGCTAAAGAAAGTGATTGGCGGTATGTTATTGCCGCTTCCGCTGATGTTGCTGATGATTGGCGTCGGCCTGGCGCTGCTCTGGTTTAGCCGCTTTCAGAAGACCGGAAAAGTATTTATCAGCGTAGGTTGGCTGGCGCTATTGCTATTAAGCCTGCAACCCGTCTCTGACCATCTGCTGCGTCCGATAGAAAACCGCTACCCTACCTGGCAGGGTCCGCAAAAGGTGGAATATATTGTGGTTCTCG1
5035 CHIP1176 STM/STY STM3766 STY4020 ATGAAAAAAAGCCCCACGTCTTAATGGCGCTTTGCCTTAATCATGAAAAAAAGCCCCACGTCCACGCCTCATGATGCGGTATTCAAAACGTTTTTACGCCATCCGGATACCGCGCGGGATTTTCTCAATATTCATCTTCCCCATTCGCTAAGAATACGTTGCGATCTGACGACGTTGAAACTGGCGCCGGACAGTTTTATCGAGAAAAATTTACGCGCGTTTTATTCCGATGTCCTTTGGTCGCTAAAAACGTGTGAAGGCGACGGTTATATCTATGTCGTTATAGAGCATCAGAGTA1
5036 CHIP4460 STM/STY STM0602 STY0646 ATGAACCACACTGAGATCCGCTTATATTCTGAAAAATTCAACTTTTTCAAACGATGAACCACACTGAGATCCGCGTCGTTACCGGCCCGGCGAATTATTTTTCCCATGCAGGAAGCCTCGAAAGACTGACCGACTTTTTCACGCCGGAACAGCTTTCCCACGCCGTTTGGGTGTACGGCGAACGCGCGATTGCCGCCGCCCGGCCTTACCTGCCGGAAGCGTTTGAACGTGCTGGCGCAAAGCATCTGCCGTTTACCGGCCATTGTAGCGAACGCCATGTTGCCCAACTGGCGCACGCCTGCAACGACG1
5037 CHIP2852 STM/STY STM1719 STY1331 ATGAGCGAAAAGTTACAAAAAGTGCTTACCCGTTGTTATTACGCCCATGAGCGAAAAGTTACAAAAAGTGCTGGCGCGCGCTGGCCACGGCTCTCGCCGTGAAATCGAATCCATTATTGAAGCGGGACGTGTCAGCGTTGACGGTAAAATCGCCACGCTTGGCGATCGTGTTGAAGTCACTCCCGGTTTGAAAATCCGTATCGACGGTCACCTGATTTCGGTGAAAGAGTCGGCGGAACAAATTTGCCGCGTTCTGGCCTATTACAAACCAGAAGGTGAACTGTGTACCCGCAATGACCCTG1
5038 CHIP2772 STM/STY STM1570 STY1492 ATGACCAACCACTGGGTGGTTACGCCTTCTCGATGTTAACTAAAAACATGACCAACCACTGGGTGGATATTAAAAACGCCAACGTCGTGATGGTGATGGGCGGCAATGCCGCAGAAGCGCATCCGGTGGGTTTCCGCTGGGCGATGGAAGCGAAAAACAATAACGATGCGACGCTGATTGTCGTTGATCCACGCTTTACGCGTACGGCGTCGGTGGCGGATATCTATGCGCCAATACGTTCCGGTACAGACATTACCTTTCTGTCCGGCGTTTTGCTGTACCTGATCGAAAATAACAAAATCA1
5039 CHIP2892 STM/STY STM1821 STY1951 ATGACGGACGATTTTGCAGCTTACTCGGCGGATGGAATCGTGACGGACGATTTTGCAGCAGATGGCCAACTGGCCAAAGCGATAACCGGCTTTAAACCGCGCGAACCACAGCGACAAATGGCGGTTGCCGTAACACAAGCGATTGAAAATGCGCAGCCTCTGGTTGTTGAAGCCGGCACCGGAACCGGGAAGACCTATGCTTACCTCGCTCCGGCGTTGCGCGCCGGGAAAAAAGTCATTATTTCGACCGGGTCGAAAGCGTTGCAGGATCAACTCTACAGCCGCGATCTGCCGA1
5040 CHIP2908 STM/STY STM1849 STY1980 ATGAGTCAGGAAACGCCCGTTAACGTGGCAGAGCGGTATGAGTCAGGAAACGCCCGCTTCGAAGACTGAAGCGCAAATTAAAACCAAACGCCGTATTTCACCTTTCTGGCTGCTACCGCTTATCGCGCTAATGATCGCGGGGTGGCTGGTATGGGATAGCTACCAGGATCGCGGCAATAGCGTGACTATCGATTTTATGTCGGCGGACGGTATCGTACCGGGCCGTACTCCCGTGCGTTATCAGGGAGTAGAAGTCGGCACCGTGGAAGATGTCAGTCTGAGCAAAGATCTGC1
5041 CHIP2918 STM specificSTM1870 ATGGAACAGGACACAACTGAACATTATGAAGTTGTACCTGATCCACCGGTGGAACAGGACACAACTGAACATCATCCGGACCCACAGCCGCTGGAGAATGAACCACCTGTAAGCCAGACAGAAGCAGGCTACCAGAAAATACGGGCAGAACTGCACGAAGCACGTAAAAACATTCCACCCAAAAACCCGGTTGATGTTGGTAAACAACTGGCAGCCGCGCGCGGTGAATATGTCGAAGACATCAGCGACCCGAACGATCCGAGGTGGGTTCATAACAATTACAGCGCCTCAAATCAGGGTGAAA1
5042 CHIP2934 STM/STY STM1897 STY2105 ATGAAAAAACATTATTCTGTCCAATATGAATTATTCTCCCTCAGCCTCGCATGAAAAAACATTATTCTGTCCAATATGAAACCGGGGATATCGTCTTTACCTGTATAGGTGCCGCGCTTTTCGGCCAGATATCCACCGCTTCACAGTGCTGGAGCAACCATGTTGGGATTATTATTGGTCATAATGGTGATGACTATCTGGTGGCGGAAAGTCGCGTCCCCCTCTCAACCGTCACCACGCTGTCACTGTTTATACAACGTTCAGCCGGACAACGTTACGCGGTTCGTCGCCTGTGCGGCGGCCTGA1
5043 CHIP4391 STM/STY STM0482 STY0526 ATGCAACGTACTATTTTAATCATCATTGGTTAGCGCTTTTGTTGCTTTTCATGCAACGTACTATTTTAATCATCATTGGCTGGCTGGCGGTAGTATTAGGGACATTGGGCGTGGTTTTGCCCCTGTTGCCGACTACGCCGTTCATTTTACTGGCGGCCTGGTGTTTCGCCCGCTCGTCGCCTCGTTTCCATGCCTGGTTGTTATACCGCTCATGGTTTGGCGGTTATCTGCGCCACTGGCAGCGCTATCGGGCCATGCCGCCGGGAGCGAAACCGCGAGCGATCGCGTTGATATTGCTGACCTTTG1
5044 CHIP4415 STM/STY STM0524 STY0572 ATGTTCCCTGTTATTAACCGCGTTATTTAATGCGTTCCCACGGATGTTCCCTGTTATTAACCGCGAAAGTGTGTTGTCCGGCTTTCAGTGGTTTTTCTTTATTTTCTGTAACACTGTTGTGGTTCCCCCTACCTTGCTATCCGCTTTTCATCTTCCCGCTGATAACCTGTTAATGCTCACACAATACGCTTTTTTGACCACCGCGTTGGCCTGCCTGGTTCAGGCATTTTGCGGCCATCGCCGTGCCATTATGGAAGGGCCGACAGGGCTGTGGTGGGGCGCTATTCTTACGATTACGC1
5045 CHIP4431 STM/STY STM0557 STY0605 ATGAGAAGAAAAATGGTTAACAATAGATTAAAAATGTTATTTAATTATTTCCGTAATATTCTCATTTGTCCATGAGAAGAAAAATGGTTAACAATAGATTAAAAATGGTAATCGCTATCCTTATAGTTTTCTCGTTGGTGTATTCAATAGGATTTATCACACCAATGAACTCTGATGACTATACTTATGCCCTAAGAGAGCTTTCGCTTTCTAGCGTAAAAATGCACTATTTGGGATGGAGCGGAAGGGTTGTGTCAGATACGATCAGCACATCTCTATTAAAGTTTTTCTCCCCGCATATTTACAATGCAATAAACTCAGCAGCGC1
5046 CHIP1187 STM/STY STM1575 STY1490 ATGAGTTACCTTAACCGGGATGATTACGCAAAGAGTTCAAGCGTAATCATGAGTTACCTTAACCGGGATGAACGCCGCGAAGTGATCCTGCAAGCGGCGATGCGCGTGGCGCTGGCAGAGGGGTTTGCCGCCATGACGGTGCGACGAATCGCATCAGAAGCCGATGTCGCCGCCGGCCAGGTGCATCACCACTTCAGCTCGGCGGGCGAGCTCAAAGCGCTGGCCTTTGTCCATTTGATCCGCACCCTGCTTGATGCCGGGCAAGTTCCGCCGCCCGCCACCTGGCGTGCACGGCTTCACGCTA1
5047 CHIP4265 STM specificSTM3118 ATGATGAATGTTAATGCAGTGTATGCTTAAATCAGATGCATTTTTTTTGCAATGATGAATGTTAATGCAGTGTATGCCGAAAAATGCGTGACGCCTGACGAGGCGGTTACTTTAATTACCTCCGGCAGTCACCTCTCTATGGGAATGTTTGCAGCAGAGCCTCCAGCTTTGCTGAATGCGCTGGCAAAGCGAGCGAAAAGGGGAGAAATCAACGATCTGCGGGTTTACTGTTATGAAACAGCCAGCATTGCCGGGAACACTATTTTCCGTTATGAGCTAAGTGACTATATTCATCTCTACAGTATGT1
5048 CHIP4577 STM/STY STM2288 STY2518 ATGCCGGATGGCACGTATGTTATGCCGTCAATGATTCAACCATGCCGGATGGCACGTATGCCTTACGCATGCGTTTTAGCGCCTATCGGTATAGTCTGGCAATACGTCAGGAGGTTTGTGCGGTGATGGCGCTAAATATGCTGCGCCGTTGGCTTAATGGCGAGGACATTACCAGCGAGCATGGCTGGATAGACGTGGTTGAATCATTGACGGCATAG0
5049 CHIP4593 STM/STY STM2774 STY2891 ATGCCCGCGACTCATTCCTTATCCTATGACCTCTCCTTGCGATGCCCGCGACTCATTCCCCCATGCCCGCTCGTGCCTGGATAGTTCGCCTTGCCCGCGTGTGTTGGGAACGTAAAACACTGAGCATCATTGTCATCGTAGCATCAGTATCGACCATTTTACTGGCTGCGCTGACGCCGCTAATAACGCGTCAGGCCGTCAATGACGCGATAGCAGGCGATACGACCCACCTGCCGTTACTTGCCTGCGGCCTGCTGTTAATTGCCCTTTTTGATTTTATCGGGAATTACGTGCGCC1
5050 CHIP2497 STM/STY STM3655 STY4144 ATGTCTGAGAAAACTTTTCTGGTGGTTATTGAAGTAACGAAATATCCGCAAATGTCTGAGAAAACTTTTCTGGTGGAAATCGGCACTGAAGAGCTGCCACCAAAAGCACTGCGCAGTTTGGCTGAGTCCTTTGCTGCGAACTTCACTGCGGAGCTGGATAACGCCGGCCTCGCGCACGGTAACGTTGAATGGTTTGCCGCCCCGCGCCGTCTGGCGCTGAAAGTGGCGAATCTTGCTGAATCTCAGCCCGATCGCGAAGTCGAAAAACGTGGTCCGGCGATTGCTCAGGCGTTTGACGCCGAAGGCA1
5051 CHIP4633 STM/STY STM0747 ATGTCAAAGGCAACCGAACATTACAGTTTAAAGTCTAGTTTGGCATCCGTGTCAAAGGCAACCGAACAAAACGACAAGCTCAAACGGGCGATAATTATTTCAGCCGTGCTGCATATCATCTTATTTGCAGTGCTGATCTGGAGTTCGTTTGATGAGCATATAGAGGCTTCTGCCGGCGGCGGCGGTGGTTCCGCTATCGACGCGGTGATGGTCGATCCTGGCGCCGTTGTGCAGCAGTACAACCGTCAGCAGGATCAACAGGCCAGCGCCAGACGCGCGGAAGAAGAGCGTAAAAAGCTGCAAC1
5052 CHIP4657 STM specificSTM4111 ATGCGGGCGCGGTAAATCTTACGTACATGCGCGCCCCTACGGGCGCGGTAAATCTGCGGATTCAGCTGGGTCAACGACGCCGGAAGCGGCTCCAGTTCGCTGTTTTTAATCTCCGCCAGCGGCGCGTCGCAGAGTGGGAATTCATCGCGCAGCCATTGACTCAGACGCTGACAGGCAACCTGTTCATCGGCACCGGAAATCACCAGCTGACAGTGGTCGCCAGCCAGCGTGTCGGTGCCAATCAGCGCCAGCGCGCTTTTGGCGCTGCCTTTGCGATCGGTGCGCAGGTTGT0
5053 CHIP4292 STM/STY STM3175 STY3352 ATGATGAATGACCTGATCAGCGTTAACGAAGCGGCAGATAGATATCGTGATGAATGACCTGATCAGCGCGGCTTATTCCGAACGTCTGCGGCGCGTTTGCGACCACATTGAGCGTCATCTGGATGAGCCTCTGTCGATTGAGGCGTTAAGCCGGATGGCGCACAGCTCGCCGTTTCATTTTCACCGGCAGTTTACCACCTGGAGCGGGCTTCCGCTCTATCGCTATATCCAGTGGTTGCGTTTGCGCCGCGCGTCATGGCGGCTGGCGTTTAACCCGCAGGATAAAGTTATCGATATCGCGC1
5054 CHIP4220 STM/STY STM3013 STY3157 ATGTCATTGCCGCATTATCACTTAGAGCATCTCCAGCGCATGTCATTGCCGCATTATCACGCTGAAACTGACCTTAACGCTGAAAATTTGCTCAGATTGCCTGCTGAATTCGGCTGTCCGGTCTGGGTCTATGACGCGCACATTATTCGCCGTCAGATAGCCGCCCTGCAGCAGTTTGACGTCGTGCGTTTTGCGCAAAAAGCCTGTTCGAACATTCATATCCTGCGCTTAATGCGCGCGCTGGGCGTCAAGGTGGATTCTGTTTCATTGGGAGAGATCGAACGTGCGCTGGCGG1
5055 CHIP4244 STM/STY STM3078 STY3238 ATGAGCACCTTAGGTCATCAGTACGTTACTCGCCCTTCTTCGCCATGAGCACCTTAGGTCATCAGTACGATAACTCACTGGTTTCTAATGCGTTTGGTTTTTTACGTCTGCCAATGAACTTCCAGCCGTATGACAGCGATGCCGACTGGGTGATCACTGGCGTACCGTTTGATATGGCAACGTCCGGTCGCGCTGGCGGCCGTCATGGCCCGGCGGCGATCCGTCAGGTGTCGACCAACCTTGCCTGGGAACATCACCGTTTCCCGTGGAATTTTGACATGCGCGAGCGCCTGAACGTCG1
5056 CHIP4364 STM specificSTM0438 ATGGATATTCCGCAAGCAATAAAGTTATCGATTCTGAATAATATGTAAATTATCCGGTGGATATTCCGCAAGCAATAAAGTACTACGAGCAGGCTTGTGATTTGGACGGTGATTATGGTTGCTTTAATGCGGCTTATTTCTATGAATATGGCATCGGTACCCAAAAGGACATTACGCAAGCGAAAACATTAGCAAAACAGCTTAGAGAAAAAATTAATCTATCCAATATCAATCTCGATAAAAAGGTGAGTGAACGTATAATTGGGAGTGTTTATAGTAATAAACTTGAGGCATATAGAGACCTTTCATTTC1
5057 CHIP4588 STM/STY STM2843 STY2965 ATGAACCGTTTCATCATTGCATTAGAAAAGCAGCGATGCCATGAACCGTTTCATCATTGCAGACGCGAGTAAGTGCATTGGTTGCCGTACCTGTGAAGTGGCTTGCGTCGTATCCCATCAGGAAAATCAGGATTGCGCATCGCTGACCCCTGAAACCTTTTTACCTCGTATCCATGTCATCAAAGGCGTGAACGTTTCCACGGCAACGCTGTGTCGCCAGTGTGAAGACGCGCCGTGCGCCAACGTTTGCCCGAATGGCGCCATCAGCCGTGACAAAGGCTTTGTTCATGTGATGC1
5058 CHIP2492 STM/STY STM3643 STY4159 ATGATTCGCAAATCCCAGAGTTTACGGCGTTTGATCCGCATGATTCGCAAATCCCAGAGTGAAGACATGGCGTCTATTCTGGCGCTGTGGATGAAAAGTACCATTTATGCCCATCCCTTTATCGAAGAACGTTACTGGCACGAGAGCGAAGCAATTGTACGCGACGTCTATTTACCCGCCGCGCAAACCTGGGTATGGGAGGAAAATGGACAACTGAAAGGCTTCGTCAGCGTACTGGAAGCCCGTTTTGTCGGGGCGCTGTTTGTCGCCCCCGACGCGTTAAGACACGGCATTG1
5059 CHIP2542 STM/STY STM3770 STY4015 ATGGATACCTTACTCTTTGCAAGCCTTATGCTGCTCCTTCATTTTTCGATGGATACCTTACTCTTTGCAAGCCTGATGGGGTTGTATTACTGGTTTGCCCGTTTACGCCTCGGCTACACCTTCTCCGCGATGCTGTTACAACCGGTGGTGATCGCGGTATTTGTCGGGCTTTTGCTTGGCAATATGCAGACTGCGATGATCATCGGCGCAGGGATGCAGCTCGTTTATTTGGGCGTGACCTCAACGCCGGGCGGCAACGTGCCGTCGGACCCGGCGCTGGCGGCCTGTATCTCCATTCCTATCG1
5060 CHIP4215 STM/STY STM2998 STY3136 ATGAATCGGGAACGTGGCTTAGGGGATGCGACATAACGGTGAATCGGGAACGTGGCGCTTCTTCGCTAATACTGGCGCTTTTAATACTGATTCTGGGCAGTCTGCTACTGCAAGGCGTAAATCAGCAGCAGGCCAGCTATGCCGCCCGCGTGACGACGCAGAGCCTGGCGATACAACGCCAGGCGCTTGTGCAGTCGGCGCTGGAATGGGGACGGGGGCAGCTATGGTCAGGCGTAACCGAAATGGAATGTCGGCGCTATTCCTCTTCAGGAGCGAGAGTCTGTTTGCGGAGAT1
5061 CHIP4231 STM/STY STM3030 STY3178 ATGAAAAGCCATATTATGCCAGGTTAATGCGCGGCGTCGTGATGAAAAGCCATATTATGCCAGGCGTTGCGCTGATGGTTATCCTGTTTTCAGGAAATATTATGGCCGCAACAAACATGACTGATAACGTTACTCTGAATAATGACAAGATATCCGGACAGGCCTGGCAGGCCATGCGTGATATCGGAATGTCGCGATTCGAGTTGTTTAATGGTCGCACCCAAAAGGCGGAACAACTGGCTGCGCAAGCAGAAAAACTCCTGAACGATGACAGCACTGACTGGAATCTGTATGTCA1
5062 CHIP4263 STM/STY STM3115 STY3272 ATGGTAATTGGACCTTTTATTAACGCTTAGGCAAAAAACATCGCCGTGGTAATTGGACCTTTTATTAACGCTGGCGCAATTTTATTCGGCGGCGTTATTGGCGCGCTGTTAAGTCAGCGTCTGCCAGAACGGATTCGCGTCTCAATGACGTCTATTTTTGGTCTGTGCTCTCTGGGAATTGGCATTCTGCTGGTGATGAAGTGCGCTAATCTTCCGGTGATGGTGCTGGCGACGCTGGTCGGCGCGCTTATCGGCGAGTTTTGTTTGCTGGAAAAAGGCATTAATGGCGCAGTCGCGAAAA1
5063 CHIP4279 STM/STY STM3145 STY3316 ATGTCTGAAACGTTTTCCGGATTATGCATTCTCACAGCTCCATGTCTGAAACGTTTTCCGGATTCGACACGGCGCCCGTCGCCCGGGTTCAGGCGGCGTTTGAAGAGATAGCCCATCGTTCGATGCACGATCTTTCGTTTCTGCATCCGACTATGCCAGTGCATGTCTCTGATTTTACGTTATTTGAAGGACAATGGACGGGCACGGTAATTACGCCGTGGATGTTAAGCGCATTAATCTTCCCTGGCCCGGACCAGATCTGGCCCAGGCGTACCGTCGGTGAAAAACTCGGTCTGC1
5064 CHIP4591 STM/STY STM2721 STY4626 ATGACAGTGAAAGCAAAGCGTTTTAGCAATTGGTCAGGGTGATGACAGTGAAAGCAAAGCGTTTCCGCATCGGGGTGGAAGGTGCCACCACTGACGGGCGCGAGATCCAGCGTGAATGGCTGGTACAGATGGCTGCCAGCTACAACCCGACGGTCTATACCGCGCTGATTAACCTTGAGCACATCAAGTCTTATCTGCCGGAGAGCACTTTTAACCGCTATGGCAGGGTGACGGGGCTGGTTGCAGAAGAAATCCAGGACGGCCCGCTGGCGGGCAAGATGGCACTTTATGCCGATA1
5065 CHIP1677 STM/STY STM2163 STY2393 ATGATTGAATTTAACCATGTCAGTAAAACCTTACACAGTCGTTTCACGGGATGATTGAATTTAACCATGTCAGTAAAACCTTCGGCGATCAACAGGCTGTTAGCGACCTCAATTTGCATTTTAGCGAAGGCAGCTTTTCGGTGTTAATTGGCACCTCCGGCTCGGGAAAATCGACCACTCTGAAGATGATTAACCGGCTGGTAGAGCATGATAGCGGAACGATCCGTTTTGCCGGGGAAGAGATCCGCAGCCTGCCGGTGCTTGAACTGCGCCGTCGCATGGGCTATGCCATTCAGTCTATCGGCC1
5066 CHIP1693 STM/STY STM1819 STY1949 ATGGCGGTTCAAAAACGGTTACTCTGTTACTATCGTCTGAACCTCCATGGCGGTTCAAAAACGGTTAATAAAAGGGGCGCTGGCGTGCGCTTTTGCGCTTATGCTGAGCGGTTGCGTGACTATCCCGGATGCCATTAAAGGTTCGAGTCCGACGCCGCAGCAGGATTTGGTGCGGGTGATGAATGCGCCGCAGCTCTATATCGGGCAAGAGGCGCGTTTTGGCGGCAAAGTTGTGGCGGTGCAAAATCAGCAGGGAAAAACCCGGCTTGAAATCGCGACCGTACCGCTTGATAGCGGCGCGC1
5067 CHIP1909 STM/STY STM3428 STY4370 ATGGCGAAACTGCATGATTACTTTACTTGCGGAACGGGAAATGGCGAAACTGCATGATTACTACAAAGACGAAGTAGTTAACAAACTCATGACTGAGTTTAACTACAATTCTGTCATGCAAGTCCCTCGGGTCGAGAAGATCACCCTGAACATGGGTGTTGGTGAAGCGATCGCTGACAAGAAACTGCTGGATAACGCAGCAGCAGACCTGACAGCAATCTCCGGTCAAAAACCGTTGATCACCAAAGCACGCAAATCTGTTGCAGGCTTCAAAATCCGTCAGGGCTATCCGATCG1
5068 CHIP2117 STM/STY STM3550 STY4261 ATGAAAGGTTTCCTGCAAACCGTTATGCCGTGAGTAATCGGGATGAAAGGTTTCCTGCAAACCGTAACAGGCCCGGTGGCGCATACGGATATGGGGCTGACGCTACCGCATGAACATCTGTTTAACGATCTGTCTTCGGTCGTAGACGAGCCACATTATGCTTTTTCACAGCAACTGGTGGGAAAGAAAGTCAGTGCTGACCTGCAGTGGGGACTGAAACACGACCCATACTGCTGCGCCGATAACATGGACCGCAAAGAGATTGATGATGTTATCTTCGAAATCAATAACTTTATGT1
5069 CHIP2141 STM/STY STM3296 STY3474 ATGGCGAAAAACCTAATACTCTGGTTATTTGTCGCCCAGCTGCATGGCGAAAAACCTAATACTCTGGCTGGTCATTGCCGTTGTGCTGATGTCAGTATTCCAGAGCTTTGGGCCCAGCGAGTCTAATGGCCGTAAGGTGGATTACTCTACCTTCCTGCAAGAGGTCAATCAGGACCAGGTTCGCGAAGCGCGTATCAACGGACGTGAGATCAACGTTACCAAGAAAGATAGTAACCGTTACACGACTTACATTCCGATTAATGATCCGAAGCTGCTTGATAACCTGCTGACTAAAAACG1
5070 CHIP2157 STM/STY STM3208 STY3387 ATGCGTGTACTGGGTATTGAAACATTACGCCGCCGGCAGCTCATGCGTGTACTGGGTATTGAAACATCCTGCGATGAAACCGGCATCGCTATTTACGACGACAAAAAGGGTCTGTTAGCCAACCAATTGTATAGTCAGGTGAAATTACATGCTGACTACGGCGGCGTAGTGCCTGAACTGGCTTCCCGCGATCATGTGCGTAAAACCGTGCCGCTGATTCAGGCGGCATTAAAAGAAGCCGGTCTGACGGCGAGCGATATCGACGCGGTGGCCTATACCGCAGGCCCGGGCCTGGTCG1
5071 CHIP2119 STM/STY STM3548 STY4263 ATGAACAATACGCAGAAAAAACTAAAGGTTATTTTCTGGCGATGAATTGAAATGAACAATACGCAGAAAAAACTAAAGGTGCTCTTTATTGGAGAATCCTGGCATATTCATATGATTCATTCAAAAGGTTATGACAGTTTCACCTCCAGTAAATATGAAGAAGGCGCTACATGGTTACTGGAATGCTTGAGGAAAGGCGGCGTTGATATTGATTACATGCCTGCCCACACGGTACAAATTGCCTTTCCAGAGAGTATTGACGAATTAAACCGTTACGATGTTATTGTTATTAGCGACATTGGTAGTA1
5072 CHIP2135 STM/STY STM3310 STY3489 ATGTTTAAACGACTGATGATGGTGGTTACTGTTTCTCGTCCAAAGTAATTTTCATGTTTAAACGACTGATGATGGTGGCCCTGCTGGTCATTGCGCCATTAAGCGCAGCAACGGCAGCGGATCAGAGCAATCCTTATAAACTGATGAACGAGGCGGCGCAGAAAACTTTTGATCGCCTGAAAAACGAACAGCCGAAAATTCGTGCCAATCCGGATTACCTGCGAGACGTTGTTGATCAGGAACTTCTGCCGTACGTGCAGGTAAAATATGCCGGCGCGCTGGTGTTGGGCCGCTACTACAAAGAGGCGA1
5073 CHIP1967 STM/STY STM4507 STY4862 ATGAAATCAAACACTTCTCAGCAAAGTTAGGCATCAACGTTGTCCATGAAATCAAACACTTCTCAGCAAAGACCTTACCAGGAAGTGGGCGCAATGATACGGGATCTGATTGTTCAGACGCCGTACCGCCCCGGGGAGCGCTTGCCGCCGGAAAGAGAGATCGCTGAGAGGCTCAATGTGACGCGTACCGTCGTGCGTGAAGCGCTGATCATGCTGGAAATTAAAGGTCTGGTTGAAGTCCGCCGCGGCGCCGGGATCTACGTGCTCGACAGCGCGGATAATAACGAGATGGAAGGCGCTG1
5074 CHIP1983 STM/STY STM4323 STY4682 ATGGCTCAACGCATCTTTACGTTACGGTTGGCGATCGTGATGGCTCAACGCATCTTTACGCTGATCCTGCTGCTGTGCAGCACATCCGCCTTCGCCGGATTATTCGACGCGCCGGGTCGCTCGCAGTTCGTCCCTGCCGACCGGGCGTTTGTTTTTGATTTTCAGCAAAATCAACACGATCTTACCCTCTCCTGGCAGGTAAAAGAGGGTTACTACCTTTACCGTAAACAAATCAGTATCACGCCGACGAAAGCGGATATCGCCGCAGTCCAACTCCCGACAGGCGTCTGGCATG1
5075 CHIP4492 STM/STY STM0374 STY0406 ATGTTATCTTTAAGCAAGCCACTACAGGTTAATATTCGGAGGGCAAACGATGTTATCTTTAAGCAAGCCACTACAGGAATTCTACAGACTCGATAAATGCCTTTCTAAGCATGGTACGCGTTTCGAGTTTGTTAACGATAAAGAGATTATCTGTTCACCTGATGAAAGTAATACCCATACCTTTGTTATTTTAGAGGGGGTTGTTTCGTTAGTTCGGGGTGATAAAGTTCTTATTGGTATTGTGCAGGCCCCTTTTATTTTTGGCTTAGCCGATGGCGTGGCGAAAAAAGAGGCACAATATAAAT1
5076 CHIP1632 STM/STY STM2143 STY2372 ATGAAAGCAGAACGTATTCTCGGTTATAGTGCCTCCCGCCGATGAAAGCAGAACGTATTCTCGGTGCTCTTTACGGGCAAGCGTTAGGGGATGCGATGGGAATGCCCTCTGAGCTGTGGCCGAGAACGCGCGTCAAAGCGCATTTCGGCTGGATTGACCGCTTTCTGCCCGGGCCAAAAGAAAATAATGCCGCCTGCTATTTTAACCGCGCGGAGTTTACGGATGATACCGCAATGGCGCTCTGCCTGGCCGACGCGCTACTCGAATGCGAAGGCAACATTGATCCCGAGATTATTG1
5077 CHIP1610 STM/STY STM2836 STY2957 ATGGTTTCCACTCTGATTACCGTTTACCCATGTTTCAGTTTAAGCGATGGTTTCCACTCTGATTACCGTCGCCGTTATCGCCTGGTGTGCGCAGCTGGCGCTGGGCGGCTGGCAGATTTCCCGCTTTAATCGGGCTTTCGATAAACTTAGCCAACAGGGGCGGGTCGGCGTCGGGCGCTCCGGCGGGCGTTTTAAGCCCCGGGTGGTGGTTGCCGTGGCGCTGGACGAACAGCAGCGGGTGACGGACACTTTATTGATGAAAGGCCTTACGGTATTCGCCAGACCGGTTAAAATTGCCGCAA1
5078 CHIP1634 STM/STY STM2155 STY2384 ATGCCCTTATCGATTGGCGTTATTTCACCTGTTGGCCAGGATGCCCTTATCGATTGGCGCAGTAATTACCATTTTGGTACTATCAAAGCCCTTTTTTACAACAGAAGAAGTAATACCCACTATGACTCAAGTCGCGAAGAAAATTCTGGTAACGTGCGCGCTGCCGTACGCCAACGGCTCTATCCACCTCGGCCATATGCTGGAGCACATCCAGGCTGATGTCTGGGTCCGTTACCAGCGAATGCGCGGCCATGAGGTTAACTTCATCTGTGCCGATGACGCTCATGGCACGCCGA1
5079 CHIP4534 STM/STY STM2221 STY2458 ATGACCACCCGGCAGCACTTACCGTTTTTTGGGACGGTGACCACCCGGCAGCACTCTTCCTTTGCCATTGTCTTTATTCTTGGCCTGTTGGCCATGTTAATGCCGCTGTCAATTGATATGTATCTTCCAGCGCTGCCGGTGATTTCTGCGCAATTCGGCGTGCCTGCCGGTAGCGCGCAGATGACGCTCAGCACCTATATTTTGGGGTTTGCGCTGGGTCAGCTTATCTATGGACCGATGGCGGATAGCCTCGGGCGTAAGCCGGTCATCCTGGGCGGGACGCTGGTATTTG1
5080 CHIP4550 STM/STY STM2244 STY2469 ATGCATCTTCCAGGGAAATCATTATTTACCTGCCACTGCAATTGCATCTTCCAGGGAAATCACGTCTGCGATATCCTCGGCCCGTTTCGCGGCCTCTTCGGCTCAGGTTGCCAATTCTCCGGCTGCAGCTCTGCTTTGCGCTGCCAGTGATGCGCTGGTATCAGATGCGGCGGCGTGGGTGGATGCCTCCGATGCTGATGACTAGGCGGCTGCCGCCGTTCTGGCTGTGTCAGCCGACGCCGCGCTGGCTGATGCCTCCCCGGCTTTTGTGGTCGCCGTACCTGCGCTGCTCTCCGC0
5081 CHIP4566 STM/STY STM2168 STY2398 ATGTTGGCCGTACCTTTTGCTTAATCGTTCTGTGCGGTTTGATGTTGGCCGTACCTTTTGCCCCGCAGGCTGTGGCGAAAACGGCAGCGACAACCGCGGCGTCTCAACCTGAGATTGCCTCCGGTAGCGCAATGATTGTTGATCTCAACACCAATAAAGTGATCTATTCGAACCACCCGGATCTGGTGCGTCCGATTGCCTCGATAACCAAATTAATGACAGCGATGGTCGTGCTCGACGCGCGATTGCCGCTGGATGAAATACTGAAGGTCGATATCAGCCAGACGCCGGAAATGA1
5082 CHIP1898 STM/STY STM0259 STY0280 ATGACAACGCATTCCCACCTTATACCGCTTTATGCGCTTCCATGACAACGCATTCCCACCATGACAATGTTGAAAAGCAGTTTGGTTCACAGGCGAACGCCTATTTACATAGCGCCGTTCACGCAGCGGGTCGTGACTTAGCGCGGCTGGCGCAAAGGTTGTCTGATTTTTCCCACGCGAGCGTACTGGATATGGGATGTGGGGCTGGACACGCGAGTTTTGTCGCTGCGCAACATGCCAACTCGGTCGTGGCATACGATTTATCCGCCAGCATGCTTGAGGTTGTCGCTGGAGCGG1
5083 CHIP0369 STM/STY STM1407 STY1713 ATGTTTGCGGGCGTTAACCTTAATTTTCAAACCCCTCATTTGGATGTTTGCGGGCGTTAACCATAGCCTGATTTCCCAGGTACATGCGATGTTACCAGCGCTAACGGTTATTGTTCCGGATAAAAAATTACAGTTGGTATGTCTGGCATTATTGTTGGCGGGTTTAAATGAGCCGCTAAAAGCCGCGAAAATTTTATCGGATATAGATTTGCCAGAGGCTATGGCGCTGCGTCTGTTATTTCCTGCACCAAATGAGGGGTTTGAAAATTGA1
5084 CHIP3336 STM/STY STM0733 STY0776 ATGGTAAGCAACGCCTCCGTTACACACCCCACACCACAAATGGTAAGCAACGCCTCCGCATTAGGACGCAATGGCGTACATGACTTCATCCTGGTCCGTGCTACCGCTATCGTTCTGACGTTATACATCATCTACATGGTGGGTTTTTTCGCCACGAGCGGCGAACTGACCTTTGAAGCCTGGACCGGTTTCTTCTCATCGGCCTTCACCAAAGTCTTCACCCTGCTGGCGCTTTTTTCCATCTTGATTCATGCCTGGATCGGCATGTGGCAGGTGTTAACCGACTACGTTAAAC1
5085 CHIP3384 STM/STY STM0810 STY0845 ATGAACCTGATGACGTGGCTTTAAGCAGACGCGTTTTCGCATGAACCTGATGACGTGGCTAACAGGAAAAACACTGGCGGAGCTGGTGAAAAAAGGGCAGTTGATCCCGCCAGAAATTAAGTTACCTGTGTATCCGGCCAGCCACTACAAAAAAAACTGGTATGAACAAGGTATTCCTCACGGAGGCGTTATTGGGCTTACGGCGATCATGATGACCATGACATGGATCGTCAGTATAAACATGGTTATTGCGCAGTTTGAGCTGCACAATAAAAAGCATCTGGAGCTGGTCTTCT1



5086 CHIP0290 STM/STY STM2678 STY2865 ATGCAACGGTTGGAGCTGTTAGCTTACAAATTGCTGTAATATGCGATGCAACGGTTGGAGCTGCGGTCACGTAACGCTATACTGCTTCTCTTTCTCACTGGTCAAACTGTCGACATCACTATGCCCGTTTTTGCTTTACTTGCCCTTGTCGCCTACTCCTTCAGCCTCGCGCTGATCGTTCCCGGACTGTTGCAAAAAAACAGCGGCTGGCGGCGTATGGCTATTCTTTCTGCGGTCATCGCGCTGGTGTGCCATGCTGTCGCGCTGGAATCGCGTATTCTGCCCGGCGGCGACAGTGGAC1
5087 CHIP2205 STM/STY STM3271 STY3454 ATGTCCATCTTTATTCTCGCTTATACTGTTAATCGTTTTTAAGCACCGGTGTCCATCTTTATTCTCGCTTATACTGGGAACCTGAAAATTATCATGCTGATGGCGACAATGACCCCCTGGTATCTGTATCTGATTCGTACTGCAGACAATGCGCTTTACACCGGAATAACCACCGATGTGGCGCGTCGTTACAGGCAGCATCAAACGGGAAAAGGCGCAAAAGCATTACGGGGAAAAGGCGAGTTAACGCTGGCGTTTGCGGCGCAGGTCGGCGATCGCTCGCTGGCCCTGCGCATAGAGTATC0
5088 CHIP2221 STM/STY STM3227 STY3407 ATGCTTAAACCACGCATAACTGCTTAGCCAAAGCGGTGTGAGCATGCTTAAACCACGCATAACTGCCCGACAACTCATTTGGATCAGCGCTTTTCTACTGATGCTGACCATACTCATGATGACGTGGTCAACGCTGCGTCAGCAAGAGTCGACGCTGGCCATTCGCGCGGTTAACCAGGGCGCCAGTATGCCAGACGGCTTCTCAGTTCTGCATCATCTGGATGCGAACGGCATTCATTTTAAAAGCATTACGCCTAAAAATGACATGTTGCTCATTACCTTCGATTCCCCTGCGCAAA1
5089 CHIP3411 STM/STY STM0851 STY0890 ATGCGATTATTTAACTGGCGCTTACCCCTTAATCTTCGGGTCCATGCGATTATTTAACTGGCGCCGTCAGGCGATTTTACATGCTATGCCGGTGGTAAAACCCGACCAGATACGCACGCCGTGGCGGGAGTTCTGGCGTCGTTTTCGCCGCCAGCATGTCGCGTTGGTCGCCGGGGGATTCGTACTGGCGTTAATTCTGGTGGCGATTTTTGCCCGTTGGCTGACGCCCTACGATGCGGAAAACTATTTTGACTACGATAGCCTGAACAATGGCCCCTCTTTGCAGCACTGGTTTGGCG1
5090 CHIP0309 STM/STY STM1385 STY1736 ATGTGGACGGGAGTCAATATGGTTAGACCTCCTGCCAAAGCGATGTGGACGGGAGTCAATATGGACAGCAGTAAACGGCAATTTCTCCAGCAGCTTGGCGTCCTGACCGCTGGCGCCTCGCTGGTTCCGCTGGCTGAAGCGAAATTTCCTTTTTCGCCGGAGCGGCATGAAGGCTCTCCCCGACACCGTTACGCCATGCTTATCGATCTGCGGCGTTGTATCGGCTGTCAGTCCTGTACCGTAAGTTGCACTATTGAAAACCAAACGCCGCAAGGCGCGTTTCGTACGACGGTGAACC1
5091 CHIP2216 STM/STY STM3233 STY3413 ATGGGACAACTGATCGATGGTTAGCCAAAGCGCACGTCATGGGACAACTGATCGATGGCGTCTGGCACGATACCTGGTATGACACCAAATCTTCCGGGGGGAAATTTCAGCGTTCAGCGTCGGCTTTCCGCAACTGGCTTACCGCTGACGGCGCGCCCGGACCTTCCGGCGAAGGCGGATTCGCCGCAGAAAAAGATCGTTACCATCTGTACGTTTCCCTTGCCTGCCCCTGGGCGCATCGCACGCTCATTTTCCGTAAACTGAAAGGTCTGGAGCCGTTTATTCCGGTTTCCG1
5092 CHIP2240 STM/STY STM3155 STY3328 ATGCTTCCTGAGCATCTGGTTTTAACTTCTTTCATCTTTATCTTCCAGTATGCTTCCTGAGCATCTGGTTTCCTCTCATTTTCGCCTGTCATCGCCGCCCCCTGAAGCCACAGAAAACAGTAAAAATTTGCCTAAGGGAAAGACAAAACTCAGCGATTACGAGCCCGATATTTTAATTAGCGCTAACGCTGCCGGGCAACACAGAAACGTATTATTTGAAGAACGCGACCGTCATATTAAAGAACGTCTGTATTGTGTGGCTAAAATTGAAACGTTTGCCCGCCTGATAAACGCACTACAGGCAG1
5093 CHIP2264 STM/STY STM3045 STY3201 ATGCAGCGATTCTGTTACACTACCTTAGGCGTAGTGTTCGGCATGCAGCGATTCTGTTACACTACCCGCAACGCTATAGCAGAATCGAGATGTAACGTAATGAACATGGGTCTTTTTTACGGTTCCAGCACGTGCTACACCGAGATGGCCGCAGAGAAAATTCGCGATATCCTCGGCCCGGAGCTGGTGACATTACATAACCTCAAGGATGACGCCCCCGCCTTAATGGAGCAGTACGACGTGCTCATTTTAGGCATCCCCACCTGGGATTTTGGTGAAATTCAGGAGGACTGGGAAG1
5094 CHIP3348 STM/STY STM0760 STY0801 ATGAATTATCAGAACGACGATTTACGTTAGCCGCGACGGGCTTTTACATGAATTATCAGAACGACGATTTACGCATTAAAGAAATCAACGAGTTATTACCTCCGGTCGCGCTGCTGGAAAAGTTTCCCGCCACGGAAAATGCAGCAAATACCGTTGCTCACGCGCGCAAAGCCATCCATAAAATTCTCAAAGGCAATGACGATCGTCTGCTGGTGGTGATCGGTCCTTGTTCAATTCATGATCCGGCAGCGGCGAAAGAGTATGCCGCCCGTTTGCTGGCGCTACGCGATGAGCTTCAAGGCG1
5095 CHIP0320 STM/STY STM1183 STY1222 ATGTCCAGCTTGATTAATCACGCTTAGCGAATATTCAATAACGCATCAATGTCCAGCTTGATTAATCACGCCATGAGCGGACTTAACGCCGCGCAGGCCGCGTTAAATACGGTCAGTAATAACATCAACAATTATAACGTTGCGGGTTATACCCGGCAGACAACTATTCTGGCGCAGGCAAACAGTACGTTAGGGGCTGGCGGCTGGATAGGTAATGGCGTTTACGTTTCAGGCGTACAGCGCGAATATGATGCGTTTATCACTAATCAGCTACGCGGCGCGCAAAACCAGAGCAGCGGCTTAA1
5096 CHIP0336 STM/STY STM1915 STY2124 ATGATGCAACCATCTATCAAGCCTTAAAAGCCAAGACTGTCCAGCATGATGCAACCATCTATCAAGCCTGCTGATGAAGGCTCAGCAGGAGACATCATTGCGCGCATCGGTAGTCTGACCCGAATGCTGCGCGACAGCCTGCGTGAACTGGGGCTGGACCAGGCGATTGCCGAAGCGGCGGAGGCGATCCCTGATGCGCGCGACCGTCTGGATTATGTCGTCCAGATGACGGCGCAGGCGGCGGAACGCGCGCTAAACAGTGTCGAAGCCTCGCAGCCGCATCAGGATGCGATGGAAAAAG1
5097 CHIP2243 STM/STY STM3129 STY3298 ATGAGCGACGTGACATTACTTGCTTAATAACGGACCATGACAGATTTAAGTATGAGCGACGTGACATTACTTGCCGAAGTAACGACTTTTTTACGCCAACGACACGGACAATTTATTGCAGGTGAACGTCAGGCCGGAAACGGCACGAACTTCTCGGTCACTAACCCAGCCACCGGCAAAATCATCGCCGACGTTGTGTCGGCAACCCCTGCGCAGGCAGAAGAGGCCATGCAGAGCGCCAGACGGGCGTTTGATGTCTGGCGTAAAATGCCAACGTTACAACGCGGCGCATTACTGCTGAAACTGG1
5098 CHIP0376 STM/STY STM1113 STY1149 ATGGCGAAACAACAACGGTTATTCACGGAAGACACAAAATCGATGGCGAAACAACAACGGATGGGCTGGTGGTTTCTTTGCCTTGCATGTGTCGTGGTAATGGTTTGTACCGCGCAACGCATGGCGGGCCTGCACGCCTTGCAGATGCAGGCGACGGCCTCTGCTGCGGTGGTCAGCGCTCCCTCCTCGACAGATGACGGCTCGCCGGTCACCCCCTGCGAATTAAGCGCCAAGTCGCTGCTGGCGGCGCCTCCGGTACTCTTTGAAGGCGCTATCCTTGCGCTTTGTCTACTGCTTT1
5099 CHIP3343 STM/STY STM0749 STY0795 ATGCAACTGAACAAAGTGCTGATTAGTAAACCAGTACAGCGCGACATGCAACTGAACAAAGTGCTGAAGGGCCTGATGATTGCCCTGCCTGTTATGGCAATCGCGGCATGTTCTTCCAACAAGAACGCCAGCAATGACGGTAGCGAAGGCGGTATGCTGAACGGCGCCGGCACTGGTATGGACGCTAACGGCAACGGCAACATGTCATCTGAAGAGCAAGCGCGTCTGCAGATGCAGCAGCTGCAGCAGAACAACATCGTTTACTTCGATCTCGACAAGTACGATATCCGTTCTGACTTCG1
5100 CHIP3375 STM/STY STM0796 STY0829 ATGGCGCAGGTGAATAAGCTTAGTCACGTTCAATCACTCCCAATGGCGCAGGTGAATAAGCAGGCTATTGCGGCGGCGTTTGGCCGGGCCGCATCGCAATATGAACAGCACGCCTCTTTGCAGCAACACAGCGCGGATGCGCTGCTGACGCTGTTGACAGGCCGCCAGTTTGCCAGTGTGTTGGACGCAGGCTGCGGCCCCGGACGTATGAGTCGTTACTGGCGAGAGCGGGGGAGCGAAGTGACCGCCCTGGATCTTTCTCTGCCGATGCTGCAACAGGCTCGCGATCGTCAGGCGG1
5101 CHIP1576 STM/STY STM0599 STY0643 ATGATCTGGAAACGGCATTTAACTTATCCCATTACCGCCGTTCATGATCTGGAAACGGCATTTAACGCTGGATGAATTGAACGCTACCAGTCAGAACACTCTGGTGGCGCATCTGGGCATTGTTTACACCCGTCTGGGCGATGACGTGCTGGAGGCGGAAATGCCCGTCGATGCCCGCACTCATCAACCGTTTGGTCTGCTACACGGCGGCGCATCGGCAGCGCTGGCGGAGACGTTGGGATCAATGGCGGGTTATCTGATGACCCGCGACGGGCAGTGCGTGGTCGGGACCGAGTTAA1
5102 CHIP1530 STM/STY STM2537 STY2783 ATGGGACTCAAGTGGACCGTTACTCTGCTTCATCCAACCAGAATGGGACTCAAGTGGACCGATAGCCGCGAGATCGGCGAAGCGTTATACGACGCATATCCTGATGTCGATCCTAAAACCGTTCGTTTCACCGATCTGCATCAGTGGATCTGCGAACTGGACGATTTTGACGACGACCCTAACGCATCCAATGAAAAAATTCTGGAGGCGATTCTGCTAGTCTGGTTGGATGAAGCAGAGTAA1
5103 CHIP1555 STM/STY STM2481 STY2719 ATGGCGAATTTTTTTATCGATCGTTATTTCGGGCGCGGCTTATGGCGAATTTTTTTATCGATCGCCCCATTTTTGCCTGGGTGCTGGCTATCCTGTTGTGTCTGACAGGGGCGTTAGCCATTTTCTCTTTACCTGTTGAACAATATCCCGATCTGGCGCCGCCCAACGTACGTATTACCGCGAATTATCCGGGAGCGTCGGCGCAAACGCTGGAAAATACCGTAACCCAGGTTATTGAGCAGAATATGACGGGCCTCGATAATCTGATGTACATGTCATCACAAAGCAGCGGAACCG1
5104 CHIP1620 STM/STY STM2826 STY2947 ATGCTGATTCTGACTCGTCGATTAGTAACTGGACTGCTGGGATTTTTCATGCTGATTCTGACTCGTCGAGTTGGTGAGACCCTCATGATTGGCGATGAGGTCACCGTGACAGTTTTAGGGGTGAAGGGCAACCAGGTGCGTATTGGCGTGAACGCCCCGAAAGAAGTTTCTGTCCATCGTGAAGAGATCTACCAGCGTATCCAGGCTGAAAAATCCCAGCAGTCCAGTTACTAA1
5105 CHIP3528 STM specificSTM1037 ATGACCCGACACAGTGCATTACATGGAATAGGTGATGTCGTAACTATGACCCGACACAGTGCAGTACGGCAGGCCATTATTGCCGCATTAAAAAAGACCGATGATGGCTCCACCACGTTTTTTGACGGTCGTCCGGTCGTGGTGGAGGAGGATGAGTTACCTGCGGTGGCGGTGTACCTGAGTGATGCTCAGTATACCGGTCCTGAGGTGGACGGTGATATCTGGAGCGCGGTGCTACATGTGGAAGTATTTCTGAAAGCCACTGCACCGGACAGCGCCCTGGATGAACAGATGGAGAACA1
5106 CHIP3560 STM specificSTM4219 ATGCGCAACTGGGGCGGGTTACAGCATACGCCGCTGGATGCGCAACTGGGGCGGGCAAAGCATTTATTTTCCCAAAGGTATCTCTGGTCGGGCTTCGGAACGGGATTATCAGATTTACAGCGAGTGCGATGGGCGTAATTATGCGGAGCTGGCCAAAAAGTACAATTTGACACTGCAGTGGATCTATAAAATCGTTAAGCGGGTCCACACGGAAAAACAGCACCAGCGGCGTATGCTGTAA1
5107 CHIP2081 STM/STY STM3741 STY4051 ATGGCACGCGTAACTGTTCATTAACGACGACCTTCAGCAATAGCATGGCACGCGTAACTGTTCAGGACGCTGTAGAGAAAATTGGTAACCGTTTTGACCTGGTACTGGTCGCCGCGCGTCGCGCTCGTCAGATGCAGGTAGGCGGAAAGGATCCGCTGGTACCGGAAGAAAACGATAAAACTACCGTTATCGCGCTGCGCGAAATCGAAGAAGGTCTGATTAACAACCAGATCCTCGACGTCCGCGAGCGCCAGGAACAGCAAGAGCAGGAAGCCGCTGAATTACAAGCCGTTACCGCTA1
5108 CHIP2092 STM/STY STM3686 STY4110 ATGAAGGTTAATACTATGAAAGCATTACATTTTGTTATTTGGTCGCGTTATATGCATGAAGGTTAATACTATGAAAGCATTACATTTTGGCGCAGGTAATATCGGTCGTGGCTTTATCGGCAAATTGCTGGCTGACGCGGGGATACAACTGACGTTTGCGGATGTAAACCAGGTCGTACTCGATGCCCTGAATGCCCGTCATAGCTATCAGGTTCATGTTGTGGGTGAAAATGAGCAGGTGGATACCGTTTCCGGCGTCAACGCTGTCAGCAGCATCGGCGATGATGTTGTCGACCTGATTGCCCACGTTG1
5109 CHIP3574 STM/STY STM4252 STY4448 ATGGCGTCTATTAACGAAATACATTACCTTATAGCGCGCCGACCAAATGGCGTCTATTAACGAAATACATTACCTGATAACCACCGCCCAGGCCGAACACCCTGTAGCGTCCTCGGCGATTGCCGAGTTTATCCAGACGTATAAGCAGGCAAGAGAAGACAGCGACGACGCTATCCGCGAGTCCGCCGCGTTTATCGCCCGCGCGCTTCAGGAACATGCTCGCGGCTGGCTGGACGACGACGATATGATTATTCTGCTGGAAGGACAGCGGGACCTCGCCAGGCTACGCGCCAATAATGCGC1
5110 CHIP3551 STM specificSTM4209 ATGCGCTACCTTGAACATGTCATTATCTCAGCCATGGCGGATGCGCTACCTTGAACATGTCACCACCGACGGCGAACGCTGGGATAATCTCGCCTGGCGCTATTACGGCGATGCGCTGGCCTACGAACGCATCATCGCGGCCAATCCGCACGTCGCTATTATGCCGGTTTTACCGTCAGGCGTGCGGCTGATCATCCCGGTTATCAGCGTCACGCAAACGACCCCGGAGCTACCGCCATGGCTGAGATAA1
5111 CHIP4025 STM/STY STM2139 STY2367 ATGCATGAAGAGGTTTATATGAATGTCTTATGGCCAGGCTGGCCGGTGCATGAAGAGGTTTATATGAATGTCACTTCAGGCGTGAATGCGCAAACGCCATTGCTCCCTCCTTCTGAACGGGGTAATGACGAAAAACCGGTAGCTGAAATCGTTGATTTTAACGCTTACGGCAATAAACCCAGATGTTTAATGTGCCTGGGAACCACGGCATTGTTTACAAGTGTTTTCAGTGGGGTATGCTCAGGGGCTGTCGCCAGTGTCAGTAGTGGTGCGGCATATACTACCGCTCTGACGGTTTTAG1
5112 CHIP4042 STM specificSTM2733 ATGGCTATTGATGGCCCGTTAATTCGGCATAGTTAGCCGTTATGGCTATTGATGGCCCGGTGGCGACAGTTCCACTAAGCCCCGGCAAACGCCTGGATGGGTTGAATCATATTGCTGAATTACGCGCAAAAGTGTTCGGCCTGAATATTGAGTCGGAGCTTGAAAGGTTCATTGAAGATATGCGCGACCAAAGGGATGTTAACAATAAACAAAATGAGAGGGCACTGGCAGCCATATTCTATATGGCAAAGATTCCAGCAGAACGTCATAGCGTCAATATTAGTGATCTGACTACTG1
5113 CHIP2483 STM/STY STM3621 STY4179 ATGTATAACAATGAACCTGGCGTTATGGCTTCCTTAATGAATGTGGATGTATAACAATGAACCTGGCGCTCAGTCCGATCCAACGTTGGGCTACACTTTTCAAAATGATTTTCTGGCATTAAGCCAGGCGTTTTCACTACCCGAAATAGATTATACCGATATTTCCCAACGCGAACAGTTGGCGGCGGCGATTAAAAGATGGCCGCTCCTGGCTGAATTTGCGCAACCACATTCATTAAGGAAGCCATGA1
5114 CHIP3748 STM/STY STM0273 STY0297 ATGGCTATCAACAATAGCGCGTTATTCCGCTGATTCATTATCCGATGGCTATCAACAATAGCGCGCAGAAATTCATCGCGCGCAACCGCGCGCCGCGCGTGCAGATTGAATATGACGTAGAGATTTACGGTTCCGAGAAAAAAATCGAGCTGCCGTTCGTGATGGCGGTGCTGGCCGATCTGGCCGGGAAACCGCGTGAAGAACTGCCGCCGGTGACGGATCGCAAATTCCTCGATATTGATATTGATAACTTCAATGAGCGCATGAAAGCCATTGCGCCGCGCGTGGCGTTCGCTGTGC1
5115 CHIP3928 STM specificSTM1350 ATGAGTGTTACATTAACGTTTGACGCTTATACCGCAGTGTGCTCCTGATGAGTGTTACATTAACGTTTGACGCCGCAAGGCGGAAAACCTATCGCGAGTCCGGCTACTGGGGCGATGCTTCACTGGGCGACTACTGGCGGCAAACCGCACGCGCCGTACCCGATAAAATCGCCGTGGTCGATAATCATGGCGCGTCCTGGACCTACGCCGCGCTCGACTACGCGGCAAGCCGCCTGGCAAACTGGTTACTGTCTCAGGGGATTCAACCGGGCGATCGCGTGGCCTTTCAGCTTCCGGGCTGGT1
5116 CHIP1592 STM/STY STM0563 STY0611 ATGATGGATGCGCTTAGTCGGCTTACTGACCCGTTTGCGGTACTATGGATGCGCTTAGTCGGCTATTGACGCTTAACGCCCCTCAGGGCTCAATCGACAAGAATTGCCCGTTAGGCGGCGACTGGCAGTTGCCGCACGCCGCTGGCGAACTATCGGTGATTCGCTGGCATACCGTTACGCAGGGCGAAGCGCAACTGGAAATGCCTACCGGCGACGCCATGACGCTTACGCCGGGAAAGGTGGTGATTCTGCCGCAAAACTCCGCCCACCGTTTGCGCCAGTCTGGCGAATCACCGACAC1
5117 CHIP3940 STM specificSTM1362 ATGATGAACGCGTTAGAACTACAAGTTAACACAGCCGCTCCAGAATGATGAACGCGTTAGAACTACAAGCACTACGGCGTATTTTTGATATGACGATTGAAGAATGCACAATCTATATCACCCAGGATAATAATTCGGCAACCTGGCAACGATGGGAAGCTGGCGACATACCCATCTCTCCAGAAATCATTGCCAGGCTAAAGGAAATGAAAGCCAGGAGACAGCGACGAATTAACGCCATTGTTGACAAAATAAATAACCGCATCGGCAATAATACAATGCGTTACTTCCCTGATTTAT1
5118 CHIP1170 STM/STY STM1563 STY1497 ATGACAATCCATAAGAAAGGTCAGGTTAGGCGTTAAGCTGGTAGTCGATGACAATCCATAAGAAAGGTCAGGCACACTGGGAAGGCGACATCAAACGGGGTAAAGGTACTGTATCAACAGAAAGCGGCGTGCTTAATCAACAACCGTATGGATTCAATACCCGGTTCGAAGGCGCGCAGGGAACCAACCCGGAAGAGTTAATTGGCGCCGCACATGCGGCCTGTTTCTCCATGGCGCTATCACTCATGCTGGGAGAGGCTGGATTTACGCCGACATCCATTGACACCACCGCTGACGTATCGC1
5119 CHIP2629 STM/STY STM0044 STY0053 ATGCAGCACTCGTTGCGTTTAAAACAGTGAAAATCGCAAGAGTATACTTGCAGCACTCGTTGCGTAGTGATGGCGCAGGATTCTACCAGCTTGCGTGCTGTGAATACAGCCTTTCCATGAGAAAAATTGCATTAAGCGGCGGGTTTTGGGGCGGAGTTTGCCGCATGGCGATGAAAAGCATCTTCTTTATGTTTCATCAGGGCAATCGCCGGTTAACCTTAACCGCTGTACAAGGTATACTCTTGCGATTTTCACTGTTTTGA1
5120 CHIP2574 STM specificSTM3829 ATGACAGCTCGCTACATCGCTTAGTTTGCCACTGCATGAGCATGACAGCTCGCTACATCGCAATTGACTGGGGATCGACCAATCTGCGCGCCTGGCTTTACCAGGGCGACAAATGCCTGGAGAGCAGGCAATCAGAAGCAGGCGTTACACGCCTGAACGGTAAATCTCCTGACGCGGTGTTAGCAGAAGTCACAACACACTGGCGCGACAGCGCCACCCCCGTGGTAATGGCGGGCATGATCGGCAGTAACGTAGGCTGGCAAAATGCGCCTTATCTGCCGGTTCCCGCCCTGTTCT1
5121 CHIP2567 STM/STY STM3820 STY3958 ATGAAAAAAATTACCCTCTATGCGATTATTGCGCATATTCAGGTTGATATGATGAAAAAAATTACCCTCTATGCGACAACAGTTATCACCGTTGGGCTGTTATGTTATTTAGGTTTGTCCGGGTATGTATGGTATTACGACAAACAGCGCAGTAAAAAAAGCGATGTGCAGGCCTCGGTTGTGGGTGAAAATAATAAAATACTGGGTTATTTCAGGGAGAAAGGATGTGATTATTGTCATACGCCTTCCGCTGAATTGCCTTTTTATTCCTCTTTTCCGGTGGCAAAGCAGCTAATGGATTACGATA1
5122 CHIP2656 STM/STY STM0099 ATGAACGTCGCGTGCGACTTAATTAAAACAAACAAAAAATATCGCTTTTTTGTTGAACGTCGCGTGCGACGGCCCGTCAGGGCAAGGCCCATGGATGGGCCGAGTAATCCGTAGCCAACACATAAGCAACTCGAAGTATGAAGGGTATAATGATGCTGGTGTAGACAGCAGATATAATTATCCTATAACTGCTAATTTTGAATCATTTTTATTTACAGTTTTTACCCATGTATTAGCCGTTTTGTGTCAAGTCTGTTTTCATACATTAAGTATTTTTCAGAAAGGCGCTTGTTCGAATCTGTTACTTA1
5123 CHIP4506 STM specificSTM1794 ATGTGGTATTTACTGTGGTTTGTCGTTATTGTTGACGCGACTCAAGCATGTGGTATTTACTGTGGTTTGTCGGCATTCTGCTGATGTGCTCACTGTCGACACTGGCGCTGGTATGGCTTGAGTCGCGTCAACAATAA1
5124 CHIP3112 STM/STY STM2542 STY2788 ATGGCTTACAGCGAAAAAGTAATCGTTATTTCGCTTCGCGTTTGCATGGCTTACAGCGAAAAAGTAATCGATCACTATGAGAACCCGCGTAACGTAGGGTCGTTTGACAACAACGACGATAACGTGGGAAGCGGCATGGTTGGCGCGCCGGCCTGCGGCGACGTCATGAAGTTGCAGATTAAAGTTAACGATGAAGGTATCATTGAAGACGCGCGCTTCAAGACTTACGGCTGCGGTTCCGCTATCGCCTCCAGTTCTCTGGTAACGGAGTGGGTGAAAGGGAAATCCCTGGACGAAGCGC1
5125 CHIP3213 STM/STY STM3266 STY3449 ATGCTCGAAAGAATCAAAGTTTGCTTAATCATCCTGGTGAGGAAAAAGCGTGCTCGAAAGAATCAAAGTTTGCTTTACAGAAAGCATTCAAACTCAAATTGCTGCGGCGGAAGCGCTTCCGGATGCCATTTCCCGCGCCGCCATGACGCTGGTTCATTCCCTGCTTAACGGCAACAAAATCCTCTGTTGTGGAAACGGGACGTCCGCGGCCAACGCACAGCATTTTGCTGCCAGCATGATTAACCGCTTTGAAACGGAGCGACCCAGTTTACCCGCCATTGCACTAAATACCGATAATGTGGTCT1
5126 CHIP3151 STM specificSTM2607 ATGGCAACAATCACTGAGCTACATTACAGTCTCACCCCCACAGGATGGCAACAATCACTGAGCTACAGGAAGCCCGCGTCGCGCTGCATGACCTGATGACGGGAAAACGGGTGGCGACGGTTCAGAAAGACGGGCGACGGGTTGAATTTACCGCGACATCGGTAGGGGATCTGAAAAAATATGTCGCGGAACTTGAGGCGTCACTGTGCAATGGTCGCCGCCGGGCACCTGTGGGGGTGAGACTGTGA1
5127 CHIP3428 STM/STY STM0875 STY0908 ATGAAAATTGCCATATTGTCCAGGTTAGCCGCCGATTTTAAGGCGTGAAAATTGCCATATTGTCCAGGGATGGAACGCTCTATTCTTGCAAACGTCTGCGCGAAGCGGCGATGCGGCGCGGCCATCTGGTCGAGATACTCGATCCTCTTTCCTGCTATATGAATATTAATCCGGCAGCGTCGTCGATCCATTACAAGGGGCGTCGTCTGCCCCATTTTGACGCCGTTATTCCCCGTATTGGTTCGGCCATTACCTTTTATGGTACCGCTGCGCTACGTCAGTTTGAGCTATTGGGTAGCT1
5128 CHIP3477 STM/STY STM0943 STY0940 ATGGAAACGGGTACTGTAAAGTGGTTATGCAACGGCCTCTGCATGGAAACGGGTACTGTAAAGTGGTTCAACAATGCCAAAGGGTTTGGTTTCATCTGCCCTGAAGGCGGCGGCGAGGATATTTTCGCCCATTATTCCACCATTCAAATGGATGGTTACAGAACGCTTAAAGCCGGACAGTCTGTCCGGTTTGATGTCCACCAGGGGCCAAAAGGCAATCACGCCAGCGTCATCGTGCCCATCGAAGCAGAGGCCGTTGCATAG1
5129 CHIP3511 STM/STY STM1006 STY1012 ATGAGCAACATTATCCAACTGACGTTATGTTGTCTTCGCACCTGGATGAGCAACATTATCCAACTGACGCCAAACAAGTGGGTTAGCGAAAAAGTTCTGATTGCGGTTACCGGGCTTAAGCCCGGAACCATTACCCGCGCCAGAAAAGAATCCTGGATGCTGGGCCGCGAGTACCTGCACATTTCACCAGACGGAAATCCGAAGCCTTCGAGCGAATGCATATACAACAGAGAAGCCGTTGATCAGTGGATCGAGGCGCAGAAAAAAAATCAACCAGGTGCGAAGACAACATGA1
5130 CHIP3379 STM/STY STM0805 STY0839 ATGCGCATGATTAAAGTGCTTTTCTTAGCCCCCCGTGACTGGATGCGCATGATTAAAGTGCTTTTCTTCGCCCAGGTTCGCGAGCTTACAGGAACTGACGCGCTGGATCTTCCAGCAGATTTTTCCACCGTTGAGTCGCTGCGACAGCATCTGGCGACAAAGAGCGATCGTTGGGCGCTGGCGCTGGAAGATGGCAAGCTGTTGGCGGCGGTCAACCAGACGCTGGTAAGTTTTGACCATCCGCTGACGGCGGGCGATGAAGTGGCGTTTTTCCCGCCAGTCACGGGGGGCTAA1
5131 CHIP1094 STM specificPSLT085 ATGAGCGATGAAGCCGATGTTATGCATAATGCCTGCCCTATGAGCGATGAAGCCGATGAGGCATATTCAGTGACAGAACAACTGACCGTGACGGGAATAAACCGGATACGGCAGAAAGTAAACCGTAAAGGTATTCCGGTTTACCGGTGTGAAGCATGCGGTAATCCCATTCCGGAGGCGCGGCGAAAAATATTTCCTGGCGTGACGTTGTGTGTCGAATGCCAGTCTTTTCTGGAAAAACAGGGCAGGCATTATGCATAA1
5132 CHIP1055 STM specificPSLT021 ATGCCGATCACCCGGGCGTTAGGGCGGGAGTGTTCGTTGCCGATCACCCGGGCGCTGTCTGAAAAAATACAGGCACGACGCGGGCACCTGCCAAAAGATGAGGTCCGTCTGGTCCCGCTAACAGATATAAGCTATGTCAGGCAGATGGAAGGCTGGATGATCACCACCCGTTCCACTGGCGCGAACCCTTGTGGACCGCCACCGATGAAACCATGCATAACTGACTAAAGCAGGCAGTCAGGCGGGCCGAAGCTGATGGGGACATTTCTCAATTCCGGAGACGCTGTATACC0
5133 CHIP1103 STM specificPSLT094 ATGCACAGGAAAATAAAATACCTGGTTATTGCGGTTTATCTCCGGCATGCACAGGAAAATAAAATACCTGGCCGGACTGATTATGGTCATAAGCGGGACGGTATCAGCCGGCGGAGTCGCTAATACCCCTGAAAACCGCCAGTTCCTGAAGCAGCAGGAGGAACTGAGCCGGCAGTTGCGCGACCGGCCTGATGCTGAACTGAAAGCGTGGGCAGACCGGCAGATTCAAGCGAATCCCCTGGTGCAGTCAGACCGGCATTTCCTGGATGACCTTGCCCGAAAGCAGCAGACTTCTCAGGCGG1
5134 CHIP0170 STM specificPSLT078 ATGTCGGGAGACGAGAATAAACTCTTACTTAATCCACTGCCGGAAACATGTCGGGAGACGAGAATAAACTCAGGAAATATCGTTTCCCGGAAACACTGACCAACCAGAGCCGCTGGTTTGGCCTGCCGGTGGATGAATTAATTCCTGCTGCTGTCTGTATTGGCTGGGGATTAATGACATCAAAACAACTTTTCGGCATCAGCGCTGCGGTTCTGGTTTATTTCGGGATAAGAAAACTGAAAAAAGGGCGGGGAAGCTCCTGGCTGCGTGACCTGATTTACTGGTATATGCCGACAGCCCTGC1
5135 CHIP0420 STM specificPSLT016 ATGATGAAGTGGGGACTGGTGTTACTTCAGCGTGTAGTCCTGGGATGATGAAGTGGGGACTGGTGTCCCTGCTGTCCCTGGCCGTCAGCGGGCAGGCCATGGCAGCCTTTGTGCTGAACGGCACGCGTTTTATCTATGAGGAAGGGAGAAAGAACACCTCATTTGAGGTGACCAACCAGGCGGATGAGACCTTTGGCGGCCAGGTGTGGATAGACAACACCACCCAGGGCAGCAGTACGGTGTATATGGTACCGGCGCCGCCGTTCTTTAAGGTCAGGCCCAAGGAAAAGCAGATTATCC1
5136 CHIP0423 STM specificPSLT015 ATGATGAGACGAAGTGAAATCAGGTTACTGTGGGTAAACCACATCAAAAACATGATGAGACGAAGTGAAATCAGGTGGATGAAACGTCATGTGTGTGCAGGAGCGCTGGTTACTGGGCTGCTGTTCCCTTTGGCGACAGAAGCGGCTTCGAAGGAAAATATAACCATTCCATTCACGTTAACCAACCCGCAACAGACCTGCAAACTGACCTTTGATAACGGCGGTAATACGATGAACTATCAACTGGGAGTAATGAATAAAGGAGTCCGGATGCAACACAGACCGTTTACCGTGAAAGTGGATTGTG1
5137 CHIP4756 STM specificPSLT066 ACACCACCGAAGTGATCGTTTCATCGTCGAAGTCATACGCACACCACCGAAGTGATCGTTAACGTGGGCGGCACCATGCAGATGCTCGGTCGCCACAACAGCCAGCCACAGCAGGAGCCTCAGACCCCACCTACGGCGGCAAAGGGAGAAGGCAAAGCGGTAAAAGGGGCGGGAAATGCAGCAAAAGGGAAAAACGCAGCAGCACCGCAGCAGCCGCCAGCGCAACCCGATCCGGCGTATGACTTCGACGATGA1



5138 CHIP4760 STM/STY GCGATCGAAGTTACCAACCTGCGGATAACGGGACTCTTTACGCGATCGAAGTTACCAACCTGGTCAAAAAATTTCATGGTCAAACGGTGCTGCACGGTATTGACCTTGAGGTGAAGCCCGGAGAAGTCGTCGCCATTATCGGCCCGAGCGGCTCAGGGAAGACAACGTTATTACGCTGTATTAACCTGCTGGAACAACCGGAAGCGGGCACCATTAAAGTGGGCGATATTATCATCGATACCGCCCGCCCATTCAGCCAGCAAAAAGGGTTGATTCGCCAGCTACGCCAGCATGTCG0
5139 CHIP4764 STM/STY TGCTGGATACGCAATCATTCCCTTTAACCTGGCGAATCACTGCTGGATACGCAATCATTCGATGGCGATGCAGCCCGTTCGCTGGCGCAGAACCCGCATCATATTGAAATTTCGACCAATCAATACGCTAACCCCGCCTCTAAAGGCGCGGCATGCGAACGCCTGAACGTGGTGATGCTGAGCGCGCTGGAAATTGACGTGAATTTTAACGTTAACGTGATGACCGGTTCAAACGGCGTACTGCGTGGCGCATCGGGCGGCCATAGCGATACGGCAGCAGGGGCCGATCTCACCAT0
5140 CHIP4768 STM/STY TGAGTGCACTGGCTCTGAGTCAGACCAAACGGGTTACCAATGAGTGCACTGGCTCTGAGTTTAGGTTTGGCATTGTCGCCTCTGTCTGCCACGGCGGCTGAAACGTCCTCTTCAGCAATGACTGCCCAGCAGATGCCAAGCCTGGCACCGATGCTCGAAAAAGTGATGCCATCGGTGGTCAGTATTAATGTTGAAGGTAGCACCACGGTGAATACGCCGCGTATGCCGCGTAATTTCCAGCAGTTCTTTGGCGATGACTCCCCGTTCTGCCAGGACGGTTCTCCGTTCCAGAATTC0
5141 CHIP4772 STM/STY STM0252 ATGAAGGGCGTGCTAATCTGTTTCGCTCCGTTAACCGTATATGAAGGGCGTGCTAATCTGCGATAAGCGCCGGTAAGGTGATATGAACCGTTATAACCGGCGATACCCGAATGGGGAAACCCAGTGTGATTCGTCACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAGAAATCAACCGAGATTCCCCCAGTAGCGGCGAGCGAACGGGGAGGAGCCCAGAGCCTGAATCAGCATGTGTGTTAGTGGAAGCGT0
5142 CHIP4776 STM specificSTM0292 GGACTTGCTATCCTGGAGCATCCCTTAGAGTCAGAGCGATGGGACTTGCTATCCTGGAGCATCAATCTAATTTTGATGCGGCAAGGAGAACCGGATTTGAAAATGCGGGTATGACAAACCCTGAGGATGTCACTTTCTCGAAAGTCGATCCCAAAACTGGTACTGTTGTTGAGTTTAAAGGTCCAAATGGGGCTAAAGTTGCTTATGATGCACCTCATGCAGATATGGATGTGACAGCAGGGCATGATAAACCACATGTTGGTTGGCAATCCGCAGGAAAAAGAGGTTCCGGAGGAG1
5143 CHIP4852 STM/STY GCAATGCAGACCGCTTATGTTATCTTCGGCAATTCTGTCGGCAATGCAGACCGCTTATGCCACGCTGGCGGCTCGCGATGCGATTTCCGCCACCAGCGGCGTCGCAGCGCAGCTTTCCCAGTCTCAATTGGGCGATCTGGCGGAAGGCGTCATCAATTCGGCGTTTTCTCGCAGTCAGGAGTCGGATGCGGATGACTTCTCTTACGATCTGCTGAAAAAACGCGGGATTAACACCCAGGGCTTAGTCACGGCATTCGATAAATTCGCCACAATGGACGCAGGTCATGCAAAATCAT0
5144 CHIP4856 STM specific GCGCTGAGGACGTATCAAATTTTCTTCCTGGCTTTCACGGCGCTGAGGACGTATCAAAACGTACCGTTTCTGACGGGGTGCGTTTTATTGTGGCAACCGTTGACGTACAGGGCGGTAAAAAGCGGCGCTTTGTGGTCCAGGTAGTGGGCTATGGCGCATATGGTGAACGCTGGATCATTGACCGCTACAACATCCGTTATTCCCTGAGAGTGAATGAGGATGGCGAAAGCCAGCCTGTCAATCCGGCTGCAAGACCGGAAGACTGGGATTTGCTGAAAACGGATGTGCTGGAAAA0
5145 CHIP4860 STM specific ATGACGAGATTGGTGGATGGCACGCAGGGTCATACAGTTGATGACGAGATTGGTGGATGGGGAATTTCGGCTCGCTGGTTTGCAGAAGAACTGGCTGCACTGGGACAGATTAACCGGATAAATCTGCATATTCATTCACCTGGCGGAGCAGTACTGGACGGAATAGCCATTTATAACCTCCTGAAAAATCATCCGGCGCAAAAAACGGTGTATATCGATGGAATGGCCTGCTCAATGGCATCCGCTATTGCGATGGTAGGTAATCCCATCATTATGCCGGAAAACGCCATGATGAT0
5146 CHIP4864 STM specific CAGGTGTTCATGCTGGTGACCCGACTTTCTGGCTCAAATCCAGGTGTTCATGCTGGTGACGGGGAAAGAAATCGATGCAGCGGACTTCAGTTTGCTGACATTACCCGGAGCGGTACAGAGCATGACGGAGCAGGATCTGCTTGAAGTGGCAGTCGGTATTCCGGGAGGAGTGAGATTTGAGCCAGAAAGTCGG0
5147 CTRL003 none human placenta gene 10
5148 CTRL002 none LT2 gDNA Cy5 labeled0
5149 CHIP5210 STY specific STY3343 ATGAAAAAATGTTTTTTATTTATATTTATGTGCCTTATGGACGAGCAGGCATATCTATGAAAAAATGTTTTTTATTTATATTTATGTGCCTGTTTATCTTCTCAGCTAATGCGGAACTAAAATTCCGCCCTGAGATCGAAAATAAAAAAATCTATTTTCAGGGCAAGGTCACAGACTACACGCTTAATGACTTTATCTTTTTCGGTGACAGTCGCGAACCCTTTTATGGCAGCGAAAACGATGATTATACCGCCACTGCAGATGAGTGGCTCAGGTTTTACGCTGAGTTGCCCGACGTTCGAAAATGGCAGC0
5150 CHIP5226 STY specific STY3662 ATGTTTGATTACCAAGTTTCCAAACATTACAGCAAACCGAATGAAGCAATGTTTGATTACCAAGTTTCCAAACATCCACATTTTGATGAAGCCTGTCGTGCATTTGCACTGCGCCACAATCTGGTGCAACTGGCAGAACGTGCAGGCATGAATGTGCAGATTCTGCGGAACAAGCTGAACCCAGCTCAGCCTCATCTATTAACCGCACCAGAAATCTGGCTGCTTACCGATCTGACTGAAGATTCAACGCTGGTAGATGGTTTTCTGGCACAGATTCATTGTCTGCCATGTGTACCGATTAATG0
5151 CHIP5160 STY specific STY2629 ATGGAACACTTAAAATACAGACCTGATATAGATTATTTGATTATTTTATTTCCAATTTTATTAAAAAGGTTGGAACACTTAAAATACAGACCTGATATAGATGGATTACGCGCAATAGCGGTTTTATCTGTGGTAATATTCCATTATTTCCCATCATTATTGCCGGGTGGGTTTGTTGGAGTAGATATATTCTTTGTGATATCTGGATACCTTATAACATCAATAATATTAAAATCTGCATCAAACAAATCATTTTCATACCTTGATTTCTATAAAAGGAGAGTGCTTAGAATATTTCCAGCATTATCCATAGTTCTTGTATCAT0
5152 CHIP5263 STY specific STY3844 ATGGTCAAAGGGTCTGCGCTTACAAGTGATACGGCGTGATCAATGGTCAAAGGGTCTGCGCTTTTTGATACCAATATCCTCATCGACCTGTTTAGCGGTCGAATTGAAGCGAAACATGCGCTGGAAGCGTATCCGCCACAAAATGCGATTAGCCTTATCACATGGATGGAAGTGATGGTGGGTGCTAAGAAATATCATCAGGAAAACCGCACGCGCATTGCATTAAGTGCGTTCAATATTATTGGCGTAACACAGGAAATCGCGGAACGAAGCGTCATTGTCAGGCAGGAGTATGGCA0
5153 CHIP5006 STY specific STY1359 ATGCCGCAACTGAACACATTAGCACTGTACGGAATTTGGGATGCCGCAACTGAACACAAACTCCGCCAGATACTTTAAGCCGGACTATTCCCCGGATGCCGCCGCGCGCCGCTTCTACAAATACTGCAACATCCTGATCGCGCCATACTTCAAACTAGTGCCAGACGCCACTGTCGGTCTTAATGACCCTGGCCCAAATTCCGTACAGTGCTAA0
5154 CHIP5022 STY specific STY1597 ATGAACCGCACCGAACAGTTAGTCACTGGTACCTCCTGTGGATGAACCGCACCGAACAGACGCCACAACTGACGCCGGAAGATGCTGCACAGCGTATTCGGGTACTGGAAGACGAAAACGAATACCTGCGCAAGAGATTTGAAGAGGTGGACCTGTACTTCGGGCGCAATCTGGTCGTCATGAAAGCTGCAGTGATTGAGTGGCGGGCCACCGGTGATGCCAGGAACGGCATGGCGTGGATTTACAACACCCTGTGTGGGCCGGGCGAACTGCCGCCGCAAGAGGAGAAAGAGGCAC0
5155 CHIP5138 STM/STY STY2167 ATGGCACAAGTCATTAATACAAACAGCTTAACGCAGTAAAGAGAGGACGTTTTGATGGCACAAGTCATTAATACAAACAGCCTGTCGCTGTTGACCCAGAATAACCTGAACAAATCCCAGTCCGCACTGGGCACTGCTATCGAGCGTTTGTCTTCCGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGACAGGCGATTGCTAACCGTTTTACCGCGAACATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACCACTGAAGGCGCGCTGAACGAAATCA0
5156 CHIP5154 STY specific STY2358 ATGACATTTATATTTGATGTAAATAAAGAGTATCACGTTAATCACAACATTCAAATGCCTGATGACATTTATATTTGATGTAAATAAAGAGTATCACGCGGGTGCTAACCTGACAGATAAGTTTTTATGTTTAGAAACTTATTCGGGATTGGGGCGCTATTCTTCAGATCCTGATTACCCTTGTCAGTTATTATCTATTGATTCGGATGATGTATGTATCGGTCATGAATTATTACAAGCATTAAAAAATAGCAGAACTTACACCCCAGAAGAGAGTGAAGAGTATCTTTCTTTAGAGAAAACACAGGTGGAGTATG0
5157 CHIP5257 STY specific ATGGCTTTACCACGCAAATTAAAACTTAGAGGCCGAGGGCGTTATGGCTTTACCACGCAAATTAAAACACCTGAACCTGTTTAATGACGGGAACAACTGGCAGGGGATCGTTGAGTCGCTGACGCTGCCGAAATTTACCCGCAAATATGAGAAGTATCGCGGCGGCGGAATGCCGGGTGCAGTGGATGTGGATCTGGGGCTGGATGACGGCGCACTGGATACGGAATTTTCCATTGGTGGTACTGAGCTGCTGCTGTTTAAGCAGATGGGCAAAGCCACGGTGGATGGCATCCAGCTGC0
5158 CHIP5273 STY specific STY4039 ATGACGCTTCTGCTCAATGAGTTAAATTAATGCAGGGGCGTGGTGACGCTTCTGCTCAATGAGCAATATCATCTTTGCTGTTACAGCGAAATCCGTGCTGATTTGCGTGGCCTCGGCTATCACATTGAACACGTCGAAAATAAAAGCCAGCAGCCAGGGCGAACCTTCGATTATCAAAATCTCGCAGCCAGCGCGTTAGACTCTGAGAATGGTTTGCCCCAGCTTGGCATCAACACGTTCGGTGGTCATGTACAGGGAAAGAATAAATCTGTGGATATGGCACAGTTTATTCATTGCC0
5159 CHIP5016 STY specific STY1591 ATGAGCGACCTGAATCAGTTTCTTACTCTTTTTTCTCCGTATCTACATCGATGAGCGACCTGAATCAGTTTCGAAGTAAAGGGCCGGAACTCCTGGTGGAACTGGCACAGCATACCTCTGAGACCGTTCGCGAGATTATTGATATTGAGCCCGCAATTGCCGACCAGATTGGTCAGGCCGTCGCGAACCGCATGATGCAGGTCTGGGGCGGGCAAAACGTTTATTTCCCGATGGGCATGGTATGGAAGGTCAGTCAGCGCGACCGGGAAATCTTCAGGGAGTTTAACGGACGTAACCACCATGAAC0
5160 CHIP5032 STY specific STY1608 ATGAAAAACCTGAAAAAATTCATTCCTTACAGTCCTGTTGCCACAGCATGAAAAACCTGAAAAAATTCATTCCCCCTGTTAAAAAACCTCGCCTCAGCGGCTGGCTGCTGACCTCAGTGCTGTTGCTGGGCATCATCGCTCTGGTCTCGCCACAGCAGTTGCCTGTTGTGATCTACAAGCTGGCACTCATCACGCTGGCAGCAGTGCTGGGTTACTGGCTTGACCGTTCGCTCTTCCCCAAAGCCCGTCCCGGTCAGTACCTGAAACATGACGACAGACTGATGGCTGAAGGGCGTTTCCCTG0
5161 CHIP5156 STY specific STY2362 ATGTGCAGGTTTGTAAACCAGGTTAGTACTGAGTATCGTCTGCGATCGGTGTGCAGGTTTGTAAACCAGGGTATGGCGGTAGCGTTATTTTTTAACGAGGTATCATCAGAGGTAGAATTAACGATCGCAGACGATACTCAGTACTAA0
5162 CHIP5170 STY specific STY2880 ATGGAGGAACAAGTTATGGATACAAACTTATCTTCCCACCTTTGAACTTCTATTGATGGAGGAACAAGTTATGGATACAAACGAACTTGGCTTAGTTAAGGCGCGTGTTGAACTGATCACCGCTATGCTCAAATGCGCAACCGCGTTTGTTGGCTTAGTTGGTGCGGTTTACGCCGTTCTTAACATGGCCTTCAACTACAACAATTTAACTCATGACAATAGAAGTTCAAAGGTGGGAAGATAA0
5163 CHIP5186 STY specific STY3068 ATGATAATGACAACTTTTATTCAACTGCATTACTGGCTAACAAAGGCCAGTAATTCTTGATAATGACAACTTTTATTCAACTGCATTTATTGACTGCTTATGCGCCCGCTAACCTGAATCGTGATGAGTCTGGCAGACCGAAGACCGCGTTTATGGGAGGAGTTGAGCGTTTACGCGTATCGTCGCAAAGTCTGAAGCGTGCCTGGCGGGTGTCGGAAACTTTTGAAGCGGCAATGGATGGCTTTATGGGTAAGCGTACTCGTCGAATTGGCGTGGATTATGTTTATCGTCCGATGAAAGATGCCGGAATTG0
5164 CHIP4923 STY specific STY0301 ATGCAGAAGCCTATTTTATCGTTGATTATTTACAAATCAATTTCGCCGGATGCAGAAGCCTATTTTATCGTTGAATAGCACCTGTATTGTCGGGGGCATTCTGTGGTTACTTCCGGTAATAGTTGTTCATGCCGATGAGATTGTCTGCCCTGCGGTTATTCATTTTTCTCAGGCTCCAATAATTTCCTCAGCGGAAGGATGGAATGTCTCATCCCGTGCAGCGCGTATGTTGAATGATGGTGGTTTTCTTTCGTCTGGCGATCCCAAAGAGCAGGCAGATCTGAAAGGTGAAGATGCAGTCGTTG0
5165 CHIP4939 STY specific STY0347 ATGAGTCGTTATTTCTGGATGTATTATTTACTGTTAGGCTTCCTGAACGGAATGGTGAGTCGTTATTTCTGGATGTATTATTTACTGGGATTGTGCAGTTTTACCAGCCAGGCAACTCTTATTCCCCCTCCTGGATTTGAATCTCTGCTGGAAGGACAGACTGAGCAAATTGAAGTGTTGCTACCAGGGCATTCACTGGGATTATTTCCGGTGGTGGTTAAACCGGACACCGTGCAGTTCATGTCCCCATTGATGGTACTTGAAAGCAGTGGGCTTGCCGCGTTGCCGGCCGCAGAACGGCAAAAAGCGC0
5166 CHIP4955 STY specific STY1015 ATGAGCAAAATTGGTGACTATTTCTTTGTTATGCTGCGACCTCAAAGCATGAGCAAAATTGGTGACTATTTCTTTGAATTCCCGGCATCAAGAGGCTTACAGGGAAATACGGTTGTGTTGATGATGACAGTCCCAGCGCGCGCGCTAACTCGCGTTCTGGCATCAGATAACCACGGCAATACGCTTGAGCGTTCTCAGCGAGAACTCAATCCAGCGCGTGCGAAGAAGTTTTATGAATACCTGCGAACAGCTTACGAGAAAAAAGAGCCGTTCATCATCCCGCCGCTGGTTGGAAACTGCGACT0
5167 CHIP5261 STY specific STY3763 ATGATGAAACTTGCTGAAATTCAGGTTAAGCTTCTGCGGGCTGATGATGAAACTTGCTGAAATTCAGGCGGCGTGCGGCGTTCTTTGTGTAGATCTCGCCGCTGTCGTTGACAATTATCAAACGCTGGCGCGCCATGTCGCCCCCGCGCAATGCGGCGCAGTACTGAAAGCCAATGGCTATGGCTTGGGGGCGGAGGCGATTGCGCCAGCCCTGTATGCGGCCAATTGCCGGATCTTTTTTGTCGCGCAACTTTCTGAAGGGGTGGCGCTACGTAACATCCTGTCGGCTGACGCGATGG0
5168 CHIP5276 STM/STY STM3689 STY4107 ATGAAAGAAGTCGAAAAAAACGAAATTAAACTTAGAACTCGCTCTTCGCGAATGAAAGAAGTCGAAAAAAACGAAATTAAACGCCTGAGCGATCGTCTTGACGCTATTCGCCACCAGCAGGCAGGTCTCTCGCTGGTTGAATCCGCCGATAAATACGCGGAGCTGGAAAAAGAAAAAGAGACGCTGGAAGCAGAAATTATCCGTCTGCGCGAAGTACACAGCCAGAAACTGAGTAAAGAAGCGCAGAAGCTGATGAACCTGCCGTTTCGCCGCGCTATCACTAAAAAAGAGCAGGCCGATATGGGCA1
5169 CHIP5289 STM/STY ATGGACGAACAGTGGACAACGTTACGGTTTCTGCGCGCTATGGACGAACAGTGGACAACGAACGTTCTCTTCCAGCGTGTGCAGCGTCTCGGCGGTGCGGGCGATGTTACCCTTCTCCACAAGCATCATGAAGATGGTGAGCTTGCGGAAGGTAATGTCATCGGTGATAGACAGGTTCATCGTCCGCCCCGTGCGTTAGAGCCTATCCCAGTAGGCGTAATTGTTGAAGCCAGTTTGGGGCCGGACAGCGCGCAGAAACCGTGA0
5170 CHIP5305 STY specific STY4530 ATGCGTCTGGTGTTGTGTGATTAGGCTGGCGAAGGTTTTCATGCGTCTGGTGTTGTGTGAAAAACCTTCTCAGGGCAGAGATATTGCGAAGTTTCTTGGCGCCACTCAAAGAGGCGAAGGATTCCTGAATGGTCCGGGAGTTACAGTCACCTGGGCTCGCGGCCATCTGCTGGAGACAGCTGAACCGGAAGTATATGGCGAACAGTATGGTAAGCCATGGCGCACCGATGTGCTTCCTTTATTACCACAGCAGTGGAAACTGGTAGTCAAAGCGGATGCAAAAGCCCAATTCGCGG0
5171 CHIP5326 STY specific STY4564 ATGTTCTCTCTGCCAGAGATGGTTAGGGCTGCTCCTTCCTGTTGTTCTCTCTGCCAGAGATGGTCAGTGCAGCTGAAAAGGATGAACTGGCCCTCGCTCTCAGGCAGCTGGACCAGGTCCAGTCTGCGCTTGAACGCGCGAAAATTGTAGCGGTACAGGACAATTCTGACGGGCGTTTCTTCTTCGACTATGAGCGGGCAACACGTGATTTGAAAACCATGAAGCAGGGGATTGAAACTTATCTGGAGCCTTCCCGGGCACAGCCAAGAGACAAAGGTTCTCTTGTTGGACAATACA0
5172 CHIP5342 STY specific STY4582 ATGTGTAGAAGTATTTACAGGTTTAGTGTAATTTCATTAAATTTTTCTTTTTAAAGCCGAATGTATGTGTAGAAGTATTTACAGGTTTAGTGTAATTTCATCTTTAATATTTCCTCTTGTGGTTTTCAATGTCTCAGCCTCTCCTTGTTTCAGTGATAATTCTGTGACAAAAGGCACACAAATGATTTCAAAGTTACCCCGCGACAAGGATTGTAATGATTCAGATTCAAGTTCACGTAAATCAGTAAGTGAAAAAATCATAGAGTCCATCGCCGAGAAACAGAAGATAAATCAAGAAATTATGAAAATAGATCTTGAAA0
5173 CHIP5405 STY specific STY4706 ATGCCGGATAAGGCCCCATTATGCGTCCAGATCGGCATGCCGGATAAGGCCCCACGGGTCGCATCCGGCGTTTATTGCCCTATGGAGAACGTGATGAATGATAGTTCGAGAGACCCGATTATCACGGAAGATGAGATTAGGGCACTCAATTTTACTCCGGAAGATATCCTTGAAATAGAAAAGGTTATTCTTTCTTCCGTTCATGTTGCACGTCGAAAGGTTGCGATGGTAGTAGGAATGACTATTGGCACGTTAAGGGATCGCGATGAGGATAAGTGGAAACATGTGTCGG0
5174 CHIP5346 STY specific STY4586 ATGGCAGGGAAAACAGCTCTTACTCATCTTCAGTACCATCTCTGAAATAAACATGGCAGGGAAAACAGCTCGTTCAAAAGTGGAGAAATTCCGTCGCGATTTTGTGACCTTAGCCCGGGATGCCGGCAGGGCATACGCGACGGCTGCAGACAGCATGCGTATCGCGAAATACTTTCTGAACTACCTTCGTGATAACGGTATTAAGCTACGTCATACCGACAGTATTAAAACACGTCATGTCACCGGATATCTCCAGTTCAGAAAATCACAGGGGATTTCCGTGCGGACAATTCAGAATGAGCGGGCTG0
5175 CHIP5281 STM/STY STY4162 ATGAGATACATTAAATCGATGACGCATTACTTCGCGGCGACTTTCATGAGATACATTAAATCGATGACGCAGCAGAAACTTAGTTTCTTGCTTGCGCTCTATATCGGTCTGTTTATGAATTGCGCCGTGTTTTACCGCCGTTTCGGCAGTTATGCGCAAGAATTTACCATTTGGAAAGGCCTTTCCGCAGTTGTCGAACTTGGCGCCACGGTGCTGGTCACTTTCTTCTTACTTCGTCTTCTTTCACTGTTTGGCCGACGCGTCTGGCGCGTGCTGGCCACGCTGGTGGTGCTGTTTTCCG0
5176 CHIP5294 STY specific STY4415 ATGAATGTGGCCGCCGTATTAATTAACGGCTGTCGTTGTTGGTGAATGTGGCCGCCGTACAATTTATCGCGGCAGAGGCCTCGATGGACGTCGCCAAACCGGACACCCCGGCATCGGTTTATGCATTAACCACAGAAAACCAACAAAAACCACAGCGCATATTTCAGGGTAAGCTTTCGGAGGTAAACACCTCGGTAGTAGAAAGCGATCGCCAAATCGCTGAGATGATCCGCCGCGGTGAGATCGATGGGATCGTGGTAATGAGCGCCGATCCGGTAAAGGCGAACCAAGCCGTTT0
5177 CHIP5310 STY specific STY4540 ATGGGCTGGTTCATTGTCGTTAGTCGTCCGGTACCACGCATGGGCTGGTTCATTGTCGCTCTGGGCACAGTATTTCTGCTTGTCGTCGGACATGTCCAGACCACTCAGCGAAGCGAGGTTGTCAAAGCGCAGCAGTCGGGGAGTTCGTATCTGTTGGCCCGGCAAATGTTATTGCTGGCTGCGGGAATTAATGACTGGCGCTACCGACATACCCTGACGGACGGAACGGTCGCCTTGTCAGAACTGGCCCTGCCGGTGGCTCCTGACAGCCGTATCCGACATGTCATTGTGGCTA0
5178 CHIP5406 STY specific STY4755 ATGACCATTCGACGCTGGTTAGTGGTAATCAGAGGGAAGCAAATGACCATTCGACGCTGGATTTTAAGCGCTACGCTTTTGCTGCTGCCCGTTCCCGCGTTCGCAGATTTTCAGTATCAGCAGGATAAGGACGGCGTTTTTTATACCGCCGACGACGAACCGCAAATTCTCTCCCGACTGCCTGACGTTAGCTATTCGCATTTACGGCGTATTGCCGATTTATCTCACCCGCAAGACCCTCGCCCGTTAATAGAAATCAATCCCGACAGCCATAACTGCGACGACAATCATATTTGTC0
5179 buffer none buffer 0
5180 empty none empty 0
5181 empty none empty 0
5182 empty none empty 0
5183 empty none empty 0
5184 empty none empty 0



(1) best representation of a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment - with no other gene meeting either criterium in the respective genome
(2) best hit by a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(3) additional hit(s) by gene(s) fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(4) hit(s) by gene(s) fulfilling ONE of the two criteria - > 97% sequence identity over a 100bp window OR > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot

only the top two hits for each spot are detailed over a 100bp window, and over the entire fragment, for each genome

BEST_OVERALL_%ID_LT2_(100BP) (1) GENE_OCCURS_ONCE_CT18BEST_OVERALL_HIT_IN_STY_CT18_(100BP)_% (2) PRIMARY_LT2_GENE(3) SECONDARY_LT2_GENES(4) SINGLE_CRITERIUM_LT2_GENESGENE DescriptionGENE_START
0

100 1 99 STM1968 fliE putative_Flagellar_hook-basal_body_protein2056008
100 1 100 STM3172 sufI suppressor_of_ftsI,_putative_periplasmic_protein3334467
100 1 100 STM2021 cboQ synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2102023
100 1 100 STM0086 kefC CPA2_family,_K+_efflux_antiporter,_glutathione-regulated_98778
100 1 100 STM0141 guaC GMP_reductase_164053
100 1 100 STM0128 murG UDP-N-acetylglucosamine:N-acetylmuramyl-(pentapeptide)_pyrophosphoryl-undecaprenol_N-acetylglucosamine_transferase149957
100 1 100 STM0161 kdgT 2-keto-3-deoxygluconate_permease190200
100 1 100 STM0183 folK 7,8-dihydro-6-hydroxymethylpterin-pyrophosphokinase,_PPPK213398
100 1 100 STM0215 map methionine_aminopeptidase253052
100 1 100 STM0247 abc putative_ABC_superfamily_(atp_bind)_transport_system_287023
100 0 100 STM1532 putative_dehydrogenase_protein1608028
100 1 100 STM0685 nagE Sugar_Specific_PTS_family,_n-acetylglucosamine-specific_enzyme_IIABC_745258
100 1 100 STM0711 ybgI putative_cytoplasmic_protein778048
100 1 100 STM4456 mgtA P-type_ATPase,_Mg2+_ATPase_transporter_4699688
100 1 100 STM2032 cbiD synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2109684
100 1 100 STM1998 umuD error-prone_repair:_SOS-response_transcriptional_repressors_(LexA_homologs,_RecA-mediated_autopeptidases)2081163
100 1 100 STM1004 pncB nicotinate_phosphoribosyltransferase1096831
100 1 100 STM3842 yidC putative_Preprotein_translocase_subunit_YidC4046425
100 1 100 STM3867 atpA membrane-bound_ATP_synthase,_F1_sector,_alpha-subunit4076434
100 1 100 STM0050 putative_nitrite_reductase58946
100 0 100 STM0098 putative_secreted_protein_115477
100 1 100 STM3334 putative_cytosine_deaminase3503078
100 1 100 STM3370 cafA RNase_G 3539847
100 1 100 STM1098 hpaC 4-hydroxyphenylacetate_catabolism1185196
100 1 100 STM1130 putative_inner_membrane_protein1219460
100 1 100 STM1168 yceH putative_cytoplasmic_protein1253127
100 1 100 STM3510 yhgH putative_amidophosphoribosyltransferase3668696
100 0 60 STM3532 putative_dihydrodipicolinate_synthetase3697030
100 1 100 STM3571 ftsY GTPase_domain_of_cell_division_membrane_protein_3738746
100 0 59 STM1188 putative_inner_membrane_lipoprotein1273246
100 1 100 STM3515 malT transcriptional_activator_of_the_mal_genes,_binds_inducer_(maltotriose)_and_ATP_(LysR_familiy)3676900
100 1 100 STM3534 glgP glycogen_phosphorylase3698912
100 1 100 STM3573 yhhL putative_inner_membrane_protein3740930
100 1 100 STM4568 deoA thymidine_phosphorylase4822334
100 0 98 STM2723 Fels-2_prophage:_similar_to_gpQ,_portal_vector_protein,_in_phage_P22865801
100 1 100 STM3556 ugpA ABC_superfamily_(membrane),_sn-glycerol_3-phosphate_transport_protein3725410
100 1 100 STM4547 yjjQ putative_transcriptional_regulator_(LuxR/UhpA_family)4806117
100 1 100 STM4588 creB response_regulator_in_two-component_regulatory_system_with_CreC_(OmpR_family)_4844233
100 1 100 STM2738 Fels-2_prophage:_similar_to_E._coli_retron2876179
100 0 65.686 STM2755 putative_hexulose_6_phosphate_synthase2893685



100 1 100 STM2776 iroE putative_hydrolase_of_the_alpha/beta_superfamily2922612
100 1 100 STM4103 putative_cytoplasmic_protein4315517
100 1 100 STM2858 hypE putative_hydrogenase_expression/formation_protein3002515
100 1 100 STM2927 surE survival_protein,_protein_damage_control3068478
100 1 100 STM0882 ybjF putative_tRNA_(uracil-5-)-methyltransferase_953113
100 0 60.396 STM0904 Fels-1_prophage974374
100 1 100 STM2489 dapA dihydrodipicolinate_synthase2604043
100 0 62.264 STM0898 Fels-1_prophage;_redicted_transcriptional_regulator967911
100 0 100 aSTM2479
100 0 100 STM0954 putative_inner_membrane_protein1030493
100 1 100 STM0983 ycaI putative_recombination_protein1068134
100 0 62.5 STM1032 Gifsy-2_prophage1119429
100 1 100 STM4077 yneA putative_ABC_superfamily_(peri_perm),_sugar_transport_protein4287100
100 1 100 STM4119 ppc phosphoenolpyruvate_carboxylase4335253
100 1 100 STM4310 putative_inner_membrane_protein4558172
100 1 100 STM0877 potF ABC_superfamily_(peri_perm),_putrescine_transporter_948385
100 0 64.356 STM0910 Fels-1_prophage979568
100 1 100 STM2523 gcpE putative_protein,_involved_in_density-dependent_regulation_of_peptidoglycan_biosynthesis2656256
100 1 100 STM2552 putative_periplasmic_or_exported_protein2690310
100 1 100 STM0962 ycaJ paral_putative_polynucleotide_enzyme_1042190
100 1 100 STM2575 putative_transcriptional_regulator,_LysR_family2720726
100 1 100 STM1992 dcm DNA_cytosine_methylase2074329
100 1 100 STM2270 rcsB response_regulator_(positive)_in_two-component_regulatory_system_with_RcsC_(LuxR/UhpA_familiy)2369994
100 1 100 STM4514 yjiH putative_inner_membrane_protein4767736
100 1 100 STM1108 hpaA 4-hydroxyphenylacetate_catabolism1195422
100 1 100 STM2346 putative_NTP_pyrophosphohydrolase2458408
100 1 100 STM1956 fliA sigma_F_(sigma_28)_factor_of_RNA_polymerase,_transcription_of_late_flagellar_genes_(class_3a_and_3b_operons)2044747
100 0 67 STM0195 stfA putative_fimbrial_subunit230657
100 1 100 STM1166 yceL putative_MFS_superfamily_transport_protein1251062
100 1 100 STM1368 putative_Na+-dicarboxylate_symporter1450542
100 1 100 STM4376 yjfC putative_glutathionylspermidine_synthase4618366
100 1 100 STM2862 sitB Salmonella_iron_transporter:_fur_regulated3007282
100 1 100 STM1451 gst glutathionine_S-transferase1525740
100 1 100 STM1988 putative_cytoplasmic_protein2071620
100 1 100 STM2068 yeeF putative_APC_family,_amino_acid_transport_protein2145827
100 0 100 aSTM2293
100 1 100 STM2328 nuoA NADH_dehydrogenase_I_chain_A2439055
100 1 100 STM4440 putative_cytoplasmic_protein4683942
100 0 57.547 STM4488 putative_integrase4731314
100 1 100 STM4506 putative_dienelactone_hydrolase4760028
100 1 100 STM2370 pdxB erythronate-4-phosphate_dehyrogenase_2482355
100 1 100 STM1257 putative_ABC_transporter1341721
100 1 100 STM1479 pntA pyridine_nucleotide_transhydrogenase_(proton_pump),_alpha_subunit1555695
100 1 100 STM0316 pepD aminoacyl-histidine_dipeptidase_(peptidase_D)360973
100 1 100 STM0164 putative_transcriptional_regulator_(LysR_family)193404
100 1 100 STM0213 dapD 2,3,4,5-tetrahydropyridine-2-carboxylate_N-succinyltransferase_249289
100 1 100 STM0130 ddlB D-alanine-D-alanine_ligase_B,_affects_cell_division152611
100 1 100 STM1303 astC succinylornithine_transaminase,_also_has_acetylornitine_transaminase_activity1382194
100 1 100 STM1338 pheT phenylalanine_tRNA_synthetase,_beta-subunit1416677
100 0 73.267 STM1354 ydiQ putative_electron_transfer_flavoprotein1434509
100 1 100 STM2146 thiD bifunctional_enzyme:_hydroxy-phosphomethylpyrimidine_kinase_(HMP-P_kinase);_hydroxy-methylpyrimidine_kinase_(HMP_kinase)2240261
100 1 100 STM1471 rstB sensory_histidine_kinase_in_two-component_regulatory_system_with_RstA_1546405



100 1 100 STM1418 ssaQ Secretion_system_apparatus1497708
100 1 100 STM3863 putative_permease4072743
100 1 100 STM0281 putative_cytoplasmic_protein319771
100 1 100 STM0219 frr ribosome_releasing_factor257148
100 1 100 STM1982 rcsA positive_transcriptional_regulator_of_capsular/exo-_polysaccharide_synthesis_(LuxR/UhpA_family)2067427
100 1 100 STM2402 yfdZ putative_aminotransferase2516005
100 1 100 STM2317 nuoM NADH_dehydrogenase_I_chain_M_2425818
100 1 100 STM1349 pps phosphoenolpyruvate_synthase_1427770
100 1 100 STM2871 prgK cell_invasion_protein;_lipoprotein,_may_link_inner_and_outer_membranes3014996
100 1 100 STM2443 cysU ABC_superfamily_(membrane),_thiosulfate_transport_protein_2554592
100 1 100 STM0503 ybbM putative_YbbM_family_transport_protein,_metal_resistance_protein563150
100 1 100 STM4003 yihI putative_cytoplasmic_protein4210467
100 1 100 STM4348 psd phosphatidylserine_decarboxylase4592578
100 0 65.347 STM2609 Gifsy-1_prophage:_similar_to_DNA_packaging_protein_Nu1_of_phage_212757539
100 1 100 STM3184 yqiB putative_cytoplasmic_protein3347315
100 1 100 STM3555 ugpE ABC_superfamily_(membrane),sn-glycerol_3-phosphate_transport_protein_3724568
100 1 100 STM3290 argG argininosuccinate_synthetase3458857
100 1 100 STM2349 yfcG putative_glutathione_S-transferase_2460413
100 1 100 STM0512 sfbC putative_binding-protein-dependent_transport_systems_inner_membrane_component572988
100 1 100 STM4396 ytfB putative_cell_envelope_opacity-associated_protein_A4633077
100 1 100 STM4481 idnR L-idonate_regulator_(GalR/LacI_family)_4724731
100 1 100 STM2793 gabP APC_family,_gamma-aminobutyrate_transport_protein,_RpoS_dependent2943010
100 1 100 STM4511 yjiE putative_transcriptional_regulator,_LysR_family4765066
100 1 100 STM4594 sthA putative_fimbrial_chaparone_protein4852095
100 1 99 STM3657 putative_outer_membrane_lipoprotein3842899
100 0 100 STM3252 agaR aga_operon_transcriptional_repressor_(DeoR_family)3421438
100 0 55.556 STM3278 putative_cytoplasmic_protein3444196
100 1 100 STM4106 katG catalase;_hydroperoxidase_HPI(I)4319583
100 1 100 STM1824 pabB p-aminobenzoate_synthetase,_component_I_1921169
100 1 100 STM0548 fimF putative_fimbrial_protein609692
100 1 100 STM4027 rbn tRNA_processing_exoribonuclease_BN4237342
100 1 100 STM0630 crcB high-copy_crc-csp_restores_normal_chromosome_condensation_in_presence_of_camphor_or_mukB_mutations693182
100 1 100 STM3407 fmt 10-formyltetrahydrofolate:L-methionyl-tRNA(fMet)_N-formyltransferase3577461
100 1 99 STM1244 pagD PhoP_regulated1331176
100 1 100 STM4127 yijC putative_transcriptional_repressor_(TetR/AcrR_family)4345579
100 1 100 STM0690 citB citrate_utilization_protein_b752726
100 1 100 STM0732 sdhC succinate_dehydrogenase,_cytochrome_b556797992
100 1 100 STM0977 serC 3-phosphoserine_aminotransferase_/_phosphohydroxythreonine_transaminase1061475
100 1 99 STM0584 entD enterochelin_synthetase,_component_D_(phoshpantetheinyltransferase)640808
100 1 100 STM3475 nirD nitrite_reductase,_small_subunit3626055
100 1 97 STM4163 thiE thiamin_phosphate_synthase_(thiamine_phosphate_pyrophosphorylase)4379856
100 1 100 STM3564 livK ABC_superfamily_(bind_prot),_branched-chain_amino_acid_transporter,_high-affinity3732393
100 0 97 STM2778 aSTM2779 pseudogene;_frameshift2926094
100 1 100 STM1623 putative_carboxylesterase1711702
100 1 100 STM1172 flgM anti-FliA_(anti-sigma)_factor;_also_known_as_RflB_protein1257046
100 1 100 STM3376 yhdH putative_oxidoreductase3547011
100 1 100 STM0033 putative_5'-nucleotidase37103
100 1 99 STM0083 putative_inner_membrane_protein95271
100 0 100 STM1250 putative_cytoplasmic_protein1335092
100 1 100 STM4021 yihS putative_isomerase4231606
100 0 100 STM3352 aSTM0055;_aSTM0767oadA putative_sodium_ion_pump_oxaloacetate_decarboxylase_alpha_chain3520046
100 1 100 STM0023 bcfC fimbrial_usher 25803



100 1 100 STM2043 pduG Propanediol_utilization:_diol_dehydratase_reactivation2120853
100 1 100 STM4300 fumB fumarase_B_(fumarate_hydratase_class_I),_anaerobic_isozyme_4545365
100 0 100 STM1929 otsB trehalose-6-phosphate_phophatase,_biosynthetic2024696
100 1 100 STM2502 ppx exopolyphosphatase2617008
100 1 100 STM4263 yjcB putative_inner_membrane_protein4501537
100 1 100 STM2671 yfiR putative_periplasmic_protein2812985
100 1 100 STM0062 citX2 putative_cytoplasmic_protein72400
100 1 100 STM3798 emrD MFS_family,_multidrug_tranport_protein_3999689
100 1 100 STM3970 ubiE S-adenosylmethionine_:_2-DMK_methyltransferase_and_2-octaprenyl-6-methoxy-1,4-benzoquinone_methylase_4177291
100 1 100 STM3954 yigG putative_inner_membrane_protein4159570
100 1 100 STM2086 rfbU LPS_side_chain_defect:_mannosyl_transferase2166238
100 1 100 STM2393 yfdC putative_transport2504807
100 1 100 STM1816 minE cell_division_topological_specificity_factor,_reverses_MinC_inhibition_of_FtsZ_ring_formation1913634
100 1 100 STM1736 yciA putative_Acyl-CoA_hydrolase1830799
100 1 100 STM2982 gcvA regulator_of_gcv_operon_(LysR_family)_3134272
100 1 100 STM2914 putative_nucleoside-diphosphate-sugar_epimerase3057042
100 1 100 STM4097 putative_outer_membrane_lipoprotein4306021
100 1 100 STM0578 nfnB dihydropteridine_reductase/oxygen-insensitive_NAD(P)H_nitroreductase637028
100 1 100 STM4091 hslU ATPase_component_of_the_HslUV_protease_4299150
100 1 99 STM2053 pduS Propanediol_utilization:_polyhedral_bodies2128736
100 1 100 STM3957 pldA outer_membrane_phospholipase_A4161623
100 1 100 STM3928 wecF TDP-Fuc4NAc:lipidII_transferase_4137118
100 1 100 STM1263 putative_periplasmic_protein1345840
100 1 100 STM3027 stdC putative_fimbrial_chaparone_protein3187727
100 1 100 STM2963 putative_MFS_superfamily,_D-glucarate_permease_3115076
100 1 100 STM0430 phnR 2-aminoethylphosphonate_transport,_repressor483349
100 1 100 STM3974 tatB component_of_Sec-independent_protein_secretion_pathway4180762
100 1 100 STM0516 allR putative_regulatory_protein576564
100 0 72 STM0574 putative_transport_protein,_PTS_system634316
100 1 100 STM0564 putative_oxidoreductase620328
100 1 100 STM0600 cstA carbon_starvation_protein661274
100 1 100 STM1614 putative_PTS_system_enzyme_IIC_component1703205
100 0 100 STM1556 putative_Na+/H+_antiporter1633281
100 1 100 STM1598 ydcR putative_regulatory_protein,_gntR_family1688394
100 1 100 STM1633 putative_periplasmic_binding_protein1723891
100 1 100 STM1635 putative_ABC-type_polar_amino_acid_transport_system,_ATPase_component1725331
100 1 100 STM1894 ruvB Holliday_junction_helicase,_subunit_B_1989054
100 1 100 STM0492 ybaL putative_CPA2_family_transport_protein550350
100 1 100 STM0627 dcuC DcuC_family,_dicarboxylate_transporter_690391
100 1 100 STM3769 putative_phosphotransferase_system_enzyme_II3969657
100 1 100 STM0603 ybdL putative_aminotransferase664891
100 1 100 STM0596 entE 2,3-dihydroxybenzoate-AMP_ligase657440
100 1 100 STM2739 Fels-2_prophage:_similar_to_int_protein_in_phage_1862876815
100 1 100 STM1750 tdk thymidine_kinase1846003
100 1 100 STM1595 srfC ssrAB_activated_gene:_predicted_coiled-coil_structure1684073
100 1 100 STM1641 hrpA helicase,_ATP-dependent_1731334
100 1 100 STM1668 putative_outer_membrane_or_exported1760349
100 1 100 STM4390 putative_cytoplasmic_protein4630237
100 1 100 STM2660 clpB ATP-dependent_protease,_Hsp_100,_part_of_novel_multi-chaperone_system_with_DnaK,_DnaJ,_and_GrpE_2802116
100 1 100 STM3024 yohM putative_inner_membrane_protein3184177
100 1 100 STM0381 putative_inner_membrane_protein434715
100 0 61.905 STM3119 putative_monoamine_oxidase3278175



100 1 100 STM0459 ybaO putative_transcriptional_regulator_(AsnC_familiy)516267
100 1 100 STM3096 yqgE putative_transcriptional_regulator3258102
100 1 100 STM3692 lldP LctP_transporter,_L-lactate_permease_3885912
100 1 100 STM3807 yidE paral_putative_transport_protein_4007527
100 1 100 STM2993 recD exonuclease_V,_alpha_chain3144276
100 1 100 STM3028 stdB putative_outer_membrane_usher_protein3188511
100 1 100 STM0402 putative_thiol_-_alkyl_hydroperoxide_reductase458073
100 1 100 STM3611 yhjH putative_Diguanylate_cyclase/phosphodiesterase_domain_33786584
100 1 100 STM3651 putative_acetyltransferase3837736
100 1 100 STM3682 selB selenocysteinyl-tRNA-specific_translation_factor_3870846
100 1 100 STM3729 radC putative_DNA_repair_protein,_associated_with_replication_forks_3922680
100 1 100 STM3771 putative_phosphotransferase_system_enzyme_IIB3971409
100 1 100 STM0704 kdpC P-type_ATPase,_high-affinity_potassium_transport_system,_C_chain769694
100 1 100 STM4564 yjjV putative_hydrolase4817980
100 1 100 STM2813 emrR transcriptional_repressor_of_emrAB_operon_(MarR_family)2961121
100 1 100 STM2130 baeS sensory_kinase_in_two-component_regulatoyr_system_wtih_BaeR_2223137
100 1 100 STM2216 yejA putative_ABC_transporter_periplasmic_binding_protein2316219
100 1 100 STM2100 wcaL putative_glycosyl_transferase_in_colanic_acid_gene_cluster_2181442
100 1 100 STM2165 yehZ putative_ABC_superfamily_(bind_prot)_transport_protein_(possibly_glycine_betaine_choline_transport_for_osmoprotection)2260075
100 1 100 STM2197 putative_phosphoserine_phosphatase2294265
100 0 62.136 STM2230 putative_peptidase2330961
100 1 100 STM2177 putative_flutathione_S-transferase2273632
100 1 100 STM0933 ybjT putative_nucleoside-diphosphate-sugar_epimerase1007623
100 1 100 STM3642 tag 3-methyl-adenine_DNA_glycosylase_I,_constitutive3829352
100 1 100 STM3547 putative_transcriptional_regulator_of_sugar_metabolism3716370
100 1 100 STM3669 yiaL putative_cytoplasmic_protein3856649
100 1 100 STM3580 putative_inner_membrane_lipoprotein3747662
100 1 100 STM3339 nanA N-acetylneuraminate_lyase_(aldolase)3508119
100 1 100 STM3238 yhaN putative_inner_membrane_protein3402015
100 1 100 STM3141 molybdenum-binding_periplasmic_protein3305364
100 1 100 STM2852 hycB hydrogenase-3,_iron-sulfur_subunit_(part_of_FHL_complex)2998373
100 1 100 STM3203 ygiM putative_SH3_domain_protein3368544
100 1 100 STM1401 sseD Secretion_system_effector1486467
100 1 100 STM1115 scsC Suppression_of_copper_sensitivity:_lipoprotein_modification_in_lgt_mutants_of_E._coli1202448
100 0 60.784 STM0765 putative_cation_transporter828571
100 1 100 STM0835 putative_Mn-dependent_transcriptional_regulator.902271
100 1 100 STM1387 ttrR Tetrathionate_reductase_complex:_response_regulator1473102
100 1 100 STM0772 gpmA phosphoglyceromutase_1836363
100 1 100 STM0816 ybhS putative_ABC_superfamily_(membrane)_transport_protein_880835
100 0 100 STM0861 yliI putative_dehydrogenase933950
100 1 100 STM3316 yrbI putative_protein_of_HAD_superfamily,_CMP-Neu5Ac_homologs3481969
100 1 100 STM1973 fliJ flagellar_fliJ_protein2061301
100 1 100 STM3140 yghU putative_glutathione_S-transferase3304430
100 0 99 STM0809 putative_inner_membrane_protein874971
100 0 60.784 STM0856 putative_electron_transfer_flavoprotein_alpha_subunit927479
100 0 68.317 STM4421 putative_NAD-dependent_aldehyde_dehydrogenase4663940
100 1 100 STM4441 putative_cytoplasmic_protein4684291
100 1 100 STM0436 yajR putative_MFS_family_transporter488355
100 0 62.136 STM4422 putative_cytoplasmic_protein4665461
100 1 100 STM0601 ybdD putative_cytoplasmic_protein663443
100 0 100 STM0521 ybbV putative_cytoplasmic_protein582405
100 0 100 STM0556 putative_transposase614199



100 1 100 STM0581 putative_regulatory_protein639016
100 1 100 STM0582 ybdJ putative_inner_membrane_protein639363
100 1 100 STM1787 hydrogenase-1_large_subunit1885943
100 0 61.905 STM0334 putative_cytoplasmic_protein377573
100 0 57.009 STM2507 putative_inner_membrane_protein2621481
100 1 100 STM2279 yfaE putative_ferredoxin2384928
100 1 100 STM3151 yghW putative_cytoplasmic_protein3313952
100 1 100 STM0885 putative_inner_membrane_protein;_homology_to_SgaT_from_Vibrio955899
100 1 100 STM0614 ybdQ putative_Universal_stress_protein_UspA_and_related_nucleotide-binding_protein677372
100 1 100 STM3778 putative_helix-turn-helix_protein3979137
100 1 100 STM3708 tdh threonine_3-dehydrogenase3902882
100 1 100 STM3779 putative_phosphotransferase_system,_HPr-related_protein3979551
100 1 100 STM3808 ibpB small_heat_shock_protein4009378
100 1 100 STM3810 yidQ putative_outer_membrane_lipoprotein4010636
100 0 60.377 STM3517 putative_DNA-damage-inducibile_protein,_resembles_dinJ3679971
100 0 100 STM1120 ycdF pseudogene;_in-frame_stops_following_codons_5_and_211206167
100 1 99 STM4070 putative_cytoplasmic_protein4280021
100 0 100 STM4124 oxyS stable_RNA_induced_by_oxidative_stress4342881
100 1 100 STM4520 putative_cytoplasmic_protein4775923
100 0 100 STM0467 ffs signal_recognition_particle,_RNA_component524424
100 1 99 STM1464 malY pseudogene;_in-frame_stop_following_codon_161538720
100 1 100 STM0823 ybiJ putative_periplasmic_protein890462
100 1 100 STM0649 putative_hydrolase_N-terminus711944
100 1 100 STM1934 putative_outer_membrane_lipoprotein2028816
100 1 100 STM2350 yfcH putative_sugar_nucleotide_epimerase2461186
100 0 61 PSLT045 rlgA putative_resolvaseP36761
100 0 62.264 PSLT049 aPSLT050 putative_DNA_polymerase_III_epsilon_subunit_(3'-5'_exonuclease)P40871
100 0 60.377 PSLT076 traY conjugative_transfer:_oriT_nickingP62274
100 0 63.107 PSLT030 putative_cytoplasmic_proteinP20910
100 0 66 PSLT047 putative_cytoplasmic_proteinP38923
100 0 63.303 PSLT060 putative_cytoplasmic_proteinP50166
100 0 67 PSLT020 hypothetical_proteinP15561

63.725 0 65.094 traI R14810
100 0 71 aSTM0326
100 1 100 STM2293 putative_nucleotide-utilizing_enzyme_related_to_molybdopterin-biosynthesis2400465
100 0 100 aSTM2354
100 0 100 aSTM2421
100 0 100 aSTM2474
100 0 100 aSTM2481
100 0 100 aSTM0066

55.446 1 100
57 1 100

57.843 1 100
61.165 1 100
63.366 1 100

100 0 100 aSTM0296
100 1 100 aSTM0747
100 0 100 aSTM1019 aSTM2621

65.347 1 100
64 1 100

60.784 1 100
100 1 100 aSTM0437



61 1 100
61 0 100

61.765 1 100
66 1 100

62.376 1 100
61.165 1 100
62.136 0 100
62.037 1 100
59.804 1 100
63.636 1 100
58.252 1 100
64.078 1 100

100 0 100 aSTM2710
78.431 1 100
63.462 1 100
64.151 1 100

93 1 100
56.436 1 100
61.165 1 100

80 1 100
87 1 100
56 1 100

54.808 1 100
100 1 100 STM3811 yidR putative_cytoplasmic_protein4010973
100 1 100 STM3831 yidA putative_hydrolase_of_the_HAD_superfamily4034205
100 1 100 STM3854 pstB ABC_superfamily_(atp_bind),_high-affinity_phosphate_transporter4060740
100 1 100 STM3790 uhpA response_regulator_(repressor)_in_two-component_regulatory_system_wtih_UhpB,_regulates_uhpT_operon_(LuxR/UhpA_family)_3990554
100 1 100 STM3302 yhbE pseudogene;_frameshift_relative_to_E._coli_b3184_(yhhE)3471407
100 0 100 STM3337 nanE putative_ManNAc-6P_epimerase3505777
100 1 100 STM3318 yhbN putative_ABC_superfamily_(bind_prot)_transport_protein3483076
100 1 100 STM3356 putative_cation_transporter3523796
100 0 65.741 STM3389 envR transcriptional_repressor_for_envCD_(acrEF)_(TetR/AcrR_family)3560028
100 1 100 STM0651 putative_permease713524
100 1 100 STM0683 nagA N-acetylglucosamine-6-phosphate_deacetylase_742917
100 0 100 STM0705 kdpB P-type_ATPase,_high-affinity_potassium_transport_system,_B_chain770287
100 1 100 STM1517 ydeD putative_permease,_integral_membrane_protein1595829
100 0 75 STM3638 lpfC long_polar_fimbrial_outer_membrane_usher_protein3824115
100 1 100 STM3840 rnpA RNase_P,_protein_component_(protein_C5),_processes_tRNA,_4.5S_RNA4045842
100 0 100 STM3859 putative_shikimate_/_quinate_5-dehydrogenase4066214
100 1 100 STM0011 yaaI putative_periplasmic_protein10841
100 1 100 STM1246 pagC PhoP_regulated:_reduced_macrophage_survival1332251
100 1 100 STM2640 rpoE sigma_E_(sigma_24_)_factor_of_RNA_polymerase,_response_to_periplasmic_stress2779428
100 1 100 STM3885 rbsK ribokinase_ 4095611
100 1 100 STM0068 caiF transcriptional_regulator_of_cai_and_fix_operon80548
100 1 100 STM0122 ftsI division_specific_transpeptidase,_penicillin-binding_protein_3_re141726
100 1 100 STM0157 yacH putative_outer_membrane_protein183846
100 1 100 STM3386 yhdJ putative_methyltransferase3556644
100 1 100 STM1491 ABC-type_proline/glycine_betaine_transport_systems,_ATPase_component1568523
100 1 100 STM3449 yheL putative_oxidation_of_intracellular_sulfur3602835
100 1 100 STM1201 holB DNA_polymerase_III,_delta_prime_subunit1284262
100 1 100 STM1229 ycfD putative_cytoplasmic_protein1316024
100 1 100 STM1274 yeaQ putative_inner_membrane_protein1353139



100 1 100 STM2102 wzxC putative_export_protein_in_colanic_acid_gene_cluster2183961
100 1 100 STM3488 hofQ putative_transport_protein,_possibly_in_biosynthesis_of_type_IV_pilin_3643213
100 1 100 STM1235 ymfB putative_MutT-like_protein1322749
100 1 99 STM1276 putative_periplasmic_protein1354140
100 1 100 STM2105 manC mannose-1-phosphate_in_colanic_acid_gene_cluster2188501
100 1 100 STM2134 putative_inner_membrane_protein2226730
100 0 64.151 STM2745 putative_inner_membrane_protein2883501
100 1 100 STM1290 gapA glyceraldehyde-3-phosphate_dehydrogenase_A_1368693
100 1 100 STM2123 yegE putative_PAS/PAC_domain;_Diguanylate_cyclase/phosphodiesterase_domain_1,_Diguanylate_cyclase/phosphodiesterase_domain_2,_2208530
100 1 100 STM0008 mog putative_molybdochetalase_in_molybdopterine_biosynthesis8729
100 1 100 STM0287 putative_periplasmic_protein328515
100 1 100 STM0314 pseudogene;_frameshift_relative_to_E._coli_probable_peptide_chain_release_factor_(GB:AAC73340.1)359074
100 0 64.423 STM1047 aSTM1046 Gifsy-2_prophage;_probable_tail_assembly_protein1132016
100 0 66 STM4114 pflD putative_pyruvate_formate_lyase_II_4328814
100 0 100 STM4281 nrfE formate-dependent_nitrite_reductase;_involved_in_attachment_of_haem_c_to_cytochrome_c5524519832
100 0 69.307 STM2939 ygcH putative_cytoplasmic_protein3079454
100 1 100 STM2404 putative_chloride_channel_permease2519133
100 1 100 STM2448 yfeZ putative_inner_membrane_protein2559259
100 0 66 STM0929 putative_inner_membrane_protein1003900
100 0 70 STM0906 Fels-1_prophage976812
100 0 63.551 aSTM0923 aSTM0922
100 1 100 STM2530 putative_anaerobic_dimethylsulfoxide_reductase2662913
100 1 100 STM2563 yfhG putative_transcriptional_regulator_of_two-component_regulator_protein_(EBP_familiiy)_2705408
100 1 100 STM4030 putative_cytoplasmic_protein4239649
100 0 81 STM4205 putative_phage_glycosyltransferase4425993
100 1 100 STM2854 hypA guanine-nucleotide_binding_protein_in_formate-hydrogenlyase_system,_functions_as_nickel_donor_for_HycE_of_hydrogenlyase_32999798
100 1 100 STM2935 cysD ATP-sulfurylase,_subunit_1_(ATP:sulfate_adenylyltransferase)3074391
100 0 81 STM0893 Fels-1_prophage;_putative_integrase962612
100 1 100 STM2473 talA transaldolase_A_2582530
100 1 100 STM0958 trxB thioredoxin_reductase_1035228
100 1 100 STM0988 kdsB CTP:CMP-3-deoxy-D-manno-octulosonate_transferase1074664
100 1 100 STM0975 ycaO putative_cytoplasmic_protein1058700
100 0 58.095 STM2591 aSTM2590 Gifsy-1_prophage:_similar_to_tail_assembly_protein_K_in_phage_lambda2741401
100 1 100 STM4406 ytfK putative_cytoplasmic_protein4643319
100 1 100 STM2283 glpT MFS_family,_sn-glycerol-3-phosphate_transport_protein2388605
100 1 100 STM2343 putative_cytoplasmic_protein2456334
100 1 100 STM1923 motA proton_conductor_component_of_motor,_torque_generator2020124
100 1 100 STM2364 dedD paral_putative_lipoprotein_2476690
100 1 100 STM1219 ycfW ABC_transporter,_integral_membrane_protein1304572
100 1 100 STM1426 ribE riboflavin_synthase,_alpha_chain1503552
100 0 100 STM1237 ymfC putative_ribosomal_large_subunit_pseudouridine_synthase1323548
100 1 100 STM0025 bcfE fimbrial_subunit29433
100 1 100 STM1986 yedP putative_hydrolase_of_the_HAD_superfamily2068949
100 1 100 STM1325 ydiZ putative_cytoplasmic_protein1404703
100 1 100 STM4368 vacB putativea_exoribonuclease4611064
100 1 100 STM4401 ytfG paral_putative_reductase_4638180
100 0 62 STM4426 srfJ activated_by_transcription_factor_SsrB,_similar_to_Homo_sapiens_lysosomal_glucosyl_ceramidase4669016
100 0 69.307 STM4485 idnK D-gluconate_kinase,_thermosensitive4729211
100 1 100 STM4502 putative_cytoplasmic_protein4756323
100 1 100 STM2281 putative_transcriptional_regulator,_LysR_family2386536
100 0 66.667 STM2315 yfbK putative_von_Willebrand_factor,_vWF_type_A_domain2421685
100 1 100 STM2342 putative_inner_membrane_protein2454922



100 1 100 STM1924 flhC regulator_of_flagellar_biosynthesis,_acts_on_class_2_operons2021136
100 1 100 STM2701 Fels-2_prophage:_similar_to_tail_sheath_proteins_in_phage_P22850109
100 1 100 STM2467 eutT putative_cobalamin_adenosyltransferase,_ethanolamine_utilization2576556
100 1 100 STM2654 kgtP MFS_family,_alpha-ketoglutarate_permease_2794375
100 1 100 STM0361 cytochrome_BD2_subunit_II410166
100 1 100 STM2017 cobS cobalamin_5'-phosphate_synthase_2098400
100 1 100 STM4220 lysC aspartokinase_III,_lysine_sensitive4438468
100 1 100 STM2818 gshA gamma-glutamate-cysteine_ligase2966935
100 0 73 STM1352 ydiS flavoprotein 1432209
100 1 100 STM1979 fliP flagellar_biosynthesis2065326
100 1 100 STM2874 prgH cell_invasion_protein3016342
100 1 100 STM1913 flhA flagellar_biosynthesis;_possible_export_of_flagellar_proteins_2008212
100 1 100 STM2093 rfbI LPS_side_chain_defect:_CDP-6-deoxy-delta3,4-glucoseen_reductase2174120
100 1 100 STM3881 rbsD D-ribose_high-affinity_transport_system;_membrane-associated_protein4091659
100 1 100 STM0217 tsf protein_chain_elongation_factor_EF-Ts255280
100 1 100 STM0384 psiF induced_by_phosphate_starvation437717
100 1 100 STM4193 yjbC putative_pseudouridine_synthase4415479
100 1 100 STM0074 caiT putative_BCCT_family,_betaine/carnitine/choline_transport_protein86686
100 1 100 STM1309 putative_nuclease_subunit_of_the_excinuclease_complex1389117
100 0 65.714 STM1357 ydiF putative_acetyl-CoA:acetoacetyl-CoA_transferase_beta_subunit_1437868
100 1 100 STM1463 add adenosine_deaminase1537496
100 0 100 STM1017 STM2623 Gifsy-2_prophage1108334
100 1 100 STM4473 yjgM putative_acetyltransferase4714986
100 1 100 STM0542 folD bifunctional_5,10-methylene-tetrahydrofolate_dehydrogenase_and_5,10-methylene-tetrahydrofolate_cyclohydrolase602702
100 0 60.577 STM2593 Gifsy-1_prophage:_similar_to_phage_tail_component_M2742853
100 1 100 STM4565 yjjW pyruvate_formate_lyase_activating_enzyme4818786
100 1 100 STM3701 secB molecular_chaperone_in_protein_export3896036
100 1 100 STM3509 bioH putative_hydrolase,_biotin_biosynthesis;_reaction_prior_to_pimeloyl_CoA3667888
100 0 64.706 STM4157 putative_cytoplasmic_protein4375350
100 1 100 STM1774 sirC Regulation_of_invasion_genes1872112
100 1 100 STM0513 ybbB putative_ATPase573686
100 0 59 STM2596 Gifsy-1_prophage:_similar_to_minor_tail_protein2746587
100 0 63.107 STM1028 STM2612 Gifsy-2_prophage;_lysozyme1115210
100 1 100 STM4400 ytfF putative_cationic_amino_acid_transporter_4637134
100 0 83 aSTM2614 aSTM1026
100 1 100 STM2655 putative_cytoplasmic_protein2795780
100 1 100 STM3206 folB dihydroneopterin_aldolase,_also_has_dihydroneopterin_triphosphate_2'-epimerase_activity3371486
100 1 100 STM3535 glgA glycogen_synthase3701379
100 1 100 STM3738 yigC putative_inner_membrane_protein3930542
100 1 100 STM2548 asrA anaerobic_sulfide_reductase2686443
100 1 100 STM1203 ptsG Sugar_Specific_PTS_family,_glucose-specific_IIBCcomponent_1286369
100 1 100 STM4001 yihA putative_GTPase,_involved_in_coordination_of_cell_cycle4209252
100 1 100 STM0831 dps stress_response_DNA-binding_protein;_starvation_induced_resistance_to_H2O2897487
100 1 100 STM0802 moaA molybdopterin_biosynthesis,_protein_A_870638
100 1 100 STM1421 ssaT Secretion_system_apparatus:_homology_with_YscT_of_the_secretion_system_of_Yersinia1499655
100 1 100 STM2454 eutR putative_regulator_ethanolamine_operon_(AraC/XylS_family)2564060
100 1 100 STM4074 ego putative_ABC-type_sugar,_aldose_transport_system,_ATPase_component4283501
100 1 100 STM0642 ybeB putative_ACR,_homolog_of_plant_Iojap_protein704426
100 1 100 STM0267 putative_cytoplasmic_protein305731
100 1 100 STM2073 hisC histidinol_phosphate_aminotransferase2151918
100 1 100 STM1696 sapF ABC_superfamily_(atp-binding),_peptide_transport_protein_1788160
100 1 100 STM0385 yaiC putative_diguanylate_cyclase/phosphodiesterase_domain_1438129



100 1 99 STM1810 putative_cytoplasmic_protein1909931
100 0 98 STM2132 pseudogene;_frameshift2225528
100 1 100 STM0669 phoL putative_phosphate_starvation-inducible_protein,_ATP-binding_733236
100 1 100 STM4289 phnA putative_alkylphosphonate_uptake_protein_in_phosphonate_metabolism4530167
100 1 100 STM1908 yecM putative_cytoplasmic_protein2001791
100 1 100 STM4261 putative_inner_membrane_protein4482474
100 1 100 STM3717 rfaJ UDP-D-glucose:(galactosyl)lipopolysaccharide_glucosyltransferase3912487
100 1 100 STM1855 sopE2 TypeIII-secreted_protein_effector:_invasion-associated_protein1952012
100 1 100 STM4167 hemE uroporphyrinogen_decarboxylase4384145
100 1 100 STM3866 atpG membrane-bound_ATP_synthase,_F1_sector,_gamma-subunit4075520
100 1 100 STM2267 ompC outer_membrane_protein_1b_(ib;c),_porin_2365443
100 1 100 STM0812 ybhO cardiolipin_(CL)_synthase_877112
100 1 100 STM0415 ybaD putative_transcriptional_regulator469391
100 1 100 STM4055 sodA superoxide_dismutase,_manganese4266539
100 1 100 STM2063 phsC Hydrogen_sulfide_production:_membrane_anchoring_protein2137321
100 1 100 STM1690 pspA phage_shock_protein;_negative_regulatory_gene_for_the_psp_opreon1781747
100 1 100 STM2681 grpE molecular_chaparone;_heat_shock_protein2821587
100 1 100 STM3423 rpsE 30S_ribosomal_subunit_protein_S53587987
100 1 100 STM3723 rfaQ lipopolysaccharide_core_biosynthesis;_modification_of_heptose_region_of_core3917859
100 1 100 STM3987 hemG protoporphyrin_oxidase4195136
100 1 100 STM2583 lepA GTP-binding_elongation_factor_2726772
100 1 100 STM3946 yifL putative_outer_membrane_lipoprotein4152022
100 1 100 STM3917 rho transcription_termination_factor_Rho;_polarity_suppressor_4125584
100 1 100 STM1977 fliN flagellar_biosynthesis,_component_of_motor_switch_and_energizing2064536
100 1 100 STM1802 dadX alanine_racemase_2,_catabolic1901605
100 1 100 STM2384 aroC chorismate_synthase2494541
100 1 100 STM2324 nuoF NADH_dehydrogenase_I_chain_F_2434651
100 1 100 STM3733 pyrE orotate_phosphoribosyltransferase3925959
100 1 100 STM2700 Fels-2_prophage:_similar_to_genes_in_P2-like_phages2849584
100 1 100 STM2890 spaP surface_presentation_of_antigens;_secretory_proteins3033671
100 1 100 STM4046 rhaA L-rhamnose_isomerase4256052
100 1 100 STM3973 tatA component_of_Sec-independent_protein_secretion_pathway4180504
100 1 100 STM3174 parC DNA_topoisomerase_IV,_subunit_A3336947
100 1 100 STM2409 nupC NUP_family,_nucleoside_transport2525303
100 1 100 STM3901 ilvG acetolactate_synthase_II,_large_subunit,_fragment_1,_cryptic_4108973
100 1 100 STM0101 araD L-ribulose-5-phosphate_4-epimerase_117241
100 0 100 STM2933 cysC adenosine_5'-phosphosulfate_kinase3072350
100 1 100 STM2921 putative_flavoprotein3063182
100 1 100 STM4010 putative_hydrolase4219262
100 1 100 STM0525 glxK glycerate_kinase_II586699
100 0 100 STM0965 STM1497 dmsB anaerobic_dimethyl_sulfoxide_reductase,_subunit_B1047776
100 0 61.765 STM0576 putative_transport_protein,_PTS_system635931
100 1 100 STM1637 putative_inner_membrane_protein1726876
100 1 100 STM1714 topA DNA_topoisomerase_type_I,_omega_protein_1809792
100 0 75 STM1568 fdnI formate_dehydrogenase-N,_cytochrome_B556(Fdn)_gamma_subunit,_nitrate-inducible1648895
100 1 100 STM1817 rnd RNase_D,_processes_tRNA_precursor1914022
100 1 100 STM1647 ldhA fermentative_D-lactate_dehydrogenase,_NAD-dependent_1740029
100 1 100 STM1864 putative_inner_membrane_protein1960722
100 1 100 STM1674 putative_bacterial_regulatory_helix-turn-helix_proteins,_araC_family1767332
100 1 100 STM1895 ruvA Holliday_junction_helicase_subunit_A1990073
100 1 100 STM0534 purE phosphoribosylaminoimidazole_carboxylase_=_AIR_carboxylase,_catalytic_subunit597116
100 1 100 STM0580 putative_regulatory_protein638146



100 1 100 STM1654 ydaO putative_ATPase1747309
100 1 100 STM1583 putative_cytoplasmic_protein1669505
100 1 100 STM0343 putative_Diguanylate_cyclase/phosphodiesterase_domain_1387109
100 1 100 STM1769 ychN putative_ACR_involved_in_intracellular_sulfur_reduction1868323
100 1 100 STM1606 putative_benzoate_membrane_transport_protein1696306
100 0 91 STM1871 putative_phage_integrase_protein1967026
100 1 100 STM1898 ruvC Holliday_junction_nuclease1993228
100 1 100 STM3802 dsdA D-serine_deaminase_(dehydratase)_4004453
100 1 100 STM2987 ygdL paral_putative_enzyme3138843
100 0 77 STM2705 Fels-2_prophage2853408
100 0 64 STM3084 putative_regulatory_protein,_gntR_family_3247098
100 0 100 STM3133 putative_amidohydrolase3293145
100 1 100 STM3914 rhlB putative_helicase4123427
100 1 100 STM3661 xylA D-xylose_isomerase3846467
100 0 100 STM1186 pseudogene;_in-frame_stop_following_codon_97;_no_start_near_coli_start1271648
100 1 100 STM2968 yqcD putative_GTP_cyclohydrolase_I3117881
100 1 100 STM2687 yfjG putative_Oligoketide_cyclase/lipid_transport_protein2825858
100 1 100 STM3053 gcvP glycine_cleavage_complex_protein_P,_glycine_decarboxylase3212137
100 1 100 STM3106 ansB periplasmic_L-asparaginase_II3265481
100 1 100 STM4131 murI glutamate_racemase4349899
100 1 100 STM3109 yggH putative_S-adenosylmethionine-dependent_methyltransferase3267811
100 0 100 STM0618 citT DASS_family,_citrate:succinate_transport_(antiport)_protein680905
100 0 100 aSTM2211 aSTM2210
100 1 99 STM2797 putative_regulatory_protein,_arsR_family_2946041
100 1 100 STM1691 pspF transcription_activator1782586
100 1 100 STM3039 idi isopentenyldiphosphate_isomerase3198598
100 1 100 STM0365 yahN paral_putative_transport_protein414812
100 1 100 STM3653 putative_acetyltransferase3838674
100 1 100 STM2202 yeiH putative_inner_membrane_protein2301531
100 0 90 STM2237 putative_inner_membrane_protein2337198
100 1 100 STM2159 yehU paral_putative_sensor/kinase_in_regulatory_system2254460
100 1 100 STM2194 yeiG putative_esterase2291442
100 1 100 STM2106 wcaI putative_glycosyl_transferase_in_colanic_acid_biosynthesis_2189940
100 1 100 STM2164 yehY putative_ABC-type_proline/glycine_betaine_transport_systems,_permease_component2258902
100 1 100 STM3694 lldD L-lactate_dehydrogenase_3888337
100 1 100 STM3440 rplC 50S_ribosomal_subunit_protein_L33595557
100 1 100 STM4358 amiB N-acetylmuramoyl-l-alanine_amidase_II,_a_murein_hydrolase_4600364
100 1 100 STM3433 rplP 50S_ribosomal_subunit_protein_L163592019
100 1 100 STM3038 putative_metalloendopeptidase3197575
100 1 100 STM4380 yjfP putative_hydrolase_of_the_alpha/beta_superfamily4622200
100 1 100 STM4548 bglJ transcriptional_regulator_(activator)_of_bgl_operon_(LuxR/UhpA_family)4806803
100 1 100 STM4333 yjeK putative_aminomutase4578541
100 1 100 STM2156 yehR putative_lipoprotein2252013
100 1 100 STM0666 lnt apolipoprotein_N-acyltransferase,_copper_homeostasis_protein,_inner_membrane_730172
100 1 100 STM3092 sprT putative_cytoplasmic_protein3254812
100 1 100 STM1075 helD DNA_helicase_IV_1166434
100 1 100 STM0781 modA ABC_superfamily_(peri_perm),_molybdate_transporter_845675
100 1 100 STM0849 yliB putative_ABC_transporter_periplasmic_binding_protein920005
100 1 100 STM3323 yhbJ putative_P-loop-containing_kinase3486808
100 1 100 STM0786 ybhC putative_pectinesterase850320
100 1 100 STM0826 ybiN putative_SAM-dependent_methyltransferase891478
100 1 100 STM3054 gcvH glycine_cleavage_complex_protein_H,_carrier_of_aminomethyl_moiety_via_covalently_bound_lipoyl_cofactor3215173



100 1 100 STM0263 rnhA RNase_HI,_degrades_RNA_of_DNA-RNA_hybrids302871
100 1 100 STM3223 ygjR putative_dehydrogenase3391006
100 1 100 STM1397 sseA Secretion_system_effector1483601
100 1 100 STM0819 ybiH putative_transcriptional_repressor_(TetR/AcrR_family)884682
100 1 100 STM0866 mdfA multidrug_translocase938495
100 1 100 STM0409 hypothetical_protein465308
100 0 100 STM2682 putative_cytoplasmic_protein2822174
100 0 60.396 STM4497 putative_cytoplasmic_protein4750638
100 1 100 STM4528 putative_inner_membrane_protein4785649
100 1 100 STM4318 putative_acetyltransferase4562850
100 0 76 STM4203 putative_phage_baseplate_protein4423923
100 1 100 STM4222 yjbE putative_outer_membrane_protein4442252
100 0 58.252 STM4197 putative_inner_membrane_protein4418843
100 1 100 STM4181 yjaB putative_acetyltransferase4400247
100 1 100 STM2016 cobT nicotinate-nucleotide_dimethylbenzimidazole-P_phophoribosyl_transferase2097303
100 0 58.416 STM2744 putative_cytoplasmic_protein2883250
100 0 80.392 STM2735 Fels-2_prophage:_hypothetical_protein2875037
100 1 100 STM2737 Fels-2_prophage:_similar_to_protein_in_phage2875823
100 1 100 STM3283 rpsO 30S_ribosomal_subunit_protein_S153451624
100 1 100 STM3047 ygfY putative_cytoplasmic_protein3206402
100 1 100 STM3259 PTS_family_galactitol-specific_enzyme_IIB3428610
100 1 100 STM1591 ydcZ putative_inner_membrane_protein1678860
100 1 100 STM1534 putative_hydrogenase1609982
100 1 100 STM1611 rimL acetyl_transferase,_modifies_N-terminal_serine_of_50S_ribosomal_subunit_protein_L7/L121701042
100 1 100 STM3392 yhdV putative_outer_membrane_lipoprotein3565622
100 1 98 STM0078 fixX putative_ferredoxin,_carnitine_metabolism91744
100 1 100 STM1500 ynfD putative_outer_membrane_protein1579547
100 1 100 STM2561 glnB regulatory_protein_(P-II)_for_nitrogen_assimilation_by_glutamine_synthetase_(ATase)2703659
100 0 98 aSTM2509
100 1 100 STM2452 putative_inner_membrane_protein2562125
100 0 100 STM2566 putative_periplasmic_protein2712163
100 1 100 STM2495 yfgD putative_arsenate_reductase2609474
100 1 100 STM2538 fdx [2FE-2S]_ferredoxin,_electron_carrer_protein,_believed_to_be_involved_in_assembly_of_Fe-S_clusters2677860
100 1 100 STM0724 putative_glycosyltransferase,_cell_wall_biogenesis788914
100 1 100 STM0636 ybeD putative_cytoplasmic_protein698029
100 1 100 STM2303 putative_inner_membrane_protein2410946
100 0 65.385 PSLT048 tlpA alpha-helical_coiled_coil_proteinP39670
100 0 62.385 PSLT026 putative_periplasmic_proteinP18899
100 0 63 PSLT042 putative_integrase_proteinP32929
100 0 96 PSLT012 orf7 putative_bacterial_regulatory_proteins,_luxR_familyP07569
100 1 98 PSLT007 aPSLT010 putative_outer_membrane_proteinP03730
100 0 93 PSLT013 pefI plasmid-encoded_fimbriae;_regulatoryP07904
100 0 74 aPSLT105 PSLT107 putative_cytoplasmic_proteinP86973
100 0 48.039 PSLT074 finP antisense_RNA_determining_regionP61461

51.961 0 58 R830
100 0 74 aSTM0353
100 0 100 aSTM0476
100 0 100 aSTM0498
100 0 100 aSTM0522
100 0 99 aSTM0558
100 0 100 aSTM0600
100 1 100 aSTM1215



60.185 1 100
79 1 100
69 1 100
94 1 100 aSTM1268

62.264 1 100
61.682 1 100
61.386 1 100

90 1 100
62.617 1 100
64.706 0 100

43 0 100
57.282 1 100
75.248 1 100

71 1 100
94 0 100
91 1 100
61 1 100
79 1 100

61.765 1 100
60.194 1 100
53.465 1 100
58.416 1 100

74 1 100
62.376 1 100
64.356 1 100
56.604 1 100
59.223 1 100
62.162 1 100
67.619 1 100
61.818 1 100
60.396 1 100

100 0 100 aSTM2720
62.857 1 100

68 1 100
60.577 1 100

100 1 100 STM3041 prfB peptide_chain_release_factor_RF-2_3200746
100 1 100 STM2397 pgtB Phosphoglycerate_transport:_protein_for_signal_transmission2508498
100 1 100 STM2029 cbiF synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2107760
100 1 100 STM3577 tcp methyl-accepting_transmembrane_citrate/phenol_chemoreceptor3744842
100 1 100 STM0123 murE UDP-N-acetylmuramoylalanyl-D-glutamate_2,6-diaminopimelate_ligase_143479
100 1 100 STM0158 acnB aconitate_hydratase_2_185857
100 1 100 STM0148 putative_cytoplasmic_protein170860
100 0 61.538 STM0174 stiH putative_fimbriae203991
100 1 100 STM0193 fhuD ABC_superfamily_(bind__prot),_hydroxamate-dependent_iron_uptake226773
100 1 100 STM0234 ldcC lysine_decarboxylase_2,_constitutive276022
100 1 100 STM1514 ydeJ putative_Competence-damaged_protein1592376
100 0 61.538 STM3640 lpfA long_polar_fimbria3827449
100 1 100 STM0697 seqA negative_modulator_of_initiation_of_replication,_inhibits_open_complex_formation,_mutation_in_gene_alters_cell_membrane759191
100 1 100 STM1965 yedE paral_putative_membrane_component_of_transport_system2053742
100 1 100 STM3711 rfaF ADP-heptose;_LPS_heptosyltransferase_13906251
100 1 100 STM2024 cbiL synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2103704
100 1 100 STM1725 trpC bifunctional:_N-(5-phosphoribosyl)anthranilate_isomerase;_indole-3-glycerolphosphate_synthetase1821711



100 1 100 STM0081 putative_secreted_protein94131
100 1 100 STM3853 phoU regulatory_gene_for_high_affinity_phosphate_uptake4060000
100 1 99 STM0015 putative_bacteriophage_protein16088
100 1 100 STM3110 mutY adenine_DNA_glycosylase_3268685
100 1 100 STM3312 yrbE putative_ABC_superfamily_(membr)_transport_protein3478156
100 1 100 STM3347 yhcB putative_periplasmic_protein3514856
100 1 100 STM0632 ybeC putative_Sec-independent_protein_secretion_pathway_component694573
100 0 100 STM1110 putative_cytoplasmic_protein1197678
100 1 100 STM1152 yceK putative_outer_membrane_lipoprotein1240563
100 1 100 STM3497 yrfH heat_shock_protein,_predicted_small_RNA-binding_protein3653063
100 0 72.549 STM3522 rtcR sigma_N_(sigma_54)-dependent_regulator_of_rtcBA_expression_(EBP_familiy)_3684868
100 1 100 STM3544 yhhW putative_cytoplasmic_protein3713292
100 1 100 STM4541 mdoB phosphoglycerol_transferase_I4799699
100 1 100 STM1204 fhuE outer_membrane_receptor_for_Fe(III)-coprogen,_Fe(III)-ferrioxamine_B_and_Fe(III)-rhodotrulic_acid_uptake1287887
100 0 61.165 STM3527 putative_inner_membrane_protein3690286
100 0 100 STM3552 yhhA putative_outer_membrane_protein3722330
100 1 100 STM4545 putative_inner_membrane_protein4804164
100 1 100 STM4585 gpmB putative_phosphoglyceromutase_24842022
100 0 63 STM0295 putative_cytoplasmic_protein340044
100 1 100 STM3576 zntA P-type_ATPase_family,_Pb/Cd/Zn/Hg_transporting_ATPase_3742444
100 0 61.165 STM4572 stjB putative_fimbrial_usher_protein4826467
100 0 53.922 STM2726 Fels-2_prophage:_hypothetical_protein2868892
100 0 60.577 STM2747 putative_cytoplasmic_protein2887401
100 0 60.396 STM2763 putative_integrase2905475
100 1 100 STM2788 tricarboxylic_transport2936024
100 1 100 STM4244 yjbO putative_inner_membrane_protein4465126
100 1 100 STM4295 adiY transcriptional_activator_of_adiA_(AraC/XylS_family)4537638
100 1 100 STM0868 putative_transport_protein/putative_regulatorn940593
100 0 67.647 STM0896 Fels-1_prophage965341
100 1 100 STM2477 yffH putative_pyrophosphohydrolase2587089
100 0 45.098 STM0948 putative_cytoplasmic_protein1026941
100 1 100 STM2450 amiA N-acetylmuramoyl-l-alanine_amidase_I2560333
100 1 100 STM0936 hcr NADH_oxidoreductase_for_hcp_gene_product_1011983
100 1 100 STM0969 ycaM putative_APC_family,_amino-acid_transporter1050974
100 1 100 STM0994 mukB kinesin-line_cell_division_protein_involved_in_sister_chromosome_partitioning_1080209
100 0 59.223 STM1041 aSTM2594 Gifsy-2_prophage;_probable_minor_tail_protein1126009
100 0 100 STM4093 ftsN essential_cell_division_protein4301113
100 0 72 STM2901 putative_cytoplasmic_protein3045263
100 1 100 STM4343 frdA fumarate_reductase,_anaerobic,_flavoprotein_subunit4583982
100 1 100 STM2420 xapR regulator_for_XapA_(LysR_family)_2532394
100 0 66.337 STM0918 Fels-1_prophage;_putative_minor_tail_protein988625
100 1 100 STM2533 sseA putative_sulfurtransferase2672906
100 1 100 STM2569 yfhB putatative_phosphoserine_phosphatase2714568
100 1 100 STM2560 yjdL putative_POT_family,_di-/tripeptide_transport_protein_2702150
100 1 100 STM4349 yjeQ putative_GTPase4593638
100 1 100 STM2009 amn AMP_nucleosidase2091307
100 1 100 STM2316 nuoN NADH_dehydrogenase_I_chain_N_2424354
100 1 100 STM2360 putative_diaminopimelate_decarboxylase2471265
100 1 100 STM1198 pabC 4-amino-4-deoxychorismate_lyase_1281800
100 1 97 STM2056 pduV Propanediol_utilization2131003
100 0 100 STM3445 aSTM4146 tufA protein_chain_elongation_factor_EF-Tu_(duplicate_of_tufB)_3598302
100 1 100 STM1488 mlc transcriptional_repressor_of_ptsG_and_ptsHI,_global_repressor_of_carbohydrate_metabolism_(pts_operon)_(NagC/XylR_family)1565101



100 1 100 STM0304 sinR transcriptional_regulator348610
100 1 100 STM1441 putative_inner_membrane_protein1516547
100 1 100 STM4397 fklB FKBP-type_22KD_peptidyl-prolyl_cis-trans_isomerase_(rotamase)4633890
100 1 100 STM0115 leuO putative_transcriptional_regulator_(LysR_family)134569
100 0 100 STM1941 putative_inner_membrane_protein2034780
100 0 83 STM2006 putative_branched_chain_amino_acid_transport_protein2085406
100 0 53.465 STM4435 putative_cytoplasmic_protein4679372
100 1 100 STM2313 elaC putative_metal-dependent_hydrolase2419660
100 1 100 STM2340 putative_transketolase2453149
100 1 100 STM4464 putative_arginine_repressor4705807
100 0 62 STM4496 putative_ATPase_involved_in_DNA_repair4746985
100 1 100 STM2359 putative_amino_acid_transporter2469753
100 1 100 STM1190 yceD putative_metal-binding1275273
100 1 100 STM1343 nlpC lipoprotein 1422020
100 1 100 STM1084 yccK putative_sulfite_reductase,_gamma_subunit1173852
100 1 100 STM0301 safC putative_fimbriae_usher343566
100 1 100 STM0232 accA acetylCoA_carboxylase,_carboxytransferase_component,_alpha_subunit273043
100 1 100 STM0443 cyoA cytochrome_o_ubiquinol_oxidase_subunit_II497191
100 1 100 STM0153 aceF pyruvate_dehydrogenase,_dihydrolipoyltransacetylase_component_178918
100 1 100 STM1317 celG putative_glucosidase1396312
100 0 59.804 STM1360 ydiN putative_MFS_family_transport_protein1441353
100 1 100 STM2782 mig-14 putative_transcription_activator2929595
100 1 100 STM1460 ydgK putative_inner_membrane_protein1535006
100 1 100 STM1486 ynfM putative_MFS_familty_transport_protein_1562701
100 1 100 STM4229 malE ABC_superfamily_(bind_prot)_maltose_transport_protein,_substrate_recognition_for_transport_and_chemotaxis_4449329
100 1 100 STM0306 homologue_of_sapA349893
100 1 100 STM0377 yaiW putative_outer_membrane_lipoprotein431594
100 1 100 STM0407 secD preprotein_translocase,_IISP_family,_part_of_the_channel462331
100 1 100 STM0124 murF D-alanine:D-alanine-adding_enzyme144963
100 1 100 STM2363 cvpA membrane_protein_required_for_colicin_V_production2475891
100 1 100 STM2785 tctD tricarboxylic_transport:_regulatory_protein2933761
100 1 100 STM1370 sufB putative_ABC_transporter1452692
100 1 100 STM3561 livG ABC_superfamily_(atp_bind),_branched-chain_amino_acid_transporter,_high-affinity3729369
100 1 100 STM0461 mdlB putative_ABC_superfamily_(atp&membrane)_transporter_518531
100 1 100 STM0568 pheP APC_family,_phenylalanene_transporter624199
100 1 99.01 STM2210 aSTM2211 pseudogene;_frameshift2310186
100 1 100 STM4412 putative_pemease4651963
100 1 100 STM2645 yfiK paral_putative_transport_protein2785257
100 1 100 STM3641 yhjY putative_lipase3828491
100 1 100 STM3275 yhbV putative_protease3441259
100 1 100 STM2292 yfaX putative_transcriptional_regulator2399433
100 1 100 STM2540 hscB co-chaperone_protein_Hsc20,_believed_to_be_involved_in_assembly_of_Fe-S_clusters2680060
100 1 100 STM0027 bcfG fimbrial_chaparone30478
100 1 100 STM4415 fbp fructose-bisphosphatase4655498
100 1 100 STM4543 dnaC chromosome_replication;_initiation_and_chain_elongation4802792
100 0 61.261 STM2598 Gifsy-1_prophage2747787
100 1 100 STM4550 fhuF ferric_hydrozamate_transport,_involved_in_reduction_of_ferric_iron_in_cytoplasmic_ferrioxamine_B4808137
100 1 100 STM3709 kbl 2-amino-3-ketobutyrate_CoA_ligase_(glycine_acetyltransferase)3903917
100 1 100 STM3620 yhjQ putative_ATPase_involved_in_chromosome_partitioning3803463
100 1 100 STM3268 yraR putative_nucleoside-diphosphate-sugar_epimerase3436986
100 1 100 STM2282 glpQ glycerophosphodiester_phosphodiesterase,_periplasmic2387530
100 1 100 STM2277 nrdA ribonucleoside_diphosphate_reductase_1,_alpha_subunit_2381400



100 1 100 STM2894 invC surface_presentation_of_antigens;_secretory_proteins3036677
100 1 100 STM4083 yiiR putative_inner_membrane_protein4291842
100 1 100 STM0699 putative_cytoplasmic_protein761513
100 1 100 STM0737 sucB 2-oxoglutarate_dehydrogenase_(dihydrolipoyltranssuccinase_E2_component)804561
100 1 100 STM4005 glnG response_regulator_in_two-component_regulatory_system_with_GlnL_(EBP_family)_4212857
100 1 100 STM3469 pabA p-aminobenzoate_synthetase,_component_II3619759
100 1 100 STM3999 polA DNA_polymerase_I,_3'_-->_5'_polymerase,_5'_-->_3'_and_3'_-->_5'_exonuclease_4206131
100 1 100 STM0876 ybjN putative_cytoplasmic_protein947560
100 1 100 STM3459 yheS putative_ATPase_component_of_ABC_transporter_with_duplicated_ATPase_domain3609833
100 1 100 STM4265 soxS transcriptional_activator_of_superoxide_response_regulon_(AraC/XylS_family)4503970
100 1 100 STM2579 recO gap_repair_gene2723185
100 1 100 STM1879 ptrB protease_II 1971805
100 1 100 STM4172 zraP zinc-resistance_associated_protein4387727
100 1 100 STM4016 yshA putative_outer_membrane_protein4225010
100 1 100 STM1425 ydhE putative_MATE_family_transport_protein_1501962
100 0 100 STM2437 yfeJ putative_GMP_synthase_-_glutamine_amidotransferase_domain2549810
100 0 100 STM0946 STM1957;_STM2471;_STM3032;_STM347;_STM4311tnpA_1 IS200_transposase1025166
100 1 100 STM2661 yfiH putative_inner_membrane_protein2804819
100 1 100 STM0051 yaaF putative_purine_nucleoside_hydrolase60164
100 0 98 STM1007 aSTM2634 Gifsy-2_prophage1099854
100 0 91 STM1859 putative_cytoplasmic_protein1956231
100 1 100 STM3035 putative_periplasmic_protein3195958
100 0 97 STM4372 resembles_eukaryotic-type_potassium_channels4615573
100 1 100 STM4504 putative_cytoplasmic_protein4758454
100 1 100 STM2051 pduP Propanediol_utilization:_CoA-dependent_propionaldehyde_dehydrogenase2126221
100 1 100 STM4280 nrfD putative_nitrate_reductase,_formate_dependent4518883
100 1 100 STM1905 yecO putative_SAM-dependent_methyltransferases1999078
100 1 100 STM4258 putative_methyl-accepting_chemotaxis_protein4478486
100 1 100 STM0009 yaaH putative_regulator9376
100 0 91 STM2696 Fels-2_prophage:_similar_to_genes_in_phage_phiCTX2845811
100 1 100 STM0040 nhaR transcriptional_activator_of_nhaA_(LysR_family)_47418
100 1 100 STM3919 wzzE modulator_of_enterobacterial_common_antigen_(ECA)_polysaccharide_chain_length4128188
100 1 100 STM3962 yigL putative_hydrolase_of_the_HAD_superfamily4166892
100 1 100 STM3937 hemD uroporphyrinogen_III_synthase4144312
100 1 100 STM3070 epd D-erythrose_4-phosphate_dehydrogenase_3231877
100 1 100 STM1754 ychK putative_phosphoesterase1850043
100 0 100 STM1790 putative_thiol-disulfide_isomerase_and_thioredoxins1889069
100 1 100 STM3017 kduD 2-deoxy-D-gluconate_3-dehydrogenase3177574
100 1 100 STM2959 putative_glycerate_kinase_23109319
100 1 100 STM2985 ygdK putative_SufE_protein_probably_involved_in_Fe-S_center_assembly3137161
100 1 100 STM4053 putative_C4-dicarboxylate_transport_system4264693
100 1 100 STM2969 ygdH putative_nucleotide_binding3118842
100 1 100 STM4032 putative_acetyl_esterase4240489
100 1 100 STM3965 metE 5-methyltetrahydropteroyltriglutamate-homocysteine_S-methyltransferase4169762
100 1 100 STM3949 xerC putative_integrase/recombinase,_site-specific_4153787
100 1 100 STM3920 wecB UDP-N-acetyl_glucosamine_-2-epimerase4129290
100 1 100 STM4138 birA bifunctional:_biotin-[acetylCoA_carboxylase]_holoenzyme_synthetase;_biotin_operon_transcriptional_repressor_(BirA_family)4357697
100 1 100 STM2996 recC exonuclease_V,_subunit3152712
100 1 100 STM1742 oppF ABC_superfamily_(atp-binding),_oligopeptide_transport_protein1835623
100 1 100 STM4081 tpiA triosephosphate_isomerase4290265
100 1 100 STM0483 apt adenine_phosphoribosyltransferase540242
100 0 45.37 STM0538 putative_outer_membrane_protein600564



100 1 100 STM0585 fepA outer_membrane_porin,_receptor_for_ferric_enterobactin_(enterochelin)_and_colicins_B_and_D641558
100 1 100 STM0976 ycaP putative_inner_membrane_protein1060597
100 1 100 STM0303 ybeJ putative_xylanase/chitin_deacetylase346974
100 1 100 STM1547 putative_marR-family_transcriptional_regulator1624193
100 1 100 STM1586 putative_periplasmic_protein1672585
100 0 60.55 STM1625 ydcI putative_transcriptional_regulators,_LysR_family1714895
100 1 100 STM1661 ydaA putative_universal_stress_protein1755277
100 0 100 STM1650 putative_reverse_transcriptase1741765
100 0 100 STM1698 putative_inner_membrane_protein1790157
100 1 100 STM0509 putative_outer_membrane_protein569722
100 1 100 STM1001 putative_leucine_response_regulator1093080
100 1 100 STM0956 cydC ABC_superfamily_(atp&memb),_cytochrome-related_transporter_1031626
100 0 100 STM0620 citX putative_cytoplasmic_protein683274
100 1 100 STM0607 dsbG periplasmic_disulfide_isomerase,_thiol-disulphide_oxidase_669262
100 1 100 STM1732 ompW outer_membrane_protein_W;_colicin_S4_receptor;_putative_transporter1827893
100 1 100 STM1573 putative_cytoplasmic_protein1656405
100 1 100 STM1621 putative_periplasmic_protein1709056
100 1 100 STM1655 dbpA ATP-dependent_RNA_helicase,_stimulated_by_23S_rRNA_1748288
100 1 100 STM1685 ycjX putative_ATPase1778927
100 1 100 STM2957 ygcA putative_RNA_methyltransferase3105166
100 1 100 STM3006 ygdQ putative_integral_membrane_transport_protein3164258
100 1 100 STM3036 putative_inner_membrane_protein3196484
100 1 100 STM3099 yggR putative_protein_transport_3259946
100 1 100 STM0447 tig peptidyl-prolyl_cis/trans_isomerase,_trigger_factor;_a_molecular_chaperone_involved_in_cell_division501665
100 1 100 STM3583 yhhU putative_Phosphopantetheinyl_transferase3750673
100 1 100 STM3679 putative_cytoplasmic_protein3865900
100 1 100 STM3767 putative_cytoplasmic_protein3967814
100 1 100 STM3176 ygiW putative_outer_membrane_protein3340254
100 1 100 STM3015 ygeA putative_aspartate_racemase3174982
100 0 58.879 STM3079 putative_hydrolase_or_acyltransferase3240644
100 0 65.347 STM3123 putative_arylsulfatase_regulator3282394
100 1 100 STM3628 dppC ABC_superfamily_(membrane),_dipeptide_transport_protein_2_3812334
100 1 100 STM3665 avtA valine-pyruvate_aminotransferase3852732
100 1 100 STM3697 putative_mandelate_racemase_/_muconate_lactonizing_enzyme_family3891455
100 1 100 STM3748 yicH putative_inner_membrane_protein3942764
100 1 100 STM0358 res DNA_restriction_(DNA_helicase405299
100 1 100 STM2853 hycA transcriptional_repressor_of_hyc_and_hyp_operons2999127
100 1 100 STM3132 putative_xylanase/chitin_deacetylase3292183
100 1 100 STM2855 hypB hydrogenase-3_accessory_protein,_assembly_of_metallocenter3000223
100 1 100 STM2182 yohK putative_transmembrane_protein2278317
100 1 100 STM2084 rfbM LPS_side_chain_defect:_mannose-1-phosphate_guanylyltransferase2163853
100 1 100 STM2121 dcd dUTPase 2206886
100 0 100 STM2248 STM3813 ccmG heme_lyase/disulfide_oxidoreductase,_cytochrome_c-type_biogenesis2348433
100 1 100 STM2218 yejE putative_ABC-type_dipeptide/oligopeptide/nickel_transport_systems,_permease_component2319128
100 1 100 STM2145 yegW putative_regulatory_protein,_gntR_family_2239479
100 1 100 STM1844 htpX heat_shock_protein,_integral_membrane_protein1940059
100 1 100 STM3418 rpsM 30S_ribosomal_subunit_protein_S133585376
100 1 100 STM3591 uspA universal_stress_protein_A3760855
100 1 100 STM3341 sspB stringent_starvation_protein_B3510047
100 1 100 STM3612 kdgK ketodeoxygluconokinase3787580
100 1 100 STM3512 gntT GntP_family,_high-affinity_gluconate_permease_in_GNT_I_system3670390
100 1 100 STM4404 cysQ affects_pool_of_3'-phosphoadenosine-5'-phosphosulfate_in_pathway_of_sulfite_synthesis4641771



100 1 100 STM3182 yqiA putative_esterase3345882
100 1 100 STM2837 srlR transcriptional_repressor_for_glucitol_operon_(DeoR_family)_2981637
100 1 100 STM2186 putative_NADPH-dependent_glutamate_synthase_beta_chain_or_related_oxidoreductase2281393
100 1 100 STM3162 yghB putative_DedA_family,_membrane_protein3322322
100 1 100 STM1408 ssaI Secretion_system_apparatus1490032
100 1 100 STM0734 sdhA succinate_dehydrogenase,_flavoprotein_subunit798722
100 1 100 STM0801 ybhK putative_cytoplasmic_protein869333
100 0 66.337 STM0858 putative_dehydrogenase_(flavoproteins)930332
100 1 100 STM1175 flgC flagellar_biosynthesis,_cell-proximal_portion_of_basal-body_rod1258667
100 1 100 STM0793 bioA 7,8-diaminopelargonic_acid_synthetase858794
100 0 44.762 STM0839 putative_inner_membrane_protein907237
100 1 100 STM3332 yhcG putative_cytoplasmic_protein3500618
100 1 100 STM3756 rmbA putative_cytoplasmic_protein3954069
100 1 100 STM3188 ygiC putative_glutathionylspermidine_synthase3350932
100 1 100 STM1404 sseF Secretion_system_effector1487975
100 1 100 STM0833 ompX outer_membrane_protease,_receptor_for_phage_OX2899534
100 1 97 STM4384 sgaB putative_PTS_enzyme_IIsga_subunit4626646
100 0 62.5 STM4430 putative_sugar_kinase,_ribokinase_family4673403
100 1 100 STM0394 araJ MFS_family,_arabinose_polymer_transporter_444896
100 0 99 STM4525 hsdM DNA_methylase_M,_host_modification4779012
100 1 100 STM0453 ybaV putative_DNA_uptake_protein_and_related_DNA-binding_proteins510688
100 1 100 STM0551 putative_Diguanylate_cyclase/phosphodiesterase_domain_0612233
100 0 100 STM0554;_aSTM0555homology_to_integrase_protein_of_phage613593
100 1 99 STM0298 putative_integrase_core_domain341178
100 0 100 STM0342 putative_periplasmic_protein386310
100 1 99 STM0344 putative_response_regulator388783
100 1 100 STM2967 syd interacts_with_secY3117267
100 1 97 STM4316 putative_cytoplasmic_protein4562022
100 0 99 STM4071 putative_Mannose-6-phosphate_isomerase4280242
100 1 100 STM3783 putative_periplasmic_protein3983664
100 1 100 STM3143 hybG hydrogenase-2_operon_protein3307202
100 1 100 STM1535 putative_hydrogenase_protein1610389
100 0 100 STM1520 marR transcriptional_repressor_of_marRAB_operon,_multiple_antibiotic_resistance_protein1597497
100 1 99 STM3805 yidH putative_inner_membrane_protein4006736
100 1 100 STM3744 recG DNA_helicase,_resolution_of_Holliday_junctions,_branch_migration3936881
100 1 100 STM3623 yhjT putative_inner_membrane_protein3806232
100 1 100 STM3795 ilvN acetolactate_synthase_I,_small_subunit3995623
100 0 51.923 STM3516 putative_cytoplasmic_protein3679693
100 1 100 STM1366 putative_protein_PaaI,_possibly_involved_in_aromatic_compounds_catabolism1449557
100 0 100 STM4133 ileU glutamate_tRNA_2_(duplicate_of_gltU,V,W)4352741
100 0 85 STM1865 putative_cytoplasmic_protein1961663
100 0 98 STM4478 putative_cytoplasmic_protein4722003
100 0 100 STM4000 spf spot_42_RNA,_inhibition_of_DNA_synthesis4209084
100 0 100 STM4140 pseudogene;_no_in-frame_start4359725
100 1 98 STM3911 putative_inner_membrane_protein4119514
100 0 99 STM3387 yhdU putative_periplasmic_protein3557611
100 1 100 STM3308 yrbA putative_transcriptional_regulator_(BolA_family)3476208
100 0 100 STM1939 putative_glucose-6-phosphate_dehydrogenase2032589
100 0 86 PSLT054 samB mutagenesis_by_UV_and_mutagens;_related_to_umuDC_operonP46078
100 0 79 PSLT055 samA mutagenesis_by_UV_and_mutagens;_related_to_umuDC_operonP47352
100 0 63.889 PSLT040 spvA Salmonella_plasmid_virulence:_outer_membrane_proteinP30148
100 0 63 PSLT064 putative_inner_membrane_proteinP53359



100 0 76 PSLT051 putative_cytoplasmic_proteinP42461
100 0 72 PSLT024 aPSLT023 hypothetical_proteinP17369
100 0 63.366 PSLT062 putative_cytoplasmic_proteinP52188
100 0 47 PSLT004 repA3 DNA_replicationP01723

60.952 0 60.952 stbA R20506
100 0 100 aSTM2267
100 0 100 aSTM2351
100 0 100 aSTM2355
100 0 100 aSTM2473
100 1 100 STM2479 aegA putative_oxidoreductase2589615
100 0 69 STM2509 putative_IS3-like_transposase2622292
66 1 100
41 1 100

100 0 100 aSTM0541
62.037 1 100
61.538 1 100
54.717 1 100

100 1 100 aSTM0373
57.843 1 100
63.107 1 100

62 1 100
83 1 100

64.356 1 100
90.099 1 100
62.376 1 100
61.468 1 100
59.813 1 100
64.22 1 100

61 1 100
100 0 100 aSTM0907 aSTM1869A
60 1 100

61.321 1 100
62 1 100

100 0 100 STM0055 STM0767;_aSTM3352 putative_oxalacetate_decarboxylase,_subunit_alpha64862
90 1 100
97 1 100

100 0 100 aSTM4185
60.784 1 100
48.039 1 100
65.714 1 100

100 0 100 aSTM4514
63.107 1 100
61.765 1 100

94 1 100
60.396 0 100
60.577 1 100
60.396 1 100

100 1 100 STM3821 torD cytoplasmic_chaperone_which_interacts_with_TorA4020186
100 1 100 STM3843 trmE GTPase_for_tRNA_modification_and_thiophene_and_furan_oxidation4048213
100 1 100 STM3871 atpB membrane-bound_ATP_synthase,_F0_sector,_subunit_a,_important_for_FO_assembly4079352
100 1 100 STM3715 rfaZ lipopolysaccharide_core_biosynthesis3910807
100 1 100 STM3313 yrbF putative_ABC_superfamily_(atp_bind)_transport_protein3478946



100 0 100 STM3350 putative_inner_membrane_protein3517981
100 1 100 STM3342 sspA stringent_starvation_protein_A,_regulator_of_transcription_3510553
100 1 100 STM3374 mreB rod_shape-determining_protein;_HSP70_class_molecular_chaperones_involved_in_cell_morphogenesis3543516
100 1 100 STM0637 dacA D-alanyl-D-alanine_carboxypeptidase,_penicillin-binding_protein_5_698401
100 0 65.385 STM0659 hscC putative_heatshock_protein,_homolog_of_hsp70_in_Hsc66_subfamily722533
100 1 100 STM0693 fur transcriptional_repressor_of_iron-responsive_genes_(Fur_family)_(ferric_uptake_regulator)756394
100 1 100 STM3824 torR response_regulator_in_multi-component_regualtory_system_wtih_TorS_(sensory_kinase)_and_TorT_(periplasmic_sensor),_regulates_tor_operon_(TorR_family)_4024667
100 1 100 STM1537 putative_Ni/Fe-hydrogenase_1_b-type_cytochrome_subunit1611302
100 0 67.961 STM3828 dgoA galactonate_dehydratase_in_bifunctional:_2-oxo-3-deoxygalactonate_6-phosphate_aldolase_and_galactonate_dehydratase_4030635
100 1 100 STM3848 yidZ putative_transcriptional_regulator,_LysR_family4055233
100 1 100 STM3880 kup KUP_family,_potassium_transport_system,_low_affinity4089594
100 1 100 STM1332 rfc O-antigen_polymerase1410087
100 1 100 STM0776 galE UDP-galactose_4-epimerase_840581
100 1 100 STM2030 cbiT synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2108517
100 1 100 STM3714 rfaK putative_hexose_transferase,_lipopolysaccharide_core_biosynthesis3909561
100 0 100 STM0084 putative_sulfatase95959
100 1 100 STM0138 yacG putative_cytoplasmic_protein162263
100 1 100 STM0171 yadF putative_carbonic_anhydrase201410
100 1 100 STM0211 yaeH putative_cytoplasmic_protein247318
100 1 100 STM3405 smf putative_protein_involved_in_DNA_uptake3575680
100 1 100 STM3461 putative_cytoplasmic_protein3612126
100 1 100 STM1211 ndh respiratory_NADH_dehydrogenase_2;_cupric_reductase_1294454
100 1 100 STM1253 putative_inner_membrane_protein1337448
100 1 100 STM1286 mipA scaffolding_protein_for_murein-synthesizing_holoenzyme1364189
100 1 100 STM2116 wzc putative_tyrosine-protein_kinase_in_colanic_acid_export2198900
100 1 100 STM1214 ycfR putative_outer_membrane_protein1297428
100 1 99 STM1261 putative_cytoplasmic_protein1345317
100 1 100 STM1288 putative_aldehyde_reductase1366518
100 1 100 STM2119 yegH putative_inner_membrane_protein2203325
100 1 100 STM4600 lasT putative_tRNA/tRNA_methyltransferase4856722
100 0 60.952 STM2753 putative_dehydrogenase2891101
100 1 100 STM2109 gmd GDP-D-mannose_dehydratase_in_colanic_acid_gene_cluster_2192603
100 1 100 STM2136 yegQ putative_protease_2229684
100 0 63.208 STM0275 putative_cytoplasmic_protein316307
100 0 99 STM0297 putative_transposase340755
100 0 73 STM0329 putative_3-isopropylmalate_isomerase_(dehydratase),_subunit_with_LeuD_372773
100 1 100 STM1061 ycbY putative_N6-adenine-specific_DNA_methylase1149884
100 1 100 STM4126 udhA soluble_pyridine_nucleotide_transhydrogenase_4343980
100 1 100 STM2915 ygbM putative_endonuclease3058032
100 1 100 STM2386 yfcN putative_Smr_domain2496760
100 1 100 STM2424 yfeR putative_transcriptional_regulator,_LysR_family2536770
100 0 59.459 STM0921 Fels-1_prophage;_putative_minor_tail_protein992892
100 1 100 STM2526 ndk nucleoside_diphosphate_kinase2660070
100 0 59.804 STM0915 Fels-1_prophage986714
100 1 100 STM2510 guaA GMP_synthetase_2622805
100 1 100 STM2544 yfhP believed_to_be_involved_in_assembly_of_Fe-S_clusters2682931
100 0 65.347 STM2586 aSTM1868 Gifsy-1_prophage:_similar_to_phage_tail_assembly_protein2733337
100 1 100 STM4059 cpxR response_reguator_in_two-component_regulatory_system_with_CpxA,_regulates_expression_of_protein_folding_and_degrading_factors_(OmpR_family)_4269746
100 0 87 STM4213 putative_phage_tail_sheath_protein4433964
100 1 100 STM2911 putative_permease3053279
100 0 78 STM2944 ygcB putative_helicase3084040
100 1 100 STM2441 cysA ABC_superfamily_(atp_bind),_sulfate_permease_A_protein;_chromate_resistance_2552630



100 1 100 STM2486 putative_inner_membrane_protein2601110
100 1 100 STM0972 homologous_to_secreted_protein_sopD1054061
100 1 100 STM1003 putative_transcriptional_regulator,_Lrp_family1095317
100 1 100 STM0991 smtA S-adenosylmethionine-dependent_methyltransferase_1077406
100 1 100 STM1953 yedO putative_1-cyclopropane-carboxylate_deaminase2042050
100 1 100 STM2075 hisH glutamine_amidotransferase,_subunit_with_HisF2154058
100 1 100 STM2333 yfbS putative_response_regulator2443994
100 1 100 STM2054 pduT Propanediol_utilization:_polyhedral_bodies2130094
100 1 100 STM1270 yeaS paral_putative_transport_protein1350595
100 1 100 STM1132 putative_sugar_transort_protein1221641
100 1 100 STM1327 ydiY putative_salt-induced_outer_membrane_protein1406311
100 1 100 STM0371 prpE putative_acetyl-CoA_synthetase,_propionate_catabolism_operon_421688
100 1 100 STM1318 katE catalase;_hydroperoxidase_HPII(III),_RpoS_dependent1397114
100 1 100 STM4355 yjeS putative_Fe-S_protein4597229
100 0 100 aSTM1995
100 1 100 STM1390 orf242 putative_regulatory_proteins,_merR_family1475260
100 1 100 STM4378 yjfN putative_inner_membrane_protein4621281
100 0 64.356 STM4418 sugar_(and_other)_transporter4659425
100 1 100 STM2276 ubiG 3-demethylubiquinone-9_3-methyltransferase_and_2-octaprenyl-6-hydroxy_phenol_methylase2380316
100 0 63.462 STM4494 putative_ABC-type_sugar/spermidine/putrescine_transport_systems,_ATPase_component4742171
100 1 100 STM4519 putative_NAD-dependent_aldehyde_dehydrogenase4774458
100 1 100 STM2298 pmrF putative_glycosyl_transferase2405113
100 1 99 STM2332 putative_hydrolase_of_HD_superfamily2443303
100 0 63.889 STM4537 putative_PTS_permease4795858
100 1 100 STM1269 putative_chorismate_mutase1349853
100 0 64.22 STM0200 stfG putative_minor_fimbrial_subunit;_putative_adhesin235734
100 1 100 STM0368 prpB putative_carboxyphosphonoenolpyruvate_mutase417977
100 1 100 STM2649 trxC thioredoxin_2,_redox_factor2788654
100 1 100 STM0390 aroM protein_of_aro_operon,_regulated_by_aroR441859
100 1 100 STM4236 dgkA diacylglycerol_kinase4458772
100 1 100 STM2347 yfcE putative_phosphoesterase2459019
100 1 100 STM2297 yfbE putative_DegT/DnrJ/EryC1/StrS_family2403953
100 1 100 STM4226 yjbA putative_inner_membrane_protein4446172
100 1 100 STM1375 ynhG putative_LysM_domain1457989
100 1 100 STM1582 nhoA putative_arylamine_N-acetyltransferase1668376
100 1 100 STM2265 ada bifunctional:_O6-methylguanine-DNA_methyltransferase;_transcription_activator/repressor_(AraC/Xyl_family)_2363134
100 1 100 STM3785 putative_regulatory_protein,_gntR_family3984439
100 1 100 STM2577 acpS holo-[acyl-carrier-protein]_synthase,_subunit_(CoA:apo-[acyl-carrier-protein]_pantetheinephosphotransferase,_phosphopanthetheinyltransferase)2722062
100 1 100 STM0165 speD S-adenosylmethionine_decarboxylase,_proenzyme194201
100 1 100 STM2061 sbmC DNA_gyrase_inhibitor2135405
100 1 100 STM0146 ampD N-acetyl-anhydromuramyl-L-alanine_amidase169354
100 1 100 STM0156 putative_periplasmic_protein183042
100 1 100 STM1333 thrS threonine_tRNA_synthetase_1412202
100 1 100 STM0425 thiI sulfur_transfer_protein_(from_cys_to_ThiS_and_from_IscS_to_U8-tRNA)_477868
100 1 100 STM1477 ydgI putative_amino_acid_transporter1552544
100 1 100 STM0495 ybaK putative_cytoplasmic_protein555403
100 1 100 STM0496 ybaP putative_cytoplasmic_protein556084
100 1 100 STM0594 fepB ABC_superfamily_(peri_perm),_ferric_enterobactin_(enterochelin)_tranporter_654990
100 1 100 STM4475 valS valine_tRNA_synthetase4717013
100 1 100 STM4598 arcA response_regulator_(OmpR_family)_in_two-component_regulatory_system_with_ArcB_(or_CpxA),_regulates_genes_in_aerobic_pathways_4855370
100 1 100 STM3216 putative_methyl-accepting_chemotaxis_protein3380802
100 1 100 STM3743 spoU putative_tRNA/rRNA_methyltransferase3936186



100 1 100 STM1260 putative_inner_membrane_protein1343990
100 1 100 STM2421 xapB MFS_superfamily,_xanthosine_permease2533547
100 1 100 STM2773 iroB putative_glycosyl_transferase,_related_to_UDP-glucuronosyltransferase2916377
100 0 61.386 STM2604 Gifsy-1_prophage:_similar_to_head_protein_gpshp_of_phage_212751976
100 1 100 STM1019 STM2621 Gifsy-2_prophage1109305
100 0 56.863 STM2606 Gifsy-1_prophage:_similar_to_head-tail_preconnector_gp4_of_phage_212753822
100 1 100 STM2642 yfiC putative_transferase2782035
100 1 100 STM3192 putative_arylsulfate_sulfotransferase3355503
100 1 100 STM3587 yhiI paral_putative_membrane_protein3755696
100 1 100 STM3490 yrfB putative_inner_membrane_protein3644757
100 1 100 STM2453 putative_cytoplasmic_protein2562583
100 1 100 STM2887 spaS surface_presentation_of_antigens;_secretory_proteins3031533
100 0 98 STM2465 eutM putative_detox_protein_in_ethanolamine_utilization2575212
100 1 100 STM4056 yiiM putative_cytoplasmic_protein4267166
100 1 100 STM0661 ybeK putative_purine_nucleoside_hydrolase725558
100 1 100 STM0708 ybfA putative_periplasmic_protein774461
100 1 100 STM2900 invH invasion_protein3044389
100 1 100 STM0552 fimW putative_fimbrial_protein612706
100 1 100 STM0784 ybhA putative_hydrolase_of_the_HAD_superfamily848199
100 1 100 STM0771 putative_ABC-type_cobalamin/Fe3+-siderophores_transport_system,_ATPase_component835496
100 1 100 STM1070 ompA putative_hydrogenase,_membrane_component1160965
100 1 100 STM1177 flgE flagellar_biosynthesis,_hook_protein_1259808
100 1 100 STM1776 prfA peptide_chain_release_factor_RF-11873331
100 1 100 STM1928 otsA trehalose-6-phosphate_synthase2023300
100 1 99 STM1999 putative_cytoplasmic_protein2081709
100 1 100 STM3869 atpF membrane-bound_ATP_synthase,_F0_sector,_subunit_b4078536
100 1 100 STM1435 gloA glyoxalase_I,_nickel_isomerase1512450
100 1 100 STM1952 yecS putative_ABC-type_amino_acid_transporter,_permease_component2041361
100 1 100 STM1675 putative_short-chain_alcohol_dehydrogenase1768000
100 1 100 STM2638 rseB anti_sigma_E_(sigma_24)_factor,_negative_regulator2777790
100 1 100 STM0730 gltA citrate_synthase795954
100 1 100 STM1230 phoQ sensory_kinase_protein_in_two-component_regulatory_system_with_PhoP,_ligand_is_Mg+_1317226
100 1 100 STM4175 purD phosphoribosylglycinamide_synthetase_(GAR_synthetase)4391161
100 1 100 STM3286 infB protein_chain_initiation_factor_IF-2_3453610
100 1 99 STM2041 pduD Propanediol_utilization:_dehydratase,_medium_subunit2119633
100 1 100 STM4453 treC trehalose-_6-P_hydrolase,_alternative_inducer_of_maltose_system,_cytoplasmic_4695100
100 1 100 STM1394 ssaC Secretion_system_apparatus1480402
100 1 100 STM1194 fabD malonyl-CoA-[acyl-carrier-protein]_transacylase1278281
100 1 100 STM1705 osmB osmotically_inducible_lipoprotein1799923
100 1 100 STM3355 putative_tartrate_dehydratase_alpha_subunit3522864
100 1 100 STM3721 rfaP lipopolysaccharide_core_biosynthesis;_phosphorylation_of_core_heptose3915948
100 0 79 STM1009 STM2632 Gifsy-2_prophage;_exodeoxyribonuclease1101256
100 1 100 STM1143 csgB minor_curlin_subunit_precursor,_nucleator_for_assembly_of_adhesive_surface_organelles1231133
100 1 100 STM3979 ubiB FMN_reductase4185162
100 1 100 STM2673 rplS 50S_ribosomal_subunit_protein_L192814873
100 1 100 STM3925 wecE TDP-4-oxo-6-deoxy-D-glucose_transaminase_4133663
100 1 100 STM3906 putative_cytoplasmic_protein4115668
100 1 100 STM1181 flgI putative_flagella_basal_body_protein1263356
100 1 100 STM3477 cysG siroheme_synthase,_catalyses_four_separate_reactions_that_are_required_for_the_transformation_of_uroporphyrinogen_III_into_siroheme3627468
100 1 100 STM3002 lgt phosphatidylglycerol-prolipoprotein_diacylglyceryl_transferase3158818
100 1 100 STM3210 dnaG DNA_biosynthesis;_DNA_primase3374506
100 1 100 STM0427 phnU 2-aminoethylphosphonate_transporter,_memrane_component480160



100 1 100 STM4036 fdoH formate_dehydrogenase-O,_Fe-S_subunit_4243843
100 1 100 STM0828 glnQ ABC_superfamily_(atp_bind),_glutamine_high-affinity_transporter_894742
100 1 100 STM3982 fadA 3-ketoacyl-CoA_thiolase;_(thiolase_I,_acetyl-CoA_transferase),_in_complex_with_FadB_catalyzes_EC_2.3.1.16_reaction4188137
100 1 100 STM1914 flhB putative_part_of_export_apparatus_for_flagellar_proteins2010283
100 1 100 STM0996 ycbK putative_outer_membrane_protein1087121
100 1 100 STM3677 sgbE L-ribulose-5-phosphate_4-epimerase3863965
100 1 100 STM0179 yadE putative_xylanase/chitin_deacetylase209795
100 1 100 STM0608 ahpC alkyl_hydroperoxide_reductase,_C22_subunit;_detoxification_of_hydroperoxides670449
100 1 100 STM3011 galR transcriptional_repressor_of_galETK_operon_(GalR/LacI_family)3170624
100 1 100 STM4039 putative_inner_membrane_lipoprotein4249107
100 1 100 STM1893 zunB ABC_superfamily_(atp_bind)_high_affinity_Zn_transport_protein_1988190
100 1 100 STM1559 putative_glycosyl_hydrolase1638192
100 1 100 STM1578 narY nitrate_reductase_2,_beta_subunit_1664425
100 1 100 STM1580 narV nitrate_reductase_2,_gamma_subunit1666661
100 1 100 STM0337 stbD putative_fimbriae;_usher379705
100 1 100 STM1739 cls cardiolipin_synthase_1832868
100 1 100 STM1800 ycgQ putative_homologs_of_microcin_C7_resistance_protein_MccF1898798
100 1 100 STM1847 yebR putative_GAF_domain-containing_protein1943986
100 1 100 STM1891 znuA ABC_superfamily_(bind_prot)_high_affinity_Zn_transport_protein1986415
100 1 100 STM1663 ynaI putative_integral_membrane_protein1756772
100 0 100 STM0479 putative_transposase537930
100 1 100 STM0613 putative_hydrogenase_protein676537
100 0 73 STM0571 putative_inner_membrane_protein629330
100 1 100 STM0591 fepG ABC_superfamily_(membrane),_ferric_enterobactin_transporter651576
100 1 100 STM0341 putative_inner_membrane_protein385573
100 1 100 STM0624 citC citrate_lyase_synthetase_(citrate_(pro-3S)-lyase_ligase686566
100 0 62.376 STM1552 putative_cytoplasmic_protein1627919
100 1 100 STM1793 putative_cytochrome_oxidase,_subunit_II1891949
100 0 60.784 STM1630 putative_inner_membrane_protein1720151
100 1 100 STM1886 zwf glucose-6-phosphate_dehydrogenase1979667
100 0 59.292 STM1933 putative_ribose_5-phosphate_isomerase2027922
100 0 63.462 STM3169 putative_dicarboxylate-binding_periplasmic_protein3331597
100 1 100 STM2692 putative_HlyD_family_secretion_protein2842712
100 1 100 STM3069 pgk phosphoglycerate_kinase3230692
100 1 100 STM0410 putative_regulatory_protein465699
100 1 100 STM3152 putative_methyl-accepting_chemotaxis_protein3314324
100 1 100 STM2832 srlA PTS_family,_glucitol/sorbitol-specific_enzyme_IIC_component,one_of_two_IIC_components2978308
100 0 100 STM0266 putative_cytoplasmic_protein304665
100 1 100 STM4529 putative_cytoplasmic_protein4785923
100 1 100 STM2978 fucU conserved_protein_of_fucose_operon3131516
100 0 92 STM2697 Fels-2_prophage:similar_to_orfG_protein_in_phage_1862846293
100 1 100 STM0386 proC pyrroline-5-carboxylate_reductase439256
100 1 100 STM0439 cyoE protohaeme_IX_farnesyltransferase_(haeme_O_biosynthesis)493354
100 1 100 STM3004 ygdP putative_invasion_protein;_NTP_pyrophosphohydrolase3162168
100 1 100 STM4445 putative_dihydroorotase4686469
100 1 100 STM1504 ynfA putative_inner_membrane_lipoprotein1581800
100 1 100 STM3908 ilvY positive_regulator_for_ilvC_(LysR_family)_4116326
100 1 100 STM2838 gutQ putative_polysialic_acid_capsule_expression_protein2982442
100 0 100 STM3540 yhgN putative_inner_membrane_protein3709861
100 0 100 STM0350 homology_to_outer_membrane_efflux_protein392419
100 1 100 STM2828 oraA regulator 2974237
100 1 100 STM2191 galS transcriptional_repressor_of_mgl_operon_(GalR/LacI_family)2288115



100 1 100 STM2226 yejK nucleotide_associated_protein,_present_in_spermidine_nucleoids2327474
100 1 100 STM2140 yegS putative_diacylglycerol_kinase_catalytic_domain2234013
100 1 100 STM2172 yohG putative_Outer_membrane_efflux_protein2268829
100 1 100 STM2204 fruA Sugar_Specific_PTS_system,_fructose-specific_transport_protein_2303581
100 1 100 STM2142 yegT putative_MFS_family_transport_protein_2236271
100 1 100 STM2175 putative_monooxygenase2271771
100 1 100 STM3671 yiaM putative_transporter3858208
100 1 100 STM0930 orfB putative_cytoplasmic_protein1005367
100 1 100 STM4369 yjfH putative_tRNA/rRNA_methyltransferase4613593
100 1 100 STM3451 yheN putative_ACR_involved_in_intracellular_sulfur_reduction3603486
100 1 100 STM4362 hflX putative_GTP-ase,_together_with_HflCK_possibly_involved_in_phage_lambda_cII_repressor_stability_4604955
100 1 100 STM3279 mtr HAAAP_family,_tryptophan-specific_transport_protein3444787
100 1 100 STM4583 trpR transcriptional_repressor_for_trp_operon_and_aroH_(TrpR_family)4841030
100 1 100 STM2820 yqaB putative_phosphoglucomutase2968990
100 1 100 STM2213 yeiU putative_permease2312525
100 1 100 STM3112 mltC membrane-bound_lytic_murein_transglycosylase_C_3270153
100 0 100 STM3061 ygfA putative_ligase3222350
100 1 100 STM0756 nadA quinolinate_synthetase,_A_protein820233
100 1 100 STM0821 dinG LexA_regulated_(SOS)_repair_enzyme887158
100 1 100 STM3042 recJ ssDNA_exonuclease,_5'_-->_3'_specific,_Mg_dependent3201949
100 1 100 STM3267 yraP paral_putative_periplasmic_protein3436344
100 1 100 STM0806 moaE molybdopterin_converting_factor,_subunit_2872889
100 1 100 STM0852 yliG putative_Fe-S_oxidoreductases_family_1923529
100 1 100 STM1384 ttrC Tetrathionate_reductase_complex,_subunit_C1469410
100 1 100 STM3231 yqjK putative_inner_membrane_protein3397501
100 0 100 STM2771 aSTM1959 fljB Flagellar_synthesis:_phase_2_flagellin_(filament_structural_protein)2913230
100 1 100 STM3073 putative_ABC-type_cobalt_transport_system,_permease_component_CbiQ_and_related_transporter3234327
100 1 100 STM0843 pflF putative_pyruvate_formate_lyase_911347
100 1 100 STM0378 yaiY putative_inner_membrane_protein432726
100 1 100 STM0446 bolA morphogene;_putative_regulator_of_murein_genes_(BolA_family)501001
100 0 64.706 STM4489 putative_superfamily_I_DNA_helicases4731963
100 0 78 STM2694 Fels-2_prophage:_similar_to_late_control_gene_B_in_phage2844427
100 0 61.386 STM4535 putative_PTS_permease4794934
100 0 98 STM4335 ecnA putative_entericidin_A_precursor4580195
100 0 58.654 STM4320 putative_bacterial_regulatory_protein,_merR_family4565999
100 1 100 STM4324 cutA putative_periplasmic_divalent_cation_tolerance_protein;_cytochrome_c_biogenesis4569061
100 1 100 STM4340 frdD fumarate_reductase,_anaerobic,_membrane_anchor_polypeptide4582479
100 1 100 STM2899 invF invasion_protein3043282
100 1 100 STM1779 ipk isopentenyl_monophosphate_kinase1876644
100 1 100 STM2709 Fels-2_prophage:_similar_to_gpJ,_base_plate_of_tail,_in_phage_P22857059
100 1 100 STM2107 wcaH GDP-mannose_mannosyl_hydrolase_in_colanic_acid_biosynthesis2191160
100 1 100 STM3605 putative_phage_endolysin3779106
100 1 100 STM3303 rpmA 50S_ribosomal_subunit_protein_L273472501
100 1 100 STM3111 yggX putative_cytoplasmic_protein3269765
100 1 100 STM3052 putative_outer_membrane_protein3210788
100 1 100 STM1888 pykA pyruvate_kinase_II,_glucose_stimulated1982477
100 1 100 STM1644 ydbL putative_periplasmic_protein1736631
100 1 99 STM3361 yhcN putative_outer_membrane_protein3528863
100 1 100 STM2059 yeeX putative_cytoplasmic_protein2133648
100 1 100 STM0290 putative_cytoplasmic_protein332086
100 1 100 STM2426 putative_cytoplasmic_protein2538781
100 0 59.434 STM2584 gogB Gifsy-1_prophage:_leucine-rich_repeat_protein2728976



100 1 99 STM2492 putative_Glycerate_kinase2606156
100 1 100 STM2518 yfgJ putative_cytoplasmic_protein2651147
100 1 100 STM2380 yfcL putative_cytoplasmic_protein2492048
100 1 100 STM2400 putative_inner_membrane_protein2513797
100 1 100 STM1770 chaB cation_transport_regulator1868756
100 1 100 STM0635 lipB putative_ligase_in_lipoate_biosynthesis697288
100 1 100 STM0688 ybfN putative_lipoprotein750990
100 1 100 STM2365 folC multifunctional_folylpolyglutamate_synthase;_dihydrofolate_synthase,_also_has_formylTHF_polyglutamate_synthase_activity_2477354
100 0 62.5 PSLT046 putative_carbonic_anhydraseP37528
100 0 60.784 PSLT025 putative_cytoplasmic_proteinP18119
100 0 61.386 PSLT001 putative_cytoplasmic_proteinP00094
100 0 65.385 PSLT111 finO conjugative_transfer:_regulationP93355
100 0 63 PSLT061 putative_inner_membrane_proteinP50928
100 0 63 PSLT027 ccdA toxin_addiction_system:_antidoteP20096
100 0 77.451 PSLT002 putative_phospholipase_DP00712
100 0 41.026 PSLT005 tap replication_of_plasmidP01850

56.731 0 66 R1032
100 1 100 STM0475 acrB RND_family,_acridine_efflux_pump_529247
100 0 100 aSTM0479
100 0 97 aSTM0521
100 1 99 STM0555 pseudogene;_frameshift_relative_to_E._coli_IS3_putative_transposase_(GB:AAC75150.1)613750
100 0 100 aSTM0585
100 0 100 aSTM0621

59.223 1 100
63.725 1 100
61.682 1 100

80 0 100
61.165 1 100

62 1 100
63.725 1 100

82 1 100
57.944 1 100
60.396 0 100
44.118 1 100

70 1 100
65 1 100

100 1 100 aSTM1457
63.725 0 100

62.5 0 100
64.151 0 100
58.095 1 100

100 1 100 aSTM1380
60.396 1 100
59.259 1 100
61.765 1 100

79 1 100
61.538 1 100
63.81 1 100

98 0 100 aSTM2732
60 1 100

55.238 1 100
73 1 100



77 1 100
59.048 1 100
58.095 1 100

99 1 100 aSTM4281
59.406 1 100
58.252 1 100

95 1 100 aSTM0324
100 1 100 STM0172 yadG putative_ABC-type_multidrug_transport_system,_ATPase_component202181
100 1 100 STM0229 lpxB tetraacyldisaccharide-1-P267783
100 1 100 STM1511 ydfG putative_oxidoreductase1588802
100 1 100 STM4292 basR response_regulator_in_two-component_regulatory_system_with_BasS_(OmpR_family)_4533719
100 1 100 STM2396 pgtA Phosphoglycerate_transport:_activator2507261
100 1 100 STM3872 atpI membrane-bound_ATP_synthase_subunit,_F1-F0-type_proton-ATPase4080176
100 1 100 STM3385 fis site-specific_DNA_inversion_stimulation_factor3556262
100 1 100 STM2034 cibB synthesis_of_vitamin_B12_adenosyl_cobalamide_precursor2111466
100 1 100 STM2018 cobU bifunctional:_cobinamide_kinase;_cobinamide_phosphate_guanylyltransferase2099140
100 1 100 STM0061 citF2 putativ_bifunctional_citrate_lyase_alpha_chain/citrate-ACP_transferase70880
100 1 100 STM3305 ispB octaprenyl_diphosphate_synthase3473347
100 0 64.078 STM3343 putative_cytoplasmic_protein3511454
100 1 100 STM0095 rluA 23S_rRNA_pseudouridylate_746_synthase109331
100 1 100 STM0152 aceE pyruvate_dehydrogenase,_decarboxylase_component176240
100 0 66.019 STM0177 stiA putative_fimbrial_subunit208383
100 1 100 STM0208 dgt deoxyguanosine_triphosphate_triphosphohydrolase242845
100 1 100 STM0240 yaeJ putative-tRNA_hydrolase_domain281234
100 0 100 STM1524 yneI putative_succinate-semialdehyde_dehydrogenase1601183
100 1 100 STM0648 leuS leucine_tRNA_synthetase_709125
100 0 50 STM0672 putative_inner_membrane_protein737297
100 1 100 STM0716 putative_phage_integrase781628
100 1 100 STM4552 putative_inner_membrane_protein4810361
100 1 100 STM2715 Fels-2_prophage:_probable_prophage_lysozyme2859833
100 0 71 STM2749 putative_cytoplasmic_protein2888824
100 1 100 STM4563 yjjU putative_phosphoesterase4816910
100 1 100 STM4593 sthB putative_fimbrial_usher_protein4849512
100 0 64.706 STM0293 putative_cytoplasmic_protein337829
100 0 71 STM0326 pseudogene;_frameshift;_putative_HSP70_class_molecular_chaperone369924
100 0 58.252 STM1053 Gifsy-2_prophage1141587
100 1 100 STM4330 mopA chaperone_Hsp60_with_peptide-dependent_ATPase_activity,_affects_cell_division4575111
100 1 100 STM0312 yafK putative_periplasmic_protein356810
100 0 63.462 STM1045 Gifsy-2_prophage;_probable_minor_tail_protein1130676
100 1 100 STM1079 yccV putative_inner_membrane_protein1170371
100 1 100 STM1122 ycdC putative_transcriptional_repressor_(TetR/AcrR_family)1206508
100 1 100 STM1157 yceI putative_secreted_protein1244860
100 1 100 STM1205 ycfF putative_protein_kinase_C_inhibitor1290403
100 1 100 STM1081 putative_outer_membrane_protein1172172
100 1 99 STM3400 yrdB putative_periplasmic_protein3573012
100 1 100 STM3456 yheV putative_cytoplasmic_protein3607000
100 1 100 STM3493 mrcA transpeptidase_of_penicillin-binding_protein_1a_(peptidoglycan_synthetase)_3646629
100 0 62.281 STM3518 rtcA RNA_3'-terminal_phosphate_cyclase_(with_b3419)3680340
100 1 100 STM3541 gntU low_affinity_gluconate_permease3710158
100 1 100 STM0964 dmsA anaerobic_dimethyl_sulfoxide_reductase,_subunit_A_1045321
100 1 100 STM4014 putative_periplasmic_protein4222967
100 1 100 STM4075 ydeY putative_ABC_superfamily_(membrane),_sugar_transport_protein_4285030



100 0 69 STM4115 pflC putative_pyruvate_formate_lyase_activating_enzyme_24331077
100 1 100 STM2859 fhlA formate_hydrogen-lyase_transcriptional_activator_for_fdhF,_hyc_and_hyp_operons_(EBP_family)_3003702
100 0 100 STM2917 ygbK paral_putative_tRNA_synthase_3059448
100 1 100 STM4108 gldA glycerol_dehydrogenase,_NAD_4322703
100 1 100 STM2850 hycD hydrogenase_3,_membrane_subunit_(part_of_FHL_complex)2995621
100 0 100 STM2908 putative_cytoplasmic_protein3049599
100 0 62.745 STM2942 putative_transposase3081915
100 1 100 STM2413 yfeC putative_negative_regulator2529353
100 1 100 STM2480 narQ sensory_histidine_kinase_in_two-component_regulatory_system_with_NarP_(_NarL)_2591762
100 0 84 STM1026 aSTM2614 Gifsy-2_prophage1113935
100 1 100 STM4085 glpX unknown_function_in_glycerol_metabolism_4293220
100 0 69.903 STM4112 frwC PTS_system_fructose-like_IIC_component_4327301
100 1 100 STM4287 phnO putative_regulator_in_phn_operon4529018
100 0 60 STM4346 yjeO putative_inner_membrane_protein4588852
100 1 100 STM2422 xapA xanthosine_phosphorylase_(purine_nucleoside_phosphorylase)2534858
100 1 100 STM1258 putative_ATPase_component_of_ABC-type_transport_system,_contain_duplicated_ATPase_domain1342527
100 1 100 STM1480 pntB pyridine_nucleotide_transhydrogenase_(proton_pump),_beta_subunit1557235
100 0 100 STM2514 ratB putative_outer_membrane_protein2634402
100 1 100 STM0022 bcfB fimbrial_chaparone25112
100 1 100 STM4373 yjfK putative_cytoplasmic_protein4616616
100 1 100 STM4409 ytfM putative_outer_membrane_protein4646053
100 1 100 STM4416 mpl UDP-N-acetylmuramate:L-alanyl-gamma-D-glutamyl-meso-diaminopimelate_ligase4656671
100 1 100 STM2274 putative_permease2377974
100 0 60.55 STM4492 putative_cytoplasmic_protein4738772
100 1 100 STM4517 yjiO putative_MFS_family_transport_protein_4772042
100 1 100 STM1133 putative_dehydrogenases_and_related_proteins1222932
100 1 100 STM1334 infC protein_chain_initiation_factor_IF-31414242
100 1 100 STM2357 putative_amino_acid_transporter2467178
100 1 100 STM1255 putative_ABC_transporter_periplasmic_binding_protein1339123
100 0 73 STM0198 stfE putaive_minor_fimbrial_subunit234749
100 1 100 STM1153 msyB acidic_protein_suppresses_mutants_lacking_function_of_protein_export1240791
100 1 100 STM1282 yeaK putative_cytoplasmic_protein1357717
100 1 100 STM1427 cfa cyclopropane_fatty_acyl_phospholipid_synthase_1504235
100 1 100 STM1160 solA putative_sarcosine_oxidase_1246421
100 1 100 STM1294 ansA cytoplasmic_L-asparaginase_I1371798
100 1 100 STM3997 dsbA periplasmic_protein_disulfide_isomerase_I4204199
100 1 100 STM1311 osmE transcriptional_activator_of_ntrL_gene1391165
100 0 64.356 STM1868 aSTM2586 mig-3 Homology_to_phage-tail_assembly_proteins1963476
100 1 100 STM1449 tyrS tyrosine_tRNA_synthetase1523487
100 1 100 STM1373 sufS selenocysteine_lyase_1456185
100 1 100 STM1170 mviN putative_virulence_factor1254964
100 1 99 STM1416 ssaO Secretion_system_apparatus1496995
100 1 100 STM3873 gidB associate_with_glucose-inhibited_division4081172
100 1 100 STM2646 yfiD putative_formate_acetyltransferase2785906
100 1 100 STM0236 mesJ cell_cycle_protein278671
100 1 100 STM0401 malZ maltodextrin_glucosidase_456184
100 1 100 STM4189 yjbB putative_PNaS_family_transport_protein4412289
100 1 100 STM4273 yjcG putative_SSS_family_transport_protein4511508
100 1 100 STM1306 astB succinylarginine_dihydrolase1385917
100 1 100 STM1345 ydiU putative_cytoplasmic_protein1423573
100 1 100 STM1439 ydhF putative_aldo/keto_reductase1515074
100 0 59.048 STM2770 fljA Flagellar_synthesis:_repressor_of_fliC2912623



100 1 100 STM2097 rfbB dTDP-glucose_4,6_dehydratase2177495
100 1 100 STM2571 putative_aminotransferase2716579
100 1 100 STM0205 yadS putative_inner_membrane_protein240609
100 1 100 STM0076 fixB putative_electron_transfer_flavoprotein,_carnitine_metabolism89470
100 1 100 STM0147 ampE putative_transmembrane_protein169914
100 1 100 STM3613 yhjJ putative_Zn-dependent_peptidase3788563
100 1 100 STM3523 glpR transcriptional_repressor_of_the_glp_operon_(DeoR_family)_3686448
100 1 100 STM2305 menE o-succinylbenzoate-CoA_ligase_2411673
100 1 100 STM2520 yfgL putative_serine/threonine_protein_kinase2653048
100 0 100 STM0412 putative_inner_membrane_protein467156
100 1 100 STM0558 yfdH putative_glycosyltransferase616437
100 1 100 STM4577 smp membrane_protein,_transcribed_divergently_from_serB4832463
100 1 100 STM3666 ysaA paral_putative_oxidoreductase3854019
100 1 100 STM3604 putative_inner_membrane_protein3777236
100 1 100 STM3494 yrfE putative_NTP_pyrophosphohydrolase3649301
100 1 100 STM2290 yfaV putative_MFS_family_transport_protein2396869
100 1 100 STM2497 uraA NCS2_family,_uracil_transport_protein2610656
100 1 100 STM2337 ackA acetate_kinase_A_(propionate_kinase_2)2447939
100 1 100 STM1015 STM2625 Gifsy-2_prophage;_ATPase_involved_in_DNA_replication_initiation1107230
100 1 100 STM0532 arcC putative_carbamate_kinase595118
100 1 100 STM4407 ytfL putative_hemolysin-related_protein4643676
100 0 91 STM2616 Gifsy-1_prophage:_similar_to_antirepressor_protein_of_phage_P222762064
100 1 100 STM3179 mdaB NADPH_specific_quinone_oxidoreductase_(drug_modulator)3342910
100 1 100 STM3484 dam DNA_adenine_methylase3638690
100 1 100 STM2206 fruF phosphoenolpyruvate-dependent_sugar_phosphotransferase_system,_EIIA_22306224
100 1 100 STM2278 nrdB ribonucleoside-diphosphate_reductase_1,_beta_subunit2383798
100 1 100 STM2456 eutL putative_carboxysome_structural_protein,_ethanolamine_utilization2565667
100 1 100 STM4080 putative_ribulose-5-phosphate_3-epimerase4289409
100 1 100 STM0695 ybfE LexA_regulated,_putative_SOS_response757809
100 1 100 STM1242 envE putative_envelope_protein1329896
100 1 100 STM2886 sicA surface_presentation_of_antigens;_secretory_proteins3030898
100 1 100 STM3996 yihE putative_homoserine_kinase_type_II,_protein_kinase4203196
100 1 100 STM0853 yliH putative_cytoplasmic_protein925085
100 1 100 STM3464 prkB putative_phosphoribulokinase3613968
100 1 100 STM4187 iclR acetate_operon_transcriptional_repressor_(IclR_family)4407211
100 1 100 STM1676 putative_aldo/keto_reductase_family1768804
100 1 100 STM3416 rpsD 30S_ribosomal_subunit_protein_S43584316
100 1 100 STM2184 sanA vancomycin_sensitivity2280227
100 1 100 STM1731 putative_catalase1826933
100 1 100 STM4173 hydH sensory_kinase_in_two_component_regulatory_system_with_HydG_4388436
100 1 100 STM2505 aSTM2506 putative_inner_membrane_protein2621103
100 1 100 STM3003 ptsP General_PTS_system,_enzyme_I,_transcriptional_regulator_with_NPR_and_NTR_proteins_3159909
100 0 100 STM2891; aSTM2890spaO surface presentation of antigens; secretory proteins3034335
100 1 100 STM2065 phsA Hydrogen sulfide production: membrane anchoring protein2138675
100 1 100 STM3363 yhcO putative cytoplasmic protein3529556
100 1 100 STM0016 putative protein 16493
100 1 99 STM0560 pseudogene; in-frame stop following codon 56618145
100 1 100 STM0047 lspA prolipoprotein signal peptidase (SPase II)56689
100 1 100 STM0715 putative cytoplasmic protein781437
100 1 100 STM1666 pseudogene; in-frame stop following codon 241759249
100 1 100 STM4018 yihP putative GPH family transport protein4227237
100 1 100 STM2408 mntH Nramp family, manganese/divalent cation transport prortein 2523719



100 1 100 STM2189 mglA ABC superfamily (atp_bind), galactose (methyl-galactoside) transport protein 2284964
100 1 100 STM1365 ydiJ paral putative oxidase 1446504
100 1 100 STM1763 narH nitrate reductase 1, FeS (beta) subunit 1856881
100 1 100 STM1798 ycgR putative inner membrane protein1897268
100 1 100 STM3020 putative transcriptional regulator, LysR family3180959
100 1 100 STM2962 gudT putative MFS superfamily, D-glucarate permease 3113237
100 1 100 STM3008 tas putative aldo/keto reductase3165550
100 1 100 STM3984 pepQ proline dipeptidase 4191689
100 1 100 STM3539 asd aspartate-semialdehyde dehydrogenase3708628
100 1 100 STM0092 surA peptidyl-prolyl cis-trans isomerase, survival protein 104470
100 1 100 STM3922 rffG dTDP-glucose 4,6-dehydratase 4131679
100 1 100 STM3903 ilvE branched-chain amino-acid aminotransferase 4110897
100 1 100 STM1752 galU glucose-1-phosphate uridylyltransferase1847828
100 1 100 STM4153 rpoB RNA polymerase, beta subunit4365908
100 1 100 STM1808 putative cytoplasmic protein1909153
100 1 100 STM0103 araB L-ribulokinase 119590
100 1 100 STM1745 oppB ABC superfamily (membrane), oligopeptide transport protein 1838566
100 1 100 STM2166 bglX beta-D-glucoside glucohydrolase, periplasmic2261173
100 0 100 STM3981 putative cytoplasmic protein4186882
100 1 100 STM0597 entB 2,3-dihydro-2,3-dihydroxybenzoate synthetase, isochorismatase 659064
100 1 100 STM1710 pgpB phosphatidylglycerophosphate phosphatase B1803149
100 1 100 STM1755 ychJ putative cytoplasmic protein1851059
100 0 86.139 STM1596 ydcX putative inner membrane protein1686262
100 1 100 STM1622 ydcG paral putative periplasmic glucans biosynthesis protein1709827
100 1 100 STM1657 putative methyl-accepting chemotaxis protein1751277
100 1 100 STM1672 putative cytoplasmic protein1765644
100 1 100 STM0490 aes acetyl esterase547873
100 1 100 STM0622 citE citrate lyase beta chain (acyl lyase subunit)685368
100 1 100 STM3750 yicJ putative GPH family transport protein3946906
100 1 100 STM1581 yddE putative phenazine biosynthesis protein1667447
100 1 100 STM1716 sohB putative peptidase 1813085
100 1 100 STM1607 putative outer membrane lipoprotein1697538
100 1 100 STM1561 putative outer membrane or secreted lipoprotein1642630
100 0 100 STM1593 srfA ssrAB activated gene1679771
100 1 100 STM1619 cryptic aminoglycoside resistance gene1707358
100 1 100 STM1883 purT phosphoribosylglycinamide formyltransferase 21975664
100 1 100 STM1701 yciW putative cytoplasmic protein1793124
100 1 100 STM1708 yciM putative N-acetylglucosaminyl transferase1801515
100 1 100 STM2677 ffh 4.5S-RNP protein, GTP binding export factor, part of signal recognition particle with 4.5 RNA 2817202
100 1 100 STM3031 ail and ompX homologue3193102
100 0 63 STM3082 putative zinc-binding dehydrogenase3243347
100 1 100 STM0433 thiJ 4-methyl-5(beta-hydroxyethyl)-thiazole synthesis486227
100 1 100 STM0457 cof putative hydrolase 514231
100 0 69 STM3599 putative inner membrane protein3771094
100 1 100 STM3050 yqfB putative cytoplasmic protein3208837
100 1 100 STM3685 mtlA PTS family, mannitol-specific enzyme IIABC components 3875267
100 1 100 STM3777 putative cytoplasmic protein3978794
100 1 100 STM2976 fucI L-fucose isomerase3128220
100 1 100 STM3025 putative cytoplasmic protein3185253
100 1 100 STM3142 putative ferrichrome-binding periplasmic protein3306074
100 1 100 STM3603 treF cytoplasmic trehalase3775574
100 1 100 STM3104 yggW putative oxidase3263114



100 1 100 STM3693 lldR putative transcriptional regulator for lct operon (GntR family) 3887564
100 1 100 STM3780 putative fructose-bisphosphate aldolase class-II3979830
100 1 100 STM2668 putative cytoplasmic protein2809378
100 1 100 STM2160 yehV putative transcriptional repressor (MerR family)2256368
100 1 100 STM2082 rfbP LPS side chain defect: bifunctional enzyme: undecaprenol-phosphate galactosephosphotransferase, and O-antigen transfer2160931
100 1 100 STM2114 wcaB putative acyl transferase in colanic acid biosynthesis2197480
100 1 100 STM2170 yohD putative DedA family, membrane protein2267357
100 1 100 STM3404 smg putative cytoplasmic protein3575235
100 1 100 STM3607 yhjC putative transcriptional regulator, LysR family3780701
100 1 100 STM1811 ycgN putative cytoplasmic protein1910420
100 1 100 STM3646 yiaE 2-keto-D-gluconate reductase3833687
100 1 100 STM3549 putative inner membrane protein3718415
100 1 100 STM3326 mtgA peptidoglycan transglycosylase, biosynthetic3488887
100 1 100 STM4480 yjgQ putative permease4723454
100 1 100 STM4322 yjdC putative bacterial regulatory protein, merR family4566770
100 1 100 STM3309 yrbB putative STAS domain3476650
100 1 100 STM3244 tdcB threonine dehydratase, catabolic 3411386
100 1 100 STM3146 hybD putative processing element for hydrogenase-23308293
100 1 100 STM2835 srlD glucitol (sorbitol)-6-phosphate dehydrogenase2980225
100 0 66 STM2003 pseudogene; frameshift2083492
100 0 100 STM2195 putative transcriptional regulator2292287
100 1 100 STM2198 putative regulatory protein2295185
100 0 62.857 STM2234 putative tail fiber assembly protein2334834
100 1 100 STM2205 fruK fructose-1-phosphate kinase 2305286
100 1 100 STM3403 yrdD putative DNA topoisomerase3574666
100 1 100 STM3434 rpsC 30S ribosomal subunit protein S33592442
100 1 100 STM3033 putative nucleic acid-binding protein, contains PIN domain3195156
100 1 100 STM0874 mdaA oxygen-insensitive NADPH nitroreductase945781
100 1 100 STM3198 putative inner membrane protein3359781
100 1 100 STM3091 galP MFS family, galactose:proton symporter 3253339
100 1 100 STM1078 putative cytoplasmic protein1169910
100 1 99 STM0804 moaC molybdopterin biosynthesis, protein C872164
100 1 100 STM0850 yliC putative ABC transporter periplasmic binding protein921604
100 1 100 STM1091 sopB Salmonella outer protein: homologous to ipgD of Shigella1178231
100 1 100 STM0745 tolQ tol protein, membrane-spanning inner membrane proteins, required for outer membrane integrity, uptake of group A colicins, and translocation of phage DNA to cytoplasm813428
100 1 100 STM0794 bioB biotin synthetase 860170
100 1 100 STM0841 ybiU putative cytoplasmic protein908933
100 1 100 STM3331 gltD glutamate synthase, small subunit3498993
100 1 100 STM3757 misL putative autotransported protein3954761
100 1 100 STM2665 yfiA ribosome associated factor, stabilizes ribosomes against dissociation2807668
100 1 100 STM2387 sixA phosphohistidine phosphatase2497411
100 1 100 STM4240 yjbJ putative cytoplasmic protein4461489
100 1 100 STM3415 rpoA RNA polymerase, alpha subunit3583301
100 1 100 STM1692 sapA ABC superfamily (periplasm), peptide transport protein1783678
100 1 100 STM0462 glnK regulatory protein, P-II 2, for nitrogen assimilation by glutamine synthetase, regulates GlnL (NRII) and GlnE (ATase)520524
100 1 100 STM4042A putative branched-chain amino acid permease4252841
100 1 100 STM0721 putative glycosyl transferase786074
100 1 100 STM4141 putative cytoplasmic protein4359853
100 0 62.5 STM2439 yfeL putative membrane carboxypeptidase (penicillin-binding protein)2550981
100 0 60 STM1011 STM2629 Gifsy-2 prophage1104740
100 0 75 STM4206 putative phage glucose translocase4426919
100 0 100 STM2722 Fels-2 prophage: similar to gpP, ATP charging, in phage P22864035



100 1 100 STM1882 yebG DNA damage-inducible gene in SOS regulon, dependent on cyclic AMP and H-NS1975243
100 0 99 STM2713 aSTM2714 Fels-2 prophage: similar to protein from phage CTX2858895
100 0 95 STM2727 Fels-2 prophage: similar to protein in phage 186, and to retron in E coli2869683
100 1 100 STM4088 yiiU putative cytoplasmic protein4297115
100 1 100 STM2931 ygbQ putative Septum formation initiator3071474
100 1 99 STM1376 lppB putative methyl-accepting chemotaxis protein1459057
100 1 100 STM1367 ydiH putative cytoplasmic protein1450027
100 0 100 STM1447 ydhA putative outer membrane lipoprotein1522316
100 1 98 STM1056 Gifsy-2 prophage; homologue of msgA1143523
100 1 100 STM2464 eutN putative detox protein in ethanolamine utilization2574812
100 1 100 STM0160 yacL putative cytoplasmic protein189603
100 0 96 STM4191 putative cytoplasmic protein4414757
100 1 99 STM1856 putative cytoplasmic protein1953418
100 1 100 STM1833 putative inner membrane protein1931276
100 1 100 STM1875 yobA putative homolog of Cu resistance protein CopC1969542
100 1 100 STM1869 Homology to phage-tail assembly proteins1965507
100 1 100 STM1926 putative cytoplasmic protein2022741
100 0 63 PSLT022 aPSLT021 pseudogene; frameshift relative to E.coli hypothetical protein from Plasmid p0157 (TR:O82889)P16074
100 0 61.165 PSLT095 traN conjugative transfer: aggregate stabilityP74623
100 0 63.107 PSLT058 aPSLT059 pseudogene; in-frame stopP49454
100 0 62.264 PSLT096 trbE conjugative transferP76460
100 0 61.765 PSLT003 repC DNA replicationP01334
100 0 60.396 PSLT089 trbI conjugative transferP71216

60.396 0 60 stbB R20934
60.952 0 60.952 fip R14184
45.631 0 45.631 ccgD R25466

56 0 56 traA R4537
59.434 0 51.961 ORF2 R1729
63.107 0 59.259 orfD R37828

100 0 100 aSTM0637
100 0 61.165 aSTM0657
100 0 100 aSTM0740
100 0 58.824 aSTM2600
100 0 60 STM2614 Gifsy-1 prophage2760468
100 0 100 aSTM2646
78 1 100

59.223 1 100
50 1 100
98 0 100 aSTM2720
80 1 100
64 1 100

62.857 1 100
60.377 1 100

95 1 100
94 0 100
99 1 100 aSTM3755

100 1 100 aSTM1506
61.682 1 100
56.731 1 100

88 0 100
67.327 1 100
61.111 1 100



60 1 100
99 0 100 aSTM2722
92 0 100

62.5 1 100
97 1 100 aSTM0283

62.376 1 100
61.321 1 100

99 0 100 aSTM3657
61.538 1 100
53.333 1 100
60.194 1 100

96 1 100 aPSLT012
100 1 100 aSTM3656
60 1 100

60.577 1 100
98 1 100 aSTM4312
95 1 100
97 1 100

62.385 1 100
100 1 100 STM3371 yhdE putative inhibitor of septum formation3541306
100 0 64.151 STM0657 ybeU putative cytoplasmic protein720347
100 1 100 STM0691 putative periplasmic protein753852
100 1 100 STM3822 torA trimethylamine N-oxide reductase subunit4020811
100 0 71.569 STM3171 ygiK putative integral membrane protein, possible transporter3333115
100 1 100 STM2020 cbiO synthesis of vitamin B12 adenosyl cobalamide precursor2101199
100 1 100 STM3834 putative transcriptional regulator, LysR family4037940
100 1 100 STM3857 pstS ABC superfamily (bind_prot), high-affinity phosphate transporter4063585
100 1 100 STM3787 uhpT MFS family, hexose phosphate transport protein 3986180
100 0 100 STM0079 yaaU putative MFS family transport protein92178
100 1 100 STM0129 murC L-alanine adding enzyme, UDP-N-acetyl-muramate:alanine ligase 151143
100 1 100 STM0163 pyridoxine phosphate biosynthetic protein192411
100 1 100 STM0120 yabC putative S-adenosyl methionine adenyltransferase140407
100 1 100 STM3345 rplM 50S ribosomal subunit protein L133512814
100 1 100 STM3380 accC acetyl CoA carboxylase, biotin carboxylase subunit 3550576
100 1 100 STM0644 cobD putative aminotransferase in cobalamin synthesis705777
100 1 100 STM0665 gltI ABC superfamily (bind_prot), glutamate/aspartate transporter728909
100 1 100 STM0698 pgm phosphoglucomutase 759758
100 1 100 STM0227 fabZ (3R)-hydroxymyristol acyl carrier protein dehydratase266536
100 1 100 STM1509 ydfZ putative cytoplasmic protein1587602
100 1 100 STM2098 galF putative glucose-1-phosphate uridylyltransferase (UDP-glucose pyrophosphorylase), non-catalytic subunit2178957
100 1 100 STM2125 yegD putative heat shock protein (Hsp70/DnaK)2212491
100 1 100 STM0255 yafB 2,5-diketo-D-gluconate reductase B295069
100 1 99 STM0300 safB putative fimbriae assembly chaparone342829
100 1 100 STM2129 yegB putative MFS family transport protein 2221725
100 1 99 STM2719 Fels-2 prophage: similar to gpR in phage 1862861303
100 0 61.165 STM2751 putative PTS enzyme III glucitol2889739
100 0 64.815 STM2767 putative Superfamily I DNA and RNA helicase2908420
100 1 100 STM2795 ygaU putative LysM domain2945151
100 0 100 STM1099 hpaB 4-hydroxyphenylacetate catabolism1185726
100 0 62.264 STM2761 putative inner membrane protein2901480
100 0 100 STM2786 tricarboxylic transport2934590
100 0 98 STM1089 putative inner membrane protein1177543



100 1 100 STM3419 rpmJ 50S ribosomal subunit protein X3585879
100 1 100 STM3466 crp catabolite activator protein (CAP), cyclic AMP receptor protein (CRP family)3615645
100 1 100 STM3499 yhgE putative inner membrane protein3654477
100 1 100 STM1094 pipD Pathogenicity island encoded protein: SPI31180638
100 1 100 STM1127 putative transcriptional regulator1215275
100 1 100 STM1161 yceP putative cytoplasmic protein1247652
100 1 100 STM1207 ycfM putative outer membrane lipoprotein1291153
100 1 100 STM1239 putative cytoplasmic protein1326083
100 1 100 STM1280 yeaL putative inner membrane protein1357003
100 1 100 STM0980 cmk cytidine monophosphate (CMP) kinase1064994
100 0 63.551 STM1038 Gifsy-2 prophage; probable major tail protein1124410
100 0 70 STM4211 putative phage tail protein4430534
100 1 100 STM4245 qor quinone oxidoreductase, NADPH dependent 4465543
100 1 100 STM4282 nrfG part of formate-dependent nitrite reductase complex; involved in attachment of haem c to cytochrome c5524522051
100 1 100 STM2928 ygbO paral putative hydrogenase subunit 3069220
100 1 100 STM4223 yjbF putative outer membrane lipoprotein4442531
100 1 100 STM4270 putative transcriptional regulator, LysR family4509386
100 1 100 STM4306 putative anaerobic dimethyl sulfoxide reductase, subunit B4554323
100 1 100 STM2378 fabB 3-oxoacyl-[acyl-carrier-protein] synthase I2488622
100 1 100 STM2435 pdxK pyridoxal-pyridoxamine kinase/hydroxymethylpyrimidine kinase2547554
100 0 69 STM0924 Fels-1 prophage; putative Cu/Zn superoxide dismutase994962
100 1 100 STM4034 fdhE putative formate dehydrogenase formation protein ? Mn_fn4242285
100 0 75.248 STM4208 putative cytoplasmic protein4428341
100 1 100 STM4235 plsB glycerolphosphate acyltransferase activity4456181
100 1 100 STM2912 putative transcriptional regulators, LysR family3054575
100 1 100 STM2950 putative metal-dependent hydrolases of the beta-lactamase superfamily II3093384
100 0 59.048 STM0902 Fels-1 prophage972547
100 1 100 STM1315 celD transcriptional repressor of cel operon (AraC/XylS family) 1393977
100 1 100 STM2466 eutD putative phosphotransacetylase in ethanolamine utilization2575543
100 1 100 STM1232 purB adenylosuccinate lyase1319487
100 1 100 STM1432 ydhO putative cell wall-associated hydrolase1510121
100 0 99 STM1967 putative 50S ribosomal protein2055502
100 1 100 STM2256 napB periplasmic nitrate reductase, small subunit, cytochrome C550, in complex with NapA2354295
100 0 58 STM4424 putative endonuclease4666970
100 1 100 STM4447 putative periplasmic protein4688701
100 1 100 STM2321 nuoI NADH dehydrogenase I chain I2430363
100 1 100 STM2348 yfcF putataive glutathione-S-transferase2459626
100 1 100 STM1955 fliZ putative regulator of FliA2044137
100 0 78 STM0196 stfC putative fimbrial outer membrane usher231303
100 1 100 STM1927 yecG putative universal stress protein2022854
100 1 100 STM1307 astE succinylglutamate desuccinylase1387253
100 1 100 STM1448 pdxH pyridoxine 5'-phosphate oxidase1522704
100 1 100 STM4064 cdh CDP-diacylglycerol phosphotidylhydrolase4274586
100 1 100 STM2863 sitC Salmonella iron transporter: fur regulated3008100
100 1 100 STM1452 ydgR putative POT family, peptide transport protein1526450
100 0 99 STM2513 shdA similar to the C-terminal region of AIDA; IcsA; subspecies I specific; Peyer's patch colonization and shedding factor2627589
100 1 100 STM1346 ydiE putative cytoplasmic protein1425050
100 1 100 STM1454 ydgQ putative NADH-quinone reductase, membrane protein 1529192
100 1 100 STM1430 purR transcriptional repressor for pur regulon, glyA, glnB, prsA, speA (GalR/LacI family) 1507920
100 1 100 STM1371 sufC putative ABC superfamily (atp_bind) transport protein1454196
100 0 100 STM2869; STM2870orgA putative flagellar biosynthesis/type III secretory pathway protein3013788
100 1 100 STM1434 rnt RNase T, degrades tRNA, has exonuclease and ssDNAse activity1511702



100 1 100 STM1482 ydgF putative membrane transporter of cations and cationic drugs1560250
100 0 86 STM2088 rfbX LPS side chain defect: putative O-antigen transferase2168625
100 1 100 STM3800 dsdC transcriptional activator (LysR family) 4001949
100 1 100 STM2647 ung uracil-DNA-glycosylase2786608
100 1 100 STM0397 phoB response regulator in two-component regulatory system with PhoR (or CreC), regulates pho regulon (OmpR family) 450795
100 1 100 STM0245 yaeC putative outer membrane lipoprotein285523
100 1 100 STM0100 putative cytoplasmic protein116816
100 1 100 STM0070 caiD carnitine racemase81725
100 1 100 STM1950 sdiA transcriptional regulator of ftsQAZ gene cluster (LuxR/UhpA family) 2039658
100 1 100 STM1683 tyrR transcriptional regulator of aromatic amino acid biosynthesis genes (aroF, aroG, tyrA) and aromatic amino acid transport, has intrinsic ATPase and phosphatase activity (EBP family) 1776180
100 1 100 STM3563 livH ABC superfamily (membrane), branched-chain amino acid transporter, high-affinity 3731407
100 1 100 STM1490 putative chloride channel protein1567098
100 1 100 STM3793 putative sugar kinase, ribokinase family3993591
100 1 100 STM0357 mod DNA methylase; restriction system403331
100 1 100 STM0416 ribD bifunctional pyrimidine deaminase/reductase in pathway of riboflavin synthesis 469844
100 1 100 STM4233 ubiC chorismate pyruvate lyase4454699
100 1 100 STM0097 polB DNA polymerase II and and 3' --> 5' exonuclease113082
100 1 100 STM3239 yhaO putative HAAAP family transport protein 3403351
100 1 100 STM3481 trpS tryptophan tRNA synthetase3636247
100 1 100 STM0345 putative inner membrane protein389499
100 1 100 STM2442 cysW ABC superfamily (membrane), thiosulfate permease W protein2553717
100 1 100 STM0507 ybbA putative ABC superfamily (atp_bind) transporter566439
100 1 100 STM0605 ybdN putative 3'-phosphoadenosine 5'-phosphosulfate sulfotransferase (PAPS reductase)/FAD synthetase666642
100 1 100 STM2651 yfiQ putative acetyl-CoA synthetase2789880
100 1 100 STM3204 cca tRNA nucleotidyl transferase3369221
100 1 100 STM3248 garR tartronate semialdehyde reductase (TSAR)3416453
100 1 100 STM3276 yhbW putative alkanal monooxygenase3442333
100 0 60 STM1043 Gifsy-2 prophage; attachment and invasion protein homolog1129424
100 1 100 STM1013 STM2627 Gifsy-2 prophage; probable regulatory protein1105785
100 1 100 STM2529 putative anaerobic dimethylsulfoxide reductase2662287
100 1 100 STM2547 putative hydrolase2685383
100 1 100 STM0533 purK phosphoribosylaminoimidazole carboxylase = AIR carboxylase, CO(2)-fixing subunit596052
100 0 59.615 STM2599 Gifsy-1 prophage2748177
100 1 100 STM4551 putative diguanylate cyclase/phosphodiesterase domain 14809046
100 1 100 STM3707 yibD putative glycosyltransferase3901354
100 1 100 STM2353 hisQ ABC superfamily (membrane),histidine and lysine/arginine/ornithine transport system2463622
100 1 100 STM0012 dnaK chaperone Hsp70 in DNA biosynthesis/cell division 11593
100 1 100 STM1723 trpE anthranilate synthase, component I 1818550
100 1 100 STM2809 proV ABC superfamily (atp_bind), glycine/betaine/proline transport protein 2955951
100 1 100 STM4051 putative outer membrane protein4262552
100 1 100 STM0646 holA DNA polymerase III, delta subunit707489
100 1 100 STM2462 eutJ paral putative heatshock protein (Hsp70) 2572547
100 1 100 STM4125 oxyR regulatory protein sensor for oxidative stress, regulates intracellular hydrogen peroxide (LysR family) 4343080
100 1 100 STM0779 modE transcriptional repressor of modABCD operon (molybdate uptake)844442
100 1 100 STM0770 putative ABC transport protein834417
100 1 100 STM2806 nrdI stimulates ribonucleotide reduction2952099
100 1 100 STM1339 himA integration host factor (IHF), alpha subunit1419069
100 1 100 STM3379 accB acetylCoA carboxylase, BCCP subunit, carrier of biotin3550095
100 1 100 STM0053 putative transcription regulator, histidine kinase for citrate61794
100 1 100 STM0036 putative arylsulfatase regulatory protein41723
100 0 97 STM1245 pseudogene; in-frame stop following codon 41331488
100 1 100 STM2010 putative cytoplasmic protein2092807



100 1 100 STM3868 atpH membrane-bound ATP synthase, F1 sector, delta-subunit4077988
100 1 100 STM2049 pduN Propanediol utilization: polyhedral bodies2124929
100 1 100 STM4307 putative anaerobic dimethyl sulfoxide reductase, subunit C4554942
100 1 100 STM1909 argS arginine tRNA synthetase2002597
100 1 100 STM3367 yhcS putative transcriptional regulator, LysR family3533298
100 1 100 STM3718 rfaI UDP-D-galactose:(glucosyl)lipopolysaccharide-alpha-1,3-D-galactosyltransferase3913515
100 1 100 STM4329 mopB chaperone Hsp10, affects cell division4574774
100 1 100 STM1141 csgE curli production assembly/transport component, 2nd curli operon1229328
100 1 100 STM4025 yihW putative glycerol-3-phosphate regulon repressor (DeoR family) 4235755
100 1 100 STM4170 hupA DNA-binding protein HU-alpha (HU-2)4386709
100 1 99 STM2434 putative cytoplasmic protein2547318
100 1 100 STM2044 pduH Propanediol utilization: diol dehydratase reactivation2122675
100 1 100 STM4296 adi arginine decarboxylase, catabolic; inducible by acid4538697
100 1 100 STM3898 yifE putative LysR type transcriptional regulator with pssR4106500
100 1 100 STM1961 fliS flagellar biosynthesis; repressor of class 3a and 3b operons (RflA activity)2050820
100 1 100 STM1713 cysB transcriptional regulator for cysteine regulon (LysR familiy) 1808407
100 1 100 STM4247 alr alanine racemase 1, biosynthetic4468038
100 1 100 STM3321 yhbH putative sigma N modulation factor3485866
100 1 100 STM0429 phnS 2-aminoethylphosphonate transporter, periplasmic-binding component482138
100 1 100 STM3976 yigW putative hydrolase of PHP superfamily4182134
100 1 100 STM3959 rhtC RhtB family, threonine efflux protein4164469
100 1 100 STM3942 putative cytoplasmic protein4150114
100 1 100 STM4443 putative inner membrane protein4684978
100 1 100 STM0006 yaaJ putative AGCS family, alanine/glycine transport protein5966
100 1 100 STM1182 flgJ flagellar biosynthesis1264453
100 1 100 STM1969 fliF flagellar biosynthesis; basal-body MS(membrane and supramembrane)-ring and collar protein2056539
100 1 100 STM2948 cysJ sulfite reductase, beta (flavoprotein) subunit 3090711
100 1 100 STM3000 ppdA prepilin peptidase dependent protein A, putative component in type IV pilin biogenesis3157362
100 1 100 STM3022 putative transport protein3182523
100 1 100 STM4089 menG putative methyltransferase in menaquinone biosynthesis protein4297576
100 1 100 STM3972 aarF putative regulator in ubiquinone biosynthesis4178658
100 1 100 STM1588 yncC putative regulatory protein, gntR family 1676097
100 1 100 STM1544 pqaA PhoPQ-regulated protein1619783
100 1 100 STM1566 sfcA NAD-linked malate dehydrogenase 1645811
100 1 100 STM1812 ycgM putative Fumarylacetoacetate (FAA) hydrolase family1910959
100 1 100 STM1843 putative transport protein1938638
100 1 100 STM1887 yebK putative transcriptional regulator 1981484
100 1 100 STM1902 yecD putative isochorismatase1997208
100 1 100 STM0506 tesA multifunctional acyl-CoA thioesterase I; also functions as protease I, lysophospholipaseL(I)565854
100 1 100 STM0530 ylbE putative cytoplasmic protein593034
100 0 100 STM0577 putative transport protein, PTS system636379
100 1 100 STM1642 acpD acyl carrier protein phosphodiesterase1735437
100 1 100 STM1548 putative S-adenosylmethionine:tRNA-ribosyltransferase-isomerase1624913
100 1 100 STM1720 yciO putative translation factor1816780
100 1 100 STM1766 narX sensory histidine kinase in two component regulatory system with NarL, senses nitrate/nitrite, regulates anaerobic respiration and fermentation 1864282
100 1 100 STM1805 fadR negative regulator for fad regulon and positive activator of fabA (GntR family) 1905889
100 1 100 STM1850 yebU paral putative rRNA methyltransferase 1948575
100 1 99 STM1665 putative cytoplasmic protein1758535
100 1 100 STM0481 priC primosomal replication protein N539116
100 1 100 STM3166 putative cation transporter3326399
100 1 100 STM2690 putative outer membrane efflux protein2839118
100 1 100 STM4530 yjiA putative cobalamin synthesis protein4786300



100 1 100 STM0392 rdgC putative exonuclease involved in removal of stalled replication fork442929
100 1 100 STM3126 putative amino acid transporter3285412
100 1 100 STM2567 yfhD putative periplasmic amino acid binding protein2712397
100 1 100 STM2784 tctE tricarboxylic transport: regulatory protein2932359
100 1 100 STM3163 yqhC putative transcriptional regulator (AraC/XylS family)3323045
100 0 87 STM0840 ybiV(2) putative hydrolase of the HAD superfamily908009
100 1 100 STM3803 yidF putative cytoplasmic protein4005857
100 1 100 STM2663 yfiO putative lipoprotein2806659
100 0 99 STM2706 aSTM2703 Fels-2 prophage: similar to tail fiber protein in phage P22853995
100 1 100 STM2814 emrA multidrug resistance secretion protein 2961778
100 1 99 STM2804 putative cytoplasmic protein2951154
100 1 100 STM3663 bax gene transcribed divergently from malS3849391
100 1 100 STM3724 kdtA 3-deoxy-D-manno-octulosonic-acid transferase (KDO transferase)3919338
100 1 100 STM2971 sdaB L-serine dehydratase (L-threonine deaminase 2) 3122119
100 1 100 STM2997 ppdC prepilin peptidase dependent protein C, putative component in type IV pilin biogenesis3156099
100 1 100 STM2187 yeiA putative dihydropyrimidine dehydrogenase2282628
100 1 100 STM2223 yejH putative ATP-dependent helicase 2324548
100 1 100 STM2246 narP response regulator in two-component regulatory system with NarQ (or NarX) 2346702
100 1 100 STM1820 yeaZ putative molecular chaperone1917765
100 1 100 STM3426 rpsH 30S ribosomal subunit protein S8, and regulator3589414
100 1 100 STM0944 yljA putative cytoplasmic protein1022347
100 1 100 STM0935 poxB pyruvate dehydrogenase/oxidase FAD and thiamine PPi cofactors, cytoplasmic in absence of cofactors 1010107
100 1 100 STM3437 rplB 50S ribosomal subunit protein L23593803
100 1 100 STM4345 yjeM putative APC family, amino-acid transport protein4587298
100 1 100 STM4391 rpsF 30S ribosomal subunit protein S64630514
100 1 100 STM3201 glnE adenylyl transferase for glutamine synthetase, regulates P-II (GlnB) and GlnK3364040
100 1 100 STM3131 putative cytoplasmic protein3290972
100 1 100 STM4395 yifZ putative permease4632101
100 1 100 STM4510 putative aspartate racemase4764326
100 1 100 STM4325 dcuA Dcu family, anaerobic dicarboxylate transport protein4569529
100 1 100 STM0375 ampH penicillin- binding protein428855
100 1 100 STM2144 yegV putative sugar kinase2238540
100 1 100 STM2219 yejF putative ATPase component of ABC-type transport system, contain duplicated ATPase domain2320155
100 1 100 STM2227 yejL putative cytoplasmic protein2328661
100 1 100 STM2111 wcaE putative transferase in colanic acid biosynthesis2194318
100 1 100 STM2169 yohC paral putative transport protein2266638
100 1 100 STM3687 mtlR repressor for mtl3878549
100 1 100 STM3608 yhjD putative tRNA-processing ribonuclease3781673
100 1 100 STM3511 yhgI putative Thioredoxin-like proteins and domain3669438
100 1 100 STM3236 yhaK putative cytoplasmic protein3401013
100 1 100 STM1889 msbB myristoyl transferase in lipid A biosynthesis, suppressor of htrB (lpxL)1983992
100 1 100 STM1409 ssaJ Secretion system apparatus: homology with the yscJ/mxiJ/prgK family of lipoproteins1490277
100 1 100 STM0720 putative glycosyl transferase785165
100 1 100 STM0814 ybhQ putative inner membrane protein879241
100 0 61.321 STM0859 putative transcriptional regulator, LysR family932023
100 1 100 STM1062 uup putative ATPase component of ABC transporters with duplicated ATPase domain1152005
100 0 60.577 STM0761 fumarate hydratase Class I anaerobic824918
100 1 100 STM0807 ybhL putative permease873389
100 0 59.091 STM0854 putative cytoplasmic protein926181
100 1 100 STM1383 ttrA Tetrathionate reductase complex, subunit A1466355
100 1 100 STM3230 yqjE putative inner membrane protein3397106
100 1 100 STM4382 yjfR putative Zn-dependent hydrolases of the beta-lactamase fold4623806



100 0 54 STM1867 STM2585A pagK PhoPQ-activated gene1963179
100 1 100 STM1396 ssaE Secretion system effector1483095
100 1 100 STM0379 yaiZ putative inner membrane protein433302
100 1 100 STM2390 yfcZ putative cytoplasmic protein2501740
100 1 98 STM3471 yhfG putative cytoplasmic protein3620946
100 1 100 STM2022 cbiN synthesis of vitamin B12 adenosyl cobalamide precursor2102687
100 1 100 STM0431 phnW 2-aminoethylphosphonate transport484208
100 1 100 STM4393 rpsR 30S ribosomal subunit protein S184631235
100 1 100 STM3432 rpmC 50S ribosomal subunit protein L293591828
100 1 100 STM4449 putative helix-turn-helix protein, copG family4691448
100 1 100 STM0349 putative outer membrane lipoprotein391990
100 1 100 STM3095 gshB glutathione synthetase 3256939
100 1 99 STM1162 dinI DNA damage-inducible protein I, inhibits UmuD processing1248196
100 1 99 STM2906 putative cytoplasmic protein3048219
100 0 98 STM3806 pseudogene; frameshift4007176
100 0 65 STM4214 putative cytoplasmic protein4435381
100 1 100 STM3463 yheU putative cytoplasmic protein3613710
100 1 100 STM0448 clpP proteolytic subunit of clpA-clpP ATP-dependent serine protease, heat shock protein F21.5503210
100 1 100 STM1243 homology with cold shock proteins1330832
100 1 100 STM1291 yeaA putative domain frequently associated with peptide methionine sulfoxide reductase1370000
100 1 100 STM1293 pncA nicotinamidase/ pyrazinamidase1371115
100 1 100 STM4558 rimI modification of 30S ribosomal subunit protein S18; acetylation of N-terminal alanine4812651
100 1 100 STM3886 rbsR transcriptional repressor for rbs operon (GalR/LacI family)4096544
100 1 100 STM1873 putative periplasmic or exported protein1968296
100 1 100 STM4276 putative cytoplasmic protein4515859
100 1 99 STM0727 putative cytoplasmic protein793739
100 1 100 STM2161 putative inner membrane protein2257159
100 1 100 STM2329 putative cytoplasmic protein2439893
100 1 100 STM1809 putative cytoplasmic protein1909566
100 0 62.745 PSLT057 putative cytoplasmic proteinP48748
100 0 71.845 PSLT104 traD conjugative transfer: DNA transportP84323
100 0 61.765 PSLT067 putative cytoplasmic proteinP54974
100 0 79 PSLT105 aPSLT106; aPSLT107trbH conjugative transferP86566
100 0 60.396 PSLT043 putative phosphoribulokinase / uridine kinase familyP34155
100 0 62.5 PSLT097 traF conjugative transfer: assemblyP76687

51.923 0 52.941 stbC R21652
59.615 0 63.393 orfD R22202
58.416 0 52.885 repA R31743
66.019 0 62.857 traF R11287
60.784 0 60.784 traB R4853

82 0 58.252 R44385
100 0 100 aSTM2560
100 1 100 STM0701 speF ornithine decarboxylase isozyme, inducible763379
100 0 51.429 aSTM2597
100 0 100 aSTM0828
100 0 59.091 aSTM0854
100 0 100 aSTM0863

63.964 1 100
46.078 1 100
50.495 1 100
58.252 0 100

92 0 100



63.725 1 100
62 1 100
98 1 100 aSTM2132

100 0 100 aSTM2479
90 0 100
98 1 100

59.434 1 100
100 1 100 aSTM1995

61.818 1 100
57.143 1 100

75 1 100
59.223 1 100

79 1 100
46.535 1 100
66.019 1 100

100 0 100 aSTM3690
60.377 1 100
61.165 1 100
52.475 1 100

99 0 100 aSTM2711
62.385 1 100
63.208 1 100
58.824 1 100
60.396 1 100

100 1 100 STM2712 Fels-2 prophage: similar to gpR for completion of tail, in phage P22858501
59.615 1 100

100 0 100 aSTM2721
87 1 100
61 1 100

61.321 1 100
64.423 1 100

100 1 100 STM0180 panD aspartate 1-decarboxylase211031
100 1 100 STM0244 rcsF regulator in colanic acid synthesis; overexpression confers mucoid phenotype, increases capsule synthesis285000
100 0 100 STM1530 putative outer membrane protein1606415
100 1 100 STM1718 btuR cob(I)alamin and cobinamide adenolsyltransferase1815127
100 1 100 STM3855 pstA ABC superfamily (membrane), high-affinity phosphate transporter 4061600
100 1 100 STM3887 yieO putative MFS family tranport protein (1st mdule)4097508
100 1 100 STM4580 nadR three acitivities: regulator of nadAB transcription, regulator of PnuC activity, also contains NMN adenylyltransferase activity4835809
100 1 100 STM2026 cbiJ synthesis of vitamin B12 adenosyl cobalamide precursor2105211
100 1 100 STM3448 rpsL 30S ribosomal subunit protein S123602335
100 1 100 STM2451 hemF coproporphyrinogen III oxidase2561205
100 1 100 STM3319 yhbG putative ABC superfamily (atp_bind) transport protein3483637
100 1 100 STM3358 putative regulatory protein, gntR family 3525927
100 0 100 STM0135 yacA putative inner membrane protein158199
100 1 100 STM0168 yacK putative multicopper oxidase196532
100 1 100 STM0187 sfsA regulator for maltose metabolism217030
100 1 100 STM0223 yaeL putative membrane-associated Zn-dependent protease260995
100 1 100 STM1507 ydfJ putative transport protein1584546
100 1 100 STM1538 putative hydrogenase-1 large subunit1611996
100 0 63.107 STM0656 ybeS putative molecular chaperone, DnaJ family718902
100 0 100 aSTM0701
100 0 66.337 STM4538 putative PTS permease4796627



100 1 100 STM2138 putative cytoplasmic protein2232578
100 0 94 STM2730 Fels-2 prophage: similar to retron in E coli2872688
100 0 63.366 STM2757 putative cytoplasmic protein2894907
100 1 100 STM4578 serB 3-phosphoserine phosphatase4833224
100 1 100 STM0260 dniR transcriptional regulator for nitrite reductase (cytochrome c552) 299923
100 1 100 STM0310 ghmA phosphoheptose isomerase355281
100 0 62 STM0333 putative transcriptional regulator, LysR family376663
100 1 100 STM1072 yccR putative DNA transformation protein1163100
100 1 100 STM1492 putative binding-protein-dependent transport system, inner membrane component1569671
100 0 61 STM0327 putative cytoplasmic protein370739
100 1 100 STM1059 ycbW putative cytoplasmic protein1148137
100 1 100 STM1455 ydgP putative Na+-transporting NADH:ubiquinone oxidoreductase gamma subunit1529887
100 1 100 STM1137 ycdY paral putative oxidoreductase component1226849
100 1 100 STM1189 yceF putative inhibitor of septum formation1274491
100 0 100 STM1215 ycfS putative periplasmic protein1297782
100 1 100 STM1459 putative oxidoreductase, inner membrane protein1534348
100 1 100 STM3424 rplR 50S ribosomal subunit protein L183588505
100 1 100 STM3468 argD acetylornithine transaminase (NAcOATase and DapATase)3618456
100 1 100 STM3505 feoA ferrous iron transport protein A3663890
100 0 56 aSTM3530
100 0 62 STM3558 homology to death -on-curing protein of phage P13727936
100 1 100 STM0992 mukF mukF protein (killing factor KICB)1078202
100 1 100 STM4054 putative dicarboxylate-binding periplasmic protein4265227
100 1 100 STM4104 putative 5'-nucleotidase/2',3'-cyclic phosphodiesterase or related esterase4316777
100 1 100 STM4128 yijD putative inner membrane protein4346230
100 1 100 STM2905 putative acetyltransferase3047619
100 0 75 STM2940 putative cytoplasmic protein3080086
100 1 100 STM4117 yijO paral putative regulator (AraC/XylS family)4332297
100 0 55.882 STM2865 avrA putative inner membrane protein3009898
100 1 100 STM2920 putative transcriptional regulator3062607
100 1 100 STM2392 vacJ lipoprotein precursor2503763
100 0 66.019 STM0908 Fels-1 prophage977770
100 1 100 STM2493 perM putative PerM family permease2606696
100 1 100 STM4185 aceK isocitrate dehydrogenase kinase/phosphatase, also has ATPase activity4405078
100 1 100 STM4100 metB cystathionine gamma-synthase4309713
100 1 100 STM4120 argE acetylornithine deacetylase 4338273
100 0 100 STM2925 nlpD lipoprotein 3066549
100 1 100 STM2381 yfcM putative cytoplasmic protein2492356
100 1 100 STM2445 ucpA putative oxidoreductase2556599
100 1 100 STM2241 STM1051 sspH2 Leucine-rich repeat protein, induced by the SPI-2 regulator ssrA/B2340885
100 1 100 STM1100 hpaR 4-hydroxyphenylacetate catabolism1187506
100 1 100 STM1301 putative mutator MutT protein1380453
100 1 100 STM4350 orn oligoribonuclease4594797
100 1 99 STM4386 sgaH putative hexulose phosphate synthase (arabino hexulose phosphate formaldehyde lyase)4627439
100 0 62.264 STM4431 puttive thiamine pyrophosphate-requiring enzyme4674770
100 1 100 STM2260 napD periplasmic nitrate reductase2358901
100 0 63.725 STM4483 idnO 5-keto-D-gluconate-5-reductase4727174
100 1 100 STM4500 yjhP putative SAM-dependent methyltransferase4753941
100 1 100 STM4533 tsr methyl-accepting chemotaxis protein I, serine sensor receptor 4790082
100 0 100 STM1221 cobB putative nicotinate-nucleotide dimethylbenzimidazolephosphoribosltransferase, homolog of virulence factor1306775
100 1 100 STM1440 sodC copper/zinc superoxide dismutase1516050
100 0 100 STM1148; aSTM1147ymdC putative phospholipase1233491



100 1 100 STM3442 hopD leader peptidase HopD3596910
100 1 100 STM2469 eutP putative ethanolamine utilization protein2578023
100 1 100 STM1223 potC ABC superfamily (membrane), spermidine/putrescine transporter 1308749
100 1 100 STM1326 pfkB 6-phosphofructokinase II1405090
100 1 100 STM4370 yjfI putative cytoplasmic protein4614456
100 1 100 STM1226 potA ABC superfamily (atp_bind), spermidine/putrescine transporter 1312030
100 1 100 STM0021 bcfA fimbrial subunit 24469
100 1 100 STM1297 selD selenophosphate synthase1375609
100 1 100 STM1335 rpmI 50S ribosomal subunit protein L351414772
100 1 100 STM1429 ydhB putative transcriptional regulator, LysR family1506991
100 1 100 STM3560 livF ABC superfamily (atp_bind), branched-chain amino acid transporter, high-affinity3728654
100 1 100 STM0112 leuB 3-isopropylmalate dehydrogenase 131076
100 1 100 STM0689 citA citrate-proton symporter751371
100 1 100 STM4231 lamB phage lambda receptor protein; maltose high-affinity receptor, facilitates diffusion of maltose and maltoseoligosaccharides4452079
100 1 100 STM3883 rbsC ABC superfamily (membrane), D-ribose high-affinity transport protein (1st module, ATP-binding subunit)4093597
100 1 100 STM0203 yadQ putative ClC family, chlorine transport protein238661
100 1 100 STM0452 cypD peptidyl prolyl isomerase508668
100 1 100 STM0403 yajB putative cytoplasmic protein458885
100 1 100 STM4242 putative outer membrane or exported4462562
100 1 100 STM2372 putative transport protein2484593
100 1 100 STM1324 putative cytoplasmic protein1403736
100 0 56.311 STM1355 ydiP putative transcription regulator, AraC family1435737
100 1 100 STM1472 putative periplasmic protein1547817
100 1 100 STM2079 wzzB regulator of length of O-antigen component of lipopolysaccharide chains2156832
100 1 100 STM3851 yieG putative xanthine/uracil permeases family4057734
100 1 100 STM0221 uppS undecaprenyl pyrophosphate synthetase (di-trans,poly-cis-decaprenylcistransferase)259355
100 1 100 STM2060 yeeA putative inner membrane protein2134228
100 1 100 STM0125 mraY phospho-N-acetylmuramoyl-pentapeptide transferase146315
100 1 100 STM2362 purF amidophosphoribosyltransferase (PRPP amidotransferase) 2474336
100 1 100 STM3568 rpoH sigma H (sigma 32) factor of RNA polymerase; transcription of heat shock proteins induced by cytoplasmic stress3735927
100 1 100 STM3282 pnp polynucleotide phosphorylase, member of mRNA degradosome3449247
100 1 100 STM2554 hcaT putative MFS family transport protein 2692346
100 0 62 STM1018 STM2622 Gifsy-2 prophage1108723
100 1 100 STM0226 lpxD UDP-3-O-(3-hydroxymyristoyl)-glucosamine n-acyltransferase 265405
100 0 62.162 STM2594 aSTM1041 Gifsy-1 prophage: similar to phage tail component H2743185
100 1 100 STM3736 putative transcriptional regulator, LysR family3928434
100 1 100 STM3627 dppD ABC superfamily (atp_bind), dipeptide transport protein 3811340
100 1 100 STM3553 ugpQ glycerophosphodiester phosphodiesterase, cytosolic3722759
100 1 100 STM3742 spoT bifunctional : (p)ppGpp synthetase II; also guanosine-3',5'-bis pyrophosphate 3'-pyrophosphohydrolase3934070
100 1 100 STM2345 putative transcriptional regulator2457383
100 1 100 STM2557 cadC transcriptional activator of cad operon (OmpR family) 2696631
100 1 99 STM2438 yfeK putative periplasmic protein2550588
100 1 100 STM0830 glnH ABC superfamily (bind_prot), glutamine high-affinity transporter896264
100 1 100 STM0583 ybdK putative cytoplasmic protein639678
100 1 100 STM4465 putative ornithine carbamoyltransferase4707266
100 1 100 STM2643 srmB ATP-dependent RNA helicase 2782903
100 1 100 STM3195 ribB 3,4 dihydroxy-2-butanone-4-phosphate synthase3357851
100 1 100 STM4248 tyrB tyrosine aminotransferase, tyrosine repressible4469303
100 1 100 STM2549 asrB anaerobic sulfide reductase2687490
100 1 100 STM2071 hisG ATP phosphoribosyltransferase2149615
100 1 100 STM0549 fimZ fimbrial protein Z, putative transcriptional regulator (LuxR/UhpA family)610256
100 1 100 STM4026 yihX paral putative enzyme4236749



100 1 100 STM0880 potI ABC superfamily (membrane), putrescine transporter 951678
100 1 100 STM0709 phrB deoxyribodipyrimidine photolyase (photoreactivation)774778
100 1 100 STM4067 putative ADP-ribosylglycohydrolase4277918
100 1 100 STM0681 nagD putative phosphatase in N-acetylglucosamine metabolism740893
100 1 100 STM0728 nei endonuclease VIII removing oxidized pyrimidines may also remove oxidized purines in absence of MutY and Fpg793925
100 1 100 STM4105 metF 5,10-methylenetetrahydrofolate reductase4318528
100 1 100 STM4266 soxR redox-sensing transcriptional activator SoxR, contains iron-sulfur center for redox-sensing (MerR family)4504380
100 0 100 aSTM4261
100 1 100 STM2556 hmpA dihydropteridine reductase 2 and nitric oxide dioxygenase activity 2695259
100 1 100 STM0155 putative outer membrane protein182720
100 1 100 STM4164 thiC 5'-phosphoryl-5-aminoimidazole = 4-amino-5-hydroxymethyl-2-methylpyrimidine-P4380491
100 1 100 STM4023 yihU putative oxidoreductase 4233764
100 0 95 STM4069 putative periplasmic protein4279841
100 1 100 STM2878 sptP protein tyrosine phosphate3022071
100 1 100 STM1192 plsX putative fatty acid/phospholipid synthesis protein1276153
100 1 100 STM1702 rnb RNase II, mRNA degradation 1794346
100 1 100 STM2662 rluD pseudouridine synthase (pseudouridines 1911, 1915, 1917 in 23S RNA)2805547
100 1 100 STM0049 lytB regulates the activity of guanosine 3',5'-bispyrophosphate synthetase I (RelA)57796
100 1 100 STM1024 Gifsy-2 prophage1112864
100 1 100 STM3775 putative glycosyl hydrolase family3975943
100 1 100 STM1410 putative cytoplasmic protein1491044
100 1 100 STM1729 yciF putative cytoplasmic protein1825830
100 0 92.079 STM2725 pseudogene; in-frame stop following codon 222868690
100 1 100 STM0420 pgpA phosphatidylglycerophosphatase A472980
100 1 100 STM1659 ogt O-6-alkylguanine-DNA/cysteine-protein methyltransferase1753663
100 1 100 STM1760 putative TPR repeat protein1853726
100 1 100 STM1825 yeaB putative NTP pyrophosphohydrolase1922537
100 1 100 STM1767 narL response regulator in two-component regulatory system with NarX (or NarQ), regulates anaerobic respiration and fermentation (LuxR/UhpA familiy) 1866071
100 1 100 STM2995 ptr protease III 3149646
100 1 100 STM2930 ispD 4-phosphocytidyl-2C-methyl-D-erythritol synthase3070745
100 1 100 STM2919 ygbI putative regulatory protein, deoR family3061824
100 1 100 STM1114 scsB Suppression of copper sensitivity: lipoprotein modification in lgt mutants of E. coli1200565
100 1 100 STM0088 apaH diadenosine tetraphosphatase101424
100 1 100 STM3930 yifK putative APC family, amino-acid transport protein, permease protein4139420
100 1 100 STM3913 gppA guanosine pentaphosphatase and exopolyphosphatase4121827
100 1 100 STM4151 rplJ 50S ribosomal subunit protein L104364661
100 1 100 STM1815 minD cell division inhibitor, a membrane ATPase, activates MinC, directs division apparatus to middle of cell by oscillating from one half to other1912818
100 1 100 STM1841 putative outer membrane or exported1937220
100 1 100 STM1920 cheW purine-binding chemotaxis protein; regulation2016654
100 1 100 STM4190 pepE (alpha)-aspartyl dipeptidase4413996
100 1 100 STM0432 phnX 2-aminoethylphosphonate transport485318
100 1 100 STM4043 yiiL putative cytoplasmic protein4253496
100 0 100 STM3964 aSTM3963 metR regulator for metE and metH (LysR family) 4168560
100 0 99 STM0610 putative component of anaerobic dehydrogenases673151
100 1 100 STM1733 putative ferredoxin1828869
100 1 100 STM1577 narZ nitrate reductase 2, alpha subunit 1660688
100 1 100 STM1609 tehA TDT family, K+-tellurite ethidium and proflavin transport protein1698945
100 0 97 STM1631 sseJ Salmonella translocated effector: regulated by SPI-21721293
100 1 100 STM1670 putative serine/threonine protein kinase1763257
100 1 100 STM0476 acrA acridine efflux pump 532419
100 1 100 STM1543 putative transport protein1618320
100 1 100 STM1527 putative inner membrane protein1604153



100 1 100 STM0979 ycaL putative Zn-dependent protease with chaperone function1064060
100 1 100 STM0615 ybdR putative dehydrogenase678023
100 1 100 STM1740 yciU putative cytoplasmic protein1834362
100 0 96 STM1550 putative cytoplasmic protein1626565
100 0 63.889 STM1571 yddG putative permease1653824
100 1 100 STM1604 ydcP putative collagenase1693636
100 0 100 STM1638 putative SAM-dependent methyltransferases1729115
100 0 56.19 STM1896 putative cytoplasmic protein1991104
100 1 100 STM1878 exoX DNA exonuclease X, degrades ss and ds DNA with 3'-5' polarity1971072
100 1 100 STM2973 fucO L-1,2-propanediol oxidoreductase3124504
100 1 100 STM3021 putative inner membrane protein3181899
100 1 100 STM3062 serA D-3-phosphoglycerate dehydrogenase 3223279
100 1 100 STM3093 endA DNA-specific endonuclease I3255404
100 1 100 STM0445 yajG putative lipoprotein500119
100 1 100 STM3581 yhhS putative MFS family transport protein 3748223
100 1 100 STM3618 yhjN putative cellulose synthase3798531
100 1 100 STM3676 sgbU putative 3-hexulose-6-phosphate isomerase3863111
100 1 100 STM3704 pmgI phosphoglyceromutase3897564
100 1 100 STM2961 ygcY putative d-glucarate dehydratase3111900
100 1 100 STM2991 amiC N-acetylmuramoyl-L-alanine amidase 3141356
100 1 100 STM3040 lysS lysine tRNA synthetase, constitutive 3199219
100 1 100 STM3588 yhiN putative periplasmic protein3757069
100 1 100 STM2981 ygdD putative small membrane protein3133858
100 0 98 STM4312 putative phage protein4560083
100 0 60.784 STM3745 putative cytoplasmic protein3938965
100 1 100 STM3177 ygiX putative transcriptional regulator (OmpR family)3340798
100 1 100 STM3016 araE MFS family, L-arabinose: proton symport protein (low-affinity transporter) 3175802
100 1 100 STM2214 spr putative lipoprotein, suppresses thermosensitivity of prc mutants at low osmolality2313658
100 1 100 STM2096 rfbD TDP-rhamnose synthetase2176596
100 1 100 STM2158 yehT putative regulator2253744
100 1 100 STM0940 ybjX homologue of virK1017515
100 1 100 STM3662 xylR xylose operon regulatory protein (AraC/XylS family) 3848152
100 1 99 STM4317 putative helix-turn-helix protein, copG family4562560
100 1 100 STM3706 yigQ putative periplasmic protein3900405
100 1 100 STM3596 yhiR putative cytoplasmic protein3767646
100 1 100 STM3503 greB transcription elongation factor and transcript cleavage3660551
100 1 100 STM3295 folP 7,8-dihydropteroate synthase3463737
100 1 100 STM4569 deoB phosphopentomutase4823708
100 0 72 STM0351 putative cation efflux system protein393893
100 1 100 STM3284 truB tRNA pseudouridine 5S synthase3452044
100 1 100 STM3185 yqiE putative resistance protein3347734
100 1 100 STM3107 yggN putative periplasmic protein3266716
100 1 100 STM2817 luxS quorum sensing protein, produces autoinducer - acyl-homoserine lactone-signaling molecules2966270
100 1 100 STM2181 yohJ putative effector of murein hydrolase LrgA2277922
100 1 100 STM2220 yejG putative cytoplasmic protein2321748
100 1 100 STM2222 rsuA 16S rRNA pseudouridylate 516 synthase2323701
100 1 100 STM2154 mrp putative ATP-binding protein2248465
100 1 100 STM2407 ypeC putative periplasmic protein2523332
100 1 100 STM3425 rplF 50S ribosomal subunit protein L63588868
100 1 100 STM3472 ppiA peptidyl-prolyl cis-trans isomerase A (rotamase A)3621222
100 1 100 STM4363 hflK with HflC, part of modulator for protease specific for FtsH phage lambda cII repressor4606451
100 1 100 STM3762 cigR putative inner membrane protein3960748



100 1 100 STM3157 yghA putative oxidoreductase3318580
100 1 100 STM3060 ygfE putative cytoplasmic protein3221727
100 1 100 STM0782 modB ABC superfamily (membrane), molybdate transporter 846448
100 1 100 STM0822 ybiB putative transferase889332
100 1 100 STM2679 yfjD putative membrane protein2819585
100 1 100 STM2081 gnd gluconate-6-phosphate dehydrogenase, decarboxylating 2159361
100 1 100 STM0773 galM galactose-1-epimerase (mutarotase)837339
100 1 100 STM0817 ybhF putative ABC-type multidrug transport system, ATPase component881958
100 1 100 STM0862 yliJ putative glutathione S-transferase934627
100 1 100 STM3314 yrbG putative CacA family, Na:Ca transport protein3479971
100 1 100 STM3222 ygjQ putative integral membrane protein3390225
100 0 100 STM4313 putative cytoplasmic protein4560360
100 1 100 STM0366 yahO putative periplasmic protein415676
100 1 99 STM2576 yfhL putative ferredoxin2721690
100 0 61 STM2635 Gifsy-1 prophage: similar to excisionase in phage phi-802775325
100 1 100 STM4459 pyrI aspartate carbamoyltransferase, regulatory subunit (allosteric regulation)4703496
100 1 100 STM0586 fes enterochelin esterase644002
100 1 100 STM4121 argC N-acetyl-gamma-glutamylphosphate reductase4339513
100 1 100 STM4365 yjeT putative inner membrane protein4608796
100 1 100 STM1388 orf70 putative cytoplasmic protein1473820
100 0 100 STM3384 yhdG putative TIM-barrel enzyme, possibly dehydrogenase3555271
100 0 61.765 STM4198 putative cytoplasmic protein4419382
100 1 100 STM4250 yjbQ putative cytoplasmic protein4471525
100 1 100 STM2736 Fels-2 prophage: similar to retron in E coli and to protein cII of phages2875278
100 1 100 STM2787 tricarboxylic transport2935579
100 1 100 STM3995 yihD putative cytoplasmic protein4202850
100 1 99 STM2904 putative ABC-type transport system3047332
100 0 70.297 STM4116 frwD PTS system fructose-like IIB component 24331957
100 1 100 STM2932 ygbE putative inner membrane protein3071976
100 1 100 STM1461 ydgT putative cytoplasmic protein1535535
100 1 100 STM1503 ynfB putative periplasmic protein1581306
100 1 99 STM2045 pduJ Propanediol utilization: polyhedral bodies2123044
100 1 100 STM4394 rplI 50S ribosomal subunit protein L94631504
100 1 100 STM3444 bfd regulatory or redox component complexing with Bfr, in iron storage and mobility3597923
100 1 100 STM0307 homology to Shigella VirG protein350943
100 1 100 STM1813 ycgL putative cytoplasmic protein1911668
100 0 100 STM1782 ychH putative inner membrane protein1880563
100 1 100 STM1857 putative acetyltransferase1955007
100 1 100 STM1881 yebF putative periplasmic protein1974822
100 1 100 STM1839 putative periplasmic or exported protein1936561
100 1 100 STM2209 putative inner membrane protein2309636
100 0 83 aPSLT066
100 0 73 aPSLT023 aPSLT024
100 0 60.194 PSLT079 traE conjugative transfer: assemblyP63346
100 0 63.889 PSLT038 spvC Salmonella plasmid virulence: hydrophilic proteinP27178
100 0 62.5 aPSLT059 aPSLT058
100 0 77 aPSLT105 PSLT106 homologue of mvpA, Shigella flexneriP86575
58 0 58 traK R19577
63 0 61.321 traM R4194

64.356 0 72 tetA R42760
56.19 0 56.863 orf80 R26644

59.615 0 66.337 traG R12486



61.386 0 61.386 kikA R2076
100 0 62.5 aSTM0655
100 0 61.165 STM2590 Gifsy-1 prophage: similar to tail assembly protein I in phage lambda2740856
100 0 100 aSTM0741
100 0 61.468 aSTM2611
100 0 53.922 aSTM2631 STM1010 Gifsy-2 prophage1104268
100 0 100 aSTM2670

60.577 1 100
61.765 1 100
59.615 1 100

90 1 100
76 1 100
98 1 100
98 0 100 aSTM3911

59.259 1 100
89 1 100

57.282 1 100
60.748 1 100
59.406 1 100

75 1 100
90 1 100
78 0 100
63 1 100

65.347 1 100
99 1 100 aSTM0437

60.952 1 100
97 1 100 aSTM2778

64.545 1 100
73 1 100
62 1 100

41.748 1 100
62.376 1 100
58.252 1 100
62.376 1 100
64.151 1 100

100 1 100 aSTM4518
65 1 100
56 1 100

100 1 100 aSTM3552
58.824 1 100
70.874 1 100
60.185 1 100
64.078 1 100

100 1 100 STM0190 mrcB transpeptidase of penicillin-binding protein 1b (peptidoglycan synthetase) 220923
100 1 100 STM0680 asnB asparagine synthetase B 738939
100 1 100 STM0702 kdpE response regulator in two-component regulatory system with KdpD, regulates kdp operon encoding a high-affinity K translocating ATPase (OmpR family) 766339
100 1 100 STM3832 putative permease4035356
100 1 100 STM2028 cbiG synthesis of vitamin B12 adenosyl cobalamide precursor2106724
100 1 100 STM3789 uhpB sensory histidine kinase in two-component regulatory sytem with UhpA 3989052
100 0 63.366 STM3845 putative inner membrane protein4051378
100 1 100 STM3877 asnA asparagine synthetase A4085308
100 1 100 STM0041 putative glycosyl hydrolase48372



100 1 100 STM0116 ilvI acetolactate synthase III, valine sensitive, large subunit 135898
100 1 100 STM0149 putative permease of the Na+:galactoside symporter family171810
100 0 76 STM0175 stiC putativie fimbrial usher205079
100 1 100 STM3328 arcB sensory histidine kinase in two-component regulatory system with ArcA, senses redox conditions 3490492
100 1 100 STM3368 tldD suppresses inhibitory activity of CsrA3534350
100 1 100 STM0629 cspE RNA chaperone, negative regulator of cspA transcription692915
100 0 65.686 STM0654 ybeQ putative TPR repeat protein717078
100 1 100 STM0686 glnS glutamine tRNA synthetase 747421
100 1 100 STM0712 ybgJ putative carboxylase778807
100 1 100 STM0242 proS proline tRNA synthetase 282467
100 1 100 STM1541 putative regulatory protein, gntR family1616470
100 1 100 STM2113 wcaC putative glycosyl transferase in colanic acid biosynthesis 2196266
100 1 100 STM4591 sthE putative major fimbrial subunit4847811
100 0 61.111 STM0278 putative periplasmic protein318153
100 1 100 STM0321 proB gamma-glutamate kinase366315
100 0 93 STM2707 Fels-2 prophage: similar to tail fiber protein (gpH) in phage P22855566
100 0 97 STM0283 putative inner membrane protein322420
100 0 67 STM2759 putative dipeptide/oligopeptide/nickel ABC-type transport systems, periplasmic component2897643
100 1 100 STM2781 virK virulence gene; homologous sequence to virK in Shigella2928373
100 1 100 STM1087 pipA Pathogenicity island encoded protein: SPI31175548
100 1 100 STM1111 yccD putative cytoplasmic protein1198694
100 0 95 STM2769 aSTM0325; aSTM0324putative transposase2910977
100 1 100 STM2798 ygaP putative rhodanese-related sulfurtransferase2946350
100 1 100 STM1102 hpaE 4-hydroxyphenylacetate catabolism1189507
100 1 100 STM3453 fkpA FKBP-type peptidyl-prolyl cis-trans isomerase (rotamase)3604871
100 1 99 STM3489 yrfA putative inner membrane protein3644366
100 1 100 STM1236 putative periplasmic protein1323222
100 1 100 STM1319 cedA cell division modulator, affects inhibition after overreplication of chromosome in dnaAcos mutants1399731
100 1 100 STM1147 putative ACR related to the C-terminal domain of histone macroH2A11233013
100 1 100 STM1197 fabF 3-oxoacyl-[acyl-carrier-protein] synthase II1280435
100 1 100 STM1217 ycfU ABC transporter, integral membrane protein1302568
100 1 100 STM1267 putative cytoplasmic protein1349294
100 1 100 STM3578 yhhP small ubiquitous protein required for normal growth3746509
100 0 54.808 STM1030 Gifsy-2 prophage1116367
100 0 63.81 STM4195 putative Na+-dependent transporter4416715
100 1 100 STM4221 pgi glucosephosphate isomerase 4440162
100 1 100 STM4264 yjcC putative diguanylate cyclase/phosphodiesterase4502381
100 1 100 STM4297 melR regulator of melibiose operon (AraC/XylS family) 4541197
100 1 100 STM2376 putative periplasmic protein2487283
100 1 100 STM4249 aphA non-specific acid phosphatase/phosphotransferase, class B4470683
100 1 100 STM4284 yjcO putative TPR repeat protein4524484
100 1 100 STM4326 aspA aspartate ammonia-lyase (aspartase)4570945
100 1 100 STM0890 artI ABC superfamily (bind_prot), arginine transport system960294
100 0 54.369 STM0916 Fels-1 prophage; putative major tail protein987126
100 1 100 STM0937 hcp hybrid cluster protein; similar to prismane-protein homolog1012963
100 1 100 STM4066 putative sugar kinase, ribokinase family4276949
100 0 79 STM4217 putative soluble lytic murein transglycosylase4436517
100 0 58.333 STM2902 putative cytoplasmic protein3045697
100 1 100 STM4332 yjeJ putative inner membrane protein4577402
100 1 100 STM0878 potG ABC superfamily (atp_bind), putrescine transporter 949585
100 0 63.366 aSTM0911 aSTM0912
100 1 100 STM0202 hemL glutamate-1-semialdehyde aminotransferase (aminomutase)237211



100 1 100 STM0369 prpC putative citrate synthase418987
100 1 100 STM1347 aroH 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase (DAHP synthetase), tryptophan repressible1425398
100 1 100 STM1935 ftn cytoplasmic ferritin2029391
100 1 100 STM1993 yedJ putative hydrolase2075833
100 1 100 STM2271 rcsC sensory histidine kinase in two-component regulatory system with RcsB, regulates colanic capsule biosynthesis 2370747
100 0 65.686 STM4433 putative thiamine pyrophosphate-requiring enzyme, oxidoreductase family4676890
100 1 100 STM2310 menF isochorismate synthase (isochorismate hydroxymutase 2), menaquinone biosynthesis2417382
100 1 100 STM2336 putative cytoplasmic protein2447144
100 1 100 STM2057 pduW Propanediol utilization: propionate kinase2131440
100 1 100 STM2924 rpoS sigma S (sigma 38) factor of RNA polymerase, major sigmafactor during stationary phase3065494
100 1 100 STM0206 btuF putative cobalamin periplasmic binding protein241269
100 0 62.745 STM2636 Gifsy-1 prophage: similar to integrase in phage2775587
100 1 100 STM1340 btuC ABC superfamily (membrane), vitamin B12 transport protein1419571
100 1 100 STM1076 mgsA methylglyoxal synthase1168524
100 1 100 STM2867 hilC bacterial regulatory helix-turn-helix proteins, araC family3012107
100 1 100 STM4094 cytR transcriptional repressor (GalR/LacI family)4302181
100 1 100 STM1945 pgsA phosphatidylglycerophosphate synthetase (CDP-1,2-diacyl-sn-glycero-3-phosphate phosphatidyl transferase)2035813
100 1 100 STM2898 invG invasion protein; outer membrane3041597
100 1 100 STM1431 sodB superoxide dismutase, iron1509413
100 1 100 STM1144 csgA curlin major subunit, coiled surface structures; cryptic1231630
100 1 100 STM3726 mutM formamidopyrimidine DNA glycosylase3921131
100 1 100 STM3716 rfaY lipopolysaccharide core biosynthesis; modification of heptose region of the core3911766
100 1 100 STM1478 ydgH putative periplasmic protein1554224
100 1 100 STM1468 fumA fumarase A (fumarate hydratase class I), aerobic isozyme 1542187
100 1 100 STM1498 putative dimethyl sulphoxide reductase1574418
100 1 100 STM3781 putative sugar (pentulose and hexulose) kinase3980753
100 1 100 STM0308 yafV putative amidohydrolase351721
100 1 100 STM0363 putative transcription regulator, AraC family411513
100 1 100 STM2013 yeeO putative MATE family transport protein 2094377
100 1 100 STM2067 sbcB exonuclease I, 3' --> 5' specific; deoxyribophosphodiesterase2144261
100 1 100 STM0133 ftsZ tubulin-like GTP-binding protein and GTPase, forms circumferential ring in cell division155683
100 1 100 STM2323 nuoG NADH dehydrogenase I chain G2431894
100 1 100 STM0317 gpt guanine-hypoxanthine phosphoribosyltransferase362679
100 1 100 STM1980 fliQ flagellar biosynthesis2066073
100 1 100 STM1487 ynfL putative transcriptional regulator, LysR family1564074
100 1 100 STM3447 rpsG 30S ribosomal subunit protein S7, initiates assembly3601769
100 1 100 STM3847 yidY putative MFS family tranport protein (1st mdule)4054077
100 1 100 STM0387 yaiI putative cytoplasmic protein440205
100 1 100 STM0441 cyoC cytochrome o ubiquinol oxidase subunit III494585
100 1 100 STM4269 yjcE putative CPA1 family, Na:H transport protein 4507645
100 1 100 STM2312 elaA putative acyltransferase2419138
100 1 100 STM3258 Sugar specific-family of transport protein, galactitol-specific enzyme IIA of phosphotransferase system3428115
100 0 99 STM4156 putative cytoplasmic protein4374607
100 1 100 STM1381 orf245 putative cytoplasmic protein1464057
100 1 100 STM2512 xseA exonuclease VII, large subunit2626079
100 1 100 STM0500 ybbJ putative Membrane protein implicated in regulation of membrane protease activity560973
100 1 100 STM4413 putative imidazolonepropionase and related amidohydrolases4653168
100 1 100 STM3190 ygiE putative divalent heavy-metal cations transporter3353086
100 1 100 STM3220 ygjO paral putative methyltransferase 3388354
100 1 100 STM3265 yraN putative endonuclease3435327
100 0 61.165 STM3291 putative cytoplasmic protein3460352
100 1 100 STM1773 ychA putative transcriptional regulator1871299



100 1 100 STM2300 putative cytoplasmic protein2408072
100 1 100 STM2447 putative outer membrane lipoprotein2558622
100 1 100 STM4471 miaE hydroxylase for synthesis of 2-methylthio-cis-ribozeatin in tRNA4713345
100 1 100 STM2794 ygaE putative transcriptional repressor (GntR familiy)2944452
100 1 100 STM4512 iadA isoaspartyl dipeptidase4766093
100 1 100 STM4595 putative fimbrial chaparone protein4852849
100 0 100 STM3656 glyQ glycine tRNA synthetase, alpha subunit3841849
100 1 100 STM1753 hnr Response regulator in protein turnover: mouse virulence1848939
100 1 100 STM1693 sapB ABC superfamily (membrane), peptide transport protein1785324
100 1 100 STM4048 rhaS positive regulator for rhaBAD operon (AraC/XylS family) 4259065
100 1 100 STM3998 yihG putative endonuclease4204835
100 1 100 STM0813 ybhP putative cytoplasmic protein878350
100 1 100 STM0797 bioD dethiobiotin synthetase863096
100 1 100 STM0089 apaG putative cytoplasmic protein102283
100 1 100 STM4040 yiiG putative cytoplasmic protein4250363
100 1 100 STM0641 ybeA putative cytoplasmic protein703955
100 1 100 STM0261 gloB hydroxyacylglutathione hydrolase 301362
100 1 100 STM0978 aroA 3-enolpyruvylshikimate-5-phosphate synthetase1062634
100 1 100 STM2355 argT ABC superfamily (bind_prot), lysine/arginine/ornithine transport protein2465511
100 1 100 STM2685 smpA small membrane protein A2825074
100 1 100 STM0059 citD2 putative citrate lyase acyl carrier protein (gamma chain)69710
100 1 99 STM0362 putative cytoplasmic protein411193
100 1 100 STM1854 putative inner membrane protein1951563
100 1 100 STM3594 prlC oligopeptidase A3763940
100 0 100 aSTM0710
100 1 100 STM4303 dcuR response regulator in two-component regulatory system with DcuS, regulates anaerobic fumarate respiration 4549177
100 0 100 STM1936 yecH putative cytoplasmic protein2029934
100 1 100 STM1684 ycjF putative inner membrane protein1777869
100 1 100 STM2637 rseC regulator of sigma E (sigma 24) factor2777314
100 1 100 STM1139 csgG putative transcriptional regulator in curly assembly/transport, 2nd curli operon1228025
100 1 100 STM2958 barA sensory histidine kinase 3106519
100 0 95 aSTM2769 STM0324 aSTM0325 putative inner membrane protein369158
100 0 95 STM4161 putative involved in thiamine biosynthesis4378924
100 1 99 STM3460 pseudogene; in-frame stop following codon 153611808
100 1 100 STM3297 ftsJ 23S rRNA methyltransferase3466728
100 1 100 STM2052 pduQ Propanediol utilization: propanol dehydrogenase2127627
100 1 100 STM4279 nrfC putative nitrite reductase; formate-dependent, Fe-S centers 4518215
100 1 99 STM1975 fliL flagellar biosynthesis2063063
100 1 100 STM1512 dcp dipeptidyl carboxypeptidase II1589687
100 1 100 STM4130 btuB outer membrane receptor for transport of vitamin B12, E colicins, and bacteriophage BF23 4348110
100 1 100 STM0609 ahpF alkyl hydroperoxide reductase, F52a subunit; detoxification of hydroperoxides 671254
100 1 100 STM1744 oppC ABC superfamily (membrane), oligopeptide transport protein 1837643
100 1 100 STM4072 ydeV putative sugar kinase4280606
100 1 100 STM3967 dlhH putative dienelactone hydrolase family4173793
100 1 100 STM3951 uvrD DNA-dependent ATPase I and helicase II 4155541
100 1 100 STM0085 yabF putative NAD(P)H oxidoreductase98255
100 1 100 STM3059 ygfB putative cytoplasmic protein3220982
100 1 100 STM1971 fliH flagellar biosynthesis; possible export of flagellar proteins2059202
100 1 100 STM2430 cysK subunit of cysteine synthase A and O-acetylserine sulfhydrolase A2543231
100 1 100 STM2432 ptsI General PTS family (Enzyme I) PEP-protein phosphotransferase 2544892
100 1 100 STM1717 yciK putative oxoacyl-(acyl carrier protein) reductase1814369
100 1 100 STM2951 ygcF putative Organic radical activating enzymes3096557



100 1 100 STM2949 ptpS putative synthase3092934
100 1 100 STM4013 putative membrane-associated, metal-dependent hydrolase4222099
100 1 100 STM1912 flhE flagellar protein2007820
100 1 100 STM1656 putative Zn transport protein1750148
100 0 100 STM1554 putative coiled-coil protein1630405
100 0 100 STM1795 putative homologue of glutamic dehyrogenase1893531
100 1 100 STM1830 manX Sugar Specific PTS family, mannose-specific enzyme IIAB 1928533
100 1 100 STM1853 prpA serine/threonine protein phosphatase1950689
100 1 100 STM1900 ntpA dATP pyrophosphohydrolase1994556
100 1 100 STM0888 artM ABC superfamily (membrane), arginine 3rd transport system958903
100 1 100 STM0520 putative permease581082
100 1 100 STM0998 aspC aspartate aminotransferase1088406
100 1 100 STM0589 fepE ferric enterobactin (enterochelin) transporter649596
100 1 100 STM0338 stbC putative fimbriae; usher381035
100 1 100 STM1557 putative aminotransferase1634745
100 1 100 STM1746 oppA ABC superfamily (periplasm), oligopeptide transport protein with chaperone properties1839608
100 1 100 STM1786 hydrogenase-1 small subunit1884828
100 1 100 STM1827 putative diguanylate cyclase/phosphodiesterase1924779
100 1 100 STM1651 nifJ putative pyruvate-flavodoxin oxidoreductase 1742125
100 1 100 STM1678 putative 2'-hydroxyisoflavone reductase1770971
100 1 100 STM0497 putative periplasmic protein556964
100 1 100 STM2984 csdA putative selenocysteine lyase3135956
100 0 83 aSTM2703 aSTM2706
100 1 100 STM0270 putative cytoplasmic protein309113
100 1 100 STM0408 secF preprotein translocase, IISP family, membrane subunit464189
100 1 100 STM3148 hybB putative cytochrome Ni/Fe component of hydrogenase-2 3310487
100 1 100 STM2830 ygaD putative cytoplasmic protein2976000
100 1 100 STM3633 putative bacterial regulatory proteins, lacI family3819242
100 0 62.136 STM4540 putative glucosamine-fructose-6-phosphate aminotransferase4798534
100 1 100 STM3737 putative Zn-dependent hydrolase, including glyoxylases3929410
100 0 65.686 STM3170 putative inner membrane protein3332622
100 1 100 STM3009 ygeD putative efflux protein, resistance protein3166677
100 1 100 STM3076 tktA transketolase 1 isozyme3236393
100 1 100 STM2845 hycI protease involved in processing C-terminal end of HycE2991705
100 1 100 STM3647 yiaF putative outer membrane lipoprotein3834711
100 1 100 STM3680 aldB aldehyde dehydrogenase B (lactaldehyde dehydrogenase) 3867973
100 1 100 STM3768 putative selenocysteine synthase [L-seryl-tRNA(Ser) selenium transferase3968544
100 1 100 STM2979 fucR positive regulator of the fuc operon (DeoR family) 3131996
100 0 100 STM3029 stdA putative fimbrial-like protein3191120
100 1 100 STM2200 lysP APC family, lysine-specific permease 2298888
100 0 56.731 STM2235 putative phage protein2335364
100 1 100 STM2208 putative inner membrane protein2308969
100 1 100 STM3731 dut deoxyuridinetriphosphatase3924722
100 1 100 STM3435 rplV 50S ribosomal subunit protein L223593161
100 1 100 STM4364 hflC with HflK, part of modulator for protease specific for FtsH phage lambda cII repressor4607713
100 1 100 STM3414 rplQ 50S ribosomal subunit protein L173582877
100 1 100 STM0941 ybjY paral putative membrane protein1018611
100 1 100 STM4366 purA adenylosuccinate synthetase4609096
100 1 100 STM3247 garK glycerate kinase3415210
100 1 100 STM3149 hybA function unknown, intitally thought to be hydrogenase-2 small subunit which now identified as hybO 3311655
100 1 100 STM2833 srlE PTS family, glucitol/sorbitol-specific IIB component, one of two IIC components2978868
100 1 100 STM4446 putative selenocysteine synthase [L-seryl-tRNA(Ser) selenium transferase4687586



100 1 100 STM4579 radA putative ATP-dependent protease, DNA repair protein4834276
100 0 80 STM0353 putative cation transport ATPase398560
100 1 100 STM2844 putative periplasmic or exported protein2990869
100 1 100 STM2207 setB proton efflux pump2307723
100 1 100 STM2090 rfbH LPS side chain defect: CDP-6deoxy-D-xylo-4-hexulose-3-dehydrase2170926
100 1 100 STM2092 rfbF LPS side chain defect: glucose-1-phosphate cytidylyltransferase2173350
100 1 100 STM2152 stcA paral putative fimbrial-like protein2247097
100 1 100 STM1765 narK MFS superfamily, nitrite extrusion protein 1862544
100 1 100 STM3668 yiaK putative malate dehydrogenase3855639
100 1 100 STM3575 yhhN putative inner membrane protein3741737
100 1 100 STM3336 nanK putative ManNAc kinase3504905
100 1 100 STM3226 yqjA putative DedA family, membrane protein3395194
100 1 100 STM1402 sseE Secretion system effector1487057
100 1 100 STM1116 scsD Suppression of copper sensitivity: lipoprotein modification in lgt mutants of E. coli1203061
100 1 100 STM0791 hutH histidine ammonia lyase856655
100 1 100 STM0837 ybiS putative periplasmic protein903897
100 1 100 STM3057 ubiH 2-octaprenyl-6-methoxyphynol hydroxylase3218465
100 1 100 STM1103 hpaD 4-hydroxyphenylacetate catabolism1190975
100 1 100 STM0787 hutI Imidazolonepropionase851841
100 1 100 STM0827 ybiO paral putative transport protein 892401
100 1 100 STM1601 ugtL putative membrane protein: homology with chitinase from Schizosaccharomyces1691246
100 1 100 STM3256 putative phosphotransferase system mannitol/fructose-specific IIA domain3425825
100 1 100 STM3187 ygiB putative inner membrane protein3350255
100 1 100 STM2470 eutS putative carboxysome structural protein, ethanol utilization2578515
100 1 100 STM2304 pmrD polymyxin resistance protein B2411318
100 1 100 STM3862 glmU N-acetyl glucosamine-1-phosphate uridyltransferase and glucosamine-1-phosphate acetyl transferase 4071053
100 1 100 STM0424 xseB exonuclease VII, small subunit477416
100 1 100 STM2805 nrdH glutaredoxin-like protein; hydrogen donor2951857
100 1 100 STM0454 ybaW putative esterase511166
100 0 94 STM3353 STM0766 oadG-1 putative sodium ion pump oxaloacetate decarboxylase gamma chain3521837
100 1 100 STM3429 rplX 50S ribosomal subunit protein L243590714
100 1 100 STM3431 rpsQ 30S ribosomal subunit protein S173591574
100 1 100 STM4402 ytfH putative transcriptional regulator4639116
100 1 100 STM2153 yehE putative outer membrane protein2247906
100 1 97 STM1930 pseudogene; frameshift2025662
100 1 99 STM1065 ymbA putative outer membrane protein1156822
100 1 100 STM2653 yfiM putative outer membrane lipoprotein2794055
100 1 100 STM1443 ydhI putative inner membrane protein1519449
100 0 100 STM2664 pseudogene; two in-frame stops relative to E. coli b25962807432
100 1 100 STM4096 rpmE 50S ribosomal subunit protein L314305763
100 1 99 STM4302 putative cytoplasmic protein4548594
100 1 100 STM0449 clpX specificity component of clpA-clpP ATP-dependent serine protease, chaperone504085
100 1 100 STM1728 yciG putative cytoplasmic protein1825558
100 1 100 STM1272 yoaG putative cytoplasmic protein1351771
100 0 98 STM2704 Fels-2 prophage: similar to genes in P2-like phages2852997
100 1 100 STM0237 rof modulator of Rho-dependent transcription termination280047
100 1 100 STM0017 putative protein 17043
100 0 100 STM2251; STM3816ccmD heme exporter protein C, cytochrome c-type biogenesis protein2351391
100 1 100 STM0359 putative cytoplasmic protein408548
100 1 98 STM1093 putative cytoplasmic protein1180419
100 1 100 STM3566 putative cytoplasmic protein3734285
100 1 100 STM1851 putative cytoplasmic protein1950129



100 0 100 STM1829 putative cytoplasmic protein1928048
100 0 58 PSLT087 conjugative transfer: P67730
100 0 61.765 PSLT036 putative transposase, IS200-likeP25877
100 0 61.111 PSLT088 traC conjugative transfer: assemblyP68593
100 0 63.725 PSLT039 spvB Salmonella plasmid virulence: hydrophilic proteinP28191
100 0 60.194 PSLT081 traB conjugative transfer: assemblyP64639
100 0 62.136 PSLT018 pefA plasmid-encoded fimbriae; major fimbrial subunitP13569

62.037 0 62.037 traJ R18046
62.162 0 61.321 traO R10403

62 0 82 rec R50134
61.905 0 61.905 R43854
62.857 0 58.416 ardR R26893
61.538 0 62 traC R7471

100 0 62 aSTM2587
100 1 100 STM0710 ybgH putative POT family transport protein 776238
100 0 100 aSTM0760
100 1 100 STM0848 yliA putative ATPase components of ABC-type transport system, contain duplicated ATPase domain918101
100 0 60.396 aSTM0855
100 0 100 aSTM0891
70 1 100
99 1 100 aSTM3945

64.486 1 100
100 1 100 aSTM2514
100 1 100 aSTM2883
71 1 100
62 1 100

57.843 1 100
100 0 100 aSTM2516
86 1 100

50.505 1 100
85 1 100

63.208 1 100
60.396 1 100

94 0 100
61.905 1 100
65.347 1 100

61 1 100
63.107 1 100

100 1 100 aSTM3859
61.165 1 100
63.889 1 100

66 1 100
64.762 1 100
63.725 1 100
54.369 1 100
56.604 1 100

68 1 100
99 1 100 aSTM2695

67.961 1 100
98 1 100 aSTM2704

62.376 1 100
61.538 1 100



60.952 1 100
54.286 1 100

86 1 100
100 1 100 STM1071 sulA suppressor of lon; inhibitor of cell division and FtsZ ring formation upon DNA damage/inhibition, HslVU and Lon involved in its turnover1162374
100 1 100 STM4227 malG ABC superfamily (membrane), maltose transport protein 4446748
100 1 100 STM0142 hofC putative component in type IV pilin biogenesis165127
100 1 100 STM0173 yadH putative ABC superfamily (membrane) transport protein203104
100 1 100 STM0192 fhuC ABC superfamily (atp_bind), hydroxymate-dependent iron transport225976
100 1 100 STM0246 yaeE putative ABC superfamily (membrane) transport protein286377
100 1 100 STM3375 yhdA putative diguanylate cyclase3544867
100 1 100 STM0652 putative sigma-54 dependent transcriptional regulator714545
100 1 100 STM0684 nagB glucosamine-6-phosphate deaminase744131
100 0 70.093 STM3639 lpfB long polar fimbrial chaperone3826666
100 1 100 STM3839 rpmH 50S ribosomal subunit protein L344045685
100 1 100 STM3858 putative phosphotransferase system fructose-specific component IIB4064792
100 0 44 STM3637 lpfD long polar fimbrial operon protein3823018
100 1 100 STM3850 yieF putative oxidoreductase4057105
100 1 100 STM3884 rbsB ABC superfamily (peri_perm), D-ribose transport protein4094587
100 1 100 STM3713 rfaL O-antigen ligase 3908290
100 1 100 STM0225 hlpA histone-like protein, located in outer membrane264916
100 1 100 STM0121 ftsL cell division protein; ingrowth of wall at septum141345
100 0 87 STM2765 putative transposase2907066
100 1 100 STM2790 ygaF paral putative sarcosine oxidase-like protein 2938844
100 1 100 STM1484 putative protease1560968
100 1 100 STM3439 rplD 50S ribosomal subunit protein L4, regulates expression of S10 operon3594941
100 1 100 STM3480 yhfL putative outer membrane lipoprotein3635932
100 1 100 STM3508 putative cytoplasmic protein3666938
100 0 98 STM3411 putative cytoplasmic protein3581638
100 0 100 STM3462 yheT putative hydrolase. Alpha/beta-hydrolase fold3612635
100 1 100 STM3498 yrfI heat shock protein 33, redox regulated chaparone3653483
100 1 100 STM1254 putative outer membrane lipoprotein1338127
100 1 100 STM1287 arylsulfatase regulator1365225
100 1 100 STM2118 wza putative polysaccharide export protein, outer membrane2201511
100 0 58.416 STM3528 putative periplasmic phosphate-binding protein3690841
100 1 100 STM3554 ugpC ABC superfamily (atp_bind), sn-glycerol 3-phosphate transport protein 3723496
100 1 100 STM2120 asmA suppressor of ompF assembly mutants2204991
100 1 99 STM2711 Fels-2 prophage: similar to gpS for completion of tail, in phage P22858062
100 1 100 STM0286 putative cytoplasmic protein327730
100 1 100 STM0313 dinP DNA polymerase IV, devoid of proofreading, damage-inducible protein P 357800
100 1 100 STM2112 wcaD putative colanic acid polymerase2195077
100 0 100 STM2137 putative cytoplasmic protein2231496
100 0 61.765 STM2740 Fels-2 prophage: similar to int protein in phage CP4-572878169
100 0 64.078 STM2756 putative sugar phosphate aminotransferase2894344
100 0 63.107 STM1048 Gifsy-2 prophage; host specificity protein J, phage lambda1132792
100 1 100 STM1082 bacterial regulatory protein, AraC family1172746
100 1 100 STM0869 paral putative regulator (TetR/Acr family)941972
100 0 61.818 STM0897 Fels-1 prophage966309
100 0 60.194 STM0914 Fels-1 prophage; putative phage tail component986133
100 1 100 STM0932 putative nucleoside-diphosphate-sugar epimerase1006514
100 1 100 STM2543 nifS putative aminotransferase class-V2681537
100 0 61.386 STM2585 Gifsy-1 prophage: similar to transpose2731356
100 1 100 STM2511 guaB IMP dehydrogenase 2624452



100 1 100 STM0986 ycaQ putative cytoplasmic protein1073201
100 0 60 STM1033 Gifsy-2 prophage; resembles Clp protease1120666
100 0 58 STM4215 putative cytoplasmic protein4435575
100 1 100 STM2851 hycC hydrogenase 3, membrane subunit (part of FHL complex) 2996547
100 1 100 STM2922 putative 3-polyprenyl-4-hydroxybenzoate decarboxylase and related decarboxylase3063775
100 1 100 STM2474 tktB transketolase 2, isozyme2583500
100 1 100 STM0945 clpA ATP-binding subunit of serine protease 1022698
100 1 100 STM0989 mukF protein (killing factor KicB)1075621
100 0 59.048 STM1036 Gifsy-2 prophage; probable minor tail protein1123434
100 0 65.347 STM4201 putative phage tail protein4422192
100 1 100 STM4243 yjbN putative TIM-barrel enzymes, possibly dehydrogenases, nifR3 family4463960
100 1 100 STM4442 putative cytoplasmic protein4684653
100 1 100 STM2318 nuoL NADH dehydrogenase I chain L2427661
100 1 99 STM2344 putative phosphotransferase system2456687
100 1 100 STM1117 agp glucose-1-phosphatase1203700
100 1 100 STM1259 putative ATPase component of ABC-type transport system, contain duplicated ATPase domain1343318
100 1 100 STM1112 cbpA curved DNA-binding protein1198999
100 1 100 STM1067 fabA beta-hydroxydecanoyl thioester dehydrase (trans-2-decenoyl-ACP isomerase)1157908
100 1 100 STM2516 sinI putative outer membrane protein2647592
100 1 99 STM0026 bcfF fimbrial subunit 29994
100 0 100 STM1987 putative inner membrane protein2069743
100 1 100 STM2066 sopA Secreted effector protein of Salmonella dublin2141570
100 0 100 STM2275 putative regulatory protein, gntR family 2379349
100 1 100 STM1989 yedI putative inner membrane protein2071882
100 1 100 STM2069 yeeY putative transcriptional regulator, LysR family2147471
100 1 100 STM2280 putative permease2385184
100 1 100 STM2314 putative chemotaxis signal transduction protein2420643
100 1 100 STM2358 putative cytoplasmic protein2468648
100 0 100 STM1187 rluC 23S rRNA pseudouridylate synthase1272131
100 1 100 STM1174 flgB flagellar biosynthesis, cell-proximal portion of basal-body rod1258247
100 1 100 STM3446 fusA protein chain elongation factor EF-G, GTP-binding 3599558
100 1 100 STM0340 stbA putative fimbriae; major subunit384403
100 1 100 STM0162 putative inner membrane protein191150
100 1 100 STM0442 cyoB cytochrome o ubiquinol oxidase subunit I495189
100 1 100 STM4272 putative inner membrane protein4510780
100 1 100 STM4182 metA homoserine transsuccinylase4400841
100 1 100 STM0139 yacF putative cytoplasmic protein162464
100 1 100 STM2301 pqaB putative melittin resistance protein, PqaB2408968
100 0 62.963 STM1361 ydiM putative MFS family transport protein1442952
100 1 100 STM1436 nemA N-ethylmaleimide reductase 1512926
100 1 100 STM0399 brnQ LIVCS family, branched chain amino acid transporter system II (LIV-II)453258
100 0 100 STM1411; aSTM1410ssaK Secretion system apparatus1491589
100 1 100 STM4228 malF ABC superfamily (membrane), maltose transport protein 4447653
100 1 100 STM0322 proA gamma-glutamylphosphate reductase 367430
100 1 100 STM0166 speE spermidine synthase (putrescine aminopropyltransferase)195016
100 1 100 STM2001 yeeI putative inner membrane protein2082351
100 1 100 STM2403 glk glucokinase 2517964
100 1 100 STM2307 menB dihydroxynaphtoic acid synthetase2413999
100 1 100 STM2295 yfaO putative NTP pyrophosphohydrolases including oxidative damage repair enzymes2402597
100 1 100 STM2546 suhB inositol monophosphatase2684435
100 1 100 STM4472 ytgA putative inner membrane protein4714391
100 1 100 STM0535 lpxH UDP-2,3-diacylglucosamine hydrolase597743



100 0 63.725 STM2592 Gifsy-1 prophage: similar to phage tail component L2742145
100 0 59.406 STM2602 Gifsy-1 prophage: similar to DNA packaging protein gp9 of phage N142750476
100 1 100 STM4566 yjjI putative cytoplasmic protein4819621
100 1 100 STM3700 gpsA glycerol-3-phosphate dehydrogenase (NAD+)3895017
100 1 100 STM3610 yhjG putative inner membrane protein3784414
100 1 100 STM3514 malP maltodextrin phosphorylase 3673913
100 1 100 STM2406 putative oxidoreductase2522220
100 1 100 STM2483 dapE N-succinyl-diaminopimelate deacylase 2597694
100 1 100 STM0959 lrp regulator for lrp regulon and high-affinity branched-chain amino acid transport system; mediator of of leucine response (AsnC family)1036742
100 1 100 STM0569 ybdG putative transport 625635
100 1 100 STM4437 yjgA putative cytoplasmic protein4681180
100 0 100 STM4544 dnaT primosomal protein I4803532
100 1 100 STM3734 rph RNase PH 3926679
100 1 100 STM3212 mug DNA glycosylase, G/U mismatch specific3378372
100 1 100 STM3255 putative phosphotransferase system fructose-specific component IIB3424411
100 1 100 STM3735 yicC putative stress-induced protein3927521
100 0 97 STM4524 hsdS specificity determinant for hsdM and hsdR4777606
100 1 100 STM0117 ilvH acetolactate synthase III, small subunit137562
100 1 100 STM2888 spaR surface presentation of antigens; secretory proteins3032590
100 1 100 STM0736 sucA 2-oxoglutarate dehydrogenase (decarboxylase component)801745
100 1 100 STM4299 melB GPH family, melibiose permease II4543837
100 1 100 STM2675 rimM 16S rRNA processing protein2816073
100 1 100 STM2550 asrC anaerobic sulfide reductase2688319
100 1 100 STM2072 hisD histidinal dehydrogenase (also histidinol dehydrogenase activity)2150617
100 1 100 STM0320 phoE outer membrane pore protein e (e,ic,nmpab) 364980
100 1 100 STM0494 ushA UDP-sugar hydrolase 5'-nucleotidase553634
100 1 100 STM1058 pyrD dihydro-orotate oxidase 1146961
100 1 99 STM4319 phoN non-specific acid phosphatase4563589
100 1 100 STM4063 sbp ABC superfamily (bind_prot), sulfate transport protein4273496
100 1 100 STM0668 ybeY putative metal-dependent hydrolase732766
100 1 100 STM0723 putative ABC-type polysaccharide/polyol phosphate transport system, ATPase component788110
100 1 100 STM2039 pudB Propanediol utilization: polyhedral bodies2117238
100 1 100 STM4309 putative periplasmic or exported protein4556468
100 1 100 STM1951 yecC putative ABC-type polar amino acid transport system, ATPase component2040612
100 1 100 STM1677 putative transcriptional regulator, LysR family1769947
100 0 100 aSTM4261
100 1 100 STM0058 citC2 putative citrate lyase synthetase (citrate (pro-3S)-lyase ligase68637
100 0 94.34 STM1268 putative cytoplasmic protein1349621
100 1 100 STM4176 purH bifunctional: phosphoribosylaminoimidazolecarboxamide formyltransferase; IMP cyclohydrolase4392462
100 1 100 STM2536 pepB putative aminopeptidase2676118
100 1 100 STM2042 pduE Propanediol utilization: dehydratase, small subunit2120322
100 1 100 STM4301 dcuB Dcu family, anaerobic C4-dicarboxylate transporter4547107
100 1 100 STM1931 araH putative intracellular protease/amidase2026132
100 1 100 STM1195 fabG 3-oxoacyl-[acyl-carrier-protein] reductase1279223
100 1 100 STM1664 putative transcriptional regulator1757889
100 1 100 STM2667 pheA bifuctional: chorismate mutase P; prephenate dehydratase 2808257
100 1 100 STM0005 yaaA putative cytoplasmic protein5114
100 1 100 STM3794 putative regulatory protein, deoR family3994836
100 1 100 STM1474 pseudogene; frameshift1550866
100 1 100 STM4037 fdoG formate dehydrogenase4244758
100 1 100 STM3969 yigN putative inner membrane protein4175765
100 1 100 STM3936 hemX uroporphyrinogen III methylase 4143121



100 1 100 STM3068 fba fructose-bisphosphate aldolase3229511
100 1 100 STM1976 fliM flagellar biosynthesis, component of motor switch and energizing2063535
100 0 100 STM2429 cysZ required for sulfate transport2542306
100 1 100 STM1789 putative hydrogenase maturation protease1888483
100 1 100 STM3287 nusA transcription pausing; L factor3456313
100 1 100 STM2970 sdaC putative HAAAP family, serine transport protein3120771
100 1 100 STM4052 putative C4-dicarboxylate transport system4263393
100 1 100 STM3975 tatC part of sec-independent protein export, integral membrane protein4181313
100 1 100 STM3958 recQ ATP-dependent DNA helicase 4162558
100 1 100 STM3956 yigI putative protein PaaI, possibly involved in aromatic compounds catabolism4160991
100 1 100 STM0489 hemH ferrochelatase546914
100 0 100 STM4146 aSTM3445 tufB protein chain elongation factor EF-Tu (duplicate of tufA)4360603
100 1 100 STM1970 fliG flagellar biosynthesis, component of motor switching and energizing2058214
100 1 100 STM2947 cysI sulfite reductase, alpha subunit, NADPH dependent3088999
100 1 100 STM2999 ppdB prepilin peptidase dependent protein B, putative component in type IV pilin biogenesis3156808
100 1 100 STM1686 pspE phage shock protein1780473
100 1 100 STM0501 ybbK putative inner membrane protein561422
100 1 100 STM0526 ylbA putative glyoxylate utilization587927
100 0 64.356 STM0575 putative inner membrane protein635173
100 1 100 STM1636 putative ABC-type transport system probable membrane spanning protein1726059
100 1 100 STM1711 ribA GTP cyclohydrolase II1804109
100 1 100 STM1761 narI nitrate reductase 1, cytochrome b(NR), gamma subunit1855497
100 1 100 STM1801 ycgO putative CPA1 family, Na:H transport protein1899809
100 1 100 STM1834 yebN putative YebN family transport protein1932090
100 1 99 STM1860 putative transposase1956854
100 1 100 STM1907 cutC copper homeostasis protein2001025
100 1 100 STM0491 gsk inosine-guanosine kinase548997
100 1 100 STM1533 putative hydrogenase1608903
100 1 100 STM1523 yneJ putative transcriptional regulator, LysR family1600208
100 1 100 STM0973 pflB pyruvate formate lyase I, induced anaerobically 1055096
100 1 100 STM0621 citF bifunctional citrate lyase alpha chain/citrate-ACP transferase683829
100 1 100 STM1562 putative periplasmic transport protein1643558
100 1 100 STM1594 srfB ssrAB activated gene1681095
100 1 100 STM3597 gor glutathione oxidoreductase 3768593
100 1 100 STM3631 putative xanthine permease3816585
100 0 61.386 STM4503 putative inner membrane protein4757441
100 1 100 STM3730 dfp flavoprotein affecting synthesis of DNA and pantothenate metabolism3923518
100 1 100 STM2956 relA (p)ppGpp synthetase I (GTP pyrophosphokinase)3102880
100 1 100 STM2680 putative cytoplasmic protein2820947
100 0 100 STM0382 putative permease435597
100 0 100 STM0437 putative periplasmic protein490256
100 1 100 STM0463 amtB putative Amt family, ammonium transport protein520894
100 0 60.396 STM3600 putative sugar kinases, ribokinase family3772467
100 1 100 STM3660 xylB xylulokinase 3844913
100 0 100 STM3691 putative inner membrane protein3881228
100 1 97 STM4389 yjfY putative outer membrane protein4629768
100 1 100 STM0388 aroL shikimate kinase II440845
100 1 100 STM0421 yajO putative oxidoreductase / K + channel protein473599
100 0 100 STM3161 metC cystathionine beta-lyase (beta-cystathionase)3320995
100 1 100 STM2847 hycG hydrogenase activity2992575
100 1 100 STM3664 malS alpha-amylase 3850531
100 1 100 STM3335 yhcH putative cytoplasmic protein3504441



100 1 100 STM3263 yraL putative methyltransferase3432400
100 1 100 STM3153 yqhA putative membrane-associated protein3316274
100 1 100 STM0364 foxA ferrioxamine receptor412663
100 1 100 STM2802 ygaM putative inner membrane protein2949309
100 1 100 STM2201 yeiE putative transcriptional regulator, LysR family2300547
100 0 100 STM0373 yaiU flagellar protein; similar to 3rd module of ATP-binding components of transporters 425165
100 1 100 STM2183 cdd cytidine/deoxycytidine deaminase2279166
100 1 100 STM2085 rfbN LPS side chain defect: rhamnosyl transferase2165293
100 1 100 STM2141 fbaB 3-oxoacyl-[acyl-carrier-protein] synthase I2234965
100 1 100 STM2174 yohI putative nitrogen regulation protein2270724
100 1 100 STM3417 rpsK 30S ribosomal subunit protein S113584970
100 1 100 STM2108 wcaG bifunctional GDP fucose synthetase in colanic acid biosyntheis2191635
100 1 100 STM2167 dld D-lactate dehydrogenase, NADH independent2263737
100 1 100 STM0262 yafS putative SAM-dependent methyltransferase302152
100 1 100 STM3624 yhjU putative inner membrane protein3806420
100 1 100 STM3546 yhhY putative transferase3715617
100 1 100 STM3307 murA UDP-N-acetylglucosamine 1-carboxyvinyltransferase3474895
100 1 99 STM4385 ptxA putative PTS enzyme IIsga subunit4626961
100 1 100 STM4468 yjgK putative cytoplasmic protein4711221
100 1 100 STM4587 creA putative periplasmic protein4843747
100 1 100 STM3740 gmk guanylate kinase3933098
100 1 100 STM3298 yhbY putative RNA-binding protein containing KH domain3467442
100 1 100 STM3228 yqjC putative periplasmic protein3396388
100 1 100 STM3349 degS periplasmic serine endoprotease 3516877
100 1 100 STM3262 transcriptional regulator of sugar metabolism3431469
100 1 100 STM3225 ygjU putative dicarboxylate permease3393500
100 1 100 STM0628 pagP PhoPQ-activated gene692155
100 1 100 STM0170 hpt hypoxanthine phosphoribosyltransferase200816
100 1 100 STM0722 putative ABC transporter permease protein787336
100 1 100 STM4344 yjeA putative pyruvate oxidase (lysyl-tRNA synthetase)4586095
100 1 100 STM1405 sseG Secretion system effector1488754
100 1 100 STM1521 marC putative MarC Transporter, multiple antibiotic resistance protein1598190
100 0 62.376 STM0762 fumarate hydratase, alpha subunit825478
100 1 100 STM0808 ybhM putative integral membrane protein874240
100 0 59.406 STM0855 putative electron transfer flavoprotein beta subunit926614
100 0 99 STM4521 yjiS putative cytoplasmic protein4776033
100 0 61.765 STM3117 putative lactoylglutathione lyase3276380
100 1 100 STM0469 rpmE2 putative 50S ribosomal protein L31 (second copy)526352
100 1 100 STM2965 yqcC putative cytoplasmic protein3116326
100 0 100 STM3088; aSTM3089yqgC putative cytoplasmic protein3251177
100 0 49.074 STM1866 pseudogene; in-frame stop following codon 231962089
100 1 100 STM4271 putative inner membrane protein4510377
100 0 79 STM4216 putative inner membrane protein4436190
100 1 100 STM4274 yjcH putative inner membrane protein4513154
100 0 58.095 STM1035 Gifsy-2 prophage; ATP-binding sugar transporter-like protein1123154
100 1 99 STM3422 rpmD 50S ribosomal subunit protein L303587804
100 0 60.952 STM1012 STM2628 Gifsy-2 prophage; probable regulatory protein1105050
100 1 100 STM4562 putative inner membrane protein4816607
100 1 100 STM1564 yddX putative cytoplasmic protein1645181
100 0 100 STM2717 Fels-2 prophage: similar to gpX in phage P22860542
100 1 100 STM0623 citD citrate lyase acyl carrier protein (gamma chain)686273
100 1 100 STM0953 infA protein chain initiation factor IF-11030347



100 1 100 STM2716 Fels-2 prophage: phage-holin analog protein2860323
100 1 100 STM0140 yacE putative nucleotide kinase163207
100 1 100 STM0280 putative outer membrane lipoprotein319231
100 1 100 STM0181 panC pantothenate synthetase211506
100 1 100 STM0389 yaiA putative cytoplasmic protein441417
100 1 100 STM0020 putative cytoplasmic protein23335
100 1 100 STM3160 putative inner membrane protein3320736
100 1 100 STM1852 yebW putative inner membrane lipoprotein1950479
100 1 100 STM1585 putative outer membrane lipoprotein1672219
100 1 100 STM0470 rpmJ2 putative 50S ribosomal protein L36 (second copy)526618
100 1 100 STM1838 yobF putative cytoplasmic protein1935769
100 1 100 STM1565 rpsV 30S ribosomal subunit protein S221645491
100 1 100 STM0780 putative outer membrane or exported845359
100 0 60.784 PSLT041 spvR Salmonella plasmid virulence: regulation of spv operon, lysR familyP31427
100 0 61 PSLT098 traQ conjugative transfer: fimbrial synthesisP77650
100 0 53.922 PSLT083 trbD conjugative transfer: P66624
100 0 63.208 PSLT103 traT conjugative transfer: surface exclusionP83215
100 0 61.165 PSLT052 parA plasmid partition protein AP43817
100 0 66.038 PSLT092 traU conjugative transfer: assemblyP72228
62 0 60.377 nuc R13481

62.376 0 63.366 eex R8192
61.111 0 61.111 korB R2746
50.943 0 55.34 traL R3160

70 0 58 arsB R47964
65.347 0 68 tetR R42008

100 0 83 STM2703 Fels-2 prophage: similar to invertase (pin) in phage E142851911
100 0 64.356 aSTM0910
100 0 60.377 STM0912 Fels-1 prophage; protease subunits of ATP-dependent proteases, ClpP family983263
100 0 100 aSTM2960
100 0 100 aSTM2971
100 0 61.386 aSTM0925 aSTM2589
64 1 100

64.356 1 100
62.376 1 100
60.396 1 100
67.327 1 100
57.692 1 100

62.5 1 100
61.765 1 100

100 1 100 aSTM1473
44 1 100

64.078 1 100
56 1 100
67 1 100

60.377 1 100
62.136 1 100

77 0 100
58.416 1 100

99 0 100 STM0768 STM3351; STM0054 dcoB Oxalacetate decarboxylase: beta chain831919
100 0 100 aSTM1869
61 1 100
59 0 100



62.963 1 100
56 1 100

63.81 1 100
59.804 1 100
63.81 1 100

60.185 1 100
86 1 100
91 1 100

63.107 1 100
100 0 100 aSTM2708

0
0
0
0
0

100 1 100 STM1780 prsA phosphoribosylpyrophosphate synthetase1877761
100 1 100 STM0106 yabJ putative ABC-transport protein123410
100 1 100 STM3338 nanT MFS family, sialic acid transport protein 3506513
100 1 100 STM3372 mreD rod shape-determining protein3541908
100 1 100 STM0214 glnD uridylyltransferase 250143
100 1 100 STM0682 nagC transcriptional repressor of nag (N-acetylglucosamine) operon (NagC/XylR family) 741692
100 0 100 STM3390 acrE transmembrane protein affecting septum formation and cell membrane permeability 3561104
100 1 100 STM0235 yaeR putative lactoylglutathione lyase278219
100 0 100 STM1515 ydeI putative periplasmic protein1593330
100 1 100 STM1964 yedD putative outer membrane lipoprotein2053191
100 1 100 STM3710 rfaD ADP-L-glycero-D-mannoheptose-6-epimerase3905316
100 1 100 STM2025 cbiK synthesis of vitamin B12 adenosyl cobalamide precursor2104414
100 1 100 STM1963 amyA cytoplasmic alpha-amylase2051667
100 1 100 STM2031 cbiE synthesis of vitamin B12 adenosyl cobalamide precursor2109085
100 1 100 STM1997 umuC error-prone repair: component of DNA polymerase V with UmuD' 2079892
100 1 100 STM0046 ileS isoleucine tRNA synthetase53855
100 1 100 STM0082 putative secreted protein94771
100 1 100 STM3311 yrbD putative ABC superfamily (bind_prot) transport protein3477600
100 0 65.421 STM0331 putative fumarylacetoacetate (FAA) hydrolase374837
100 1 100 STM1066 rmf ribosome modulation factor (involved in dimerization of 70S ribosomes)1157641
100 1 100 STM1109 putative periplasmic protein1196332
100 1 100 STM1151 mdoH membrane glycosyltransferase; synthesis of membrane-derived oligosaccharide (MDO)/synthesis of OPGs (osmoregulated periplasmic glucans) 1237946
100 1 100 STM1200 tmk thymidylate kinase1283624
100 1 100 STM1220 ycfX putative regulator (NagC/XylR family)1305845
100 1 100 STM1131 putative outer membrane protein1220666
100 1 100 STM1185 rne RNase E 1268354
100 1 100 STM1212 ycfJ putative outer membrane lipoprotein1295937
100 0 67 STM3533 putative bacterial transcriptional regulator3697979
100 1 100 STM3572 yhhF putative methyltransferase3740347
100 1 100 STM4567 deoC 2-deoxyribose-5-phosphate aldolase4821413
100 1 100 STM1264 aadA Aminoglycoside adenyltransferase1346596
100 1 100 STM1289 yeaD putative enzymes related to aldose 1-epimerase1367474
100 0 62 STM4571 putative outer membrane protein4825898
100 1 100 STM0002 thrA aspartokinase I , bifunctional enxyme N-terminal is aspartokinaseI and C-terminal is homoserine dehydrogenase I337
100 0 64.815 STM2746 putative Excinuclease ATPase subunit2886073
100 0 60.784 STM2762 putative inner membrane protein2903614
100 1 100 STM4549 putative cytoplasmic protein4807528



100 1 100 STM4589 creC sensory kinase (alternative) in two-component regulatory system with CreB (or alternatively PhoB), senses catabolite repression, 4844922
100 0 100 STM0288 putative cytoplasmic protein328955
100 0 93 STM2764 putative integrase core domain2906452
100 1 100 STM2789 putative cytoplasmic protein2937832
100 1 100 STM1095 copS Copper resistance; histidine kinase1182280
100 1 100 STM2389 yfcY paral putative acetyl-CoA acetyltransferase2500252
100 1 100 STM2425 yfeH putative Na+-dependent transporter2537786
100 1 100 STM2478 putative beta-lactamase class C2587868
100 1 100 STM0950 homologue of slsA in STM1027679
100 1 100 STM0981 rpsA 30S ribosomal subunit protein S11065791
100 1 100 STM1020 STM2620 Gifsy-2 prophage1109954
100 1 100 STM0955 aat leucyl, phenylalanyl-tRNA-protein transferase1030877
100 1 100 STM2564 yfhK putative sensory kinase in regulatory system2706174
100 1 100 STM4031 putative cytoplasmic protein4240092
100 1 100 STM4109 talC putative transaldolase4323818
100 1 100 STM2868 putative cytoplasmic protein3013339
100 1 100 STM4327 fxsA suppresses F exclusion of bacteriophage T74572683
100 1 100 STM2487 purC phosphoribosylaminoimidazole-succinocarboxamide synthetase (SAICAR synthetase)2602104
100 1 100 STM2535 sseB enhances serine sensitivity2675232
100 1 100 STM2570 putative phosphotransferase system IIB components2715207
100 1 100 STM4044 putative iron-containing alcohol dehydrogenase4253807
100 1 100 STM4086 glpK glycerol kinase 4294342
100 1 100 STM4122 argB acetylglutamate kinase4340525
100 1 100 STM2284 glpA sn-glycerol-3-phosphate dehydrogenase (anaerobic), large subunit 2390236
100 0 59.048 STM4498 putative inner membrane protein4751237
100 1 100 STM4526 hsdR endonuclease R, host restriction 4780759
100 1 100 STM1922 motB enables flagellar motor rotation, linking torque machinery to cell wall 2019198
100 1 100 STM1323 yniB putative regulator1403157
100 1 100 STM0370 prpD putative protein in propionate catabolism420196
100 1 100 STM4237 lexA SOS response regulator, transcriptional repressor (LexA family)4459249
100 1 100 STM2861 sitA Salmonella iron transporter: fur regulated3006368
100 1 100 STM1445 slyB putative outer membrane lipoprotein1520368
100 1 100 STM4398 cycA APC family, D-alanine/D-serine/glycine transport protein 4634848
100 0 59.223 STM4425 putative dehydrogenase4667909
100 1 100 STM4448 putative phosphotransferase system mannitol/fructose-specific IIA domain (Ntr-type)4689457
100 1 100 STM4403 cpdB 2':3'-cyclic-nucleotide 2'-phosphodiesterase4639560
100 0 65.385 STM4427 putative endonuclease4670360
100 1 100 STM4454 treB pseudogene; frameshift4696802
100 0 64 STM4495 putative type II restriction enzyme, methylase subunit4743262
100 0 61.386 STM4536 putative PTS permease4795371
100 1 100 STM1256 putative ABC transporter1340757
100 1 100 STM1493 putative periplasmic component, ABC transport system1570328
100 1 100 STM3801 dsdX putative Gnt family transport protein4003098
100 1 100 STM3826 torS sensory kinase in multi-component regulatory system with TorR (regulator) and TorT (periplasmic sensor), regulates tor operon 4026452
100 1 100 STM0360 cytochrome BD2 subunit I408766
100 1 100 STM0077 fixC related to carnitine metabolism90461
100 1 100 STM0151 pdhR transcriptional repressor for pyruvate dehydrogenase complex (GntR family) 175316
100 1 100 STM4238 dinF DNA-damage-inducible protein F, induced by UV and mitomycin C; SOS, lexA regulon 4460035
100 1 100 STM2330 lrhA NADH dehydrogenase transcriptional repressor (LysR family) 2440125
100 1 100 STM1342 btuD ABC superfamily (binding protein), vitamin B12 transport protein1421194
100 1 100 STM0865 ybjG putative permease937574
100 1 100 STM1458 ydgM putative alternative beta subunit of Na+-transporting NADH:ubiquinone oxidoreductase1533770



100 1 100 STM1499 putative dimethyl sulphoxide reductase, chain A11576952
100 1 100 STM1501 ynfC putative inner membrane lipoprotein1579950
100 1 100 STM3791 putative cytoplasmic protein3991219
100 1 100 STM2574 putative permease2719414
100 1 100 STM0404 queA S-adenosylmethionine-tRNA ribosyltransferase-isomerase459560
100 1 100 STM4192 putative cytoplasmic protein4414893
100 1 100 STM2368 truA pseudouridylate synthase I2480462
100 0 100 STM0347 putative response regulator391056
100 1 100 STM2527 putative polyferredoxin2660622
100 1 100 STM0460 mdlA putative ABC superfamily (atp) transporter 516766
100 1 100 STM0566 putative inner membrane protein622059
100 1 99 STM1329 putative inner membrane protein1408220
100 1 100 STM4408 msrA peptide methionine sulfoxide reductase4645202
100 1 100 STM4476 holC DNA polymerase III, chi subunit4719868
100 1 100 STM2648 yfiF putative tRNA/rRNA methyltransferase 2787413
100 1 100 STM3199 yqiK paral putative membrane protein3360420
100 1 100 STM3241 tdcE pyruvate formate-lyase 4/ 2-ketobutyrate formate-lyase 3406432
100 1 100 STM3274 yhbU putative protease3440273
100 1 100 STM4099 metJ transcriptional repressor of all met genes but metF (MetJ family)4309131
100 0 100 STM1380 orf32 putative hydrolase or acyltransferase1463105
100 1 100 STM0471 ylaC putative inner membrane protein526814
100 1 100 STM2791 gabD succinate-semialdehyde dehydrogenase I, NADP-dependent 2940134
100 0 64.706 STM2605 Gifsy-1 prophage: similar to head-tail preconnector gp5 of phage 212752336
100 1 100 STM2639 rseA anti sigma E (sigma 24) factor, negative regulator2778746
100 0 100 STM3191 putative arylsulfate sulfotransferase3354502
100 1 100 STM3619 yhjO glycosyltransferase, probably involved in cell wall biogenesis3800842
100 1 100 STM3269 yhbO putative intracellular proteinase3437752
100 1 100 STM1419 yscR Secretion system apparatus: homology with YscR of the secretion system of Yersinia1498744
100 1 100 STM2499 purM phosphoribosylaminoimidazole synthetase (AIR synthetase)2613073
100 1 100 STM1125 putP SSS family, major sodium/proline symporter1211980
100 1 100 STM2808 nrdF ribonucleoside-diphosphate reductase 2, beta subunit2954637
100 1 100 STM0271 putative cytoplasmic protein309924
100 1 100 STM2882 sipA cell invasion protein3024679
100 1 100 STM3501 envZ sensory histidine kinase in two-component regulatory system with OmpR 3658257
100 1 100 STM1694 sapC ABC superfamily (membrane), peptide transport protein 1786276
100 1 100 STM4047 rhaB rhamnulokinase4257308
100 1 100 STM0550 fimY putative regulatory protein611492
100 1 100 STM1224 sifA lysosomal glycoprotein (lgp)-containing structures; replication in macrophages1309844
100 1 100 STM1163 pyrC dihydro-orotase1248515
100 1 100 STM3470 fic putative cell filamentation protein, stationary phase induced gene, affects cell division3620354
100 1 100 STM4038 fdhD putative formate dehydrogenase formation protein4248003
100 1 100 STM0640 mrdA cell elongation specific transpeptidase of penicillin-binding protein 2 (peptidoglycan synthetase) 702023
100 1 100 STM0256 yafC putative transcriptional regulator, LysR family295893
100 0 100 STM1457 putative respiratory-chain NADH dehydrogenase1531570
100 1 100 STM2884 sipC cell invasion protein3027857
100 1 100 STM1171 flgN flagellar biosynthesis: belived to be export chaperone for FlgK and FlgL1256619
100 1 100 STM4254 uvrA UvrA with UvrBC is a DNA excision repalr enzyme 4473213
100 1 100 STM2688 smpB small protein B; putative tmRNA-binding protein2826484
100 1 100 STM0035 putative arylsulfatase40131
100 1 100 STM4139 coaA pantothenate kinase 4358694
100 1 98 STM3688 putative cytoplasmic protein3879149
100 1 100 STM3865 atpD membrane-bound ATP synthase, F1 sector, beta-subunit4074111



100 1 100 STM0395 sbcC ATP-dependent dsDNA exonuclease 446241
100 1 100 STM2889 spaQ surface presentation of antigens; secretory proteins3033385
100 1 100 STM2064 phsB Hydrogen sulfide production: iron- sulfur subunit; electron transfer2138082
100 1 100 STM1917 cheB methyl esterase, response regulator for chemotaxis (cheA sensor) 2012690
100 1 100 STM1709 yciS putative inner membrane protein1802691
100 1 100 STM1391 ssrB Secretion system regulator: transcriptonal activator, homologous with degU/uvrY/bvgA1476167
100 1 100 STM3722 rfaG glucosyltransferase I3916738
100 1 100 STM0348 putative inner membrane protein391708
100 0 99 STM4162 thiF catalyzes the adenylation of thisS as part of thiazole synthesis, also with ThiI it catalyses the transfer of sulfur from cysteine to the ThiS enzyme4379105
100 1 100 STM3986 trkH Trk family, potassium transport protein, requires TrkE4193673
100 1 100 STM2522 hisS histidine tRNA synthetase2654871
100 1 100 STM3924 wecD lipopolysaccharide biosynthesis protein4133110
100 1 100 STM3905 ilvA threonine deaminase 4113840
100 1 100 STM1762 narJ nitrate reductase 1, delta subunit, chaperone required for molybdenum cofactor assembly in nitrate reductase 11856174
100 1 100 STM1791 putative hydrogenase-1 protein1889470
100 1 100 STM1735 yciB putative intracellular septation protein1830099
100 1 100 STM0145 nadC quinolinate phosphoribosyltransferase168373
100 1 100 STM0426 phnV 2-aminoethylphosphonate transporter, memrane component479360
100 1 100 STM4035 fdoI formate dehydrogenase, cytochrome B556 (FDO) subunit4243211
100 1 100 STM1395 ssaD Secretion system apparatus1481876
100 1 99 STM0547 fimH minor fimbrial subunit608675
100 1 100 STM3948 yigA putative cytoplasmic protein4153083
100 1 100 STM3909 ilvC ketol-acid reductoisomerase4117377
100 1 100 STM0184 pcnB poly(A) polymerase I213874
100 1 100 STM1831 manY Sugar Specific PTS family, mannose-specific enzyme IIC 1929554
100 1 100 STM1784 ychF putative GTP-binding protein1881818
100 1 100 STM2896 invA invasion protein3038400
100 1 100 STM0474 ybaJ putative cytoplasmic protein528377
100 1 100 STM1539 putative hydrogenase-1 small subunit1613801
100 1 100 STM1516 ydeE putative MFS family transport protein 1594414
100 1 100 STM0966 dmsC anaerobic dimethyl sulfoxide reductase, subunit C1048395
100 1 100 STM0611 putative oxidoreductase protein673704
100 0 100 STM1546 putative monooxygenase1622640
100 0 83 STM1569 fdnH formate dehydrogenase-N, Fe-S beta subunit, nitrate-inducible1649544
100 1 100 STM1602 sifB Salmonella translocated effector: translocated by SPI-21692181
100 0 84 STM1626 trg methyl-accepting chemotaxis protein III, ribose and galactose sensor receptor 1715879
100 1 100 STM1648 hslJ heat shock protein hslJ1741129
100 1 100 STM1697 putative Diguanylate cyclase/phosphodiesterase domain 21789095
100 1 100 STM0508 ybbP putative inner membrane protein567122
100 1 100 STM0511 sfbB putative ABC-type transport system ATPase component/cell division protein571979
100 1 100 STM0536 ppiB peptidyl-prolyl cis-trans isomerase B (rotamase B)598468
100 1 100 STM0595 entC isochorismate synthetase, enterochelin biosynthesis656255
100 1 100 STM2710 Fels-2 prophage: similar to gpV, base plate of tail, in phage P22857415
100 1 100 STM1768 ychP putative invasin1866722
100 1 100 STM1806 nhaB NhaB family of transport protein, Na+/H+ antiporter, regulator of intracellular pH 1906828
100 0 100 STM2729 Fels-2 prophage: similar to retron in E coli2870268
100 1 100 STM3012 putative transcriptional regulator3171663
100 1 100 STM3683 selA selenocysteine synthase (with SelD)3872693
100 1 100 STM3752 putative cytoplasmic protein3948987
100 1 100 STM3168 ygiR putative Fe-S oxidoreductase family 23328938
100 1 100 STM3005 mutH methyl-directed mismatch repair protein3163381
100 0 61.765 STM3085 putative outer membrane lipoprotein3248052



100 1 100 STM3137 putative uronate isomerase3298907
100 1 100 STM2810 proW ABC superfamily (membrane), glycine/betaine/proline transport protein 2957146
100 1 100 STM2800 putative inner membrane protein2948325
100 1 100 STM3382 panF SSS family, sodium/pantothenate symporter 3552266
100 0 59.223 STM1040 Gifsy-2 prophage; probable minor tail protein1125600
100 1 100 STM3055 gcvT glycine cleavage complex protein T, aminomethyltransferase, tetrahydrofolate-dependent3215588
100 0 100 STM3089 yqgD putative inner membrane protein3251338
100 1 100 STM3124 putative response regulators consisting of a CheY-like receiver domain and a HTH DNA-binding domain3284090
100 1 100 STM0468 ylaB putative diguanylate cyclase/phosphodiesterase domain 2524577
100 1 100 STM3609 yhjE putative MFS family transport protein 3783052
100 0 60.784 STM4429 putative cytoplasmic protein4672417
100 1 100 STM4387 sgaU putative hexulose-6-phosphate isomerase4628099
100 1 100 STM4474 yjgN putative inner membrane protein4715684
100 1 100 STM4590 creD tolerance to colicin E24846404
100 1 100 STM2841 ygbD putative oxidoreductase 2986507
100 1 100 STM2180 putative transcriptional regulator, LysR family2276882
100 1 100 STM2083 rfbK LPS side chain defect: phosphomannomutase2162433
100 1 100 STM2801 ygaC putative cytoplasmic protein2948809
100 1 100 STM2193 folE GTP cyclohydrolase I2290444
100 1 100 STM2103 wcaJ putative UDP-glucose lipid carrier transferase/glucose-1-phosphate transferase in colanic acid gene cluster2185572
100 1 100 STM2176 putative glutathione S-transferase2272979
100 1 100 STM1799 emtA membrane-bound lytic murein transglycosylase E1898016
100 1 100 STM3674 lyxK L-xylulose kinase, cryptic 3860963
100 0 60.396 STM2240 putative cytoplasmic protein2339567
100 1 100 STM1842 kdgR putative transcriptional repressor (IclR family)1937671
100 1 100 STM3690 putative inner membrane lipoprotein3880501
100 1 100 STM3441 rpsJ 30S ribosomal subunit protein S103596219
100 1 100 STM4360 miaA delta(2)-isopentenylpyrophosphate tRNA-adenosine transferase4603542
100 1 100 STM3240 tdcG L-serine deaminase3404998
100 1 100 STM3301 yhbZ putative GTP-binding protein3470219
100 1 100 STM3217 aer aerotaxis sensor receptor, senses cellular redox state or proton motive force 3382755
100 1 100 STM3139 gsp bifunctional: glutathionylspermidine synthetase; glutathionylspermidine amidase 3302347
100 1 100 STM3066 yggA putative LYSE family, amino acid transport protein3227589
100 1 100 STM1178 flgF flagellar biosynthesis, cell-proximal portion of basal-body rod 1261040
100 1 100 STM3207 ygiH putative inner membrane protein3371952
100 1 100 STM1386 ttrS Tetrathionate reductase complex: sensory transduction histidine kinase1471349
100 0 86 STM3753; STM3754sugR ATP binding protein3950009
100 1 100 STM3194 putative disulfide isomerase3357003
100 1 100 STM3103 yggV putative Xanthosine triphosphate pyrophosphatase3262528
100 1 100 STM3051 bglA 6-phospho-beta-glucosidase A3209307
100 1 99 STM0759 ybgS putative homeobox protein823066
100 1 100 STM3136 putative D-mannonate oxidoreductase 3297423
100 1 100 STM3072 putative inner membrane protein3233748
100 1 100 STM1105 hpaH 4-hydroxyphenylacetate catabolism1192359
100 1 100 STM0777 putative inner membrane protein841820
100 1 100 STM0818 membrane permeases, predicted cation efflux pump883687
100 1 100 STM0863 dacC D-alanyl-D-alanine carboxypeptidase; penicillin-binding protein 6a 935497
100 1 100 STM0466 ybaZ putative methyltransferase523957
100 1 100 STM0391 yaiE putative cytoplasmic protein442607
100 0 100 STM3127 putative cytoplasmic protein3287120
100 0 96 STM0561 Sensor protein618590
100 0 85 STM0562 putative transport protein619028



100 1 100 STM2541 yfhF putative regulator2680771
100 1 100 STM1983 dsrB regulatory RNA; regulated by DsrA and HNS, under control of RpoS2068089
100 0 72 STM2231 homologue of msgA; ssrB-regulated factor2331492
100 1 100 STM2185 b2145 putative inner membrane protein2280943
100 1 100 STM0825 ybiI putative DnaK suppressor protein891007
100 1 100 STM4450 putative inner membrane protein4691680
100 1 100 STM4523 yjiW LexA regulated, putative SOS response4777047
100 1 100 STM2923 putative cytoplasmic protein3065213
100 1 100 STM1369 sufA putative HesB-like domain1452315
100 1 100 STM1123 putative periplasmic protein1207143
100 1 100 STM1377 lpp murein lipoprotein, links outer and inner membranes1459379
100 1 100 STM3652 putative cytoplasmic protein3838209
100 1 100 STM3703 yibN putative Rhodanese-related sulfurtransferases3896885
100 0 100 STM0037 putative cytoplasmic protein42932
100 1 100 STM0071 caiC crotonobetaine/carnitine-CoA ligase82564
100 1 100 STM0038 putative arylsulfatase44312
100 1 100 STM0087 folA dihydrofolate reductase type I; trimethoprim resistance100839
100 1 100 STM0091 pdxA NAD-dependent dehydrogenase/carboxylase; pyridoxine phosphate biosynthetic protein PdxJ-PdxA subunit103481
100 1 100 STM0080 putative outer membrane lipoprotein93607
100 0 63 STM2630 Gifsy-1 prophage2770340
100 1 99 STM1632 putative inner membrane protein1722640
100 1 100 STM1689 pspB phage shock protein; regulatory gene, activates expression of psp operon with PspC1781463
100 1 100 STM1673 putative outer membrane lipoprotein1766967
100 0 66.337 STM1628 putative cytoplasmic protein1718823
100 1 100 STM3196 yqiC putative cytoplasmic protein3358881
100 0 65 PSLT044 putative integrase proteinP35113
100 0 59.615 PSLT028 ccdB toxin addiction system: toxinP20316
100 0 63.208 PSLT091 traW conjugative transfer: assemblyP71599
100 0 67.961 PSLT037 spvD Salmonella plasmid virulence: hydrophilic proteinP26267
100 0 58.654 PSLT063 putative cytoplasmic proteinP52689
100 0 62.617 PSLT100 traH conjugative transfer: assemblyP78468

52.475 0 53.333 ardB R27355
64 0 72.277 mucA R28193

63.462 0 63.462 traD R8435
44.762 0 56.481 ardA R24042

58 0 62.5 korA R3903
100 0 100 PSLT010 srgB sdiA-regulated gene; putative outer membrane proteinP05639
100 0 74 aSTM0893
100 0 96 aSTM2771 aSTM1959
100 0 65.347 aSTM0914
100 0 53.465 aSTM0916
100 0 54.369 STM0922 Fels-1 prophage; putative tail assembly protein993599
100 1 100 STM3113 nupG MFS family, nucleoside transport 3271455

62.617 1 100
51.961 1 100
63.208 1 100

58 1 100
59.223 1 100
55.446 1 100
98.02 1 100 aSTM0437

60.377 1 100
61.386 0 100



59.804 1 100
57.547 0 100
43.689 1 100

87 1 100
100 1 100 aSTM1450

66.981 0 100
62.5 1 100

62.264 1 100
83 1 100
83 1 100

50.98 1 100
58.095 1 100
59.406 1 100

69 1 100
94 1 100

60.194 1 100
58.416 1 100
64.423 1 100
63.107 1 100

100 0 100 aSTM3655
66.99 1 100

0
0
0
0
0
0

100 1 100 STM1227 pepT putative peptidase T(aminotripeptidase)1313417
100 1 100 STM0126 murD UDP-N-acetylmuramoylalanine-D-glutamate ligase147400
100 0 64.356 STM0159 putative restriction endonuclease188515
100 1 100 STM0182 panB 3-methyl-2-oxobutanoate hydroxymethyltransferase212486
100 1 100 STM0233 putative endochitinase274183
100 1 100 STM1513 putative cytoplasmic protein1592074
100 1 100 STM0194 fhuB ABC superfamily (membrane), hydroxamate-dependent iron uptake 227660
100 0 100 STM0660 putative cytoplasmic protein724288
100 1 100 STM0696 ybfF putative enzyme758236
100 0 73 STM3827 dgoT MFS family, D-galactonate transport protein4029213
100 0 58.879 STM3846 putative reverse transcriptase (RNA-dependent DNA polymerase)4052406
100 1 100 STM3879 yieN paral putative regulator protein4087750
100 0 100 STM3841 putative inner membrane protein4046165
100 1 100 STM3860 putative dipeptide/oligopeptide/nickel ABC-type transport systems, periplasmic component4067127
100 1 100 STM0014 putative transcriptional regulator, LysR family15014
100 1 100 STM2399 pgtP Phosphoglycerate transport: transporter2512130
100 1 100 STM0775 galT galactose-1-phosphate uridylyltransferase839524
100 1 100 STM0137 mutT 7,8-dihydro-8-oxoguanine-triphosphatase, prefers dGTP161546
100 0 100 aSTM2779 aSTM2778
100 1 100 STM1085 yccA putative TEGT family carrier/transport protein 1174268
100 1 100 STM3402 yrdC putative translation factor3574089
100 1 100 STM3458 yheR putative NAD(P)H oxidoreductase3609016
100 1 100 STM3496 yrfG putative hydrolase3652384
100 1 100 STM1252 putative cytoplasmic protein1336322
100 1 99 STM3450 yheM putative oxidation of intracellular sulfur3603130



100 1 100 STM3487 aroK shikimate kinase I3642227
100 1 100 STM1233 ycfC membrane associated protein of unknown function1320861
100 1 100 STM1275 yaoF putative hemolysin1353820
100 1 100 STM2104 cpsG phosphomannomutase in colanic acid gene cluster2187020
100 1 100 STM2133 putative cytoplasmic protein2225846
100 1 100 STM3537 glgX glycosyl hydrolase 3704122
100 1 100 STM3574 yhhM putative inner membrane protein3741224
100 1 100 STM2135 putative inner membrane protein2227457
100 0 61.386 STM2724 Fels-2 prophage: hypothetical protein2866927
100 1 100 STM0296 putative cytoplasmic protein340454
100 0 65.049 STM0328 putative permease371403
100 1 100 STM2124 alkA 3-methyl-adenine DNA glycosylase II, inducible 2211488
100 0 99 aSTM2714 aSTM2713
100 0 65.741 STM2748 putative transcriptional regulator2888373
100 0 64.078 STM0330 putative 3-isopropylmalate isomerase (dehydratase), subunit with LeuC374196
100 1 100 STM1064 pqiB paraquat-inducible protein B 1155185
100 1 100 STM1475 rstA response regulator in two-component regulatory system with RstB (OmpR family) 1551289
100 1 100 STM0884 putative inner membrane protein; homology to SgaT from Vibrio954526
100 0 59.091 STM0905 Fels-1 prophage975824
100 0 60.194 aSTM0922 aSTM0923
100 1 100 STM2528 putative dimethylsulfoxide reductase2661485
100 1 100 STM2562 yfhA putative transcriptional regulator of two-component regulator protein (EBP familiiy) 2704074
100 0 65.347 STM1031 Gifsy-2 prophage1116857
100 1 100 STM0970 pflA pyruvate formate lyase activating enzyme 11052688
100 1 100 STM0995 ycbB putative periplasmic protein1085020
100 1 100 STM4061 yiiP putative CDF family transport protein 4271243
100 1 100 STM4224 yjbG putative periplasmic protein4443196
100 0 99 STM2910 putative cytoplasmic protein3052902
100 1 100 STM4342 frdB fumarate reductase, anaerobic, Fe-S protein subunit4583255
100 0 72 STM0927 Fels-1 prophage; putative tail assembly protein1001442
100 1 100 STM0974 focA putative FNT family, formate transporter (formate channel 1)1057438
100 1 100 STM1005 Gifsy-2 prophage; integrase1098228
100 1 100 STM4188 metH B12-dependent homocysteine-N5-methyltetrahydrofolate transmethylase, repressor of metE and metF4408252
100 0 78 STM4102 putative inner membrane protein4313424
100 1 99 STM4253 putative outer membrane lipoprotein4472626
100 1 100 STM4467 putative arginine deiminase4709325
100 1 100 STM2334 yfbT putative phosphatase2445897
100 1 100 STM2361 putative regulatory protein2472873
100 1 100 STM1208 ycfN putative cytoplasmic protein1291772
100 0 65.385 STM3121 putative transcriptional regulator, LysR family3279660
100 1 100 STM1165 grxB glutaredoxin 21250351
100 1 100 STM4159 thiH deoxyxylulose-5-P + thi-S-COSH + tyrosine = 4-methyl-5-(beta-hydroxyethyl)thiazole-P + 4-hydroxy-benzyl-alcohol + C1 of tyrosine 4377022
100 1 100 STM1320 ydjN part of a kinase, putative domain shared with transporter 1400075
100 1 100 STM4356 yjeF putative sugar kinase4598367
100 0 62.5 STM2005 putative endoprotease2084458
100 1 100 STM2261 napF ferredoxin-type protein: electron transfer2359154
100 1 100 STM2291 yfaW paral putative galactonate dehydratase2398214
100 0 64.151 STM2007 putative TPR repeat protein2086921
100 1 100 STM2263 yojI putative ABC-type multidrug/protein/lipid transport system, ATPase component2360762
100 1 100 STM2294 yfaZ putative inner membrane protein2401776
100 1 100 STM2331 yfbQ putative aminotransferase (ortho), paral putative regulator2441995
100 1 100 STM2369 usg putative aspartate-semialdehyde dehydrogenase2481274



100 1 100 STM1313 celB PTS family, sugar specific enzyme II for cellobiose, arbutin, and salicin1392210
100 1 100 STM1414 ssaV Secretion system apparatus: homology with the LcrD family of proteins1493656
100 1 100 STM3876 asnC transcriptional regulator (AsnC family) for asnA, gidA4084699
100 1 100 STM0302 safD putative fimbriae subunit346098
100 1 100 STM0230 rnhB RNAse HII 268928
100 1 100 STM4234 ubiA p-hydroxybenzoate: octaprenyltransferase 4455210
100 1 100 STM2388 yfcX paral putative dehydrogenase 2498105
100 1 100 STM0131 ftsQ cell division protein; ingrowth of wall at septum153533
100 1 100 STM1304 astA arginine succinyltransferase1383411
100 0 78 STM1353 ydiR putative electron transfer flavoprotein1433552
100 1 99 STM1374 ynhA putative SufE protein probably involved in Fe-S center assembly1457418
100 1 100 STM1574 smvA Methyl viologen resistance1656810
100 1 100 STM1417 ssaP Secretion system apparatus1497353
100 1 100 STM0400 proY putative APC family, proline transporter454652
100 1 100 STM2255 napC periplasmic nitrate reductase, cytochrome c-type protein2353683
100 1 100 STM2572 yfhH putative ABC superfamily (membrane) transport protein 2717588
100 1 100 STM2070 yeeZ putative dehydratase2148431
100 1 100 STM0105 yabI putative DedA family, membrane protein122604
100 1 100 STM0144 ppdD putative major component of type IV pilin, prelipin peptidase dependent protein167714
100 1 100 STM2272 gyrA DNA gyrase, subunit A, type II topoisomerase 2373711
100 1 100 STM2444 cysP ABC superfamily (bind_prot), thiosulfate transport protein2555425
100 1 100 STM0829 glnP ABC superfamily (membrane), glutamine high-affinity transporter 895461
100 1 100 STM2015 erfK putative periplasmic protein2096296
100 1 100 STM0592 fepD ABC superfamily (membrane), ferric enterobactin (enterochelin) transporter652565
100 0 36 STM2600 Gifsy-1 prophage: similar to minor tail protein Z2749476
100 0 62.5 STM2610 Gifsy-1 prophage2758320
100 1 100 STM3749 yicI putative alpha-xylosidase3944576
100 1 100 STM3630 dppA ABC superfamily (peri_perm), dipeptide transport protein 3814422
100 1 100 STM3557 ugpB ABC superfamily (peri_perm), sn-glycerol 3-phosphate transport protein 3726361
100 1 100 STM0952 putative transcriptional regulator, lysR family1029345
100 1 100 STM2519 engA putative GTP-binding protein2651457
100 1 100 STM0477 acrR acrAB operon repressor (TetR/AcrR family)533754
100 1 100 STM0514 ybbS putative transcriptional regulator, LysR family574850
100 1 100 STM4399 ytfE putative cell morphogenesis4636369
100 1 100 STM4508 trpS2 putative tryptophanyl-tRNA synthetase4761826
100 1 100 STM4581 yjjK putative ABC superfamily (atp_bind) transport protein 4837159
100 1 100 STM3659 yiaB putative inner membrane protein3844385
100 1 100 STM3235 yhaJ putative transcriptional regulator, LysR family3400012
100 1 100 STM3483 rpe D-ribulose-5-phosphate 3-epimerase3637995
100 1 100 STM3835 gyrB DNA gyrase, subunit B (type II topoisomerase) 4038855
100 1 100 STM2077 hisF imidazole glycerol phosphate synthase, subunit with HisH2155370
100 1 100 STM0413 tsx nucleoside channel; receptor of phage T6 and colicin K467537
100 1 100 STM1707 pyrF orotidine-5'-phosphate decarboxylase1800587
100 1 100 STM3408 sun putative rRNA methylase3578460
100 1 100 STM3486 aroB dehydroquinate synthase3641082
100 1 100 STM1960 fliD flagellar biosynthesis; filament capping protein; enables filament assembly2049402
100 1 100 STM2581 rnc RNase III, ds RNA2724827
100 1 100 STM2463 eutE putative aldehyde oxidoreductase in ethanolamine utilization 2573397
100 1 100 STM3993 mobB molybdopterin-guanine dinucleotide biosynthesis protein B, GTP-binding4201684
100 1 100 STM2893 invI surface presentation of antigens; secretory proteins3036256
100 1 100 STM1241 msgA Macrophage survival gene; reduced mouse virulence1329466
100 1 100 STM2885 sipB cell invasion protein3029114



100 1 100 STM0870 putative transport protein942709
100 1 100 STM0847 ybiK putative asparaginase917149
100 1 100 STM3473 yhfC putative MFS family transport protein3622071
100 1 100 STM2047 pduL Propanediol utilization2123805
100 1 100 STM4288 phnB putative cytoplasmic protein4529604
100 1 100 STM1899 yebC putative cytoplasmic protein1993786
100 1 100 STM3365 yhcQ putative membrane located multidrug resistance protein3531973
100 1 100 STM0043 rpsT 30S ribosomal subunit protein S2052280
100 1 100 STM0269 putative cytoplasmic protein308622
100 1 100 STM1643 putative inner membrane protein1736039
100 0 100 STM4020 yihR putative aldose-1-epimerase4230745
100 1 100 STM0800 slrP leucine-rich repeat protein866944
100 1 100 STM2050 pduO Propanediol utilization: B12 related2125214
100 1 100 STM4298 melA alpha-galactosidase 4542398
100 1 100 STM1906 yecP putative enzyme 1999818
100 1 100 STM2062 dacD DD-carboxypeptidase, penicillin-binding protein 6b 2136025
100 1 100 STM4259 putative ABC exporter outer membrane component homolog4479864
100 1 100 STM2686 yfjF putative cytoplasmic protein2825578
100 1 100 STM0045 ribF flavokinase and FAD synthetase52872
100 1 100 STM4451 nrdG anaerobic ribonucleotide reductase activating protein4691968
100 1 100 STM1528 aSTM1529 putative outer membrane protein1605156
100 1 100 STM3918 rfe undecaprenyl-phosphate N-acetylglucosaminyltransferase4127073
100 1 100 STM3961 pldB lysophospholipase L(2)4165860
100 1 100 STM2980 ygdE putative SAM-dependent methyltransferase3132765
100 1 100 STM4149 rplK 50 S ribosomal subunit protein L114363105
100 1 100 STM1180 flgH flagellar biosynthesis, basal-body outer-membrane L (lipopolysaccharide layer) ring protein1262646
100 1 100 STM3476 nirC FNT family, nitrite transport protein3626647
100 1 100 STM3360 argR repressor of arg regulon (ArgR familiy)3528028
100 1 100 STM2954 mazG putative pyrophosphatase3100610
100 1 100 STM4092 hslV peptidase component of the HslUV protease4300491
100 1 100 STM3983 fadB 3-hydroxyacyl-coA dehydrogenase (EC 1.1.1.35) of 4-enzyme FadB protein 4189310
100 1 100 STM3966 putative arylsulfatase regulator4172370
100 1 100 STM3950 yigB putative hydrolase of the HAD superfamily4154689
100 1 100 STM3939 cyaA adenylate cyclase4146367
100 1 100 STM1266 putative transcriptional regulator1348191
100 1 100 STM4154 rpoC RNA polymerase, beta prime subunit4370013
100 1 100 STM1700 fabI enoyl-[acyl-carrier-protein] reductase (NADH) 1792136
100 1 100 STM1918 cheR glutamate methyltransferase, response regulator for chemotaxis2013736
100 1 100 STM2964 yqcB putative synthase3115544
100 1 100 STM0886 putative sulfatase956229
100 1 100 STM0517 gcl glyoxylate carboligase 577467
100 1 100 STM0997 ycbL putative Metallo-beta-lactamase1087697
100 1 100 STM1579 narW nitrate reductase 2, delta subunit, assembly function1665969
100 1 100 STM0336 stbE putative fimbriae; chaparone378981
100 1 100 STM1734 yciC putative inner membrane protein1829299
100 1 100 STM1783 pth peptidyl-tRNA hydrolase1881093
100 1 100 STM1818 fadD acyl-CoA synthetase (long-chain-fatty-acid--CoA ligase) 1915222
100 1 100 STM1848 yebS putative inner membrane protein1944612
100 1 100 STM1877 putative amidohydrolase1970392
100 1 100 STM0478 aefA putative small-conductance mechanosensitive channel534526
100 1 100 STM0612 putative hydrogenase protein675980
100 1 100 STM0625 dpiB sensory histidine kinase in two-component regulatory system with DpiA, regulation of cit operon and plasmid inheritance genes 688027



100 1 100 STM0984 msbA ABC superfamily (atp&membrane) transport protein; multicopy repressor of htrB1070435
100 1 97 STM0604 ybdM putative transcriptional regulator666052
100 1 100 STM1608 tehB paral putative methyltransferase; tellurite resistance 1698362
100 0 83 STM1572 nmpC new outer membrane protein; predicted bacterial porin1655173
100 1 100 STM1605 ydcN putative oxidoreductase/putative repressor1695679
100 1 100 STM3615 yhjK putative Diguanylate cyclase/phosphodiesterase3791714
100 0 100 STM3130 putative cytoplasmic protein3290592
100 1 100 STM3698 putative permease3892725
100 1 100 STM2849 hycE hydrogenase 3, large subunit (part of FHL complex)2993894
100 1 100 STM2975 fucP pseudogene; frameshift; fucose permease3126871
100 1 100 STM2691 putative ABC transporter transmembrane region2840524
100 1 100 STM0414 yajI putative outer membrane lipoprotein468700
100 1 100 STM0450 lon DNA-binding, ATP-dependent protease la; cleaves RcsA and SulA, heat shock k-protein (DNA binding activity) 505542
100 1 100 STM3584 nikR nickel-responsive transcriptional regulator3751343
100 0 100 STM3635 yhjW putative membrane-associated, metal-dependent hydrolase3820576
100 1 100 STM3678 putative bacterial regulatory helix-turn-helix proteins, araC family3864821
100 1 100 STM3705 yibP paral putative membrane protein 3899118
100 1 100 STM0258 yafD putative cytoplasmic protein298240
100 1 100 STM0405 tgt tRNA-guanine transglycosylase460821
100 1 100 STM3144 hybF putative hydrogenase expression/formation protein3307478
100 1 100 STM2815 emrB putative MFS superfamily, multidrug transport protein 2962967
100 1 100 STM3625 yhjV putative HAAAP family transport protein3808931
100 1 100 STM3681 putative transcriptional regulator3869680
100 1 100 STM3299 greA transcription elongation factor, cleaves 3' nucleotide of paused mRNA3467930
100 1 100 STM3214 yqjH putative transporter3379159
100 1 100 STM3134 putative permease3294419
100 1 100 STM2827 alaS alanyl-tRNA synthetase2971371
100 1 100 STM2190 mglB ABC superfamily (peri_perm), galactose transport protein 2286618
100 1 100 STM2225 putative inner membrane protein2326826
100 1 100 STM2839 ygaA putative regulator (EBP family)2983365
100 1 100 STM2217 yejB putative ABC-type dipeptide/oligopeptide/nickel transport systems, permease component2318034
100 0 62.745 STM2238 putative phage protein2337824
100 1 100 STM2162 yehW putative ABC-type proline/glycine betaine transport systems, permease component2257247
100 1 100 STM0934 ltaA L-allo-threonine aldolase1009067
100 1 100 STM3430 rplN 50S ribosomal subunit protein L143591039
100 1 100 STM2149 stcD putative outer membrane lipoprotein2242832
100 1 100 STM2178 putative 1,2-dioxygenase protein2274349
100 1 100 STM3420 secY preprotein translocase of IISP family, membrane subunit, putative ATPase 3586027
100 1 100 STM3589 pitA PiT family, low-affinity phosphate transporter3758496
100 1 100 STM3340 yhcK putative regulatory protein, gntR family 3509147
100 1 100 STM4527 mrr restriction of methylated adenine4784466
100 1 100 STM4410 ytfN putative periplasmic protein4647783
100 1 100 STM4557 holD DNA polymerase III, psi subunit4812269
100 1 100 STM4339 blc outer membrane lipoprotein (lipocalin)4581834
100 1 100 STM4458 yjgF putative translation initiation inhibitor4703033
100 1 100 STM3253 putative fructose/tagatose biphosphate aldolase3422605
100 1 100 STM0667 ybeX putative CBS domain-containing protein731730
100 1 100 STM3322 ptsN sugar specific PTS family, enzyme IIA, also regulates N metabolism3486271
100 1 100 STM3234 yhaH putative inner membrane protein3399608
100 1 100 STM0186 dksA dnaK suppressor protein216398
100 1 100 STM1403 sscB Secretion system chaparone1487525
100 1 100 STM3044 xerD recombinase, site-specific 3204425



100 0 73.267 STM0769 putative cytoplasmic protein833339
100 1 100 STM1398 sseB Secretion system effector1483934
100 1 100 STM1090 pipC Pathogenicity island encoded protein: homologous to ipgE of Shigella1177873
100 0 100 STM0726 putative glycosyl transferase791776
100 1 100 STM0788 hutG formimionoglutamate hydrolase853061
100 1 100 STM0832 ybiF putative permease898293
100 1 100 STM3049 yqfA putative hemolysin3208014
100 1 100 STM2955 putative transcriptional regulators containing the CopG/Arc/MetJ DNA-binding domain and a metal-binding domain3102440
100 1 100 STM0406 yajC preprotein translocase IISP family, membrane subunit461971
100 1 100 STM0473 hha hemolysin expression modulating protein (involved in environmental regulation of virulence factors)528131
100 1 100 STM3159 exbB uptake of enterochelin; tonB-dependent uptake of B colicins3320009
100 1 100 STM2983 ygdI putative lipoprotein3135536
100 1 100 STM1996 cspB putative cold-shock protein2079225
100 1 100 STM4285 fdhF formate dehydrogenase4525350
100 1 100 STM4251 yjbR putative cytoplasmic protein4471944
100 1 100 STM4331 yjeI putative outer membrane lipoprotein4576983
100 1 99 STM1121 ymdF putative cytoplasmic protein1206204
100 0 61.165 STM3720 yibR putative inner membrane protein3915683
100 1 100 STM2299 yfbG paral putative transformylase 2406093
100 0 100 STM2252 STM3817 ccmC ABC superfamily (membrane) heme exporter protein, cytochrome c-type biogenesis protein2351600
100 1 98 STM2732 Fels-2 prophage: similar to protein in phage 1862873769
100 1 100 STM1616 putative Sugar Specific PTS Enzyme II1705470
100 1 100 STM1526 yneG putative cytoplasmic protein1603570
100 1 99 STM1652 ynaF putative universal stress protein1746131
100 1 100 STM1876 holE DNA polymerase III, theta subunit1970054
100 1 100 STM0143 hofB putative integral membrane protein involved in biogenesis of fimbriae (type IV pilin), protein transport, DNA uptake 166319
100 1 100 STM3792 putative L-fucose permease3992244
100 1 100 STM3878 yieM putative inner membrane protein4086305
100 1 100 STM0417 ribH riboflavin synthase, beta chain471036
100 1 100 STM3087 yqgB putative inner membrane protein3250912
100 0 99 STM4255 putative cytoplasmic protein4476003
100 1 100 STM1645 ynbE putative outer membrane lipoprotein1736962
100 1 100 STM1687 pspD phage shock protein1780863
100 0 99 STM3760 putative cytoplasmic protein3959108
100 1 100 STM1840 yobG putative inner membrane protein1936919
100 0 76 STM2618 Gifsy-1 prophage2763574
100 1 100 STM0742 ybgT putative outer membrane lipoprotein812267
100 0 62.136 PSLT069 psiB Plasmid SOS inhibitionP57322
100 0 62.264 PSLT050 aPSLT049 putative cytoplasmic proteinP40981
100 0 61.765 PSLT099 trbB conjugative transferP77930
100 0 62.857 PSLT006 repA DNA replicationP01908
100 0 64 PSLT071 pseudogene; two frameshiftsP59000
100 0 58 aPSLT108 PSLT109 pseudogene; two in-frame stopsP89312
66 0 64 qacEdelta1 R38223

61.165 0 70 sul1 R38564
64.151 0 63.208 ccgAI R23032
62.136 0 63.107 mpr R30037

57 0 57 traE R9694
100 0 100 aSTM1826
100 1 100 STM0907 Fels-1 prophage; putative chitinase977159
100 0 62 STM0911 Fels-1 prophage981876
100 0 100 STM2779 putative inner membrane protein2926295



100 0 100 aSTM2961
100 0 100 aSTM3076
100 0 100 aSTM0964

61.682 1 100
58.416 1 100

70 1 100
90 1 100
55 1 100
78 1 100

46.226 1 100
75 1 100

61.386 1 100
60.577 1 100

73 1 100
68 1 100
53 1 100

64.706 0 100
52.336 1 100
64.423 1 100
63.366 1 100

73 1 100
62.376 1 100
59.406 1 100
64.762 1 100
59.615 1 100

86 1 100
60.377 1 100

83 1 100
59.406 1 100
61.682 1 100
63.366 1 100
64.078 1 100
59.223 1 100

0
0
0
0
0
0

100 1 100 STM0072 caiB l-carnitine dehydratase84180
100 1 100 STM3315 yrbH putative polysialic acid capsule expression protein3480962
100 1 100 STM3354 putative tartrate dehydratase beta subunit3522247
100 0 100 STM3388 putative membrane domain involved in signal transduction; Diguanylate cyclase/phosphodiesterase domain 1; Diguanylate cyclase/phosphodiesterase domain 23557926
100 0 61.386 STM0658 ybeV putative molecular chaperone, DnaJ family721039
100 1 100 STM0692 putative transcriptional regulator, LysR family755353
100 1 100 STM0220 dxr 1-deoxy-D-xylulose 5-phosphate reductoisomerase257846
100 1 100 STM1505 rspA putative dehydratase, starvation sensing protein1582248
100 1 100 STM1536 putative hydrogenase maturation protease1610688
100 1 100 STM4455 treR transcriptional repressor of treABC (GalR/LacI family)4698357
100 0 100 STM2033 cbiC synthesis of vitamin B12 adenosyl cobalamide precursor2110823
100 1 100 STM0007 talB transaldolase B 7665
100 1 100 STM1724 trpD anthranilate synthase, component II, bifunctional: glutamine amidotransferase and phosphoribosylanthranilate transferase 1820112



100 1 100 STM2023 cbiM synthesis of vitamin B12 adenosyl cobalamide precursor2102970
100 1 100 STM1726 trpB tryptophan synthase, beta protein 1823079
100 0 94 STM0065 putative viral protein75088
100 1 100 STM0096 hepA RNA polymerase associated protein, putative SNF2 family RNA helicase 110002
100 1 100 STM3333 putative purine-cytosine permease3501838
100 0 76 STM1050 Gifsy-2 prophage; tail fiber assembly like-protein1138914
100 1 100 STM1096 copR Copper resistance; transcriptional regulatory protein1183637
100 1 100 STM1129 putative inner membrane protein1218274
100 1 100 STM1167 rimJ acetylation of N-terminal alanine of 30S ribosomal subunit protein S51252507
100 1 100 STM1210 ycfP putative esterase1293657
100 1 100 STM1273 putative nitric oxide reductase1352183
100 1 100 STM1155 htrB lauroyl/myristoyl acyltransferase involved in lipid A biosynthesis1242616
100 1 100 STM1202 ycfH putative metal-dependent hydrolase1285277
100 1 100 STM3526 glpD sn-glycerol-3-phosphate dehydrogenase (aerobic)3688731
100 1 100 STM3551 ggt gamma-glutamyltranspeptidase3720462
100 1 100 STM4542 yjjA putative outer membrane protein4802273
100 0 99 STM4584 yjjX putative cytoplasmic protein4841458
100 1 100 STM1277 yeaO putative cytoplasmic protein1354437
100 1 100 STM4546 yjjP paral putative membrane protein4804628
100 1 100 STM4586 rob transcriptional regulator (AraC/XylS family) 4842666
100 1 100 STM0274 putative cytoplasmic protein314499
100 0 63.462 STM2754 putative hexulose 6 phosphate synthase2892409
100 1 100 STM2775 iroD Similar to enterochelin esterase of E. coli (Fes)2921336
100 0 59 STM4573 stjC putative fimbrial chaparone protein4828889
100 0 41.748 STM0277 putative cytoplasmic protein317683
100 0 85 STM0299 safA putative outer membrane protein342209
100 1 100 STM2777 iroN TonB-dependent siderophore receptor protein2923589
100 0 100 STM4008 putative cytoplasmic protein4216987
100 1 100 STM1106 hpaI 4-hydroxyphenylacetate catabolism1193173
100 1 100 STM2405 putative thiamine pyrophosphate enzymes2520388
100 0 100 STM2449 putative acetyltransferase2559695
100 1 100 STM2490 gcvR transcriptional repressor of gcv operon2605001
100 1 100 STM0968 ycaD putative MFS family transport protein 1049608
100 1 100 STM0993 mukE putative chromosome partitioning1079505
100 0 100 STM4015 putative cytoplasmic protein4224005
100 1 100 STM2545 putative rRNA methylase2683585
100 0 56.757 STM2587 Gifsy-1 prophage: similar to phage tail assembly protein2733905
100 1 100 STM4079 yneC putative inner membrane protein4289070
100 1 100 STM4118 yijP putative Integral membrane protein4333309
100 1 100 STM4308 putative component of anaerobic dehydrogenases4555731
100 0 74.51 STM2943 putative cytoplasmic protein3082472
100 1 100 STM2503 putative diguanylate cyclase2618585
100 1 100 STM2558 cadB APC family, lysine/cadaverine transport protein 2698536
100 0 63.725 aSTM2590 aSTM2591
100 1 100 STM4068 putative regulatory protein, gntR family4279021
100 0 70.476 STM4113 frwB PTS system fructose-like IIB component 14328395
100 1 100 STM2857 hypD putative hydrogenase expression/formation protein3001358
100 0 62.745 STM4490 putative Mrr restriction endonuclease4735575
100 1 100 STM4515 yjiJ putative sugar transporter 4769280
100 0 95 STM2055 pduU Propanediol utilization: polyhedral bodies2130648
100 1 100 STM1271 yeaR putative cytoplasmic protein1351406
100 1 100 STM1483 ydgE putative membrane transporter of cations and cationic drugs1560599



100 1 100 STM1234 trmU tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase1321589
100 1 100 STM1213 ycfQ putative transcriptional repressor (TetR/AcrR family)1296551
100 0 99 STM3478 bigA putative surface-exposed virulence protein3629167
100 1 100 STM1940 putative cell wall-associated hydrolase2033128
100 0 65 STM4417 putative transcriptional regulator4658541
100 0 65.686 STM4434 putative permease4677985
100 0 65.138 STM4484 idnD L-idonate 5-dehydrogenase 4727963
100 0 60.396 STM4419 sugar (and other) transporter4661317
100 0 60.396 STM4436 putative endonuclease4680240
100 0 100 STM4486 yjgB putative alcohol dehydrogenase4729769
100 1 100 STM2341 putative transketolase2454095
100 1 100 STM1925 flhD regulator of flagellar biosynthesis, acts on class 2 operons2021717
100 1 100 STM1341 btuE ABC superfamily (binding protein), vitamin B12 transport protein1420643
100 1 100 STM2080 udg UDP-glucose/GDP-mannose dehydrogenase2157958
100 1 100 STM3836 recF gap repair protein4041298
100 1 100 STM2568 yfhC putative Cytosine/adenosine deaminase2713992
100 1 100 STM0207 pfs 5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase242062
100 1 100 STM0127 ftsW essential cell division gene, stablilzes FtsZ ring, cytoplasmic membrane required for PBP2 expression148716
100 1 100 STM0108 tbpA thiamine-binding periplasmic protein125687
100 1 100 STM2385 yfcB putative methylase2495662
100 1 99 STM1321 ydjM LexA regulated gene, putative SOS response1401603
100 1 100 STM1978 fliO flagellar biosynthesis2064949
100 1 100 STM2147 thiM hydoxyethylthiazole kinase (THZ kinase)2241048
100 1 100 STM1469 fumC fumarase C (fumarate hydratase Class II) 1544000
100 0 65.686 STM2089 rfbJ LPS side chain defect: CDP-abequose synthase2169999
100 1 100 STM2094 rfbC dTDP-4,deoxyrhamnose 3,5 epimerase2175118
100 1 100 STM3852 yieH putative phosphatase/phosphohexomutase4059240
100 1 100 STM0218 pyrH uridylate kinase 256276
100 1 100 STM0422 dxs 1-deoxyxylulose-5-phosphate synthase; flavoprotein474630
100 1 100 STM0136 secA preprotein translocase; secretion protein of IISP family158689
100 1 100 STM2320 nuoJ NADH dehydrogenase I chain J 2429798
100 0 84.158 STM1054 Gifsy-2 prophage1142282
100 1 100 STM1016 STM2624 Gifsy-2 prophage1107990
100 1 100 STM0502 ybbL putative ABC-type sugar/spermidine/putrescine transport system, ATPase component562486
100 1 100 STM0493 fsr putative MFS family of transport protein 552241
100 1 100 STM4341 frdC fumarate reductase, anaerobic, membrane anchor polypeptide4582849
100 0 53.774 STM2608 Gifsy-1 prophage: similar to terminase large chain gp2 of N152755586
100 1 100 STM1021 STM2619 Gifsy-2 prophage1110765
100 1 100 STM3186 tolC outer membrane channel; specific tolerance to colicin E1; segregation of daughter chromosomes, role in organic solvent tolerance3348567
100 1 100 STM3218 oat putative acetylornithine aminotransferase3384795
100 1 100 STM3261 galactitol-1-phosphate dehydrogenase 3430315
100 1 100 STM2296 ais aluminum inducible protein2403067
100 1 100 STM2427 lig DNA ligase 2539001
100 1 100 STM0519 glxR tartronic semialdehyde reductase 580138
100 0 100 STM0028 bcfH putative thiol-disulfide isomerase31274
100 0 64.356 STM2597 Gifsy-1 prophage: similar to major tail protein2747033
100 0 60.185 STM2613 STM1027 Gifsy-1 prophage2759863
100 1 100 STM2652 pssA phosphatidylserine synthase (CDP-diacylglycerol-serine O-phosphatidyltransferase) 2792655
100 1 100 STM3205 bacA bacitracin resistance; possibly phosphorylates undecaprenol3370567
100 1 100 STM3586 yhiH putative ABC-type multidrug transport system, ATPase component; Permease component of an ABC-transporter3752958
100 1 100 STM3280 deaD cysteine sulfinate desulfinase 3446185
100 1 100 STM0419 thiL thiamin-monophosphate kinase472025



100 1 100 STM2440 cysM cysteine synthase B (O-acetylserine sulfhydrolase B) 2551651
100 1 100 STM0845 moeB molybdopterin biosynthesis 914962
100 1 100 STM0264 dnaQ DNA polymerase III, epsilon subunit, 3-5 exonucleolytic proofreading function303402
100 1 100 STM1422 ssaU Secretion system apparatus: homology with YscU of the secretion system of Yersinia1500431
100 1 100 STM2352 hisM ABC superfamily (membrane),histidine and lysine/arginine/ornithine transport protein 2462918
100 1 100 STM0013 dnaJ heat shock protein, DnaJ and GrpE stimulates ATPase activity of DnaK13595
100 1 100 STM1737 tonB energy transducer; uptake of iron, cyanocobalimin; sensitivity to phages, colicins 1831260
100 1 100 STM2455 eutK putative carboxysome structural protein, ethanolamine utilization2565160
100 1 100 STM4078 yneB putative fructose-1,6-bisphosphate aldolase4288151
100 1 100 STM0066 carA carbamoyl-phosphate synthetase, glutamine-hydrolysing small subunit 75880
100 1 100 STM2460 eutH putative transport protein, ethanolamine utilization 2570024
100 1 100 STM4123 argH argininosuccinate lyase 4341419
100 1 100 STM0758 ybgR putative CDF family transport protein 822017
100 1 100 STM0746 tolR tol protein, role in outer membrane integrity, uptake of group A colicins (TonB independent), and translocation of phage DNA to cytoplasm814124
100 1 100 STM2807 nrdE ribonucleoside diphosphate reductase 2, alpha subunit2952482
100 1 100 STM1519 marA transcriptional activator of defense systems (AraC/XylS family), multiple antibiotic resistance protein1597094
100 1 100 STM2879 sicP chaparone, related to virulence3023689
100 1 100 STM1680 ycjI putative carboxypeptidase1773800
100 1 100 STM3378 putative inner membrane protein3549103
100 1 100 STM0239 yaeQ putative cytoplasmic protein280692
100 1 100 STM1231 phoP response regulator in two-component regulatory system with PhoQ, transcribes genes expressed under low Mg+ concentration (OmpR family) 1318689
100 1 100 STM4168 nfi endonuclease V (deoxyinosine 3'endoduclease)4385219
100 1 100 STM2375 putative cytoplasmic protein2486915
100 1 100 STM4377 aidB putative acyl-CoA dehydrogenase; adaptive response (transcription activated by Ada) 4619614
100 1 100 STM1393 ssaB Secretion system apparatus1479999
100 1 100 STM1193 fabH 3-oxoacyl-[acyl-carrier-protein] synthase III; acetylCoA ACP transacylase1277312
100 1 100 STM1704 yciT putative regulatory protein, deoR family1798912
100 1 100 STM1904 yecN putative inner membrane protein1998642
100 0 100 aSTM4261
100 0 79 STM1008 STM2633 Gifsy-2 prophage1100136
100 1 100 STM1142 csgD putative transcriptional regulator (LuxR/UhpA family)1229728
100 1 100 STM0717 putative inner membrane protein782654
100 1 100 STM4171 yjaH putative inner membrane protein4386993
100 1 100 STM3978 yigC putative oxidoreductase4183598
100 1 100 STM3953 yigF putative inner membrane protein4159174
100 1 100 STM3915 trxA thioredoxin 1, redox factor4124836
100 1 100 STM1764 narG nitrate reductase 1, alpha subunit 1858413
100 1 100 STM1822 yoaB putative translation initiation inhibitor1920559
100 1 100 STM1738 yciI putative cytoplasmic protein1832212
100 1 100 STM3010 aas bifunctional: 2-acylglycerophospho-ethanolamine acyl transferase; acyl-acyl carrier protein synthetase 3167872
100 1 100 STM2897 invE invasion protein3040482
100 1 99 STM2699 Fels-2 prophage: similar to genes in P2-like phages2849227
100 1 100 STM2046 pduK Propanediol utilization: polyhedral bodies2123323
100 1 100 STM1576 narU MFS superfamily, nitrate extrusion protein 1659208
100 1 100 STM3941 putative inner membrane protein4149560
100 1 100 STM3927 putative inner membrane protein4136042
100 1 100 STM3900 ilvL ilvGEDA operon leader peptide4108735
100 0 68.627 STM2589 aSTM0925 Gifsy-1 prophage: similar to host specificity protein-J in phage lambda2737516
100 1 100 STM1807 dsbB putative disulfide oxidoreductase, reoxidizes DsbA protein1908514
100 1 100 STM1715 yciN putative cytoplasmic protein1812792
100 1 100 STM2934 cysN ATP-sulfurylase, subunit 1 (ATP:sulfate adenylyltransferase) 3072942
100 1 100 STM1880 yebE putative inner membrane protein1974069



100 1 100 STM0617 rna RNase I, cleaves phosphodiester bond between any two nucleotides679989
100 1 100 STM1545 putative multidrug efflux protein1621409
100 1 100 STM0598 entA 2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase659921
100 1 100 STM1612 putative cellulase protein1701798
100 0 65.686 STM1555 putative transcriptional regulator1632130
100 1 100 STM1587 yncD paral putative outer membrane receptor1673910
100 1 100 STM1615 putative nucleoside triphosphatase1704532
100 1 100 STM1634 putative amino acid ABC transporter permease component1724659
100 1 100 STM1892 znuC ABC superfamily (atp_bind) high affinity Zn transport protein 1987387
100 1 100 STM0892 ybjP putative lipoprotein962001
100 1 100 STM0522 allP putative NCS1 family, allantoin transport protein582566
100 1 100 STM0523 allB allantoinase 583958
100 1 100 STM0961 lolA periplasmic protein effects translocation of lipoproteins from inner membrane to outer membrane1041566
100 1 100 STM1640 ydcF putative inner membrane protein1730470
100 0 99 STM1747 putative inner membrane protein1841307
100 1 100 STM1792 putative cytochrome oxidase, subunit I1890393
100 1 100 STM1828 yoaE putative inner membrane protein1926504
100 1 100 STM3074 putative ABC-type cobalt transport system, ATPase component3235022
100 1 100 STM3672 yiaN putative DedA family, membrane protein3858684
100 0 91 STM1553 pseudogene; frameshift1628820
100 1 100 STM3799 putative periplasmic protein4000800
100 1 100 STM2986 putative integral membrane protein3137904
100 1 100 STM3065 yggE putative periplasmic immunogenic protein3226749
100 0 60.577 STM3120 putative transcriptional regulator, LysR family3278726
100 0 100 STM3154 putative ATP-dependent RNA helicase-like protein3317048
100 1 100 STM2840 putative flavoprotein2985071
100 1 100 STM3086 speA arginine decarboxylase3248927
100 0 63.551 STM4186 putative cytoplasmic protein4406793
100 1 100 STM3654 pseudogene; in-frame stop following codon 233839283
100 0 64.706 STM3080 putative mannitol dehydrogenase3241814
100 0 100 aSTM3114
100 1 100 STM0455 ybaX putative (aluminum) resistance protein511670
100 1 100 STM3590 uspB universal stress protein B, involved in stationary-phase resistance to ethanol3760132
100 1 100 STM3108 yggL putative cytoplasmic protein3267485
100 0 99 aSTM0555
100 1 100 STM4438 pmbA putative peptide maturation protein, maturation of antibiotic MccB17, see tld genes4681827
100 1 100 STM4561 osmY hyperosmotically inducible periplasmic protein, RpoS-dependent stationary phase gene4815879
100 1 100 STM2812 putative inner membrane protein2959440
100 1 100 STM2128 yegO putative resistance protein (efflux transporter), outer membrane2218648
100 1 100 STM2215 rtn putative membrane protein involved in resistance to lambda and N4 phages 2314556
100 1 100 STM2099 wcaM putative colanic acid biosynthesis protein2180028
100 1 100 STM2131 baeR response regulator in two-component regulatory system with BaeS (OmpR family) 2224537
100 1 100 STM2203 nfo endonuclease IV2302659
100 1 100 STM2122 udk uridine/cytidine kinase2207558
100 1 100 STM1846 proQ activator of proP1943202
100 1 100 STM3695 yibK putative tRNA/rRNA methyltransferase3889591
100 1 100 STM3645 yiaD putative outer membrane lipoprotein3832806
100 1 100 STM2192 yeiB putative inner membrane protein2289287
100 1 100 STM1775 hemK putative protoporphyrinogen oxidase1872498
100 1 100 STM3670 putative chemotaxis protein, resembles cheA3857137
100 0 100 aSTM0907 STM1869A putative protein1966094
100 1 100 STM4375 yjfM putative inner membrane protein4617725



100 1 100 STM3183 icc cyclic 3',5'-adenosine monophosphate phosphodiesterase3346463
100 1 100 STM3273 yhbT putative lipid carrier protein3439532
100 1 100 STM3158 exbD uptake of enterochelin; tonB-dependent uptake of B colicins3319577
100 1 100 STM3067 yggB putative membrane protein, involved in stability of MscS mechanosensitive channel3228424
100 1 100 STM3325 yrbL putative cytoplasmic protein3488180
100 1 100 STM3759 marT putative transcriptional regulatory protein3958198
100 1 100 STM3164 yqhD putative alcohol dehydrogenase3324137
100 1 100 STM1660 fnr transcriptional regulation of aerobic, anaerobic respiration, osmotic balance (CRP family)1754332
100 1 100 STM3763 mgtB Mg2+ transport protein3961542
100 1 100 STM3156 putative cytoplasmic protein3318052
100 1 100 STM3077 yggG putative Zn-dependent proteases with possible chaperone function3238660
100 1 100 STM1083 yccX putative phosphohydrolase1173574
100 1 100 STM0785 ybhE putative 3-carboxymuconate cyclase849181
100 1 100 STM3097 yqgF putative endonuclease involved in recombination3258665
100 1 100 STM1063 pqiA paraquat-inducible protein A1153927
100 1 100 STM0748 tolB tol protein required for outer membrane integrity, uptake of group A colicins, and translocation of phage DNA to cytoplasm, may be part of multiprotein peptidoglycan recycling complex (Two domains)815964
100 1 100 STM0795 bioF 7-keto-8-aminopelargonic acid synthetase861207
100 1 100 STM0842 ybiV(1) putative hydrolase of the HAD superfamily910460
100 1 99 STM1599 pdgL Periplasmic dipeptidase for D-ala-D-ala digestion in peptidoglycan1689954
100 1 100 STM0440 cyoD cytochrome o ubiquinol oxidase subunit IV494256
100 1 100 STM3034 putative cytoplasmic protein3195554
100 1 100 STM3102 yggU putative cytoplasmic protein3262230
100 1 100 STM0485 ybaB putative cytoplasmic protein542881
100 1 100 STM0587 ybdZ putative cytoplasmic protein645247
100 1 100 STM2498 upp uracil phosphoribosyltransferase2612033
100 0 60 STM1034 Gifsy-2 prophage; putative RecA/RadA recombinase1122838
100 1 100 STM2148 putative periplasmic protein2242255
100 1 99 STM0355 putative Copper chaperone401402
100 1 100 STM0411 yajD putative cytoplasmic protein466561
100 1 100 STM3702 grxC glutaredoxin 33896547
100 1 100 STM4379 yjfO putative lipoprotein4621687
100 1 100 STM2856 hypC putative hydrogenase expression/formation protein3001086
100 1 100 STM1118 yccJ putative cytoplasmic protein1204975
100 1 100 STM1249 putative periplasmic protein1334045
100 1 100 STM1314 celC PTS family, sugar specific enzyme III for cellobiose, arbutin, and salicin1393619
100 1 100 STM3772 putative phosphotransferase system enzyme IIA3971905
100 1 100 STM3773 putative NtrC family transcriptional regulators, ATPase domain3972549
100 0 99 STM0056 putative oxalacetate decarboxylase, subunit gamma66654
100 1 100 STM0018 putative exochitinase17867
100 1 100 STM0057 putative citrate-sodium symport67052
100 0 100 STM0019 putative hydroxymethyltransferase20058
100 1 100 STM0029 putative transcription regulator32545
100 1 100 STM0093 imp Organic solvent tolerance protein105810
100 1 100 STM1146 ymdA putative periplasmic protein1232604
100 1 100 STM1613 putative PTS system, enzymeIIB component1702913
100 1 100 STM1662 ynaJ putative inner membrane protein1756279
100 1 100 STM1603 yncJ putative periplasmic protein1693405
100 0 59.223 STM1551 putative cytoplasmic protein1626839
100 1 100 STM3237 yhaL putative cytoplasmic protein3401738
100 0 61.321 PSLT082 traP conjugative transferP66050
100 0 64.706 PSLT070 psiA Plasmid SOS inhibitionP57753
100 0 63.107 aPSLT108 aPSLT109



100 0 61.765 PSLT031 rsdB resolvase P21466
100 0 57.798 PSLT084 traV conjugative transfer: assemblyP66866
100 0 58.416 PSLT035 putative transposaseP25309
61 0 61 arsR R45382

61.386 0 64.815 arsD R45783
71.569 0 71.569 mucB R28621
56.731 0 60.396 R41659
61.386 0 61.386 ccgC R25049

100 0 70 PSLT023 repA2 DNA replicationP16636
100 1 99 STM2714 Fels-2 prophage: similar to lysis protein (lysB) in phage P22859028
100 0 100 aSTM2777
100 0 61.538 aSTM0915
100 0 64 aSTM0918
100 0 63.551 STM0923 Fels-1 prophage; putative tail assembly protein994231
100 1 100 STM3114 speC ornithine decarboxylase isozyme3272773

61.538 1 100
100 1 100 aSTM0705

59.048 1 100
63.551 0 100
62.376 1 100

90 1 100
58.252 1 100
60.952 1 100
65.385 1 100
63.725 0 100
59.615 1 100
62.376 1 100

78 1 100
53.465 1 100
57.282 1 100

62 1 100
40 1 100
99 1 100

55.446 1 100
98 0 100 aSTM1056

61.765 1 100
99 0 100 aSTM0056

100 1 100 aSTM2729
94 1 100

53.398 1 100
71 1 100

64.356 1 100
97 1 100 aSTM4524
92 1 100

64.151 1 100
0
0
0
0
0
0

100 0 61 STM1531 putative hydrogenase1607674



100 1 100 STM3823 torC trimethylamine N-oxide reductase, cytochrome c-type subunit, also has activity as negativer regulator of tor operon 4023353
100 1 100 STM0434 apbA ketopantoate reductase486780
100 1 100 STM2019 cbiP synthesis of vitamin B12 adenosyl cobalamide precursor2099682
100 1 100 STM0039 nhaA NhaA familiy of transport protein, Na+/H antiporter, pH dependent 46190
100 1 100 STM0075 fixA putative flavoprotein reductase, carnitine metabolism88684
100 1 100 STM4050 rhaT DMT Superfamily, L-rhamnose:H+ symporter protein4260899
100 1 100 STM3173 plsC 1-acyl-sn-glycerol-3-phosphate acyltransferase 3335953
100 1 100 STM3327 yhbL sigma cross-reacting protein 27A (SCRP-27A)3489612
100 1 100 STM3366 yhcR putative inner membrane protein3532913
100 1 100 STM3391 acrF RND family, multidrug transport protein, acriflavin resistance protein F3562273
100 1 100 STM0653 ybeL putative cytoplasmic protein716566
100 1 100 STM0154 lpdA lipoamide dehydrogenase (NADH); component of 2-oxodehydrogenase and pyruvate complexes; L protein of glycine cleavage complex second part 181007
100 0 99 STM0178 yadI putative PTS enzyme209293
100 1 100 STM0210 yaeG putative inner membrane protein246072
100 1 100 STM0241 cutF pseudogene; frameshift relative to E. coli cutF (SW:CUTF_ECOLI); copper homeostasis protein281688
100 0 75 STM1525 yneH putative glutaminase1602644
100 0 57.426 STM3636 lpfE long polar fimbrial minor protein3822485
100 1 100 STM3543 gntR transcriptional repressor gnt-I, gntUKR (GalR/LacI familiy)3712167
100 0 63.462 STM4539 putative glucosamine-fructose-6-phosphate aminotransferase4797476
100 1 100 STM4592 sthD putative fimbrial subunit4848937
100 0 63.107 STM2742 putative cytoplasmic protein2880444
100 0 95 STM0325 aSTM0324; aSTM2769putative IS3 transposase369197
100 0 62.617 STM1052 pseudogene; in-frame stop following codon 1121141007
100 1 100 STM2708 Fels-2 prophage: similar to tail fiber protein (gpI) in phage P22856164
100 0 60.377 STM2734 Fels-2 prophage: hypothetical protein2874631
100 1 100 STM0311 yafJ putative glutamine amidotransferase356072
100 1 100 STM2783 nxiA putative nickel transporter2931213
100 1 100 STM1101 hpaG 4-hydroxyphenylacetate catabolism1188221
100 1 100 STM1135 ycdW paral putative oxidoreductase 1225066
100 0 61.165 aSTM1046 aSTM1047
100 1 100 STM1092 orfX putative cytoplasmic protein1180248
100 1 100 STM1126 phoH PhoB-dependent, ATP-binding pho regulon component 1214315
100 1 100 STM1158 putative inner membrane protein1245432
100 1 100 STM1206 ycfL putative outer membrane lipoprotein1290765
100 0 77 STM3529 putative glycerol dehydrogenase3692494
100 1 100 STM3401 aroE dehydroshikimate reductase3573266
100 1 100 STM1164 yceB putative outer membrane lipoprotein1249666
100 1 100 STM3506 feoB FeoB family, ferrous iron transport protein B 3664136
100 0 61.165 STM3530 pseudogene; frameshift; putative permease3693941
100 1 100 STM3579 yhhQ putative integral membrane protein 3746924
100 1 100 STM4073 ydeW putative transcriptional repressor4282286
100 0 65.094 STM1039 Gifsy-2 prophage; probable minor tail protein1125205
100 0 67 STM4204 putative inner membrane protein4424446
100 1 100 STM4246 dnaB putative replicative DNA helicase;chromosome replication; chain elongation4466591
100 1 100 STM4283 gltP DAACS family, glutamate:aspartate symport protein4523016
100 1 100 STM2929 ispF 2C-methyl-d-erythritol-2,4-cyclodiphosphate synthase3070266
100 1 100 STM0871 ybjM putative inner membrane protein944665
100 1 100 STM2379 putative peptidase2489936
100 0 48.039 STM0909 Fels-1 prophage979090
100 0 66.019 STM0925 aSTM2589 Fels-1 prophage; putative host specificity protein995580
100 1 100 STM2532 putative inner membrane lipoprotein2667763
100 1 100 STM4184 aceA isocitrate lyase4403672



100 0 78 STM4207 putative phage baseplate component4427609
100 1 100 STM4278 nrfB formate-dependent nitrite reductase; a penta-haeme cytochrome c4517565
100 1 100 STM4315 putative AraC-type DNA-binding domain-containing protein4560882
100 1 100 STM4347 yjeP putative periplasmic binding protein 4589233
100 1 100 STM2401 ddg cold shock-induced palmitoleoyl transferase2514561
100 1 100 STM2446 putative iron-dependent peroxidase2557628
100 1 100 STM2488 nlpB lipoprotein-342602992
100 1 100 STM1295 sppA protease IV, a signal peptide peptidase 1372910
100 1 100 STM0024 bcfD fimbrial subunit 28425
100 1 100 STM4374 yjfL putative inner membrane protein4617317
100 1 100 STM4411 ytfP putative cytoplasmic protein4651565
100 1 100 STM2273 putative dehydratase protein2376757
100 1 100 STM2319 nuoK NADH dehydrogenase I chain K2429499
100 1 100 STM2311 elaB putative inner membrane protein2418778
100 1 100 STM2339 yfcC putative integral membrane protein2451580
100 1 100 STM2058 pduX Propanediol utilization2132712
100 1 100 STM3242 tdcD propionate kinase/acetate kinase II, anaerobic3408760
100 0 83 STM0197 stfD putative periplasmic fimbrial chaperone233978
100 1 100 STM1149 mdoC membrane protein required for succinyl substitution of glucan backbone of OPG (osmoregulated periplasmic glucan)1234992
100 0 66 STM0199 stfF putative minor fimbrial subunit235258
100 1 100 STM0367 prpR regulator for prp operon (EBP family) 416087
100 1 100 STM1284 yeaH putative cytoplasmic protein1360419
100 1 100 STM1428 ydhC putative MFS family transport protein 1505673
100 1 100 STM4383 sgaT putative PTS enzyme IIsga subunit4625200
100 0 61.538 STM4420 putative inner membrane protein4663106
100 1 100 STM2356 ubiX 3-octaprenyl-4-hydroxybenzoate carboxy-lyase2466582
100 1 100 STM1337 pheS phenylalanine tRNA synthetase, alpha-subunit1415678
100 1 100 STM1372 sufD required for stability of iron-sulfur component of FhuF 1454917
100 1 100 STM4560 prfC peptide chain release factor RF-3 4813888
100 1 100 STM1494 ABC-type transport systems, permease components1571259
100 1 100 STM3776 yicM putative MFS family tranport protein (1st mdule)3977385
100 1 100 STM4230 malK bifunctional: ABC superfamily (atp_bind), maltose transportprotein; phenotypic repressor of mal operon 4450881
100 1 100 STM3882 rbsA ABC superfamily (atp_bind), D-ribose high-affinity transport protein 4092086
100 1 100 STM0248 yaeD putative dehydratase288244
100 1 100 STM1991 vsr DNA mismatch endonuclease, patch repair protein2073878
100 1 100 STM4241 zur transcriptional repressor of znuABC operon (Fur family)4461800
100 0 100 STM1305 astD succinylglutamic semialdehyde dehydrogenase1384442
100 1 100 STM1308 spy periplasmic protein related to spheroblast formation1388557
100 0 73 STM1356 ydiO putative acyl-CoA dehydrogenase1436703
100 1 100 STM1442 ydhJ putative multidrug resistance efflux pump1518586
100 1 100 STM1176 flgD flagellar biosynthesis, initiation of hook assembly1259083
100 1 100 STM2095 rfbA dTDP-glucose pyrophosphorylase 2175670
100 1 100 STM0319 crl transcriptional regulator of cryptic csgA gene for curli surface fibers364528
100 1 100 STM4513 yjiG putative permease4767278
100 1 100 STM4596 putative inner membrane protein4853733
100 1 100 STM3617 bcsC endo-1,4-D-glucanase3797418
100 1 100 STM3270 yhbP putative cytoplasmic protein3438250
100 1 100 STM2306 menC o-succinylbenzoyl-CoA synthase2413037
100 1 100 STM2286 glpC sn-glycerol-3-phosphate dehydrogenase (anaerobic), K-small subunit2393110
100 1 100 STM2491 bcp thiol peroxidase, thioredoxin dependent2605639
100 1 100 STM0505 ybbO putative oxidoreductase564929
100 0 63.107 STM2595 Gifsy-1 prophage: similar to minor tail protein2746252



100 0 60.194 STM2611 Gifsy-1 prophage2758957
100 1 100 STM3746 gltS GltS family, glutamate transport protein 3939819
100 1 100 STM3629 dppB ABC superfamily (membrane), dipeptide transport protein 1 3813246
100 1 100 STM3626 dppF ABC superfamily (atp_bind), dipeptide transport protein 3810330
100 1 100 STM3545 yhhX putative oxidoreductase3714111
100 0 58.095 STM1042 Gifsy-2 prophage; probable minor tail protein1128993
100 1 100 STM1014 STM2626 Gifsy-2 prophage; probable regulatory protein1106244
100 1 100 STM4470 yjgD putative cytoplasmic protein4712917
100 1 100 STM2945 sopD secreted protein in the Sop family; transferred to eukaryotic cells3087148
100 1 100 STM4460 pyrB aspartate carbamoyltransferase, catalytic subunit 4703970
100 1 100 STM4101 metL aspartokinase II in bifunctional enxyme: aspartokinase II; homoserine dehydrogenase II4310876
100 1 100 STM0706 kdpA P-type ATPase, high-affinity potassium transport system, A chain 772356
100 1 100 STM0713 ybgK putative carboxylase779457
100 1 100 STM0544 fimI fimbrial protein internal segment604748
100 1 100 STM2565 purG phosphoribosylformylglycinamidine synthetase2708254
100 1 100 STM4049 rhaR positive regulator for rhaRS operon (AraC/XylS familiy) 4260054
100 0 100 STM0645 ybeN putative Nicotinic acid mononucleotide adenylyltransferase706846
100 1 100 STM0268 putative cytoplasmic protein306723
100 1 100 STM2559 cadA lysine decarboxylase 12699950
100 1 100 STM3502 ompR response regulator in two-component regulatory system with EnvZ, affecting transcription of ompC and ompF (OmpR family) 3659606
100 1 100 STM1695 sapD ABC superfamily (atp-binding), peptide transport protein 1787166
100 1 100 STM0110 leuD 3-isopropylmalate isomerase (dehydratase), subunit with LeuC129057
100 1 100 STM1749 adhE iron-dependent alcohol dehydrogenase of the multifunctional alcohol dehydrogenase AdhE 1843128
100 1 100 STM2892 invJ surface presentation of antigens; secretory proteins3035246
100 1 100 STM2459 eutA CPPZ-55 prophage; chaperonin in ethanolamine utilization2568624
100 1 100 STM4029 yiiD putative acetyltransferase4238645
100 1 100 STM0634 ybeF putative transcriptional regulator, LysR family696033
100 1 100 STM4165 rsd regulator of sigma D, has binding activity to the major sigma subunit of RNAP4382750
100 1 100 STM4022 yihT putative aldolase4232863
100 1 100 STM4002 putative cytoplasmic protein4210124
100 1 100 STM1518 marB multiple antibiotic resistance protein1596850
100 1 100 STM1191 rpmF 50S ribosomal subunit protein L321275846
100 1 100 STM1682 tpx thiol peroxidase1775584
100 1 100 STM2501 ppk polyphosphate kinase, component of RNA degradosome2614937
100 1 99 STM3362 putative periplasmic protein3529230
100 1 100 STM3719 rfaB UDP-D-galactose:(glucosyl)lipopolysaccharide-1,6-D-galactosyltransferase 3914534
100 0 99 STM0305 putative cytoplasmic protein349674
100 1 99 STM4160 thiG deoxyxylulose-5-P + thi-S-COSH + tyrosine = 4-methyl-5-(beta-hydroxyethyl)thiazole-P + 4-hydroxy-benzyl-alcohol + C1 of tyrosine 4378152
100 1 100 STM3774 putative inner membrane protein3975544
100 1 100 STM1948 putative inner membrane protein2039215
100 1 100 STM3870 atpE membrane-bound ATP synthase, F0 sector, subunit c4079066
100 1 100 STM2037 pduF Propanediol utilization: propanediol diffusion facilitator2115527
100 1 100 STM4294 yjdE putative APC family, putrescine/ornithine transport protein, cryptic4536161
100 1 100 STM1911 putative cytoplasmic protein2006444
100 1 100 STM1712 acnA aconitate hydratase 1 1804755
100 1 100 STM2670 aroF 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase (DAHP synthetase), tyrosine repressible2811475
100 1 100 STM2960 gudD d-glucarate dehydratase3110539
100 1 100 STM0428 phnT 2-aminoethylphosphonate transporter,ATPase component481023
100 1 100 STM3977 rfaH transcriptional activator affecting biosynthesis of lipopolysaccharide core, F pilin, and haemolysin4182924
100 1 100 STM3952 corA MIT family, Mg2+/Ni2+/Co2+ transport protein (Mg transport system I)4158175
100 0 100 STM3923 rffH glucose-1-phosphate thymidyl transferase4132779
100 1 100 STM1885 edd 6-phosphogluconate dehydratase1977621



100 1 100 STM3912 rep rep helicase, a single-stranded DNA dependent ATPase 4119763
100 1 100 STM0107 yabK putative binding-protein-dependent transport system inner membrane component124101
100 1 100 STM1748 ychE putative integral membrane proteins of the MarC family1842004
100 1 100 STM1788 putative Ni/Fe-hydrogenase 1 b-type cytochrome subunit1887755
100 1 100 STM3001 thyA thymidylate synthetase3158017
100 1 100 STM1743 oppD ABC superfamily (atp-binding), oligopeptide transport protein1836624
100 1 100 STM4042 putative branched-chain amino acid permease4252099
100 1 100 STM3955 rarD chloramphenicol resistance4160063
100 1 100 STM3907 putative cytoplasmic protein4115982
100 0 48.571 STM2601 Gifsy-1 prophage: similar to minor capsid protein FII of phage N152750082
100 1 100 STM1804 ycgB putative cytoplasmic protein1904310
100 1 100 STM1756 purU formyltetrahydrofolate hydrolase1851568
100 1 100 STM1597 ydcW putative aldehyde dehydrogenase1686834
100 1 100 STM1845 prc carboxy-terminal protease for penicillin-binding protein 3 1941134
100 1 100 STM1890 yebA putative Peptidase1985080
100 1 100 STM0504 ybbN paral putative thioredoxin protein564015
100 1 100 STM0527 allC allantoate amidohydrolase588723
100 1 100 STM0531 ylbF putative cytoplasmic protein594305
100 1 100 STM0579 ybdF putative cytoplasmic protein637778
100 1 100 STM0616 rnk regulator of nucleoside diphosphate kinase679344
100 0 99 STM1549 putative translation initiation inhibitor1626005
100 1 100 STM1785 putative cytoplasmic protein1883068
100 1 100 STM1617 putative ribulose-phosphate 3-epimerase1705919
100 1 100 STM1620 putative oxidase1707842
100 0 99 STM1653 putative membrane transporter of cations1746615
100 1 100 STM1681 ycjG putative chloromuconate cycloisomerase (muconate cycloisomerase)1774503
100 1 100 STM0498 ybaR putative copper-transporting ATPase557945
100 1 100 STM1522 ydeA MFS family, L-arabinose/isopropyl-beta-D-thiogalactopyranoside export protein, contributes to control of arabinose regulon1598902
100 1 100 STM1560 putative alpha amylase1640717
100 0 77 STM3083 putative Mannitol dehydrogenase3244366
100 1 100 STM0435 yajQ putative cytoplasmic protein487799
100 1 100 STM3582 yhhT putative PerM family permease 3749572
100 0 100 STM4041; aSTM4042 putative inner membrane protein4251776
100 1 100 STM3673 yiaO putative dicarboxylate-binding periplasmic protein3859973
100 1 100 STM3732 ttk putative transcriptional regulator (TetR/ArcR family)3925285
100 1 100 STM3739 yicF putative DNA ligase3931156
100 1 100 STM2977 fucK L-fuculokinase3130096
100 0 99 STM2695 Fels-2 prophage: similar to late control gene in phage2844714
100 1 100 STM0396 sbcD ATP-dependent dsDNA exonuclease449378
100 1 100 STM3138 putative methyl-accepting chemotaxis protein3300619
100 0 100 STM3601 putative phosphosugar isomerase3773376
100 1 100 STM3696 putative transcriptional regulator3890132
100 0 100 STM3784 putative phosphotransferase system mannitol/fructose-specific IIA domain3983948
100 1 100 STM2689 pseudogene; frameshift; proline/threonine-rich protein2827580
100 0 100 STM0052 putative transcription regulator sensor for citrate61106
100 1 100 STM0423 ispA geranyltranstransferase (farnesyldiphosphate synthase)476516
100 1 100 STM3165 yqhE 2,5-diketo-D-gluconate reductase A3325406
100 0 52.427 STM2236 putative phage protein2336666
100 1 100 STM2157 yehS putative cytoplasmic protein2253230
100 1 100 STM0938 ybjE putative inner membrane protein1014759
100 1 100 STM3650 putative periplasmic or exported protein3836825
100 1 100 STM4338 sugE putative DMT superfamily transport protein4581500



100 1 100 STM4439 cybC cytochrome b(562)4683278
100 1 100 STM3438 rplW 50S ribosomal subunit protein L233594642
100 1 100 STM4357 yjeE putative nucleotide-binding protein4599886
100 0 99 STM3285 rbfA ribosome-binding factor, role in processing of 10S rRNA3452988
100 1 100 STM3200 rfaE bifunctional; putative sugar nucleotide transferase domain of ADP-L-glycero-D-manno-heptose synthase 3362559
100 1 100 STM3128 putative oxidoreductase3287509
100 1 100 STM2816 putative glycoporin2964554
100 1 100 STM4582 slt lytic murein transglycosylase, soluble 4838999
100 1 100 STM0376 sbmA putative ABC superfamily transporter430359
100 0 100 STM2212 yeiR putative cobalamin synthesis protein2311509
100 1 100 STM2091 rfbG LPS side chain defect: CDP glucose 4,6-dehydratase2172266
100 1 100 STM2150 stcC paral putative outer membrane protein 2243855
100 1 100 STM1836 putative penicillin-binding protein-31933582
100 0 100 aSTM3113
100 1 100 STM3064 iciA inhibitor of replication initiation, also transcriptional regulator of dnaA and argK (LysR family) 3225590
100 1 100 STM0750 ybgF putative periplasmic protein817825
100 1 100 STM0820 rhlE putative ATP-dependent RNA helicase885586
100 1 100 STM3043 dsbC protein disulfide isomerase II 3203688
100 1 100 STM1179 flgG flagellar biosynthesis, cell-distal portion of basal-body rod1261809
100 1 100 STM0792 ybhB putative Phospholipid-binding protein858260
100 0 59.804 STM0860 putative inner membrane protein933178
100 1 100 STM3317 yrbK putative inner membrane protein3482532
100 1 100 STM3764 mgtC Mg2+ transport protein3964488
100 1 100 STM3101 yggT putative integral membran resistance protein3261667
100 1 100 STM1947 uvrY putative response regulator (LuxR/UhpA familiy)2038247
100 1 100 STM3330 gltB glutamate synthase, large subunit3494523
100 1 100 STM3254 putative fructose-1-phosphate kinase3423470
100 1 100 STM3211 rpoD sigma D (sigma 70) factor of RNA polymerase, major sigma factor during exponential growth 3376266
100 1 100 STM1399 sscA Secretion system chaparone1484521
100 0 64 STM2232 oafA O-antigen five: acetylation of the O-antigen (LPS)2332130
100 0 57.547 STM0763 transcriptional regulator, lysR family826492
100 1 100 STM0740 cydA cytochrome d terminal oxidase, polypeptide subunit I809529
100 1 100 STM2873 prgI cell invasion protein; cytoplasmic3016075
100 1 100 STM2799 stpA DNA-binding protein with chaperone activity2947225
100 1 99 STM3727 rpmG 50S ribosomal subunit protein L333922038
100 1 100 STM2676 rpsP 30S ribosomal subunit protein S162816640
100 1 100 STM0541 ybcJ putative cytoplasmic protein602488
100 1 100 STM1706 yciH putative translation initiation factor SUI11800261
100 0 100 STM1699 ycjE putative cytoplasmic protein1791719
100 1 100 STM1966 yedF putative transcriptional regulator2055004
100 1 100 STM1592 ydcY putative cytoplasmic protein1679314
100 0 100 STM3944 putative inner membrane protein4150937
100 1 100 STM3910 ppiC peptidyl-prolyl cis-trans isomerase C (rotamase C)4118944
100 1 100 STM0982 himD integration host factor (IHF), beta subunit; site-specific recombination1067620
100 0 85 STM2937 ygbF putative inner membrane protein3078244
100 1 100 STM3675 sgbH putative 3-hexulose-6-phosphate isomerase3862456
100 0 83 STM1358 aroD 3-dehydroquinate dehydratase1439617
100 0 76 STM1351 ydiT putative ferredoxin1431919
100 0 99 STM3945 pseudogene; 2 frameshifts4151314
100 1 100 STM4336 ecnB putative entericidin B precursor4580479
100 1 100 STM4599 yjjY putative inner membrane protein4856182
100 1 100 STM0001 thrL thr operon leader peptide190



100 0 97.03 STM4462 yjgG putative cytoplasmic protein4705022
100 0 100 STM1722 trpL trp operon leader peptide1818411
100 0 93 STM1281 putative inner membrane protein1357613
100 1 99 STM3197 glgS glycogen biosynthesis, rpoS dependent3359314
100 1 100 STM3293 secG preprotein translocase IISP family, auxillary membrane component3461852
100 1 100 STM0873 ybjC putative inner membrane protein945507
100 0 98 STM0971 putative cytoplasmic protein1053604
100 0 65 STM0894 Fels-1 prophage; putative excisionase963965
100 1 100 STM0719 putative UDP-galactopyranose mutase784017
100 0 64.078 PSLT032 putative diguanylate cyclase/phosphodiesteraseP22257
100 0 60 PSLT093 conjugative transfer: P73239
100 0 62.376 PSLT056 putative cytoplasmic proteinP48285
100 0 57.282 PSLT102 traS conjugative transfer: surface exclusionP82685
100 0 64.356 PSLT080 traK conjugative transfer: assemblyP63899
100 0 63 PSLT008 srgC sdiA-regulated gene;putative bacterial regulatory helix-turn-helix proteins, araC familyP03967
100 0 100 aSTM1828
100 0 63.889 PSLT108 traI conjugative transfer: oriT nicking-unwindingP87282
100 1 100 STM0032 putative arylsulfatase35339
100 0 100 aSTM2043
100 0 100 aSTM2119
100 0 99 aSTM2210
100 0 100 aSTM0966
100 0 100 aSTM3181
100 0 100 aSTM3240
100 0 100 aSTM3331
100 0 62.5 aSTM1041 aSTM2594

0
59.615 1 100

57 1 100
65.686 1 100

93 1 100
85 1 100

59.615 1 100
63 1 100
93 1 100
96 0 100 aSTM2717
95 0 100

58.252 1 100
53 1 100
93 1 100
89 1 100
98 0 100 aSTM0946 aSTM1957; aSTM2471; aSTM3032; aSTM3479; aSTM4311

59.813 1 100
60.784 1 100

63 1 100
44 1 100

100 1 100 aSTM2786
98 0 100 aSTM3688

100 0 100 aSTM2731
94 1 100
66 1 100

61.765 1 100



61.111 1 100
66.038 1 100
61.468 1 100

90 1 100
59.434 1 100

0
0
0
0
0
0

100 0 100 STM0703 kdpD sensory kinase in two-component regulatory system wtih KdpE, regulates kdp operon (high-affinity potassium transport system)767013
100 1 100 STM3833 putative mandelate racemase / muconate lactonizing enzyme family4036632
100 1 100 STM3856 pstC ABC superfamily (membrane), high-affinity phosphate transporter 4062490
100 1 100 STM3888 yieP putative regulatory protein, gntR family4098947
100 1 100 STM1778 lolB outer membrane lipoprotein1876024
100 1 100 STM0111 leuC 3-isopropylmalate isomerase (dehydratase), subunit with LeuD 129673
100 1 100 STM0042 putative sodium galactoside symporter50451
100 1 100 STM0119 yabB putative cytoplasmic protein139947
100 1 100 STM0150 aroP APC family, aromatic amino acid transporter173380
100 0 76 STM0176 stiB putative fimbrial chaparone207652
100 0 59.813 STM0201 putative outer membrane protein236264
100 1 100 STM0238 yaeP putative cytoplasmic protein280294
100 1 100 STM3346 yhcM putative ATPase3513545
100 1 99 STM3381 yhdT putative inner membrane protein3552034
100 1 100 STM0647 rlpB a minor lipoprotein708520
100 1 100 STM0671 yleB putative monooxygenase736055
100 1 100 STM0700 potE APC family, putrescine/ornithine antiporter762063
100 1 100 STM1962 fliT flagellar biosynthesis; possible export chaperone for FliD2051227
100 1 100 STM1285 yeaG putative Ser protein kinase1361828
100 0 100 STM2115 wcaA putative glycosyl transferase in colanic acid biosynthesis 2197971
100 1 100 STM2718 Fels-2 prophage: similar to gpQ in phage 1862860745
100 0 61 STM2750 putative PTS system, glucitol/sorbitol-specific enzyme II2889221
100 0 60.784 STM2766 putative cytoplasmic protein2907785
100 1 100 STM2792 gabT 4-aminobutyrate aminotransferase2941597
100 1 100 STM4597 putative periplasmic protein4854789
100 0 63.107 STM0284 putative shiga-like toxin A subunit323396
100 0 76 STM2760 putative integrase2900439
100 1 100 STM1057 pepN aminopeptidase N1144141
100 1 100 STM1495 ynfI putative component of anaerobic dehydrogenases1572274
100 1 100 STM3452 yheO putative regulator3603872
100 1 100 STM1060 putative iron-sulfur protein1148676
100 1 100 STM1456 ydgO putative oxidoreductase1530511
100 1 100 STM3421 rplO 50S ribosomal subunit protein L153587366
100 1 100 STM3467 yhfK putative inner membrane protein3616326
100 1 100 STM3500 pckA phosphoenolpyruvate carboxykinase3656566
100 1 100 STM1265 putative response regulators consisting of a CheY-like receiver domain and a HTH DNA-binding domain1347529
100 0 100 STM1128 putative sodium/glucose cotransporter1216441
100 1 100 STM1199 yceG putative periplasmic solute-binding protein1282612
100 1 100 STM1218 ycfV ABC transporter, ATP-binding protein1303871
100 1 100 STM3542 gntK gluconate kinase 2 in GNT I system, thermoresistant3711495
100 0 61.404 STM1029 Gifsy-2 prophage1115680



100 0 79 STM4202 putative phage baseplate protein4422817
100 1 100 STM4057 putative inner membrane protein4267930
100 1 100 STM4090 menA 1,4-dihydroxy-2-naphthoate octaprenyltransferase4298154
100 1 100 STM4129 trmA tRNA (uracil-5-)-methyltransferase4346636
100 1 100 STM2907 pphB serine/threonine specific protein phosphatase 23048771
100 1 100 STM4337 ecnR putative bacterial regulatory protein, luxR family4580656
100 1 100 STM2391 fadL transport of long-chain fatty acids; sensitivity to phage T22502389
100 1 100 STM0891 artP ABC superfamily (atp&memb), arginine transport system 961043
100 1 100 STM2472 maeB paral putative transferase 2579979
100 1 100 STM2494 putative inner membrane or exported2607971
100 1 100 STM2551 putative inner membrane protein2689333
100 0 100 STM4065 putative permease of the Na+:galactoside symporter family4275604
100 1 100 STM4098 putative arylsulfate sulfotransferase4306884
100 0 63.725 STM2903 putative cytoplasmic protein3046317
100 1 100 STM2926 pcm L-isoaspartate protein carboxylmethyltransferase type II3067858
100 1 100 STM2953 pyrG CTP synthetase3098745
100 0 58.879 STM0895 Fels-1 prophage964573
100 0 61.468 aSTM0912 aSTM0911
100 0 68 STM0928 nanH sialidase (neuraminidase)1002088
100 1 100 STM1310 nadE NAD synthetase, prefers NH3 over glutamine1390119
100 1 100 STM1437 ydhM putative transcriptional repressor (TetR/AcrR family)1514082
100 1 100 STM1984 yodD putative cytoplasmic protein2068412
100 0 59.804 STM4423 putative AraC-type DNA-binding domain-containing protein4665886
100 1 100 STM2285 glpB sn-glycerol-3-phosphate dehydrogenase (anaerobic), membrane anchor subunit2391854
100 1 100 STM4499 yeeN putative cytoplasmic protein4752665
100 0 61.386 STM4493 putative cytoplasmic protein4741372
100 0 100 STM4518 putative inner membrane protein4773762
100 1 100 STM1136 ycdX putative Histidinol phosphatase and related hydrolases of the PHP family1226088
100 1 100 STM1296 ydjA putative oxidoreductase1374940
100 1 100 STM1446 ydhH putative cytoplasmic protein1521107
100 1 100 STM1470 tus replication termination protein1545400
100 1 100 STM1476 ydgC putative inner membrane protein1552147
100 1 100 STM1154 yceE putative MFS family transport protein 1241247
100 1 100 STM2864 sitD Salmonella iron transporter: fur regulated3008951
100 1 100 STM1453 nth endonuclease III; DNA glycosylase/apyrimidinic (AP) lyase1528557
100 1 100 STM1990 yedA putative permease2072969
100 1 100 STM2074 hisB bifunctional: imidazoleglycerol-phosphate dehydratase; histidinol-phosphatase 2152994
100 1 100 STM1298 topB DNA topoisomerase III1376657
100 1 100 STM1444 slyA transcriptional regulator for hemolysin (MarR family)1519880
100 1 100 STM1433 ydhD putative glutaredoxin protein1511277
100 1 100 STM1466 ydgA putative periplasmic protein1539201
100 1 100 STM1415 ssaN Secretion system apparatus: homology with the YscN family of proteins1495691
100 1 100 STM3875 mioC initiation of chromosome replication4084166
100 1 100 STM3782 putative PTS system galactitol-specific enzyme IIC component3982230
100 1 100 STM2578 pdxJ carries out condensation and ring closure step after PdxA in pyridoxine biosynthesis2722442
100 1 100 STM0398 phoR sensory kinase in two-component regulatory system with PhoB, regulates pho regulon 451554
100 1 100 STM4183 aceB malate synthase A4402039
100 1 100 STM0069 caiE stimulates carnitine racemase activity of CaiD and CaiB activity81020
100 1 100 STM1322 yniC putative enzyme1402340
100 1 100 STM1330 putative DNA/RNA non-specific endonuclease1408531
100 1 100 STM1981 fliR putative flagellar biosynthetic protein2066351
100 1 100 STM1462 ydgJ putative oxidoreductase1536306



100 1 100 STM1489 ynfK putative dethiobiotin synthase1566447
100 1 100 STM2371 flk Couples flagellar P- and L-ring assembly to flagellar morphogenesis; cell division2483595
100 1 100 STM2573 putative ketopantoate reductase2718475
100 0 60.194 STM2617 Gifsy-1 prophage: similar to antiterminator Q2762900
100 1 100 STM3180 ygiN putative cytoplasmic protein3343523
100 1 100 STM3570 ftsE putative ATPase involved in cell division3738075
100 1 100 STM3482 gph phosphoglycolate phosphatase3637244
100 1 100 STM0346 putative outer membrane protein; homologue of ail and ompX390388
100 1 100 STM1382 orf408 putative regulatory protein, deoR family1464806
100 1 100 STM0465 ybaY glycoprotein/polysaccharide metabolism523355
100 1 100 STM0559 rfbI putative glycosyl translocase617360
100 1 100 STM4414 ppa inorganic pyrophosphatase4654741
100 1 100 STM4532 yjiY putative carbon starvation protein4787565
100 1 100 STM3189 ygiD putative cytoplasmic protein3352157
100 1 100 STM3219 fadH 2,4-dieonyl-coa reductase 3386255
100 1 99 STM3221 ygjP putative metal-dependent hydrolase3389576
100 1 100 STM3491 yrfC putative inner membrane protein3645214
100 1 100 STM2338 pta phosphotransacetylase 2449218
100 1 100 STM2553 csiE stationary phase inducible protein2691074
100 1 100 STM0529 fdrA putative acyl-CoA synthetase, involved in protein transport; 591360
100 1 100 STM0528 allD ureidoglycolate dehydrogenase589980
100 1 100 STM2909 mutS methyl-directed mismatch repair, recognize exocyclic adducts of guanosine 3050279
100 1 100 STM4060 cpxP periplasmic repressor of cpx regulon by interaction with CpxA, rescue from transitory stresses4270595
100 1 100 STM0663 gltK ABC superfamily (membrane), glutamate/aspartate transporter 727335
100 1 100 STM3406 def peptide deformylase3576936
100 1 100 STM2582 lepB leader peptidase (signal peptidase I), serine protease2725781
100 1 100 STM2078 hisI bifunctional: phosphoribosyl-AMP cyclohydrolase; phosphoribosyl-ATP pyrophosphatase2156140
100 1 100 STM4009 typA GTP-binding elongation factor family protein 4217384
100 1 100 STM0879 potH ABC superfamily (membrane), putrescine transporter 950728
100 1 100 STM3410 mscL mechanosensitive channel3581289
100 0 77 STM2772 hin H inversion: regulation of flagellar gene expression by site-specific inversion of DNA2914842
100 1 100 STM1184 flgL flagellar biosynthesis; hook-filament junction protein1267144
100 1 100 STM2580 era GTPase believed to be involved in coordination of cell cycle, energy metabolism, cell division 2723925
100 1 100 STM3614 dctA DAACS family, C4-dicarboxylic acids transport protein3790270
100 1 100 STM2555 glyA serine hydroxymethyltransferase2693681
100 1 100 STM1124 putA bifunctional in plasma membrane proline dehydrogenase and pyrroline-5-carboxylate dehydrogenase OR in cytoplasm a transcriptional repressor 1208415
100 1 100 STM1467 manA mannose-6-phosphate isomerase1540812
100 1 100 STM0867 putative hydrolase939781
100 1 100 STM0836 ybiR putative Di- and tricarboxylate transporters902741
100 1 99 STM1858 putative cytoplasmic protein1955796
100 1 100 STM2173 putative cytoplasmic protein2270456
100 1 100 STM0725 putative glycosyltransferase, cell wall biogenesis790885
100 1 100 STM4304 dcuS sensory histidine kinase in two-component retgulatory system with DcuR, senses fumarate/C4-dicarboxylate 4549893
100 1 100 STM1938 yecA putative metal-binding protein related to the C-terminal domain of SecA2031686
100 1 100 STM1679 mppA periplasmic murein tripeptide transport protein, also negative regulator of mulitple antibiotic resistance1771997
100 1 100 STM1688 pspC phage shock protein; regulatory gene, activates expression of psp operon with PspB1781104
100 1 100 STM4262 putative ABC-type bacteriocin/lantibiotic exporter, contain an N-terminal double-glycine peptidase domain4499193
100 1 100 STM0048 slpA FKBP-type peptidyl-prolyl cis-trans isomerase (rotamase)57344
100 1 100 STM1025 Gifsy-2 prophage1113125
100 1 100 STM1649 putative cytoplasmic protein1741583
100 1 100 STM4019 yihQ putative alpha-xylosidase4228665
100 1 100 STM3567 livJ ABC superfamily (bind_prot), branched-chain amino acid transporter, high-affinity3734502



100 0 99 STM2728 Fels-2 prophage: hypothetical protein2869927
100 0 100 aSTM0291 aSTM0292
100 1 100 STM2436 ptsJ putative regulatory protein, gntR family2548503
100 1 100 STM1903 yecE putative cytoplasmic protein1997771
100 1 100 STM4260 membrane permease, predicted cation efflux pump4481180
100 1 100 STM3019 yqeF putative acetyl-CoA acetyltransferase3179658
100 1 100 STM3209 rpsU 30S ribosomal subunit protein S213374055
100 1 100 STM2877 iagB cell invasion protein3021535
100 1 100 STM3968 udp uridine phosphorylase4174864
100 1 100 STM3838 dnaA DNA replication initiator protein 4043624
100 1 100 STM3063 rpiA ribosephosphate isomerase, constitutive3224777
100 1 100 STM3929 wecG putative UDP-N-acetyl-D-mannosaminuronic acid transferase4138473
100 1 100 STM3100 yggS putative enzyme with a TIM-barrel fold3260944
100 1 100 STM4152 rplL 50S ribosomal subunit protein L7/L124365225
100 1 99 STM0543 fimA major type 1 subunit fimbrin (pilin)604115
100 1 100 STM1916 cheY chemotaxis regulator, transmits chemoreceptor signals to flagelllar motor components2012283
100 1 100 STM4004 hemN O2-independent coproporphyrinogen III oxidase4211171
100 1 100 STM3014 lysR positive transcriptional regulator (LysR family) 3174075
100 1 100 STM4011 putative inner membrane protein4219981
100 1 100 STM3947 dapF diaminopimelate epimerase4152259
100 0 100 STM3899 yifB putative magnesium chelatase, subunit ChlI4106863
100 0 100 STM1959 aSTM2771 fliC flagellar biosynthesis; flagellin, filament structural protein 2047658
100 1 100 STM2946 cysH 3'-phosphoadenosine 5'-phosphosulfate (PAPS) reductase3088189
100 1 100 STM1567 adhP alcohol dehydrogenase, propanol preferring 1647794
100 1 100 STM1610 ydcK putative nucleoside-diphosphate-sugar pyrophosphorylases involved in lipopolysaccharide biosynthesis1700065
100 1 100 STM1646 ydbH putative periplasmic protein1737153
100 1 100 STM1671 putative bacterial regulatory helix-turn-helix proteins, araC family1764396
100 1 100 STM1542 putative zinc-binding dehydrogenase1617320
100 1 100 STM1510 ydfH putative regulatory protein, gntR family1587986
100 1 100 STM1000 asnS asparagine tRNA synthetase 1091479
100 1 100 STM0590 fepC ABC s+uperfamily (atp_bind), enterobactin transporter 650785
100 1 100 STM0339 stbB putative fimbriae; chaparone383580
100 1 100 STM1741 putative voltage-gated potassium channel1834739
100 1 100 STM1589 yncB putative NADP-dependent oxidoreductase1677096
100 1 100 STM1835 rrmA 23S rRNA m1G745 methyltransferase 1932707
100 0 58.252 STM1629 putative dipicolinate reductase1719621
100 1 100 STM1884 eda multifunctional:2-keto-3-deoxygluconate 6-phosphate aldolase; 2-keto-4-hydroxyglutarate aldolase; oxaloacetate decarboxylase 1976942
100 1 100 STM1932 ftnB ferritin-like protein2027240
100 1 100 STM0515 allA ureidoglycolate hydrolase576003
100 1 100 STM0537 cysS cysteine tRNA synthetase 599135
100 0 66.337 STM0572 putative phosphosugar isomerases632187
100 1 100 STM0393 yajF putative sugar kinase/putative transcriptional regulator (NagC/XylR familiy)443966
100 1 100 STM3150 hypO putative Ni/Fe hydrogenases, small subunit3312644
100 1 100 STM2831 mltB membrane-bound lytic murein transglycosylase B2976975
100 1 100 STM3632 putative PQQ enzyme repeat3817968
100 1 99 STM4509 putative cytoplasmic protein4763557
100 1 100 STM2395 pgtE Phosphoglycerate transport: outer membrane protein E2506055
100 1 100 STM3765 yicL putative permease, integral membrane protein3965692
100 1 100 STM2992 argA N-alpha-acetylglutamate synthase (amino-acid acetyltransferase) 3142842
100 1 100 STM3026 putative outer membrane protein3186654
100 1 100 STM3105 yggM putative periplasmic protein3264341
100 1 100 STM0464 tesB acyl-CoA thioesterase II522280



100 1 100 STM2803 putative regulatory protein, gntR family 2949731
100 1 100 STM3725 kdtB phosphopantetheine adenylyltransferase3920624
100 1 100 STM2972 exo exonuclease IX, 5'-3' exonuclease3123597
100 1 100 STM3018 kduI putative pectin degrading enzyme 5-keto 4-deoxyuronate isomerase3178392
100 0 64.706 STM3081 putative malate/L-lactate dehydrogenase3242326
100 1 100 STM3125 putative cytoplasmic protein3284877
100 1 100 STM2829 recA DNA strand exchange and recombination protein with proteiase and nuclease activity 2974854
100 1 100 STM2117 wzb putative protein-tyrosine-phosphatase in colanic acid export2201056
100 0 100 STM2243 putative tail fiber protein of phage2343920
100 1 100 STM3712 rfaC heptosyl transferase I3907297
100 1 100 STM3436 rpsS 30S ribosomal subunit protein S193593508
100 1 100 STM3329 yhcC putative FeS oxidoreductase3492922
100 1 100 STM3251 putative sugar kinase, ribokinase family3420480
100 1 100 STM3592 yhiP putative POT family, peptide transport protein3761614
100 1 100 STM0951 putative cytoplasmic protein1028376
100 1 100 STM4444 putative inner membrane protein4685766
100 1 100 STM4570 deoD purine-nucleoside phosphorylase4825141
100 0 64.706 STM0352 putative cation efflux pump397057
100 1 99 STM1300 putative periplasmic protein1380218
100 1 100 STM4328 yjeH putative transporter, cytoplasmic membrane protein4573257
100 1 100 STM2819 yqaA putative inner membrane protein2968568
100 1 100 STM2196 putative D-serine dehydratase2292681
100 0 80 STM2233 putative cytoplasmic protein2334013
100 1 100 STM2151 stcB putative periplasmic chaperone protein2246358
100 1 100 STM2179 putative sugar transporter2275398
100 1 100 STM1400 sseC Secretion system effector1484997
100 1 100 STM1069 ycbG putative cytoplasmic protein1160441
100 0 61.765 STM0764 transcriptional regulator, lysR family827344
100 1 100 STM0834 ybiP putative Integral membrane protein900112
100 1 100 STM1302 xthA exonuclease III, may repair singlet oxygen induced lesions1380942
100 1 100 STM3250 garD galactarate dehydrogenase3418669
100 1 100 STM0815 ybhR putative ABC superfamily (membrane) transport protein 879613
100 1 100 STM3056 visC putative monooxygenase3217137
100 1 100 STM1958 fliB N-methylation of lysine residues in flagellin2046374
100 1 100 STM3224 ygjT putative resistance protein3392277
100 1 100 STM3075 putative ABC-type cobalt transport system, ATPase component3235693
100 1 99 STM1097 putative periplasmic or exported protein1184453
100 1 100 STM2875 hilD regulatory helix-turn-helix proteins, araC family3017836
100 1 100 STM3758 fidL putative inner membrane protein3957723
100 1 100 STM3167 putative diadenosine tetraphosphate (Ap4A) hydrolase3327928
100 1 100 STM1406 ssaG Secretion system apparatus1489537
100 1 100 STM1107 hpaX 4-hydroxyphenylacetate catabolism1194036
100 1 100 STM0778 modF putative ABC superfamily (atp_bind), molybdenum transporter 842899
100 1 100 STM2484 putative inner membrane protein2598849
100 1 100 STM2539 hscA chaperone, member of Hsp70 protein family, believed to be involved in assembly of Fe-S clusters 2678197
100 1 100 STM2482 yffB putative glutaredoxin family2597334
100 1 100 STM0480 ybaM putative inner membrane protein538935
100 1 100 STM1797 ymgE putative transglycosylase-associated protein1896845
100 1 100 STM4194 yjbD putative cytoplasmic protein4416345
100 1 100 STM4531 yjiX putative cytoplasmic protein4787267
100 1 100 STM3525 glpE thiosulfate/cyanide sulfurtransferase (rhodanese)3688206
100 1 100 STM3565 yhhK putative acetyltransferase3733924



100 1 100 STM4314 putative bacterial regulatory proteins, luxR family4560598
100 0 69 STM4218 putative inner membrane protein4437125
100 1 100 STM2731 Fels-2 prophage: similar to protein in phage 1862873542
100 1 100 STM3658 yiaH putative inner membrane protein3843367
100 0 55.34 STM4574 putative outer membrane protein4829674
100 1 100 STM0318 yafA putative hydrolase of the alpha/beta superfamily363226
100 1 100 STM0004 thrC threonine synthase3734
100 1 100 STM1485 acid shock protein1562058
100 0 100 STM1438 ydhL putative oxidoreductase1514784
100 1 100 STM0030 putative transcriptional regulator, LysR family33364
100 1 100 STM0064 dapB dihydrodipicolinate reductase74017
100 0 100 STM0031 putative transcription regulator34376
100 1 100 STM0034 putative outer membrane or exported protein38773
100 1 100 STM1159 yceO putative inner membrane protein1246267
100 0 60.55 STM2508 putative cytoplasmic protein2621943
100 1 100 STM3272 yhbS putative ABC superfamily (membrane) transport protein 3439035
100 1 100 STM3232 yqjF putative membrane-associated protein3397945
100 0 57.282 STM0899 Fels-1 prophage969473
100 1 99 STM0987 ycaR putative inner membrane protein1074485
100 0 64.356 STM0919 Fels-1 prophage; putative minor tail protein991786
100 1 100 STM0757 pnuC NMN family, nucleoside/purine/pyrimidine transporter821301
100 0 61.538 PSLT053 parB plasmid partition protein BP45019
100 0 64.356 PSLT101 traG conjugative transfer: assembly abd aggregate stabilityP79847
100 0 62.617 PSLT065 pseudogene; two frameshiftsP53912
100 0 62.376 PSLT077 traA conjugative transfer: fimbrial subunitP62636
100 0 65.686 PSLT017 pefC plasmid-encoded fimbriae; usher proteinP10933
100 0 59.434 PSLT014 orf6 putative outer membrane proteinP08548
100 0 65.686 PSLT059 putative adenine-specific DNA methylaseP49486
100 1 100 STM1919 cheM methyl accepting chemotaxis protein II, aspartate sensor-receptor2014756
100 0 100 aSTM0038
100 0 99 aSTM0101
100 0 100 aSTM0234
100 1 100 STM0291 putative RHS-family protein332551
100 0 100 aSTM0973
100 0 100 aSTM1005
100 0 62.376 aSTM1032
100 0 62.376 aSTM1038
100 0 100 aSTM3391
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100 1 100 STM2895 invB surface presentation of antigens; secretory proteins3037969
100 1 100 STM0488 adk adenylate kinase546041
100 1 100 STM2027 cbiH synthesis of vitamin B12 adenosyl cobalamide precursor2105999
100 1 100 STM3788 uhpC membrane protein, regulator of uhpT expression 3987714
100 1 100 STM0060 citE2 putative citrate lyase beta chain (acyl lyase subunit)70000
100 1 100 STM0090 ksgA S-adenosylmethionine-6-N',N'-adenosyl (rRNA) dimethyltransferase; kasugamycin resistance102663
100 1 100 STM0231 dnaE DNA polymerase III, alpha subunit269548
100 1 100 STM3306 nlp regulatory factor of maltose metabolism; similar to Ner repressor protein of phage Mu3474550
100 1 100 STM3344 rpsI 30S ribosomal subunit protein S93512406
100 1 100 STM3377 putative nitrate reductase3548098
100 1 100 STM0639 mrdB rod shape-determining membrane protein; cell elongation in e phase 700908
100 1 100 STM0662 gltL ABC superfamily (atp_bind), glutamate/aspartate transporter726610
100 1 100 STM0169 gcd glucose dehydrogenase198220
100 1 100 STM0188 ligT 2'-5' RNA ligase217751
100 1 100 STM0224 yaeT putative outer membrane antigen262379
100 1 100 STM1508 ydfI putative mannitol dehydrogenase1586069
100 1 100 STM1540 putative hydrolase1615333
100 0 60 STM3830 dgoR galactonate operon transcriptional repressor (GntR family)4033255
100 1 100 STM3569 ftsX putative integral membrane cell division protein3737027
100 1 100 STM4559 yjjG putative haloacid dehalogenase-like hydrolase4813116
100 1 99 STM0257 putative drug efflux protein (perhaps for chloramphenicol)296912
100 1 100 STM0309 yafH putative acyl-CoA dehydrogenase352597
100 0 59.406 STM0332 putative hydrolase or acyltransferase375715
100 1 100 STM1068 lonH putative protease1158495
100 0 100 STM2720 Fels-2 prophage: similar to gpN, major capsid, in phage P22861960
100 0 58.416 STM0294 putative cytoplasmic protein338838
100 0 93 STM2768 putative transposase2910681
100 1 100 STM1073 yccS putative efflux (PET) family transporter 1163692
100 1 100 STM1119 wraB trp-repressor binding protein1205223



100 1 100 STM1156 yceA putative enzyme related to sulfurtransferases1243756
100 1 100 STM3994 mobA putative molybdopterin-guanine dinucleotide biosynthesis protein4202196
100 1 100 STM1104 hpaF 4-hydroxyphenylacetate catabolism1191836
100 1 100 STM1138 ycdZ putative inner membrane protein1227456
100 1 100 STM1196 acpP acyl carrier protein1280113
100 1 100 STM1216 mfd transcription-repair coupling factor 1298895
100 1 100 STM3538 glgB 1,4-alpha-glucan branching enzyme 3706095
100 1 100 STM1150 mdoG periplasmic glucans biosynthesis protein1236418
100 1 100 STM3495 yrfF putative inner membrane protein3650187
100 0 63 STM3519 rtcB putative cytoplasmic protein3681363
100 1 100 STM1283 yeaJ putative Methyl-accepting chemotaxis protein; Diguanylate cyclase/phosphodiesterase domain 11358285
100 1 100 STM4012 putative coproporphyrinogen III oxidase and related FeS oxidoreductases4220856
100 1 100 STM4087 glpF MIP channel, glycerol diffusion4295871
100 0 57.009 STM4196 putative cytoplasmic protein4417918
100 0 85 STM4212 putative phage tail core protein4433440
100 1 100 STM4268 yjcD putative xanthine/uracil permease family4506146
100 1 100 STM4305 putative anaerobic dimethyl sulfoxide reductase, subunit A4551958
100 0 75 STM2941 yghJ putative cytoplasmic protein3080843
100 1 100 STM0889 artQ ABC superfamily (membrane), arginine 3rd transport system959571
100 1 100 STM2415 gltX glutamate tRNA synthetase, catalytic subunit 2530163
100 0 65.714 STM0917 Fels-1 prophage; putative minor tail protein988336
100 1 100 STM0939 ybjD homology with RecF protein1015860
100 1 100 STM1002 putatiave diaminopropionate ammonia lyase1093858
100 0 61.765 STM4199 putative cytoplasmic protein4419834
100 0 70.588 STM4110 ptsA General PTS family, enzyme I 4324491
100 1 100 STM4290 proP MFS family, low-affinity proline transporter (proline permease II) 4530970
100 1 100 STM4334 efp elongation factor P (EF-P)4579610
100 1 100 STM2383 mepA murein DD-endopeptidase, penicillin-insensitive 2493713
100 1 100 STM2423 yfeN putative outer membrane protein2535947
100 1 100 STM2476 ypfG putative periplasmic protein2585921
100 0 100 STM2506 aSTM2505 putative inner membrane protein2621211
100 1 100 STM2876 hilA invasion genes transcription activator3019856
100 1 100 STM4351 putative arginine-binding periplasmic protein4595404
100 1 100 STM4392 priB primosomal replication protein N4630916
100 1 100 STM2259 napA periplasmic nitrate reductase, large subunit, in complex with NapB 2356418
100 0 100 STM4482 idnT GntP family, L-idonate transport protein 4725793
100 1 100 STM2335 yfbU putative cytoplasmic protein2446567
100 1 100 STM2326 nuoC NADH dehydrogenase I chain C,D2436488
100 0 73 STM4534 putative NtrC family transcriptional regulators, ATPase domain4792067
100 1 100 STM1954 fliY putative periplasmic binding transport protein2043190
100 1 100 STM3443 bfr bacterioferrin, an iron storage homoprotein3597374
100 1 100 STM1074 yccF putative inner membrane protein1165864
100 1 100 STM1222 potD ABC superfamily (peri_perm), spermidine/putrescine transporter1307678
100 1 100 STM2468 eutQ putative ethanolamine utilization protein2577356
100 1 100 STM1225 potB ABC superfamily (membrane), spermidine/putrescine transporter 1311183
100 1 100 STM1328 putative outer membrane protein1407118
100 1 100 STM4371 yjfJ putative Phage shock protein A, IM30, suppresses sigma54-dependent transcription4614875
100 1 100 STM4405 ytfJ putative transcriptional regulator4642501
100 0 75 STM4428 putative permease4671190
100 1 100 STM1145 csgC putative curli production protein1232147
100 1 100 STM1862 pagO PhoPQ-activated gene; predicted integral membrane protein1959507
100 1 100 STM1751 hns DNA-binding protein HLP-II (HU, BH2, HD, NS); pleiotropic regulator1847283



100 1 100 STM1173 flgA flagellar biosynthesis; assembly of basal-body periplasmic P ring1257431
100 0 74 STM2087 rfbV LPS side chain defect: abequosyltransferase2167619
100 1 100 STM3796 ilvB acetolactate synthase I, large subunit, valine sensitive 3995917
100 1 100 STM3864 atpC membrane-bound ATP synthase, F1 sector, epsilon-subunit4073671
100 1 100 STM2641 nadB quinolinate synthetase, B protein2780428
100 1 100 STM0243 yaeB paral putative regulator 284296
100 1 100 STM0094 djlA DnaJ like chaperone protein108424
100 1 100 STM2382 yfcA putative permease2492904
100 1 100 STM1344 ydiV putative Diguanylate cyclase/phosphodiesterase domain 11422798
100 1 100 STM1348 ydiA putative inner membrane protein1426600
100 1 100 STM0999 ompF outer membrane protein 1a (ia;b;f), porin 1089781
100 1 100 STM3562 livM ABC superfamily (membrane), branched-chain amino acid transporter, high-affinity 3730133
100 1 100 STM1412 ssaL Secretion system apparatus1492229
100 1 100 STM2257 napH ferredoxin-type protein: electron transfer 2354860
100 0 99 STM0279 STM0276 putative cytoplasmic protein318679
100 1 100 STM4556 rsmC 16S rRNA m2G 1207 methylse 4811138
100 1 100 STM3644 bisC biotin sulfoxide reductase 3830320
100 1 100 STM3257 putative tagatose 6-phosphate kinase 13426829
100 1 100 STM3281 nlpI lipoprotein, cell division3448253
100 1 100 STM2414 yfeD putative negative regulator2529717
100 0 100 STM2521 yfgM putative inner membrane protein2654237
100 1 100 STM0510 sfbA putative ABC-type transport system ATPase component/cell division protein571112
100 1 100 STM0606 ybdO putative transcriptional regulator, LysR family668043
100 0 59.434 STM2603 Gifsy-1 prophage: similar to head protein gp7 of phage 212750893
100 1 100 STM4576 lplA lipoate-protein ligase A4831413
100 1 100 STM3667 yiaJ transcriptional repressor (IclR family)3854609
100 1 100 STM3606 yhjB putative transcriptional regulator (LuxR/UhpA familiy)3779468
100 1 100 STM3602 putative regulatory protein, gntR family3774529
100 0 74 STM3277 putative inner membrane protein3443318
100 1 100 STM4457 putative transposase4702512
100 1 100 STM1379 orf48 putative amino acid permease1461740
100 1 100 STM4293 yjdB putative integral membrane protein4534384
100 1 100 STM1169 mviM putative virulence factor 1253776
100 1 100 STM2458 eutB ethanolamine ammonia-lyase, heavy chain2567251
100 1 100 STM4028 yihZ D-Tyr-tRNA(Tyr) deacylase4238211
100 1 100 STM0633 lipA lipoate synthase, an iron-sulfur enzyme 694862
100 1 98 STM1420 ssaS Secretion system apparatus: homology with YscS of the secretion system of Yersinia1499388
100 1 100 STM2035 cbiA synthesis of vitamin B12 adenosyl cobalamide precursor2112422
100 1 100 STM3699 cysE serine acetyltransferase 3894118
100 1 100 STM0811 ybhN putative negative regulator 876150
100 1 100 STM0783 modC ABC superfamily (atp_bind), molybdate transporter 847140
100 1 100 STM1378 pykF pyruvate kinase I (formerly F), fructose stimulated 1459926
100 1 100 STM2351 hisP ABC superfamily (atp_bind), histidine and lysine/arginine/ornithine transport protein2462131
100 1 100 STM0113 leuA 2-isopropylmalate synthase 132167
100 1 100 STM0209 htrA periplasmic serine protease Do, heat shock protein 244492
100 1 100 STM0451 hupB DNA-binding protein HU-beta, NS1 (HU-1)508105
100 1 100 STM3409 trkA Trk system transport of potassium 3579771
100 1 100 STM2881 iacP putative acyl carrier protein3024412
100 1 100 STM0546 fimD outer membrane usher protein606048
100 1 100 STM0729 abrB putative transport protein 794771
100 1 100 STM0739 sucD succinyl-CoA synthetase, alpha subunit 807077
100 1 100 STM4174 hydG response regulator in two-component reguatory system with HydH, regulates hydrogenase 3 activity (EBP family) 4389839



100 1 100 STM3593 yhiQ putative SAM-dependent methyltransferase3763175
100 1 100 STM2040 pduC Propanediol utilization: dehydratase, large subunit2117958
100 0 100 STM2883 sipD cell invasion protein3026755
100 1 100 STM2322 nuoH NADH dehydrogenase I chain H2430920
100 1 100 STM3364 yhcP putative inner membrane protein3530000
100 0 100 STM4257; aSTM4258 putative inner membrane or exported4477857
100 1 100 STM2669 tyrA bifunctional: chorismate mutase T; prephenate dehydrogenase 2810344
100 1 100 STM1140 csgF curli production assembly/transport component, 2nd curli operon1228885
100 1 100 STM4024 yihV putative sugar kinase4234825
100 1 100 STM4169 yjaG putative cytoplasmic protein4385932
100 1 100 STM2846 hycH processing of HycE (part of the FHL complex)2992168
100 1 100 STM4017 yihO putative GPH family transport protein 4225770
100 1 100 STM0670 miaB methylthiolation of isopentenylated A37 derivatives in rRNA734487
100 1 100 STM0456 ybaE putative ABC transporter periplasmic binding protein512430
100 1 100 STM4277 nrfA nitrite reductase periplasmic cytochrome c(552)4516104
100 1 100 STM1669 homology to invasin C of Yersinia; intimin1761200
100 1 100 STM3383 prmA methylation of 50S ribosomal subunit protein L113553729
100 1 100 STM2988 mltA membrane-bound lytic murein transglycosylase A3139759
100 1 100 STM2916 ygbL putative fuculose phosphate aldolase3058813
100 1 100 STM4058 cpxA sensory kinase in two-component regulatory system with CpxR, senses misfolded proteins in bacterial envelope 4268376
100 1 100 STM0864 deoR transcriptional repressor for deoxyribose operon (DeoR family) 936744
100 1 99 STM3943 cyaY putative Frataxin family transport protein4150547
100 1 100 STM3904 ilvD dihydroxyacid dehydratase4111987
100 1 100 STM0073 caiA putative acyl-CoA dehydrogenase, carnitine metabolism85509
100 1 100 STM3902 ilvM acetolactate synthase II, small subunit4110619
100 0 100 STM2524 yfgA paral putative membrane protein 2657401
100 1 100 STM1814 minC cell division inhibitor; activated MinC inhibits FtsZ ring formation1912087
100 1 100 STM1730 yciE putative cytoplasmic protein1826407
100 1 100 STM2974 fucA L-fuculose-1-phosphate aldolase3125669
100 1 100 STM2936 iap aminopeptidase in alkaline phosphatase isozyme conversion 3075550
100 0 100 STM3963 aSTM3964 yigM paral putative transport protein 4167773
100 1 100 STM3938 hemC porphobilinogen deaminase (hydroxymethylbilane synthase)4145049
100 1 100 STM4147 secE preprotein translocase IISP family, membrane subunit4362017
100 1 100 STM1826 sdaA L-serine deaminase I/L-threonine deaminase I 1923379
100 1 100 STM1771 chaA CaCA family, sodium-calcium/proton antiporter1869253
100 1 100 STM1781 ychM putative SulP family transport protein 1878857
100 1 100 STM1832 manZ Sugar Specific PTS family, mannose-specific enzyme IID1930358
100 1 100 STM1874 putative inner membrane protein1968666
100 1 100 STM1901 aspS aspartate tRNA synthetase 1995111
100 1 100 STM0518 gip glyoxylate -induced protein579261
100 0 99 STM0540 ybcI putative membrane-bound metal-dependent hydrolases601815
100 0 100 STM0567 putative ATPase involved in DNA repair622698
100 1 100 STM1584 ansP APC family, L-asparagine transport protein 1670649
100 1 100 STM1618 putative transcriptional repressor of sgc operon (DeoR family) 1706567
100 0 100 STM1558 putative glycosyl hydrolase1636060
100 1 100 STM1803 dadA D-amino acid dehydrogenase subunit1902689
100 0 65.049 STM1627 alcohol dehydrogenase class III 1717673
100 0 100 STM1639 cybB cytochrome b(561)1729823
100 1 100 STM1667 putative thiol peroxidase1759693
100 1 100 STM1703 yciR putative PAS/PAC domain; diguanylate cyclase/phosphodiesterase domain 1; Diguanylate cyclase/phosphodiesterase domain 21796542
100 1 100 STM0626 dpiA response regulator in two-component regulatory system with DpiB, transcriptional regulation of cit operon (citrate fermentation) genes and of plasmid inheritance genes (OmpR family) 689657
100 1 100 STM0985 lpxK tetraacyldisaccharide 4' kinase (lipid A 4'kinase)1072180



100 1 100 STM0963 serS serine tRNA synthetase ; also charges selenocystein tRNA with serine1043792
100 1 100 STM3098 putative transcriptional regulator3259128
100 1 100 STM0458 putative cysteine synthase/cystathionine beta-synthase515099
100 0 100 STM3598 putative L-asparaginase3769992
100 1 100 STM3048 ygfZ putative aminomethyltransferase3206918
100 1 100 STM3684 yibF putative glutathione S-transferase 3874183
100 0 99 STM3755 rhuM putative cytoplasmic protein3951733
100 1 100 STM3178 ygiY putative sensory histidine kinase in regulatory system3341454
100 1 100 STM2684 recN protein used in recombination and DNA repair2823264
100 0 100 STM3046 ygfX putative inner membrane protein3206008
100 0 59.804 STM3122 putative arylsulfatase3280586
100 1 100 STM3585 yhhJ putative ABC superfamily (atp_bind/membrane) transport protein 3751834
100 1 100 STM3622 yhjS putative cytoplasmic protein3804664
100 1 100 STM3747 yicE putative NCS2 family, purine/xanthine transport protein3941252
100 1 100 STM2672 yfiN putative diguanylate cyclase/phosphodiesterase2813496
100 0 100 STM2702 Fels-2 prophage: similar to te-specific recombinases, DNA invertase Pin homolog2851384
100 1 100 STM3090 metK methionine adenosyltransferase 1 (AdoMet synthetase)3251693
100 1 100 STM0444 ampG MFS family, muropeptide transporter 498600
100 0 61.765 STM3595 putative phosphatase3766164
100 1 100 STM2127 yegN paral putative outer membrane receptor2215525
100 1 100 STM2171 yohF putative oxidoreductase2268002
100 1 99 STM3413 yhdN putative cytoplasmic protein3582401
100 1 100 STM0942 ybjZ putative ABC superfamily (atp&memb) transport protein1019726
100 1 100 STM4388 sgaE putative L-ribulose 5-phosphate 4-epimerase4628953
100 1 100 STM4479 yjgP putative permease4722354
100 1 100 STM0931 ybjR putative aminidase1005687
100 1 100 STM4367 yjeB putative negative regulator4610601
100 1 100 STM3245 tdcA transcriptional activator of tdc operon (LysR family) 3412473
100 1 100 STM3147 hybC hydrogenase-2, large subunit 3308787
100 1 100 STM2834 slrB PTS family, glucitol/sorbitol-specific2979851
100 1 100 STM2842 hypF hydrogenase maturation protein 2987737
100 0 64 STM0354 putative transcriptional regulator400860
100 1 100 STM2848 hycF hydrogenase 3, putative quinone oxidoreductase2993342
100 1 100 STM2224 rplY 50S ribosomal subunit protein L252326433
100 1 99 STM2110 wcaF putative acyltransferase in colanic acid biosynthesis2193748
100 1 100 STM2199 cirA outer membrane porin, receptor for colicin I, requires TonB 2296551
100 1 100 STM1772 kdsA 3-deoxy-D-manno-octulosonic acid 8-P synthetase1870407
100 1 100 STM3094 yggJ putative cytoplasmic protein3256140
100 1 100 STM0718 putative cytoplasmic protein782991
100 1 100 STM0798 uvrB UvrB with UvrAC is a DNA excision repair enzyme 864433
100 0 54.902 STM0857 putative acyl-CoA dehydrogenase928720
100 1 100 STM3324 ptsO NPr, phosphocarrier protein HPr-like NPr, nitrogen related, exchanges phosphate with Enzyme I3487659
100 1 100 STM3761 slsA putative inner membrane protein3959839
100 1 100 STM0838 ybiT putative ATPase component of ABC transporter with duplicated ATPase domain905036
100 1 100 STM3348 degQ serine endoprotease3515417
100 1 100 STM3260 PTS family galactitol-specific enzyme IIC3428898
100 1 100 STM3193 putative thiol-disulfide isomerase and thioredoxin3356317
100 1 100 STM2266 apbE putative thiamine biosynthesis lipoprotein2364276
100 1 100 STM0744 ybgC putative esterase813027
100 1 100 STM3300 dacB D-alanyl-D-alanine carboxypeptidase, penicillin-binding protein 43468654
100 1 100 STM3229 yqjD putative inner membrane protein3396798
100 1 100 STM3649 cspA major cold shock protein 7.4, transcriptional activator of hns3836439



100 1 100 STM3071 putative DNA-binding protein3233297
100 0 100 STM0731 putative inner membrane protein797197
100 1 100 STM0789 hutC histidine utilization repressor854047
100 1 100 STM0741 cydB cytochrome d terminal oxidase polypeptide subunit II811113
100 1 100 STM3728 rpmB 50S ribosomal subunit protein L283922226
100 1 100 STM2872 prgJ cell invasion protein; cytoplasmic3015751
100 1 100 STM1413 ssaM Secretion system apparatus1493303
100 1 100 STM1823 yoaH putative cytoplasmic protein1920909
100 1 100 STM0565 putative periplasmic protein621810
100 0 100 STM4158 putative cytoplasmic protein4376683
100 1 100 STM1389 orf319 putative inner membrane protein1474128
100 1 100 STM3507 yhgG putative cytoplasmic protein3666467
100 1 100 STM4148 nusG component in transcription antitermination4362402
100 1 100 STM3897 yifA putative transcriptional regulator, LysR family4105545
100 1 100 STM3980 putative outer membrane protein4186117
100 0 100 aSTM2712; aSTM2713
100 1 100 STM1590 yncA putative acyltransferase1678345
100 1 100 STM0102 araA L-arabinose isomerase118077
100 0 100 STM1465 malX pseudogene; frameshift1538863
100 1 99 STM1248 pseudogene; frameshift1333542
100 1 99 STM2880 putative cytoplasmic protein3024108
100 1 100 STM2796 yqaE putative YqaE family transport protein2945700
100 1 98.851 STM0114 leuL leu operon leader peptide133826
100 0 95 STM2698 Fels-2 prophage: similar to gpE in phage P22849093
100 0 100 STM0707 putative outer membrane protein774035
100 0 100 STM1529 aSTM1528 putative inner membrane protein1605547
100 1 100 STM3797 ivbL ilvB operon leader peptide3997712
100 1 100 STM3288 yhbC putative cytoplasmic protein3457843
100 1 100 STM3294 mrsA phosphoglucosamine mutase 3462407
100 1 100 STM1022 Gifsy-2 prophage; putataive molecular chaperone, DnaJ family1111509
100 0 59.615 STM1023 Gifsy-2 prophage1112373
100 0 64 STM0947 putative integrase protein1026087
100 1 99 STM0743 ybgE putative inner membrane lipoprotein812517
100 0 57.426 PSLT072 putative transglycosylaseP60129
100 0 64.423 PSLT110 traX conjugative transfer: fimbrial acetylationP92560
100 0 57.282 PSLT073 traM conjugative transfer: mating signalP61014
100 1 99 PSLT011 srgA sdiA-regulated gene; putative thiol-disulfide isomerase or thioredoxinP06671
100 0 73 PSLT009 rcK resistance to complement killingP04992
100 0 65.385 PSLT075 traJ conjugative transfer: regulationP61587
100 0 98 STM1861 putative cytoplasmic protein1957835
100 0 100 aSTM0007
100 0 100 STM1995 ompS1 putative porin2077569
100 0 100 aSTM2097
100 0 100 aSTM2204
100 0 100 STM2211 yeiP putative elongation factor2310493
100 0 100 aSTM3152
100 0 100 aSTM3216
100 0 100 aSTM3241
100 0 100 aSTM3348
100 0 62.617 STM1046 Gifsy-2 prophage; probable tail assembly protein1131381
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100 1 100 STM4291 basS sensory kinase in two-component regulatory system with BasR 4532639
100 0 56.436 STM3844 pseudogene; in-frame stop; putative integrase4049833
100 1 100 STM3874 gidA associate with glucose-inhibited division4081898
100 1 100 STM3320 rpoN sigma N (sigma 54) factor of RNA polymerase, pleiotrophic functions (nitrogen metabolism, formate degradation, phage shock response)3484410
100 1 100 STM3181 parE DNA topoisomerase IV, subunit B3343962
100 1 100 STM3304 rplU 50S ribosomal subunit protein L213472778
100 1 100 STM0063 citG2 putative modifier of citrate lyase protein72929
100 1 100 STM0134 lpxC UDP-3-O-acyl N-acetylglucosamine deacetylase156935
100 1 100 STM0167 yacC putative periplasmic protein195983
100 1 100 STM0185 yadB putative glutamyl t-RNA synthetase215433
100 1 100 STM0222 cdsA CDP-diglyceride synthase 260126
100 0 100 STM1506 rspB putative dehydrogenase1583473
100 1 100 STM3369 yhdP paral putative protease 3535940
100 1 100 STM0631 ybeM putative hydrolase693656
100 0 58.416 STM0655 ybeR putative cytoplasmic protein718198
100 1 100 STM0687 ybfM putative outer membrane protein749534
100 1 100 STM0714 ybgL putative lactam utilization protein780379



100 1 100 STM2398 pgtC Phosphoglycerate transport: protein for signal transmission2510501
100 1 100 STM2101 wcaK putative galactokinase in colanic acid gene cluster2182659
100 0 61.386 STM4575 putative outer membrane protein4830411
100 1 100 STM0282 putative outer membrane protein, OmpA family321111
100 0 73 STM2758 putative phosphotransferase system IIC component2895879
100 1 99 STM2780 homologue of pipB, putative pentapeptide repeats (8 copies)2926802
100 0 68.317 STM1044 sodC Gifsy-2 prophage: superoxide dismutase precursor (Cu-Zn)1130053
100 1 100 STM0272 putative ATPase with chaperone activity; homologue of Yersinia clpB311194
100 0 66 STM2752 putative PTS enzyme III glucitol2890110
100 1 100 STM0335 putative outer membrane protein378536
100 1 100 STM1088 pipB Pathogenicity island encoded protein: SPI31176450
100 1 100 STM3412 zntR Zn(II)-responsive transcriptional regulator (MerR family)3581965
100 1 100 STM3465 yhfA putative inner membrane protein3614933
100 1 100 STM1080 yccW putative SAM-dependent methyltransferase1170746
100 1 100 STM1502 speG spermidine N1-acetyltransferase1580710
100 1 100 STM3455 slyD FKBP-type peptidyl prolyl cis-trans isomerase (rotamase)3606315
100 1 100 STM3492 yrfD putative periplasmic protein3645753
100 1 100 STM1238 icdA isocitrate dehydrogenase in e14 prophage, specific for NADP+ 1324385
100 1 100 STM1279 yeaM putative regulator (AraC/XylS family)1356188
100 1 100 STM3457 kefB CPA2 family, K+:H+ antiporter3607211
100 1 100 STM1209 ycfO putative glycosyl hydrolase1292607
100 1 100 STM1251 putative molecular chaperone (small heat shock protein)1335516
100 0 65.094 STM3559 yhhV putative cytoplasmic protein3728301
100 1 100 STM4045 rhaD rhamnulose-1-phosphate aldolase4255082
100 0 82 STM4210 putative methyl-accepting chemotaxis protein4429581
100 1 100 STM4076 ydeZ putative ABC superfamily (membrane), sugar transport protein4286070
100 0 62.037 STM4107 yijF putative periplasmic protein4321821
100 1 100 STM2860 ygbA putative cytoplasmic protein3005842
100 0 100 STM2918 ygbJ 3-hydroxyisobutyrate dehydrogenase3060704
100 1 100 STM2377 putative inner membrane protein2487868
100 1 100 STM2410 yfeA putative Diguanylate cyclase/phosphodiesterase domain 1; Diguanylate cyclase/phosphodiesterase domain 22526558
100 0 60.194 STM0900 Fels-1 prophage; putative DNA or RNA helicases of superfamily II969999
100 1 100 STM2485 ypfI putative acetyltransferase2599076
100 1 100 STM0957 cydD ABC superfamily (atp&memb), cytochrome-related transporter, Zn sensitive1033348
100 0 95 STM2588 STM0926 STM1049 Gifsy-1 prophage: similar to tail fiber-like protein2734726
100 1 100 STM4082 yiiQ putative periplasmic protein4291145
100 1 100 STM4225 yjbH putative outer membrane lipoprotein4443933
100 1 100 STM2913 putative permease3055549
100 0 86 STM2938 putative cytoplasmic protein3078537
100 0 100 STM0881 ybjO putative inner membrane protein952597
100 0 63.366 STM0903 Fels-1 prophage; putative chaparone973404
100 0 67.647 STM0920 Fels-1 prophage; ail and ompX homologue992242
100 1 100 STM2525 yfgB putative Fe-S-cluster redox enzyme2658697
100 1 100 STM1364 ydiK putative permease1445121
100 1 100 STM1937 tyrP HAAAP family, tyrosine-specific transport protein2030400
100 1 100 STM1994 putative inner membrane protein2076620
100 0 60.784 STM4432 putative thiamine pyrophosphate-requiring enzyme4675900
100 0 63.462 STM4491 putative ATP-dependent Lon protease4736677
100 1 100 STM4516 yjiN putative inner membrane protein4770684
100 1 100 STM4501 putative cytoplasmic protein4755577
100 1 100 STM2366 accD acetylCoA carboxylase, beta subunit2478690
100 1 100 STM1228 putative periplasmic protein1314650



100 1 100 STM1336 rplT 50S ribosomal subunit protein L201415020
100 1 100 STM2433 crr PTS family, glucose-specific IIA component2546660
100 1 100 STM1278 yeaN putative MFS family transport protein (amino acid/amine transport) 1354903
100 1 100 STM1077 yccT putative periplasmic protein1169077
100 1 100 STM2866 sprB transcriptional regulator3010967
100 1 100 STM2269 yojN putative sensor/kinase in regulatory system2367308
100 1 100 STM1946 uvrC UvrC with UvrAB is a DNA excision repair enzyme 2036418
100 0 60.784 STM2008 putative periplasmic protein2088672
100 1 100 STM2264 alkB DNA repair system specific for alkylated DNA2362481
100 1 100 STM1316 celF phospho-beta-glucosidase (cellobiose-6-phosphate hydrolase) 1394944
100 0 52.427 STM1359 ydiB putative shikimate 5-dehydrogenase1440420
100 0 100 STM1450 pdxY pyridoxal kinase 2/pyridoxine kinase1524821
100 1 100 STM1481 putative membrane transport protein1558798
100 1 100 STM4232 malM periplasmic protein of mal regulon4453601
100 1 100 STM3825 torT periplasmic sensor in multi-comopnent regulatory system with TorS (sensory kinase) and TorR (regulator), regulates tor operon 4025332
100 1 100 STM3804 yidG putative inner membrane protein4006384
100 1 100 STM0216 rpsB 30S ribosomal subunit protein S2254297
100 1 100 STM0372 hemB 5-aminolevulinate dehydratase ( porphobilinogen synthase)423678
100 1 100 STM0132 ftsA ATP-binding cell division protein, septation process, complexes with FtsZ, associated with junctions of inner and outer membranes154360
100 1 100 STM2327 nuoB NADH dehydrogenase I chain B2438377
100 1 100 STM1721 trpH trpR controlled transcriptional unit in the 5' upstream region of the trp operon1817408
100 1 100 STM3837 dnaN DNA polymerase III, beta-subunit4042519
100 1 100 STM1392 ssrA Secretion system regulator:Sensor component1476836
100 0 100 STM1473 ompN outer membrane protein N, non-specific porin 1549676
100 1 100 STM0545 fimC periplasmic chaperone, required for type 1 fimbriae605325
100 1 100 STM3849 yieE putative cytoplasmic protein4056350
100 1 100 STM0356 putative inner membrane protein401889
100 1 100 STM2644 yfiE putative transcriptional regulator, LysR family2784255
100 1 100 STM3215 yqjI putative transcriptional regulator3380158
100 1 100 STM3524 glpG protein of glp regulon3687300
100 0 100 STM4155 putative inner membrane protein4374278
100 0 65.347 STM1055 Gifsy-2 prophage1142566
100 0 61 STM2631 STM1010 Gifsy-1 prophage2770520
100 1 100 STM0593 ybdA putative POT family transport protein 653683
100 1 100 STM4381 yjfQ putative transcriptional repressor (DeoR family) 4622946
100 1 100 STM4477 pepA aminopeptidase A 4720448
100 1 100 STM2650 yfiP putative cytoplasmic protein2789146
100 1 100 STM3202 ygiF putative cytoplasmic protein3367001
100 1 100 STM3243 tdcC HAAAP family, L-threonine/ L-serine permease, anaerobically inducible3410034
100 1 100 STM3249 garL 2-Dehydro-3-Deoxy-Galactarate Aldolase3417369
100 1 100 STM2289 putative 2,4-dihydoxyhept-2-ene-1,7-dioic acid aldolase2396040
100 1 100 STM2496 yfgE putative ATPase involved in DNA replication initiation2609860
100 1 100 STM0486 recR putative recombination protein, gap repair543210
100 1 100 STM0472 maa maltose o-acetyltransferase527401
100 0 65.094 STM0573 putative inner membrane protein633240
100 1 100 STM4007 glnA glutamine synthetase 4215599
100 1 100 STM0844 pflE putative pyruvate formate lyase activating enzyme913785
100 1 100 STM0738 sucC succinyl-CoA synthetase, beta subunit805911
100 1 100 STM4006 glnL sensory kinase (phosphatase) in two-component regulatory system with GlnG (nitrogen regulator II, NRII) 4214275
100 1 100 STM2354 hisJ ABC superfamily (bind_prot), histidine transport protein2464491
100 1 100 STM0118 fruR transcriptional repressor of fru operon and others (GlaR/LacI family)138337
100 1 100 STM0694 fldA flavodoxin 1 757128



100 1 100 STM0735 sdhB succinate dehydrogenase, Fe-S protein800502
100 1 100 STM0228 lpxA UDP-N-acetylglucosamine acetyltransferase 266995
100 1 100 STM2674 trmD tRNA (guanine-7-)-methyltransferase2815261
100 1 100 STM4361 hfq host factor I for bacteriophage Q beta replication, a growth-related protein4604575
100 1 100 STM1777 hemA glutamyl tRNA reductase1874454
100 1 100 STM2500 purN polyphosphate kinase, component of RNA degradosome2614110
100 1 100 STM0846 moeA molybdopterin biosynthesis protein915711
100 0 51 STM1240 envF putative envelope lipoprotein1328189
100 1 100 STM4062 pfkA 6-phosphofructokinase I4272330
100 1 100 STM0664 gltJ ABC superfamily (membrane), glutamate/aspartate transporter728009
100 1 100 STM3399 yrdA putative ferripyochelin binding protein3572482
100 1 100 STM1600 putative inner membrane protein1690983
100 1 98 STM2634 aSTM1007 putative cytoplasmic protein2775045
100 1 100 STM2048 pduM Propanediol utilization2124434
100 1 100 STM4286 lpxO putative dioxygenase for synthesis of lipid4527852
100 1 100 STM1949 yecF putative cytoplasmic protein2039367
100 0 100 aSTM4261
100 1 100 STM3357 putative regulatory protein, gntR family 3525275
100 1 100 STM0010 htgA positive regulator for sigma H (sigma 32) promoters, permitting growth at high temperature10092
100 1 100 STM0003 thrB homoserine kinase2801
100 1 100 STM1331 putative inner membrane protein1409558
100 1 98 STM1872 putative cytoplasmic protein1968119
100 0 100 STM3264 yraM paral putative transglycosylase 3433327
100 1 100 STM2475 putative cytoplasmic protein2585563
100 0 63.462 STM0913 Fels-1 prophage985463
100 1 100 STM2188 mglC ABC superfamily (membrane), methyl-galactoside transport protein 2283938
100 1 100 STM0570 apeE outer membrane N-acetyl phenylalanine beta-naphthyl ester-cleaving esterase627193
100 1 100 STM0191 fhuA outer membrane protein receptor / transporter for ferrichrome, colicin M, and phages T1, T5, and phi80 223738
100 0 100 aSTM4261
100 1 100 STM2325 nuoE NADH dehydrogenase I chain E2435985
100 1 100 STM3007 ygdR putative POT family, peptide transport protein3165141
100 1 100 STM3985 yigZ putative cytoplasmic protein4193020
100 1 100 STM3960 rthB homoserine/homoserine lactone efflux protein4165129
100 1 100 STM3935 hemY a late step of protoheme IX synthesis4141922
100 1 100 STM4150 rplA 50S ribosomal subunit protein L1, regulates synthesis of L1 and L114363537
100 1 100 STM3921 wecC UDP-N-acetyl-D-mannosaminuronic acid dehydrogenase 4130417
100 1 100 STM4137 murB UDP-N-acetylenolpyruvoylglucosamine reductase4356672
100 1 100 STM1972 fliI flagellum-specific ATP synthase 2059909
100 1 100 STM2431 ptsH PTS family, Hpr protein, phosphohistidinoprotein-hexose phosphotransferase2544586
100 1 100 STM0104 araC transcriptional regulator (AraC/XylS family) for ara operon 121640
100 1 100 STM2952 eno enolase 3097364
100 1 100 STM4084 fpr ferredoxin-NADP reductase4292377
100 1 100 STM2076 hisA N-(5'-phospho-L-ribosyl-formimino)-5-amino-1-(5'-phosphoribosyl)-4-imidazolecarboxamide isomerase2154651
100 1 100 STM3926 wzxE O-antigen translocase in LPS biosyntesis4134795
100 1 100 STM4166 yjaD putative NTP pyrophosphohydrolases containing a Zn-finger, probably nucleic-acid-binding4383331
100 1 100 STM0380 ddlA D-alanine-D-alanine ligase A 433543
100 1 100 STM1921 cheA sensory histitine protein kinase, transduces signal between chemo- signal receptors and CheB and CheY 2017178
100 1 100 STM1796 treA trehalase, periplasmic1895070
100 0 100 STM1624 putative cytoplasmic protein1713259
100 1 100 STM1658 ydaL putative Smr domain1752842
100 1 100 STM0887 artJ ABC superfamily (bind_prot), arginine 3rd transport system957935
100 1 100 STM0619 citG putative modifier of citrate lyase protein682406



100 1 100 STM0990 ycbC putative KicA protein1076494
100 1 100 STM3766 putative cytoplasmic protein3966637
100 1 100 STM0602 ybdH putative glycerol dehydrogenase663676
100 1 100 STM1719 yciL putative ribosomal large subunit pseudouridine synthase1815804
100 0 100 STM1570 fdnG putative molybdopterin oxidoreductases1650442
100 1 100 STM1821 yoaA putative DNA helicase1918518
100 1 100 STM1849 putative inner membrane protein1945858
100 0 79 STM1870 Homology to recE (exoVIII) in E. coli1966514
100 1 100 STM1897 yebB putative periplasmic protein1992627
100 1 100 STM0482 ybaN putative phage gene 58539712
100 1 100 STM0524 ybbY putative transport protein 585378
100 1 100 STM0557 putative inner membrane protein614804
100 1 100 STM1575 putative transcriptional regulator, TetR family1658415
100 0 46.078 STM3118 putative acetyl-CoA hydrolase3276825
100 0 98 STM2288 aSTM2293 putative cytoplasmic protein2395858
100 1 100 STM2774 iroC putative ATP binding cassette (ABC) transporter2917573
100 1 100 STM3655 glyS glycine tRNA synthetase, beta subunit 3839770
100 0 100 STM0747 tolA tol protein, membrane spanning protein814617
100 0 62.5 aSTM4110 STM4111 pseudogene; frameshift4326628
100 1 100 STM3175 putative bacterial regulatory helix-turn-helix proteins, araC family3339316
100 1 100 STM3013 lysA diaminopimelate decarboxylase 3172695
100 1 100 STM3078 speB agmatinase 3239519
100 0 65 STM0438 putative TPR repeat protein491989
100 1 100 STM2843 hydN electron transport protein (FeS senter) from formate to hydrogen2990123
100 1 100 STM3643 yiaC putative acetyltransferase3829911
100 1 100 STM3770 putative phosphotransferase system enzyme IIC3970514
100 1 100 STM2998 ygdB putative periplasmic protein3156404
100 1 100 STM3030 putative periplasmic protein3192423
100 1 100 STM3115 yqgA putative inner membrane protein3275333
100 1 100 STM3145 hybE putative hydrogenase3307812
100 1 100 STM2721 Fels-2 prophage: similar to gpO, capsid scaffold, in phage P22863059
100 1 100 STM2163 yehX putative ABC-type proline/glycine betaine transport system, ATPase component2257962
100 1 100 STM1819 slp putative outer membrane protein1917112
100 1 100 STM3428 rplE 50S ribosomal subunit protein L53590160
100 1 100 STM3550 putative phosphotriesterase3719383
100 1 100 STM3296 hflB ATP-dependent zinc-metallo protease 3464690
100 1 100 STM3208 gcp putative O-sialoglycoprotein endopeptidase3372814
100 1 100 STM3548 putative cytoplasmic protein3717600
100 1 100 STM3310 yrbC putative ABC superfamily (atp&memb), transport protein3476946
100 1 100 STM4507 uxuR transcriptional repressor for uxu operon4761052
100 1 100 STM4323 dsbD thiol:disulfide interchange protein, cytochrome c-type biogenesis 4567382
100 1 100 STM0374 yaiV putative inner membrane protein428187
100 1 100 STM2143 yegU putative glycohydrolase2237539
100 1 100 STM2836 gutM putative glucitol (srl) operon regulatory protein2981080
100 1 100 STM2155 metG methionine tRNA synthetase 2249739
100 1 100 STM2221 bcr MFS family multidrug transport protein, bicyclomycin resistance protein 2322483
100 0 100 STM2244; aSTM0926 homolog of virulence protein MsgA2345014
100 1 100 STM2168 pbpG D-alanyl-D-alanine endopeptidase; penicillin-binding protein 7 and penicillin-binding protein 82265525
100 1 100 STM0259 yafE putative methyltransferase in menaquinone/biotin biosynthesis299097
100 1 99 STM1407 ssaH Secretion system apparatus1489793
100 1 100 STM0733 sdhD succinate dehydrogenase, hydrophobic subunit798375
100 0 100 STM0810 putative inner membrane protein875587



100 1 100 STM2678 corE putative cytochrome c-type biogenesis protein (heme exporter protein C2818729
100 0 100 STM3271 yhbQ putative cytoplasmic protein3438731
100 1 100 STM3227 yqjB putative outer membrane protein3395860
100 1 100 STM0851 yliD putative ABC transporter inner membrane component922527
100 1 100 STM1385 ttrB Tetrathionate reductase complex, subunit B1470433
100 1 100 STM3233 yqjG putative glutathione S-transferase3398498
100 1 100 STM3155 putative cytoplasmic protein3317655
100 0 100 STM3045 fldB flavodoxin 2 3205434
100 1 100 STM0760 aroG 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase (DAHP synthetase, phenylalanine repressible)823772
100 1 100 STM1183 flgK flagellar biosynthesis, hook-filament junction protein 1 1265468
100 1 100 STM1915 cheZ chemotactic response; CheY protein phophatase2011628
100 1 100 STM3129 putative NAD-dependent aldehyde dehydrogenase3288972
100 1 100 STM1113 scsA Suppression of copper sensitivity: putative copper binding protein1200154
100 1 100 STM0749 pal tol protein required for outer membrane integrity, uptake of group A colicins, and translocation of phage DNA to cytoplasm817291
100 1 100 STM0796 bioC biotin biosynthesis; reaction prior to pimeloyl CoA 862348
100 1 100 STM0599 ybdB putative protein PaaI, possibly involved in aromatic compounds catabolism660679
100 1 100 STM2537 yfhJ believed to be involved in assembly of Fe-S clusters2677648
100 1 100 STM2481 acrD RND family, aminoglycoside/multidrug efflux pump2593647
100 1 100 STM2826 csrA carbon storage regulator2970951
100 0 64.423 STM1037 Gifsy-2 prophage; probable minor tail protein1123997
100 0 63.208 STM4219 putative cytoplasmic protein4438132
100 1 100 STM3741 rpoZ RNA polymerase, omega subunit3933776
100 1 100 STM3686 mtlD mannitol-1-phosphate dehydrogenase3877404
100 1 100 STM4252 putative inner membrane protein4472301
100 0 75 STM4209 putative inner membrane protein4429372
100 1 99 STM2139 putative inner membrane protein2233116
100 0 93 STM2733 Fels-2 prophage: similar to E. coli retron Ec672874070
100 1 100 STM3621 yhjR putative cytoplasmic protein3804216
100 1 100 STM0273 putative cytoplasmic protein313933
100 0 67 STM1350 ydiD homologue of a plant pathogenicity factor1430189
100 1 100 STM0563 putative transcriptional regulator (AraC/XylS family)619258
100 0 62.963 STM1362 ydiL putative cytoplasmic protein1444304
100 1 100 STM1563 osmC putative resistance protein, osmotically inducible1644237
100 1 100 STM0044 yaaY putative cytoplasmic protein52649
100 0 63.107 STM3829 dgoK 2-oxo-3-deoxygalactonate kinase4032380
100 1 100 STM3820 putative cytochrome c peroxidase4018596
100 0 100 STM0099 putative inner membrane protein116299
100 0 96.667 STM1794 putative periplasmic protein1893098
100 1 100 STM2542 nifU NifU homologs involved in Fe-S cluster formation2681123
100 1 100 STM3266 yraO putative phosphoheptose isomerase3435744
100 0 62.136 STM2607 Gifsy-1 prophage: similar to head to tail joining protein2755399
100 1 100 STM0875 rimK ribosomal protein S6 modification protein946561
100 1 100 STM0943 cspD similar to CspA but not cold shock induced1021802
100 1 100 STM1006 Gifsy-2 prophage; excisionase1099565
100 1 100 STM0805 moaD molybdopterin biosynthesis protein872636
100 0 60.87 PSLT085 traR conjugative transferP67516
100 0 63 PSLT021 aPSLT022 pseudogene; two frameshifts relative to E. coli probable site-specific recombinase (SW:INAF_ECOLI)P15921
100 0 66.019 PSLT094 trbC conjugative transfer: assemblyP73532
100 0 60 PSLT078 traL conjugative transfer: assemblyP63013
100 0 67.327 PSLT016 pefD plasmid-encoded fimbriae;chaparoneP10248
100 0 56.436 PSLT015 orf5 putative outer membrane proteinP09676
100 0 63.366 PSLT066 ssbB single-strand binding protein P54401



100 0 100 aSTM1951
100 0 100 aSTM0061
100 0 100 aSTM0209
100 0 100 STM0252 STM2657; STM3396; STM3891; STM3991rrlH 23S rRNA 291244
100 0 54.902 STM0292 putative RHS-family protein337095
100 0 100 aSTM0979
100 0 62 aSTM1031
100 0 61.765 aSTM1033
100 0 52.427 aSTM1040

0
0

61.165 1 100
85 1 100

63.889 1 100
59.615 1 100
59.406 1 100
64.762 1 100

100 1 100 aSTM1959; aSTM2771
56.436 1 100

95 0 100
61.538 1 100

67 1 100
69 1 100

41.414 1 100
59.615 1 100

75 1 100
56.436 1 100
61.905 1 100
61.165 1 100
65.714 1 100

99 1 100 STM3689 yibL putative cytoplasmic protein3879649
99 0 100 aSTM3460
74 1 100

56.436 1 100
61.111 1 100
53.774 1 100
63.717 1 100

100 1 100 aSTM3635
65.094 1 100
62.617 1 100
60.377 1 100

0
0
0
0
0
0



(1) best representation of a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment - with no other gene meeting either criterium in the respective genome
(2) best hit by a gene fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(3) additional hit(s) by gene(s) fulfilling both criteria - > 97% sequence identity over a 100bp window & > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot
(4) hit(s) by gene(s) fulfilling ONE of the two criteria - > 97% sequence identity over a 100bp window OR > 90% sequence identity over the entire amplified fragment; aSTM and aSTY if the respective gene is better represented by an alternative spot

GENE_ENDLT2_GENE_SEQUENCESTRAND BEST_HIT_LT2_100_BP_WINDOW%ID 2ND_BEST_HIT_LT2_100_BP_WINDOW%ID BEST_HIT_LT2_ENTIRE_FRAGMENT%ID

2056322 atggcagcaatacaggggattgaaggggttattagccagttacaggcgacggcgatggccgcgcgcgggcaagacacgcactcgcagtcgacggtgagttttgccggccagctacatgctgcgctggatcgtattagcgacagacaagcggcggcgcgcgttcaggcggaaaaattcactctgggtgagccgggcattgcgcttaatgacgtgatggccgatatgcaaaaagcgtccgtctctatgcaaatgggga- STM1968 100 STM1968 100
3335879 atgtcattcagtcggcgtcagtttcttcaggcatcgggaatcgcactatgtgcaggcgcgattcccctcagggcgaatgctgccggtcagcaacagccgttgcctgttccgccgttgctggagtcccgtcgcgggcagccgttgtttatgacgctacagcgagcgcactggtcctttacgcaaggcacgcgcgcgccggtctggggagtgaacggtcgttatctggggccgacaatccgcgtctggaaaggcgat- STM3172 100 STM0363 64.762 STM3172 100
2102700 atgaccgggcttgatcgactcagctatcaaagccgctgggcacacgttgcgccgcagcgcaagtttttgctgtggctggcgatgatgatactggcgtttgttctgccgcctgtagggcagggcattgagctgctgatcattgccggattgagctgttggctattgcgcatatccctctggcgctggtgtcgatggatggcgataccttttggatttttgttggtcggcgtgataacgattatcttcagcatcagcc- STM2021 100 STM0713 61.765 STM2021 100
100640 atggatagccatactctactgcaggcgctgatctatcttggttcggcggcgttgattgtgccgattgcggtacgtttgggcttaggatcggtgctggggtatctgattgcgggttgcattatcggtccctgggggctacggctggtgacggacgccgaatctattctgcattttgcggaaatcggcgtcgtgctgatgttgtttgttattggacttgagctggacccgcaacggttatggaagctgcgcgcctcg+ STM0086 100 STM0492 89 STM0086 100
165096 atgcgtattgaagaagatctgaagttaggtttcaaagacgttcttatccgtcctaagcgttctaccctcaaaagccgttccgatgtcgaactggaacgtcaattcacctttaaacactcaggtcagacctggtctggcgtaccgattatcgcggccaatatggataccgtcgggacgtttgaaatggcgcaagcattggccgggtttgatattctgactgctgtacataaacattataccgttgaagaatgggca+ STM0141 100 STM2511 64 STM0141 100
151024 atgagtggtcaaccgaagcggttaatggtgatggcgggcggtaccggcgggcacgtgttcccgggactggccgttgcgcatcatttaatggcccagggctggcaggttcgctggctgggtaccgccgatcgtatggaagcggatttagtgccgaagcatggcatcgacattgactttattcggatctccggtctacgcggtaaaggcgtaaaagcgcttctggcggcgccgctgcggatttttaacgcctggcgg+ STM0128 100 STM2252 60 STM0128 100
191153 atgaacatcaaaaaagcaatagagcgcgtacccggcggcatgatggtcgtaccgctcgttattggcgcagtcattaacaccttcgccccgcaggcgcttgagatcggcggttttaccactgccttatttaaaaacggcgcggcaccgctgattggcgcttttctgctgtgtatgggagccggtatcagtgtgaaagccgcgccccaggcgttattgcagggcgggacgattacgctcactaagttgcttgtcgcc+ STM0161 100 STM0651 77 STM0161 100
213877 atgacgatcgcgtatatcgcgcttggcagtaatctggcctctccgctggagcaggtcaatgccgccctgaaggctatcgccgacattcccgatagccgtatcgtcgcggtttcttcgttttaccgcacgccgccgcttggcccacaggatcagcccgattacctgaacgctgcggtggcgctggataccgctctcgcccccgaagaattgcttaaccatacccagcgcattgagctgcaacagggccgggtgcgca- STM0183 100 STM0281 61.682 STM0183 100
253846 atggctatctctatcaagacatctgaagacatcgaaaaaatgcgcgtcgcgggccgtctggcagccgaagtgctggaaatgatcgaaccgtatatcaaaccgggcgtcaccaccggcgaactggaccgtatctgtaacgattacatcgttaacgaacaacacgcgatctccgcctgcctcggctatcacggttatccgaaatccgtctgtatctctattaatgaagtggtgtgccacggcattccggatgacgcta- STM0215 100 STM2323 60 STM0215 100
288054 atgattaaactttcgaatattaccaaagtgttccagcaggggacgcgcaccattcaggcgctaaataatgtcagcctgcacgttcctgccgggcagatttatggcgtcattggcgcctccggcgccggtaaaagtacgcttatccgctgcgttaacttacttgaacgcccaaccgaaggtagcgttcaggtcggcggtcaggagctaacaacgctttcagagtctgagttgaccaaagctcgccgtcaaatcggc- STM0247 100 STM0828 73 STM0247 100

1608915 gtgcaaagattgaccgtctattctcacccgctacggattatctggcaggaggcgccgatcggtcgtttgttacagggcgcaacgccggtatacgcaaaaacgcttatttcacgtttgtttacgttgtgcgctcaggcgcacagcgcggcggcggctttactgttgtttcctgaaaagaagccagatatgcaggccgcacaacaagagctggcgcgagaaacgctccgtcgcgcgttgacagactggctccccctgt- STM1532 100 STM3744 63.366 STM1532 100
747210 atgaatattttaggttttttccagcggctgggtagggcgttgcagctccctatcgccgtgttgccggtggcagcgttgttgctgcgattcggccaaccagatttgctgaatatgccgtttatcgcgcaagcgggcgggtctattttcgataacctggcgctggttttcgctatcggcgtggcctccagttggtctaaagatagcgcgggcgcggcagcgctggcgggagccgtgggttacttcgtcatgaccaaa+ STM0685 100 STM1203 74 STM0685 100
778791 atgaaaaacaccgagctggaacaactgattaacgacaagctgaacagtgcggcaataagcgattatgcgccgaatggtttacaggtcgaaggaaaagagacggtacagaaaatcgttaccggcgtgaccgcaagtcaggcgctgctcgatgaggcggtgcgtttgcaggccgatgcggtcattgttcatcatggttacttctggaaaggcgagtctccggttattcgcggcatgaaacgccgtcgcttaaaaacgt+ STM0711 100 STM0711 100

4702396 atgctaaaaatcattacccgccagctttttgcccggcttaatcgtcatttgccttatcgtctggttcaccgcgatccgctgcccggcgcgcagaccgcggtaaatgcgactatcccgccttcgctgagcgagcgctgtctgaaagtcgcggcaatggagcaggagactctctggcgcgtttttgatacgcacccggagggattaaacgctgccgaggtgacgcgcgcgcgtgaaaagcatggcgaaaaccgcctt+ STM4456 100 STM3763 78 STM4456 100
2110823 atgagcgagctttcttttgacgcgccggtctggcaccacggtaaagcgttacgtaaaggatataccaccggttcctgcgcgacggcggcggcaaaagtcgccgcgctgatggtattacgtcaacatctgattcatcaggtctccatcgtcacgccgtcgggcgtcacgctatgcctgaacgtggagtcgccgcacattgaaggccagcaggcgatagccgcaattcgtaaagatggcggcgatgacgtggatgcc- STM2032 100 STM4275 63.303 STM2032 100
2081582 atggaatttttcagacctacagagttgcgcgaaattattcctctcccatttttcagttacttagtgccgtgtggattccccagccccgcggcggactacattgagcagcgtatcgatcttaatgagttgctcgtttctcatcccagctcaacatattttgtcaaagcctcgggggattcaatgattgaagcaggcatcagcgacggtgacctgctggtggtggatagctcacggaacgctgaccacggtgacattg- STM1998 100 PSLT055 66 STM1998 100
1098033 atgacacaattcgcttctcctgttctgcactcgttgctggatacagatgcttataagttgcatatgcagcaagccgtttttcaccactactatgatgtgcaggtagcggctgagtttcgttgccgtggcgacgacctgctgggtatttatgccgatgctattcgcgagcaggtggacgcgatgcagcacctgcgcctcctggaggacgagttccagtggctctccggcctgcccttttttaaaccggattatctg- STM1004 100 STM1115 62.264 STM1004 100
4048071 atggattcgcaacgcaatcttttagtcatcgctttgctgttcgtgtctttcatgatctggcaagcctgggagcaggataaaaatccgcaacctcagactcaacagaccacgcagacaacgaccaccgcagcgggtagcgccgccgaccagggcgtaccagccagtggccaggggaaaatgattacggtgaaaaccgatgtgcttgatttgactatcaacacccgtggtggtgatgtcgagcaggccttgctcccg+ STM3842 100 STM3373 62.376 STM3842 100
4077975 atgcaactgaattccaccgaaatcagcgaactgatcaagcagcgcattgctcagttcaatgtggtgagcgaagctcacaacgaaggtactattgtttctgtcagtgacggtgttatccgcattcacggcctggccgattgtatgcagggtgaaatgatctccctgccgggtaaccgttacgctatcgcactgaacctggagcgcgactccgtgggtgcggtagtcatgggtccatacgctgaccttgccgaaggc- STM3867 100 STM3867 100

60148 atgggcaaaataaaatatggattgccaacgttactcgccatcggcttttggatggacgcaacaagcgccacggtgctggagctacctgcctgggagcgaaactataccgggactatcgcggggaaaccggtaaacgttaatatcacgcgatttggtaactctcttaatgggtattactgctatgaaccttgcaatcagcacaaggcagtgattgttctacgcggctcactccaggataaagaggtgcatcttgaa+ STM0050 100 STM0050 98.28
116097 atgaaatatcgctacatcatcagaatcgcggcaggcataattctcattatggctacggtgtttatccataatgccatcgctatttatcagttcagtcagcaaaaccagacgcgcgtagctgactgcgcgattgtcgcaggagcaggcgttagcggaaaaacgccttctcccgtttttcaggccagactggatcatgccatctggctttaccaacaacacattgtccgcgcgttggtattaaccggcggctacggcg- STM0098 100 STM0098 100

3504358 atgcagaacaataacatcaccattcgtcagacgcgtctgcagggacacgaaggattatggcagattacgattgaaaacgggcgctttagccggattgagcctcaggaagccgcatcgttaccgcagggcgaagtgcttgatgccgaaggcggtctggctattccaccgtttgttgagccacatatccacctggataccacgcaaacggcgggtgaaccgagctggaaccagtccggcacactgtttgaagggatt+ STM3334 100 STM0525 74.286 STM3334 100
3541316 atgacggctgaattgttggtaaacgtaacgccatcggaaacgcgcgtggcgtacattgatggcggtattcttcaggaaatccatattgagcgcgaagcgcgacgcggaatcgtaggcaatatctacaaaggtcgtgtaagtcgtgtacttccaggtatgcaggcggcttttgtagatattgggctggataaagccgcatttcttcacgcttccgacattatgccgcataccgaatgcgtggcgggcgacgagcaa- STM3370 100 STM1185 76 STM3370 100
1185708 atgcaagtagatgaacaacgtctgcgttttcgcgatgcgatggcaagtctggcggcagcggtcaacatcgtaaccacggcgggtcacgccggacgctgcggtatcaccgcaacagcggtctgttccgtcaccgatacgccgccctccgtaatggtatgtattaatgccaatagcgccatgaaccccgtttttcagggtaacggcaggctgtgcattaatgtacttaaccatgagcaggagctgatggcgcgccact- STM1098 100 STM3796A 61.386 STM1098 100
1220620 atggggatgcagatgaaaaattttaagaaaatgatgacgctaatggcgctatgtttctcagttgctatcaccacatcaggatatgcaacgacgcttcctgatataccagaaccactgaaaaatggtactggcgctattgataataatggcgtgatttatgtcggcttaggtaccgcagggacatcctggtataaaattgatcttaaaaagcaacataaagactgggagcgtataaagtcgtttcctggtggagct+ STM1130 100 STM0557 58.333 STM1130 100
1253774 atgaaatatgaattaaccgccactgaagcgcgagtgattggctgtctgctggaaaagcaggtgacaacgccggaacagtatccgctttccgtcaacggcgtggtgacagcctgtaatcagaaaaccaaccgtgaaccggtgatgaacctgacggaacaagaggtacaagaacagctcgataacctggtgaaacgccactttttgcgtacggtcagcgggtttggcaaccgcgtcaccaaatatgaacagcgtttct+ STM1168 100 STM4127 65.347 STM1168 100
3669379 atgctaacagtaccgggattatgctggctatgccgaatgccgttggcgttaagccactgggggatttgttccgtatgcgcgcgcgctgttcgtcagcgcgtcagcctgtgtccgcaatgcggattacctgccgcgcatccttcgctcccctgcggtcgctgcctgcaaaaacctccgccctggcagcgtctggtgagcgtcagtgactatacaccgcccttgagtttactggtgcatcagcttaaatttacccgcc+ STM3510 100 STM0760 74 STM3510 100
3697935 atgactcagattacgaaatttcacggcgtatttccgccagttccgaccattgttaatgcgcagggagagttagataaagtcggcatggcaaccttgctggatcatcttattgcaagcaaggtcaatggcgtattactgctgggcagtggaggggaattttgccatatgaccaatgcgctgcgtctggaaaccgcagagttttgcgtccgtcatattaaccgccgtattccagtactattaggtattagcagcacca+ STM3532 100 STM1469 62.264 STM3532 100
3740221 atggcaaaacagaaaaaacgtggcttcttttcctggttgggcttcggtgataaagagcagaagcaggaacagaccgaagaacagcagattgttgaggaacaacgaccggttgagccccctgttgaaacggcggcagacgtagacgcgcaaacgcccgcgcacagcaaagcagaaacagaagcctttgcggaagaggtggtggacgttactgagaaagttcaggagagcgaaaaaccgcagccggtagagccggag- STM3571 100 STM2677 64 STM3571 100
1273989 atgcgctcatttactcagcgttggggaaaatacgttatcgtgccgctcgtgatcgcgatgctgaccggttgcgaagggaagggcgatagttcacgacgggctttcgttgagtatttgaatacgcaaatcattacgtctcccgtggtgggcgtctgtgagttgacgccagcccaacgtcaggcttttggtcattacgccgatgactacgatgtactattaactgcctacgggcaaatctttgctgtggtgtatgaga+ STM1188 100 STM3647 59 STM1188 100
3679605 atgttgattccgtctaaattaagtcgtccggttcgtctcgaccataccgtggttcgtgagcggctgttggctaaactttccggcgcgaacaatttcaggctcgccctggtaaccagtcctgctggctatgggaaaaccacgcttgtctcacagtgggcggcgggcaaaaatgaattaggctggtactctctcgacgaaggcgataaccagcaagagcgattcgccagttacttaattgccgctatccaacaggcc+ STM3515 100 STM1057 62.136 STM3515 100
3701359 atgaatgctccgtttacttatgcatcgcccactctcagcgttgaggcgcttaagcattctattgcctataagctgatgtttacgattggtaaagacccggtcattgccaataaacacgaatggctgaacgccacgttgttcgcggtgcgcgatcgtctggtggagcgctggctgcgttctaatcgagcccaattatcgcaggaaacccggcaggtttattacctgtcgatggagtttttgattggtcgtactctc- STM3534 100 STM3514 76 STM3534 100
3741202 atgatgttgattaatctgggccgcttattaatgctcttcgtgtgggcatttttgattcttaatctggtgcatcccttcccgcgcccgctcaatatcttcgtcaacgtggcgttggtgttcatggcgctgatgcacggtatgcaactggcgctgctgaaatcaacgataccgaaagcgggtccgcagatgacgacgggagagaaaatccgcattttcctgttcggcgtgtttgagctgctggtctggcagaagaagt+ STM3573 100 STM3006 67 STM3573 100
4823656 gtgtttctcgcacaagaaattattcgtaaaaagcgtgatggtcatgcgttgagtgacgaagaaattcgtttctttattaatggtattcgtgacaatactatctctgaagggcagattgccgccctggcgatgaccatcttcttccacgatatgaccatgccggagcgtgtttcgctgaccatggcgatgcgggattccggtactgtccttgactggaaaagcctgaatctcaatggcccgattgtcgataagcat+ STM4568 100 STM4568 100
2866841 atgagtgaactcgaagccttaaccagctcaacgccaacagaagctacggtgcctaaaaacgcaggcgtaactgccgaggctttcagctttggtgacccgatcccggtgctggaccgccgcgagctgctggactatgtggaatgcgtacagatggacagatggtatgagccgccagtaagctttgacgggctggcgcgaacctatcgcgccgccgtgcatcacagctcaccgatagcagtgaaacgcaacattctg+ STM2723 100 STM0977 63.107 STM2723 100
3726297 atgtcatcatcccgtccggtgttccgctcgcgctggctgccgtatttactggttgccccgcagttggttatcaccgttattttctttatctggcctgcgggcgaagcgctgtggtattcgctgcaaagcgtcgatccgtttggtttttccagccaatttgtcgggctggagaatttcgtcgcgctttttcacgacagttattatctcgacgccttctggacgacgattaaattcagcgcgctggtcacgtttagcg- STM3556 100 STM3555 63 STM3556 100
4806842 atgctgccaggatgctgcaaaaatggacttattatcagtaaaacccctcttatacaggaaggccttaaaggggctataacaggtaatttccccgattataaactggcgtattgtcgtacgatagaagagctaacgctgctacagctacgccgaagtaatttagttattgctgatttagcagttaacaatgcctctccccgcgctatctgcgaatatttttatagcttactctcgcaatatcgcgacatacattggg+ STM4547 100 STM3011 62.376 STM4547 100
4844922 atgcagcaaccgcaggtctggttagtcgaggatgaacagggaatcgccgatacgctcatctacaccctgcaactggaagggtttaccgttgagctattcgctcgcgggctgcccgcgctggaaaaagcgcgtcagcaacggccggatgcggtgattctcgatgtgggactaccggatatcagcggctttgagctgtgtcggcagttgctggaacgccatcctgcgctgccgattcttttcctgactgcccgtagcg+ STM4588 100 STM2131 72 STM4588 100
2876811 atgagtttaatcaaggcggggaatgatagtggtgggcgcgatgcgattaacaggcttattaaggcttacaatttcagctcacgacagcagctctgcgaacatctggaagtatcaaaaagcactatggctaacagatacttaagggatagtttccctgctgaatgggtaattcaatgcgctcttgaaacaggaatttcccttctatggctggctacgggacaaggagatatgtatgcgtgtgagaacgaagaaagaa+ STM2738 100 STM3280 57.143 STM2738 100
2894320 atgaaattacagcttgccctggacgagttaaccctgcctgaagcgatggtatttatggataaggtggttgatgacgttgatattattgaagtgggaacaccctttcttattcgggaaggcgtgaacgcgattaaagccattaaagaaaaatacccgcataaggaagtactggcggatgcgaaaattatggatggcggccattttgaatcgcagctgcttttcgacgccggggcagactatgtcacggtgttaggtg- STM2755 100 STM4386 66.667 STM2755 100



2923547 atgtatggtcgccagtaccacaacaagcgctatcgcatggcgctatttttagtgagtttttgttttagcgcgctgagttatgcgcagccggatatgcagccattagggccgaatatcgctgataaaggttcgggatattaccatttcagggtcaatgactttcaatctgccgatggcgcaagacattaccgggtatggaccgctatccccaataaagccgccccgccgtcgggttatcctgtcttatatatgctg+ STM2776 100 STM1063 82 STM2776 100
4316641 atgccgcctctgttcaccattaatgcctgcaaaagcgctggttgtcgcaatcttgggctgcctgactcgccggattatgtgtggccggactatcgcctgggttatccggcattgcattgtcgagcctgcggcagttatccgccgctcttcaacgagggggaatttcgccgctgggcgtctgcttatatcgcgcaatatgccaaagagcatggtcacttttgccccgactgctatcaaaaaacatggattcgttat- STM4103 100 STM3296 63.366 STM4103 100
3003483 atgcaacagttgattaatagcctgtttatggaggcctttgccaacccgtggctggcggaacaagaagatcaggcgcgtctggagctggcgcagctgacggcggagggcgaccgtctggcgttttctaccgatagctatgtgatcgatccgctctttttccccggcggcaatatcggcaaactggcgatttgcggtacggcgaacgacgttgcggtgagcggcgcgatcccccgctatctctcctgcggctttatc+ STM2858 100 STM2829 60.396 STM2858 100
3069239 atgcgcatattgctgagtaacgatgacggggttcacgcgcccggtatacaaacgctggcgaaagcgctgcgtgagtttgctgatgtacaggtcgtagccccggatcgtaaccgcagcggcgcgtctaattccctcacgctggaatcttcgcttcgtacttttacctttgataatggcgatatcgctgtacagatggggacgccgaccgattgcgtctatctgggcgttaatgccttaatgcgtccgcgtccggata- STM2927 100 STM1033 62.5 STM2927 100
954243 atgcagtgcgcactctatgacgcgggtcgctgccgttcctgtcaatggattacgcagtcggttaacgaacaactttccgcaaaaacagccgatttacatcgtttgctcgccgggctgcctgttgaacagtggtgcgcgccgattggcggcccggaacagcatttccgcaacaaagcgaaaatggtcgtgagcggtagtgtagaaaaaccgctcttcgggatgctgcatcgcgacggtacgccggtcgatctttgc+ STM0882 100 STM2957 63.551 STM0882 100
974766 atgccaggatactataaaatcagtcatagttgggagtacaggagacgtacatgccaggatgatgtccttctggaagctgttatcacttcagatacaaatctgaatacagaaaaaacacttctacaatggctgaatgacaagaataaaaacaagggaaccaatactgtcgattataaagatatcacgtgctggtactacggtggagtatggctacattatgctattaacaataacgccctgtctttatatatgcatt- STM0904 100 STM0750 58.333 STM0904 100

2604921 atgttcacgggaagtattgtcgcgcttgttacgccgatggatgagaaaggtaacgtcagtaggtcttgcctgaaaaaactcattgattatcatgtcgccaacggtacctcggcgattgtttcggttggcactaccggcgagtctgccacgctaagccatgatgaacatggcgatgtcgtgatgatgacgctggaactggctgacggacgtattccggttatcgccggcacgggcgcaaacgcgaccgcggaagcga- STM2489 100 STM3265 63.889 STM2489 100
968606 atgtttgtgaaagtgggacaaaagattcgtgaattacgcaaagcccgaaaaatgactattacgcagttagcagctttgactgactgggatgtaggaaacatttctcgacttgagcgaggcatgcagggctacagtgcgcaaagcatacaaaaaattgcggaagctctccaagtgcctgtatctgagctattttcaactgaaacagatagtgatactgtaaataaatacagtgttctttcactctcacatcagagga- STM0898 100 STM0731 61.165 STM0898 100

STM2479 100 STM3331 82 STM2479 100
1030876 atgttttcggcacattttttattggggtgttataattgctgccgcagaattggtttagctcattatcccgcagcccgttgtcaggtaacgcccatcgtttatttcaccgttcccttatatgttgcgcttatgtcgatacatcaggcggtagtatcagggaaaaggtgtataacgcggcgttgtcgtgtgtcgcggaatcatgtgctaaacctggtttgctgtgttttaaacgcacaaatctttacttatcaaaaga- STM0954 100 STM0953 73 STM0954 100
1070398 atgaagataacgacggtcagcgtatgcgtagtatgcggcatacttccactcatgatattgccagtattacctgatacgtggattctcgcggtgctgttttgtctggcatgtttgctttgcctcataccccatcactatgcgcgctacgcggcattaactttgctctttttcatgtgggggatatttgccgccaggcaggccatctgggcgggaaacgtcctgcccgccgcgacgcaggaggcgacagtcgtcatt+ STM0983 100 STM0261 60 STM0983 100
1120742 atggaagagcgcgttatcggggctaaggggatcatcgttgagccacaaccactgacggtggccggaacgctgaataacgcgctggcggaacaaatccgcgccagatgggcagagtggtccgtgtcgccggacgtgaccggacaatatacgcgcccggtactggagcgccttttgttacgcacatggttgcgggacggggaggtgttctcccagatggtggcgggaaaaatgccggggcttgagccggtggcgggc+ STM1032 100 STM0911 87 STM1032 100
4288122 atggcaagacacagcattaaaatgatcgccttactcactgcgtttggtctggcatctgcggcaatgaccgtgcaggcggcagagcggattgcttttattcccaaactggttggcgtgggcttttttaccagcggcggcaatggcgcgcaggaagcgggaaaagcgctgggcattgacgtaacttacgatggccctacagagcccagcgtctcaggccaggttcaactggtgaataactttgtcaatcaggggtat+ STM4077 100 STM1692 63.107 STM4077 100
4337904 atgaacgaacaatattccgcgttgcgtagtaatgtcagtatgctcggcaaggtgctgggagaaaccatcaaggatgcgctgggagaacacattcttgatcgcgtagaaacaatccgtaagctatccaaatcttcacgcgccggcaatgaagctaatcgccaggagctgctcaccacgctacaaaatttgtctaatgacgagctgctgccagttgcgcgcgcgtttagtcagttcctgaacctggccaatactgcc- STM4119 100 STM3042 62.136 STM4119 100
4559077 atgcgttacgacatcagtcgtgacgcgatctgctatggattttttatgagattactaaaacgcgttattgtggttgtactcttgggcgtgattttatttatggtcagggacgatatacgctatgtttatcaactgatcctcaaatatggtgataaaccctcggcgctggcactgagtagctataaagcggttattcagcaaaaaccagtcgcaggagttaagagtaacctttcaggtttgacctactccgccgaag+ STM4310 100 PSLT007 65 STM4310 100
949497 atgaccgccttaaagaaaaaatggctatcgggtctggttgcgggtgctctgatggtcgtctctgtcggcacgctcgctgccgaacaaaaaacgctgcacatttataactggtcagattatatcgcgccggacacggtggcgaactttgaaaaagagaccgggattaacgttatctatgatgtctttgactctaacgaagtgctggaaggcaagttaatggcaggcagcaccgggttcgatctggtggtgccatcg+ STM0877 100 STM1222 65.686 STM0877 99.73
981676 atgacggggaataaatatggctctgcagcggcagtacgccgggaggttgctgaatatctcaggcctccacgcagaatgccggtagcggaaggaataaaacaatttatgtttgttccccgcggcgccaatacggcggttccctgggatgacacgttaacgccctacatgaatgaagcgataaatacactgtcaaaacgggaatatgacgcagtgatctttgccgggcccgcgcgaacaggtaaaaccctcgggctg+ STM0910 100 STM1031 86 STM0910 100

2657374 atgcataaccaggctccgattcaacgtagaaaatcgacacgtatttacgttgggaatgtgccgattggcgatggtgcccctatcgccgtccagtcgatgactaacacgcgtaccactgacgtggaagcgacggttaatcagatcaaagcgctggagcgcgttggcgcagatattgttcgtgtttctgtaccgacaatggacgccgccgaagcgttcaagcttatcaaacagcaggttaacgtcccgctggttgcc- STM2523 100 STM0738 62 STM2523 100
2690948 atgaagccagtgaaacgcagcgccttaacactatttcttgccgttttatctttcgtggcggcggcgcatccgcacagcttcatccgtctgcaaacgcaggtggtcagtgaaaatgagcaatttgtggcgttaaaaatgcgctggacaatggacgcgctgacgtccgcagatctgctgtatgacgccggaaacgcggcaccggggtcagaaatatggaaaaagttggcggcggaagtgatggctaacgtacttgggc- STM2552 100 STM2342 94 STM2552 95.52
1043533 gtgagcaatctgtcgctcgatttttctgataatacgtttcaaccgctggccgcgcgaatgcggccggaaaatttagcgcagtatatcggccagcagcatttgctggccgcaggtaagccgttgcctcgcgctattgaggccgggcatctgcactccatgattttatgggggccgccagggacggggaaaaccacgctcgctgaagtgatcgcccgctacgccagcgccgatgtcgagcgtatttccgccgtcact+ STM0962 100 STM3604 62.376 STM0962 100
2721652 atgaatatcaaacaactacattccttcctgatattgtgtgatgaattacattatggtcgggcagccagtcgcctgtttatcactcagccatcattaagtcagcaaatcaaacaacttgagtcatcacttaaaacaatattatttaagcgaaaaggtagaggaattaaattaacaaaagcaggcattattttgcaacgacacgctaacaaaataatgctggatttaaaaaatgccgaaaatgaacttcttccctat+ STM2575 100 STM3753 66 STM2575 100
2075759 atgcaggaaaatatttcagtaacacacgcccggaacctcatcgccgacgacgccggaagcgagctccaggcgatgctgagtcaattgctggaaatctacgatgttaaaacgctggtggcgcaccttaacggcctgggcgaacagcactggagcccggccatcttcaagcgcgtaatgatgaacgcggcatggcatcgcttgagcgacaatgaactcacctgtcttaaaacagagttgccgacgccgccagcgcat- STM1992 100 STM2481 71 STM1992 100
2370644 atgaacaatatgaacgtaattattgccgatgaccacccgattgtactgttcggtattcgcaaatcacttgaacaaatcgagtgggtgaatgttgtcggcgaatttgaagattccacagcattgatcaacaacctgccgaaattagatgcgcatgtgttgatcactgacctctccatgccgggagataaatacggcgatgggatcaccttgatcaagtacatcaagcgtcattttccgagcctgtctattatcgttc+ STM2270 100 STM2146 62.727 STM2270 100
4768620 ttgcttttttacctcgcgttataccgtccacggttccccgcgcctccggcagtagcgaggatggtgatttttcgcgctgctatgcaagaaacgcatagcacgatacatacttgcattttgtccttacccttatggctgataaggtctttctgtttcgggctttttggcctgtggctacaaccaacacatcatcaaaaaaattcggggatcgctatggcgcaacaagtggacggggcggccatgccgcttgatacag- STM4514 100 STM3282 54.369 STM4514 100
1196318 atgtgccaacgtgcgatcgccaatattgatatcagcaaagagtatgacgaaagcatgggcagtaacgatgtgcattatcagtcgtttgctcgtatggcggatttctttggtcgtgatatgcaggcgcatcgccacgaccagttttttcaaatgcactttcttgataccgggcagattgagctacagctcgacgatcatcgctattcggtgcaggcgccgctatttgtgcttacgccgccctcggtgccgcatgctt+ STM1108 100 STM2493 86 STM1108 100
2458962 atggtggaacagcgtcgtttggcaagtacggaatgggtggatattgtgaatgaagacaatgaagtcattgcacagtccagccgggaacagatgcgtgcgcaacgcttacggcatcgtgcgacgtatatcgtcgttcatgatggtatgggtaaaattctggtgcagcgtcgtaccgaaacaaaagattttttgcccggtatgttagatgctaccgcaggcggcgtggttcaggctgatgagcagctactggaatctg- STM2346 100 STM0685 54.369 STM2346 100
2045466 gtgaattcactgtataccgctgaaggtgtaatggataaacactcgctgtggcagcgttatgtaccgctggtgcgtcacgaagcattgcgcctgcaggtgcgattgccggcgagcgtggaactggacgatctgctacaagcgggcggcatcgggttattaaatgcggtcgaccgatatgacgctttgcaaggaacggcatttaccacttacgcagtgcagcgtattcgtggggcgatgctggatgaattacgcagcc- STM1956 100 STM2248 72 STM1956 100
231217 atgaatacagcagtaaaagctgcggttgctgccgcactggttatgggtgtttccagctttgccaatgctgcgggcagtaatactggtacggtgacttttaccggtactattgaagattcaccgtgttcaatcgtggttggcgacgaacaccagaccgttaacctgggccatatcggtaccggttctctgatgggcggtaaagaatcttcaaaagtcgatttccatatcggtctggaaaactgcgcattcaccactg+ STM0195 100 STM0964 91 STM0195 100

1252270 atgtcgcgcgtctcgcaggcgaggaacctgggtaaatattttcttctcatcgataacatgttggtggtgctgggttttttcgtcgtcttcccgctcatctctattcgctttgtcgatcaaatggggtgggctgccgtaatggtagggatcgcgctcggcctgcgccagtttattcaacaaggtctgggcatttttggcggcgccatcgccgatcgctttggcgcgaaaccgatgattgtcaccggtatgctgatg- STM1166 100 STM0426 59.223 STM1166 100
1451888 atggttgttacgctcgcgtatatcgcactttttttggttttctcgtgggtcatcttgagaattaatcaaaaaagcgattccctgtcgaaaagcgtttttatcgctatctttttaggggctgttattggtttatccctgcattttatttcagcaaatcacactaaaactattatcgaatggtacagcatcgtcggcaatggttacgtccacctgctaaaactggtcgctataccgctaatttttatttctattctt- STM1368 100 STM1320 72 STM1368 100
4619529 atgctacgacacaacgtaccgatacgtcgggatctggataagatcgcctgcgatcacggttttgactttcatgttatcgataacgaaatttactgggatgaaagccgggcctaccgttttacattacggcaaattgaagaacagatcgaaaaaccgaccgcagagcttcatcagatgtgtctggagattgtcgagcgggccgtccgggatgagcagagcatgcagcagctggcgatcccgccattgtactgggat+ STM4376 100 STM3188 71 STM4376 100
3008103 atgagtcaatctgcgattaccgttgatcaagtcacggtgacgtatcgcaacggtcataccgccctacgggacgccacttttcaggtgcctggcggttcaatcgccgcgctggtaggcgtaaatggttccggtaagtctacgttatttaaagcgttaatgggctttgtgcatcttgcgcagggcgatatcactatcctgcaacagtcagtcaacaaggcactgaaaaaaaacctcattgcttatgttccgcaatcgg+ STM2862 100 STM2351 72.277 STM2862 100
1526345 atgaaactgttctacaaaccgggtgcctgctctcttgcttcccatattaccctgcgcgaaattggcaaagactttacgcttgatggcgtcgatctcgcaaaaaaacgcctggaaaacggtgatgattacctggcagtcaaccctaaaggacaggttccggctctgctgctggatgacggcacactgttgactgaaggcgtcgccattatgcagtacctcgccgacagcgttcccgaccgccagcttctggcgccgg- STM1451 100 STM3827 61.386 STM1451 100
2071865 atgcaaaattgtccatcctcgtctaaggtgaaagcgtttcatctgatacaggaggcaggtatggtcttttctgtcagtgaggaagttaccgtgaaagagggtgggccccggatgatcgtcaccggttattccagcggaatggtagagtgtcgctggtatgatggttttggcgtaaagcgggaggcattccatgagaatgagctcgtgccaggcaaggaaaggcgcgtgcgggacgaagcccgatga- STM1988 100 STM1988 100
2147191 atgaccatgtcgcataacgttactccaaacacctctcgcgtggaattacgtaaaacgcttacgttagttccggttgtaatgatgggtcttgcctatatgcagccgatgacgctgttcgatacatttggtatcgtttcaggcctcactgacggtcacgtaccgacggcgtatgcattcgcgttaatcgcgattctgtttacggcgttgagctacgggaaactggtgcgtcgctacccttccgcgggttcggcgtat- STM2068 100 STM1379 64 STM2068 100

STM2293 100 STM2288 96 STM2293 100
2439498 atgagtatgtcaacatccactgaagtcatcgctcatcactgggcattcgctatctttcttatcgttgccattggcctgtgctgcctgatgctggtaggcggttggtttttgggcggtcgcgcacgcgcgaggcacaagaacgttccgtttgaatcaggtatcgattcggtcggcaccgcccgcttacgcctgtctgccaagttttacctggtagccatgttcttcgttatcttcgacgttgaagcgctgtatctgt- STM2328 100 STM2328 100
4684280 gtgagacgcgtggataacggagcagtaaaacacgatgccggtgagcgaattaacgaactggctgaacaggtgttaacgcaggtggatggcctgctggggcggcatcacattgtccccaatgcggtacagacgcaaatgctgacctcgcacgttcgcgcgatggcgcaccggtcaattaccggcgagcctttaccggaagtcgatgccagcttgtttgatgaaatctcagccgaatcaatggcgctcgcccgcgaaa+ STM4440 100 STM1690 60.784 STM4440 100
4731601 atggcgcttacagatctcgcaatccggcatgccaggctgcctggcaaggcatacaggctctttgactgccacggtttttacattcaggtgaaccccagcggatccaagctgtggtatctgaaatttcgctttggaaacaaaaagaaccgtatggcattaggcccttatccgctcatttctcttgcactggcaagggagaagcaagcggatataagaaggcttattttagaaggtattaatccggcggaaaaacgca+ STM4488 100 STM3844 56 STM4488 100
4760702 atgataaaagacaccgtgtttttcgccccaggcgtatccgggggaagcaacgcctccagtttgtcgagccgccatcgccgggcagcgattattctgcatgaaatttatggtattaacgctcatatccaacgcgcaggccatgaatggatgacgcgcggattcgacatctatattcccgcgctgtttcctcaccataccccctttcgctatgaacagcaggaggaggcttaccgtcacttttcagcaaatgtcggct- STM4506 100 STM2466 55.769 STM4506 100
2483491 gtgaaaattctcgttgatgaaaatatgccttacgcccgcgaattatttagccgcctgggtgaggtaaaggcagtgccgggtcgcccgatccccgttgaagaattgaaccatgccgatgcgttaatggtgcgttcggtcacgaaagtgaatgaatcgctgctgagcggcacgccgattaacttcgttggtactgctacggcaggcaccgatcatgtggatgaggcatggctgaagcaggcgggcatcggtttttca- STM2370 100 STM3062 66 STM2370 90.89
1342533 atgctctataatcctgccccgacgttgtttcgtctgctcctctccgttacctgtctgctgtttattgccggatacggttatgccacgttgagccagccgccagaggttaatctgcttgcccggcatctgtcgcctgatatccagcactggtttggcaccgataatctggggcgtgatgtatggcttcgttgctttcagggggccttcaccagtttacaaattggcgttggcgccgcgctgtgcagcggcgttatcg+ STM1257 100 STM0463 66.337 STM1257 100
1557224 atgcgaattggcataccaaaagagcggttacccaatgaaacccgtgtcgctgcgacgccgaaaacggtagagcagctactgaagctggggtttagcgtcgctatcgaaagcggggcgggtcaactggcaagttttgacgacaaagcgtttgcgcaggctggcgcggatattgtagacggcaatgctatctggcagtcggaaattattctcaaggttaatgcgcctgaagaagaggaaatcgctttactgaacccc+ STM1479 100 STM2816 68 STM1479 100
362430 gtgtctgaactgtctcagttatcaccacaacctttgtgggatatttttgccaaaatctgttctattcctcacccgtcctatcacgaagagcaactcgcggaacatattgtgagttgggccaaagagaaaggcctttacgtggatcgcgaccaggtcggtaatattctgatccgtaagcccgccactgcaggtatggaaaatcgcaagccggtcgttttacaggcgcatctggatatggtgccgcaaaaaaatagc- STM0316 100 STM1752 59.406 STM0316 100
194171 atgaaaggacaacaccgtctggatctcattgtggcgtatctgaaaaaccatacgctggttacggtagaacagctggttgaggcggttgacgcatcgccagccactatccgtcgcgatttgatcaagctggatgagcagggcgtgatcagccgtagtcatggcggtgtggcgctgcgacgttttgaacccgcccagcccaccaccaatgaaaaacaactgcgatcgcccgctgaaaaacgggcgatcgcacgcgttg+ STM0164 100 STM2837 61.765 STM0164 100
250113 atgcagcagttacagaacgttattgagaccgcttttgagcgccgcgccgatattacgccggctaatgtagataccgtgacccgagaggcagtaaaccaggtcatttctctacttgattccggcgcgctgcgtgtcgcagaaaaaatcgacggtcagtgggtcactcaccagtggttgaagaaagcggttctgctctctttccgtattaacgataaccaggttatcgacggtgcggaaagccgctacttcgataaag- STM0213 100 STM1971 63.303 STM0213 100
153531 atggctgataaaatcgcggtcctgttgggcggaacctctgcggagcgggacgtttcgttaaattccggcgcggcagtgttggccgggctacgtgaaggcggcattaatgcgcatcccgtcgatccgcaagaggtcgatgtcgcgcagcttaaagcaatgggctttcagaaggtctttattgcgttgcatggccgtggcggtgaagatggcaccttacagggaatgcttgaactgctcggcctgccttataccggt+ STM0130 100 STM0130 100

1383420 atgtctctgtcagttacgcgcgaaaactttgatgaatggatggtgccggtatacgttcccgcgccttttattcctgtacgcggagaaggctcacgcctgtgggatcagcaggggaaagagtatattgattttgctggtgggatcgcggtcaacgccttgggacatgcgcatccggcgctgcgcgaggcgttaaatgaacaggcgaatcgcttctggcatatcgggaacggttacaccaatgaaccggcgctgcga+ STM1303 100 STM3468 82 STM1303 100
1419064 atgaaattcagcgaactgtggttacgcgagtgggttaacccggcaattgatagcgatgcgttggctaaccagattacgatggctggcctggaagtagacggcgttgagccggtcgcgggaagcttcaatggcgttgtggttggggaagtggttgagtgcgcccagcatccgaacgctgacaaattgcgtgtaacgaaagtcaacgtcggcggagaacgcctgttggatatcgtctgcggcgcgccaaactgtcgt+ STM1338 100 STM3280 62.617 STM1338 100
1435273 atgaaaataataacctgctttaagttggtgcctgaagaacaggacattaccgtgaccccggagcattcgctcaattttgatcgtgccgaggccaaaatcagccagtttgatttaaatgcaattgaggccgccgcgcagttagctggcggtggcgacgagatcgccgcgctcaccgtcggcggctctctgttacaaaattcaaaagtccgcaaagatgtgttatcccgcgggccagatgcgcttttcatggttcagg- STM1354 100 STM0075 73.267 STM1354 100
2241061 atgcaacgaattaacgcgctgacgattgccggcaccgatcccagcggcggggccggtatccaggcggatctcaagaccttttccgcgctgggcgcatatggctgttcggtcatcactgcgctggtggcgcaaaatacctgtggcgtacagtcggtgtaccggatagagccggactttgttgccgctcaacttgattccgtgttcagcgatgtgcgcattgataccacgaaaatcgggatgctggcggaaaccgata- STM2146 100 STM1723 64.815 STM2146 100
1547706 atgaaaaagctgtttgtgcagttttaccttttgctgttcgtctgttttctggtcatgaccttattggtcggactggtgtacaaattcaccgccgaacgcgcgggcaggcaatcgctcgacgatctgatgaaaagttcgctctatctgatgcgcagcgaactgcgggaaattccgccgcgtgaatgggggaaaacgttaaaagagatggacctgaacctctctttcgatttacgcgttgaaccgttaaatcactat- STM1471 100 STM3178 64.706 STM1471 100



1498676 atgttaagaatagcgaatgaagagcgtccgtgggtggagatacttccaacgcaaggcgctaccattggtgagctgacattgagtatgcaacaatatccagtacagcaagggacattatttaccataaattatcataatgagctgggtagggtgtggattgcagaacaatgctggcagcgctggtgtgaagggctaattggcaccgctaatcgatcggctatcgatcctgaattgctatatggaatagctgaatgg+ STM1418 100 STM1418 100
4073441 atgtcatttcagccatcctttgcgggtccacaacccgactcaaggattgatcgtactacctttattcgtcgtgcttatcttcatctcgccgtcgccatcgtcggttttatcgtattgagcgcggcgtggagttttataggggtcggggagtatgcgcttgatgtgctgctggctggtggaagatatagctggttggttgttctcggcgcttttatgctggtgggaatgctggcgacccgtctggcggataatgcgg- STM3863 100 STM3660 58.824 STM3863 100
321114 atgagctggaatgaccgcgtagtctggagtgaaggacaatttttactgccgcagatgtttcagcagcaagagcgttatctggaacacgtcatgcattaccgcagcctgccgctgaccccctttttctggggattcagccactacaatattgatggcgaagcgctgaacatcggtaaactgatactgaaagaggcatcagggatttttcctgacggcacgccgtttaacgcaccggaccacaccccgctgccgccg+ STM0281 100 STM0183 61.765 STM0281 100
257705 gtgattagcgatatcagaaaagatgctgaagtacgcatggaaaaatgcgttgaagcgttcaaaacccaaatcagcaaagtgcgcacgggtcgtgcttctcccagcctgctggatggtattgtcgtagaatactatggcactccgaccccgctgcgccagttggcaagcgtaacggtagaagactcccgtaccttaaaaattaacgtgtttgaccgttctatggggccagccgttgaaaaagcgatcatggcgtcag+ STM0219 100 STM1770 58.416 STM0219 100

2068050 atgtcaacgattattatggatttgtgcagttacacccggctagggttaagcgggtatctggtcagcagaggggtgaaaaaaagggaaatcaacgacatcgaaaccgttgacgaactcgctatcgcttgtggcgcgcatcagccttcggtggtgtttattaatgaggactgtttcattcatacgccttcagacagtcaacaaataaagcaaatcattaatcaacatcctgacacgttatttattgtttttatggcaa+ STM1982 100 STM1409 60.377 STM1982 100
2517243 atggctgacttccgccctgaacgtcgctttacgcgtatcgatcgccttccgccctatgtttttaacatcaccgctgaactcaaaatggctgcgcgtcggcgcggtgaagatattattgatttcagtatgggtaatcctgatggcgcaacccctccccacattgttgaaaaactttgcaccgtcgcgcagcgtccggatacgcacggttattccacgtctcgcggcataccgcgtttacgccgcgcgatttctcac- STM2402 100 STM2073 70 STM2402 100
2427347 atgttattaccctggttgatattaatcccctttatcggcggctttctgtgctggcagaccgaacgctttggcgtgaaggtgccgcgctggatagcgctgattaccatggggctgacgctggcgctcggtctgcaattgtggttgcagggcggctattcactgacgcaatccgccggtattccgcagtggcaatctgaatttgtcctgccgtggatcccgcgttttggcatctctatccatctggcgctcgacgga- STM2317 100 STM2318 69 STM2317 100
1430148 atgtccaacaatggctcgtcaccgctggtgctttggtataaccaactcggcatgaatgatgtagacagagttgggggcaaaaatgcctccctgggtgaaatgattactaacctttccggcatgggcgtatccgttccgaatggttttgcaaccactgccgatgcgtttaaccagtttttggatcaaagcggcgtaaaccagcgcatttatgagctgctggataagacagatattgatgatgtctcccagctggcg+ STM1349 100 STM4343 63.725 STM1349 100
3015754 atgattcgtcgatatctatatacttttctgctggtaatgacccttgccggctgtaaggataaggatcttttaaaaggactggaccaggaacaggctaatgaggtcattgccgttctgcaaatgcacaatatagaggcgaataaaattgatagcggaaaattgggctatagcattaccgttgctgagcctgattttaccgctgcggtgtactggattaaaacttatcagcttcctccccggccacgggtggaaatag- STM2871 100 STM1409 56.075 STM2871 100
2555425 atgcttgccgtttcttcccgacgcgtgctgcccggctttacgttaagcctcggcaccagtttgctgtttgtctgcctgatcctactgttgccgttgagcgcgctggtgatgcagctctcacagatgagctgggcgcaatactgggatgtcgtgaccaaccctcaggtggtggctgcctataaagtgacgctactggcggcatttgtagcgtcgatttttaatggcgtgtttggcctgctgatggcgtggattttaa- STM2443 100 STM2442 66.337 STM2443 100
563929 atgaacgagcataatattaccaatacctcgctggcgttatcgatgctgctggtggtggtcgcgatgctcatcagtcacaaggaaaagctggcgctggaaaaagatattctgtggagcgtatgccgggcggtgatacagctcattattgtcggctatgtactgaaatacatctttggcgttaatcatgccgccctgacgctactgatggtgctgttcatctgttttaacgccgcatggaacgcgcaaaagcgcagta+ STM0503 100 STM0852 57.843 STM0503 100

4210982 atgaaaaaaccaacctctgcaccgcgcagtaaagcctttggcaaacagcgtcgtaaaacgcgtgaagagttaaaccaggaggcgcgcgaccgtaaacgcctgaaaaaacatcgcggtcatgcgccgggaagtcgcgcggcgggcggcaattccgcttcgggcggcggcaatcagaatcaacaaaaagatccacgtattggcagtaaaacacctgttccattgggcgtgactgaaaaagtgacccaacagcataaac+ STM4003 100 STM3645 64 STM4003 100
4593546 ttgttaaactcatttaaactttcgctacaatacattctgccgaaactatggctcactcgcctggcgggctggggcgcaagcaaacgagcaggatggctgacaaaactggttatcgatctcttcgtaaagtattacaaagtcgatatgaccgaggcgcaaaaaccggataccgccagctatcgtacgttcaatgatttctttgttcgtccgctgcgtgatgacgtgcgtccgctcaataccgatcctaacatcctg- STM4348 100 STM4524 64.706 STM4348 100
2758033 atgaacgtgaataaaaaaaaactggctgaaatttttggttgtgacgtcagaactgtcacagcctggcaaagccaggggctgccacttgtttccggaggaggaaaaggtaacgaagcagtgttcgacaccgcggcagcgatttcatggtacgcggagcgtgatgcgtctattgaaaatgaaaagctgcgtaaagaggttgatgatttacgtgccgctgcggaatcagatcttaatcccggcaccatcgactatgagc- STM2609 100 STM4489 60.194 STM2609 100
3347737 atgaagcgttatacacctgacttcccagaaatgatgcgtttgtgcgaaaccaatttttcgcaattgcgccgcctgctgccgcgcaatgacgcccccggtgaaacggtgagctatcaggtgggcaacgtacaatatcggttaacgattgtggaatcgacccgatacactacgcttgtaacgatcgagcaaacgacgccagccatcacctactggagcctgccgtcgctgacggtgcgcctctaccatgatgcgatgg- STM3184 100 STM1467 75 STM3184 100
3725413 atgatagagaatcgtcgcgggctgacaatattcagccataccatgctgattctggggatcgcggtcattttgtttccgctgtatgtcgcgtttgtcgcggcgacgctggacgaccgtgcggtgtttgagacgccgatgacgctgcttcccggcacgcagttactggagaatatcaaaactatttgggtcaacggcgtcggtgttaatagcgcgccattctggctgatgatgcttaacagtttcattatggcgttca- STM3555 100 STM3556 88 STM3555 100
3460266 ttgcataaaaatgcactaaagcagaaaccgatctcattatcagtcaatcaagcagggttctattctatgacgacgattcttaagcatcttccagcaggtcaacgtattggtatcgctttttccggcggtctggacaccagcgccgcgctgctgtggatgcgacaaaaaggagctgtcccatatgcctatactgcgaatctgggacaaccggatgaggatgactatgacgccattcctcgtcgcgcaatggagtat+ STM3290 100 STM1885 66.667 STM3290 100
2461060 atgattgacctttactacgcccccacgcccaacgggcataaaataacgctgtttctggaagaggcggagctggcgtatcgtttgctaaaagtagatatcagcaagggcaatcagtttcgccctgattttttggctatctctcccaataataaaattcctgccatcgtcgatcacgccccggcagacggcggtcaaccgcttagtctttttgaatccggcgaaattcttctctacctggcggaaaaaagcggcaaac+ STM2349 100 STM3140 63.725 STM2349 100
573647 gtggatgatttattgccggatttaacgctggcgttcaatgaaactttccagatgttgagtatttcaacggtgctggcgattcttggcggtctaccgctcggttttctgatttttgtcaccgatcgtcatctgttctggcagaaccgttttatttatctcgtcgcctcggttctggtgaatattatccgctcggtgccatttgttattttactggtgctgttactgccgctaacgcagcttttgctgggcaatacga+ STM0512 100 STM0246 66.667 STM0512 100

4633712 atgcccgggcgctttgaattaaaaccaaccctggcgaaaatctggcacgcgccggataattttcgcatcatggaaccgctgccgcctatgcatcgtcgtggcattatcattgccgctatcgtgctggtgatcggtttcctgctgcccgccagcgagaccagcgactcacctgtcgtcacgcgggaagcgcaattggatctgcaatcgcaatcacagccgccgacggaggcccagcttcaggcgcagctggtcgcgc- STM4396 100 STM0960 59 STM4396 100
4725729 atgaggaatcacagaatttctttgcaggatatcgctacgcttgctggcgtgacaaaaatgacggtgagccgttacatccgctcgccgaaaaaagtcgccagggaaaccggcgagcgtattgcgcagatcatggaggaaattaactacataccaaatcgcgcgccagctatgctgttaaacgcgcaaagttacactctgggcgtgctgatcccctctttccagaaccagttgtttgccgacattcttgccgggatt- STM4481 100 STM1527 66.038 STM4481 100
2944410 atggggcaattgtcagaatcacatgcattagggggcgggctgaaatcacgccacgtcaccatgttatcgatcgccggcgtcatcggcgccagcctgtttgtcggttccagcgtggcgattgcggaggccggccctgcggtactgctggcctatctgttcgcaggacttttagtcgtcatgattatgcgaatgctggctgaaatggccgtcgccacaccggataccggatctttttccacctatgcggataaagcg+ STM2793 100 STM1584 71.569 STM2793 100
4765974 atggatgtaactggagcaggtttgcacaatattgagacaaaatggctatatgattttctgacgctggaaaagtgccgcaatttctctcaggccgccattatccgcaacgtatcgcaacccgcttttagccggcggattcgcgccctggaacatgccgtgggcgttgaactgtttaaccgacaggtctcgccgctacagctttccgaacagggtaaaatctttcactcccaggttcgccacctgttacagcagctgg- STM4511 100 STM0764 61.765 STM4511 100
4852778 atgaaacacataaagaaatccgtgttggccgtattactgacaagccatgttgcccatgccagcattgttgttggcggaacccgactggttttcgacggcaataatgatgagtcgtcaatcaatgtagagaataaagacagcaaagcgaatcttgttcagtcatggttatcggttgccgatccccaggtcacaaataagcaggcgtttattatcaccccgcctctttttcgccttgatgccgggcaaaagaacagta- STM4594 100 STM0176 75 STM4594 100
3843201 atgataatgaagtatttctgttctgtgatgatagccatcgctctggtgggatgcacagcgacacctccaccgacgcaaaaagcccagcagagtaaagtgagcccaacacgcacgctggatatggaagcattgtgtaaagctcaggcggcgcagcgttacaatactggcgcacagaaaattgctgttaccggtttcgaacagtttcaggggagctatgagatgcgtggtaatactttccgtaaagagagttttgtct- STM3657 100 STM3657 100
3422271 gtggcaaaaccatctaccagcctgttgaaaaggcgtctggacattgccgaaatcgtccgtaaaaacggcgaaataaaagtagacgatttggctgaaatgttatcggtttcaggggtaacgatccgtaatgatctcaattacctggagcagcaaggctatctgaaacgctcctttggcggagcgatttacacggcccaacccgtcagagcagcggtaagccatgaagtggtgcagtcgcaggcgttagagcatagcg- STM3252 100 STM3252 100
3444726 atgagtgaacctgcttccttttttcttcatgcacatattaccgagagtaacctcaagaaatttttccattcaccggcaacaaatattaaagactatgacgactggttgccatggtttactgaggagcaaaggttgtacggcgatcctgcaaaaatgcttaacaatcttgccacatgtaattctggtgaaagtgaaaagaatatttatgctgaacatatcaactttaataaagaaacacagatagtcacgatggatc+ STM3278 100 STM3278 100
4321763 atgagcacgaccgacgatacccataacacgttatccactggaaaatgtcctttccatcagggggggcatgaccgaagcgcaggcgcagggactgccagccgcgactggtggccgaaccagcttcgcgtggatcttttgaatcaacattccaaccgttctaacccgctgggtgaagactttgactaccgcaaagagtttagcaagttagactactccgccctgaaaggggatctcaaggcgctgctgaccgattca+ STM4106 100 STM0638 56.863 STM4106 100
1922533 atgatgaagacgttatctcccactgttatcaccttaccctggcgtccggacgccgctgaacactattttgcgcccgtaaaccatttgccctgggcgatgctgctgcattcaggtgatgctattcatccctataaccgttttgatattctggtcgccgatcctgtcaccacactgaccacgcgcgcgcaggaaaccacggtatgtactgcgcgcacgactaccgtcactctcgacgatccgttacacgttttgcag+ STM1824 100 STM1824 100
610210 atgatccttcggcgcgttttcatcgctatcggttgtgttttgttcagcccgctgagtcaggccaactcatctctgggcgaagtgaatattgaactgcgcggtaacgtggtggattttacctgcgccgtggtggcgggcgacagtaacaagtcggttaacctcggcacctggccgacaaaacagcttcacgccgccggtgacgctacgcaaccggtagcctttagcctaaaacttgaaggttgcccgccggggtcgg+ STM0548 100 STM0291 58.416 STM0548 100

4238214 atgctaaaaaccgttcaccaaaaagctggacgccatacgcgccctgttcgggcctggctcaagctattatggcagcgtatcgatgaggataatatgacgactctggcgggaaacctcgcctatgtctcattactctccttagtaccgcttattgccgtcgtttttgcccttttcgctgcttttccgatgttttctgatgtcagcattcagttacgccattttatttttgctaactttatgccagccaccggagacg+ STM4027 100 STM1796 61.165 STM4027 100
693565 gtgttacagcttcttttagcagtttttatcggcggtggaacggggagcgtagcccggtggatgctcagtatgcgttttaatccgcttcatcaggcgattcccatcggtacgctaacagcaaatttgcttggcgcgtttattatcggcatggggttcgcctggtttaaccgcatgacacatatcgatccgatgtggaaagtgctcatcacaaccggcttttgcggcggcctgacgaccttttctactttttctgccg- STM0630 100 STM4188 59 STM0630 100

3578408 gtgtcagattcactacgtattatttttgcgggtacacctgactttgcagcgcgtcatctcgacgcgctgttaacttctggacataacgttgtcggcgtatttacccaacccgatcgtccagcaggtcgcggcaaaaagttgatgcccagcccggtaaaagtgctggcggaagaaaaaggcctgcccgttttccagcccgtgtcgcttcgtcctcaggaaaaccagcatctggtggctgacttacatgccgacgtc+ STM3407 100 STM4513 58.654 STM3407 100
1331439 atgaaacatcatgcttttatgctttggtcattacttattttttcattccatgttttggccagttcaggccattgttctggtttacaacaggcatcatgggatatttttatctacgattttggtagtaaaaccccgcaaccacctacaaatactgataaaaagcaagccaggcagattagttcaccgtcctgcccgacgacaaaacccatgatgtccgcaccagtcaatgacgccaggaaagggaatactttctcca- STM1244 100 STM0357 92 STM1244 100
4346214 gtgatgggtgttagagcgcaacaaaaagaaaaaacccggcgttcgctggtggaagccgcattcagccaactgagcgctgagcggagttttgccagcctgagtttgcgtgaggtggcgcgtgaagcgggcattgcgccaacgtcgttttaccgtcattttcgcgatgtcgatgaactcggtctgacgatggtggatgaaagcggtctgatgctgcgtcagttgatgcgtcaggcgcgacagcgtatcgcgaaaggcg+ STM4127 100 STM1168 63.889 STM4127 100
753865 atgaaacagcttgaaaaattaatcattgaggccaccgtgcttaccgaaccggaagccgaggtcgaacgcgtcatgcaagtgtgtaacgcgtgtcgctactgcgaaggtttttgcgcggtatttccggcgatgacccagcggctcgaattcggtaaagccgatattcattatctggcgaatttatgtcataactgcggcgcctgcctgcacgcgtgccagtacgcgccgccccatgaatttgccattaacgtgccg- STM0690 100 STM3711 58.879 STM0690 100
798381 atgataagaaatgtgaaaaaacaaagacctgtcaatctggatctacaaacgattcggttccccatcacagcgatagcgtccattctccatcgcgtatccggtgtgattactttcatcgccgtcggcatactactgtggctactgggcaccagcctctcttctccggaaggattccagcaggccgccgacatcatggacggcttcatcgttaaatttatcatgtggggcatccttaccgcgctggcgtatcacgtca+ STM0732 100 STM0530 61.538 STM0732 96.3

1062563 atggctcaggtctttaattttagttcaggtccggcgatgctaccggcggaagtacttaaactggcgcaacaggaactgtgtgactggcacggtcttggtacgtcggtaatggaaattagccatcgaggcaaagagtttatccaggtcgctgaagaggcggagcaggattttcgcgatctccttaatatcccctccaactataaagttttattttgtcacggcggcggtcgcgggcagtttgctggcgtgccgctc+ STM0977 100 STM2723 63.725 STM0977 100
641512 atgctgacatctcattttccccttccctttgccggacacaggctgcatatcgtcgactttgatgcgagcagctttcgcgaacacgacctgctatggctacctcatcacgatcggctccggtctgccggacgcaagcgtaaagctgaacatctggcaggccgcattgccgccgttcatgcgctacgcgaggtgggcgtcaggacagtgcccggtatgggcgacaagcgacagccgctatggccggacggcctatttg- STM0584 100 STM0985 59.406 STM0584 100

3626381 atgagtcagtggcaaaacatctgcaaaatcgatgacatcctgccgggaaccggcgtctgcgcgctgtcaggcggcgagcaggtggcaattttccgtccttaccatagcgatcaggtgtttgcgatcagcaacatcgacccgttctttgaggccagtgtgctgtctcgtgggctgattgcggaacaccagggcgaactgtgggtcgccagcccgttgaaaaagcagcgcttccgcctgagcgatggtttatgcatgg+ STM3475 100 STM0282 60.194 STM3475 100
4380491 atgtatcagcctgatttccccaccgtgccgttccgcctcgggctttacccggtggtggacagcgttgaatggattgagcgtttactggagtcgggcgtgcgcacgatccagttgcgtatcaaagataaacgcgatgaagaggtggaagccgacgttatcgccgccatcgcgctggggcgtcgttataacgcccggctgtttatcaacgattactggcgtctggcaattaagcaccgcgcttacggcgtgcatctgg- STM4163 100 STM2540 64.078 STM4163 100
3733502 atgaaacggaaagcgaaaacaataatcgcagggattgttgcattagcagtctcgcagggggcaatggcagatgatattaaagtcgccatagtcggggcgatgtccggcccggtagcgcaatggggcgatatggaatttaacggcgcgcgccaggccattaaagacatcaacgcgaaaggcgggattaaaggcgataagctggtcggcgtagagtacgatgatgcctgcgatccaaaacaggcggtggcggtggcc- STM3564 100 STM3567 88 STM3564 100
2926408 ggtatagcacggttcagggttcaccgccgcttccctgccgacggcgaaccattcttacagtttgccagcgactttccgtctgggtaatggcgggatcggatacgattgtagccattcgatatttgatgatgaaagtgatgttggcaccaacatacaaagcgcctggtaatatttatcaggcgctttgcagacagaaaaccatcaaacatcagtttctcgttctccaggaactactggaaaatatggcaacccacag+ STM2778 100 STM2779 100 STM2778 100
1713210 atgttgaatccctccatcccgttggtggagacgcgtcacggtaaaatcgtgggcgtcgtacaggaagaaatccatatctggcgcggtataccttatgccgcgccgccaacaggggagctacgctggcgtgcgccgcagcctgttacgccctggcacgacgtgcgccaggcggattgtttctcctgcgccagttggcaggatattacctggtgtcgcgaactcggcggcggcgatccgggaaatttttccgaagac- STM1623 100 STM1623 100
1257339 atgagcattgaccgtacctcacctttgaaacccgttagcactgtccagacgcgcgaaaccagcgacacgccggtacaaaaaacgcgtcaggaaaaaacgtccgccgcgacgagcgccagcgtaacgttaagcgacgcgcaagcgaagctcatgcagccaggcgtcagcgacattaatatggaacgcgtcgaagcattaaaaacggctatccgtaacggtgagttaaaaatggatacgggaaaaatagcagactcgc- STM1172 100 STM3009 65.385 STM1172 100
3547985 atgcaggcgttgatcttagaacagcaggacggtaaaaccctcgcatccgtgcaacatctcgaagagagtcaactgccggcaggtgatgtgacggtggatgtccactggtccagcctgaattataaagatgctctggctatcaccggaaaagggaaaattatccgtcattttccgatgattcctggtattgatttcgccggcaccgttcacgcaagcgaagatcctcgctttcatgcaggccaggaagtactactg+ STM3376 100 STM1827 61.682 STM3376 100

38674 atggtttatatgaacaaaaagttttcgatatccctactgtcgctgtgcattggtttgtcttcagccatttccttttcagccgatgcgcgtgacatcacaatttattatacaaacgatttacatgcccatgtaaccccagaaattatcccctatgtatccaagacacgtccggtaggcggctttgcgcccatctcgaaaattgtcaaagatgcaaaagcgaaagagaaagatgtctttttctttgatgctggcgac- STM0033 100 STM4104 77 STM0033 100
95465 atgctcccggggactcactcccttgccgcctttaagcaactcgaattattttgggtaataacctcggttgattatctgaaaatagccttatttggtgtgaccgtcttttatcttgttatagtcacctctttatgttgttgtcaatgtaaaataatgcactgccagctaaaaagaaacttaaccccctgtaaataa+ STM0083 100 STM3953 60 STM0083 100

1335364 ttgttcctggtggtcttaccgccagttgctgaaaaagacaacgataatgtaactgttgcagagactgacgaatacgacgaccgtgaattttatttttggcgaccatatttcctcccaaaaggccgcccgaaggcggcgctgggtttgataatggagaagggcgttggtcactgccataaccaacctgtatacattaatgcaattgataatcattatcaatttggctggtggagaaaaattgtaaagatgaagggac+ STM1250 100 STM4261 55 STM1250 100
4232847 atgaaatggtttaacacgttgagccacaaccgctggctggagcaggaaaccgaccgcatctttaatttcggtaaaaacgccgtggtgccgacaggcttcggctggctgggaaataaagggcaaatcaaagaagagatgggcacccatctttggatcacggcgcgtatgctgcacgtttattccgtggcggcgtcgatgggccgaccgggcgcttatgatctggtcgatcacggcatcaaagccatgaacggcgcg- STM4021 100 STM4021 100
3521821 atgaccattgccattaccgatgtcgtcctgcgtgacgctcaccagtctctgttcgccacccgcctgcgccttgatgacatgctgccgattgccgccgcgctcgatgacgtgggctacgggtcgctggagtgctggggcggcgccacctttgacgcctgtatccgctttctcggcgaagacccgtggctgcgcctgcgcgaactcaaaaaagccatgcccaaaaccccgctgcagatgttgctgcgcggccagaac- STM0055 100 STM0767 100 STM3352 100

28424 atgcgtaatcagcttttcatgacgcgatattactccagcgtaactaaacccgtattaaccccgctggcgttggctatcgcactggcgcctgcgccggggtgggcggaaaactatttcaacccggcatttctgtctgacgacccgtctgcggtggccgacctatcgaccttttcccgtaatgcccaggcggcggggatgtatcgcgttgacgtttacctgaacaatacgtttctcgcaaccagagacattgccttc+ STM0023 100 STM4593 78 STM0023 100



2122685 atgcgatatatagctggcattgacatcggtaactcatcaacggaagtcgcactggcgcggcaagatgagactggcgcactgacgattacacacagcgcgctggcggaaaccaccgggatcaaaggcacgttgcgtaacgtgttcggcattcaggaagcgctcgccctcgtcgcaaagcgcgcggggatcaatgtcagagatatttcgctcatccgcattaacgaagccacgccggtgattggcgatgtggcgatg+ STM2043 100 STM0326 85 STM2043 100
4547011 atgtcgaaaaaagagtttatctatcaggcgcctttcccgatgggagaggacaaaacagagtattatctgctcacctccgattatgtcagcgtcagtgaattcaatggagaatctatcctcaacgttgagccgcaggcgttaacgttgctggctcaacaggccttccatgatgcgtcttttatgctccgtcctgaacaccagcagcaagtcgccgccattctccatgaccccgaagccagcgaaaacgacaaatat- STM4300 100 STM1468 92 STM4300 100
2025499 gtggcagaaccgttaaccgtatcccccgaactcactgcgaactatgcgtatttttttgaccttgatggcacattggcagagataaagcctcatcccgatcaggtagtggtaccgcataaaatccttcagttgttagaccgtctcgcggcgcacaacgcaggggcactggcattgatttcagggcgttcaatgactgagctggatgctttggcgaagccttttcgctttccactcgctggcgttcacggggcagagc- STM1929 100 STM2994 75.728 STM1929 89.04
2618549 atgccaatttacgataaatcccctcgtccgcaggagttcgctgcggtcgatctcggctcaaacagctttcatatggtcattgcccgcgtggttgacggcgcaatgcagattatcgggcgcttaaaacagcgcgtccatctggcggacgggctgggcgcagataacaaactcagcgaagaagccatggaacgggggcttagctgtctgtcgctgtttgctgaacgcttacaaggtttctccccttccagcgtctgt+ STM2502 100 STM3913 68.317 STM2502 100
4501818 atggctgccataaccactggtgtcgttcttctccgctggcaactgctgagcgccgtgctcatgtttttagccagcacgctcaatatccgtttccgtaaatcagattatattggtctggcggtgatcagtagcggtctgggcgtggtatccgcctgctggtttgccaccggtttactcggtattaccatgatggatctcgctgcgatctggcataacattgaagccgtaatggtcgaaacgatgagccagaccccgc- STM4263 100 STM2175 63.303 STM4263 100
2813503 atgcgtttttctcaccgatttatccttctgttatcgctattattagcaagcttgcctctgtatgctcaacgcgtcacggaagaagagaaatccgtacgcgccatcgtctccggtatcgtcagttatacacactggccggcgttatccgggccgccaaggctatgcatattttcatctgcgcgttttgtcagggtacttagcgaagaggctgactgggctttcccttatcaaccgcttgtcatccgtaccacacaag+ STM2671 100 STM2450 49.505 STM2671 100

72951 atgaagggcacagacctgttgtacctgggccaggcagttacgctggaggagatgctacaagcgcgcgataaacgtgccgccaggcagcgtcaggcgttgaactgctatcggctaccgttgatttccctcacgctggttgcaccgggcgccgttaaaaactcagcggtctggcggcgtgtcgccgattacgcaattgccgaaatactggcgctttgcgaacagatggagtgggtcaacgtctgggaaatgcaggtaa+ STM0062 100 STM0620 66 STM0062 100
4000873 atgaaaaggcagagaaacgtcaatttgttgttgatgttggtgttactggtggccgtagggcagatggcgcaaaccatttatattcccgccatcgccgatatggcacaagcgctaaacgtccgggaaggcgccgtccagagcgtaatggctgcttacctcctgacctacggcgtctcgcaactgttttacggcccgctttccgaccgggttgggcgccgccccgtaatcctcgtcggcatgtctatttttatggta+ STM3798 100 STM3799 74 STM3798 100
4178046 atggtggaagattcacaagaaacgacgcactttggctttcagaccgtcgctaaagagcagaaagctgacatggtggcccacgtttttcattctgtggcgtcaaagtacgatgtgatgaatgacttaatgtcatttggcattcatcgtttgtggaagcgcttcaccattgattgcagtggcgtgcgtcgtggacaaaccgttctcgatttagcgggtggtacgggcgatcttaccgcgaaattttcacgtatggtcg+ STM3970 100 STM3348 73 STM3970 100
4160028 atgcctccccttgtaaggggggtagcatattgtcatgctaacgacgtaacccaacatatggatgtgaaattaatgttaagtgtttttattccttcatctgagagatgtgtttccagatgtcgttatttattatcattcgcgctaataaatataatattttccattttggttggggttttattatatttaagctttgtgatactggcaattttattcacaattttactacattatctcgtcattaatttaaactgtc- STM3954 100 STM2874 52.475 STM3954 100
2167299 atgatcgtaaacctatcacgtttaggtaaaagtggtacgggaatgtggcaatactcgattaaatttttaacggcactgcgagaaatagctgatgttgacgcaataatctgtagcaaggtacacgctgattattttgaaaagctcggttatgcagtagttactgttccgaatattgttagcaacacatcaaaaacatcgcgacttagaccattagtatggtatgtatatagttactggcttgcgctgagggtttta- STM2086 100 STM0284 62.5 STM2086 100
2505748 atggatagccttaacgacgataaaattaaccggcacagcagtgacctggaagttgaaagcgaagaaaaacaaagcggtaaagagattgaagtggatgaagatcgtcttccttcccgcgccatggcgattcatgaacatattcgccaggatggtgaaaaagagatggaacgcgatgcgatggctttgctctggtcagctattgccgcaggactttctatgggggcatcactcctggcgaaagggatttttcacgtg+ STM2393 100 STM4271 64.706 STM2393 99.89
1913900 atggcattactggatttttttctctcgcggaaaaagagtaccgctaatattgcaaaagagcggttgcaaatcattgtcgcggaacgtcgccgtagcgatgccgaaccgcattatttaccgcagttacgtaaagatattcttgaggtcatttgtaaatacgtacaaatcgatccggaaatggttaccgtccagcttgagcaaaaagatggtgatatctccatccttgaacttaacgtaacgctgccggaagccgaag+ STM1816 100 STM4199 61.111 STM1816 100
1831200 atgacaacaatggataatactcctcagggcgagctggttttacgtacattggccatgcctgccgataccaatgcgaacggcgatatttttggcggctggctgatgtcgcaaatggatattggcggcgcgatactggccaaagagatcgcgcacggtcgggttgtaaccgtacgcgtggaaggaatgacatttctgcgccccgtcgcggttggcgatgtcgtatgctgctacgcgcgctgcgttaaacgcggtacga+ STM1736 100 STM3567 58.491 STM1736 100
3135189 atgtcaaaacgattacctcctttaaatgcgttacgcgtttttgatgctgccgcgcgtcatttgagctttacgcgagcagcggaagaactttttgtgacgcaggccgcagtaagccaccaaattaagtcacttgaggattttttggggctaaaactgttccgccgccgcaatcgttcgctgctgctgacggaagaaggccaaagctattttctcgacattaaagagatattttcccagctcacggaagcaacgcgt- STM2982 100 STM0888 63.107 STM2982 100
3057992 atgcagattatcattaccggcgggggcggctttttaggccagaaactcgcaagcgccttattaaactcatcgctggcgtttaacgaactgcttcttgttgatttaaaaatgcctgcacggttatcagattcccctcgtttacgctgcctggaggctgacttaacccagccgggcgtgctggagagtgtgattaccgctaatacctctgttgtttatcatctcgctgcgattgtcagcagtcatgcggaagacgat- STM2914 100 STM0122 65.714 STM2914 100
4306683 atgaaaaatctctttatcgcctggataagtttattgctatatggctgcacaacctttccacaagccgtaaaacctacgacaggcggacagccctccccgacggaaatctatatcgtcagtcatggctggcacacgggaattattgcgccggcccatgatgttaataccgttctgccacagcttaaaaaacggttcgctcaggagacgcagtggtatgaaatcggctggggcgataagggcttttatcagtcacaag- STM4097 100 STM4097 100
637681 atggatatcgtttctgtcgccttacagcgctactccactaaggcgttcgatcccagcaaaaaactgaccgccgaagaagcggataaaataaaaacactactacagtacagcccctccagcaccaattcccagccgtggcactttattgtcgccagtacggaagaaggcaaagcgcgcgtagcaaaatccgctgccggaaactacacgttcaacgaacgcaaaatgctggacgcctcccatgtggtggtcttctgcg- STM0578 100 STM0578 100

4300481 atgtctgaaatgaccccacgcgaaattgtcagcgaactgaacaaacacattatcggccaggataacgcaaagcgttccgtggcgattgcattgcgtaaccgctggcgtcgtatgcagcttgatgaagagctgcgccacgaagtaacgccgaaaaatattctgatgattggcccgaccggcgtcggtaaaaccgaaatcgcccgtcgtctggcaaaactcgccaacgcgccgttcattaaagtcgaagccaccaaa- STM4091 100 STM3571 68 STM4091 100
2130091 atgagcaccgccatcaacagcgttgaaatgtcccttagcgccgatgaaattcgcgagcgcgttcgcgcagcgggcgttgtcggcgcgggcggcgcaggttttcccgctcacgtcaaactacaggcgcaggtagagatttttctggtgaacgccgccgaatgtgaaccgatgctcaaagttgaccagcaactgatgtggcagcaagctgcgcgccttgtgcgcggcgtacagtacgccatgacggcaaccggcgcg+ STM2053 100 STM1457 63 STM2053 99.93
4162492 atgcgggcgattttgagagggttgttgccagccacgctactgccattagcggcatatgcacaagaagctacgataaaagaggttcatgatgcgcctgcagtacggggaagtatcatcgctaacatgctacaggagcatgataacccttttacgctttacccttatgacacgaactacttgatctacacgaacaccagcgatctgaacaaagaggccataagtacctacaactggtctgaaaacgcacgtaaagatg+ STM3957 100 STM0145 50.485 STM3957 100
4138476 atgagtttaatgcaattcagcgggctgctggtggtctggctgctctctacgctgtttatcgccacgctgacctggtttgaattccgccgcgtgcgttttaacttcaacgttttcttttcgttgctgtttttgttgaccttcttttttggttttccgctaaccagcgtgctggtatttcgtttcgacgttggcgtcgcgccgccggaaatcttattgcaggctctattatccgccgcctgtttctacggcgtgtat+ STM3928 100 STM3851 65.049 STM3928 100
1346487 gtgattcatttaaaaaaactgacaatgcttctgggaatgctgttggtaaatagtcctgccttcgcgcatggtcatcatgctcatggcgcgccgatgacggaggttgagcaaaaagcggcagcgggcgtgtttgatgacgctaatgtacgcgatcgcgcgctcaccgactgggatggtatgtggcaatccgtctatccttatctggtcagcggcgagctggaccctgtcttcaggcaaaaggcgaagaaagacccgg+ STM1263 100 STM1033 55.446 STM1263 100
3188470 gtgaaaaacagcagaagaagccgtgtgattttactcgcactggcggcggcatggagccagtacagcccggcggccgtcaatgttgaccggacccgtattatcatggatgcgccgcagaaaacggtggccatcacgctgaataacgatgacaaaaccacgccgttcctggcgcagtcctgggtgacggatgctgacggggtgagaaccgatgcgctgatggcgctgccgccgctgcagcgtattgatgccggacaga- STM3027 100 PSLT016 69.159 STM3027 100
3115525 atggcggaaattggtatttttgtcgggaccatgtatggcaactcactgctggtggcggaagaagcggaagcgatcctcgccagacagggccacagcgcgaccgtgtttgaagatcctgaactgtccgactggcagcaatatcaggataaggttgcgctggtcgttacctcgacgaccgggcagggcgatctaccggatagcattgcgccgctctttcacggcattaaagatacagtcggttttcaaccaaacctgc- STM2963 100 STM2051 62.136 STM2963 100
484068 atgaaatctatcccgggcgatatcccgcagtacctgttgatcaaggcgcagcttcaggcgcgtattcagagcggtgcgttgaaaagcggtgataaactgccgtctgaacgcgaactgtgcgcgatcttcaacaccacgcgcattactattcgcgaaagtctggcacagctggagtccagtgggcttatctggcgcgccgatcgtcgcggttggttcgttacgccggaacgcctgtggctggatccgacccagaaca- STM0430 100 STM2853 60.377 STM0430 100

4181310 gtgtttgatatcggttttagcgaactgctgttagtgttcgttatcggcctcattgtgttggggccgcaacgattgccagtagcggtaaaaacggtagcgggctggattcgcgcgttgcggtcccttgcgacaacggttcagaatgaactgactcaggaactgaaacttcaggagttccaggacagtctgaaaaaagtcgaaaaggcgagcctggaaaatctgactcccgaactgaaagcatctatggatgaactgc+ STM3974 100 STM0309 64.356 STM3974 100
577382 atgacggaagtaagacgacgcggcaggccaggacaggcagagccgactgcgcagaaaggcgctcaggcgctggagaggggcatagcgatattgcaatatctcgaaagaagcggcggcagttcatcagttagcgatatttccggcagcctggatttaccgctttctacgacgtttcgcctgttaaaggtactgcaagcggctgattttgtgtaccaggatagccagcttggctggtggcatattggtttaggcgtat+ STM0516 100 STM4187 65.686 STM0516 96.13
635170 atgagtgaagtgacgcagaccctgatcgacgacgcacaggctcactcgcaaagcgaaagccgcatcaccgcccgcgatttacgcagcgttttctggcgctcctttacgttgcaaggatcgtggaactatgaacgccagcagcatatgggctatgccttcgctatgtcgccagcgctaaagcgtatctaccaggaccccgccgaactggggcgcgccttacagcgtcatctggtgctgttcaataccacgccgcatc- STM0574 100 STM3769 72 STM0574 100
621653 atgacacagtatcaggcgctcattattggttttggcaaggcaggaaaaacgttggcggcaactctggcgaagacgggatggcgcgtggcgattatcgaacagtccgccagtatgttcggcggaacctgcatcaacattggctgtattccaacgaaaacgctggtgcatgatgcggaacgtgagggcgatttttctgtcgccatgcaacgtaaagcggcggtcgtaaattttttacgcgacaaaaattttcataat+ STM0564 100 STM3596 63.725 STM0564 100
663379 atgaataaatcagggaaatacctcgtctggacagcgctctcagtattgggtgcgtttgccctgggctatattgcgttaaatcgtggggaacagatcaacgcgctatggatcgtggtggcgtcggtctgtgtctatcttattgcgtatcgtttttatgggctctatatcgccaaaaaagtgctggcggttgacccaacgcgtatgacgcccgcggtacgtcataatgatggtctggattatgtcccgaccgataaa+ STM0600 100 STM4532 89 STM0600 100

1704518 atgtttgattacatcctgtctctcggcggcaccgtttttgtgcccatcattatgattatcatcggcttaatctttcgtattccctggctgcaggcagtgaaagccggggtgacggtcggcatcggttttgtcggcatggggttggtgatcgtcatggcgatcgacagtctcagtccgccgattaaagtgatgattgagcgttttggcctgacgctgcatgtgtttgacgtcggcgccgggcccgcatccggcgtc+ STM1614 100 STM3260 70.192 STM1614 100
1634732 atgagtgcatcacaaaacaagaagaaaacgctgtcattgggtttagcgctaatcccagtcatctccatgttgttattgttgattatcggttacggcattatggggctacgtatcgaaccgctccttctgtgctctgcggcggtagcggcaggcattgcatggtggcaaggatactgttgggaagacatcatcaactcagtggtggataagctggctaaagcaatgccggttatcatgatcctgatctgcgtgggc+ STM1556 100 STM2023 60 STM1556 100
1689818 atgaaaaaatatcaacgtctggcggagcaaattagagaacaaatcgcctctggcgtttggcaacccggcgatcgattaccctcgctgagggagcaggtcgccagtagcggcatgagttttatgactgtcggtcatgcgtaccagttgctggaaagtcagggacggattatcgcccgtccgcaatctggttattatgtcgcgccgcatccggtttgtcggtcagtcgcgacggcagcgcacgttattcgggatgaa- STM1598 100 STM2803 68 STM1598 100
1724652 atgttatccaaaaaatttggcttatcgatgatagtgttgggaataatgtcgtcttcagcgtttgctgatagcatcgttgaagggagaacactcaatgtcgcagtatcaccagcctctccccctatgttatttaaaagtgctgatggcaaattgcaggggatagatctggagcttttttcgtcttactgtcagtcacggcattgtaagctaaacatcaccgaatatgcctgggatggaatgcttggcgcagtggcga+ STM1633 100 STM1954 55.66 STM1633 100
1726062 atggctttactgaaactaaaagagataagtaaggaatattcaggaaaaaaggttcttgatacggttagtctgaaaattcaatcgggagacatgaaagtagtcatggggccatcaggttgtggaaaaacgacgcttttacgctgtctgcttcgattagaagaacctgattatggcaatatttattttcacgggaaaaatatttacgacaaagaatttactattcttgagttcagaaaaaaagttggttgtgtcttcc+ STM1635 100 STM1951 72 STM1635 100
1990064 atgatagaagcagatcgcctgatttcagcaggcgccacgatcgcagaagacgtcgccgatcgcgccattcgcccgaagttattggcggaatatgtcggccaaccgcaggtgcgctcccagatggagatctttattcaggcggcaaaacggcgtggcgacgcactagatcacttgctgattttcggcccgccagggttaggtaaaacgactctggcgaatatcgttgccaatgaaatgggcgtcaatctccgaacc- STM1894 100 STM1894 100
552026 atgcatcacgctaccccgcttatcaccaccattgtcggcggccttgtgctcgcttttattctcggcatgattgccaacaaattgcgtatttctccactggtgggatatctgttagcgggcgttctggcgggaccttttaccccgggttttgttgcggataccaaactggcgccggagctggcggagctcggcgtgattctattgatgttcggcgtcgggctgcatttttcgctgaaggatttgatggcggtaaag- STM0492 100 STM0086 89 STM0492 100
691776 atgctaacagttatagagctccttatcggagtcgtcgttattgtgggtgtagcgcgctacatcattaagggatattccgccactggcgttttatttgtcggcggtctggctctgcttattatcagcgcgctgatggggcataaggtattacctgccagcgaaaccagtaccggctataccgcaacagatattgttgaatacatcaaaattttgcttatgagtcgcggcggcgatcttggcatgatgatcatgatg- STM0627 100 STM4052 83 STM0627 100

3970517 atgatgagcagtgacgtaatgcaacatgaactggttgagcgcgcgcgggaaagcggggcgctgaccaaagcagatatcaccaaagcctggtttatctactggctgggcgccgaggtttccagctcctatgagcgcttacaaagcctgattttctgcgcctcgatgacgccgatcatcaaaaaactttacccacaaaaagaggagcaggtagaagcgctaaaacgccaccttaacttctttaactccgagcagacct- STM3769 100 STM0574 72 STM3769 100
666051 atgagaaataacccactgattccaaaaagcaaattgccaaatcttggtaccacgatttttacgcaaatgagcgcgctggcgcagaaacatcaggcaataaatttatcgcaaggcttccctgattttgatggtcctcgttatttgcacgagcggttggcttatcatgtcgcgcagggcgcgaatcaatatgcgccgatgacgggggcgcaggcgctgcgggaggccattgccgataaaacggcggaaatatatggt+ STM0603 100 STM1307 63.366 STM0603 100
659050 atgcgtatacctttcacccgttggccggatgaatttgcccgccgttatcgtgaaaaaggctactggcaagacgtgccgttgaccgatattctgacccgccacgctgacagcgacaagacggcggtcattgaaggcgagcgcgcattcagctatcgccagctcaaccaggccgcagataatctggcctgcagtttacgccgtcagggcatcaaacctggcgaaaccgctctggtacaactggggaatgtaccggaa+ STM0596 100 STM1350 67.327 STM0596 100

2877840 atgagcatcagaaaacagcctaacggaaaatggttgtgtgaatgctacccgaacggacgggatggcaaacgtgtacgcaagcaatttgcgactaaaggcgaggccatagcattcgaaaaccacaccatggatgaggtgaacaaaaaaccgtggctgggggagaaggaagatcggcggcatttgtcagaagtgattgatcagtggcattcactttatgggcagacgctggcagaccccaaacgcctgatggcaaaa+ STM2739 100 STM0981 87 STM2739 100
1846620 atggcacagctatatttctactattcggcaatgaatgcgggtaagtcgactgcactgctgcaatcttcatacaattatcaggaacgcgggatgcgtaccgtcgtatatacggcggaaatcgacgatcgtttcggcgcaggcaaagtcagctctcgtatcggtttgtcgtcgccggcaaaattgtttaaccaaaatacatccttgtttgaagagattcgtgccgagagcgcgcggcagacaatacattgcgtgttag- STM1750 100 STM2975 59.434 STM1750 100
1686217 atgacaaaaccgttaaacaccacccaggctgttatcgagtgggttaacaacacgcgccgttacgcaacgcgactggatgacgaagccgacgctctgctggcgcaacttacgcttgccgcggcggatgagtcagcgctcaacgccgcctgcgcatcacatggctgcgttggtctgtacgggtatgcgcaatccgcaaaagcgcatctgttaacgacgctatgcggtaacgagaatggcaagctggaaattatcacg+ STM1595 100 STM3247 63.107 STM1595 100
1735236 atgactgaacaatctacgttgacgcttcaggtgttacagcagcggctggatgcactgatgctgcgcgacaaacagcgctttgcgcgccgcctgcatggcgtaaagaaagtaaaaaatcctgatgcgcaacaggccattttccagacgatggcgaaagaaattgaacaggctgcggcgcaggtcgccctccgcgaagcggcgcgcccctcaatcacttatccgcaaaatttgcctgttagccagaagaaacaggac- STM1641 100 STM0189 73 STM1641 100
1761179 gtgcgtatgtcgaaacataatcttattatctatagcctgcttctggcggctgcgccgataagcgtcttggcggattcgtcgacaacgtccgcggcaaccgtcgggatgttttctcctcctacggcgccgagcgttgggcacaggcctggaacacctcgcgatagctacgaattgcagtttaatggacttggcttttttattgaaaagtatacaccttttccgggaatgactattgcgaggaatgccagaaatgtag- STM1668 100 STM2087 72.277 STM1668 100
4630443 gtgtggcaaaaaagtgcgctgaccacagtgtcaatttctctgccgcaacaggccgtttatagtggcatgcgatatgaagttaatatctcagcagcaaaatgtgacgggacaggcgttacgttcggcacgataaataattgtacaatcaccttgagtttgcccgcaggcgccagtattataacgcgtcatttttcagccgacctttaa+ STM4390 100 STM4390 100
2804689 atgcgtctggatcgtcttactaacaaattccagcttgctcttgccgatgcccagtcgctcgcgctggggcacgacaaccaattcatcgaacctcttcatttaatgagcgccttgctgaaccaggaagggggatcgatacgtcctttattaacctccgccggcattaatgctggccagttgcgcaccgctatcgatcaggcgctgagccgtttaccgcaggtggaaggcaccggcggcgacgtacagccttcttcg- STM2660 100 STM0272 73.267 STM2660 100
3185043 atgggtgaattttcgacacttcttcagcaaggaaacggctggttcttcattcccagcgccattttattaggtattttgcacgggcttgaaccagggcactccaaaactatgatggcggcttttatcattgccattaaaggtacggttaaacaggccgtcatgctcggtctggcagcaacgctttctcataccgcgatcgtctggttaatcgcgctgggtgggatgtatcttagccgggcattcaccgcacaatcag+ STM3024 100 STM2063 74 STM3024 100
435428 atgtttatgggatgtgagaacggaggccgcgtgagaggtaagggttttctgattattgtgctgttgggcggcattggcgggctgggatatcgttatcttccctcttattataatccttttgctccgctacaacttgccgatccgccaggctggatcactaccttcaaactacagcgcctgacgccgtcgcagtgccgggagcttttgacggcggccaatcaacagggattaatttcatcacaacctgttgcggata+ STM0381 100 STM0239 61.905 STM0381 100

3278702 atgaacacgttattacccgcttataaaaccattagcgaggggcgctaccgagaaatttcgggtctttactgggaggattttcatcccggtgatgtttttgaacatcgtcccggccggacggttctggacgccgataatgtgtggtttaccctgctcactctcaatgtgcagccggtccatttcgatgcggcttacgccagcaaaacggaatggaaaaagttactggttgattcaacgttcactctggcgcttttaa- STM3119 100 STM0255 61.905 STM3119 100



516725 atgttagataaaattgaccgtaagctgctttgcttattgcagcaggattgtaccctctctttgcaggcgctggcggatgccgttaatctgacgacaacgccttgctggaagcggcttaaacgcctggaagatgacggtatcctgcttggcagggtcgcgctgctggacccggaaaaactggggctgggattaaccgctttcgtgttgataaaaacgcagcaccacagcagtgaatggtactgtcggttcgtgaccg+ STM0459 100 STM0046 61.386 STM0459 100
3258665 atgaatttacagcatcactttcttattgccatgcctgcgctccaggacccgattttccgccgttccgtggtgtatatttgcgagcacaaccaggacggcgctatggggattattgttaataagcctttggaaaatctgcaaattgaagggattctggaaaaactaaaaattacgccggaaccgcgcgattcggcaattcgtcttgataaagccgtgatgctcggcggcccgctggcggaagatcgcggatttattc+ STM3096 100 STM3096 100
3887567 atgaacctctggcaacaaaactatgacccggcgggtaatatctggctttccagcctgatcgcatcgctcccaatcctgttcttctttttcgccctgattaaactcaagctgaaaggctatgttgccgcttcgtggacggtggttatcgcgctcgccgtcgcgctgctgttctataaaatgccggtcgatcacgcgctggcatcggtcgtgtatggcttcttctacgggctatggccgatagcctggataatcatc+ STM3692 100 STM3692 100
4009188 atgagtgatatcgcattgacggtcagcgttctggcgttggtggcggttgtcggtttatggatcggcaacattaaagtgcgcggtgtcggctttggtattggcggcgttctgttcggcggtattatcgtcggccacttcgtcgatcaggctggggtgacgctgagtggcgatatgctgcactttatccaggaattcggcctgatcctttttgtttataccatcggcatacaggtggggccggggtttttcgcctcg- STM3807 100 STM1555 63.107 STM3807 100
3146111 atgacaatccaggagcggttgctggaggccgttgaacaaaaactcttacggcccattgatgcccagtttgctttaaccgtcgccggtaacgacgatcccgccgtgacgctggcggcagcgctgcttagtcatgacgcaggtgaaggtcacgtgtgtctgccgttgtcgcgtttaacgttaacggaggaggcgcatcccttactggtcgcctgtataagcgaaacggctacgccaatcgactggaaaaagcggtta- STM2993 100 STM2868 62.385 STM2993 100
3191000 atgaaaattacccggcttgccattctgattaccctgacattttccgtcctgaagtcgcaggccacggagttcaatgccagcctgctggacagcgggaacctgtctaacgtggacctcacggccttcagccgcgaggggtatgtggcgcccggtaactatattctcgatatctggctcaatgaccagccggtacgggaacagtatccggtcagggttgtaccggttgccggactcgacgcggccgtcatctgtgtg- STM3028 100 STM0196 66 STM3028 100
458675 atggtactggttactcgtcaggccccggatttcaccgctgcggcggtactgggtagcggtgagattgttgataaattcaacttcaaacagcacaccaatggtaaaacgaccgttctgttcttctggccgatggacttcacttttgtttgcccgtctgagctgatcgcctttgataaacgttatgaagaattccagaagcgcggcgttgaagtggtcggcgtttctttcgactctgagttcgttcacaacgcatggc- STM0402 100 STM0608 70 STM0402 100

3787351 atgataaagcaggttatccagcagctacgcgttcctgatgcaggtatagagaatttgcaggaacggcgctattggctgcaatgcgagcgtgcctatacttaccagccgatataccagacggatggccgtctgatggcggttgaacttctcactgtcgtcacccatcctgataacccttccagacgtattgccccggatcgttatttcgcggagttagcggttcgacaccgcattgacgtagtgaaagaacaacttc- STM3611 100 STM2106 55.66 STM3611 100
3838221 gtgggacgtgtaacagcaccagaacctttgtccgcttttcatcaggtagctgagttcgtcagcggtgaagctgtgctcgatgactggttgaagcaaaagggcctcaaaaaccaggctctcggagcggccagaacatttgtggtgtgcaagaaagacacgaagcaagtagccggtttttactctctggccaccggtagcgtcaaccatacagaagcgacaggcaaccttcggcgtaacatgccagatcccatccctg- STM3651 100 STM1257 62.5 STM3651 100
3872696 atgattattgcaactgccggacacgtagaccacggtaaaacgacgttgctccaggcgattaccggggtcaatgccgatcgcctgccggaagagaaaaaacgcgggatgactatcgatctgggctacgcctattggccgcagccggatggtcgtgtgctgggctttatcgatgtgcctgggcatgaaaaattcctctctaacatgctggcgggcgtaggcggtatcgatcacgctttgctggtggtcgcctgtgat- STM3682 100 STM3682 100
3923345 atggatacgttggacgaattattgccgcgtgaaaaaatgctcagatccggcattgcttccctcagcgacgtggagctgctggcgctttttttacgtaccggcacgccgggaaaagatgttatgacgttggcaaaagagatattgcagcactttgggtcgctgtatggcctgctgtcggcggactttgcgcagtttcgcggcgtaaacggcatcggcctggcgaaattcgcgcagttgaaaggcattgctgagctgg- STM3729 100 STM2745 63.81 STM3729 100
3971894 atggccaatatcgttttatgccgcatcgacagccgtctcattcatggacaggttgtcacgaagtgggtcggacaatctcaggcgaaccggatagccgttgtgagtgatgaactggacgccgatccgtttatgaaaaatatctacctgatggcggcgccgccaaatatcaaagtggattgcttcggcaaccagagttttgccgctgcatggaaagaaaatcagcttggcgacggtaacgtgctggtgctttttccgt- STM3771 100 STM1830 63.366 STM3771 100
770278 atgatcggtttacgtcctgctttttcgacaatgttatttctgctgttattgactggcggcgtgtatccgcttctgaccacggcgctggggcagtggtggtttccctggcaggctaatggctcgctgattcataaagacaatgtgatacgcggctcagcgcttatcggacaatcgtttaccgccgcgggctattttcatggccggccctccgccaccgccgatacgccttataatccactggcgtcgggcggaagca- STM0704 100 STM2556 60.377 STM0704 100

4818753 gtgagctggcgctttatcgatacacactgccattttgatttcccgccctttacgggcgatgagcgcgccagtattcagcgtgcctgtgaggcgggcgttgaaaaaatcatcgtgccggcgaccgaggcggcgcactttccccgcgtgctggcgctggcggcgcgtttcccgtcgctttatgctgcgctgggattgcaccccattgtgattgagcgtcatgccgatgacgattctgataagctgcaacaagcgctgg+ STM4564 100 STM1202 65.385 STM4564 100
2961651 atggatagttcgtttacgcccattgaacaaatgctaaaatttcgcgccagccgtcacgaagactttccttatcaggaaattcttttgactcgtctttgtatgcacatgcaaggcaagctcctggaaaaccgcaataagatgctgaaggctcaagggattaacgagacgttgtttatggcgttgattacgctggagtctcaggaaaaccacagtattcagccgtctgaattaagctgcgcgctgggttcatctcgca+ STM2813 100 STM0524 89 STM2813 100
2224540 atgaaagtctggcggcccggaatcaccggcaagctgtttctggcgatcttcgccacctgcatcgtgctgctgatcagtatgcattgggccgtgcgcgtcagttttgaacgcggatttattgactatatcaaacacggcaacgagcagcggctacaaatgctgggcgatgcgctgggcgaccagtaccagcaacacggcaactggcgttttttacgcaacaacgatcgcttcgttttccagattttgcgttcattt+ STM2130 100 STM0703 70 STM2130 100
2318024 atgattgcgcgcgtaatgcttctgcttgtcgcactggttagcgctggcgcccaggcccaggaaatcaaagaaagctacgctttcgccgtactcggcgaacctaagtatgcttttaactttgagcactttgattatgtgaatcctgctgcgccgaaaggcggtcagatgacgctttccgccattggtacgttcgataatttcaatcgctattcgctgcgcggcaatcccggcgtacgtaccgaagccctttacgat+ STM2216 100 STM3647 62.264 STM2216 100
2182662 atgaaagtcagcttttttctgctgaaatttccactctcatcggaaacctttgtgctgaatcagattactgcgtttattgatatgggccatgaggtggagattgtcgcgttacaaaaaggcgatacccaacatactcacgccgcctgggagaagtatggcctggcggcgaaaacccgctggttacaggatgagccccagggacggctggcgaaactgcgctaccgggcatgtaaaacgctgccggggctgcatcgg- STM2100 100 STM2100 100
2260992 atgacgatctcaaagctatgggtaagttcgctggcgttgctggcgacggtgagtttacctctacaggcggcatcgcccgtgacggtcgggtcaaagattgataccgaaggcgcactgcttggcaacatgattttgcaggtactggaaagccacggcgttaaaacggtcaataaaattcagctcgggacgacgccagtcgttcgtggcgcgattaccgccggagagctggatatctatccggaatacaccggtaac- STM2165 100 STM0650 61.538 STM2165 100
2295152 atgagcattatttattttattactacacaggatatcgatacgtttcagaaaaaattacaggaaacgttatttaatgccgtcaccatgccgtttccgctattatttgataaacgttatgccgcgcttatcaataccgcttatttaaagcttacgctgccagcggaatgtctgacgcctgaattttatcgctatttacgcgaactctcattgcaatggcagtttgatttttttattaagccgcagccactgcctgcta+ STM2197 100 STM4578 82 STM2197 100
2331464 atgaagcaggctaacgaatggatcgagtggtatgtgacaacattccgcgatgtatcaacgcaggaaggggagacgtacctttcagctgttcaatccaaacggaggactatagccatgggcttcccttcacctgccagtgattacgttgaaacaaggatctccctcgatcagcagctaatcagccagcccgcagcgacttatttcatgcgggcatcgcgttcacatttcagggaagggataatccagggggcgctac- STM2230 100 STM2753 59 STM2230 100
2274333 atgaccaaatatgtattccagccgcaggccccggtaacagtacccgtggcgggcagtgatgagcagtttccggtacgtcgcgtttactgcgtgggtcgcaactatgccgcccatgcccgtgaaatgggctttgatcccgatcgcgaaccgccgttcttcttttgtaaaccagcggacgctgtggtcccggtagcggcgggggataccctggaactgccgtatccggcgcagaccgataactaccattatgaaattg- STM2177 100 STM1101 68 STM2177 100
1009056 gtggcgcaacgcattctggttctcggcgccagcggctatatcggccagcacctggtctttgcgctaagtcagcaagggcatcaggtgcgagcggcggcgcgacgcatcgaacgtctggaaaaacagcgcctcgccaacgtcagttgtcataaggtcgatctgcactggccggaaaatttacccgcgctgcttcgcgacattgataccgtttactatctggtacacggcatgggcgaaggcggcgattttatcgcc- STM0933 100 STM3010 64 STM0933 100
3829933 atgcagcgttgcgactgggtcagccaggaccccctttatattgcctatcatgataacgagtggggcgtaccggaaactgacagcagaaagctgtttgaaatgatctgtcttgaaggtcaacaggccggtttatcctggatcaccgtgcttaaaaagagggagaactaccgcgcctgttttcatcagtttgatccggtacgcatcgcagctatgcaggaggaggatgtcgaacacctgctgcagaacacgggcatca+ STM3642 100 STM3642 100
3717584 atgaaatttgaacgccatcatagaatattgaaggaactcagtatttcgggagttgtaaaagtttcaaatctggcgaaaagtctcaaggtaacaaaggaaactattcgttcagatctcaatgaacttgccggacagggatatcttactcgctgtcatggtggtgcatttattacccttgattctcttgataacgtcgcaaaaaatgaaattgcttatgtgctggaaaaatatgaatcagcgcagaaaataaaaaaa+ STM3547 100 STM1382 69.307 STM3547 100
3857113 atgatttttggacatatcgcgcagcctgatccgtgccggttaccgtcggccatagagcaggcgctcgatttcctgcgtaatacggactttcgcacgctggaacctggcgtagtggaaatcgacggcaaaaatatcttcgcgcagattatcgatatgaccacccgcgatgctgctgaaaatcgtccggaagtccatcgccgctatctggatattcagtttctggcatggggtgaagagaaaattggggttgccattg+ STM3669 100 STM3637 65 STM3669 100
3748219 atgcgcaatttggttaaatatgccggtattggcctgctggttatggggcttgcggcctgtgataacaacgatacaaaagcgtcggcagaaagcgccgccgcggaaagccaggcatccggtcagcccatcagcctgatggatggcaaactcagtttctcgctgccggcggatatgaccgatcaaagcggtaagctgggcacccaggcgaataatatgcacgtttattctgacccgacgggccagaaagcggtgattg+ STM3580 100 STM2909 65 STM3580 100
3509012 atggcaaaagcattgcaaggcgtaatggcggcgttgttgaccccatttgatcatcagcagcaactggatagcgaaagcctgcgccgtctggtgcgttttaacatcgggcagggtatcgacgggctgtacgttggcggttccaccggggaagcattcgtacagagccttgctgaaagagagcaggtactggagattgtcgccgaagaggcgaagggaaaaatcacgttgatcgcccatgtcgggacagtaagcaccg- STM3339 100 STM1345 61.538 STM3339 100
3403325 atgtttgaatctaaaataaatccattgtggcaaagttttattctggccgtacaggaagaagtaaaaccggcgctggggtgtactgagccaatttcactggcgctggcggcagcggcggcggcggctgaacttaacggcacagttgaacgcattgacgcgtgggtttcgcccaatctgatgaaaaatggtatgggcgttaccgttccaggaacgggaatggtagggctaccgatcgccgcggcgttgggcgcgttg- STM3238 100 STM4272 60.784 STM3238 100
3306074 atgcgaatactggctgcggggagcttgcgcgtcgtctggccgcagctaatggcggcgtttcaggcggatgcggtatgtgatttcggtccggcggggctgttacgtgaacgcatcgaagcgggcgaagcgtgcgacttttttgcttcggcgaacctggcgcatccgcaggcgctgctggaaagcgggcgggcgctgcgggtcgcgccttttacgacgaaccgtttgtgcctgagcgtgcgggcacaggcgatgcgtg- STM3141 100 STM1772 65.094 STM3141 100
2998981 gtgaatcgttttgtaattgctgactccactctctgtatcggctgccacacctgtgaggccgcctgttcagagacgcatcgccagcatggcctgcagtcaatgccgcgcctgaaagtgatgctgaatgaaaaagaatctgcgccgcagctttgtcaccactgtgaagatgcgccatgcgccacggtatgcccggttaacgcgattaatcgcgttgacggcgctgtccagcttaatgaaagcctgtgcgtgagctgca- STM2852 100 STM2843 71 STM2852 100
3369158 atgccaaaattacgcctgattggactaactttacttgcgcttagcgccaccgccgtctctcatgctgaagagacgcgttacgtttctgatgaactgaatacctgggtccgcagcggtccgggagataattatcgccttgtgggtaccgtcaacgccggcgaggaagtcacgctcttacagagcgatgccaactatggtcaaatcaaagacagttctggtcgtactgcctggataccgttaaaagaactgaatacca+ STM3203 100 STM2660 72.816 STM3203 100
1487054 atggaagcgagtaacgtagcactggtattaccagcgccttccttgttaacaccttcttccactccatctccctccggggagggaatgggtactgaatcaatgcttctgttatttgatgatatctggatgaagctaatggagcttgccaaaaagctgcgcgatatcatgcgcagctataacgtagaaaaacaacggctggcctgggaactgcaagtcaatgttttacagacgcaaatgaaaacaattgatgaagcgt+ STM1401 100 STM0763 62.745 STM1401 100
1203071 atgaaatacatgattgttttactgctggcgctgttttcgacgctgagcatcgcgcaagaaaccgctccttttacgccggatcaggaaaagcagattgaaaatctgatccatgcggcgttgtttaacgatcctgccagcccgcggataggcgctaaacaccctaagctgacgctggtgaactttacggattacaactgcccgtactgcaaacagctcgatccgatgctggaaaagattgtgcagaaatatcctgacg+ STM1115 100 STM1004 62.5 STM1115 100
829818 ttgttggttttagtggttgcaataattatctttgttagcgatcgtcttcctatgggattagttgcatttatggtcccaatggcactttattttaccggtgttatcgatgctaaggatatttttgcttcaatcgtaaatgcgaatgttattcttatcgtcgccatgtgtgtactcggtgcggcattttttaaaacaggtttggcatggcaatcaagtaaaattttactaaaatatgctaaaacagaaagaagcctt+ STM0765 100 STM3356 61.765 STM0765 100
902744 atgggtcgtcgcgcaggtacgccaacaacaaaaaaagtgacgcaattggtgaacgtagaagaacacgttgaaggatttcgtcaggtcagagaggcgcatcgccgtgagttgatagacgactacgttgagctgatttccgatttaattattgaggtaggggaagcgcgtcaggtggatatggcggcgcggctcggcgtctcccagccgactgtggccaaaatgcttaagcgcctggcatcgttaggatttattcaaa+ STM0835 100 STM3274 48 STM0835 100

1473722 atggcgacaattcatctactggatgatgatacggcggtcactaacgcgtgcgcgtttttactggaaagtctgggatatgacgtaaaatgctggacgcagggggcggattttttggcgcaggccagtctgtatcaggccggggtcgtattactggatatgcgaatgccggtactggatgggcagggcgttcatgatgcgttgcgccagtgcggaagtaccctggcggttgtttttcttaccgggcatggcgatgtac+ STM1387 100 STM4174 88 STM1387 100
837115 atggctgtaactaagctggttctggtacgtcacggtgaaagtcaatggaacaaagagaaccgtttcaccggctggtatgatgttgacctgtctgaaaaaggcgtaagcgaagcaaaagcagcgggtaaactgctaaaagaagaaggtttcagctttgattttgcctacacttccgtactgaaacgcgctatccatacgctgtggaacgtactggatgaactggatcaggcgtggctgccggtggaaaaatcctgga- STM0772 100 STM0272 75 STM0772 100
881965 atgagtaagtctctctcctggcgccgcgtgcgtgcgttgtgcgtcaaagagacgcgccagatcgtgcgcgatcccagtagctggctgattgcggtggtgatcccgctgctgttgctgtttatttttggttacggcattaacctcgactccagcaaactgcgggtggggattctgcttgaacaacaaagccaggaggcgctggatttcactcatgcgatgaccggttcaccctatatcgacgcgaccattagcgat- STM0816 100 STM3586 65.347 STM0816 100
934630 atggctaaagtcgatgtgaaatgcccgttttgcgcgcaaacggcatccgttaaaaagtatggtccggggagtgcagggcaccagcattaccgctgtcaggtatgttgccgcagctttcaggtcgactatgaataccgcgcctgtcagcccggcatgaaagagcaggttgttgatcttgccatgtacactgccggtattcgtaatccgcaggggctggccatcaatccctggagcggcgcgctatggctgcatgaac+ STM0861 100 STM1380 52.427 STM0861 100

3482535 atgagtaaagcaggtgcgtcgcttgcgacctgttatggccccgtcagcccccatgtcatgaccaaagcggagaatatccgcctgctcatcctggacgtggatggcgtattgtctgacggcctgatttatatgggcaataacggcgaagagctgaaggctttcaacgttcgtgacggctatggtattcgctgtgctttgacctccaatatcgaggttgccattattaccggacgaaaggctaaacttgtagaagatc+ STM3316 100 STM0175 68.807 STM3316 100
2061744 atggcacaacatggcgctctggaaacactcaaagatctggccgaaaaagaggtagatgacgcggcgcgtttactgggcgaaatgcgtcgcggctgccaacaggcggaagaacagctcaaaatgctgatcgattatcagaatgagtatcgcagtaatttgaacaccgatatgggcaacggcatcgccagtaatcgctggatcaactatcagcagtttattcagacactggaaaaggcgatagagcagcatcgcctcc+ STM1973 100 STM2206 62.037 STM1973 100
3305296 atggcagataatacttatcaacccgcaaaagtctggacgtgggataaatccggcggcggcgcgttcgctaacattaatcgcccggtttccggcccgacgcacgacaaaacgctgcccgtcggcaaacatccgttacagctttattcgctggggacgcctaacggccagaaagtgactattatgctggaagagctcctggcgctgggcgtgaccggcgccgaatatgacgcctggttgattcgcatcggcgagggcg+ STM3140 100 STM2349 63.366 STM3140 100
875579 ttggtgatgatgggtataatgagtaaattatgtggcaaacaattttggttagcgttttgtgaagctaaagacgtcactcgcgccattaaaaatggcggcgaggattttaataagaaatgcccaccagcgctgatttctcatttcattaccggattgtcatgggaacattcattacccaatcctgcgcctgtttgcgcgtttagttttatgcttcttgtgggaggtgtgtgcagtgcgcattttgtttttgataagt+ STM0809 100 STM4076 60.577 STM0809 100
928426 atggcttctttagttattgctgaacataacggcaatactcttttaccttcaacactcagtactatcactgcggcaaaagccattaatagtgatatagatatacttatgttaggatatggtatagaaagtattgcagttaaagccagtcatattcaggggatatccactgtatttgttgctgacagcccactattcgaacaccttctggcagagaatgtggaaaaacagatcagctattttttgaatagtgggaaa+ STM0856 100 STM1353 69 STM0856 100

4665445 atggaaacagtcggcaattttattcatggtaaaacgacactgagcagcagcggcgagacgctaccggtgactaatccggccaccggtaaagtaattcgtcaggtcacccagagcacccgagaggagatgctggcggcaattcaaagcgcacatgaggcttttccggcatggagtaaaatgactccgctacgccgggcacgtatcctttttgaattcaaagtattactggaaaagcatcgggacgaactggcggcg- STM4421 100 STM2791 62.385 STM4421 100
4684653 atggaacagattaccgtcgtgattggcgatcgcctgggtaaaggccagaaagtggcggcaggcgtggaaaaagcgggcggtcgcgcggtcgtcgtgccgggcgtcgcggcagacatgaagctgggcgatgtgatgaaagcggaaaacgccaccttcggcatttcattttgcggcagcggcggcgcgggcgctatcaccgcgcaaaacaagcatggctacaaagccaaatatgggatgcggtcagtagatgaaggcg+ STM4441 100 STM4441 100
489704 atgacgccaggggagctgcgcgccacatggggtttagggaccgtcttttcgttgcgtatgctgggcatgtttatggttctaccagtactgaccacatacggtatggcgctacagggcgccagcgaagcattaatcggcattgcgatcggcatttacgggctggcgcaggctatctttcaaattccctttgggctgctgtccgaccgcattggccgcaaaccgctgattgtcggcggactggcggtatttgtcgcg- STM0436 100 STM0436 98.47

4665763 atgaaacaaaaatgctatatagatcataattttttccaaatctttcctcgtcacaacagacaaccattgatgacacaccaaataaaaacgataaaaatcaataagttaattatatttttgatttcttgctgcacataccctcgtataaaaatcagccgtcaaactttcaaaataaaatttcataaaaataaatttgaaatttttaatcctaaaatttacattgaatacggtatgcgttttaggctgaagataacca- STM4422 100 STM1785 57.692 STM4422 100
663640 atgttcgatacgctttcgaaagccggaaaatatctgggacaggccgcaaaaatgatgattggcgtgccagactacgacaactatgttgagcatatgcgcataacgcatccggatcagacgccgatgacctatgaagaatttttccgcgagcggcaggatgcgcgctatggtggaaaaggcggcgcgcgttgctgctga+ STM0601 100 STM4531 77 STM0601 100
582659 atgcgtgaaaagagggatttatggaacatcaaagagagctataccagcagcgcggttatagcgaagacttattacctaagacagaaacccaacgaaactggaaggcatttaactatttcaccttatggatgggatctgtacataacgtgccaaattacgttatggtcggcggtttttttatactggggctatcaacatttaatatcatgttggccattattatcagcgcattatttattgcggcggcgatggtaa+ STM0521 100 STM0522 94 STM0521 100
614417 atgagcggtaaacgttatcccgaagagtttaaaattgaagcggtaagacaggtcgttgagcgtggccattctgtttccagcgccgcaacacatctcgatattactacccacagtctttacgccaggataaagaagtacgggtcgaactcctccaccaataaagaaataaagagcagtcagatgatcagaccggaatccgccgactcccgaaagagttga- STM0556 100 STM0556 100



639357 atgaccatttccgctcaggttatcgacacgattgtcgagtggattgatgataatttgaatcagccgttacgtattgatgatattgcccgtcatgcggggtattccaagtggcacctgcagcgcctttttatgcagtacaaaggggagagtctgggacgctacgtgcgtgaacggaagctaaaactggcggcgcgcgacctgctcgacaccgaccagaaggtgtatgatatttgtctcaagtatggttttgattcgc+ STM0581 100 STM1519 66.337 STM0581 100
639611 atgaaacacccgcttgaatcattgatgaccgctgccggtattttgctgatggcgttgctctccagcctgctgctgcccgccccttcgctcggccttgcgctggcgcaaaaactggtcgggatctttcatcttatggatctcaaccagctttatactttgttgttttgtttatggtttctgttgctcggcgcgctggaatattatgtcattcgctttatctggcggcgctggttttcgctggccgattaa- STM0582 100 STM0431 60.577 STM0582 100

1887736 atgagtaaccagtatcaaacccagggttataccgttaacgacgccggccgtcgtctgatcgtggacccgattacccgcatcgaagggcatatgcgctgcgaagtgaacattgatgagcaaaacgtcattaccaatgccgtttcctgcggcacaatgttccgcgggctggagatcattctgcaaggccgtgacccgcgtgacgcctgggcgtttgttgaacgtatttgtggtgtatgtaccggggtacatgctctg+ STM1787 100 STM1538 80 STM1787 100
377845 atgacgttaaaaccaggtgagaaatccggtaataatggaggtatctatgtggaggttgggcctcgtggtgggataaaagataacttcgccacgatagcggaaacaaaaccgcgccaccaacgcaacgccctaaaagctactgggtgctggcaaaaagaacacctaacagtaaacgtaagtcagagcatctggcgccacgacagttggcgccgactgatcacagtacgcccggtgctttaccgcctggcaagcattg- STM0334 100 STM0333 74 STM0334 100

2621717 atgtacttagaagcaattaatgttactggagttgtcccacgaggtttacccctcgtaggtagaactggttgccctgaactgctgaaaattggctgtgccagctaccgggagtttaaccacgctgaaggctatcgggttttgtattcggtcgagggaatcttagtaaccgcgcatgtgatcttatcacccaggcaggatatcccgcggttgctctttaagcgtctgatcatggcctga- STM2507 100 STM0981 56 STM2507 100
2385182 atgggacgcgtcacgctgcgtatcactggcacacagctgctgtgccaggatgaacacccttctctgctggccgcgctggaatcgcataacgttgaggtggagtatcagtgccgcgaaggttattgcggctcctgtcgtacccggctggttgccggtcaggttgactggattacggaacctttagcgtttatccagccgggagagattttgccctgctgctgcagggcaaaaggcgatatcgaaatcgagatgtaa+ STM2279 100 STM0936 58 STM2279 100
3314239 atgaataatcattttgggaaagggttaatggccgggttgcacgcgccatatgcatatagcgcgcatcatgcggtgaatttctgttctgagtataaacgtggctttgtattgggttttacacaccgtatgttcgaaaagaccggcgatcgtcaacttagcgcgtgggaggctggaattctgacgcgtcgctatggtctggataaagaaatggtgatggatttctttaaagagaatcattccgggatggcggttcgct- STM3151 100 STM1631 57.282 STM3151 100
956219 atgaaagattctgtaaatattttattcgtatgcggttatggtgtaggcagtagcgtaatgttacagactgttgttaaaaaagcgttagcaaaatatgacttctcttttgatatggagcatacggcagcgggagaggtcggtggatttaccgactgggcagatatttatgcgatttcgaaaaaattgcttgatgttgttagcctcgatcctaaacacggacaatatctcattcccattgaaaatatcatggatggcg+ STM0885 100 STM4130 50.495 STM0885 100
677800 atgtataagacaatcattatgccggttgatgtttttgaaatggaacttagcgataaagccattcgccacgctgagtttctggcgcaacaggatggcgtcattcatctgttgcatgtactgcctgggtccgcgagcatgagtctgcaccgctttgccgccgacgtgcgtcgctttgaagaacatttacagcatgaggcggaaacgcgtctgcaaacgatggtgggacacttcagtatcgatccttcacgaattaaaa- STM0614 100 STM0935 73 STM0614 100

3979460 atgtcagcaaaaactaaattcaaaagccctgcctttgaaccgattcatagcgcggcatctggattatttagcgtggatgccattccccaggagacaatgcgcagttttgacacggcctgcttaagcagcatcaaagacctgcagccacttgaaataaaagcgttacgagaaaaactcaacgttagccagccggttttcgctcggtacctgaataccagcgtatcaacggttcaaaagtgggaaagcggcgccaagc+ STM3778 100 STM0513 62.264 STM3778 100
3903907 atgaaagcgttatccaaactgaaagcggaagagggcatctggatgaccgacgttccggaaccggaagtcggccataacgatttgctgattaaaatccgtaaaacagccatctgcggtactgacgttcacatctataactgggatgactggtcgcaaaaaaccatcccggttccgatggtcgtggggcatgaatatgtcggcgaagtggtcggcatcggtcaggaagtgaaaggctttaaaatcggcgatcgcgtc- STM3708 100 STM1082 64.356 STM3708 100
3979820 atgattagacaaaaagtacgcgttatgaacagtacggggcttcatgcgcggccagccgctacgcttgcgaaaattgtcaaaaaataccagtcttcattaacgctagttaataatgacaaagaaattcccattaaaggaatgatgagtattttgggggctggcgtaaagggaaacacaatgattgatttaatttgtgatggacaggatgaactggcttttatggatgaattaaaatctgcatttgctgatggctttg- STM3779 100 STM1474 51 STM3779 100
4009806 atgcgtaactacgatttatccccactgctgcgtcaatggatcggttttgacaagctggccaatgcgctgcaaaacagcggcgaaagccagagcttcccgccctataacatcgaaaaaagcgacgataaccattatcgcattaccttagcgttagccggtttccgtcaggaagatctggatattcaactggaaggcacgcgcctgacggtgaaaggtacgccggaacagccggaaaacgagcccaaatggttacatc- STM3808 100 STM2494 66.981 STM3808 100
4010971 gtgatgataaaaaacgtgtggttaacgctgataatatggaatgggatgcttttattaagcggttgttcaagcgtcatgtcgcacaccggcggtaaagagggtacttatcctggcacgcgcgccagcgctacgatgatcggtaacgatgagacaaactggggcaccaaatcgttggccatcctggatatgccatttaccgccgtgatggatacgatccttctgccgtgggacatcttccgcaaagacagttcggtaa+ STM3810 100 STM0168 57.143 STM3810 100
3680231 atggctgcaaatgcgcttgttcgtgcccgtatcgacgaaacgctgaaggaccaggcggcagatgtcctggctgaaatggggttaaccatttctgatttgatacggattacactgactaaagttgcgcgtgaaaaggcattgccttttgatttgcgcatacccaatgagttaacgtcccgaacgatagaaaatagcgaagctggcgttgatattcataaagccaaagatgctgatgatttgtttgaccagttaggga- STM3517 100 STM3517 100
1206274 atgcaatatgatgtctaatctatgacggaggtcagtaatggcaaaccatcgtggcggttccggtaattttgcggaagaccgcgaaagagcatcagaagcaggtcgtaa+ STM1120 100 STM1121 71 STM1120 100
4280152 gtgatacgccaaagcgatggctcttttgtcctgctggcgaccgagcgtaatttactgatcttcaatcgcgcttctgccgaggaaattcaggatcatcagtgtgatatcttgaaccaacaggtcatcaaatga+ STM4070 100 STM4064 87 STM4070 100
4342984 cagaggtccgcaaaagttcacgttggctttagttatttcgggttcgagagataccctctgaacgggcggtgtcttcaagggttaaacgagaaaccgctccgttc+ STM4124 100 STM0912 30 STM4124 100
4776066 atggttgtctggggcggttctcgtaaaattccataccggcctccgcatagaacagaaaatgcgggcatcatgaatgtctgtacaaacaataccgggataaaaagcacggttagtgcaacgtggataaataaggagggcaattga- STM4520 100 STM4355 53.465 STM4520 100
524539 ggggctctgttggttctcccgcaacgctactctgtttaccaggtcaggtccggaaggaagcagccaaggcagatgacgcgtgtgccgggatgtagctggcagggcccccacccatt+ STM0467 100 STM1057 46 STM0467 100

1538853 atgttcgatttttcacaggaagttgaccgacgcgggacatggtgtacgtagtgggattatgtcgccgatcgttttggcgaagccgatctgctcccctttacgatctcggatatggattttgccaccgcaccgtt- STM1464 100 STM1223 65.094 STM1464 100
890722 atgaaaaccattaaatatgctgttgcagccatcgcgctttccaccctttcttttggcgcttttgccgcagaaccggttagcgcgtctcagacgcaaaacctgcataaaatcggcgtagtgtctgccgatggcgccaccacgctggatggcctggaagctaaactggctgaaaaagccgccgctgctggcgcaagcgcttataacatcacctccgccgtaggtaatgacaaaatgagcggcactgcggtgatttata- STM0823 100 STM3361 69.231 STM0823 100
712285 atggcacgccttttgattagggaagacaggactaaagcaaaggagttaatcgtgaaaaaaaatgcagtggtgattcaccctcaggattgcgtcgcgacggctattacggcgctcaaggctggcgaaaccgccacaatgttcattggcgaacgcgagataagcgttgtgttacatcaggatgtgccatttggccacaaattcgccatctgcgatgtgccttttcatggcgaagtttataaatatggcgaatccattg+ STM0649 100 STM3103 60.952 STM0649 100

2029151 atgaagcctcttatttttactctttcactgctagccctgacgggatgcaccattactcgacaagcgcaggtcagcgaagccagcccgataagcggcatcgtgcgcctgacgtataaccagccgctattttttacttcacggacagatgattatgtatctcacgggaccgcaacacgcgaatgccagcagatgggctatgccgatgccgtttcgtttggtcagccggtaggaacctgtagcatttatgcgggctcgt+ STM1934 100 STM4261 88 STM1934 100
2462079 atgcagattctgattaccggcggtacaggcctgatagggcgtcatctcattccccggctgttaacactggggcatcaggtgacggtcgttacgcgcaatcccgataacgcgcgtcagattctcgattccagagtgacattatggaaagggctggcggaacgtgagcacctcaatgagattgatgccatcatcaatctggcgggcgaaccgattgccgacaagcgctggacgtcgcaacaaaaagaacggttgtgcc+ STM2350 100 STM2350 100

P37321 atggcactttacggctatgcccgcgtttcaaccagcgatcaggatcttactctgcagacacaaattctccgcgctgctggttgtgaaattattcgtgcagaaaaagccagcggaagcggccggaccggaaggagcgagttgcagctgctgctggagttcctgcgccctggtgatacgttgatggtgacacgcgtggatcgcctggcccgcagcattaaggacctgcaggacattgtgtatgccctgaatcaacagg- PSLT045 100 STM0416 61.682 PSLT045 100
P41287 atgaagccagcccctggtgcggaaccggtcagaatgtacaaaagtccttacggcgggaaatacggcgtatggcggctggctgactgcgtcccgatgcgggcgaaacgccctcagacagaaaaacagcggctggccagcacacgtctgggcctgcaggcccggatgaagagtgagcgtggcaggttcgccatgctggcacatacctggttagcactgggccccgtcttcctcgataccgaaacgaccggacttgatg+ PSLT049 100 PSLT050 100 PSLT049 100
P62594 atgttaattaaggcgcgccatttttggcgtgtttttttttgccgttttccgtgtaatcataagtttattagtcgtgtaagcagaggtgaatttgtgaggaggagaaacgcaagagaggggataagtcgaactgtctcagtgtatctcgatgaagatacgaataaccgtcttatcagggctaaagatcggagtggaagaagtaaaacaatagaagttcagattcgtctgagggatcatctgaaacgatatccggatt+ PSLT076 100 STM2746 60.194 PSLT076 100
P21431 atgacacggtcacgcatctgtccggatactgaatccaccggtctcagtccggcatcggatgccctgccggtcagggagacgacagaacagtttgcacaggtctttttcggaaaatccgtgtccctgctgacgccggaagagcggttcacgacggtgtacgccggctcccgggatatacctgcggatttgcatccggcgagctggtttccggccgacacctggtttcgtaacgaacttcgcgcctgcgcggcctatg+ PSLT030 100 STM3135 71 PSLT030 100
P39411 atgccgcaggatgaatcagtcgtcaaacgggccagggaatactttttccgccaccaccggtatacagaggaagacctggaatccgactaccaggcagaactgtgtaactacagggatgacacctgggaagcaccacaacgggcagccagactcagtgcggccgtcaagcgctacaaaacgtatgagatgctgtacttcttcttccagatcgctgatgaggccgggctggactatactccgctggttgtaaagcgcc- PSLT047 100 STM2610 59 PSLT047 100
P50387 atgaactattccggacacgaaaaactccgcgcagaagtggcggcgctggccaacagcatgtgcgacctgcgcgccaccctgaaagtgctggaagagcgttatcactggcagcgtcacggacttactgaacgactggccgggcagagtctgcggcgtatcaacaccctgctggatgaagcgtacaacgaaagcctgatgctcaatgagtgttttaaagactga+ PSLT060 100 STM3427 63.303 PSLT060 100
P15764 ctggaaggcaacattatcaggcaagtcggtcacgagctttatgaattccgtgacagcagcggtactgtttatgtggacatcgataacaaatactggatggggcaaacagcctcgcctgcggataagattcatattaaaggagaagtggatcgaggctgggatggtataaagatagatgtaaaaaacatccaagtgatgaagtga+ PSLT020 100 STM3176 67 PSLT020 67.57
R18046 - STM1818 63.725 STM2126 56.364 STM2126 2.92

STM0326 100 STM2043 72 STM0326 100
2401661 atgctaaatgtggaaatgctatccaccggggatgaggtgttgcacggacaaatcgttgacaccaatgccgcctggctggctgattttttctttcatcagggcgttccgttatcacggcgaaatacggtaggcgataatctggacagtctggtcgctatcttgcgtgaacgcagtcaacatgctgatgttttgattgttaatggcgggttagggccgaccagcgatgatttaagcgcgctcgccgcggcaacggca- STM2293 100 STM0593 71.287 STM2293 100

STM2354 100 STM2355 77 STM2354 100
STM2421 100 STM3113 72.549 STM2421 100
STM2474 100 STM3076 85 STM2474 100
STM2481 100 STM0475 87 STM2481 100
STM0066 100 STM1976 60.577 STM0066 95.6
STM4547 46.078 PSLT075 44.34 STM4547 9.45
STM0459 57 STM0459 21.28

STM0821 61.165 STM0108 59.804 STM0821 17.84
STM1141 60.194 STM1141 13.6
STM0296 100 STM0573 58 STM0296 75.16
STM0747 100 STM0450 66.038 STM0747 73.25
STM1019 100 STM2621 100 STM1019 95
STM2235 60.377 STM0407 57.282 STM2235 37.75

STM3683 60.784 STM3683 10.52
STM0437 100 STM0438 65.347 STM0437 95.1



STM3275 61 STM2862 60.194 STM2862 17.95
PSLT023 61 PSLT023 7.42
STM0268 57.843 STM0268 9.35
STM0199 66 STM1533 49.505 STM0199 53.28
STM2238 59.615 STM4499 57.426 STM4499 15.59
STM0103 61.165 STM0103 24.83
STM3709 62.136 STM3709 6.53
STM2097 62.037 STM0356 59.259 STM0356 13.37
STM2178 50 STM2178 23.48
STM2087 58 STM2087 22.64

STM3691 64.078 STM0301 63 STM0301 9.03
STM2710 100 STM3478 63.107 STM2710 97.6
STM4246 78.431 STM3724 61.765 STM4246 15.66
STM0521 63.462 STM1283 60.784 STM0521 21.14
STM0293 64.151 STM0293 6.83
PSLT013 93 STM1584 71 PSLT013 86.4

PSLT021 61.165 STM2532 50.943 PSLT021 12.27
STM1855 80 STM1855 70.4
STM4500 87 STM2414 64.706 STM4500 73.95

STM3705 52.83 STM3330 39 STM3705 12.45
4012199 atgaaacaaatcacttttacgccgcgccatcaccagcttaccaacaccaatacctggacacctgacagccagtggctggtctttgatgtacggccttcaggcgcgtcatttacgggcaagaccattgagcgtgtcaatgtgcataccggcgacgtggaggtgatttatcgcgctgtgcagggcgcgcatgtcggtgtggtgacggtgcatcctgccgacaatcactatgtgtttattcatggccctgaaaaccct- STM3811 100 STM3811 96.69
4035050 atggctattaaactcattgctatcgacatggatggcacccttctgctgcccgatcacaccatttctccggcggttaaaaacgcgattgccgctgcgcgtgaaaaaggggtaaacgtggtgctgaccacaggccgtccgtatgcgggtgtgcacagttacctgaaagaacttcacatggaacagcccggtgattattgcatcacctataacggggcgctggtgcagaaagcaggggacggcagtacggttgcgcaaa- STM3831 100 STM4010 68 STM3831 100
4061513 atgagtatggttgaaactgccccgagtaagattcaggttcgtgatttgaacttctactacggcaaattccatgccctgaagaacattaatctggatatcgcgaagaatcaggtaacggcatttatcgggccatccggctgcggtaaatcaacgctactgcgtaccttcaataaaatgtattcgctttatccggagcagcgcgcggaaggtgaaattctgctggatggcgacaatattctcaccaacacccaggata- STM3854 100 STM0428 73 STM3854 100
3991144 atgatcaccgttgcccttatcgacgaccaccttatcgtccgctccggctttgcacagctactggggctggaacctgatttgcaggtggtcgccgaatttggttccgggcgcgaagcgttggcaggcttaccggggcgcggcgtacaggtatgtatctgcgatatctcaatgccggatatttccggactggagctgctaagccaactgccaaaagggatggcgacgatcgtgctctcggttcacgatagcccggcgc- STM3790 100 STM2246 62 STM3790 100
3472371 atgaagcagcaggcaggcattggcattcttttagcgctcactaccgcgatgtgctggggagcgttgccaatagcaatgaagcaagtgctggaggtgatggagccttcaaccattgtcttctaccgcttcttaatggccagtattggcctcggggcgatactggcagtaaaaagaaagctgccgccgctgcgtatttttcgtaagccgcgctggttggtgttattggcgatagcgacctgcggactgttcggtaat- STM3302 100 STM2581 61.538 STM3302 100
3506466 atgtcgttacttgaacaactggataaaaatattgccgcttctggcggcctgattgtctcctgccagcccgttccgggcagcccgctggataagccggagattgtagcggcaatggcgttggcagcggaacaggcgggcgcggttgcggtgcgtattgaaggcatagacaacctgcgtatgacccgctcgctcgtttcggtacccattatcggcattatcaaacgcgatctggatgagtctccagtgcgcattaccc- STM3337 100 STM1129 79 STM3337 100
3483630 atgaaattcaaaacaaacaaactcagccttaatcttatgcttgccggctcgctgctggccgccagcattccggctttcgccgtcacgggcgataccgaacagcctattcatattgactcggatcaacagtcgctggatatgcaaggcaacgtcgtgacctttacgggcaacgtggtgatgacccagggcacgattaagatcaacgccgataaagtcgtggttacccgccctggcggcgaacaggggaaagaggtga+ STM3318 100 STM3146 61.386 STM3318 100
3525064 atggaacccattacccttaccttatgtttattggtgttcgctatcgtcatgtttgtatgggaaaaagtgccactggccgtcacttccatgattgtctgcgtggccttagttatcaccggcgttctgaatatcaaacaggcctttgctggctttatcgacactaacgtcatcctctttgtcgcgatgtttatcgtgggcggtgcgttgttcgagaccggtatggcaaacaaagtgggcggcgtcatcacgcgcttc- STM3356 100 STM2333 62.745 STM3356 100
3560690 atggcgaagaaaacgaaggcggatgcgcttaaaacgcggcaacatttgattgaaaccgctattgcgcagttcgctttgcgcggcgttgccaacacgacgttgaatgatatcgctgatgccgctgatgtcacgcggggcgccatctactggcactttgagaataaaacgcagttgtttaatgaggtttggttacagcaaccacctttacgcgaacttattcaggataggcttacgggatgctggaatgataatcctt- STM3389 100 STM0477 78 STM3389 100
714477 atgaaaattaaaaaaacactggaacgttttcctggtggtatgatggttgtaccgctaatcatcggcgcattgtttaaaacttttgcgccggaggcgctggaaataggcggttttgtcacttctatttcgcatggcgcaatggcgattttaggcatgtttttagtctgtatgggcgcggatatccagtttaaagccgcgccgaaagcgctgaaaaaaggcgctgcgatcacctttgcgaaatttgccagcggcgtg+ STM0651 100 STM0161 77 STM0651 100
744071 atgtatgctttaacccagggccggatctttaccggtcacgaaattcttgatgaccatgcgcttgttgtcgctaatggcctgattgaccgcgtttgtccgatggccgaactgccgccgggaatagaacaacgctcattgaatggggccattctctcccccggttttattgatgtgcagctaaacggctgcggcggcgtgcagtttaacgataccgcagaagccgtcagcgttgaaacgctggaaattatgcagaaa- STM0683 100 STM0054 68 STM0683 100
772335 atgagtcgcaagcaactggcgctgtttgaacctgttttactcgtacaggcgctaacggatgccgtaaaaaaattaagcccacgcgcccagtggcgtaacccggtgatgtttgtggtctgggccggcagcgtgctaaccactctgttaacgctcgctatggtaacaggacaaatagcgggaagcgccttgtttacagggattatcagcctgtggttatggttcaccgtactgttcgccaattttgccgaagcgctg- STM0705 100 STM0498 74 STM0705 100

1596731 atgatgtcgcgtaaagacggttttttggcgttactggtggttgtcgtatgggggctcaattttgttgtcatcaaagtaggcctgcaccatatgccgccattattgctggcaggattacgatttttactggtggcgtttccggcaattttctttgtcgcccggcctaaagtcccgcttacgctgttgctgggctatgggctgacgataagctttgggcagttcgcctttctcttttgcgcgataaagtttggtatgc+ STM1517 100 STM1517 100
3826643 atgacatggacgcatcttcctctgggcaataagacctcgcgtttcacgcagtctgcgcttgcgctgatgatagcgggtacgctccccgcgtatgcgggaacatttaacccgcgctttctggaggatgtgccgggtattgatcagcacgttgacctttcaatgtatgaatccaataaagctgaacacctgccaggtaaataccgcgtctcggtggtggtcaacgaaaaaaaaatggagtctcgcaccctggagttt- STM3638 100 STM0023 83 STM3638 100
4046201 gtggttaagctcgcatttcccagggagttacgtttgttaactcccgctcatttcacattcgtcttccagcaacctcaacgggctggcacgccgcaaatcaccatcctcggccgcctgaattcgctggggcatccccgtatcggtcttaccgtcgccaagaaaaacgttcgacgtgcgcatgaacgcaaccggattaaacgtctgacgcgtgaaagcttccgtctgcgccagcatgaacttcctgcaatggatttcg+ STM3840 100 STM4477 63.366 STM3840 100
4067032 atgacaaagcgcattaataaagacactcaggtctgcatgtccctggcggcacgcccaagtaacttcggtacacgctttcacaactatctgtacgaagcgctggatctcaattatctctacaaagctttttcgccgaccgatcttacgcaggccattagcggcgtgcgcgggttggggatccgtggatgcgcgatctctatgccgtttaaagaagcctgcattccgctggtggatgaactggatgcttccgctcagg- STM3859 100 STM3183 62.376 STM3859 100

11245 atgcgatctgtgttaacgatttccgtcggcctgcttttcggcctggcgttaagtagcgtcgcgcacgcgaacgaccataaaatactgggtgttattgccatgcccagaaatgaaacgaacgatctcacgctgaaaattcccgtctgccgcatcgtgaagcgcattcaactcacggcggatcacggcgacatcgaacttagcggcgcatccgtctattttaaaactgcgcgtagcgccagccaaagcctgaacgtcc- STM0011 100 STM1427 66 STM0011 100
1332808 atgaaaaatattattttatccactttagttattactacaagcgttttggttgtaaatgttgcacaggccgatactaacgccttttccgtggggtatgcacaaagtaaagttcaggatttcaaaaatatccgaggggtaaatgtgaaataccgttatgaggatgactctccggtaagttttatttcctcgctaagttacttatatggagacagacaggcttccgggtctgttgagcctgaaggtattcattaccatg+ STM1246 100 PSLT009 73 STM1246 100
2780003 atgagcgagcagttaacggaccaggtcctggttgaacgggtccagaagggagatcagaaagcctttaacttactggtagtgcgctaccagcataaagtggcgagtctggtttcccgctatgtgccatcgggcgacgttcccgatgtcgtacaggaatcatttattaaggcctatcgcgcgctggattctttccggggggatagtgctttttatacctggttgtatcgtattgcggtcaataccgcgaagaactacc- STM2640 100 STM4247 58.654 STM2640 100
4096540 atgaaaaccgcaggtaatctcatcgtccttggcagcattaatgccgatcatatccttaatcttgagtccttccctaccccgggtgaaacggtaaccggtagccattatcaggtcgcgtttggtgggaaaggcgcgaatcaggcggttgctgcgggacgtagcggggcaaatattgcgtttatcgcctgcacgggcgatgacgatattggcgacagtattcgtaaacaattagtcagcgatcgtattgatatcgcg+ STM3885 100 STM3793 63.725 STM3885 100

80943 atgtgtgaaaaatatgttgaaagaccgctttatttgttaattgctgactggatgatggcagagaaccgatggatcactgccagggagatttcccgtcaatttgatattgaacattgcaaagcaattaatacgctctcctatattctgtcagaagtgggggaaattgtttgtgaagtgaagatgatccctaaccaaattgcaggacgaggctgccagtgccagcgtctggtgaaagtcgtgagtatcgactctcaac+ STM0068 100 STM3242 56 STM0068 98.51
143492 atgaaagcagcggcaaaaacgcaaaaatcgaaacgccaggaagaacagaccaacttcatcagttggcgttttgcgttgctgtgcggctgtattttactggcgctggtttttttacttggacgcgcggcgtggctacagattatcgccccggatatgctggtgcgtcagggcgatatgcgttcgctgcgtgttcaggaagtctccacctcacgcggtatgattaccgaccgttccgggcgtccactggcggtcagc+ STM0122 100 STM1836 79 STM0122 100
185468 atgacgttgccctttaaaccccatctcattgcccttgtgtgcagtgccgggttatttgccgcttcgggcgtactgtatgttaaaagccgcgctcccgaagcgcccgcgcaggcggcagctcccgcctctgagccaacgcagaccgctgtgcccgcgcctgtcgcgaaaacgacctttaccactgcgcaaattgatcaatgggtcgcgcctgttgcgctttatcccgatgccctgctttcgcaggtgctcatggcc- STM0157 100 STM0157 65.385 STM0157 100

3557528 atgaaagcggaatgtgaacctcagtactttggcgatgaatcgaagaagattattcacggtgacgcgctaacagaacttaaaaaactgccttctgaaagcattgacttaatttttgccgatccgccttacaatatcggaaaagatttcgacggtatggtggagtcctgggacgaagcgtcttttctggcctggctgtatgaatgcattgatgagtgccaccgcgtactgaagaaacacggcaccatgtacatcatga+ STM3386 100 STM3214 62.385 STM3386 100
1569671 atgataaaactggaaaatctcaccaaacaatttgtacagaaaaagggtcagccgctaaaagccgtcgacaacgtcaacctgaacgtgccggaaggcgaaatgtgcgtcttactcggtccctccggctgcggcaaaaccaccacgttaaagatgatcaaccggctgatcgcgcccagcagcggtaatattcttatcaacggcgagaataccaacgatatggatgcggtaacgctacgccgcaatattgggtatgtt- STM1491 100 STM2163 77 STM1491 100
3603122 atgctgcataccttacctcattgcgcttcgagcgttgattttcccgctttgctgcgcctgctaaaagagggcgatgcgcttttgctgctccaggatggcgttaccgtcgcgattgaaggtaaccgcttccttgaaagtctgcgcgatgcccccataacggtctatgccttgaaagaagacattgacgcccgcggcctgggtggtcaaatttcagacagtgtcgtcagggttgactatactgagtttgtcagactca- STM3449 100 STM1974 58.654 STM3449 100
1285266 atgaaatggtatccatggttacggcccgcctatgaaaaactggtagaaagttaccaggcgggacgtgggcaccatgcgctactgattcaggccttacctggcatgggcgacgaggcgctgtgctatgcgctgagccgttatctgttatgccagcagcctgagggccacaaaagctgtgggcattgccgtggctgtcagcttatgcaggctggcacgcatccggactattacacgctgacgccggataaaggcaaa+ STM1201 100 STM0484 63.366 STM1201 100
1317145 atggaataccaattaactcttaactggcccgactttcttgaacgccactggcaaaaacgcccggtggtcttaaaacgtgggtttagcaactttatcgatccgctctcgccggatgagctggcggggctggcgatggaaagcgaaatcgacagccgactcgttagccatcaggatggcaaatggcaggtcagccatggtcctttcgaaagctacgatcatctgggtgagagcaactggtcgctgctggtacaggcg- STM1229 100 STM3407 64.423 STM1229 100
1353387 atgggcattctttcatggattatttttggacttattgcgggtattttggctaagtggatcatgccaggtaaagatggcggcggattctttatgacgatcattctggggatcgttggtgcggtagtcggaggatggatcagtacgttctttggctttggcaaagtggatggtttcaacttcggcagctttgcagtcgcggtgatcggcgcgattgtcgtgctgttaatctacagaaaaatcaaaagctaa+ STM1274 100 STM1797 69 STM1274 100



2185439 atgagtttacgacaaaaaacgatcagcggcgctaaatggtcggctatcgccacgatagtgattatcggtctggggttaattcagatgacggtgctggcgcggatcatcgacaaccaccagtttggcctgttgaccgtctcgctggtgattatcgcgctggccgacacgatctcggactttggcatcgcgaactcgattatccagcgtaaaacgattgggcatctggagctgaccacgctttactggctaaacgtt- STM2102 100 STM2102 100
3644451 atgaagcgatggatagccataatactgatagccttgatgcccgccgcgcaggcgggaaaagcggcgaaagtgacgctggtggttgatgacgtccctgtggtgcaggttttgcagactttagccgagcaggagcggcagaatctggtggtgtcgccggacgtcagcgggacattatcgctacatctgacggatgtgccgtggaaacaggcgctacagacggtggtcaatagcgcggggctggtgctacgtcaggag- STM3488 100 STM3489 86 STM3488 100
1323210 atgttcaagccgcacgtgaccgttgcctgcatcgtacatgccgaagataaatttctggtggtagaagagaccatcaacggtaaatcgttatggaatcaacctgccggacacctggaggcagatgaaacgctggcgcaggccgccgcgcgtgaactgtgggaagagactggcatcacggcgcaaccacagtattttatccgtatgcatcagtggattgcgccggataaaaccccgttcctgcgctttttattcgcta- STM1235 100 STM1301 58.879 STM1235 100
1354451 atgtttcagttaaagccgggcgcgttggcaatagttattggcgctaaaacacccgccggacggcagaatattggtaaatcggttgagctattttgcctgtgccaacccggagatgaattcattaatccagtaaatggacacgtcaccttactgccgaaagaagcgcctcgggcgctgtggctggttacgggcgacgtagcctccgccgatggccagcacggttttgcctgggtgcgggcagaacatttgatgccgt+ STM1276 100 STM1276 100
2189943 atgataatgcgtcagacaaaactttacccggttgtgatggccggtggctccggtagccgattgtggccgctttctcgcgtgctttatccaaaacagtttctgtgcctgaaaggcgatctcaccatgctgcaaaccaccatttgccgtctgaacggcgtggagtgcgaaagcccgctggtgatctgtaacgaacagcaccgttttatcgttgccgaacagctccgccagctcaataagctgacggagaacattatt- STM2105 100 STM2084 72 STM2105 100
2227446 atgttctggattgttcttattattgccgccctattttttagctggcgcaactacaaaaaaaacaaaccgctgattgcagcccgtatcgccgaggagaaagaaaaagatcgcctgaaagacctgcgtcgcgatacccgacggcggcaatgggcgctggcgctagctgatatcctcgcccggcgcaacgggctaccgatcaaaggcgttgagctggtatttaaacttgacgatgacaaacgccgctatctggcgcagc+ STM2134 100 STM2043 54.369 STM2134 100
2885570 atgaaacgcgcgccctttctctgtaagcagtctccggaccgcacgctcgaagtggtgatccttgccggaagcctggcatgggaaacctcacgcgtgtggcgaaaagatcccgaccgggaagatgatgttcctccgatggtactcggcccgaatgaactggccgatctgagcaatctgaccattatcaggcccgacacgctctacgtccgggtacttcgcaccggcgatatcagtgaagaagatctgctgaaaatt+ STM2745 100 STM3776 56.863 STM2745 100
1369688 atgactatcaaagtaggtatcaacggttttggccgtatcggtcgcattgttttccgtgctgctcagaaacgttctgacatcgagatcgttgcaatcaacgacctgttagacgcagagtacatggcatacatgctgaaatatgactccactcacggccgtttcgacggtactgttgaagtgaaagacggtcatctgatcgttaacggtaaaaaaatccgtgttaccgctgaacgcgatccggctaacctgaaatgg- STM1290 100 STM2558 66.038 STM1290 100
2211520 atgagtaaaccatcccaacatgttttcgttaccgtcccccacccgctattgcgtctggtcagtttaggcctggtcgcgtttgtctttacgctcttttcgctcgtattatcgcgtgtcggcacccaactcgcgccgctgtggttccccacctccattatgatggtcgcgttttaccgccatgcgggccgtctgtggccagggatcgcggtcgcctgctcgctcggcagcatcggcgcctcactgactttatttcct+ STM2123 100 STM3388 83.168 STM2123 100

9319 atggataccttacgtattggcttagtttctatctccgaccgcgcttcaagcggcgtttaccaggataaaggcattcctgcgcttgaggagtggctcgcttctgcgctgaccacgcctttcgaggtccaacggcgcttaattcctgatgaacaggaaattatcgagcaaacgttgtgtgaactggtcgatgagatgagctgtcatctggtgctgaccactggcggtaccggtccggcgcgtcgcgacgtcacgccgg+ STM0008 100 STM0803 71.287 STM0008 100
328931 gtgaaaaagtacgctgtagaggttctgtttatgtctgcctgtgcaggaatgttcctgcccgtatttgcctggggcggaacagatgtaaacattgataacccgctggcggagtgtgtggatatccatcccgttcatcgtcaggaaatggataaccttaccattctgaaaacaacggtcacactgaaaaaaagcaccggtgaatgtggctgtttctcaacattaatcaactataccagcttactggcgcaggatgttg+ STM0287 100 STM0757 62.037 STM0287 100
360206 atgggcaattatattcgtcctttatcagatgtggtattttctatcgcatcagataacctgtggatcgaagattccgcgatccaacaattatatacgacggctaagttaaccggtatgaaacgcgttatcgggatgccagatctgcatccggggcgtggctatcctattggcgcagcctttttctcgcgtggacgcttttatccggcgctggtcggcaacgatatcggctgcggcatggcgttatggcaaacggat+ STM0314 100 STM3937 64.545 STM0314 100

1132720 atggcaacgacggacacactcaatatggcggcaccggcaatggtgcgaatctgcctttacggggatttacaacgatttggaaagcgcatcagcctcagcataaagacagcggcggaaggcatacatgcgctggcgatacaactccccggattccggcagcgaatgaatgagggctggtatcaggtccggattgccgggagcgatatggcgccggatacccttactgccagactgaacgaatcgttaccgccggggg+ STM1046 100 STM1047 100 STM1047 100
4331111 atgacccatcgtattcaacgcctcaaagccgctctgtttcagaatcaccgtgaaatttctctggagcgcgcgctgctttataccgccagccatcagcagacggagggcgaaccggtcattttgcgccgcgccaaagcgacggcgtatatccttgaacatgttgaaatttcgattcgtgacgaggagctgattgccggaaaccgaaccgttaagccgcgcgcgggtattatgtcgccggaaatggacccgtattgg+ STM4114 100 STM0843 60.748 STM4114 100
4522054 ttgcataatctggacatcttccttcctgaagccggatttctggcgctgttgttgagtctcggggtcaacgtgctgaccccgctggcgacgtggtgcgggatggggcagcactggcgcggcgtcatgcgcctgacgacctgcggcgcgtggacggcgttcacgctgctgctactggcgtttgcgattctggttagctgttttctgaccagcgatttttcggtcgtttatgttgcgcagcatagccatagtcagttg+ STM4281 100 STM2249 85 STM4281 100
3080104 gtgtatctctcaagaataacgctgcacaccagcgagctttcgccggcacagctcttgcatctggtggagcgcggcgagtacgtgatgcaccagtggttatgggatctctttcccggcagcaaggaacggcagtttctttatcgccgcgaagagttacagggcgcgtttcgcttttttgttctctcacaggaacagcctgccgccagcgcgatttttgacgtgcagactcgcccatttgcgccaacgctgagcgcgg- STM2939 100 STM2643 62.745 STM2939 100
2520368 atgttccacccgcgtgcccgaacgatgctgctgctgtcgctccccgcgctgattattggcgtagcgtcaagcctggttttaatcgctgcgatgaaagtcgcgtcggtttttcagcaatttctttggcaacgactgcccaccagcatcggcatcgcttatgattcgccgttctggatagtgggtatgctcacgctaaccgggatcgtggtgggtttgattatccgttacagtcccggacacgctggccccgatccg+ STM2404 100 STM1049 65.686 STM2404 100
2559708 atgaagagtactgagtttcatccagccgattatgatgtacacggacgtttacgcctgccgtttctgttctggtgcgtactgctacttcaggcgcgcgcctgggtactctttgtcattgccggttcatcccgtggacagggtaatactttgttaaactttttttatcccgaccatgacaatttttggctggggctgttgcccggcgttccggcggtagtggcatttttactcagcgggcggcgtgacgcggttcctg- STM2448 100 PSLT104 63.462 STM2448 100
1004271 atgggtatccagacgtcgaagtttatgcctgagaaaagcaaggcaaaaacgaaaaaaattgttgtcagtactcagtcggttttatttaaaaaaaacaaacatatccccgtaatctattatactgcaacaattcaacgtagagagacttacttaccacaatatcatttgatagctacaataagttttcaatccttaaactactgtggttttaactttacccctcatccaggcaactgcggatgggattttttaacaa- STM0929 100 STM3429 60.194 STM0929 100
977156 atgaaaatgcactttgatccccattcgtgggacagttggatcgaactttttcaaagctggtggcggggagacgtacccattggcggcgttgttatggcaatcgttgttgcgtttttccgcatggtctataacggcagcagctggaaagaaacgctgtttgaagggttgctgtgtggttccctgaccctgacggcggtttctgcgctggattattttgatgtgccgaaaagtctgacaatagccattggcggcacta+ STM0906 100 STM2237 68 STM0906 100

STM0922 100 STM0923 100 STM0923 100
2665318 atgggtttttatttgacgagtcggatcatgaaaaatataaaaagccagggaaatggcgaacagcccgctatttctcgccgccactttatccaggccagctccgcgcttattgcgttaccgtttgtctcctcgccagctaccgctcaggcgcgcgctgtgacggcaactgaaaacaggcctgcggaaaaagtcgttcagacatgcagcacttttgactgcgggggcaaatgcgatattcgggcgcatgttagtgac- STM2530 100 STM4305 75 STM2530 100
2706172 atgaatttaagcctggtgcgtatgtcacacgttttcgtccaaactattaaacgatgccttttgcggtggggaataccggtgggcatatcgtgtctggcgctgaccgcatgtgttccccatgcttcacagcaactgcccggtagcgcagcgcaggacacgctcccccattatcaactggcggattatctcccgacggcgtgcgcggatatctggtcgctacgcgggcaggcggtggagacgaatccgctgtactggc- STM2563 100 STM1183 62.857 STM2563 100
4240095 atgagaactcatcgtcagatggatgcaaccagcgcaaaaaagatcgttgataccttcagcgatgcggtaaaaaccgtcccactgatgggggaagaccgaaatgacaatgagtatcgcagggcactagcgctagtggagtttctggtcgaccacgacgatcttgaaaacccactatttgaattgctctgtgcccgaatcagtgaatacgaaaaacatgcgccggaattcaaagcactcaaccaacacctggagaaaa- STM4030 100 STM2560 47 STM4030 100
4426922 atgaaaatttcattagtggttcccgtctttaatgaagaggacgcgatccctattttctataaaacggtcagagaatacagttcacttaaaccttataacgttgagattatcttcgttaatgatgggagtcacgatgcgactgaatcaatcatcagcgcattagctgttgccgatcctcttgttgttccgatctcatttacccgcaattttggtaaagaacctgcactttttgccggattagatcacgcgaccgga- STM4205 100 STM0558 82 STM4205 100
3000154 atgcacgaaatcaccctctgccaacgggcactggaattgattgaacaacaggcttcagcatacggtgcaaaacgtgtgacagccgtctggatcaaaattggcgcattttcttgcgtggaaaccagcgctctttccttttgttttgatctggtatgccgcggcacgatagcagaaggttgtaaactgcacctcgaagaacaggaagccgaatgctggtgtgagcattgtcaacaatatgtcacgttgttaacccacc+ STM2854 100 STM3144 67 STM2854 100
3075299 atggatcaaaaacgactcacccacctgcggcaactggaggcggaaagtatccacattatccgtgaagtggcagcggaattcgctaatccggtcatgctgtactccattggtaaagactccagcgtcatgctgcatctggcgcgtaaggcgttttatccgggtacgttgccgttcccgctattgcacgttgataccggttggaaattccgtgagatgtacgcctttcgcgatcgtaccgccaacgcatacggctgcg- STM2935 100 STM2935 100
963937 atgacgctcttggacgcaggaggaattatggctaaaccagcctatccaaccggcgttgaaaaacacggagacaaactccgtatctgcttccactacaaggggaggcgtgttcgtgaaaatctgggggtgcctgatacccccaaaaatcgcaaggtggccggagaactcagggcttcggtctgctttgcaatcaaggtaggtactttcgactatgcggcgcaattccctgactcaccgaacctgaaactattcggg- STM0893 100 STM1005 81 STM0893 100

2583480 atgaaccagctagacggcatcaaacaattcactaccgtcgtcgccgatagcggcgacatcgagtccatccgccactaccagccgcaggatgccacgacaaatccctctttactgttaaaagccgccgggcttgagcagtatggtcatttgattgaggatgcgattgcctgggggaaaaaacacggcggtacgcaggaacagcaggttgcggcagccagcgataaactggcggttaattttggcgcggaaatactg+ STM2473 100 STM0007 84 STM2473 100
1036196 atgggcacgaccaaacacagtaagctgcttattctgggctcaggaccggcgggatataccgcggcggtgtatgccgcgcgcgcaaatttacagccggtacttattaccggtatggaaaaaggcggtcaactgactaccacgacggaagtggaaaactggcccggcgatccaaacgatttgaccggcccgctgctgatggaacgcatgcatgaacatgcggcaaaatttgaaaccgagataatttttgatcacatc- STM0958 100 STM0609 62 STM0958 100
1075410 atgagtttcgtcgtcatcattccggcccgtttttcatctacccgactgccaggcaaaccattagtggatattaatggtaagcccatgattgttcatgtcctggagcgggcgcgcgaatctggcgcggaacgcattattgtcgcgaccgatcatgaagacgtggctcgtgcggtagaagcggctggcggcgaagtgtgcatgacgcgcgccgatcaccagtccggcaccgaacggttggcggaagtggtagagaagt+ STM0988 100 STM1993 65.347 STM0988 100
1060460 atgacgcaaacatttattcccggcaaagacgccgcgctggaagactccatcgcccgcttccagcaaaagttactcgacctcggctttcacatcgaagaggcctcctggctgaacccggtgccaaacgtctggtcagtgcatattcgcgataaagagtgcgcgttatgctttaccaacggaaaaggcgcgaccaaaaaagcggcgctggcctcggcgctgggcgaatacttcgagcgtctgtcaaccaactacttc- STM0975 100 STM0490 60.952 STM0975 100
2742000 atggcgccggaggactggctgagggctgaaacgcagggggatattgtggcgctggttcacagccatcctggcggccagccgtatctgagcgatgtggaccgcaggctgcaggttcaaagcgacctgccgtggtggctggtatgcgccggccaggtacataaattccgctgtgtgccacacctgaccggacggcattataaacatggggtttttgactgttacacgctgttccgtgatgcctatcatctggcgggga- STM2590 100 STM2591 100 STM2591 100
4643591 ttgcgccttaaaactgttgggccgattgtggcatcgcaagggcgtaatactctgcaggagacaacaatgaaaattttccaacgctacaacccgctacaggtggcgaagtacgtgaagatcctgttccgtggacggttatatatcaaggatgttggcgcttttgagttcgataagggtaagattcttatcccaaaagtgagagacaagcagcacttgtctgtgatgtctgaagttaaccgtcaggttatgcgtctgc+ STM4406 100 STM4298 61.538 STM4406 100
2389963 atgttgagtatttttaaaccagcgccgcataaagcgcgcttgccagcggcggagattgatccgacctatcgccgattacgctggcagattttcctggggatattctttggctatgccgcgtattatctggtgcgcaagaactttgccctcgcgatgccctacctggtagaacagggtttttcacgcggcgatctgggctttgcgctgtccgggatttccatcgcttatggtttttcgaaatttataatgggttcg- STM2283 100 STM2198 81 STM2283 100
2456606 atgaaaatcatggcaatttgcggttccggcctgggtagtagttttatggtagaaatgaacattaaaaaagtattaaagaaactcaatattgacgccgaggtggaacactccgatctttcatcggccacgcccggggctgccgatctttttgtaatggccaaagatatcgcggccagcgccagcgtaccggaaagccaactggtggtgatcaataacatcatcgacatcaacgaactggaaacgcagctgcgcgcat- STM2343 100 STM0618 63.636 STM2343 100
2021011 gtgcttatcttattaggttacctggtggttatcggtacagttttcggcggttatgtcatgaccggcggacaccttggggcactctatcaacctgctgaactggtcatcattggcggcgcggggataggggcgttcattgtcggcaacaacgggaaggccatcaaaggcacgatgaaagctatcccgttgttatttcgtcgttcgaaatacacaaaatctatgtacatggatttgctggcgttgctctatcgcctga- STM1923 100 STM1923 100
2477364 gtggcgagtaagtttcagaatcgtttagtcggcacgattgtgttagtcgcgctgggggttattgtgcttcccggtctgctggacggacagaaaaagcattatcaggatgaatttgctgcgattccactggtaccgaagcctggcgaccgcgatgagccggatatgatgcctgccgcaacgcaggcgctgccgacacagccgccggaaggggcggctgaagaggtgcgggcgggagatgcggcagcgccgtcgctgg- STM2364 100 STM1882 62.5 STM2364 100
1305816 atggcgtcgcctttatcattgttaattggcttgcgtttcagccgtggacggcggcgcggcggtatggtttcgctcatttccgtcatttctaccatcggtatcgcgctgggcgtggcggtgttgattgtcggtttaagcgcgatgaacggtttcgaacgcgagttgaataaccgtattctggcggtggttccgcacggggagattgaagcggtcaatcagccgtggaccaactggcgtgaagcgctggcaaaagtg+ STM1219 100 STM4479 60.185 STM1219 100
1504193 atgtttacggggatcgtacagggtaccgcgaaactggtatcgattgatgaaaaacccaactttcgcacccatgtggtgacgttacctgactacatgctggaggggctggagacgggggcgtcggtagcgcataacggatgctgtttgacggtgactgaaataaacggtaaccagataagttttgatctgatgaaagaaacgttgcgcatcaccaatctgggcgcgttgagggtaggtgatgaggtcaacgtagagc+ STM1426 100 STM2491 61.165 STM1426 100
1324213 atgcggcaattaataagttctgaaaacaccatgcaaaaaacttcttttagaaatcactacgttaagcgattcagctcacgacaagcatctaaatcacggaaagaaaaccagccaaaacgcgtggttttgttcaataaaccttacgatgtgttgccgcagttcacggatgaagcaggtcgccgcacgttaaaagattttattcctgtgcaaggcgtttatgccgcaggccgcctggaccgcgacagcgaagggcttt- STM1237 100 STM4193 74 STM1237 90.24

29978 atgaacagatcacactgcgctctttttgccatgggactgatgctgtgtccacaaatcaatgccagcgctgacgacctcgcttataacctcgaatttaccggcactattgtggcgcaaacctgcgacatagatatttccagtctcagtcaaagtattgatttagggcagtttgcagttggcgatttcccctcgacgggaacaacgacaaaatttaagccctttaatatcaacctcaaaaattgttcccgaggaatta+ STM0025 100 STM1088 63.107 STM0025 100
2069764 atgctctcaatccatgaccccttgctgatttttaccgatctggacggcacattgctgaacagccacacttttgagtggcagcccgcggccccctggcttacacgcctgcatgaaagcggcgtgcccgtgatcctctgtagcagtaaaaccgcggctgaaatgctccagctccagacgacgttaaatctacagggactgccgctgattgcggaaaacggcgcagtgatccaactggacgttcattgggaagaccatc+ STM1986 100 STM1624 93.069 STM1986 100
1404993 atggccagtggcgatattacccgttatgttattaccgtaaccttccatgaagattccctgaccgagattaacgaactcaataaccatctgacgcgtagcggttttttgctgacattaacggacgatgaaggggatgtgcatgagctcggcaccaatacgtttggctttgttagcgctcagagcgctgatgaaatcaaagcgcttgtcgccggacttgcgaaaagcgcgttagataaggatgtcgacattaccgtgg- STM1325 100 STM1610 56.863 STM1325 100
4613502 atgtcacaagatcctttccaggaacgcgaagcagaaaaatacgcgaatcctatcccgagccgggaatttatcctcgaacatttaacgaaacgtgaaaaaccggccagtcgcgaagaactggccgtagaactgaatattgaaggcgaagagcagcttgaagccttgcgtcgccgcctgcgcgcgatggagcgcgacggacaactggtctttacccgccgccagtgctatgcgctgccggaacgcctcgacctgctg+ STM4368 100 STM3504 61.765 STM4368 100
4639028 atgattgctatcactggcgcaacgggccaactgggccaacacgttattgaaaacctgctaaaaacgacgcccgccagccacctcgtcgcgatcgtccgtaacccgaaaaaagccgccccgctcagtcagcgcgggattgccgttcgccaggcggattacgctaacgaagccgcgctgaccaccgccttacagggcgttgataaactgctgcttatatcatccagcgaagtgggacaacgcaccgcgcagcaccgca- STM4401 100 STM3495 64.762 STM4401 100
4670359 atgaaaggcagactcatctcttccgatccgtatcgtcagcaattccttgttgagcgtgcggtctctttttcgcatcgtcagcgtgattgcagtgaattaatcagcgtcttaccgcgccacgcgttacagcagattgacggattcggcggcagctttaccgaaggtgcgggcgtggtattcaacagcatgagcgaaaagacgaaggcgcaatttctttccctttatttttctgctcaggaacataattacactctg+ STM4426 100 STM4426 100
4729741 atggccggggaaagctatattttaatgggtgtttcaggtagtggtaagtctttaataggcagcaaaattgcaacattattttctgcgaagtttattgacggcgatgatctccatccggcgaaaaacattgataaaatgtctcagggaataccgttaactgatgaagaccgcttaccctggctggaacgattaaatgacgcttcatacagtctttataaaaaaaatgagacgggatttattgtttgctcgtcattaa+ STM4485 100 STM3542 69.307 STM4485 100
4756931 atgaaagtcatatggactgtcactcctgtggggtatcagcgcatagcgaaacgttgcccttcatgcagcgtaaaacgggacttcacgccttctggggcatttcgggttaattcgcaaaagaaggtactcgatgtctggagtatctataaatgcacacactgcgattacacctggaatatctccctgttctcacgcctaccagtcagcaaaattaaccgcgatctttattgccggctgatggcgaatgatgctgcca+ STM4502 100 STM2473 64 STM4502 100
2387414 atgacactaacccaaatccacgccctgcttgccgtactggagtacggcggatttaccgaggccagcaaacggctatacatgacgcaatccgccgtcagccaggccatctccgcgcttgaggaggagctcggcgttgacatattgattcgtgagcgtcgtaaagagatcgagcttaccgccgccggtagccgcatcgtcaggcacttacgcgcgatccagcgcgacgtcaacgcggtaaaagagattgccgaacaag+ STM2281 100 STM3834 61 STM2281 100
2423466 atgcttaacggaaaaacattaatgctgttgttgggtggggttattctctcgggctgtgggccggagccctccgacccgcagggaaataatccggctgagttaaaacagaagcggactatccagaaagaaaatagcgctcaggccggggatgacactgtccagaaaagacaagccgaggccgcccaacaggctgcgaaaaaagcagccgaatatgctgaagccaaagccctggcagatgccaaagcggcatctctg- STM2315 100 STM4369 66.667 STM2315 100
2456313 atgtttatccttgaaacgctgaattttgttgttgatattttaaaagtgccctcggtgcttgtagggttaattgcgctgattggtctggtggcgcagaaaaaagcgttttccgatgtggtgaaaggcacgattaaaaccattttaggttttattgtgcttggcggcggcgcaaccgtactggtgggttcattaaatccgctagggggtatgtttgaacacgcttttaatattcagggcattattcctaataatgaa- STM2342 100 STM2552 66.667 STM2342 100



2021720 atgataatgagtgaaaaaagcattgttcaggaagctcgcgatatccagttggcgatggagttgattaatcttggcgctcgtctacaaatgctggaaagcgaaacacagctcagccgtggtcgcctcatcaggctgtacaaagaattacgcggtagcccgccgcctaaagggatgctgccattttcgacagactggtttatgacctgggagcaaaatattcatgcctccatgttctgcaacgcctggcaatttttac- STM1924 100 STM3464 91 STM1924 100
2851281 atggctcaggattaccaccacggggtgcgcgttgttgaaatcaacgagggcacccgacctattaccacggtgagcactgccatcgtgggcatggtctgcaccggcgatgatgctgatgcgtccgtgttccccctcaataagccggtcctgctgactgatgtgctcaccgccagcggtaaagcgggggagtccggcacgctggcccgctcgctggacgcgattgcagatcaggcaaaacccgtgactgtcgttgtg- STM2701 100 STM4213 59.434 STM2701 100
2577359 atgaacgatttcatcaccgaaacgtggctcagagcgaatcatacgctcagcgaaggatcggagatccatctgcccgctgacgcacgactgacgccctcggcccgggaactgctggaaagtcgccgtctgcgcattaagtttctggatccgcaaggccggctgtttgtcgatgatgacgaacagcagccgcagccggtacatggcttaaccagtagcgatacgcacccacaggcctgctgtgaactgtgccgccagc- STM2467 100 STM0352 66.019 STM2467 100
2795676 atggcagaaattattcagcgtatagataaaaacaacgctgaggctccggagatgcggcgacgcatatgggctatcgtgggggcctcttccggaaacttagtggaatggtttgatttctacgtctactctttctgctcgctctattttgcacatatcttctttccttctggtaataccactactcagcttttgcaaacggcaggcgtctttgccgccggttttttaatgcggcctatcggtggttggctatttgga- STM2654 100 STM0689 84 STM2654 100
411176 atgaccatcgatcttccggttatctggtttgctattatcgtgttcgccacgctgatgtatatcgtaatggatgggttcgatctgggcgtcggtatcctgtttccgtttattcgtgataaacacgatcgcgatgttatggtgaactcagtcgcgccggtatgggacgggaacgaaacctggctggtgctgggcggggccgggctttttggcgcgttcccgttggcttatgccgtcatcaccgacgcgctgactatc+ STM0361 100 STM0741 79 STM0361 100

2099143 atgagtaagctgttttgggccatgctcgcttttattagccgcttgcccgtgccgtcacgctggtcgcagggactggatttcgagcagtattcgcgtgggatcgtgatgtttccctttatcgggttgattctggggggcgtaagcggcctgattttcatcctcctgcaaccctggtgtggtattccgctagcggcgttgttctgtattctggcgctggcgctgctgaccggtggttttcacctggatgggctggccg- STM2017 100 STM0992 53.774 STM2017 100
4439817 atgacagagatcgttgtttccaaatttggcggtaccagcgtcgctgattttgacgccatgaaccgtagcgcggatatcgtactttccgacaccaatgttcgtttagtcgtgctttccgcgtctgccggcatcactaacctgctggtggcgctggccgaagggatggagcccggcgaacgtttcgctacgctcgacgccatccgtaaaatccagttcgatatccttgatcgtctgcgtcatccgaatgtcattcgc- STM4220 100 STM0094 64.762 STM4220 100
2968491 ttgatcccggacgtatcacaggctctggcctggctggaaaaacatcctcaggcgttaaaggggatacagcgcgggttagagcgcgaaacgctgcgtgtcaatgctgatggcacgctggcgacaacaggtcatcctgaagcgttaggttcagcgctgacccataaatggattaccacagattttgcggaagccctactggagtttattacgccagtcgatggcgatatccagcatatgctcacctttatgcgcgat- STM2818 100 STM2818 100
1433495 atgtcggatgataaatttgacgctattgtggtgggcgcaggcgtagcaggaacggtcgccgcgtatgtgatggcaaaagcgggactggatgtactggttattgaacgcggaaacagcgcgggcagcaaaaatatgaccggtggccggctctacgctcacagtatcgaaagtattatgccgggattcgcaacgtccgcccccatcgaacgcgtcgttacccgtgaaaaaatctcctttttaaccgaagaaagcgcc- STM1352 100 STM0077 73 STM1352 100
2066063 atgcgccgtttgttattcctttctctggcgggtctgtggctttttagtcccgccgccgctgcgcaactgccggggcttatcagccaaccattagcgggcggaggccaaagctggtcattatccgtccagacgctggttttcatcacctcgctgacgtttctgccggcgattttactgatgatgacgagcttcacgcgtatcatcattgtttttggcctgttgcgtaacgcgctgggcacgccctcggcaccgccaa+ STM1979 100 STM1419 72 STM1979 100
3017520 atggaaacatcaaaagagaagacgataacaagcccagggccatacatagttcgattacttaacagctcactgaacggctgtgagtttccattgctgacaggccgaacactctttgtggtaggtcagagtgatgcgctcactgcttcaggtcaactccctgatatacctgccgatagcttttttatcccgctggaccatggcggagtaaattttgaaatccaggtggatacggatgcgaccgaaattatactccat- STM2874 100 STM2874 100
2010290 atggctaatctggtcgcgatgctgcgcctgcccagcaacctgaaatcgacgcaatggcaaattcttgccgggccgatcctcattctgctgattttgtcgatgatggtgctgccgctacctgcttttatcctcgacttattgtttacctttaatattgcgctatcaattatggtgctgctggtggcgatgtttacccagcgtactctggattttgccgcgtttccgaccatcctgctgtttaccacgctactgcgt- STM1913 100 STM2896 76 STM1913 100
2175112 gtgtctcatattattaagatttttccatcaaatattgaattttccggtagagaggatgaatcaatcctcgatgctgcgctatcggctggtatccatcttgaacatagctgcaaagcgggtgattgtggtatctgtgagtccgatttgttggcgggagaagttgttgactccaaaggtaatatttttggacagggtgataaaatactaacctgctgctgtaaacctaaaaccgcccttgagctaaatgcgcatttt- STM2093 100 STM2093 100
4092078 atgaagaaaggcaccgtactcaactctgaaatctcgtcggtcatttcccgtctggggcatactgatactctggtagtctgtgatgcgggtttacccatcccgaatagcaccgcgcgtatcgatatggcactaacccagggcgtaccttcttttatgcaggtggtggatgtcgtgacccgggaaatgcaggttgaggcggcgattcttgcaacggaaatcaaacaacagaatccgcagctccacgaaacgttgctca+ STM3881 100 STM4130 61.682 STM3881 100
256131 atggctgaaattaccgcatccctggtaaaagagctgcgtgagcgtaccggcgcaggcatgatggattgcaaaaaagcgctgactgaagcgaatggcgacattgagctggcaatcgaaaacatgcgtaagtccggcgctatcaaagcggcgaaaaaagcaggcaacgtggctgctgacggcgtaatcaaaaccaaaatcgacggcaacgtcgctttcattctggaagttaactgccagactgacttcgtggctaaag+ STM0217 100 STM0442 63 STM0217 92.21
438037 atgaaaataacattactggtgactttactttttggcctagtctttttaaccgccgtcggcgcaaccgagaaaccgttaacgccgcaacagcagcgcatgacgacctgtaatcagcaggcgacagcgcaagcgttgaaaggcgatgcgcgtaaaacctaccttagcgactgcctgaaaaacagtcagtcagcccctggcgagaaaagcctgacgccgcaacagcagaaaatgcgtgaatgcaatgttcaggcgacgg+ STM0384 100 STM1151 56.604 STM0384 100

4416348 atgctgaccgacacatctacccggcttaataaatatatcagtgaaagcggcatctgttcgcgtcgcgaggcggaccgttttatcgaacagggcaatgtctttatcaacggcaaacgcgccgccattggcgatcaggtagtcgcaggggatattgttaaagtaaatggtcggttgattgagccgcgagaagcggatgatttagtgctgattgcgctgaataaaccggttggcattgtcagtaccactgaagacggcg+ STM4193 100 STM2222 69 STM4193 100
88203 atgaaaaatgaaaagaaaaaatcgggaattgaaccgaaggttttttttccgccattaataattgtcgggatactttgctggctaacagtcagagatcttgatgccgctaacgtcgttattaatgcggtattcagttatgtcaccaacgtctggggttgggcatttgaatggtatatggtcgtcatgctcttcggctggttctggctggtttttggcccctatgccaaaaagagattaggtgacgaaaaaccggag- STM0074 100 STM3501 61 STM0074 100

1390025 atgaataaccagttaacggagatcactgtggtacggcgtcaatcagccccccgccttgagtttgaagcggcggccatttacgaatatccagaacatttacgtcctttcctcagcgaagcgccagccttaccgggcgtctatatatttcatagcgaaagcgatacgctgccgctttatatcggtaaaagcgtgaatattcgcagccgggtgctttcacatctgcgaacgcctgacgaggccactatgctgcgacagg- STM1309 100 STM1180 61.905 STM1309 100
1439421 gtgctctctgcacaagaagcagtaaattatattccagatgaggccactttatgtattctgggcgcaggcggcggtattctcgaagcgacaacattaattaccgcactggcagataaatatcaaacaacccagtcaccacgagatttatctattattagccctaccggattaggtgaccgcgccgatcgcggcatcagcccgctggcgcaggagggactggtaaaatgggcgctatgcggacattgggggcaatct- STM1357 100 STM4047 92 STM1357 100
1538497 atgattgatattacgcttcctttgactgacatccaccgccaccttgatggcaacattcgcgcccaaacaattctggatcttggtcggcagttcaacatcgcccttcccgcccaaacgctggaaacgctgattccgcatgtccaggtcacctcaaccgaacccgatttagtaagctttctcactaaactcgattggggggtaaaagtcctggcatcgcttgacgcctgccgccgtgtggcctttgaaaatattgaa- STM1463 100 STM2842 61.905 STM1463 100
1108645 atgagcaacatcgacaaacgggcgcttcgtgaagtggctgagagggctacgccggggaattggcgccgcacctcatcactgttcaatggcatcacggtaacgccattttctctttgcggtgaagaagtgacgttggcccatactgttgagaaacgtgacgcggaatttattgccgccgctaaccccgccaccgtgctggcgctgcttgacgtgctctatgagtttggagaggatgaggtggccatctctgaatacg+ STM1017 100 STM2623 100 STM1017 100
4715489 atgaataatgtcgcctcgccaacgctcacggtgcgccgaatcactaccgccgacaatgccgctattgcccgtgtcatccgtcaggtttcagcggaatacggacttaccgccgataaaggttataccgttgccgaccccaatctggatgaactgtatcaggtttatagccaaccgggcgcggcctactgggtggtagagcaaaacggttgtgtggtgggcggcggcggcgtggcgccgttatcctgtagcgaaccag- STM4473 100 STM1428 65.686 STM4473 100
603568 atggcagcaaagattattgacggtaaaacgattgcgcagcaggtgcgatctgaggttgctcaaaaagttcaggcacgcgtcgcagcaggtcttcgcgctcccggcctggctgtggtgttggtcggcagcaatccggcctcacagatttatgtcgcaagcaaacgtaaagcgtgcgacgaagtggggttcgtctcccgctcctatgacctgccagaaaccaccagcgaagccgaactgctggcgcttatcgatactc- STM0542 100 STM0542 100

2743182 atggaaacatttaactggaagatccgccctgatatgacagtggaatcagaaccaaaagtcacctccataaaactgggtgacgggtatgaacaacggcgtccagccgggctgaacaaccatctggcgaagtataacgtaacggtccggattcgtaagggagaacatcagaaccttgaggcatttttatcccgccacggtggagtgaaatcctttctctggacgccgccttatacctggacacaaattcgggtgattt- STM2593 100 STM0919 77 STM2593 100
4819649 atgaacaacagatgcgctttagtcagtaagatcattgcgttttcctgcgtcgatgggccaggcagccgcctggcattattcttacagggctgcaatttgcgctgcaagaattgccataacccgtggacgatgggacgctgtaacgactgcggggaatgcgtatcgcagtgtccgcaccacgccctcagcattgatggcgggaaagtggtatggcggtcggacgtctgcgagcagtgcgatacctgcctgaaaatgt- STM4565 100 STM0970 63.725 STM4565 100
3896503 atgtcagaacaaaataacactgaaatggctttccagatccaacgtatctataccaaggatgtttctttcgaagcgccaaacgcaccgcatgttttccagaaagattggcagccagaggttaaactggatcttgatacggcatcttcccaactggcggatgacgtttatgaagttgtgctgcgtgttaccgtaacggcttccctgggggaagaaaccgcgttcctgtgcgaagttcagcaggccggtattttctcca- STM3701 100 STM3121 61.165 STM3701 100
3668658 atgaatgacatctggtggcagacctacggcgagggaaattgtcatcttgtgctgctgcacggatggggattgaacgcggaggtatggcattgcattcgcgaggaactcggctcgcattttacgctgcatctggtcgacttgccgggctatggtcgcagctcggggtttggcgccatgacgcttgaagagatgacggcgcaggtagcgaaaaacgcgccggaccaggctatctggcttggctggagcctgggtggcc- STM3509 100 STM3630 62.136 STM3509 100
4376360 atgatcccaccattaaatagatatgttcccgcgctttcaaaaaatgaattggttaaaactgttaccaacagggacattcagtttacaagttttaatggaaaagattatcccttgtgctttttagatgagaaaacccctcttcttttccagtggtttgagcggaatcctgctcgctttgggaaaaatgatatacctataattaacacagagaaaaacccctaccttaacaatatcattaaagcagcaacaattgaa+ STM4157 100 STM2137 77 STM4157 100
1872501 atgacaattgcaatgttgctcacgcttcatcttatctgtgttgcgctctccgtcagtttgtttgtcgctcgttactggtggcgctattgcggccatgcgttggccgccgcgcgctggacacgaatcgtgcctcccgtcatagataccctgttactgcttagcggtattgggttaatcgttaaaacgcacatcctgccattcacggagtcgggctcatggctgactgaaaaactgtttggcgttatcatctacatcg- STM1774 100 STM4278 59.804 STM1774 100
574780 atgcaagacagacaaaaagcacaggactatcgcgcgctcctccttgccgatacgcctttaattgatgtacgcgcgccgattgagtttgaacagggcgccatgccgggcgctatcaacctgccattgatgatggatgacgagcgagccgccgtcggcacctgctacaaacgtcagggcgcggatgcggcgttagcgctggggcatcggctggtttgcggcgacattcgccagcagcggcttgaggcctggaaagcc- STM0513 100 STM2958 59.633 STM0513 100

2746982 atgtttctcaatacagacacctttaactacggtgggcattccatcgtgctcagtgagctttctgccctgcaacgtgtggattatctgaagtttattcagcagcggacggcagactatgacgcacagcctgaaaccctgacggaagcagagcgtcagacagaatttatgcagatgggggtggatattaatgcatggctggtatcccgctccctgtgtgaaagcaaaaaagaggaggaggcccgcgccctgtatgagt- STM2596 100 STM1039 69.608 STM2596 100
1115662 atgatgagaatcagtgaaaaaggcattaccctaatcaaagagtttgaaggttgtagcctgacagcttatccggacccgggaacggggggagatccctggacgattggttatggctggacccactctgttgacggtaagccagttaagcccggaatgatgattgacgaggctactgccgagcgcttgcttaacactggtttagtcggttatgaaaatgatgtgtccagactggttaaggtcaagttgacgcaaggcc+ STM1028 100 STM2612 100 STM1028 100
4638099 atgattagcggcgtgctatacgccctgctggcagggctaatgtggggattgattttcgtcggcccgttaatcgtgccggattacccggccctcttacagtcaatgggacgctatctggcgctggggctgattgccctgccgattgcctggttaggccgcacgcggttacgccagttaacgcgcaaagactggtccaccgccctgtcgctgaccctgatgggcaatgtaatctattacgcctgcctcgccagcgcc- STM4400 100 STM2485 63.366 STM4400 100

STM1026 100 STM2614 100 STM2614 100
2796235 ttggctatcaaaccttttaactaccagcaggacttttccagcatcgacttccgccagcagcctgaattgtatcaggttggacgaggcgagcagggggtgctactggttgaaccctacaaaagcgaaattcttcctttctggcgctataaagatgaagcatcggcgatgaaatccgcagaacagatctaccagttgttcgaagcttaccggcagcaggatgatttcgttggtatggacatggcgcgtaaatttattc- STM2655 100 STM3301 61.321 STM2655 100
3371848 gtgatggatattgtatttatagagcaactttcggtaatcaccactatcggtgtttacgactgggaacagactatcgagcaaaaactggtgttcgatatcgaaatggcatgggataaccgcaagtcggcgaaaagcgatgatgtcgcagattgtctaagttacgcggatatcgccgacacggtgataaatcatgttgaaggcgggcgttttgctctggtcgagcgtgtggcggaagaggtggcggatctgctgctta- STM3206 100 STM3504 67 STM3206 100
3702812 atgcaggttttacatgtatgttcagagatgttccccctgctgaagactggggggctggcggatgtgataggcgcgttgcctgcggcacaaattgcggatggtgttgatgttcgcgttctgcttccagggtttcccgatatccgtcgggggatacccgacgcgcatgtggtgagccgccgcgatactttcgcaggtaagatatcgctgctgttcgggcattataacggcgtgggcatttatctgatcgacgcgccg- STM3535 100 STM3535 100
3931159 atgctgttgcacgttctttatttaattggcatcactgccgaggccatgacgggcgcactcgctgcgggtcgtcgtcgcatggatacattcggcgtaattattattgctaccgccaccgccattggtggaggctcagttcgcgacattctgctcggtcactatccgctgggttgggtgaagcatcccgaatatgtcattattgtggcgactgccgctgtattgaccaccattgttgcccccgtcatgccctatttac+ STM3738 100 STM0205 59.804 STM3738 100
2687486 atggctatcaaaattacgcctgacgagtttagtttgcttatccagcgattaaacaaaaaatggcgcgtgtttgccccgtccgcagagtttcgcggcggacgtttttccgacactgacaacattatttatcaacggattagcggctggcgcgatctcatctggcacgagaaatcgcacatgtcgccgaataccattatcgcccctatcaccgaaacgctcttttatttcgataaagacaccattcaaattgccgag+ STM2548 100 STM4416 74 STM2548 100
1287802 atgtttaagaatgcatttgctaacctgcaaaaggtcggtaaatcgctgatgctgccggtatccgtactccctatcgcaggtatcctgctgggtgtcggttccgctaacttcagctggctgccagccgttgtatcgcacgttatggcagaagcgggcggatctgtttttgccaatatgccgctgattttcgctatcggcgtggcgttgggcttcaccaacaacgacggcgtttcggctctggcggcggtagtcgcg+ STM1203 100 STM0685 74 STM1203 100
4209884 ttgactaacctgaattatcaacagacgcattttgtgatgagtgcgcctgatattcgccatttaccttccgattgcggaattgaagtggcttttgctggccgttccaatgcaggcaaatccagcgccctgaacacgttgaccaaccaaaaaagcctggcgcgcacctctaaaacgccgggccgtacccaattgattaacctgtttgaagtcgtagatggcaaacggttggtcgacctgccgggctatggctacgcgg- STM4001 100 STM4001 100
897990 atgagtaccgctaaactggtaaaaacaaaagcgtctaatctgctttatacccgtaacgatgtatcagagagcgataaaaaagcgacggttgagttgcttaatcgtcaggtgatccagttcattgacctgtcgctgatcacgaaacaggcccactggaacatgcgcggtgctaactttattgccgttcatgagatgctggatggcttccgtaccgcactgaccgatcatctggatactatggccgagcgcgccgtac- STM0831 100 STM0831 100
871627 atggcttcacaacttaccgatgctttcgcgcgtaagttttactacttgcgtttgtcgattaccgatgtgtgtaactttcgttgcacctactgtctgccggatggctacaaacctggcggcgtcactaacaacggtttccttaccgtcgatgaaattcgtcgcgttacgcgcgcttttgccagtcttggcacggagaaggtgcgtcttaccggcggcgagccttcattacgccgcgattttaccgacatcattgcc+ STM0802 100 STM0419 63.208 STM0802 96.77

1500434 atggcacaacaggtaaatgagtggcttattgcattggctgtggcttttattcgaccattgagcctttctttattacttcccttattaaaaagtggcagtttaggggccgcacttttacgtaatggcgtgcttatgtcacttacctttccgatattaccaatcatttaccagcagaagattatgatgcatattggtaaagattacagttggttagggttagtcactggagaggtgattattggtttttcaattgggt+ STM1421 100 STM2585 56.436 STM1421 100
2565112 atgaaaaagacccgtacagcgaatttgcaccatctttatcatgaagcgttacccgaagacgttaaacttacgcccagagtcgaggtggacaatgttcatcagcgacggacgacggatgtctatgaacatgctctgactatcaccgcctggcagcagatctacgatcagttacacccgggtaaatttcatggcgagttcacggaaatcctgcttgatgagattcaggtgttccgtgaatacaccggcctggcgctg- STM2454 100 STM1512 65.094 STM2454 100
4285036 atgcaaatcagtcacaatactgcatcccctctgatttgtgtgcagaacatttataaaagttattccggcgtcgaagtactaaagggaattgactttactctgcatgcgggagaggtgcacgcattgcttggcggcaatggtgcgggtaaatcaacattaatgaagattattgccggtatagtcccgccagatggagggactatcgatattgctggtgtgcgttgcagtcatttaacgcctctgaaggcgcaccag+ STM4074 100 STM3882 70 STM4074 100
704743 ttgcagggtaaagcactccaggattttgttatcgacaaaattgatgacctgaaaggtcaggacatcatcgccttagatgttcagggtaaatccagtatcaccgactgtatgattatttgtaccggcacctccagccgtcacgttatgtctattgccgaccacgtggtgcagtcgtcgcgcgcggccggtatgctgccattgggcgtcgaaggcgaaaatgcggctgactggattgtcgtcgatctgggcgatgtga- STM0642 100 STM0175 61.165 STM0642 100
306726 atgaccggcgctctcaaccaggcgcagaaaaccccctggcgttacggattcctgaacctgatgcggcgcgtggatgcccagctctgtgatactccggcaggcagtatctggcagccacggatggaaaaattccgtctgggacagacgccgacgatgacctttgcgccacgggaaatcgcccaggtcagctggcaggatggacgcctgcacctgagcctgtacagcctcggactatgggggccaaacggcccgttg- STM0267 100 PSLT023 77.228 STM0267 100

2152997 atgagcactgaaaacactctcagcgtcgctgacttagcccgtgaaaatgtccgcaacctggtaccgtatcagtctgcccgccgtctgggcggtaacggcgatgtctggctgaacgcgaatgaattcccgacagcggtggagtttcagctcacccaacaaacgcttaaccgctacccggaatgccagccaaaggccgtgattgaaaactacgcgcaatatgctggcgtaaagccggagcaggtgctggtcagccgc+ STM2073 100 STM2402 70 STM2073 100
1788966 atggtggaaactctgcttgaagtgcgcaacctgagtaaaacctttcgctaccggacaggatggtttcgtcgccagaccgtcgacgccgtgaaaccattaagctttacgcttcgtgagcgtcagaccctggccattatcggcgaaaacggttccggcaaatccacgctggcgaagatgctggccggcatgattgaacccaccagcggcgagcttcttattgacgatcatcccctgcattacggcgactattcgtttc+ STM1696 100 STM0192 68.317 STM1696 100
439241 atgttcccaaaaataatgaatgatgaaaatttttaccgaaaagcggttgaacaggcggtagcgccgcctgaccctcctgatgatcgtcagcgctccgggttgcgcttcgcccggcgcatcaggctaccgcgtgcggtggggttaggggggatgtttttaccggtggccgccgtgttagtgacgcaacctgtctttggcggctggtggctattgctggtcggctggtcttttgtctggccgcatctggcatggcag+ STM0385 100 STM4551 67.308 STM0385 100



1910068 atgtctgaacgtcctgatttagtcgatccattaccagaggatgagccgcttcctggtgaaaatattccggatacaccagagggagacgatcctctcgacccggatacccagaatgaggttgaagatcctcgtagatag- STM1810 100 STM1339 59.804 STM1810 100
2225846 atgacagaaacgtcatctcaccgctataaaccacgcaatataataaatgcgccaaatgtaaaatcgtctattttttcccggagccaacaacgcggcgacagcgaaattatccagcgctggttaagcaaccatttttatcgttggatcattggtgactttcctcatgtttatcctgtgcgctccgtcgccgattatgccgtttattttagcgctgatgcagaaatccccgcctggctggcgccaaagctgggtggcg+ STM2132 100 STM2132 100
734321 gtgttcagcgtccggcgatacagacacaagaggaacagtttgaatatagacactcgcgaaattacccttgagcccgcagacaacgcccgtctgttgagcctttgcgggccgtttgatgacaatattaaacagctcgaacgtcgtctcggtattgaaatcaaccgccgtgacaatcactttaaactgaccggtcgtccgatttgcgtgaccgcggcgacagatattttgcgaagtctgtatgtcgataccgcaccg- STM0669 100 STM1126 64 STM0669 100

4530502 atgtcattaccccactgcccgcaatgtaactccgaatatacctacgaagataacggcatgttcatctgcccggaatgcgctcacgaatggaacgatgcggaacccgctcaggagagcgatgagctgattgtcaaagacgccaacggcaacctgctggcggacggcgatagcgtcaccatcgtgaaagatctgaaagtaaaaggtagctcttccatgctgaaaatcggcaccaaagtgaagaacattcgtctggttg- STM4289 100 STM4289 100
2002360 atggcgaactggcaacacattgatgaactgcatgatatttccgcagatttaccgcgattcactctggcgttcagagaactttccactcgccttggtctgcagattagcgcccttgaggccgatcacatttcattgcgctgtcaccagaatacgacggcggagcgttggcgtcgcggttttgaacaatgcggcgagctactgtcggaaaatatcatcaacggcaggccgatttgtctgtttaaactgcatgaaccgg- STM1908 100 STM1908 100
4499153 atgggaaataaaagcatacaaaagttttttgccgatcaaaattctgtaattgatttatcttctttgggtaatgccaaaggcgcaaaagtttctctttccgggccagacatgaacattaccacgccgcgtggttcagtgatcattgtcaatggcgctctttattcaagtatcaaaggcaataacctcgctgttaaatttaaagataagactattaccggcgctaaaattctgggcagcgtagatttaaaagatatt+ STM4261 100 STM3533 62 STM4261 100
3913497 atggattcatttcctgagatagaaatagctgaatataaagtttttgatgaaagtaataataatgatgataacgtattaaacatttcttatggcgttgatgaaaactatcttgatggtgtgggggtatcaatcgcttcagttgtattaaacaataatatcccgctcgcttttcacattatttgtgactcatactccccgtgttttgtaaaatatatagagcgtttagccgtacagcatcacataaaaatttctctt- STM3717 100 STM3718 61 STM3717 100
1952734 gtgactaacataacactatccacccagcactacagaatccatagaagtgacgttgaaccagtaaaagaaaaaacaacggagaaggacatttttgcaaaaagtattactgccgttagaaatagctttatcagcctgtcgacgagtctgtcagatcgttttagcctgcatcaacaaacagacataccgactacccattttcatcgtgggaacgcttctgagggtagggcggtattaaccagtaaaactgttaaagatt- STM1855 100 STM2743 58.559 STM1855 100
4385209 atgaccgaactcaaaaacgatcgttatctacgtgcgctgctgcgccagcccgttgatgttacgccagtgtggatgatgcgccgggcgggccgttatctaccggagtacaaagccactcgcgctcaggcgggcgattttatgtcgctgtgcaaaaatgccgaactggcctgcgaggtcactttacagccgctgcgccgttatccgcttgatgcggcgatccttttctcggatatcctgacgattccggacgcgatg+ STM4167 100 STM4167 100
4076383 atggccggcgcaaaagagatacgtagtaagatcgcaagcgtccagaacacgcaaaagatcactaaagcgatggagatggtcgccgcttccaaaatgcgtaaatcgcaggatcgcatggcggccagccgtccttatgcagagaccatgcgcaaagtgattggtcaccttgcgaacggtaatctggaatataagcacccctacctggaagagcgcgacgttaaacgcgtgggctacctggtagtgtcgaccgaccgtg- STM3866 100 STM4532 88 STM3866 100
2366579 atgaaagttaaagtactgtccctcctggtaccagctctgctggtggcgggcgcagcgaatgcggctgaaatttataataaagacggcaacaaattagacctgtttggtaaagttgatggcctgcactacttctctgacgacaaaggcagcgatggcgaccagacctacatgcgtatcggcttcaaaggcgaaacgcaggttaacgatcagctgaccggttatggccagtgggaatatcagattcagggcaaccag- STM2267 100 STM1473 86 STM2267 100
878353 atgaaatgcggctggcgtgaaggtaatcaaattcagctactggaaaacggcgaccagttctatcctgccgtgtttgaggctatcgctcaggcacagcaaaaaatcattctggaaacctttatcttgtttgaagatgaggtgggtaaaaaactccataccgctctgctaaaagccgcacagcgcggcgtaaaagccgaagtattactcgacggctacggctctcccgatctcagcgacgcgtttgtcggcgaattg- STM0812 100 STM0956 86 STM0812 99.76
469840 atgcattgcccattttgtttcgccgtagataccaaagtcattgactctcgtcttgtaggcgagggctcgtccgtgcgccgccgtcggcagtgcctggtgtgtaatgaacgctttacgaccttcgaagtggctgaactggtcatgccgcgcgtgataaaaagcaacgatgtgcgcgaaccctttaatgaggataagctgcgtagcggcatgttgagagcgctggaaaaaagacccgtcagcgcagatgatgttgaaa+ STM0415 100 STM4211 59.223 STM0415 98.9

4267159 atgagttatacactgccatccctgccgtacgcttatgatgcactggaaccgcacttcgataagcagacgatggagattcaccacaccaaacaccatcaaacctatgtcaacaacgctaacgcggcgctggaaaacctgcctgagtttgccagcctgccggttgaagaactgattactaaactggaccaggtgccagcggacaaaaaaactgtgctgcgtaacaacgcgggcggccatgctaaccacagcctgttct+ STM4055 100 STM1431 66 STM4055 99.5
2138085 atgaatactatctggggagcggaactacattatgcgccagattattggccgctgtggttaatttacgcaggcgtcgtggtgctgctcatgcttgttgggctggttatccatgcgttattgcgccggatgctggcgccaaaaacggcgggcggtgaagaacatcgtgactatctctactcgctggcgattcgccgctggcattggggaaatgcgttactgtttgttttattactgttaagcggtttatttggtcatt- STM2063 100 STM3024 57.426 STM2063 100
1782415 atgggtattttttctcgttttgccgacatcgtgaacgccaatatcaatgcgttgttggaaaaagcggaagatccgcagaagctggtgcgcctgatgattcaggagatggaagatacgctggtggaggttcgctcgaactccgcgcgagctttagcggaaaagaaacagttatcccgtcgtattgaacaggctacggctcagcagatcgagtggcaggaaaaagcggaactggccctgcgcaaagataaagacgatc- STM1690 100 STM4440 60.577 STM1690 100
2822177 atgagtagtaaagaacagaaaacgcctgaggggcaagccccggaagaaattatcatggatcagcacgaagaggttgaggcagttgaaccaaacgattctgctgagcaggtggatccgcgcgatgaaaaaattgcgaatctggaagttcagcttgcagaagcccagactcgcgaacgcgacaccgtgttgcgcatcaaagcggaaatggaaaacctgcgccgtcgtactgaacaggatatcgaaaaagcgcataaat- STM2681 100 STM3146 63.107 STM2681 100
3588490 atggctcacatcgaaaaacaagctggcgaactgcaggaaaagctgatcgcggtaaaccgcgtatctaaaaccgttaaaggtggtcgtattttctccttcacagctctgactgtagtaggcgatggtaacggtcgcgtaggttttggttacggtaaagcgcgtgaagttccagcagcgatccagaaagcgatggaaaaagcccgtcgcaatatgattaacgtcgcgctgaacaacggcaccctgcagcacccggtta- STM3423 100 STM0305 57 STM3423 100
3918893 atgcgttttcatggagacatgttacttaccacccctgtcatcagcacgctgaagcagaattatcccgatgcaaaaatcgatgtgcttctttaccagaacaccataccgatattgtcggaaaatccggagattaatgcactctacggcatcagtaacaaaggcgcaggaacaaaagagaagatcaaaaacgcgctatcgctaatcaaaaaattgcgtgctaactcgtatgatctggtcgtcaatctcaccgatcag- STM3723 100 STM2360 63.551 STM3723 100
4195681 gtgaaaacattgattcttttctctacccgggacggacaaacgcgcgaaattgcctcttatctggcttctgaactcaaagatatggggatctgggccgatgtcgttaatctgcatcgcgcagaagagcctgactgggatagctatgatcgcgtagtgattggcgcgtctattcgttatggtcattaccacagcgcctttcaggagtttgttaagaaatatgccacgcggttgaacggaatgccgagcgccttttatt+ STM3987 100 STM0611 60 STM3987 100
2728571 atgaagaacataagaaatttctccatcattgctcacattgaccacggtaaatcgacgctgtctgaccgtattatccaaatctgcggtggcctgtctgaccgtgaaatggaagctcaggtacttgattcgatggatcttgagcgtgagcgcggtattactattaaagcccagagtgtgacgctggattttaaagcgtctgatggtgaaacttatcaactgaactttatcgacacgccgggacacgttgacttttcc- STM2583 100 STM3446 63 STM2583 100
4152225 atgaaaaacgtgtttaagacactcgctgtacttctgactctgttcagcctgacgggctgcggtttgaaagggccgctttatttcccgccagccgataaaaatgcgccgccgccgacgaaaaaagtcgattcgcaaacgcagtccacgatgcccgataagaacgatcgcgcaacgggagatggcccgtcccaggtcaattactga+ STM3946 100 STM3946 100
4126843 atgaatcttaccgaattaaagaatacgccggtttctgagctgatcactctcggcgaaagtatggggctggaaaacctggcccgtatgcgcaagcaggacattatttttgccatcctgaagcagcacgcaaagagtggcgaagatatctttggcgacggtgtgctggagatattgcaggatggatttggtttcctccgttctgcagacagctcctacctcgccggtcctgatgatatctacgtttcccccagccaa+ STM3917 100 STM1545 68 STM3917 100
2064949 atgagtgacatgaataatccgtccgatgagaatactggcgcattggatgatctgtgggctgacgcgttaaacgagcaaaaagcgaccaccactaaaagcgccgccgacgcggttttccaacagcttggcggcggcgatgtcagcggtgctatgcaggatatcgatctgattatggatatcccggtcaaactgaccgtagagctgggccgcacgcgaatgaccattaaagaactgctgcgtctgacgcaggggtcgg+ STM1977 100 STM2345 62.5 STM1977 100
1902675 atgacccgccctatacaggccagccttgatttacaggtaatgaaacaaaatttggctattgtgcgccgggcggccccagaggcgcgcgtctggtcggtagtgaaagccaacgcctacggccacggtattgaacgcgtctggagcgcgctgggcgccacagatggtttcgctatgctcaaccttgaagaggcgattaccctgcgtgagcgcgggtggaaagggccgatattgatgctggaggggtttttccatgcg- STM1802 100 STM4247 67.961 STM1802 100
2495626 atggcaggaaacacaattggacaactctttcgcgtaaccactttcggcgaatcacacgggctggcgcttgggtgtatcgtcgatggcgtgccgcccggcatcccgttgacggaggccgatctgcaacacgatctcgacagacgccgccccggcacctcgcgctatactacccagcgccgcgaaccggaccaggtaaaaattctctccggcgtgtttgatggcgtgacgaccggcaccagcattggcctactgatt- STM2384 100 STM2947 64.356 STM2384 100
2435988 atgaaaaacgttatccgtactcccgaaacccatccgctgacctggcgtctgcgcgatgacaaacagccggtctggctggatgaatatcgtagcaaaaacggctacgaaggcgcgcgtaaggcgctgaccggcctgtctccggatgaaatcgtcagccaggtaaaagacgccggtctgaaagggcgcggcggcgcgggcttttccaccggtctgaagtggagcctgatgccgaaagatgaatccatgaacatccgt- STM2324 100 STM0285 59.804 STM2324 100
3926600 atgaaaccgtatcagcgccagtttattgagtttgcgcttaacaagcaggtactaaagtttggcgagtttacgctgaaatccgggcgcaaaagcccctatttcttcaacgccgggctgtttaataccgggcgcgacctggcgttgttaggccgtttttatgccgaagcgctggtggattccggtattgaatttgatctgctgtttggccccgcgtacaaaggtattccgatcgcgacgacgacggcggttgcgctgg- STM3733 100 STM0602 78.431 STM3733 100
2850099 atggctttaccacgcaagttaaaacacctgaacctgttcaacgacgggaacaactggcaggggatcgttgagtctctgaccctgccgaaatttacccgcaagtttgagaagtatcgcggcggcggtatgccgggcgcagtggatgtggacatggggctggatgacggtgcactggacacggaattttcaatcggcggtaccgagctgctgttattcaagcagatgggcaaggcaaccgttgacggcatccagctgc- STM2700 100 STM0963 51.485 STM2700 100
3034345 atggggaatgatatctcattaattgccttactggcattttccaccctgttgccatttattattgcgtcaggaacctgtttcgttaaattttctattgtatttgtcatggtgcgtaacgccctgggattacagcagataccttcaaatatgacgcttaacggcgtcgcattgctgctttctatgtttgttatgtggcccataatgcatgatgcctacgtctattttgaggacgaagatgtcacctttaatgatattt- STM2890 100 STM1979 72 STM2890 100
4257311 atgaccactcaactggaacaagcctgggaactggcaaaacaacgtttcgccgcagtaggtattgatgtcgaggaggcgctgcgccagctcgatcgcctgccggtttccatgcactgctggcagggcgacgatgttgccggattcgagaacccggaaggttcgctgacgggcggaattcaatcgaccggcaactatccgggcaaagcgcgtaacgccaccgaactgcgcgccgatctggaacaggcgctgcgtctg- STM4046 100 STM1570 60.396 STM4046 100
4180758 atgggtggtatcagtatttggcagttgttgattgttgccgttatcgtcgtactgctgttcggcaccaaaaaactcggttccatcggttccgatcttggcgcgtctatcaaaggctttaaaaaggccatgagcgatgatgatgccaaacaggataaaaccagtcaggacgctgattttaccgctaaatctatcgcggataagcaaggcgaagcgaaaaaggaagacgctaaaagccaagataaagagcaggtataa+ STM3973 100 STM0632 68 STM3973 100
3339205 atgagcgatatggcagagcgccttgcgctacatgaatttacggaaaacgcctacttaaactactccatgtacgtgatcatggatcgtgcgttgccgtttattggcgacggcctgaagccggtacagcgccgcatcgtctatgcgatgtcagagctggggctgaacgccaccgctaaatttaaaaaatccgcccgtaccgttggtgacgtactgggtaagtatcacccgcatggcgacagcgcctgctatgaagcc- STM3174 100 STM2272 76 STM3174 100
2526505 atggaccgcgtccttcattttgtcctggcgcttgccgttgttgcggtactcgcactgctggttagcagcgaccgtaaaaaaattcgcattcgttacgtcattcagttacttgttatcgaagtattactggcctggttcttcctgaactcggatgttggccttggcttcgtaaaaggtttctccgagatgtttgaaaaactgctcggatttgccaacgaagggacaaacttcgtctttggcagtatgaacgatcaa+ STM2409 100 STM2409 100
4110619 atgaacggggcacagtgggtggtacatgctttgcgagcgcagggggtgaaaaccgtatttggttatcctggcggcgcaattatgccggtttacgacgcgttgtatgacggtggtgtggagcatttgttgtgccgacacgagcagggtgcggcaatggcggcaatcggttatgcccgttctaccggcaaaaccggtgtttgtatcgccacttccggccctggcgccactaacctgatcactggcctggcggatgcg+ STM3901 100 STM3796 74 STM3901 100
117936 atgttagaagatctcaaacgccaggtactggaagctaatctggcgctgccaaaacacaacctggtcacccttacctggggtaacgttagcgccgtcgatcgcgaacgcggcgtactggtgattaagccgtccggcgtcgattatagcgtcatgaccgctgacgatatggtggtggtcagcctggagagcggtgaagtcgttgaaggtcataagaaaccgtcgtccgatacgccaacccaccgtctgttgtaccagg- STM0101 100 STM3677 83 STM0101 93.05

3072955 atggcgctgcatgatgagaacgtggtctggcactctcatcccgttactgtcgccgcccgtgaacagctccacggccaccgtggcgtggtgctgtggtttaccggactctccggttcgggaaaatcaacggtggccggcgcgctggaagaggcgttacatcagcgtggcgtcagtacctacctgttggatggtgataatgtgcgccacggtttgtgccgtgatttaggctttagcgatgccgatcgccaggagaata- STM2933 100 STM2934 74 STM2933 90.99
3063775 atgagattgattgtggggatgaccggtgcgaccggcgcgccgcttggcgtcgagctactccaggcattgcgggcgatacctgatgttgaaacgcatctggtaatgtcaaagtgggcgaaaaccactattgaactggagacgccctacacgcccgctgaggtagccgccctggcagattattgtcatagcccggccgatcaggcggcgaccatttcctccggctcatttcgtaccgacggcatgattattatcccct+ STM2921 100 STM2356 67.327 STM2921 100
4219996 atgcgatatcgtttaatcgcttttgatcttgatggaacgctgctaaaccgtaataaacaaattctgccagagtcgctaaccgccatccgtcagatgcaggacatgggctgccgaataatgcttgtcaccggccgctctcatcgtgaagcctatgcgtattatcaaacgctggcgctcaccgaaccgatgatctgttgtaacggaagctatatttatcaaccggctcaacagcagatccttcacccgctgccgctga- STM4010 100 STM0437 79 STM4010 100
587847 atgaagattgtaattgcgccagattcatttaaagagagcttaagcgctgataaatgctgtcaggctattaaagcgggattttcaaccgtatttcctgatgcgcgctatgtctgtttaccgatcgccgatggtggagaaggaaccgtggacgcgatggtggcagcgaccggcgggaaacgggtttctgtggacgttagcgggccgatgggggaaaaagtaaacggattttatggcctgaccggcgacggcaaaacg+ STM0525 100 STM3247 77 STM0525 100

1048393 atgacaacccagtatggattttttattgattccagccgttgcaccggttgcaaaacctgcgaactggcctgcaaggactacaaagatttgaccccggatgtcagcttccgccgcatttatgagtatgcgggcggcgactggcaggaagataacggcgtctggcaccagaacgtctttgcctactatctctccatctcctgtaaccactgcgaagacccggcctgcaccaaagtctgcccgagcggcgcgatgcaca+ STM0965 100 STM1497 100 STM0965 100
636401 atgatcaaattagtgcgcattgattaccgcctgctgcacggccaggtggtcttcgcctggacccgggcgctggatatcgaccatatcatcgtcgctaacgccaacgccgccggcgacgcgtttgtctctatgtcattaagtctggcaaaacccgctggcgtgtcgctggacattatcacggtggaacaggcggcggaaaaactcgccagcggcaagctggatcacaaaaaagtgatggtggtgctgggaaataccg- STM0576 100 STM0747 60.952 STM0576 100

1728426 atggcgctaccacaactatcaatatggcagcccggcgatgggttaagaaaaataaagtataaatatcatgtttgtctcattgtcatattctccgtccttatacggttgctgtttttaactgaccgctacctttggtgtgacgaagcgtccagcgtgctgattagtcgacatagcgtagataatctgctcttccatgccgcttttgacgtgcatcctccgctttattatctgttactgcatgactggatgatatta+ STM1637 100 STM4464 87 STM1637 100
1812389 atgggtaaagctcttgtcatcgttgagtccccggcaaaagccaaaacgatcaacaagtatctgggtaatgactacgtggtgaaatccagcgtgggtcatatccgtgatttgccgaccagtggctcagcagctaaaaagagcgccgactctacctccaccaaaacggctaaaaagcccaaaaaggatgaacgtggcgctctcgtcaaccgtatgggggttgacccgtggcacaactgggatgcgcactatgaagtg- STM1714 100 STM1298 69.903 STM1714 100
1649551 atgagtaagtcgaaaatgattgtgcgcacgaaatttgtcgaccgcgcctgtcactggacggtggtgatctgcttcttcctggtagcgctgtcggggatttcgtttttcttcccgacgctacaatggttgacgcaaactttcggcacgccgcagatgggacgtattttgcacccgttcttcggtattgccatcttcatcgcgctgatgtttatgttcgtgcgtttcgtccaccacaacatcccggataaaaaagata- STM1568 100 STM4035 74 STM1568 100
1915149 ttgaattaccaaatgattgaaacggacgatgcgctggcgagcctgtgtgaggctgtccgcgcatgtccggctattgctttagatacggaatttgtccgtacccgcacctattacccgcagttaggattgatccagttatttgacggggcaaatgtcgccctgatcgatccgctcggcatcagcgactggtcgccgttaaaagcggtgttgcgcgatacgggaatcaccaaatttctgcacgcgggtagcgaagat- STM1817 100 STM1326 61.682 STM1817 100
1741018 atgaaactcgccgtctatagtaccaaacagtatgacaagaaatatctacagcaagtgaacgaagcgttcggttttgaactggagttttttgattttctgctaaccgagaaaacggcgaaaaccgccaatggatgtgaagcagtttgtatcttcgtgaatgacgacgggagccgaccggtactggaagagctgaaaaaacacggcgtgaaatacatcgcgctgcgttgcgccggatttaataatgtcgacctggat+ STM1647 100 STM1099 59.615 STM1647 100
1961336 atgaaaacgcatcatcatccaacaacatttgttcatctgattaatcaggtgggactccttgggatatgcgttgctctggttgtagccttttattatcaactcgtcaggcatgagctgccttgtccaatttgcttattacagcgggctggcctcatcatcgccggttttggctttttatttaacctctgctttggtctacgaggtatacattacgggatggtaattattggcagtatcctgaccggagttatggcat+ STM1864 100 STM1864 99.03
1767922 atgactacaaaacatagccgaacgccgggtcgccctcgccagttcgatccggagcaagccattgaaaccgctcaacatttatttcattcgcgcggctacgacgcggtgagcgtagcggatctgacaaaagcgttcgggatcaatcctcccagtttctatgcggcgtttggtagcaagttggggctgtatactcgcgtattaaagcgttacaggatgaccgacgcgattccgctcggggcgcttctgcgtcacgatc- STM1674 100 STM1296 63.107 STM1674 100
1990684 gtgataggcagactcagaggcattattctcgaaaaacaacccccgatcgtgctgctggagacagggggcgtaggctatgaagtacatatgcctatgacctgcttttacgagctgccggaggccgggcaggaggcaatcgtcttcacccacttcgtggtgcgtgaagatgcgcagttgctgtacggatttaacaataagcaagagcgcacgctatttaaagagctaattaaaacgaatggcgtcgggcctaagctgg- STM1895 100 STM3731 69.608 STM1895 100
597625 atgtcttcccgcaataatccggcgcgtgtcgccatcgtgatggggtccaaaagcgactgggctaccatgcaattcgccgccgaaatttttgaaattctggatgtcccgcaccatgtagaagtggtttccgctcatcgcacccccgataaactgttcagcttcgccgaaacggcggaagagaacggatatcaagtgattattgccggcgcgggcggcgcggcgcacctgccgggaatgattgcggcaaaaacgctgg- STM0534 100 STM0530 61.538 STM0534 100
638727 gtggctcgtccgaagagtgaagacaaaaaacaagcattactggaagcggcaacccaggcgatagcgcaatccggtatcgccgcctcaacggcggtgattgcgcgtaacgcaggtgttgcagaaggaacattgtttcgctatttcgcgaccaaagatgagctgattaacacgttgtatttgcatttaaagcaggatctctgccagtcaatgataatggagctggatcgatccattaccgatgccaaaatgatgactc- STM0580 100 STM2729 61.386 STM0580 100



1748244 atgcaagaaattcaaaagaatacaaagaaagagcaatacaacctcaacaagttgcaaaagcgcctgcgccgtaacgttggcgaagcgattgccgattttaatatgattgaagaaggcgatcgcattatggtttgcctttctggcggcaaagatagctatacgatgctggaaattttacgtaatttgcagcaaagcgccccgatcaatttttcactggtcgccgtcaacctcgatcaaaagcagccaggtttcccg+ STM1654 100 STM1654 100
1670137 atgccatatacatcagtttctacctatgccagagctttatcaggaaataagctacctcatgttgctgcaggagattatgaaaataaattatcaacaaaaatcatgaaaggcatcttgtatgtgcttaccgcaggactggcctacggatttacgcgagtaattgaacattattgtaatgttacgcctaaagttgcggagttctgtgccaatgcagggaatatccataatcaccttgctgatgctgtacgtgatggac- STM1583 100 STM4456 62 STM1583 100
388683 ttgaaagtaagaaagctatttctgatgttgtttattgccgttccactgatcgtaatgatattggtggggttactcgcgggtatcttccagctaaaacgagatatcgccgtcagcgccaatacgctgctgcggtttagcgcggatatatccgccgcctcctggcaagtcgccggaaaagccgccagactggctgagagttcctgcactgacacgctgaaagaactgtccagaacgcgggccttcactccttatgtc+ STM0343 100 STM2215 67 STM0343 100

1868676 atgcaaaatatcgtcattatcgctaacggcgccgcctacggcagcgaatcattatttaatagcctgcgtctggccattgcgctgcgcgagcaggaaagccatctcgatttacgcctgtttttgatgtcagatgccgtaaccgcagggttacgcggtcaaaaaccagccgaaggctacaatattcagcaaatgctggaaattctgaccgcgcaaaacgtaccggtaaaattatgcaaaacctgtgcggacggacgtg+ STM1769 100 STM2107 64.078 STM1769 100
1697484 atgcgtctgttatcactgccgttacctactgtattatctggtctggtcgccgttctggtcggctatgcgagttccgccgccattatctggcaggcggcgcttgccgctggcgcaacacccgcagagatcgccggctggatgaccgccctcggtatagccatgggcataagcacactaacgttaaccttgtggtatcgtgcgccggttttaaccgcctggtcaacgcctggcgccgctctgttggtaacagggctt+ STM1606 100 STM0214 64 STM1606 100
1967922 gtggcgcttattgaaaaactaaaaggaacggactcattcactgtgtccgcatggattgatcgctatgaggttttattacagcgccggaatctgtcggttaatacctacaagattcgcagtaatcaattagcgaccgtacgcgaaaaaatgggagaaataatactggcagaagtaacaacccggcacattgccaagtttcttgagtcgtggataaccgagggaaaaaacactatggcgggagcaatgagatcagttc+ STM1871 100 STM1861 92 STM1871 100
1993749 gtgtcgattattctcggtattgaccccggctcgcgcattaccggttatggcgttatccgccaggtaggcagacaactgacctatctgggcagcggatgtattcgcaccaaagtcgatgatttgccgtctcgtttgaagctcatatacgcaggcgtgacggaaatcatcacgcagttccagccggactattttgctatcgaacaagtgtttatggcgaagaacgccgattcagccctcaagctgggacaggcgcgcg- STM1898 100 STM2842 65.686 STM1898 100
4005775 atggaaaacatacaaaagctcatcgcccggtatcctttggtcgaggatctggtcgccctcaaagaaaccacctggtttaacccgggcgccacctctcttgcacaaggtctaccgtatgtcggcctgacggagcaggacgtaaacgccgcccatgaccgtctggcgcgctttgcgccgtatctggcgaaagcgtttccgcaaaccgccgccgctggcggcatgatcgaatctgacgtggtcgctattccggccatg+ STM3802 100 STM1495 59 STM3802 100
3139649 atgtcagtggtgataagtgatgcctggcgccaacgctttggcggcaccgcgcgtctgtacggtgaaaaagcgctgcagcggtttgctgaggcgcatatctgcgtcgtaggaatcggcggggtgggatcatgggcggcagaggcgctggcgcgtacgggcatcggcgcgattacgctgattgatatggacgatgtctgcgtgaccaatacgaaccgtcagatccatgcgttgcgtgataacgtcgggttggcgaaag- STM2987 100 STM2034 62.264 STM2987 100
2854025 gtggtataccgtacaagggggaacggcataatgaaaaaatatcagaatatcaaaaatttcagacttattgacgaccccgtaagcaggggtaaaactcaggccgaaataaatataggtgcatatttcctggaatcggaagacgggcaggactggtatgaatgtcagtcattattttctgatgatactgcaaaaattatgtacgatcctgaaggggttatctggggtgttgttaatcatccagtcccgcaacgtggaa- STM2705 100 STM3858 58.095 STM2705 100
3247898 ttgtttacactaccctcaagtggagcaattgctgtctacataggtatgtgcatggaacaaattttaaccaagcggcgctattttgatatagggctgcaaatagaagaactactctattcaggggtatttaaagctggcgagcgacttccggcggagagagaactcagcgagcgttttcaaaccagccgcacgacgattcgtgaggcgattattatgcttgagctgaagggagtggtagaggttaagcaaggcgcag- STM3084 100 STM1805 61 STM3084 100
3294023 atgccacgtaattttactgtttcagcctgtcagtatattgttaccgaaataaacacttttgaagatttcataacaaaggtaaggatacttcttaataaaagtcagggagctgatgtcgttatcttcccggagctatttaccattgagctatttacactattgaaaaaatggcaagaaagacccatttcacaccttactttaattgatcagttcacggatgcctataagcagctttttcaacaggaagcgaaagaaa- STM3133 100 STM3133 100
4124692 atgagcaaaacacatttaacagaacagaagttttccgacttcgccctgcacccacaggtggttgaagcccttgaaaaaaaagggttttataattgtacgcccattcaggcactggcccttccgctaacgctggcgggtcgtgacgttgcagggcaggcgcaaaccggtaccgggaaaacgatggcgtttctgacgtcaacgtttcattatttactttctcatcccgcgatcgacgatcgcaaggtgaaccagccg- STM3914 100 STM0820 71 STM3914 100
3847789 atgcaggcttattttgaccaactcgatcgtgttcgctatgaaggccctcaatcgactaacccgctggcatttcgtcattacaatcccgacgagctggttttaggtaaacgtatggaagatcacctgcgtttcgcggcctgttactggcataccttctgctggaacggcgcggatatgtttggtgtaggcgcgtttaatcgtccgtggcagcaaccgggcgaagcgctggagctggcgaaacgcaaagcggatgtg- STM3661 100 STM4519 57.843 STM3661 100
1272022 cgcgtcgccaacctcacggttatcgtcagctcaaagaggcgcagagtgtcggttgcctgtatttcatacggaaacacagcgcaattatcagggaagcagcctgggcattactctccagagaagatcctatctaccggtaaggactgcaacccgcagcccgctaactgtctgaaaaatcaatacgtcttacgccattgctgcgttgatgatcggtcagacaaaatgggttattccgctaaactttttgttttaacaa+ STM1186 100 STM0514 60.185 STM1186 100
3118729 atgtcttcttatgaaaaccatcaggctcttgatggcctgactctcggaaaatcaacggattaccgggacaattatgacgtcagcctgctgcagggcgtaccgcgcagtttgaatcgtgacccgctcggattaacagccgataatttgccgttccacggcgcggatatctggacgttgtatgaactttcctggcttaacagccagggtcttccgcaggtcgccgtcgggcatgtcgaactggattacaccagcgtta+ STM2968 100 STM3152 62.136 STM2968 100
2826334 gtggtattatttacacgatttatgttgatgggaattgctatgcctcagattagtcggactgctttagtcccctacagtgcggaacagatgtatcagttagtgaatgacgtgcaatcgtatccccagtttttgcctgggtgtgttggtagtcgcgtcctggagtcatcgccagcacagatgacggcggctgttgacgtgtcgaaggcgggtatcagcaagacgtttacgacgcgtaatcagctaacgcgtaaccaga- STM2687 100 STM1061 61.321 STM2687 100
3215010 atgacacagacgttaagccagcttgaaaaccgcggcgctttcattgaacgccacatcggaccggacgccgcacagcaacaagagatgctgaatgcggttggcgccgagtcgttaaacgcgctgacaggtcagattgtgccgaaagacattcagctcgcgactccgccgcaggttggagaggcggcaaccgaatatgccgcactggcggaattaaaagccatcgccgggcgtaacaagcgcttcacgtcgtacatt- STM3053 100 STM4356 61.765 STM3053 100
3266527 atggagtttttcaggaaaacggcattagctgctctggtaatgggtttcagcggcgcagcgttcgctttaccgaatatcaccatcttagcgaccggcggaacgatcgctggcggtggtgattcagcaacaaaatcaaattatacggcaggtaaagtcggcgtcgaaaatctggtggatgccgttcctcaattgaaggacattgcggtagtgaaaggcgagcaggtcgttaacattggctcgcaggatatgaacgat- STM3106 100 STM3598 72 STM3106 100
4350750 atggctaccaaactgcaggacgagaatacaccttgtctggcagctacaccttctgaaccacgtcccaccgtgctggtatttgattccggcgtcggtggattgtcggtctatgatgagattcggcggctcctgccggatctccactatatatatgctttcgataacgtggctttcccctacggggaaaagagtgaaacgtttatcgtcgagcgcgttgtcgagattgtgactgcggtacagcagcgctatccccttt+ STM4131 100 STM4130 74 STM4131 100
3268530 atgaaaaacgacgtcatttcaccggaatttgatgaaaacggtcgcccgctgcgccgtattcgtagttttgttcgtcgccaggggcgactgacaaaggggcaagagcacgcgctggaaaactactggccggtgatgggcgtcgagttcagcgaagcgccggtagatttcgccacgttgtttggtcgcgaagcgccggtgacgctggagattggttttggcatgggggcgtctctcgtggcgatggcgaaagcgcgcc- STM3109 100 STM1128 58 STM3109 100
682368 atgtctttatccaaagataatatatggaagttgttggccccattagtggtgatgggcgtcatgttgttaattcctgttccagatggtatgccgccgcaggcctggcactattttgcggttttcgtcgcgatgattgtcggtatgatcctggagccgatcccggcgacagcgatcagttttatcgccgtaaccatttgcgttatcggcagcaattacctgctatttgacgcttcagaactggccgatccggcgttt- STM0618 100 STM3166 62.745 STM0618 100

STM2211 100 STM2210 97 STM2211 100
2946340 atgacagagcttgaacaacttcaggccagcgcagaacaggcggcggccctgctcaaagcgatgagccacccaaaaagattactgattttatgtatgctttgcggttcgccaaaaaccagcgcaggcgaactggcgcgcattaccgggctaagcccctccgcgacgtcgcaacatctggcgcggatgcgggaagaagggctgattgatagtcaacgcgatgcccagcgcattcactatttcattaaaaatgaggcgg+ STM2797 100 STM4123 64.423 STM2797 100
1783566 atggctgaatttaaagataacctgctcggcgaggcaaaccgttttcttgaagtactggaacaagtctcccggctcgcgccgctggataagccagtgctgattattggcgaacgcgggacgggtaaagaacttatcgccaatcgactgcattatctctcttcacgctggcaggggccgcttatctcgcttaactgcgcggcgcttaacgaaaatctgctggactccgaactgtttggccatgaagcgggcgctttt+ STM1691 100 STM4174 79 STM1691 100
3199143 atgactgaggaacatgtcgttttattggatgagcaggataagccttccggcacactggaaaagtatgcggctcatacgcttaatacgcctttgcatctggctttctcctgctggctatttaacgaagatggtcagttgctggtaacacgacggtcgctgagcaagaaagcctggccaggcgtgtggacgaattcggtttgcggtcatccgcaacaaggcgaaaccaccgaagaggcgatcatccgccgttgtcggt+ STM3039 100 STM2295 63.366 STM3039 100
415444 atggagccgtttcatgccgttgtgcttaccgtcagtctgtttgtgttaaccttttttaatcccggcgcgaatctgtttgtggtggtgcaaaccagcctcgcatcaggacgccgggcgggagtcatcaccggcctgggcgtcgccacgggagacgccttttattccgggctggggcttttcggtctggcgacgctcattacgcaatgcgaagcggtattttctcttatcaaaattgtcggcggcgcctatttattat- STM0365 100 STM0365 100

3839141 atgaaaatcagaaggttcagtaatggggatgaaatatcgttattcagagtttttttctcatctgtacatacgatcgcatcacactactacacacgtgaacaaattgatgcttgggccccagcagatatcgacctggagcgatgggccaatcacattaaggaattacaaccttttgttgtagagctggatggtgaaatagctggatatgcagatgttcaaccaaatggatacattgatcatttctttgtatcaggaa- STM3653 100 STM2546 55 STM3653 100
2302580 atgacagaactcaccttgcagaatcattgtcgtacaatgtggcattttataccggggctcgctctgagcgccgtcattacaggagtcgccctgtggggcggcgctatccctgccgttgcaggcgcggggttcagcgccctgaccctggctatcctgctgggtatggttatcgggaataccatctatccacaaatatggaaacaatgcgacggcggcgtgctgtttgcaaaacaacatctgctgcgtttagggatt+ STM2202 100 STM2461 68 STM2202 100
2337527 atgcctcataacccaaatacctggcctgatttacttgaattgttacagagctggtggcgtggagacacaccgctgggcgcagtcattatgtcgattgttatggctggtttgcgcatcgcctattttggcagtggtggcggctggaagcgaaaaatgctcgagattttgctctgtggcgctctgacactgacctttgcatctgctcttgagtatgtcggatggatgagccgcaacgaagcacgcgcgtttgaggaca- STM2237 100 STM0906 68 STM2237 100
2256145 atgtacgagtttaatctggtgttgctgctgcttcagcagatgtgcgtgtttctggtcattgcgtggctaatgagtaaaacgcgcctgttcatcccgcttatgcaggtcacggttcgtctgccgcacaagcttctgtgttacgtcacgttttctatcttctgcatcatgggcacttattttgggctgcatatcgaagattcgattgccaatacccgcgcaattggcgcggtgatgggcggcctactcggcgggccg- STM2159 100 STM4380 67 STM2159 100
2292179 atggaaatgctcgaagagcaccgatgttttggcggctggcagcagcgctggcgtcatcatgccgccacgctaaactgcgccatgacattcagcatttttcttccgccgactcaggataatgaaccgcctccggtactgtactggttgtctgggttgacctgcaatgatgagaactttaccaccaaagcaggcgcgcagcgtatcgcagcagaactgggcattgtattggtgatgccggataccagtccacgcggtg+ STM2194 100 STM4188 77 STM2194 100
2191163 atgaagatcctggtctatggcattaactattcgccggaactgaccggtatcggcaaatataccggcgaaatggtggcgtggatggcgcaggaaggccatgaggtgcgggtcattactgcgccgccgtactacccgcagtggaaggtcggtgagcgctattccgcctggcgctatcgccgggaagagggcgaggctaccgtctggcgctgcccgctgtatgtgccgaaacagccctccaccttaaaacgactgctt- STM2106 100 STM3477 65.714 STM2106 100
2260071 gtgagtgatgctgccaaaaaaatcacggttaatcgtgtgctgttgctgttggttgttctgaccttgcttgctgtcgcgctgcctttcattaattacgccccgaatcgtctggtgagcggcgaggggcgccagttatgggagatctggccggcgaccatctggatgctgactggcgcgggatgcgcgctgtttacgctgtgctttgtacccggtaaacgcggtagcgtactgacgctgatgatggcgcagacgctt- STM2164 100 STM3375 62.376 STM2164 100
3889527 atgattatttcagcagccagcgattatcgcgccgcagctcagcgcacgttgcctcctttcctcttccactacatcgacggcggcgcgtatgcggaatataccctgcgccgaaatgtggaagacctgtcgcaagtcgctctgcgccagcgcgtgctgaaaaatatgtccgatttaagcctggaaacgaccctgtttaacgaaacgttgtcgatgccggtggcattagcgccggtaggcctgtgcggcatgtacgcc+ STM3694 100 STM4454 60.396 STM3694 100
3596186 atgattggtttagtcggtaaaaaagtgggtatgacccgcatcttcactgaagatggcgtctctatcccagtaaccgtaatcgaagttgaagcaaaccgtgttactcaggttaaagacctggctaacgatggctaccgcgctgttcaggttactacgggtgctaaaaaagctaaccgtgtcaccaagccggaagcgggtcactttgctaaagctggcgtagaagctggccgtggtctgtgggaattccgtctggctg- STM3440 100 STM2241 57.426 STM3440 100
4601683 atgatttatcgcatcaaaaatgccgtaatagcagccttaatcctgctgtgcgcgcaggcgggcgccgccagtctctctgatattcaggtgtccaacggcgagcagcaggcgcgcattacgctgagttttatcggcgagccggaatatgcttactcacaggacggtaaacggactgtggcgctggatatcaggcagaccggcgtgattcaggggctgccgcttcagtttagcggtaacaatctggtaaaaacgatc+ STM4358 100 STM2991 65 STM4358 100
3592429 atgttacaaccaaagcgtacaaaattccgtaaaatgcacaaaggccgcaaccgtggtctggctgcaggcgcggatgttagcttcggcagcttcggcctgaaagctgttggccgtggtcgtctgactgcccgtcagatcgaagcagcacgtcgtgctatgacccgtgcagttaagcgtcaaggtaagatctggatccgtgtattcccggacaaaccgatcactgaaaagccgctggcagtgcgtatgggtaaaggta- STM3433 100 STM0447 56 STM3433 100
3198333 atggttttgagcgcaggacgcctgaacaaaaatagcctgggtattgcggtgctgttatgcacagggctgctgctggcggggtgttccagtaattccggctcaggaacgtattccggctccgtctataccgttaagcgcggcgatacgttgtatcgtatatcgcgcgctacgggaaccagcgtgaaagaactggcccgactgaatggcatttctccgccttatactattgaggtggggcagcgaattaaagtgcgcg- STM3038 100 STM2925 76 STM3038 100
4622949 atgatagcgattgaaacacgacaattagccggaggcgtcgtactacatgccttcccggaagggaaacgcgccgtgccgcttccctgtgtggtgttctatcatggcttcacctcctccagcctggtttatagttattttgccgttgccctggcacaggcaggattccgggtagtcatgccggatgcgccggagcatggcgctcgcttcggcggcgactcacagggacgaatacaccgattctggcagattctgcacc+ STM4380 100 STM1523 67 STM4380 100
4807477 atggaaaacagaatcagcaagagaaatgttgcgctcgtagaaaaatgcgtgatgagcaccattggtattaaagggctatttgatgcaatgccggattgccgacatacgcttcatattttttcaaaaccatccgcgttttataaggctgcgctaacgacgccgttttctgccgttattttttctctttctgcgttaagaactgaacgccggacaggattatccagcctgacggaactggcgataaattatccccata+ STM4548 100 STM4548 63 STM4548 100
4579569 atggcgcatattgtaaccctaaataccccattgcgagaagattggttagcgcaacttgccgatgttgtgaccaatcccgacgaactgctgcatcttttacagattgaagctgatgaaaacctccgggcaggacaggacgccaggcgcttgtttgccctccgcgtgccgcgcgcttttattgcgcgcatggagaagggcaaccctgacgatcctcttttacgtcaagtgctgacgtcccgggatgaatttattgtc- STM4333 100 STM0768 58 STM4333 100
2252471 atgaaaatttctggcaagttattgtccgcggctttggcttccgtactggtgttctctcttgctggctgtggcgataaagaagaatcaaagacctttaacgcaaacctggcggggacagaaatttcaattacttacacctataaaggtgacaaaatcattaagcagacgtctgaaagtaaaatcagctatgccactgtaggcgctaaaacgaaagaagatgccgccaaaattctcgatccgctgagcgcgaaatata+ STM2156 100 STM2156A 72 STM2156 100
731710 atggcatttgcctcgttaattgaacgccagcgtattcgcctgctgctggcgttattattcggcgcctgcggaacactggctttctctccgtatgacgtctggcccgcagcgatagtgtcgcttatcgggctgcaggccttaacgtttaatcgccgcccgctccagtctgccgccatcggctattgctggggactcggacttttcggtagcgggattaactgggtttatgtcagtatcgcgcagtttggcggcatg- STM0666 100 STM4227 59 STM0666 100

3255309 atgaaaacccctcgtctccctatcgctatccagcaggccgtgatgcgtcgtctgcgggaaaatctcgcccaggcgaacctcaagctcgatagacattatccggagccgaaactggtgtatacgcaacgcggcacctcggcgggcaccgcctggctggagagctacgaaatccgcctcaacccggtgttactgctggaaaacatcgacacctttatagcagaggtcgtgccgcatgaactggcgcatctgttggtgt+ STM3092 100 STM0602 62.857 STM3092 100
1168488 atggaactgaaagcaacttctcttggaaaacgtctggcgcaacacccgtatgatcgtgccgagatcctcaacgctggggtgaaagtgtctggcgacaggcatgaatatcttattccattcaatcagttattggcgattcactgtaagcgtgggctggtatggggcgagctggagtttgtcctgccggaggataaagtcgtgcgtttgcacggtaccgagtggtcggaaacccagcaattccatcgctatctggac+ STM1075 100 STM3951 66.337 STM1075 100
846448 atggcgcattcctggttacgcctggtcgcaggggcaacattatctttcgtcatcgccggtcatgcgctggcggatgaaggcaagatcaccgtatttgccgccgcgtcgctaacgaacgcgatgcaagacattgcggcagaatataaaaaagagaaaaatgtggatgtggtctcctcattcgcctcctcttcaacgctggcgcgccagatagaagcgggcgcgccggcggatctcttcatctctgctgatcagaaat+ STM0781 100 STM0781 100
921543 atgacgcaatttattacgcataaatggctggcggcgctgggactggcctcatccattgcggcttttccggccctggcggccaaagatgtggtggtggcggtagggtctaatttcaccacgctcgatccgtatgacgccaacgatacactctcgcaggcggtggcgaagtcattttatcaggggctgtttggcctggataaagacatgaaggtaaaaaacgtcctggcggaaggctataccgtttctgatgacggt+ STM0849 100 STM0705 64.706 STM0849 100

3487662 atggtactgatgatcgtcagcgggcgttccggatcaggtaaatctgtcgctctgcgcgcgctggaagatatgggattttactgcgtggataacctccccgtcgtgctgttgcccgatctggcgcgaacgctggccgatcgccagatttccgccgccgtcagcattgatgtgcgcaatatgcctgaatcacctgagatttttgaacaggcgatgaataatctgcctggtgctttctcgccgcaattgctgtttcttg+ STM3323 100 STM3961 62.037 STM3323 100
851603 gtgaatacattatcggtttcccgtctggcgctggcactggcttttggcgtgacgctgagcgcctgtagctctacgccacccgatcagatcccttccgatcaaaccgcgcctggcaccgcctcgcgcccaattctgtcggcaaatgaagcgaaaaacttcgttgcggcgcgctattttgcctccctgacgccgaataccgccccgtggtcgccgtcgccgattaccctgcccgcacagcctgactttgtggtgggg- STM0786 100 STM1781 51.923 STM0786 100
892404 atgtccgcccagaaaccggggttacacccgcgcaaccgccatcaacaccgttatgatctcgccgcactgtgtcagaccacgccggaattgacgtcctttcttatccgcacgcccgccggtgaacagagcgttgattttgctaatccgcaagcggtaaaagcgctcaataaggcattgctggcgcatttttatgccgtcacacactgggacattccgccagggtttttatgtccgccggtgcctggtcgtgcggat+ STM0826 100 STM3130 63.636 STM0826 100

3215562 atgagcaacgtacccgcagaactgaaatacagcaaagaacacgaatggctgcgtaaagaagcggatggcacttacaccgttggcattactgaacacgctcaggagctgttgggcgatatggtttttgttgatctgccggaagtcggcgcgaccgtaagcgcgggcgacgactgcgccgtggcggagtccgtaaaagcggcgtccgacatttatgcgccggtaagcggcgagatcgtggcggtaaacgatgcgctga- STM3054 100 STM0978 90 STM3054 100



303338 atgcttaaacaggtagaaattttcaccgatggctcttgcctggggaatccagggcctggtggttatggcgctatcttacgctatcgcggtcatgaaaaaacgtttagtgaaggttacacgctgaccaccaataaccgtatggaactgatggcggcgatcgtcgcgcttgaagcgttaaaagaacattgcgaagtaacattgagcaccgacagccaatatgtgcggcaaggaattacccaatggattcataactgga- STM0263 100 STM0263 100
3392004 atgatacgtttcgctgtaattgggactaactggatcacgcgccagtttgtcgacgccgcccatgaaaccggcaaattcaggctcgccgccgtttactcccgtagtcttgaacaggcgcagtctttcgcaaatgattatcccgtcgagcatctgtttacctcgctggaagcgatggcgcaaagcgacgcgattgaggcggtttatatcgccagcccgaattccctgcatttctcccagacgcagcgctttttgcag+ STM3223 100 STM3223 100
1483927 atgatgataaagaaaaaggctgcgtttagtgaatatcgtgatttagagcaaagttacatgcagctaaatcactgtcttaaaaaatttcaccaaatccgggctaaggtgagtcaacagcttgctgaaagggcagagagccccaaaaatagcagagagacagagagtattcttcataacctatttccacaaggcgttgccggggttaaccaggaggccgagaaggatttaaagaaaatagtaagtttgtttaaacaac+ STM1397 100 STM1777 56.436 STM1397 100
885356 atgaatattcccaccacgaccaccaagggcgagcaggcgaaaagtcagctcattgccgccgcgctggcgcagtttggcgagtatggcctccatgccaccacgcgcgatatcgccgcgctggcggggcaaaatattgccgccattacttactatttcggctcaaaagaggatttatacctcgcctgcgcccagtggattgccgattttcttggcgaaaaatttcgcccgcatgctgaaaaagcggagcgtctgttta- STM0819 100 STM1122 66 STM0819 100
939727 atgcagaatcgtttacaatcaggcggcaggctgggacgtcaggcgctgctttttcctctctgtctggtgctgtacgagttttctacttatattggcaacgacatgatccagccgggtatgctggcggtggttgagcagtatcaggcgggcctggactgggttccgacgtccatgaccgcttatctggcgggcggtatgttcttacagtggctgcttggcccgttgtctgaccggattggccgtcgtcccgtgatg+ STM0866 100 STM4517 70 STM0866 100
465673 atgaaaaacttgattaactggtttgaaattccagttactgatatggcgcgtgcaatcgccttttatgagcaagtgatgcagatatcgttacgtcgggaaaccatggatggggcggacctggccgtattcccgtatgctgaacccggacccggcggagcgctgataaagcaggatgatgtcgctccagttgcgcagggagtcgttatttatctgcataccgccgatttgttagcctcgattgaacgtgtcgtccttg+ STM0409 100 STM0452 61.321 STM0409 100

2822368 atgtgtcgtgagtgcggtgggatgacgcggatgccccacaatgccgatacacttgaaatgattattcatttttctgaggtccttgtagcgaagattgatgacaatgtgagtacttcccttgaaaccctgaatctgatccccataataagcgaagttagcgagatgaatgcgaaaaaaacgcggagaaattcatga- STM2682 100 STM1848 89 STM2682 100
4751240 gtgatcgatcccgtgcttgaataccgcctgtcacaggttcagagccgcattagcgaagagcgctttctcaaaaacaacggctccggtaatgagattgggttctggatttttgattatcctgctcagaatgagctgcaggtgcgtgaacacctgaagtatctgttgcgtaatctggaaaaggaccacaagttcgcgcacctcaacatctttcagatcatcgtcgacatgctcactgaacgtgggttatttgaccgcg- STM4497 100 STM4363 68 STM4497 100
4785936 atgccgatggagtttgaatgggatgcgaacaaggctaaaagcaacctgaggaagcacggtgtccgttttgaggatgcggtactggtgtttgacgatccccgacacctgtcacgtcaggagcgttatgagaatggagaatatcgttggcagaccctcggccttgttcatggcattgtggtcattctggttgctcatagcgttcggttcgaaagtggttttgaagttatccgtatcatcagcgcccgcaaggcagaca+ STM4528 100 STM3380 54.455 STM4528 100
4563341 atgatctccacccctgagccgcttcatgccggacatattcttactccgttttgctgcggtgtggattctatagataactggctggaacagcgggcgatgaaaaatcagaccactggcgcgtcccgtacctttgtgtgttgtggcagcgattcgaacgtactggcctattactcgctggcgtccagcgcggtcacgacgaatacctcccccggtcgctttcgtcgcaatatgcctgacccgattccggttgtggtat+ STM4318 100 STM3109 62.385 STM4318 100
4424282 atgaacacgaaaacacgaccctcgaccctgcactggcaacctgccttgcaacgtcctgaagaatacgtctgcgggctggatgatattcatcaggcaatacacatcattctgcgcacgccgcgcggcagcgatccccacaggccgctttttggcagcaatctgtggcgctacatcgattacccgatcgagcgggccattccgcacgttgttcgcgaatcggtggaagcgattcgcatgtgggaacctcgctgccggt- STM4203 100 STM4123 77 STM4203 100
4442497 atgatgaaaaaagtactgtatggcatttttgccataaccgcgcttgcggcgacatctgtctcggcagcccccgttcaggtgggtgaagcggcagggtcggcagcgacgtcggtatcggcgggaagctcctccgctaccagcgttagcaccgtaagttcggcggtgggcgtcgcgttagcggcaaccggcggcggcgatggttccaataccggaaccacgaccaccacgaccaccagtacccagtag+ STM4222 100 STM4222 100
4419133 atggattacgggaatactggcgacatgagattattcgcagtaatgaatttttattatatcgattacttatgcaggccaataacaatcgccgtcgtaatttttttattttggtggcgtctggcaaatgagatgtatatctatggttcaaaaaaacagaaaaaaactggattatggattaatcgcaagctaaattccaaatttggaattgatatagagctgggagcagtaaaaaggggaaataagatcactcccatcc- STM4197 100 STM2902 61.765 STM4197 100
4400684 atgatgattaacattcgccgttcaaggcatgaggaaggggaaaaactgattgcgatctggcgtcgctcagtcgatgccacgcacgattttctgtcaaacgcttatcgggccgaactggaagaactggtgagcgattttctgccagaagcgccactatgggttgccgtgaccgatcaggatgagccggtagggtttatgctgcttaccggtgagcatatggatgctctgtttatagatccggacgtgcgcggtcagg- STM4181 100 STM4181 100
2098373 atgcagacactacacgctttactccgtgacattcctgcgccggacgccgaggcgatggcgcgtgcgcagcaacatattgacggcctgctcaaaccgccgggcagcctgggcagactggaaaccttagccgttcagctcgcgggtatgccgggtcttaacggtacgccgcaggtaggtgaaaaggcggtgctggtgatgtgcgccgaccatggcgtctgggatgaaggcgtagcggtttcgcccaaaatcgtgacg- STM2016 100 STM4272 61.165 STM2016 97.28
2883465 atgaaaatccgtgctgacagtaacgatgcttttcccgaaagcggcaacgtgcgtatgcggcaggtggtccagtttctggcgatgagtgaatcatcggtttaccgcctgattaaagacaccgactttccccgccccgtccacctctcttcccgactggtggtcttcgatgctgcggaaatccgtcagtggcaacagcgccgcaccgtcatccgttaa+ STM2744 100 STM2744 100
2875270 atgctgactagagaaccatcttttgcatcacttctcgttaagcaaagcccagcaatgcactacggtcacggctggatttatttaccttgcggaaaaaagtggcatccatgtattgaactgtctccccggcagcaggctgtccggggaataggtaaaaagagattgctacaacgtctaagttttaacgtggcaggcatcctgcaaaccaggcgaaaagcttttcctggaagctga- STM2735 100 STM2734 71 STM2735 100
2876062 atgagtactgatatttcaattcgtgtaccaaaagagatggcaacgcctgctgagttcgcggagtgggaaggtatctcccgtggctctgtgtatcaaaaaattcaccatggtcagcttgctaagtacatggtgaagaaagaaaaaaataaaggacgtgtaagcctgcggtacctgatgtacaaaaccgaccaggttcgtgagtctcttggtcattccaacttccgcgtcattgttggttag- STM2737 100 STM4310 60.396 STM2737 100
3451893 atgtctctaagtactgaagctacagctaaaatcgtttctgagttcggtcgtgacgcaaacgacaccggttctaccgatgttcaggttgctctgttgactgcacagattaaccacctgcagggtcactttgcagagcataaaaaagatcaccacagccgtcgtggtctgctgcgtatggtttctcagcgtcgtaaactgctcgactacctgaaacgtaaagatgttgcacgctacaccgcgctgattgagcgtctgg- STM3283 100 PSLT110 67 STM3283 100
3206668 atggatattcacaataaagcacgtattcactgggcatgtcgtcgcggtatgcgcgaacttgatatttccatcatgccgttttttgaacatgagtacgatagtttaagtgatgaagaaaagcgtatttttgtccgtttgttgcagagtgatgacccggatttatttaactggttaatgaatcacggtaaaccggctgacgctgaactggaacagatggtccgactcattcagacacggaatcgggaacgtggtcctg- STM3047 100 STM0153 52 STM3047 100
3428894 atgaaacgtaaagtaattgtggcctgtggcggtgcggttgcaacctcaacgatggctgcggaagaaattaaagagctgtgtgatgccaaccatattgagctcgacttagtgcaatgccgggtcaccgaaatcgaaacctatatggacggcgccgatcttatctgtaccactgccagggtcgatcgcgcctttggcaatattcccgtcgttcacggtatgccttttgtttccggcgtgggtattgaagcattacagc+ STM3259 100 STM2840 63 STM3259 100
1679309 atgaaccagtcgctgacgctcatctttttgatcgccgccggtgtcgggctggtggtacaaaacagtattatggtgcgtattacgcagacatcatcgacgattctgatcgctatgctgttgaactcgctggtagggatcgttttatttgtgacgatattgtggtttaagcaaggcgctacgggcttcggcgagctggtcgccagcgttcgctggtggacattgatccccggtctgctggggtcattttttgtatttg+ STM1591 100 STM2129 62.136 STM1591 100
1610392 atgactatctcaccccaaaatcctgtttgtccactggcggataaaggctttctggttaccgatgcgcaaacgctcccgtcgttgattaatgcgcatccgactctgctggttttgctgcaaagcgaccccaacaaacatccggaagtcgccgacagttgggtcatcatcccggagatcctcaagcaatttccggcgacgtcttataccgcggcatttgcggatagcgaacagagtgaactgatcgcccgggagtatc- STM1534 100 STM2993 59.223 STM1534 100
1701581 atggtggaaattattcctgttagcacgacgctggaactgcgagcggcagatgaaagtcatgttccggcgctgcaccaactggtactcaaaaacaaagcgtggctacaacagtcgctcgactggccgcaatatgtcacgtcgcaggaggaaacgcgtaagcatgtgcagggtaatatactgttgcaccagcgtggttacgccaaaatgtacctgattttctgccagaatgagatggcaggcgtactctcatttaatg- STM1611 100 STM2956 71.154 STM1611 100
3565843 atgaaaagactaattccagttgcattgcttaccaccttattggcaggttgtgcacatgattctccctgcgtaccggtttatgacgatcaagggcggctggttcataccaatacatgtatgaaaggtacaacgcaggataactgggagacagcaggcgctattgctggcggcgctgcggcggtagcagggttgacgatgggtatcattgcgctttctaaatga+ STM3392 100 STM4307 51.961 STM3392 100

92031 atgacatctcccgttaatgtggacgtcaaactgggcgtcaataagttcaatgtggatgaagacagcccgcacatcattctcaaaaccgatcctgataaacaggcgctggaggtgctgattaaggcctgtccggcgggactgtataaaaagcaggacgacggcagcgttcgttttgattacgccgggtgcctggagtgcggaacgtgccggatcctcggccttgatacggcgctggaaaaatgggaatacccgcgcg+ STM0078 100 STM1351 77 STM0078 100
1579855 atgatgaaaatcgcaactgcaatagccgctctggcgttagttagcgccccctcgctggtgatggcggcaccgggatcgtgcgagagagtaaaaagcgatattgaacaacgtatcatcaataacggcgtgccggcggataattttacgctcactatcgttcctaacgaccaggccgatcagccggactcacaggtggtgggccattgcgcgaacgacacgcataaaattctttatacccgcaccagcagcggcaatg- STM1500 100 STM1732 56.731 STM1500 100
2703997 atgaaaaagattgatgcgattattaaacccttcaagctggacgatgtccgtgaagcgctggccgaggtaggtattaccggcatgacggtcactgaagtcaaaggttttggccgtcaaaaaggccacaccgagctgtatcgcggcgcggaatatatggtggattttctgccgaaggtaaaaattgaaatcgttgtgcctgacgacatcgtggatacctgtgttgataccatcattcgtaccgcgcagacggggaaaa- STM2561 100 STM0462 85 STM2561 100

STM2509 100 STM0555 96 STM2509 100
2562454 atgcaaacaaatacacggaaagtagtaaccagtgacgccaaatggcatccccatctgggtataagttttattggctgcctgcttgccattacactagaaatatattttgaagaaagaatattcatccctcatagcggaggggtgagcttcggtctgatcgtgcttctggttatcaatatggtgaccatccctgtggtcatggccctgatagcattactctgctttattattcatattccgcgtaaaagcgttaact+ STM2452 100 STM4572 61.538 STM2452 100
2712396 ttggtgtgcgcaaggggggaaacggccgtcattataaagaatctgacgcgccgacgaaaccgtttgcgtagaaataaaatcaccgctttttcttgtcatacggtgcggctatcgttgcgaataagttgccaactggcgcattgttacgcaaaatgccgctcattaatgacttatctattgcagcaaaacatctttttcagcccgaggcaacgcacgatccagagaattaactaa+ STM2566 100 STM3166 89 STM2566 100
2609833 atgaccgacacgattaaaatctaccataacccgcgctgctcgaagagccgcgacacgctgaacctgctgaaatctaacggcgtggaaccggaagtggtgctttatctggatacgcccgccgatgccgccaccgtgcgggaactgctgcgtatgttgggcatgtccagcgcgcgcgaactgatgcgccagaaagaagatctctataaaacgcttcacctggcggatagtgagctgagtgaagaggcgttaatccagg+ STM2495 100 STM4579 61.905 STM2495 100
2678195 atgccgaagattgttattctgcctcatcaggatctttgtccggatggcgcagttctggaagctgagaccggtgaaaccattcttgacgttgcgctgcgcaacggcatcgagattgaacacgcctgtgagaaatcgtgcgcctgcaccacctgtcactgtattgtacgtgaaggcttcgactccttgccggaaagttcggaagaagaagacgatatgctggataaagcgtgggggctggagccggaaagtcgactga- STM2538 100 STM0730 61.386 STM2538 100
790692 atgtattttttacttcaaaaagtaattttaccaaacattgatctatgcacggaagagcagctttatttcagaactcagggcgggaagtataactatacctcacgtaacttacttgttccgcgtcataaggttgcatattttgatactttttttaatgcattctcaattaagaaatggaaaaaatatacaaccttaacatcactttttttgcgggttaatataattggtcgcggaactataactgtaaggcataaa+ STM0724 100 STM2087 60.952 STM0724 100
698292 atgaaaaccaaacttaacgaactgcttgaattccctacgccatttacttacaaagtaatggggcaggcgttacctgagctggttgatcaggtggttgaagtggtacagcgccatgcgcctggtgattactctccgacggtaaaaccgagcagcaaaggcaactaccactcggtctctatcaccattaatgccacccatattgaacaggttgaaacgctgtacgaagaactgggcaatattgatatcgtgcgaatgg- STM0636 100 STM1345 59.804 STM0636 100

2411323 atgggcgtaatgtggggactgataagcgttgcgattgcctccctcgcccagttgagtttaggattcgccatgatgcgactgccatcgatagcgcatccactggcgtttatttccgggctgggcgcatttaatgccgcgaccctggcgctattcgccggtttggcggggtatctggtttccgtcttctgctggcagaaaacattacacacgctcgcgctcagcaaagcctatgcgctactgagtctcagctatgtgc+ STM2303 100 STM2303 100
P40785 atgcgtccggcgacatacgaaccagaacagattattgaagcagggctggccctgcaggctgaaggacggaatatcaccgggttcgcactacgtaaccaggtgggtggcggcaatccgacacgtctccgccagatatgggacgaataccaggcttcacagagcacggtcgtcactgaacccgttgccgagctgccagtggaagtggctgaagaagtgaaggccgtctccgccgcgctgtccgaacgcatcacccag+ PSLT048 100 STM1712 62.376 PSLT048 100
P19420 gtggccattccacctacttgtaaggagattttcatgaacacagcattacttgctccatttatctcaattgcattatctggagtgggcgtttatacccactattactttaagaaatatcaggcttccatggatcagtgccaaaaggtccacaaaatgatggtagatacactgctcggtaccaaaagactgttcagccggagcgcccccgcgcaggcgcttaaatcagaactgagaatcatgcagcagcaactctctc- PSLT026 100 STM0141 59.223 PSLT026 100
P33966 atgccgatcatagcagcaattcctgatgaagaacgacaactgatgcgcaaagaggcccaacaaacccacgataaaaaccatgcgcgacggcttatcgccatgctgatgctgcatcagggaatgaccgtcactgacgttgccagattactctgtgccgcccgttcatccgttggtcgatggataaactggtttactttacatggtgttgaaggactaaaaagcctcagacccggacgtgctccacgctggccggtc+ PSLT042 100 STM1323 61.905 PSLT042 100
P07919 atggcgtctgctctgaccgctttcccggaagacggggatttcagccggatatggtacgaccggctttgtatcgaatttaacagcgacggcggactgagtccggctgagctgcgggttatccggctgctgctgcggggctataacagcgggcagattgctgccctctgttttcgcagcgtcaaaaccatttctgcccagaaaggccaggctttcaggcgcctcggcgtccggaatgatgcaaccctgttgccgaccc- PSLT012 100 STM0019 61.386 PSLT012 100
P03870 atgtcgctgcaccggggactctgcggcctgcgaagcgatatcccgcaggcggaggggataacctcagatgaccgggacacgctgtggatagtcagtgaaccgaatctgttttaccgcttcacccgcacggcagcgtcctga+ PSLT007 100 PSLT010 100 PSLT007 100
P08116 atgagtgaatccattgttacaaaaattatttccatcgtccaggaacgtcagaacatggatgacggcgcgccagttaaaacccgcgatattgccgatgctgccggactcagtatctaccaggtccgcttgtatcttgagcaactccacgatgtcggggtgcttgagaaagtgaatgccggaaagggagttcccggattatggcgtctgctctga- PSLT013 100 STM4097 50.962 PSLT013 100
P87203 atgatggaaaccagcgtatttctcagtaaccgcagccaggcggtcagactgccaaaagcagtggctttgccggaaaatgtaaaacgtgtggaagttatcgctgtcgggcgaacccgaattatcacgccggccggagaatcgtgggatgaatggttcgacgggaacaacgtcagcgccgattttatggataaccgggaacaaccctctgtgcaggaacgggaatcattctga- PSLT105 100 PSLT107 100 PSLT105 100
P61628 ttgactggcgagtgttctttctctacgatccgtcggacacataggaacctcctcaaaggattctatggacagtcgatgcagggagtgacagctccctgtatcggcgatttaacttgtttttttaacgtagcgttaactacaaagacactatattgttttcagccttaa- PSLT074 100 STM2189 48.039 PSLT074 100
R1027 - STM1837 45.098 STM2089 37 STM1837 23.01

STM0353 100 STM0498 73 STM0353 100
STM0476 100 STM3390 73 STM0476 100
STM0498 100 STM0353 69.307 STM0498 100
STM0522 100 STM1444 62.037 STM0522 100
STM0558 100 STM4205 67 STM0558 100
STM0600 100 STM4532 91 STM0600 100
STM1215 100 STM1375 69 STM1215 98.45



STM3217 60.185 STM0142 55.34 STM3217 10.84
STM4216 79 STM3624 61.165 STM4216 57.53
STM0306 46 STM0994 39.604 STM0306 13.69
STM1268 94 STM1268 53.922 STM1268 95.5
STM1918 62.264 STM4261 60.377 STM4261 13.02
STM0498 61.682 STM2463 59.615 STM2463 18.36
STM2356 61.386 STM0055 58.252 STM2356 22.68
STM2702 90 STM2772 74 STM2702 67.88
STM0627 62.617 STM1764 61.682 STM0790 14.95
STM2977 64.706 STM1683 58.654 STM1683 15.69
STM3746 25 STM3746 16.02

STM4208 75.248 STM0014 55.34 STM4208 38.64
STM0016 71 STM2085 66.055 STM0016 55.23
STM2706 94 STM2703 60 STM2706 17.07
STM2616 91 STM0896 64.356 STM2616 48.84
STM1965 56.731 STM1965 13.81
STM4202 79 STM4202 40.74
STM1324 61.765 STM1355 37 STM1324 15.62
STM0193 60.194 STM0193 13.54
STM4453 39 STM4453 3.49
STM0564 58.416 STM0564 18.3
STM2087 74 STM0855 60.577 STM2087 60.59
STM0090 62.376 STM3976 59.434 STM3976 39.58
STM3191 60 STM1392 59.406 STM1392 11.74
STM4159 56.604 STM4159 4.58
STM1436 59.223 STM4261 58.824 STM4261 9.37
STM0650 62.162 STM2589 54 STM0650 20.62
PSLT032 67.619 PSLT032 15.3
STM4413 60.952 STM2882 57.944 STM4413 28.98
STM1365 60.396 STM1356 59 STM1365 1.85
STM2720 100 STM2978 57.282 STM2720 93.85

STM1005 68 STM0642 62.963 STM0642 5.95
STM3280 60.577 STM3280 12.7

3201627 atgactcaggggctggacgacgtttccgggctgctggaactggcggtagaagctgacgacgaagagacgtttaacgaagccgtcgcggaactgaatacgctggaagagaagttggcgcagttggaattccgccggatgttctccggcgagtacgatagcgccgattgctatctcgatattcaggccggttccggtggtactgaagcgcaggactgggccagcatgttgctgcgtatgtatctgcgttgggcggaag- STM3041 100 STM1776 79 STM3041 80.25
2510504 atgaaggggagattattgcaacggcttcgtcagctcagtatcagcaacagtttacggggcgcatttttaacgggcgcattactgacgctgattgtcagtatggtcagcctttattcctggcatgagcaaagttcgcaggttcgctattcgcttgatgaatattttcctcgcatccactccgcttttttaattgaggggaacctgaatctggccgtggatcaactcaatgaatttttgctggcgccgaacacgacg- STM2397 100 STM1386 73 STM2397 100
2108533 atgtcagagacatttgatccacgctgtgtatggttcgtcggcgccgggccgggcgatcgcgagctgatcacgcttaaaggctaccgcctgctgcaacaggcgcaggtagttatctatgccggttcgctgatcaataccgaactgctggattactgccccgcgcaggcagaacgctacgacagcgccgaactgcatcttgagcagattatcgagctgatggcggcgggcgtgaaggcgggaaaaacggtggtgcgtt- STM2029 100 STM0489 76.238 STM2029 100
3746485 atgaaaaatatcaaagtcatcaccggcgttatcgcgacgctgggcatatttagcgccttattgctggtgacaggaatactgttttattccgccgtcagcagcgatcggctgaatttccagaatgcgagcgcactgagttaccaacaacaggaactgggcggcagttttcagacattgatcgaaacccgcgtcaccattaaccgcgtggcgatacgcatgttaaaaaatcagcgcgatcccgcctcactggacgcc+ STM3577 100 STM1919 87 STM3577 100
144966 gtggcagatcgtaatttgcgcgaccttcttgctccgtgggtggctggactacccgcgcgagaactgcgagagatgacgctcgacagccgtgtggctgcggcgggcgatctctttgtggcagtggtgggtcatcaggcggacgggcgtcgatatatcccgcaggcgatagcgcaaggcgtagctgccattattgcagaggcgaaagacgaggcgagcgacggtgagattcgcgaaatgcacggcgtaccagtcgtc+ STM0123 100 STM0123 100
188454 gtgctagaagaataccgtaagcacgtagctgagcgtgctgcccaggggattgtgccaaaacctttagacgcaacccaaatggctgcgcttgtcgagctgctgaagaccccgcctgtgggcgaagaagaattcctgttagacctgttgatcaaccgcgttcctcctggcgtagatgaagccgcttatgttaaagccggttttctcgctgctgtcgcgaaaggcgacaccacctccccgctggtctccccagaaaaa+ STM0158 100 STM2305 63.725 STM0158 100
171810 atggcaaactggccaaacccgtttattgaacaacgtgccgatccgtttattttacgcgacggcagcgattactactttattgcctccgtaccggaatatgacaggctggaaatccgccgggctaattcgctggaagggttgcgcgccgccgaccccgttgtcgtctggcgtaaaccggaaagcggcccgatgagccagctcatctgggcaccggaaatgcaccgcatcaacggcaagtggtacatctattttgcc- STM0148 100 STM2515 61 STM0148 100
205070 atgaagaatttatggatgctgctggcgctatcgctattttcaggccatgcgctggcagacggaacgatgggcaacggaagcggctggtgtcaacccaccagcggcacgcataatttcttttttccccttgaccagaccattaccgatacggatgagaaccaggcagggaaaatagtcaaagagagttggtcggtcggcggcgaatacagcgccaggtgcgactgcgataataaagattatcagggcgttaactat- STM0174 100 STM3513 70.476 STM0174 100
227663 atgcgtgatttatatcctcttactcgccgccgtttattaacggcgatggcgctctcgccgctgctgtggcaaatgaatacggcgcaggctgccgctatcgatccccgccggattgtggcgctggagtggctgccggttgagctgctgctggcgctcggtattacgccgtatggcgtggcggacgtgccaaattataagctgtgggttagcgaaccgccgttgccggattcggtgattgatgtgggtcttcgcactg+ STM0193 100 STM3011 59.804 STM0193 100
278163 atgaacatcatcgccattatggggccgcacggggtttattataaagatgaacccatcaaggagcttgagcgtgcattacaatccctgggatttcaaattatctggccgcaaaatagcgttgacttgttgaagtttattgaacataacccgcgcatctgcggcgttatttttgactgggatgaatacagtctcgacctttgtagcgaaatcaaccagctaaatgaataccttcctctctacgcctttatcaatacc+ STM0234 100 STM2559 83 STM0234 100

1592903 atgagattagaacagcacgatattgtcacccttgatgaagccgaatccgtcgatagcctgacaaaaaaacttggtgatttactggttaaccagaaactccgtctgaccactgcagaatcctgcactggcgggaaactggcttcagcattgtgcgcagcagaagatacgccctcattttacggtgtggggtatgtcacctttactgatgaagccaaagcaaaaatcttacgcgtacaacgccacagtcttgccgaac- STM1514 100 STM2830 67 STM1514 100
3827985 atggagtttttaatgaaaaaggttgtttttgctctgtctgctctcgctgtagtttccacttctgctttcgctgctgaatctggtgacggcaccattaaattcaccggtgaaatcgttgacgcgccatgcgtcgtttctactgactcccagaaccaggaagttgtgctgggtcaggttaagaaaaatatcttcaaagccattggcgacaagtcttcttctaagcctttccagatcaaactggaagactgtgacatca- STM3640 100 STM0543 61.386 STM3640 100
759733 atgaaaacgattgaagttgatgatgaactctatagctatattgccagccacaccaagcatatcggcgagagcgcatccgacattttacggcgtatgttgaagttttccgccacgacacagccaacggcttcagcggtgaaggggacgcctgcggcgcaacccgttgccgaagcgaaaccggttaacccggtaaaagacaaagttcgcgcgatgcgtgagctgttgttgtctgacgaatatgccgagcagaaaaaag+ STM0697 100 STM2364 56 STM0697 100

2055007 gtgatcggtgtagtatgcgcacttcttgtttcacaccttctgagttcagaggctaaacacatgtcatggcaacacttcaagcaaacctggttaattaaattctgggcgccggcccctgcggtgatcgcagccggtattctctctacctactattttggcatcaccggcacgttttgggccgtgacgggcgaatttacccgctggggcgggcaaattttgcagctttttggcgttcatgccgaacagtggggctac+ STM1965 100 STM3543 65.049 STM1965 100
3907297 atgaaaattttggtcattggcccgtcctgggtgggcgacatgatgatgtcgcaaagtctctatcgcacgcttaaagcacgctatccccaggcgataatcgacgtgatggcgccagcctggtgtcgtccgttattatcgcgtatgccggaagttaacgaggcgatacccatgccgttgggccacggcgcgctggaaatcggcgagcgccgcagattgggccatagcctgcgagagaagcgctacgatcgcgcctgg+ STM3711 100 STM3712 60.396 STM3711 100
2104417 atgaacggtaaattatacgcattaagtaccgggccaggcgcgcccgacctgataaccgtccgcgcagcgcggattcttggctcgctggacattctgtatgcgcccgccggtcgtaaggggggcgatagtctggcgctgtcgattgtgcgcgactatctcggcgagcagacggaagtacgttgttgccatttccctatgagcgctgacggcgccgagaaagaagcggtctggaacgaggttgccgccgcgcttaccg- STM2024 100 STM2745 56.19 STM2024 100
1823069 atgcaaaccgttttagcgaaaatcgtcgcagacaaggcgatttgggtagaagcccgcaaacagcaacagccgctggccagttttcaaaatgagatccagccaagtacacgccatttttatgatgcgctccagggcgcgcgtaccgcctttattctggagtgtaagaaagcatcgccatcaaaaggcgtgattcgcgacgatttcgatccggcgcgtattgccagtatttatcaacattacgcctcggcgatctcg+ STM1725 100 STM4160 68.317 STM1725 100



94547 atgaaaccaatacctttttatttgctcgcgctattttctgccgcctccggggctacggagataaacgtctgcaaagacctgatcggaacatggaaaaccacggcagataacccgccttataccatgacaatatcgccgccagtagaaagctgcggggaaaaatgtgtgaaactgaacgtgcagtatgaacttgacgtgactcaccgcaacgcgctttattgccatgaaggacaagagggggtaaaagggcagggac+ STM0081 100 STM2532 54.455 STM0081 100
4060725 atggacagtctgaaccttaataaacatatttccggccagttcaacgccgaactggaaagcatccgcactcaggtaatgaccatgggcggcatggtggagcagcagctttctgacgctatcaccgccatgcacaaccaggacagcgagctggcgaagcgcgtggtagaaggcgatcatcaggttaatatgatggaagtcgccatcgatgaagcctgcgtgcgtattatcgccaagcgccagccgacggcgagcgatc- STM3853 100 STM2976 62.037 STM3853 100

16432 atgtctattcccaaccatgtgtcgacaacggaagttgtgctattggagctagagatcttactcactattatttcgattggcgcgtggggaggctttgtcagctatcttttacgcaaagataagacagaatataatagttctcatgaaagtattaaatattgcttaacgcagatcgtgatttcctgcttcaccagtttcttgttaagcgcgattgcgatcgaaaaagaatgcagtttcaacattgttctgttggcgg+ STM0015 100 STM0015 100
3269737 atgcaagcgtctcaattttcagcccaggttctggactggtacgacaaatacgggcggaaaacgctgccctggcaaattaacaagacgccttacaaagtatggctctcggaagtcatgttgcaacaaacgcaggtgacgacggtgattccttactttgagcgatttatggcgcgctttccgacagtgacggatttagcgaatgcgccgctggatgaagtgctccatttatggaccgggctcggctattacgcccgc+ STM3110 100 STM0776 59 STM3110 100
3478938 atgctgttaaatgcgctggcagcactcggacacagcgggatcaaaaccgtcaggacgttcgggcgcgccgggttaatgttattcaatgcgattatcggtaagccggagtttcgcaaacatgcgccgctgctggtgcgccagctttataatgtgggcgtcttgtcaatgcttatcattattgtctccggcgtattcatcggtatggtgctggggctgcaaggctatctggttctgaccacttacagcgcggagacca- STM3312 100 STM2971 70 STM3312 100
3515260 atgttcatgacctgggaatatgcgctaattggattagtcgtcggtatcatcattggtgccgtggccatgcgttttggtaatcgtaagttacgtcaacagcaggcattgcagtacgaactggaaaaaaacaaagctgagctggaagagtaccgtgaagagctggttagccactttgcccgcagcgcggaactgctggataccatggcgcatgattaccgccagctgtatcagcatatggcgaaaagctccagcagcc+ STM3347 100 STM1694 65 STM3347 100
694776 atgggtgagattagtattaccaaactgctggtggttgccgcactggttgttctgctgtttggtaccaagaagttacgtacgctgggcggagacctgggcacggcgattaaaggattcaagaaagcaatgaacgatgaagacgcgggcgttaagaaagacgtcgacggtagcgttcaggctgaaaaactctcgcacaaagagtaa+ STM0632 100 STM3973 68 STM0632 100

1198040 atggaatggaaggtcgttgatacagttataagtccctctaccggagtgtcgttctcatgcatacatagcctaaaaaatcttagattgaccttatggtatcaggcagatgtttacatgcctccaggtagcattatcatcccctttaataagggggtcttaataaacgataaactttatcccgttactgtttacaacgttaccaggtttaatcctgttctatggaaatcgcttaaagaaaatagccattgtcctggta- STM1110 100 PSLT072 59.804 STM1110 100
1240790 gtgcgtatattcgcggtgagcataatggtgattaccctgagcggctgcggcagtattatcagcagaacgatccccggacaaggacacggcaaccagtattaccctggcgtgcagtgggatatgcgtgattccgcatggcgctatatcactatcctcgatctgcccttctcactgatcttcgatacactgctactgccgctcgatattcaccacgggccttatgagtaa+ STM1152 100 STM3201 64.078 STM1152 100
3653464 atgaaagaaaagtcctccgttgaggtcagactggataaatggctgtgggccgcgcgtttttataaaacccgcgcgatggcccgcgagatgattgaaggcggtaaggtgcattacaacggccagcgcagtaagccgagcaaaatcgtcgagctgaacgcaacccttaccctgcgtcagggaaatgacgaacggacggtgatcgttaaagccatcaccgaacagcgccgtccggccagcgaagccgtcgctctgtatg+ STM3497 100 STM2293 61.111 STM3497 100
3686451 atgcgaaaaacggtggcctttggttttgtcggtacggtactcgactatgcaggacgcggcagtcaacgttgggaaaaatggcgccctactttgtgtctgtgccagcaggagacgctggtcgttcaccgcctggaactgctgtacgatgcccgctctcgctcgctgtttgaaggattaaagaaggatatcgccagcgtctcgccggaaacggaagtcgtcggcgtagaaatcgcgatccgcaacccgtgggacttc+ STM3522 100 STM4005 73.529 STM3522 100
3713987 atgatctacttacgcaaagcaaacgaccgcggtcatgcgaatcatggctggcttgactcctggcataccttttcttttgccgattattacgatccgaactttatggggttctcggcgctgcgtgtgattaacgacgatgtgatcgacgcaggccagggtttcggcacgcatccgcataaagacatggaaattttgacctatgtactggaaggcgccgtagaacaccaggacagtatgggcaataaagaacaggttc- STM3544 100 STM1640 57.843 STM3544 100
4801951 gtgctgatatatgcctggaaggcgggccgtaacacctggtggtttgccgccactctcacggtgctgggactttttgtcattctgaatattaccctgtatgccagcgactattttaccggcgacgggatcaacgacgcagtgctttatacgctcacgaatagtctgacgggagcgggagtcggcaaatatattctgccgggaatcggcattgccctggcgttagtggcggtattcggcgcgctgggatgggtacta- STM4541 100 STM4541 100
1290061 atgtctttcattcaataccgccgggacaaacaccttccgtccaccgccgcaccgtcgctgttagctatgggtatggcgatggcatttatgcctgccgccttcgcggctgaggataccgttattgtcgaaggcgagacgaccgctgacgccgtaaaccgtgaagaacaggattacagcatgaaaacgaccgcagcgggcaccaaaatgccgatgactcagcgcgatatcccgcagtcggtcagtattgtcagccag- STM1204 100 STM0030 70 STM1204 100
3690831 atggaagaggttaaattatatgtggaacgggttggcatagacccggccagcggcgctgatattcgtattgcacggcgtgaatccacttcgtggcataaagatattgttgctgagctgattaatcaggtcctccggtgtggtgcagcattaatcatcatcgctgtgctgaccgcctgcgatgatcgccaggtaagctattttcctgattatgccgccatacccgagcaatccggtatctggacctggctgcctgtgt- STM3527 100 STM4572 55 STM3527 100
3722746 atgaaacgcttactacttattacggctttgttaccctttgctgtattggcccagccaattaacactatgaataatcctaatcagccaggttatcagatccccagccagcagcgtatgcagacgcagatgcaaacgcagcagattcagcagcagggtatgttgaaacaacagatgcaaacgcaggcgcgcagccagcagcaaaatctacagtcgcagttgaatgccaatacgcagcgggttcagcagggacagccgg+ STM3552 100 STM2594 64.035 STM3552 100
4804637 atgggtataatcgactttttactggcgctaatgcaggacatgatcttgtctgcgatccccgccgtcgggtttgcgatggtctttaacgttccccaccgggcgcttccgtggtgcgcgctactgggggcgctgggtcatggctcgcgtatgctgatgatgagcgctggttttaatatcgaatggtcaacgtttatggcttcgctgctggtcggcagtattggtattcagtggtcacgctggtatctcgctcacccta- STM4545 100 STM2975 52.885 STM4545 100
4842669 atgttacaggtataccttgttcgccacggtgaaacgcagtggaacgccgagcgacgtattcagggccaatcggacagtcccctgacagcaaaaggcgagcagcaggccatgcaggtaggagaacgcgcccgtagcctcggcatcacccatatcatcagcagcgatttaggccgcacaaaacgcacggcggagattatcgcccaggcgtgcgggtgtgatatcacctttgactcccgcctgcgcgagctggatatgg+ STM4585 100 STM0772 52 STM4585 100
340352 gtgttaacgaatgcaaataaaatcaatgctgttgatgtttttactacaggaataagtatggttaacgataaggatacagctatattaattagtgatttaatgttgagattcggtaaggagcttgatgaatctgttgctgttgttcagtcccgttgtgatgaggatgaatttaatgtatatcgagaaacggttggttttatcatgggtgaaatgcttattaaaataatgaatccattatatgaaaaacatccagaaa+ STM0295 100 STM2478 60.784 STM0295 100

3744642 atgtcgacccctgataccgatggcaaaaaagtcccgccctttacctccttcagattagccccggcaatacagaaggccgatagctgctgctgcgaagaacattgcgcgtccagcgcgcctgtttctactgccatggcaggcacgcgctatacctggaaaatctccggcatggactgcgccgcctgcgcccgaaaagtggagaatgcggtacgccaaattcgcggcgtcaaccaggcgcaagtgctgttcgccacc+ STM3576 100 STM0705 73.077 STM3576 100
4828875 gtgaagtatttaaaactgccgctatacatcaaaactgcgctttattgctcactggcaaccacgacgttttcagctctggcggaggagctgaattttgacatgggtattctcacctccagaggcattagccccaacgtcgcacaatatttttcccgcgcgccgcgctttctaccaggcagccacaccgtcatggtaaagatcaatggcgtaaatagagggtcgttggtcgcgcgtttcgacacagaaggccagctt- STM4572 100 STM0023 63.366 STM4572 100
2869623 atgtcaatcagatatcgccttgtttttcgtcaagaaaagaataataggctaaaaatgaaaattaataatgtagcgttaacaatatctcttgctgtaatcctaactggttgcgtgccacatgcttctaaccgaaatatcactgctattgaagtggtgaagcctgctattgggcaaagtgctaccgcctacatgggcgatcccattatcacatctgctactggatttaaaacggacgtactagaacttggtgcggcta- STM2726 100 STM2726 100
2888219 atgcttttgctttttagatcaccaaaatatagcaggaagatttttttcactctagaaggagaaagtgatattagatttcttaatactcattttgcagatgagagaatccattatgattcgccgtgtagtggtaaaccagaagtaataaatgctgtgcaattattgcgctctcatggaaaacaaaacgtatatggtttatgcgatgctgactttgatattttagaaggtaacagctacgaaaacattcattttacgg+ STM2747 100 STM2088 77 STM2747 100
2906071 atggcaaaaatcgctaagaagctcactgacactgaaatcaaaagcactaagccagccgataaagaaatcaacttgtttgacggtgatggtctgattctacgaatcgctcctttggcgaagggagggaagaaaaattggtatttcagatatgcagtgcctgtgaccaaaaagcgaactaaggtgagcttaggaacctatcctcatcttacacttgccaaggcacgagctttacgtgatgaatacttgtcgttgcttg+ STM2763 100 STM2740 66 STM2763 100
2937538 atggatacctggatatatctttctcagggctttgcggtggcgatgacgccggaaaacctggttatcgcgttgattggctgcttcgtgggcacgatcgtcggtctgctgccgggtctgggaccgatcaacggcgtggcaatcttactgccgctggcctttgcgttgcatctgcctgcggagtcggcgctaattctgctggcgacggtgtacattggctgtgagtatggcggcaggatctcctccatattgctcaac+ STM2788 100 STM3474 50.485 STM2788 100
4465368 atgctggaactactttttgtgcttggcttttttctgatgttaatggtgacgggcgtctccttgctgggcattctggccgcgctggttgtagcgactgccgtcatgttcctgggcggaatgttcgccctgatgatcaagctgttaccgtggctactgctggcggtggctgtggtgtgggtgatcaaagcagtaaaaacgccaaaaatcccacagtatcagcgcaataaccgtcggttttactaa+ STM4244 100 STM2493 66.346 STM4244 100
4538399 atgaggatttgcagcaacgaaccttgcatagtgttattaaccgaaaaagatacatggttacgagtaaatggtaaggagccaatcagcttaaaagcgaatcatatggccattctggcttgtgaaaataacgttattgacatttcatcattaaatagcgtgctagtaatacaagtgagtcgcaataatattaaagactatttacaattcctgaataaagatctctcacaccttcccgtctggcaacgcaacgccgatc- STM4295 100 STM2867 62.745 STM4295 100
941804 atgaccgtcctctcctcacgtaacgccttaaaacgccgtacctgggcgctgtttatgttcttctttttacccggactgctgatggcctcctgggcaacccgaacgcctgctattcgggatattctttccgtctctaccgcggaaatgggggcggtcttattcgggctttctatcggttcaatgagcggtattctttgttccgcctggctggtgaaacgatttggcacccggaaggttattcgcacgacgatgacc- STM0868 100 STM0868 100
965733 atgggcagcccggtgggacgaaatgatgaagcagaaaccgtattgagggaagtggagatggctatgaaaactgaattagcaacagtggcggcgcgtgatttacagatcattgagtatcgcggccaacgcgtagtcactactgagcaactggctgcgggttatggcaccgatgctgagaatattcgccgcaacttcaaccgcaataaatcccgcttcattgagggtaaacattacttccagattacaggcccggaac- STM0896 100 STM0896 100

2587664 atgtcgcaaaccattacgcttattaaggataaaattctttctgataattattttactctgcgcaacattacctatgacctgacccgtcgtaatggcgaggttatccgtcacaagcgtgaggtttacgatcgcgggaatggcgcaaccattctgctttacaactcaactaaaaaaaccgtggttctggttcgccagtttcgcgtggcgacatgggtcaacggtaatcaagacggtatgttaattgaaacctgcgctg- STM2477 100 STM1578 64.545 STM2477 100
1027342 atgatgactgagttcaaacgcacccaacgcgattatcctctatcctttaaaatagccgtcgttgagcaggtcgaaaaaggcgagatgacctataaacaggcccagcagcgatatggcattcaggggcgctccaccgtacttgtctggctgcgtaaatatggccggcttgactggagacccggacttcctgacctggtgaagaggaaactgcctgtggctcagacaactatcccgctgacacccgagcaaagaatca- STM0948 100 STM0948 100
2561202 atgagcacttttaaactcctaaaaactctcacatcgcgccgccaggtactcaaaacaggtctggcggccctgacgctgtcaggtatgtcgcacgcagtagccaaagaagaaacgctaaaaaccagtaatggtcacagcaaacccaaaaccaaaaaaaccggcagtaaacggttggtgatgctcgaccccggacacggcggcatcgataccggcgcgattggccgcaacggttctcaggaaaaacacgtcgtactgg+ STM2450 100 STM2991 69.608 STM2450 100
1012954 atgatgacgatgccaacctcacagtgtccctggcgaatgcaggtgcatcacatccgtcaggagacgccggatgtatggacaattgcgctattatgccatgactactacccttaccgcgccgggcagtatgcgctggtgagcgtgcgcaattcagcggaaacgctgcgcgcctacaccctttcgtctacgccgggcgtcagtgaatatattacgctgaccgttcgtcggattgacgatggcacgggttcgcagtgg- STM0936 100 STM0767 66 STM0936 100
1052395 atgccgaatgtgcaggaaaaacagttgcgatggtacaacatcgccttgatgtcgtttattaccgtttggggattcggcaatgttgtcaataactatgctaaccaggggttagtggttgtcttctcctgggtgtttatttttgcgctctattttattccttatgccttaatcgtggggcaactgggctcaaccttcaaagagggaaaagggggcgtcagtacctggattaagcatacgatggggccggggttggct+ STM0969 100 STM4345 66.038 STM0969 100
1084675 atgattgaacgcggtaaatttcgctcgctaacgctgattaactggaacggtttttttgcccgcacttttgacctggatgaactggtcacgacgttatccgggggcaacggcgccgggaaatccacgacgatggcggcgttcgtcacggcgctgatcccggatctcacattactgcactttcgtaacaccacggaagccggcgccaccagcggttcgcgcgataaaggtctgcacggtaagctgaaggcgggtgtc+ STM0994 100 STM4507 65.385 STM0994 100
1128996 gtggacagcagtgatctcgttgaaaaacgcatcaagcgatgtatggagtccagcgccagaagtgtggcggcatcggcaaaaagtatcagtgccgctatggcgcaatcacaggttgccacacgcacacagagtgacgctatggcacaactggcgcgtgaggcgaacgaggccagagaaagggctgtcgacctgaatcagaagttaagggcggaagctgcgcaggcagcggtggttgcacaggctcaggatgcagcc+ STM1041 100 STM2594 100 STM1041 100
4302087 gtggcacaacgagattatgtacgtcgcggccaaccggctccttcgcggcgcaaaaagagcacctcacggaactcacggaagaagcaaagcaacatgcctgccgtctcgccggcaatggtcgcgattgcggcagccgtccttgtgacctttatcggcggtctgtacttcattactcaccataagaaagaagagtccgaaacgctacaaaaccagaaagtcaccggcaatgggcttccgccaaaaccggaagagcgc- STM4093 100 STM2588 68 STM4093 100
3045712 atggatacgacagaagaactaaacggaacctacttctaccacggacaatcgaacctgtcagcaggtgaactatttgatgtaattttcattgagcaattttgtgatgaacttgggattggcattgagtcaggtgctgctatcctcgccgggcaaccgtggttaaaaaccagaacgaaaccgggagaggcaatcaaagggacaagtgttatctccaggtatgggagaatgcttttacgaaatgcacgaactccttttg+ STM2901 100 STM1000 57.282 STM2901 100
4585772 gtgcaaacctttcaagccgatcttgccattataggcgccggtggcgcgggattacgtgctgcaattgctgccgcacaggcgaatcccaatgctaaaatcgcactgatctcaaaagtgtacccgatgcgcagccacaccgtcgctgccgaagggggttcagccgctgtcgcccaggatcatgacagctttgactaccattttcacgatacggtagcaggcggagactggctgtgtgagcaggatgtcgtggattac- STM4343 100 STM0734 73 STM4343 100
2533278 atggaacgagcccatcgtattgatctaaagctattacgttatttcctcgctgttgcagaagaattgcattttggccgggctgctgcccggttaaatatgtcacaacctcccttgagtatccatatcaaagaacttgaacagcaactgggtacattgctgtttattcgtcattcccgcagcgttgcattaacccatgccgggaaagttttaatggaggagtcacgtcgcttgttagccagtgcaaatcaggcgctgg- STM2420 100 STM1487 80 STM2420 99.66
991786 atggaccagatagcgaacctggtcattgatttaagtgtcgatgccgcagactttaaaaatgaagtgccccgcgttaaaaaactgctggatgaagtctcgggtaaaaccgacctcgtcacgcagcggcaaaaaaatcttattgagaccctgaaaagtcaggggcgggcatatgtggacgggagcatcgctgcgtctgatgccggcacgcgccagaaacaggcgatggtcatggcggcgcagggatatgaccaggtg+ STM0918 100 STM2594 80 STM0918 100

2673748 atgaccaccgccttttttgtcgccgccgactggcttgccgaacatattgatgatccggaaatacagattcttgacgcccgtatggcgccgccaggacaggaacatcgtgatatggcgggcgaatatcgcgccggacatattcccggtgcgctgttttttgatattgaagcgctctccgatcgcgcatcgccgttgccgcatatgatgccgcgcccggaagcgtttgcggtagccatgcgtgaactgggtgttcgtc+ STM2533 100 STM2691 64.762 STM2533 100
2715203 ttggtcagccacgagcgtcgtgtcgtcttttttgatttggatggaacgttacatcaacaggatatgttcggcagttttctgcgttatttgctgcgccgtcagccgctaaatgcgctgctcgtactgccgttgttgcccattatcggtatcggtttactggtaaaagggcgtgcggcccgctggccgatgagtctgttgttgtggggctgtacttttggccatagcgaaacgcgtttgcaggcgcatcaggcggatt- STM2569 100 STM0399 58.416 STM2569 100
2703610 atgaaaacaccctcacaaccgcgcgcgattttttacatcgtggcgattcaaatttgggaatacttcagcttttacggcatgcgtgccttactcatcctttatcttacccaccagcttggttttaatgacagccacgcgatcaacctcttcagcgcctacgcctctttagtttacgttacccctattcttggcggctggcttgccgaccgcctgcttggcaaccgcgtggcggttatcaccggcgccctgttgatg+ STM2560 100 STM0710 84 STM2560 100
4594714 atgggcgaccaggagccagtacgattgagcaaaaataaactctccaaaggccagcagcgccgtgtgaacgccaatcaccagcgtcgtttaaaaacgtccgcggagaaagccgactacgatgacaacctgtttggcgagcctgcagaaggtatcgtcattagccgttttggtatgcatgccgatgtggagtctgctgacggcgaggttcaccgttgcaatatccgccgcactatccgttcgctggtgacgggcgat- STM4349 100 STM2701 70 STM4349 100
2092761 atggaaaataaaggcacaaacctaacgcccgagcaggcgctggatcgcctggaggagctatacgagcagtcggttaacgcgctccgtgaagccatcgctgactatgttgataacggtacgctgcccgatccccacgccaggcttaacggactgtttgtttatccttcgctgtctgtaagctgggatggcgcgacaccgaacccgcctaaaacacgcgcttttggacgctttactcatcccggctgttataccact- STM2009 100 STM4063 63.551 STM2009 100
2425631 atggacgtcacgccgctgatgcgcgttgacggctttgcgatgctctacaccggactggtgctgctggcgagcctcgccacctgtacctttgcctacccgtggctggaaggctataacgataaccaggaagagttctacctgctggtgttaatcgccagcctgggcggaattctgctggcgaacgccaaccatctggcggcgctgttcctcggtattgaactgatctcactgccgctgttcggcctgattggttat- STM2316 100 STM2318 70.297 STM2316 92.01
2472662 atgactgactcgattatgcagaattacaaccagctacgtgagcaggtaatcaacggcgatcgccgtttccagcacaaagacggtcatttgtgttttgaaggggtcgatctggacgctctggcgcgccagtaccccacgccgttctatgtgttttctgagccggagattattcgtaacattcatgaaatccagcaggcatttgcggcgcataaaaataccaaaaccttctttgcgtcaaaaacctgctcggtcatg- STM2360 100 STM3723 65.686 STM2360 100
1282609 atgtttttaattaatggccatgcgcaggatcaacttgctgtaagcgaccgggcgacgcagttcggcgatggcagttttacgaccgcacgtattgttgatggcaacatttgccatctggaagcgcatcttcagcgcttgcaggttgcctgtgaaaaattacggatcgcttttagccattggtcgacccttcggcaagagatgacaatgttggccacagggcatgattcaggcgtgttgaaagtgatcattagccgtg+ STM1198 100 STM0682 60.784 STM1198 100
2131455 atgaagcgtttgatgtttatcggccccagccagtgcggaaaaacctcgctgacccaaagcctgcgcggcgaagcgctccattataagaaaactcaggccattgaatggtcgccgatggccatcgatacgccgggcgaatatctggagaaccgctgcctgtacagcgccctgctgaccagcgcctgcgaggccgacgtcatcgccctggtgctgaatgccgacgcccagtggtcgcccttttctccgggttttaccg+ STM2056 100 STM2469 62 STM2056 100
3599486 gtgtctaaagaaaaatttgaacgtacaaaaccgcacgttaacgtcggtactatcggccacgttgaccatggtaaaacaacgctgaccgctgccattactaccgtactggctaaaacctacggcggtgccgctcgcgcattcgaccagatcgataacgcgccggaagaaaaagcgcgtggtatcaccatcaacacttctcacgttgaatacgataccccgacccgccactacgcacacgtagactgcccggggcac- STM3445 100 STM4146 100 STM3445 100
1566321 gtggttgctgatagtcagcctgggcatatcgatcaaattaagcagaccaatgctggcgcagtgtatcgcctgattgatcagctcggaccggtatcgcgaattgacctgtctcgtctggcgcagttggcgcctgccagtattacgaaaattgttcgcgaaatgctggaagcgcatttggttcaggaacttgaaattaaagaggcgggcagtcgtggacgtcccgccgtcgggctgatggtggaaacggaagcctgg+ STM1488 100 STM0682 70 STM1488 100



349557 atgatggaactgatcaataatcgtggtatgcgagactggatgatatttattaaagtggcggaagtagggaatctttcccgggctgcgcgggaattagatattagcatttctgctgtcagtaaatcgcttagtcgccttgagaattctattgaggttactttacttcggcgcgattcacatcacttagaactgactggagctggtcagacagcctatgcaagcatgaaaaggataacatcttcctttcagtccttg+ STM0304 100 STM0179 52.941 STM0304 100
1518586 atgaaactctccctgccggccctgcgaaatacgccctggtttaaagcgacctccggccagtggcgttacgcgttgcgcaataccattgccatgtgtctcgcgctgacattcgcttattatctcaatctggatgagccctactgggcaatgacttcggccgcagtggtgagctttccgaccgtaggcggcgtaatcagtaaaagtctggggcgtattgccgggagtttactcggcgcgaccgccgcgttaattatt- STM1441 100 STM3364 62.376 STM1441 100
4634552 atgctgcccgctacttttttgatatccgatgaaggaaaaataatggccaccccgacttttgacactattgaagcgcaagcgagctacggcattggtttgcaggtagggcagcagctcagcgaatccggtcttgaagggctgttgcctgaagcgctggttgcaggcattgctgatgcgctggaaggtaaacacccggcggttcctgttgatgtggtgcatcgtgcgctgcgtgaaattcatgagcgtgcggacgcgg+ STM4397 100 STM3453 68.317 STM4397 100
135513 atgccagaggtcaaaaccgaaaagccgcatcttttagatatgggcaaaccacagcttcgcatggttgatttgaacctattgaccgtgttcgatgcggtaatgcaagagcagaatattacgcgcgccgcccacacgctgggaatgtcgcagcctgcggtcagtaacgccgtagcgcgtctgaaggttatgtttaatgacgaactttttgttcgatatggacgaggaattcagccgactgcccgtgcatttcagtta+ STM0115 100 STM3064 61.386 STM0115 100

2035112 atgctgatatgttttatgcctgctttattaaagagagtaggtctgccagtgaaatataccgataatgcaaaattatttattagcttcattaatattgggattgtaggttgcgctttgctacttttttttattttgtatgagcctgagagtgcaatcgtaacctactcttttccaggagagctttcctcttcgacatgtgatgcgcgtaattttattggctacgtcgatgaaaacgactttgcagagtatataaaaa- STM1941 100 STM1522 60.194 STM1941 100
2086104 atgggcaagttaggtggtgaaatgaaggcactggcaaagcactgtggcggtagccataaaacggtgaacgattgcattcatatcgtgcagcgtttcgatcaccacttacgggctttgaacgtccatatccagcgggttgcgcagattaaggtgcgccacattgaaagctatattcatgaaaggttggcgcaggggatcggcaaacgcacgctgcaaaatgaaatggcctcgctgcgcgctgttctgcaacaggccg+ STM2006 100 STM2760 71 STM2006 100
4680187 atgaatatcgaaaaaacacggttttgtattaaccggaaaattgcaccgggtctaagtatagaagcattctttcgactggttaaacgtcttgagtttaataaagtggaattgcgtaatgatatgccaagcggcagcgttactgatgacttgaattataatcaggtgcgtaacctggcagaaaagtatggacttgaaattgtcacaattaatgcggtctatccctttaaccaactgaccgaggaggtagtaaaaaaaa+ STM4435 100 STM4533 53.465 STM4435 100
2420577 atggaattaatttttttaggtacgtccgcaggcgttcccacgcgctcacgcaatgtaacggcaattttattacatctgcaacatccaacgcagccgggagtatggctttttgattgcggcgaagggacacagcatcaaatgcttaataccgcgtttcatcccggtaagcttgagcgcatttttatcagccatcttcacggcgatcatttgtttggcctgccgggtctgctatgcagccggtcgatggcggggaac+ STM2313 100 STM3627 61.538 STM2313 91.34
2454102 atgattaagcttgcgcccgcagggcttaaagacgatatcgaaatgcgcaaagtttacgccggttttatcgccgggcagattgaggccggaagcccaattattgcgcttgaggctgatttaatgagctcaatggcgatggacagcgtggcgcgtgactacccgcagcatgtcattaactgcggtattatggaggcgaatgtgattggcacggcggcggggctggcgctgaccggtcgtaaaccgtttgtgcatacc- STM2340 100 STM1956 59 STM2340 100
4707210 atgggtaaatttaaatttcccaccgcttataccatcctgtttattcttattgccctggtcgcagtgatgacctggattgtgccggcgggaaaataccaaatggcgatgaacgccacgctgggaaaagaggtgccggtggcgggaacgtatgcccccgtggacgcgcatccgcaagggattaccgctgttttactggcgccgattgacggcctctataaccacgaaacctacaccgccggcgccattgacgtcgcg- STM4464 100 STM4464 100
4750626 atgaatattgaacagatctttgagaaacgtctggaccgaaatattaatggcgttgtgaaagccgaacagacggacgatgccagtgcctggattgagcttgatgaatacgtcatcacccgggaactggaagggcatcttcgccacttctttgaatcttatgttccggcaaccggtccggatcgcatacgcatggaaaacaaaattggcgtatgggtgtcagggttctttggctcaggtaaatcacactttatcaag- STM4496 100 STM1619 63 STM4496 100
2471174 atgagtaacacgaattctggcttacttggcatcaaagacattgtctttatgaatgtcatcgctattctgagtttgcggcaaatccctaacgtggcgccttacggggcatcggccatgttgttatgggtgatcgccgcattctgcttgttttttcctttagcgatggtatgcggcgagctgtcaaccggctggccgaaagatggcgggatatttgtctggattaaagaggcatttggtaaacgtattgcatggatt- STM2359 100 STM0205 63.889 STM2359 100
1275794 atgcaaaaggtaaaattacccctgactcttgatccggttcgtaccgctcaaaaacgccttgattaccagggtatctatacccccgatcaggttgagcgcgttgccgaatctgtagtcagtgtggacagtgatgtggaatgctccatgtcgttcgctatcgataaccagcgtctcgccgttttaaccggcgatgcggtcgttacggtgtcgctcgaatgccagcgttgcgggaaaccgtttacccatcaggttcaca+ STM1190 100 STM0097 63.462 STM1190 100
1422484 atgcgtttttggcttcttgttatcacagcattgttcctggcaggatgcagtactcatcgggcaccggcgccaaatgccagattatcagactccattaccgtcattgcgggtctgaacgatcagttgcagtcctggcgcggtacgccataccgttacggcggcatgagtcgcagaggcgtggactgttccggctttgtggtagtcactatgcgcgacaagtttgatttgcagttgcctcgtgatacgcgtgaacaat+ STM1343 100 STM3453 66 STM1343 100
1174181 atgttgatctttgaaggtaaagaaatcagtactgatagcgaaggctatctgaaagagacgacgcagtggagtgaagcgctggcagtcgctatcgccgccaatgaaggcattgagctctctgcggaacactgggaagtcgtgcgcttcgtgcgcgaattttacctggagtttaatacctctcccgccatccgaatgctggtaaaagcgatggcgaataagttcggcgaagaaaaaggcaatagccgctatctgtatc- STM1084 100 STM1084 100
346076 atgaagttcaaacaacctgccttgctactgttcatcgcgggagtggttcattgcgcaaatgcgcacacttacacattcgatgcatcaatgttgggcgatgcagcgaaaggggttgatatgtcgctctttaaccagggggtacaacagccagggacttatcgcgtggacgtgatggtgaatggtaaacgtgtcgacacccgtgatgtggtgttcaaattggaaaaggatgggcaaggaacgcctgttctggctcct+ STM0301 100 STM3638 65 STM0301 100
274002 atgagtctgaatttccttgattttgaacagccgatagcagagctggaagcgaaaatcgattctctgactgcggtaagccgccaggatgagaaactggatattaatatcgatgaagaagtccatcgcctgcgcgaaaaaagcgtagaactgacgcgcaaaatcttcgccgatctcggcgcatggcaggtagcccaactggcgcgccatccgcagcgtccgtacaccctggattatgtccgtctggcgtttgatgag+ STM0232 100 STM0935 61.765 STM0232 100
498147 atgagactcaggaaatacaataaaagtttgggatggttgtcattaattgcaggcactgcattactcagtggctgtaattctgcgctgctggatcccaaaggacagattggactggagcaacgttcgctgatactgacggcatttggcctgatgttgatcgtcgttattcccgccatcttgatggctgttggtttcgcctggaagtatcgtgcgagtaataaggatgcgaagtatagcccgaactggtcacactcc- STM0443 100 STM0600 62.376 STM0443 100
180807 atggctatcgaaatcaaagtaccggacatcgggacagatgaagttgaaatcaccgagattctggtcaaagtgggcgacaaagtggaagctgaacagtcgctgatcaccgtagaaggcgacaaagcctctatggaagtcccgtctccgcaggctggcgtcgtgaaagagatcaaagtctctgtcggcgacaaaaccgagaccggtgcacttatcatgattttcgattccgccgaaggtgcagccgacgctgcacct+ STM0153 100 STM4491 62.5 STM0153 100

1397070 atggaacgcgtgttgattgtgaatgccgatgattttggcctgagtaaagggcaaaattacggcattgttgaagcatatcgcaacggcgttgtgacctccacgacggcgctggtcaatggcgaggctattgaccatgcggcgcagcttagccgcgagctgcctgcgcttggggtgggaatgcattttgttttgacgttaggcaaaccggtgtcagagatgccgggcctgacgcgagacggcctgttggggaaatgga+ STM1317 100 STM4220 70 STM1317 100
1442588 atgtctcagaacaaggctcgcaacatgccatatttgctggctgttatctgcatttattttagttactttctccacggcatgagtgttattacactagcccagaacatgacctcccttgcacagaaattctccacggatagtgccggtattgcctatttaatctctggcattggtcttggtcgtctggtcagtattttattctttggcgtactgtccgataaatttggccgtcgggcaataatactgcttggcgcc- STM1360 100 STM1361 65 STM1360 100
2930491 gtgaaaatacaagaagttaagcgtatattaacccgctggcaaccgtcttccttttccctataccgggaggtgtttacgcaatacggcggtagtatcaatatgcacccagatattgtggattatttcatgaagcgctataactggcattttaaattcttccactataaagaagatgataagattaaaggcgcctactttatctgtaatgatcagaatattggtatcctgacgcgcagaaccttcccgctatcttcag+ STM2782 100 STM4196 61.261 STM2782 100
1535446 atgactacaacaccgccacaacgaattggaggctggcttcttggcccgttagcctggctgttagtcgcgttgttgagcgcctcgctggcgttattactctacgttatggcgcttgccacaccgcaaacgttcaagacgcttagcggacaggaaaccggtaatttactgctatggggcatttcatttattaccgctatcgccatgtggtactataccctgtggttgacgatcgcattcttcaagcgcagacgctgcg- STM1460 100 STM1117 61.111 STM1460 100
1563954 gtgagtcgtacaactattctcgatgacgccacggcgagcgatatcgatgaacaacgccattctcagccggttcaatttattaaacgcggtacagcgcctttcatgcgcgtcacgctggcccttttttccgcgggcctggcgacttttgcgctcctttattgcgttcagcctatactaccggtactttcccaggagtttggcgtctcccccgccagcagcagcgtttcactttctatttctaccgccatgctggct- STM1486 100 STM0328 65.385 STM1486 100
4450528 atgggagatatgaagattaaaactggcgtaggcatcctcgcattatccgcacttacgacgatgatgatttccgccccggctctcgccaaaattgaagaaggtaaactggttatctggatcaacggcgacaagggttataacggtctggccgaggtcggtaaaaaatttgagcaagacaccggcattaaagtgaccgttgagcacccggataagctggaagagaaattcccgcaggtggcagccaccggcgacggt- STM4229 100 STM3391 73 STM4229 100
350612 atgaaaaactttttcgcagtctgcatcattccccttgtggtagcctggtccgctactgcatcagcaaaagaagggatctatatcaccgggaaagcggggacatccgtagtcaatgtctatggaatcaactcaaccttcagccaggatgagatagttaatggtcatgcaacgttacctgaccgtaccaaaggcgtttttggcggcggggttgctatcggttatgacttttatgatccattccagcttccagtacgtt- STM0306 100 STM0306 100
432688 atgtcggcggcgtcccgtctttatcctctgccttttctggcggttgccatattggctggctgtagtagtcaatccgggcagccggtgagcaagggcgagaagcctgtcgacgtggcaagcgtagtacgtcagaaaatgccagccagtgtcaaagacagagaggcctgggcgaaagatatcgcgacaacgtttaagagccaggggctggcgccgacggtagaaaatatctgttcggtgctggctgtcgcccagcag+ STM0377 100 STM1799 61 STM0377 100
464178 gtgttaaaccgttatcctttgtggaagtacatcatgctggtcgtcgtgattatcgtcggcctgctttacgcacttcccaacctgtatggtgaggatccggctgttcaaatcactggcgtgcgcggcgtcgccgccagtgagcaaacgctgatccaggtccagaaaacgttacaagaagaaaaaattcccgctaagtctgtggcactggaagagggcgctattcttgcgcgcttcgacaccaccgatacccagcta+ STM0407 100 STM0407 100
146321 atgattagcgtaacgctcagcaaaattgccgatgtccttggcgccgaacaccgcggggcggatctcacgctcgatacggtcattaccgacacacggaaagtgacgccgggatgcctgttcgtggcgctgaaaggggaacgctttgatgcgcatgattttgctgataaagcaaaagcgaacggcgctggcgccctgctggtcagtcgtcctctggatatcgatctcccgcaggtgattgtaaaagacacgcgtcag+ STM0124 100 STM3965 85.437 STM0124 100

2476379 atggtctggattgattacgccattatcgcggtgattgctttttcctgtctggttagcctgatccgcggctttgttcgtgaagcgttatcgctggtgacgtggggttgtgctttctttgtcgccagtcactactacacttacctgtctgtctggtttacgggctttgaagacgaactggttcgtaatgggattgctatcgcggtactgtttatcgcgacgcttatcgtcggcgctatcgtgaattttgtgataggtc- STM2363 100 STM0797 60.396 STM2363 100
2934435 atgcgtctcttattggcagaagataaccgtgagctggctcactggctggagaaagcgctggtgcaaaacggctttgccgtggactgcgtatttgacggcctggcggctgaccatcttctgcacagtgaaatgtacgcgctggcggtgctggatatcaatatgccgggaatggatggactggaggtggtgcaacggctgcgtaaacgcggtcagaccttgcccgttttgctgctcacggcgcgaagcgcggtggcgg- STM2785 100 STM4292 71 STM2785 100
1454179 atgtctcgtaacactgaagcaacggaagaggtcggcatctggacaggcggacgccttaattacaaagaaggatttttcacgcaactacccactgatgaactggcaaaaggcatcagcgaagaggtggtgcgcgcgatttccgcaaagcgtaacgaacctgagtggatgctggaatttcgtctcaatgcctatagagcctggctggacatggatgaaccgcactggctgaaagcgcactacgataaattgaactat+ STM1370 100 STM3478 63.208 STM1370 100
3730136 atgagtcagccattattagcggttaacggcctgatgatgcgctttggcggtttgctggcggtcaacaatgtatcgctggaattgcgtgagcgggaaattgtgtcgctgattggccctaacggcgcgggtaaaacgacggtgtttaactgcctgaccggtttttataagccgacaggcggtacgatcacgttgcgcgagcggcatctggaaggattgccgggccagcagatcgcccgcatgggcgtggtacgcactt- STM3561 100 STM3560 67 STM3561 100
520312 atgcgtagttttggacagctatggccgacgctgaaacggttgctggcgtatggctcgccatggcgaaaaccgctctctgtcgcggtgatgatgctgtggattgcggcggcggcggaggttagcggtccgctgctgatcagctatttcattgataacatggtggcccgccaccatttaccgttgggcaaggtcgcggggctggcggccgcctatgtggggctacaatttctggcggcgggtctgcattacgcccag+ STM0461 100 STM0817 68 STM0461 100
625593 gtgaaaaacgcgtcaactgcatccggcgccagcgtgtcggatgccgcgtcgaagaatgaaccgacgcttcaacgggggttgcaaaaccgccatattcagctaatcgccctgggcggcgccattggcaccggactgtttctgggcatcggcccggcgattcaaatggcggggccggctgttttgttgggctatggcgttgccgggattatcgcttttctcattatgcgccagttgggtgaaatggtcgtggaagag+ STM0568 100 STM0150 79 STM0568 100

2310589 atggcctcttcccgggtcgttaaacacatgtcccctgtcggttgcaaaccagagcacacttttgggcgtaaaggcgagccaaagataaggcacaagttatcttccgaaagctgcacgcatctggtattcatcggcttgccatacggcattccgggtatcggcgacgaaattgaaggcgcaatacagcaagcgccacaaccgctacgacagtccatgctcagccctctatttataaccaaatgaaagataacagaat+ STM2210 100 STM2211 97 STM2210 100
4653171 atgacctcaatgcaaaaatggctacggatcggcgcgacattaatgttcggcctttttgttgcttatcttgaccgttctaatctttccgttacgttacctacgattacacacgacctgaatattgatggcgcaacggccagcattgtattaaccatatttcttattggctatgccttttcaaatatttttggcggcgtatttacccagcgatacgatccgaaaaaaatagtcattctgatggtgctaatctggtcg- STM4412 100 STM1368 68.932 STM4412 100
2785844 gtgacaccgatgcttttaagcgctttctggacttatacattaatcaccgcccttacccccggccctaacaatattctcgcgcttagcgcagcaactgcacatggttttcggcagagtattcgtgtactggcaggtatgagtctgggatttttggtcgtcatgctgctgtgcgccgggatcgcgttttcccttgcggttatcgatccggcaatcattcatttgctcagttgggtgggggctgcgtatatcctgtggc+ STM2645 100 STM3557 48.039 STM2645 100
3829195 atgattgtaagaaaacgccgtggtcgccggacattgcgttgtctggcgggccttatggcctgctcgttttttatcaataccacatatgcctggcaacaagaatatatcgctgaagcggctccggggcatacgacggaacgctatacctgggacagcgatcaccaaccgaattacaacgacatactggccgaacgtattcagtctacgcaaaatacggtggggccggtgcttagcctggcggatgaaaccccgcttg- STM3641 100 STM4121 61.165 STM3641 100
3442155 atggcagtgagaggagctatgaaatattccttaggaccggtgctttattactggccgaaagagacgctggaagatttttatcagcaggccgcaaaaagcagcgctgatgtcatttatctgggcgaagcggtgtgcagcaagcgtcgcgcgaccaaagtcggcgactggctggaaatggcgaaatccctcgccgccagcggtaagcaggtggtgctctccaccctggcgctggtacaggcgtcatctgaattaagcg+ STM3275 100 STM4477 71 STM3275 100
2400215 atgttggaatcaagtaaagtcccggctcttactcgcgcaatcgacatcctcaatttgatcgcgcgtattggcccatgcagcgcggcaatcattattgaaacgctgcgtattccaaaaagcaccgcgtacctgctgttgaatgaattaaaacgtcagcgatttattagcctcgatcatcaggataactactgcctgtggactaagctcgttgaattgtcgggtcatgcgctcagcaagatggatctgcgggagctgg- STM2292 100 STM3533 66 STM2292 100
2680575 atggattacttcaccctctttggcttaccagcccgttatcagattgacacccaggcgctgagccttcgttttcaggatctgcaacgccagtatcaccctgacaaatttgccaacggcactcaggcgcagcagcttgccgccgtccagcaatccgccacgatcaaccaggcctggcaaacgctgcgtcaccctttgacgcgcgcggagtatctgctttccttacacgggttcgatctggccagcgagcaacatacgg- STM2540 100 STM4163 64.706 STM2540 100

31209 atgcctccgcaaccttcattcttgcctatgaataagttctttttacgctgcgcgatatattggtgcttgcttcccatatcatgggcgcaggctggcgtggtaattggcggtactcgctttatctatcatgcgggcgccccggcattaagcgtaccggtaagtaaccgttcagaagcgtcctggttaattgatacgcatattttacctggtggccgctggccaggaaccaaaaacgaagggaatatcatgcccttcg+ STM0027 100 STM0545 65.347 STM0027 100
4656496 atgaaaacgttaggtgaatttattgtcgaaaagcagcacgagttctctcaggctaccggtgagctcactgctttgctgtcggcaataaaattgggcgccaagatcatccaccgcgatatcaataaggccggtctggtcgatatcctgggtgccagcggtgctgagaacgtacagggcgaggttcagcagaaactcgatctgttcgcgaacgagaaactgaaagctgcactaaaagcgcgcgatattgtagcgggc- STM4415 100 STM1806 62.136 STM4415 100
4803529 atgaaaaatgttggcgacctgatgcagcgtctacaaaaaatgatgcctgcgcatattacgccggcgtttaaaacgggcgaagaattgctggcgtggcagaaagagcaaggcgagatccgggcggcagcgctggcgcgggaaaaccgggcgatgaaaatgcagcgcacctttaaccgttccggcattcgaccgctgcatcagaactgttcgtttgataactatcgggttgagtgcgacggacaaatgaacgcgttaa- STM4543 100 STM1015 68 STM4543 100
2748188 atgagcaaacacacattaatccgccgggccgttctggaaaagctggaatccgtgactggcgcacctgtcactctttttgatggacttcctgctttcgtagaacaggaagatttacccgcaatagctgtctggctgacagacgcacagtatacaggccttatgaccgatgaggatgactggcaggctactctccatacggcagtttttctgagggctcaggctcctgatacagagcttgatatctggatggaagaaa- STM2598 100 STM0915 91 STM2598 100
4808925 atggcctaccgttccgcaccgattgctgacgatattatctggcgagctgctccccagccggaagacgcctcgctggcggacgcagtacgcgagacgatcgcctctacccgtaagcacctgttggacttcatccggctggatgaaacgccgccgccagcggcgatgactcttgcccagtggacgcgccccgcgacgtttcgttcattgctggccgcctattccgatcacatctatcggcacacgccaggcctgccac- STM4550 100 STM4550 100
3905113 atgcgtggggatttttacaaacagttaaccaacgatctggaaaccgcccgggcggaaggattgtttaaagaagagcgcattattacgtctgcgcagcaggcggatatcaccgtggcggatggaagccacgttattaacttttgcgccaataactatctcgggctggctaatcaccctgagctgattaatgccgcaaaagcgggcatggacagccacggtttcggtatggcgtccgtgcgttttatctgcggcacc- STM3709 100 STM3709 100
3804215 atggcgattctgggactgcagggcgtgcgcggcggggtgggaaccacatctctcaccgcagcactcgcctgggcgttacaaatcttaggggaaaatgtcctggtgattgacgccagccccgataacctgctgcgcatgtcgtttaacgtcgacttcgtccatcagggcggttgggcgcgatcgttgctggacggccaggactggcgcgatgccggattacgttatacctcacagcttgatctactgccgtttggac- STM3620 100 STM3620 100
3437654 gtgcaaggtggacaaatctgtaaaggagcgaggatgagtcaggtactgattaccggcgcgaccggactggtcggcggacatctgctgagaatgttaatcaacacgccgcaggtgagcgctatcgccgcgccgacgcgtcgcccgctgacggatattgtcggcgtttataaccctcacgatccgcagcttaccgatgcgttagctcaggtgaccgacccggtagatattgttttttgctgcctgggcacgacccggc- STM3268 100 STM3268 100
2388600 atgaaaaccacactgaaaaaccttagcgtggcgttaatgttggcaggaatgaccatcggaagcggcgccgtggcggctgaaaaagtcgttatcgcccaccgtggtgccagcggttatctgccggagcatacgctaccggcgaaagcgatggcgtatgcgcaaggggcagattatctggaacaggatttagtgatgacaaaggacgaccatctggtcgtcctccatgaccactaccttgaccgggtgactgacgtc- STM2282 100 STM3553 71 STM2282 100
2383685 atgaatcagagtctgctggtgacaaagcgtgacggccgtactgagcgcatcaatctcgacaaaattcatcgcgtgcttgattgggcggcagaaggactgaataacgtatcggtttctcaggtcgagctacgctcgcatattcagttttatgatgggattaagacctccgatatccatgaaactattattaaggctgccgcagacctgatctctcgcgatgcgccggattatcaatacctggctgcgcgtctggcg+ STM2277 100 STM2277 100



3037972 atgaaaacacctcgtttactgcaatatctggcctacccacaaaaaataaccggcccaattattgaggcggaattgcgcgatgtggccattggcgaactgtgtgaaatacgccgtggctggcaccaaaaacaggttgttgcacgtgcgcaggtggttggcttacagcgggaacgcaccgtgctgagccttatcggcaatgcccaggggctgagccgcgatgtcgtgctttatcccactggacgtgcgttatcggcg- STM2894 100 STM1415 71 STM2894 100
4292270 atgaccatacagcaatggttattctcatttaaagggcgtatcggacgccgtgatttctggatttggatcggcctctggtttgccgggatgctggcgctattttcgctggcggggaaaaacctgcttgatatccaaacggcggcattttgcctggtgtgcctgctgtggccgaccgccgccgtcatggtcaaacgtctgcatgaccggggacgttccggcgcgtgggcgttgctgatgattctggcgtggatgctgc+ STM4083 100 STM3174 66.019 STM4083 100
761998 atgagtaatccagagcgggaagtcactgatatagcagaaatactggctattctcagtaaacacgaagtgtgtcggatagggtttaacgacaatctctgcccgtatgttgtccccgtaaattttggctacgagtatcagaacggacgctggatattttattttcacggcgcacgcaccgggaaaaagatgcgtctgttacgtaagaacccggcagtatgcattgaaatggacggcgaccatgcattactacgtgccg- STM0699 100 STM2202 58.654 STM0699 100
805769 atgagtagcgtagatattcttgttcccgacctgcctgagtccgtagcggacgcgaccgtcgccacctggcataaaaaaccgggcgatgcggttgttcgtgacgaagtgctggtagaaatcgaaactgacaaagtggtactggaagtaccggcatcagcggacggcattctggatgcggttctggaagaggaggggacgactgtcacctctcgccagatcctgggtcgcctgcgtgaaggaaacagcgcgggtaaa+ STM0737 100 STM2709 64.356 STM0737 100

4214266 atgcaacgaggaatagtctgggtcgtcgatgatgatagttccatccgttgggtgcttgagcgtgctctcgccggggcagggttgacctgtaccacctttgagaatggtaatgaagtactggctgcgctggccagtaaaacgccggacgtcttgctgtcggatatccgaatgccgggaatggacgggctggcgctattaaagcagattaaacagcgtcacccgatgcttccggtcatcattatgaccgcgcattcc- STM4005 100 STM1691 75 STM4005 100
3620322 atgatcctgcttatcgataactatgattcctttacctggaacctctaccagtatttttgtgaactgggcgcggaagtgcaggtccggcgcaatgatgcgctaacgctggcgcacattgacgctttgaacccgcaaaaaatcgttatctctcctggcccctgtacgccgaatgacgctggcatttcactggcggtcatccgccattatgccggacgtattccgatgctgggcgtttgcctgggtcatcaggcgatgg- STM3469 100 STM0066 59 STM3469 100
4208917 atggttcagatcccagaaaacccacttattctcgtagatggctcatcctatctctatcgcgcctatcatgcgtttccgccgttaaccaacagcgcgggagaacctacgggcgcaatgtatggtgtcctcaacatgttgcgcagcctgatcatgcagtatcagccgacgcatgctgcggtggtgtttgacgccaaaggaaaaaccttccgtgatgagctctttgaacactacaaatcgcatcgtcctccaatgccg+ STM3999 100 STM4358 65 STM3999 100
948036 atgatatcactggtcgttcccactctggatacgttgcgtcaatggctcgacgacctgggcatgaatttcttcgaatgtgatacctgccaggcgctgcatttgccgcatatgcagaattttgacggcgtctacgatgctaaaatcgatttggtggacaacaccgttcttttttccgcgatggcggaggtcaggccttccgcgttgctgccgctggcggccgatctctctgctattaacgccagttcgttgacggtaa+ STM0876 100 STM0918 62.376 STM0876 100

3611740 atgattgttttctcctcgttacaaattcgtcgcggcgtgcgcgtcctactggacaatgcctcggctaccattaatccaggccagaaagtcggcctggtgggtaaaaacggctgcggtaaatctaccctgctggcattgctaaaaaatgaaatcagcgccgatgccgggagttttaccctgcccggaacctggcaattagcgtgggtgaatcaggaaacacctgcgttgcctcagccagcgattgagtatgtcatt+ STM3459 100 STM0838 71.287 STM3459 100
4504293 atgtcgcatcagcagataattcagacccttatcgaatggattgatgaacatatcgaccaaccgctaaacattgatgtggtggcaaaaaaatcgggctactccaagtggtatttgcagcggatgtttcgtacggtaacgcatcaaacattaggcgagtatattcgccagcgccgtctcctgttggcggccgttgagctacgaacgaccgagcgcccgatttttgatatcgcgatggacctgggctatgtatcgcagc- STM4265 100 STM0581 66 STM4265 100
2723913 gtggaagggtggcagcgcgcatttgtcctgcacagtcgcccctggagcgaaaccagcctgatgctggacgtcttcacggaagaatcggggcgagtgcgccttgtcgccaaaggcgcgcgatctaaacgttccaatttgaaaggcgcgttacagccttttacaccgttattgttacgctacagcggacgcggcgaggtgaaaaccctgcgcagcgccgaggcagtttctctggcgctgccgttaagcggtattacgc- STM2579 100 STM2579 100
1973856 atgttgccaaaagccaatcgaattccctatgccatgaccgtacatggcgatacgcgcattgataattattactggctgcgagatgacactcgctcgcagccggaagtccttgattacctgcatcaggaaaatgagtatggccggaaggtcatgacctctcagcaggcgttacaggaccgcattctaaaagaaattatcgatcgcatcccgcccagagaagtttccgctccgtatgtgaaaaatggctatcgctac- STM1879 100 STM1467 88 STM1879 100
4388182 atgaaacggaacaataaatcagctatcgcgctaattgccctctctcttttggccctgagctccggcgccgccttcgccgggcatcactggggcaacaatgacggtatgtggcaacagggaggtagcccgttaactacggaacagcaggcgacggcgcagaagatttatgatgattactatacgcagaccagcgcgctgcgccagcaactgatatccaaacgttatgaatacaacgcgctactgaccgccagttcgc- STM4172 100 STM2389 61.765 STM4172 100
4225702 atgaaatctctgaatactctagtgatattaacttcagtaatatccacctctgtttttgctggcgcttatgtagaaaaccgtgaggcctataacctggcgtctgaccaaatggagtttatgctgcgcgtcggctataactccgatatgggggccggaattatgttgaccaatacctatacgctacagcgtgatgatgaattaaagcacggttataatgagattgagggctggtatccattatttaaacctacagata- STM4016 100 STM0668 53.846 STM4016 100
1503335 gtgcagaagtataccagtgaagcgcgtcagttattagcgttacgaataccggtgatccttgcgcaagtggcacagaccgcaatgggattcgtcgataccgtcatggcgggaggctatagcgctacggacatggctgccgtcgctatcggcacctctatctggcttcccgccattttgtttggtcacggcttactgctggccttgacgcctgtgattgcgcaactcaatggctccggccgtcgtgagcgtatcgcg- STM1425 100 STM0768 88 STM1425 99.71
2550529 gtgcgagttcattttgttgtccatgagtcgtttgaatccgctggcgcttatctgaaatgggctgaagatcgcggttataccatttcatggtcgcgcgtctatgccggagaagcgctaccgcccaatgccgatgagttcgatatgctcgtggtatttggcggtccgcagtcgccgcgcaccacccgcgaagagtgcccgtactttgactctcgcgccgaacagcacttaattaatcaggcagttacggcccggcgaa+ STM2437 100 STM0128 62 STM2437 100
1025624 atgggggacgaaaagagcttagcgcacacccgatggaactgtaaatatcacatagttttcgcgcccaaataccgaagacaagcgttctatggagagaagcgtagggcagtaggcagcatattaagaaaattgtgtgaatggaaaaacgtacgaattctggaagcagaatgttgtgcagatcatattcacatgcttctggagatcccgccgaagatgagtgtgtcgagtttcatgggatatctgaagggtaaaagta+ STM0946 100 STM1957 100 STM0946 100
2805550 atgaatgcactgattgtcccgcagtggccgctgccgaaaggcgtcgcagcctgtagttctacccgtattggcggggtgagtttaccgccttacgactcgctgaatctgggcgcgcattgcggcgataacccggagcatgttgaagagaaccgcaagcgtctgtttgcggcgggcaatctgccttcgaaacctgtctggcttgaacaggttcacggtaaaaatgtgttgaggcttaccggagaaccttatgcctcca- STM2661 100 STM2661 100

61084 atgacagcatccctacacattattcttgataccgatccgggcattgatgacgcggctgcgattgccgctgcgctgttcgccccccagcttgatctgcaactaataaccaccgtcgcaggtaatgtttccgttgaaaaaacgacccgtaatgcgttgcagcttctgcatttctggaacagcgatatcccacttgcccagggggccgcgacaccgctgctgcgtccgttacgcgatgcggcatacgtccacggcgaa+ STM0051 100 STM0661 67 STM0051 100
1100093 atgcgccttataaatcgcagtaagcaatcgccattgggccgtcgcgcatgtgatgttgcactggcggcgcatcatgaaaagttcggcgattacggcagacaaaagcacgttaccaattacaccgttgtagtggatggcgtaaaggtgcctgttgaagtagttaaccgggccaccagctacgtagccaccgcaatgatcggcgtccggaaacttagaaatctgccagcacaggcaaactga- STM1007 100 STM2634 100 STM1007 100
1956371 atgttcaggtccaaaaggacattgcccagaaatctccagccctatacaggacaagccagtaccgaggaattgcacactgacctcaacaacatgcgatatacagagctatacagtattcagcagatggtcctgcagttatga+ STM1859 100 STM2150 62.162 STM1859 100
3196209 atgcataaaaaacatatgtgcccatggcttctgcccggtttgctcggtctggctcggtgtgcgccagtaccgcatacttacgcagccatcattgaggcaggattttatccggaaggtacagatctccagcttgttcttaagataattgagaccgcgcgacaggaaatccgtctgatggactattccttcacctcttgggaggtggtccggttcgaacattcagtgagtacaaaattctccatgtcaaagtga+ STM3035 100 PSLT002 77.228 STM3035 100
4616643 atgctctttacgtggattgtcaaaacctgccagcgtcatttgtccagactgacctggcccgctttgctgggcctgtttatcgggcagtatctgctttgttatctggtgctgcgcctgttgcgcgaaagcgcgttggtgagccagttaagcgattttatctattactgctcggtggtgggttccacattaggttttggcgatcttagcccgcagacggcgccaggacgtctgttcaccgcgctgtggcaaattccg+ STM4372 100 STM1684 60.784 STM4372 99.91
4759365 atgcacacctttagaccatactcactaaggcatagcgatctgttatatgaagatattccgttagaaatacgcgagcaaataatcttattgattatcaatacgctaggaaactgctcctctttttatgatatgacattatactgctatcataatagtcattctgacgaagtttatcgaagaatatgtaaaacgttgcgcaaagagtatggcttattcaccttatatgcgcattcaacgtcatatctggatgaaatg+ STM4504 100 STM0358 86 STM4504 100
2127615 atgaatacttctgaactcgaaaccctgattcgcaccattcttagcgagcaattaaccacgccggcgcaaacgccggtccagcctcagggcaaagggattttccagtccgtgagcgaggccatcgacgccgcgcaccaggcgttcttacgttatcagcagtgcccgctaaaaacccgcagcgccattatcagcgcgatgcgtcaggagctgacgccgctgctggcgcccctggcggaagagagcgccaatgaaacg+ STM2051 100 STM2463 74 STM2051 100
4519839 atgacatccgcttctgcatttcattttgcatcactggtgtgggactggcccatcgccatctatctgtttctgattggcatctccgccggactggttacgttggcgattctgctgcgccgcttccatccggaggcgggcggttcggacagtacgctgctgcgcactacgctggtgttagggccgggggcgattattcttggtctgctgattctggtctttcacctgacgcgcccgtggaccttctggaagctgatg+ STM4280 100 STM2251 68.932 STM4280 100
1999821 atgtctcaccgcgacacgcttttttctgcgcctatcgcccgtctcggcgactggacttttgatgaacgagtagccgaagttttccccgacatgattcagcgttcggtaccaggctactccaacatcatctccatgatcggcatgttagctgaacgctttgtgcagccgaacacgcaggtctacgatctgggctgctcgctgggcgccgcgacgctgtctgttcggcgtaatatccgccatgagcattgtcgcatta+ STM1905 100 STM0937 63.725 STM1905 100
4479874 gtgaaatatataaatcattaccgctatttgtttgtctgttttttccttgccatactccctttttttgctttatcttttcccggtataagagagtatgtttttgataacttcatggtttctgcaatttacaatggagtcattattgccatttatattacaggttctttgtgtgcattattcactattcttaaaaatatttcagcaaaagacatattaatagctcaggacgccagtagaaaaaatagcattctttct+ STM4258 100 STM2734 58.252 STM4258 100

9942 atgggcaacactaagttggctaatccggcaccgctgggcctgatgggcttcggcatgaccaccattctgcttaacctgcacaatgccggttttttcgccctggacggtattattctggcgatggggattttctacggcggtatcgcgcaaatttttgccggtctgctggagtacaaaaaaggcaatacctttggtttaacggcctttacctcttacggttcgttctggctgacgctggtcgctatcctgctgatgc- STM0009 100 STM3296 60 STM0009 100
2846296 atgatgatggtgctgggtttatatgtatttatgctgcgcactgtcccttatcaggaactgcagtatcagcgcagctggcgacacaccgccaacagccgggtgaaccgccgcccgtcaacgcagtttcttggcccggataatgattcactgacactgtccggggttctgctgccggaagtgaccggaggcaggctgtcattactggcgcttgaacaaatggctgaactgggcaaggcatggcctttgattgaaggca- STM2696 100 STM2696 100

48317 atgagcatgtctcatattaactacaaccatctttattatttctggcatgtctataaagaaggttctgtcgtgggtgccgcagaggcgctttttctgacgccgcaaaccattactggtcaaattaaagccctggaagagcgtttacaggggaagctatttaaacgtaagggacgcggtcttgaacccagcgaactgggcgagctggtttttcgctatgcggacaaaatgtttacgctaagccaggagatgctggata+ STM0040 100 STM0876 58 STM0040 100
4129234 atgacacaaccattaccgggggcacgcgcggtgagcgctgaaaatgaactggatattcgcgggttgtttcgtactttatgggctggcaaattctggattatcggcattggcctgctatttgcccttatcgcgttagcctataccttttttgctcgtcaggagtggagtgcgacggcgatcaccgatcgcccaaccgtaaatatgttgggcggttattactcccagcagcagtttctgcgcaacctggatattaag+ STM3919 100 STM2079 59.406 STM3919 100
4167692 atgtatcaggttgttgcgtctgatttagatggcacgctgctctcccccgaccatacgttgtccccttatgccaaagagactctgaagctgttgaccgcacgcggcatccattttgtctttgccactggtcgtcatcatgtcgatgtagggcaaatccgcgataatcttgaaatcaagtcttacatgatcacctccaacggcgcgcgagtgcacgataccgacgggaatttggtttttacgcataatctggacagcg+ STM3962 100 STM0457 68.317 STM3962 100
4145052 atgagtattctgatcacccgcccctctcccgcaggggaagcgttagtgagccgtctgcgcgcactggggcaggtggcctggagttttccactgattgaatttgtcgccggtcgggagctacccaccctggccgaccgcctggcgacgctgacggaaaacgatctggtttttgccctttcacagcacgctgtcgcctttgctcacgcccagctccagcgggatggtcgaaactggcctgtggcgccgcgctatttcg- STM3937 100 STM0602 79.208 STM3937 100
3232923 atgaccgtacgcatagcgattaatggctttggtcgcatcgggcgtaacgtggttcgtgctttgtatgaatccggacgtcgcgcggaaattaccgtggtggccatcaacgagctggcggatgccgcaggcatggcgcatttgttgaaatacgataccagccacgggcgttttgcatgggaggttcgccacgagcgcgagcagctttttgtcggtgacgatgtcattcgtattctgcatgaaagaacgctggcggat- STM3070 100 STM1290 62.376 STM3070 99.9
1850948 atgagaaaaatgaaaatagggctggcgctgggatctggcgcagcgagaggatggtctcatattggggtcatcaaagccctcaagcaagcaggcattgatattgatatcgttgcaggatgctcaataggttcactggtcggcgccgcgtatgcctgtaataaattatcggcgcttgaacagtgggtatgttcattccgctactgggatgttttacgcctgatggatgtatcctggggcagaggagggttgcttcgcg- STM1754 100 STM1335 65 STM1754 100
1889473 gtggcgaatgacaccccgttctctgcgctatggcaacgcctgttaacccgtggatggcaaccggtagaggcttctacggtagacgactggatcaaacgggttggagatggcgtcatcctgttaagtagcgatccgcggcgtacgccggaagtcagcgataacccggtgatgattgccgaactcctgcgtgagttcccgcagtttgactggcaggtggcggtggccgaccttgaacaaagcgaagctatcggcgatc+ STM1790 100 STM1789 90 STM1790 88.82
3178335 atgattttgaatgcattttctcttgaaggtaaagtcgcggttgtgacggggtgcgataccggattggggcaggggatggcgttagggctggcggaagcgggctgtgacattgttggtattaacattgttgaaccgacggaaactattgcgcgcgtcaccgctctgggacgtcgttttttaagcctgacagccgatctgcgtcaaatcgatggcattccggcattactggaacgggcggtggcggaatacggtcata- STM3017 100 STM2642 66.355 STM3017 100
3110461 atgaaaatagtgatcgcaccagactcgtataaggaaagtttgagtgctcttgaggtagcgaccgccattgaacaaggatttcgcgagatctggcctgacgccgattacctgaaattgccgctggctgatggcggagaaggtactgtcgaagcgatggttgaagcgacggcgggtcgaatcgtgcatgttgaggtcaccgggccgttggggcatcgcgtcaatgcgttttatgggctttccggcgatgcgcgttcc- STM2959 100 STM3247 79 STM2959 100
3137604 atgacaaaccctctttataccggacacccgttcggcacaacggtaacggaagagacgttacgcgctatctttctcccgctgacccagtgggaggataaatatcgtcagttgattctgttaggaaaacagctccccgctctgccggatgaatgcaaagcgcaggcgaaagagatagccggctgcgagaaccgcgtctggctgggctttacccgatcagataacggaacgatgcactttttcggcgacagtgaggggc+ STM2985 100 STM1374 58 STM2985 100
4265208 atgaacacattcagaaaaggacttgatttattgctgggcgctatctgttgcctggtgctggcgataatggttggcatcgcctgctggcaggtggtgagccgctacattctgggcgttcccagcacccttaccgaagagatgctgcgatttctcctggtgtgggtatcaatgctgggcatggcttttgtcgccggtcagaaacagcatattagcctgactctcttactggataaggtgtcgccgacgattcgcggct- STM4053 100 STM3170 82 STM4053 100
3120206 ttgattacacatattagcccgcttggctcaatggatatgttgtcgcaactggaagtggacatgctgaaacgcacggccagtagcgacctgtatcaactgtttcgtaactgttcacttgccgttcttaactccggcagcctgaccgacaacagcaaagagctgctgtcccgctttgaaaatttcgatattaacgtactgcgccgcgagcgcggcgtgaagctggaattgattaacccgcctgaagacgcttttgtt+ STM2969 100 STM3905 50 STM2969 100
4241418 atgccactggaaaaaggaattgccgaactggtcgctgggtttatcgccgcgggccgcccctcttctcgcgaacagaatattgatgaccggagggcgggctacatcgccagcacgacactggcaggagaaacagaaacccgcgtccaggttgaagatattgaactcgatgccatgacgtttcgcgtggtttcgccgctcaatgccacagggaaattaccctgcatcatttattatcatggtggctgctttgtcagc- STM4032 100 STM3201 62.5 STM4032 100
4172026 atgacaatattgactcataccctcggttttcctcgcgttggcctgcgtcgcgagttgaaaaaagcgcaagagagctactgggcggggaacacaacgcgtgaagcgttactggcggtggggcgcgaactgcgcgcgcgtcactgggagcagcagaaacaagcgggtattgacctgttaccggtaggcgactttgcctggtacgaccatgttctgaccaccagcctgctgttaggcaatgtgccggctcgtcatcag+ STM3965 100 STM0124 86 STM3965 100
4154689 atgacggatgtcgcgctttctcaggatgtctcgcggttcctgcgctatttaggcgtggagcgccagcttagccccattaccctgctgaactaccagcgtcagcttgatgccattatcgctttagccggagaaaccgggctgaaaagctggcaacaatgtgacgctgcgattgtgcgcagttttgcggtgcgcagtcggcgcaaagggcttggccctgccagtctggcgctacgtctctcggcattgcgaagctttt+ STM3949 100 STM1763 65.049 STM3949 100
4130420 gtgaaagtactgactgtatttggtacacgaccggaggccattaagatggcgcctctggtccatgcgctggaaaaagatcctcatttcgaggccaaagtatgcgttactgcgcagcatcgggagatgcttgatcaggtattaactcttttttctattgtgcctgattacgatctcaacattatgcagccgggacaggggttgacggaaattacctgccgaattctggagggattaaagccgatcctggcagatttt+ STM3920 100 STM0309 66.337 STM3920 100
4358659 atgaaagatactaccgttcccctgacgctgatctcactacttgccgacggagagtttcactcaggcgagcagttgggtgaacggctgggaatgagccgcgcggctattaataaacatatccagacattacgcgactggggagtagatgtatttaccgttcccgggaaaggatatagcttaccggaacccatccagttactggatgctgaccgtatacatagccaactggatagcggaaacgtggcggtattgccc+ STM4138 100 STM4292 60.952 STM4138 100
3156083 atgttaagggtctaccactccaatcgtctggatgtgctggaagcgttgatggagttcatcgtcgaacgcgagcggctggatgatccctttgaaccagaaatgattctggtacaaagcacgggtatggcgcagtggctgcagatgaccctttcacaaaagtttggtattgcggcgaatatcgcttttccgttaccggcgagttttatctgggagatgtttgtccgcgtgttgccggatattcccaaagaaagcgct- STM2996 100 STM1603 89 STM2996 100
1836627 atgaatgctgtgattgaacaacgtaaagttctcctcgaaatcgccgatctgaaagtacattttgatatcaaagaagggaagcagtggttctggcaaccgccgaaaaccctgaaagcggtggacggcgttacgctacgcctgtatgaaggcgaaacgctgggcgtggtgggcgaatccggctgcggcaagtcgacgtttgcgcgcgcgattattggtctggtgaaggcgacagatggtaaagtcgcctggctggga- STM1742 100 STM0848 73 STM1742 100
4291032 atgcgacatcctttagtgatgggtaactggaaactgaacggcagccgccacatggtaaacgaactggtggctaacctgcgtaaagaactgacgggcgtagcaggctgcgacgtggcaatcgctccgccggaaatgtatatcgatctggcgaaacgcgctgctgccggcagccacatcatgctgggcgcgcagaacgttgatctgaatctgtctggcgcattcaccggtgaaacttcggctgaaatgctgaaggata- STM4081 100 STM0989 62.264 STM4081 100
540793 atgaccgcgactgcacagcagcttgagtttctcaaaaacagcatcaaaagcattcaggattacccgaaaccgggcattcttttccgtgatgtcaccagcttactggaagacccgaaagcctacgcgctcagtattgaattgttggttgagcgttataaaaatgcgggtatcaccaaagtggtcggcaccgaagcgcgtggcttcctgtttggcgcgccggttgcgcttgggctgggcgttggttttgttccggtac+ STM0483 100 STM1960 72 STM0483 100
601388 atgaagcggttcgcgtttgccctgtggctcagcgcaatctcgctcaacgcttatgcagacagtgctaactgtcaccaaaaagcaaacacgccggagagcatcgcagcgacaatggatcaggcgctacagctcaaacaacagcttaacagtcaacccgatccggtcgtcattctggttcgccaggggcaagatatgtcgagccgacatttaacctggtcacatgctggctatgccatgcgccagccaaacggagact- STM0538 100 STM4540 60 STM0538 100



643813 atgaacaagaagattcattccctgaccttactggtcaatttagggatttacggggccactctgcccgtgatggcggaagacaaaaccgatagcgctgcgctcaccaatgaagacaccatcgtggtgaccgctgcccagcaaaacctacaggcgccaggcgtatccaccatcaccgccgatgagatccgcaaaaatccgcccgcgcgcgacgtgtcagaaatcatccgcaccatgccgggcgtaaacctgaccggc- STM0585 100 STM2777 83 STM0585 100
1061289 atgaaagcatttgatttgcaacgaatggcgctggataacgtgccggtagcgtttttgggggaagtggcgctgcgtagcttttacacctttgttctggtgtttcttttcttaaaggtgacaggacgacgcggcgtacggcaaatgtcgctttttgaagtgctgatcattttgacattggggtcggcggcaggcgacgtcgcgttttatgatgacgttccgatgctccctgttctggtggtattcatcaccctggcgc+ STM0976 100 STM0818 63.303 STM0976 100
347795 atgtcttatgcacgacatttaccggtattaatgtatcaccatgtcagtgataaacccggacagataaccttatctccccgtacgttccgggcgcagatgaaatggctggccgaatctggctggaaaaccgttactgctgcagaggtggaagctttttatcatggtgcaagattgcctcgtaaaagcgtcatgctgacctttgatggcggctggctggataactggttgcaggtttttccggtgctgcaggagttta+ STM0303 100 STM0063 62.037 STM0303 100

1624681 atgtcagaaaataaaaatgtgcaagatacacatatttccgagcaaatgaaggcgcttcacggtgcgttgattcgcgtggtgagcgcgcttaaccggcctcgtaatgatgagaaattaattgcagaggcggggatacaactcgatcgtgcgctattttcgatccttattagtatcgaacgtttagggccgattggcgttgttgagttagccgaacgtgccggtcgtgattatacgacggtaagccgacaggtcgcca+ STM1547 100 STM1547 100
1673646 atgcacttacgtcatcttttttcgccgcgcctgcgtggttctttattgttaggttcgctcctcgtcgcatcctcatttagcacgctggcggcggaagacatgctgcgtaaagcggtaggcaaaggcgcttatgagatggcctggagtcagcaagaaaacgcgctctggctggctacatcgcaaagccgtaaactggataaaggcggcgtagtttatcgtctcgacccggtgacgctggaaatcacgcaagcgatt- STM1586 100 STM0189 50 STM1586 100
1715818 atggaaaaaaatggtctgtttagtcagcgcattcggttgcgccaccttcatacatttgtcgccgttgcgcaacagggaactctggggcgcgcggctgaaactcttaacctgagccagccagcgctttctaaaacgctgaacgaactggaacaactcaccggaacccgtctgtttgaacgcgggcgactgggcgcgcaattaacggttcctggcgaacaatttttgactcatgcggtaaaagtattagatgcattg+ STM1625 100 STM4591 61 STM1625 100
1756224 atggctatgtatcaaaatatgctggtggtcatcgatcccaatcaggacgaccaacccgcattacggcgagcagtttatttgcatcaacggattggcggcaaaattaaagctttcctgcctatttacgatttctcgtatgagatgaccaccctgctttctcctgacgaacgcaccgcaatgcgtcagggcgtaataagtcaacgcacagcctggatacgtgagcaggcgaaatattatcttgaagccggtgtcccc+ STM1661 100 STM4381 62 STM1661 100
1742064 gtgccgcggttgcctgctgaacaggttcgctactgcaagccgacaataataacgcggcacatcccacccaaaacgctgcgcgcatttctctcccctctgtttattcatccaaacgacaccgccctaaataataggcagcagaaactgacgcgtcgagaggcaaagcgcgcatttatgcgcttcattaacatttattggcaattttttacgtcttttcggcaagaaatcgccattctcctcccgccagggacacaaa+ STM1650 100 STM1650 100
1791530 atgccgtttacatttcagatcggaaatcatagttgccagatatcagaaaggtatttaagagatatcatcgataataaaagagaacatgttttttcaacgtgtgagaaatttatagattttttcaggaatatatttaccaggcgaagtttaatttctgattatagagaaatctataatctactgtgccaaaaaaaagagcatcccgatattaaagggcctttctctccaggaccattttcgaagcgagatgaagac- STM1698 100 STM2084 68.627 STM1698 100
570855 atgacaattaaaataacagcgttggcggcatcgatcggcgcggcagtggctttcatgcctttcgccactcaggcggaaatcaccgttttaaaacaagatccccaggcgggtaatccactcagccgactcaatttcaccgttggcgggagtattcgtccgcagttccagaatatgaccggcaatgacggcgcgaacggttataaacgtaatggttttgatggcgggacgcgtttccgcttcgccgcggattattat+ STM0509 100 STM1804 65.347 STM0509 100

1093541 atgaagcttgacgcctgggataaaaacattctgacattattgcagcgcgataatcgtctttctcagcgggaaatcgccgaacaggtcaatctttcaccttcggcagtgaatcgtcgtatcgcggcactggaggaggcgggcataattaaaggcaatgtcagccttattgatgctggcaaagtgggacgcccggtcacgattgtggtgcaggtggtgatcgaaaacgagcgattcaatttactggaagaggctcgtc- STM1001 100 STM0459 58.095 STM1001 100
1033347 atgcgcgcgctactcccttatctgacgctttataaacgccataaatggatgctaacgctgggaattgcgctggcaatcctgacactgcttgccagtatcgggctgctgacgctttccggctggttcctgtccgcgtccgctatcgcaggcttcgcgggaatttacagttttaactatatgctcccggcagccggcgtgcgcggcgcggccattacccgtaccgctggtcgttattttgaacgtctggtaagtcat- STM0956 100 STM0662 67.647 STM0956 100
683825 atgcgcctgtttcctgaactcgccacctgtcacgacgtttctattcctgagctgctcgccagccgggatgagagacaagcaagacagcgcgcctggctaacgcgccacgccactccactggtctcctttaccgtggtggcgccaggcccgataaaagacagcgcgttaacccgccggatctttaatcacggcgtgactgccctgcacacgctggcagaagagtatggctggactatccgggagcaggctgcactgg- STM0620 100 STM0062 66 STM0620 100
670008 atgattaaacgtacattgctgcttgctatgctgcccattctcgcccacgcggaagaactgcctgcgccggttaaagccattgaaaaacagggtataactatcctgaaatccttcgaggcgccggggggcatgaagggctatctcggaaagtatcaggatatgggcgtcacgatttacctgacgccggacggtaaacacgcgatttccggctatatgtataatgaaaaaggcgaaaatcttagcaacgccctgatag- STM0607 100 STM2995 60.396 STM0607 100

1828531 atgaaaaaatttacagtggcggcactggcgttaacaactcttctctcaggcagcgcgttcgcgcacgaagccggagaattctttatgcgtgcaggtccggcaaccgtcagacctacagaaggggcgggtggtacgctggggcatttaaacgggtttgatgtgagtaataacacgcaactcggcctgacattcacttacatggcgacggacaatatcggggttgaattgctggcggctacgccgttccgccataagg- STM1732 100 STM0791 68.519 STM1732 100
1656785 atgctggatgtctatgcctgccattgtacgctgtgtcaaaaatggtcgggtggaatagccatgtatctggaagcctgcgggcaaccacagctagcccccctttccccggaaccgccatacttttcatcctcttcgcgcggcgaacgctacttctgttccggctgcgggtgtccgctgtggtttcggcttaccgataccgatcgctattttattccctggaccttactggaactgaacgaagttgatcgccgtcggc+ STM1573 100 STM1573 72.549 STM1573 100
1709631 gtgaatataatgaaaaagagttttcttggtgctctcctgtctctgggtttattaagtgctgctcatgcagatgtatataaatttgataatacgcataccaatgcggtatttaatatcgatcatttccagacctcaaccaatcatggcgggttttatgctattagcggcgaactgaaatatcagccggaaaagcaagtcgcagagatgcgtgtgacgattcccgtaagcgccttaaataccggggtggatgcgtttg- STM1621 100 STM3644 66 STM1621 100
1749661 gtgaccactttttcaaccctgaatgttttgcccgccgcccagctcaataaccttactgagctgggctatcttgagatgacgcctgttcaggccgcagcattacccgtcattctggcgggtaatgatgtgcgtgtgcaggccaggaccggtagcggcaaaacggcggcgtttggtcttgggctcttgcatcgaattgacgtcactctgttccagacacaggcattagtgctgtgcccgacgcgggagctggcggat- STM1655 100 STM0820 74 STM1655 100
1780330 atgtcaatgaagcgacttaaaactgaattcaacgcgctggtcaatcgtggggtagacaggcatttgcgtcttgccgtaaccgggttgagccgcagcggtaaaacggcgtttattacggcgatggttaaccagttgcttaatgtccacgcgggcgcgcgcttaccgttgctcagcgcggtacgcgaagaacgcctgcttggcgtaaagcgtgtgcctcaacgtgattttggtattccccgttttacctacgacgag- STM1685 100 STM3208 63.107 STM1685 100
3106461 atggcgcaattctactctgcaaaacggcgcgtgacgacgcgtcagatcataaccgttaaagtcaatgacctcgattcatttggtcagggcgtagcccgtcataacggaaaagcgctgtttatccccggtttattgcctgaggaaagcgcagaagtcattattacagaagataaaaagcaatttgcccgcgcacgcgtttcgcgccgtttgaatgatagcccggaacgagaaacgccgcgctgcccgcattttggc- STM2957 100 STM0882 63.366 STM2957 100
3164971 atgttatttgcatggataaccgatcctaatgcctggctggcgctcggtacgctgacgctgctggagattgtacttgggatcgacaacattatttttctttctctggtggtagcaaaacttcccacggcgcaacgaaaccacgcacggcggcttgggttggcggcggcgatggttatgcgcctggcgctgctggcgtcaatcgcctgggtcactcggctgactaatccgctgtttgagcttttcggcgaagcgattt+ STM3006 100 STM2119 71.569 STM3006 100
3197290 atgataatgaaggtaaatgcatggacaattttgcttatgtcggcgcatctgacggcctgtgccgtccctggcacagaaaaatatcagaccagcatggacagcgttacggcagaaaaaataagccggattatccagtcggatgtcattccttataaaggcgaaaaccatggagaagttatcagccgcgtatcgtctgcttttctcggaacaccttatcaggcggatacgctcatcggtgggcccggcatccccgaag+ STM3036 100 STM0858 61.321 STM3036 100
3260926 atgaatatggaagaaattgtgacgcttagtgtaaagcataacgtctcggatctacacctgtgtaacgcctggcctgcgcgatggcgcaaacaaggacgcatggagaacgcgccttttaccgcgcctgatgtcgacaggcttctgcttgattggcttaatgatgcgcaacaatatcagtggcgaacgcacggccagcttgatttcgccgtctcgctgtctggcacgcggcgcctgcgcgccagtgcgttcacacat- STM3099 100 STM0143 69 STM3099 100
502963 atgcaagtttcagttgaaaccactcagggccttggccgccgtgtaacgattacaatcgctgctgacagcatcgagaccgctgtaaaaagcgagctggtcaacgtagcgaaaaaagtacgtattgacggcttccgtaaaggcaaagtaccgatgaatatcgtcgctcagcgttatggcgcttctgttcgccaggacgtgctgggcgatctgatgagccgcaacttcgttgacgcgatcatcaaagaaaaaattaac+ STM0447 100 STM2383 69 STM0447 100

3751251 atgtaccaggtcgttctgggaaaagtgtcaacattaagcgcaggtcaattgcccgacgcgttaatcgctcaggcgccgcagggcgttcgccgggcaagctggctggccgggcgcgtgctgctttcccgtgcgctctcgccgctaccggagatggtgtatggcgaacagggtaaaccggctttttccgccggagcgccgctgtggtttaacctcagtcatagcggcgacactattgctctgttgcttagcgacgaag+ STM3583 100 STM2563 61.765 STM3583 100
3867855 atgaacgtactggaagtcgatctgcataaactgacggtcagcgatccgttcctcggacagtatcaacaactggttcgcgatgtggttattccttaccagtgggatgcgttaaacgatcgtattccagaggctgaacccagccatgccattgaaaatttccgcattgccgcaggccagcagacgggcgacttttacggcatggtctttcaggacagcgacgtggcgaaatggctggaagcggttgcctggtcactg+ STM3679 100 STM3679 100
3968557 atgcagcagattaatttttatcgtcagcgggtagcgattaacgtgctggcaaaggatatcgccaacgcgaaggctatctatgaagccgccgaaggccatgcggtcattggcgtactttccgcgcagttcgctacggtagaagagggcgtgccggaggtgaaacgctggatggcggaggtgccgtctatctcagtgggtctgggcgcaggcgacccggcgcagtactacaaagcggcgatgattgccgcccatactc- STM3767 100 STM4447 64 STM3767 100
3340646 atgaaaaaattagctgcaatcgttgccgttatggcactgtgttctaccccggttctggcggctcagcagggcggtttctccggcccgtcggcgacgcaaacgcaaggcggcggatttgtcggcccgaacggcagcagcacgacggtagagagcgctaaatcgctgcgtgacgatgcgtgggtaacgctgcgcgggaatatcgtcgagcgcatttccgacgatctgtatgtgtttaaagatgcgaccggtactatca- STM3176 100 PSLT020 67 STM3176 100
3175689 gtgaaaacgatcggactgttgggggggatgagctgggaatcgactatcccttattaccgtttaatcaatgaaggtattaaacagcagttgggaggcctgcactcggcgagcttactgctgcatagcgtagatttccacgatattgaagtatgtcaacgccgcgacgagtgggataaagcgggcgatatcctggcgcaggccgcccatgggttacagcaggcgggcgcagaaggcattgtgctgtgtaccaacacca- STM3015 100 STM3014 47 STM3015 100
3241600 ttgatgttatttttgttcaatctgaataatatggtcttttacacggaaagtgattggcgaggtgttatgaatcatatttttaaattagcatttatttttattatcaatattatatttttaataaatgcttcagcaacaacgatggacaaagataaatttgtggaagcgaatggtatcaaaattcattacgttgaagagggcgaggggcctccgctgctgttgattcacggtggtggtctgacggcgaaaagttgg- STM3079 100 STM0232 48.113 STM3079 100
3283578 atgttgaatctcaacacattacggcaacaacaaatccccgtaatgacggaatatcgcgcgcagataccctttcatattctggcaaagcccataggccctgcatgtaatctggcctgccgctattgttattatccacagggcgaaacgcccgtagaaaaaatgaatgaatcaacgctggagatttttatttgtcgctatattgcggcgcaacctgccagtgcgcgtgaaattaattttgtctggcaaggcggtgaa- STM3123 100 STM2065 61.386 STM3123 100
3813236 atgtcacaggttactgaaaataatgttaatgccgcaccggcgcccatgacgccattgcgggagttctggcactatttcaaacgcaataaaggcgcggtcgtcgggctggcgtatgttctcatcgtgatcctgattgcggtgtttgccaactttattgcgccgtacaacccggcagagcagttccgcgatgcgctgctggcgccgccggtctggcaggaaggcggcagttgggcgcatattctgggaacggatgatg- STM3628 100 STM0851 74 STM3628 100
3853982 atgacattttcacttttcggcgataaatttacccgccattcaggcattacccgcctgatggaggatctcaacgacggcttacgcacgccaggcgccatcatgcttggcggcggtaacccggcacacatccctgcaatgcaggattatttccagacgctactgacagatatggtagaaagcggcaaagccgctgatgcgctttgtaattatgacggtccccagggaaaaacggcgctactgaatgcactggccgta+ STM3665 100 STM3665 96.75
3892651 atggctttaagcgcgaattccgacgccgtaacgtatgcaaaagcggcgaataccagaaccgcggcagaaaccggcgatcgtatcgaatgggtgaagctatcactggcttttctaccgctggcgacgccagtgagtgacgcgaaggtactgaccgggcgccagaaacctttgaccgaagtggcaatcatcattgccgaaatccgcagtcgcgacggctttgagggcgttggttttagctactccaaacgtgctggc+ STM3697 100 STM3833 90 STM3697 100
3944473 atgaaattgattgggaggttgcttctctacgtgctgatcgcctgtttagtggtgattttcggcttttattttctgctgcaaacgcgctggggcgcagatcatgtcagcaactgggtatcagagaacagcggttatcacctcacattcgacgtgatggatcatcgtttttccgccccatcccatcttttactggagaatgtgacctttggtcgtgatggtcagcctgctaccctggtcgcgaaaaccgtagatatc+ STM3748 100 STM2811 63.107 STM3748 100
408271 atgatgaatattttactggaagaacttccccatcaggaacaggcgttagcggcgattctggcgagtttcaccggtatcgatcacgcgcaagccgatcataatcactatgctaatccgctgattaaggaacgttacgacgataaggccaatattgacgttaaaatggagaccgggacgggtaaaacctatgtctatacccggttgatgtatgaattgcatcagaagtatggcctcttcaaatttgtgctggtggtg+ STM0358 100 STM0358 100

2999588 atgactatttgggaaataagcgaaaaggccgattacatcgcgcaacggcatcgtcgcctacaggaccagtggcatatttactgcaactcgctggttcaggggatcaccctctcgaaagcgcgcctgcatcacgcaatgagctgcgcgccggaaagggatctttgctttgtcctgtttgagcactttcgtatttacgtcgcgttggcggatggttttaacagccacaccattgagtactacgttgaaaccaaagatg- STM2853 100 STM0430 60 STM2853 100
3293106 atgggatatttaaaattacctgagggtaaaaggattgcggtcaatcttggtgttgatgtagatgctcagtctttatggctgggcggatttaatcgaccgtcgccatcctttatgtcacgaggagagtttggtgctcaagttggcgtaccaaggcttctgaaattgttcaaagaaaataatatcaaaaccaccttttttattcccggacacactgtagacaccttcccggaaatcattaaagcaatttttgatgcc- STM3132 100 STM0945 58.824 STM3132 100
3001095 atgtgtacgacttgcggttgcgctgaaggcaacctttatatagaaggcgatgaacataatccgcactcagcgtttcgtagcgcgccctttgccccagcggctcgcccggcgctgaatattaccggcattaaaacgcctgactttgccccaagtcagaccgcagaaggcgatctgcattacggccacggcgaagccggaacccacgcgcctggtatgagtcagcggcggatgcttgaggttgaaatcgacgtgctgg+ STM2855 100 STM2683 76 STM2855 100
2279012 atgatgacatatatctggtggtcgttaccgctgacgctggcggtatttttcgccgcccgccgactggcggcgcattttaaaatgccgttgctgaatccgctgctggtggcaatggtagtcattattccttttctgttgctgaccggtattccctacgagcactacttcaaaggcagcgaagtacttaacgatctgctgcaaccggcggtagtggcactggcctatcccctttatgaacaattgcaccagattcgcg+ STM2182 100 STM4272 59.223 STM2182 100
2165292 atgtcttttcttcccgtaattatggctggcggcacaggtagccgtttatggccgctttcacgcgaatatcatccgaagcagtttctaagcgttgaaggtaaactatcaatgctgcaaaatactataaagcgattagcttcactttctacagaagaacccgttgtcatttgcaatgacagacaccgtttcttagtcgctgaacaactccgtgaaattgacaagttagcaaataatattattctcgaaccggtaggc- STM2084 100 STM2105 72 STM2084 100
2207467 atgcgtttatgcgaccgagatattgaagcctggctggatgaaggccgtttgtctatcaccccgcgacctcccgtagagcgcattaacggcgcgacggtcgatgtacgtcttggcaataaatttcgaaccttccgtggccatacggcggcgtttatcgatctgagcgggcctaaagatgaggtcagcgcggcgctggatcgcgtgatgagcgatgaaatcgttttgccggacggcgaggcattttatctgcatccgg- STM2121 100 STM2253 60.748 STM2121 100
2348990 atgaaacgcaacgtactgttattaccgctgctgatttttctgctgattgccgcggcgctgctgtggcagctggcgcgcaacgcgcagggggatgacccgacgaatctcgaatcggcactgaccggaaagccggtgccggcgttccgcctggaatcgctggagacgccgggtcagtactatcaggcggaggtgctgacgcaggggaaaccggtgctgcttaacgtctgggccacctggtgcccgacctgccgcgccg- STM2248 100 STM3813 100 STM2248 100
2320153 atgccgcgattaagcccggtcaatcaggcccgctgggcgcgtttccgccataatcgccggggctactggtcactatggattttcctggtcgtgttcagcctgagcttatgcgcggaactgattgctaacgataagccattgctggtgcgctatgaaggccagtggtattttccgctggtaaaaaattacagcgagcgcgatttcggcggcccgctggcgacaacggcggattatcaggacccctggctacaacgg+ STM2218 100 STM1744 58.654 STM2218 100
2240225 atggaacaagcgcatacccggctcatcgcgcaactgaatgaacgaatttcagcggcggataatacgccgctatacatgaaattcgcccagacggtaaaggatgccgtgcgcagcggtattcttgagcacggtaatattttgcctggcgaacgcgatctcagccagcttaccggcgtctcgcgcatcacggtacgaaaagcgatgcaggcgctggaagaagagggtgttgtcacgcgcgcccgcggctacggtacgc- STM2145 100 STM3935 62.037 STM2145 100
1940940 atgatgcgaatcgcgctcttcctgctgacgaacctggccgtgatggtcgttttcgggctggttctgagcctgacggggatacagtcgagcagcgtgcaaggcttgctgatcatggcgctgctgtttggttttggcggttcttttatttcattgctgatgtccaaatggatggcgttaaaatccgtaggaggggaagttattgaacagcctcgcaatgaaagagaacgctggttgatgaacaccgtagcaacgcaag- STM1844 100 STM2970 70.297 STM1844 100
3585732 gtggcccgtatagcaggcattaacattcctgatcagaaacacgccgtgatcgcgttaacttcgatctacggtgtcggcaagacccgttctaaagccatcctggctgcagcgggtatcgctgaaaatgttaagatcagtgagctgtctgaagaacaaatcgacacgctgcgtgacgaagttgccaaatttgtcgttgaaggtgatctgcgccgtgaaatcagcatgagcatcaagcgcctgatggatcttggttgct- STM3418 100 STM3877 58.416 STM3418 100
3761289 atggcttataaacacattcttatcgcagttgatctctccccggaaagtaaagttctggttgaaaaagcggtctctatggcgcgcccctacaacgcgaaaatctccctcatccacgttgatgtgaactattctgacctgtacaccggtctgattgacgtcaatctgggcgatatgcagaaacgtatctccgaagaaacccaccacgcgctgaccgagctgtctaccaacgctggctaccctatcactgaaaccctga+ STM3591 100 STM1927 68 STM3591 100
3510547 atggatttgtcacagttgacgccgcgtcgtccttatctgttgcgtgctttctacgagtggttgctggataaccagttgaccccgcatctggtggtggatgtgatgctgcctggcgtgcatgtccctatggaatatgcgcgcgatgggcaaatcgtcctcaatattgcgccgcgagcggtaggtaatctggagctgtctaatgatgaagtgcgttttaatgcgcgcttcggcggcgttccccgtcaggtttctgtgc- STM3341 100 STM2325 65.347 STM3341 100
3788509 atgtctaaaaagattgccgtgattggcgaatgcatgattgagctgtcgcagaaaggcgctgatgttcagcgcggcttcggcggcgacacgctgaatacctccgtttatattgcccgtcaggtcgattctgccgctctggccgttcactatgtgacggcgctgggtaccgacagtttcagccaacagatgctggaggcgtggcagcatgaaaatgtggatacctcgctaacgcagcggatggaaaatcgcctgcca+ STM3612 100 STM3541 63.725 STM3612 100
3671706 atgccattagtcatcgttgctatcggtgttatcttgttacttcttctgatgatccgcttcaaaatgaacggatttatcgcccttgtcctggtagcgctcgctgtcgggttgatgcagggaatgcctctggataaagtcatcggctccatcaaagccggtgtcggtggtacgcttggcagtctggccctgattatggggttcggcgccatgctgggcaaaatgcttgccgactgcggcggcgctcaacgtatcgcc+ STM3512 100 STM4482 75 STM3512 100
4642511 atgttagaacaagtatgccagcttgcacggaacgcgggcgatgccattatgcaggtttatgatggagccaaaccgatggagtacgcccgcaagcaggacgattctccagtcactgcggcggatatcgccgcacataccgtgattctcgaagggttacgcacgctcacgccggatattccggtgctttcagaagaggatccgcccgcctgggaagtgcgccagcactggcagcgttactggctggtcgatccgctcg+ STM4404 100 STM0309 62.617 STM4404 100



3346463 atgtctacgcttctctatttgcacggattcaacagttcccctcgctcggcaaaagcgtgccagctaaaaaactggctggcggagcgtcatccgcatgttgagatgatcgtccctcagctgccgccgtatcctgccgatgcggcggagttgctggaatctctcgtgcttgagcatggcggtgcgccattagggctggtaggatcgtcgctgggtggttattacgccacctggctgtcgcaatgttttatgctgccgg- STM3182 100 STM3182 64.762 STM3182 100
2982410 atgaaacctcgtcagcgtcaggccgcgattctggagcacctgcaaaaacagggaaaatgctcggttgaagaactggcccagtactttgacacgacaggcaccactatccgtaaagatctggtcattctggaaaatgccggaaccgtcatccgcacctatggcggcgtggtgttgaataaagaagagtccgatccgcctattgatcacaaaacgcttatcaacacccacaaaaaagcgctgatagccgcagccgctg+ STM2837 100 STM0193 65.686 STM2837 100
2282634 atgccgcaacaaaattatctggatgaactcacgcctggttttacgccattactggcaataaaagaggcttcacgttgtttattatgtcacgatgcgccctgtagtcaggcttgcccggcgcaaaccgatccggggaaatttattcgttctatttactttcgcaattttaaaggcgcagcggaaactatccgggaaaataatgcgcttggcgccgtctgcgccagagtctgtccgacggaaaaattatgccagcgc+ STM2186 100 STM3331 86 STM2186 100
3322981 atggctgtcattcaagatattatcgctgcgctctggcaacatgattttgccgcgctggcgaatccacacgttgttagcgtcgtctactttgtcatgttcgccacgctatttttagaaaacggtctgctgccagcgtcattcttacctggcgatagtctgctgctactggcaggcgcgttgatcgcccaggatgtgatgcattttttgccgacgattggcattctcaccgccgcggccagtctcggctgctggctaa+ STM3162 100 STM3226 77 STM3162 100
1490280 atgagcgtagtgcctgtaagcactcaatcttatgtaaagtcctctgcagaaccgagccaggagcaaattaatttttttgaacaattgctgaaagatgaagcatccaccagtaacgccagtgctttattaccgcaggttatgttgaccagacaaatggattatatgcagttaacggtaggcgtcgattatcttgccagaatatcaggcgcagcatcgcaagcgcttaataagctggataacatggcatga+ STM1408 100 STM2838 66.667 STM1408 100
800488 atgaaactgccagtcagagaatttgatgctgttgtgattggtgccggtggcgcaggtatgcgcgcggcgctgcaaatttcccagagcggccaaacctgtgcgctgctctcgaaagtcttcccgacccgttcccataccgtttccgcgcagggcggtatcaccgtggcgctcggcaatacccatgaagataactgggaatggcacatgtacgacaccgttaaggggtcggactacattggtgaccaggatgccatc+ STM0734 100 STM4343 73 STM0734 100
870241 atgcgcaatcgtacgctggctgaccttgatcgtgtcgttgccctcggcggagggcatggattaggacgcgtcctctcctcgctttcttcattaggttcgcgcctgaccggcattgtgactaccacagataacggggggtcaactggccgtattcgccgctcggaaggcgggatcgcctggggcgatatgcgcaactgtctgaatcagttaattaccgaacctagcgtcgcgtccgctatgtttgagtatcgttttg- STM0801 100 STM2909 63 STM0801 100
932017 atgaacgatacactttctaatacccagcaatcacgtgagacaatagaatgtgatgttcttattgtgggagcaggacccgccggattatctgcagctcttaaacttaaattacaggcaaatgacgcaggaaaagaactgtccattatcgtccttgataaaggagctgagcctggttctcatattctcagtggggcagtcatggatccccgagcgctgaatgaactaattcctgattggcaggaaagaggcgcaccc+ STM0858 100 STM3036 62.5 STM0858 100

1259071 gtggcgctgttaaacatttttgatattgccggatcggcgcttgccgcacagtccaaacggttgaacgttgcggccagtaacctggcgaatgcggatagcgtcaccggcccggacggacagccttatcgcgccaaacaggtggtttttcaggtggacgccgcgccgggtcaagccactggcggggtaaaggtcgccagcgtgattgaaagtcaggcaccggaaaagctggtttatgagccaggcaatccgctggcgg+ STM1175 100 STM4227 71.154 STM1175 100
860083 atgacaacggacgatctggccttcgataaacgccatatttggcatccttacacttccatgacctcgccgctgccggtatatcccgttgagcgggccgaaggctgcgagctggttctcgcctcgggcaaacgcctgattgaggggatgtcctcctggtgggcggccattcatggttataaccacccgcaattgaacgcggcgatgaaagcgcaaattgacgccatgtcgcatgtcatgttcggcggcataacccat- STM0793 100 STM3218 78 STM0793 100
907980 ttgttgcgtaattatcattccagtatgaaacaggcaacgtgtgaacttgtccctgaactggatttttttggtttagcaggatggggtaagcatgtaatatcgatggttggatttaaaacgccttaccctcaggaatcaatcgaacaatgcgtcgcgccagctcattatccccaggaagtaaaagagcaagtacgggcaaccagtgcaaatattattttatattataaggggtatgatacttcacctttagagcaat+ STM0839 100 STM0839 100

3501721 atgacgaatccaactttagcgccacagtctgatgaatatcagcaaatccataacggaattgttcaactgctggacacagcgcggacacaaaccgttcgcagcatcaacaccatcatgacagcaacctattgggaaatgggtcgacgcattgttgaatttgaacaaggcggtgaagccagagcggcttatggtgaacagctaattgatcgtttatcacaggatttaagccaaagatataaacgaggtttttctgcc+ STM3332 100 STM3332 58 STM3332 100
3954686 atgatgagaaagccttcacaaattgtccattgcattagttgcgatttatcctgtcaattatttcctgacagcgcagtacgggtgcaatactgtcataatgcggcattttccatctggccagatggtaatgctttcctgaaaaaagggtttattgaaaagttattgcttgatagacacaatcatttatccagcggttttatctttgttgatttttctttcccgaatcttcgacgatttaccgatttgcaatgggctg+ STM3756 100 STM3756 100
3352095 atggaaagagtcagtattaccgagcgcccggactggcgcgataaagcgactgaatacgggtttaattttcacactatgtatggtgaaccgtactggtgtgaagacgcttattacaagttaacgctcgcccaggtggaaaaactggaagacgttaccgccgagttgcaccagatgtgcctcaaggtagtagaacgcgtcatcgccagcgatgagctgatgacgaagtttcgtattccaaaacatacctggggtttt+ STM3188 100 STM4376 70.588 STM3188 100
1488757 atgaaaattcatattccgtcagcggcaagtaatatagtcgatggtaatagtcctccttccgatatacaagcgaaggaggtatcgtttcctccccctgaaattccagcgcctggcacccccgcagcccctgtgctgcttacgcctgaacaaataaggcagcagagggattatgcgatacattttatgcaatacactattcgtgcgctgggtgcgacagtcgtgtttgggttatcggttgctgcagcggtaatttctg+ STM1404 100 STM1639 88 STM1404 100
900049 atgaaaaaaattgcatgtctttcagcactggccgctgttctggctttttccgcaggtactgcagtagctgctacttctaccgttaccggtggttacgctcagagcgacgcgcagggcgtagcgaataaaatgagcggtttcaacctgaagtatcgttacgagcaggacgacaacccgctgggcgtaatcggttccttcacctacaccgaaaaagatcgtactaacggtgcgggcgattacaacaaaggtcagtact+ STM0833 100 STM2947 60.194 STM0833 100

4626951 atgaccgtacgtattctggctgtgtgtggcaacggacagggcagttccatgatcatgaaaatgaaagtggaccagtttttaacccaatcaaacattgaccacacggtaaacagctgcgcggttggcgagtacaaaagcgagttgagcggcgcggatatcatcatcgcttctacccatattgcaggcgaaatcagcgtgaccggcaacaaatatgtggttggcgtgcgcaacatgctgtcgcctgcggattttggcc+ STM4384 100 STM1320 89.32 STM4384 100
4674353 atgtcaatgaataaagcagtcagtagtgagcaaaagccgctggacgttatctgtctgggacgagtcgccgttgatttgtatggtcaacaaatcgggtcacggctggaggatatgacgactttcgctaaatatttagggggatcgtcaggcaatgttgcctacggcacggccattcagggattacgttccgctatgctggcccgcgtcggcgatgagcatatgggacgtttcgttcgtgaagaattaaaccgcgtt- STM4430 100 STM3793 63.462 STM4430 100
446068 atgaaaaaagttattttttctttggcgctgggtacgttcggactggggatggccgagtttggcattatgggcgtgctgacggagctggcacgcgatgtcgggataacaattcccgccgccgggcatatgatctcgttttacgccttcggcgtcgtgctgggcgcgcctgttatggcgctcttttccagccgcttttcgcttaaacatatactgttgtttctggtcatgttgtgcgtgatgggcaatgccatattt- STM0394 100 STM0257 67.327 STM0394 100

4780601 atgaacaataacgatctggtcgccaagctgtggaaactgtgcgacaacctgcgtgacggcggcgtctcctatcaaaactacgtcaatgaactcgcctcgctgctgtttttgaaaatgtgcaaagagaccggccaggaagcggactacctgccggaaggctaccgctgggatgacctgaaatcgcgtattggccaggatcagatgcagttctaccgcaacctgctggttcagttaggctcagatgagaaaaagctg- STM4525 100 STM0602 63.81 STM4525 100
511062 atgaaacacggaattaaagcactgcttattacgctttctttaacctgcgcgggcatggcccatagcgcgctggcggcgacgcctgtcgcaaaaaatgcagcggtggaaacaaaagcggatacgccttcttcatcctccgccaaagcggcattacctgctaaagccagcgatgatgaaggtaccagggtgagcattaataccgcgtctgcggaggatctggcgcgggtgatgaacggcgttgggctgaaaaaagcgc+ STM0453 100 STM3626 61.386 STM0453 100
612544 ttggtggcacagggtattttgttaaaggaaaggataaatcccccacacctggcgtcttcgcccacacgtcattcatatctcaacagcgaattgttaaaatctgagccaatcgttaatctctcaactgcgcaattaatcggctatgaggtcctgacgcaacttccgtcagaacatgatagcgaagttttttttcagcagttaatgctgatggaaggcattgaaacatcagagcaacgaagcattgctttttacgctg- STM0551 100 STM4355 70.297 STM0551 100
613781 gtgattcacagatatgctcaccttgcacctaatcatttaacggaacacgcgaggaaaatagacgacatttttggtgatgatgtcccaaatatgtcccatatggaaaataaggaggaaataaagaagcgtaacacgttgatttataagtggcgcgccctgcaggattcgaacctgcgacccacggcttag- STM0554 100 STM0555 100 STM0554 70
341459 atgctgcgtatggataagggaccggaatttatctcgctggcactggctgaatgggcaaagaaacatgcagtaaagctggcgtttatccagccgggtaagccgaagaaaaacgttttcatcacgcgctttaaccggacataccgtacagaaatactcaattcttatctgttcagaacgctgaatgaggtgtgggaaattacggataaagggttatcagaatataactgcgaacgtccacatgaatcgcggaacaata+ STM0298 100 STM2764 77 STM0298 100
386609 atgtattacagtaaaagaacgttactgattatatttgtaatatttatcgccattgtcgcaatcggatcgataatagcgcttgagtgggtaaatcgtgactcttatagaaccaataatcttatatgcacgacaaaatcagaagcgtatattgcgccacgaaaattgtacatggatggtggacttgtgctggatcttaaatccggcaggattaccctacactacgatgttactaccgatacgaaagagaaacggcttt+ STM0342 100 STM0345 62.745 STM0342 100
389526 atgagtcagaacaattatctgattgacaaaagggttattcttgattgtgaacgaatgacgctttcctgcgccggagagtcgataacgatatctgaatcggaacgcagtttgcttatcgctttttatgaaggcctttttaaaaaagatgatttaattaactatgtctgggggcgcaaaggtgtcgtggtctctgatgccagttattataaattgattaaccagctacgagggtcatttgataaaattggtcttaagg+ STM0344 100 STM0341 66 STM0344 100

3117812 gtggacgaactgacagcgcaggcattgaaagcctttacgacgcgttactgcgatgcgtggcaagaaaaacacggtagctggccgttgagcgaagaactgtatggcgtaccttctccgtgcattatttcttcaacccgcgatgccgtttactggcagccgcaaccttttgaaggcgaagaaaatgtaaacgcggttgaacgcgcctttgatattatggtacaacctgcgctccacgcgttttacaccacgcagtttg- STM2967 100 STM2269 47 STM2967 100
4562243 ttgaatgcttcccctcccctcaaacttccggatatcgctacaccgtctacccgccgcagtatatatttaccgcgttgtatgcctttcctggccgagagcgttaatatttacatccaggataaaccttatcacaaattaacatcagatcttatacctcatgctaactacctccatgaaattaaagagctattctctaaaagattaaaggcaattattacttaa- STM4316 100 STM2647 57.407 STM4316 100
4280508 atgggcgtcgtcatactacaaccagggcagtcattccctaaccatcgccataataccgcttgtgagattttttataccctaagcggtgaagtgtgcctgtatctggaaggaacacctcatatcctgcaaactggagatgttttacagtgcgaacctggggaggcgcattatctcattaataacggcgataaaccctggaaaggcgtgtttattaaatcgccgcatctggaaaatgacagccaccccgcagatccac- STM4071 100 STM0233 57.547 STM4071 100
3983951 atgagtaaaatgatactatttgtttgcgcaacgggtgttgctacttccacggctgtggcagaaaaagtaatggaatattgtaaagataatgggcttgatgttaattattcacaaactaatgtagcctcattgccaaacaataccgatggtgcagctttggttgtatcaacaacgaaagttccttatgaactggatattccggttgttagtggcctgccaatcattaccggagtaggtgaagataaagttcttgaaa- STM3783 100 STM1315 59 STM3783 100
3307450 atgtgtattggcgtccccggtcaggtgctggccgtcggagatgatattcaccagcttgcgcaggtggaagtgtgtggcatcaaacgtgatgtcaatattgctctgatttgtgaaggtaagccagccgatctgatagggcaatgggtattggtacacgttggttttgccatgagcatcattgacgaagacgaagcgaaagccacgttagatgcgctgcgccgcatggagtacgacatcaccagcgcgtga- STM3143 100 STM2856 71.845 STM3143 100
1610688 atgtgtattggcgttcctgtgcaggttatttcacccggtcagtggttcgccaaatgccgcgaccgacacggcgagcttatcgacgttgatattcggcttgtggctccccccttagcaggcgcatggctgctgacatttggcggcgcagcacgacgagaaatggacgaagcggaagccgctgaggtactggcggcgctggactcactggaacaggccatgctcacgcaaagcgatccgctgaccggttttgccgatt- STM1535 100 STM1555 72.549 STM1535 100
1597931 ttgaaaagcaccagtgatctgttcaatgaaatcattccgctgggtcgcttgatctacatggtaaatcagaaaaaagatcgcctgttaaataactatttatccccgctggatatcaccgcaacacagtttaaagtgctttgctcgatacgctgcgcgggatgtattaccccggttgaacttaaaaaagtgctgtctgtcgatctcggcgcattgacgcggatgctcgaccgcctgctgtgcaaaggctggatcgaaa- STM1520 100 STM3025 58.824 STM1520 100
4007083 atgaagatttcccgcctcggagaagcgccggattatcgcttctcactggcaaatgagcgcacctttctggcgtggattcgcacctcgctgggatttctggcggcaggcgtcggtcttgatcagctcgccccggattttgccacgccggtgatccgtgaactgctggcgctattgttgtgtctgtttgcgggcggcctggcgatttatggctatctacgctggttacgtaatgaaaaagcgatgcgcctgaaagagg- STM3805 100 STM3804 62.745 STM3805 100
3938962 atgtcaggccgcttgttagacgctgttccgctcaattccctgacaggcgtcggcgcagcgcaaagcagtaaactggcgaaaattggcctgcacaccgtgcaggacctcctgctccacctccctctgcgttacgaagaccgcacccatctctaccccattggcgaactgctgcctggcatctacgccaccgttgaaggcgaagtgctgaactgcaatatcactttcggcggtcgtcggatgatgacctgccagatt+ STM3744 100 STM1216 71 STM3744 100
3806423 atgatgaccatcagcgatatcgtgcaaattattcttttttgcgcgctgattttctttccgctggggtatctggcgcgccattcgctacgccgtatcagtgatacgacccggctgctatttgccaaacctcgttatgtaaaaccagccggaactctgcgccgcgctacgaaagtcaaggcagacaaaaaatga+ STM3623 100 STM2065 46 STM3623 100
3995913 atgcagaaacaatcacatgataacgttattctggagctgaccgttcgcaaccatcctggcgtgatgacccacgtctgcgggctgttcgcccgacgcgctttcaacgttgagggtattctctgtttaccgattcagggtagcgatcagagccgcatctggcttctggtcaatgacgatcagcgacttgaacagatgatcagtcagatcgataaactggaagacgtggcgaaggtggtacgaaaccagtccgatccca- STM3795 100 STM2006 53.465 STM3795 100
3679968 atggggcaaagggaaattgaatattcgggacagttccagaaagatgtaaaacgggcacaaaagcgtcataaggatgtcggcaaacttaaaacacttatgacgcttctgattcaccacccttttccccttcctgccatttataaagatcacccgttacaaggttcatatagcggataccgggatgcccatattgagcctgactggattcttatttataagataacggatgaatgcctgcgatttgaacgaacaggaa- STM3516 100 STM3528 60.177 STM3516 100
1449967 ttgatctggaaacgtgaagtgaccctcgatgcgcttaatgcgatgggggaagggaatatggttggcctgcttgatatccgctttgagcgtattggggacgatacgctggaagcgacaatgcccgtcgatcatcgcaccaaacagccgttcggcttgctgcatggcggagcgtctgtggtgctggcggaaagtatcggctcggtcgcaggttatctgtgtacgcagggggagcaaaaggtggtggggctggaggtga+ STM1366 100 STM0599 72 STM1366 100
4352814 aggcttgtagctcaggtggttagagcgcacccctgataagggtgaggtcggtggttcaagtccactcaggcct+ STM4133 98.649 STM0250 86.486 STM4133 98.65
1961788 ctgacgccggagcaatgggcgcaggcagggtgccttattagggcaggagtaccgcgacagcaggtagcgattatttatgatgcggggctgtcgacgctgtacagaaaattccctgtgttagggtaa- STM1865 100 STM1999 66 STM1865 100
4722122 atggatttcgagttgcaggcaggcggcaagactgtgaagccccggagcttacatcaggtaagcgacaggggtgagcaggcgcagccaacgcatctgcaacttgaaagacgacgagtatag- STM4478 100 STM4478 63.208 STM4478 100
4209131 atgttctatctttcagaccttttacttcacgtaatcggatttggctga+ STM4000 100 STM4000 100
4359829 tattcgtcacattgcttctcagggatagctttcacagcgagattttttcttattattcctccccatctggtgttaccctcctgcccattgtccaaattaacttaa- STM4140 100 STM4140 100
4119663 ctgcccgttggaaatcatgcagtacagggcgtttatgcgatgtcgcttgagtatgttctgctgacggcgatcgcgctaatgggttctttcagttggatcaagagcgcacagcgtaatggctatatgccgcttgccgccagagcctgctga+ STM3911 100 STM0757 65 STM3911 100
3557775 atgatacgtaagtattggtggctggttgtttttgccgtctccgtttttctttttgatgcgcttttgatgcaatggatcgaattgatggcaactgaacaggataagtgccgaaacatggattcggttaaccctctcaaattgatcaattgtaccgatctggagtag+ STM3387 100 STM3387 100
3476501 atgttgggctgttttcactatttgacgaataaagaacccatggaaaatcatgaaattcagagtgtgctgatgaatgccctctccctccaggaagtccacgtctccggcgatggcagtcactttcaggttattgccgtgggcgagatgtttgacggcatgagccgggtcaagaaacagcaaacggtctatgggccgctaatggagtacattgcggacaaccgtatccatgccgtatcgatcaaagcatataccccgg- STM3308 100 STM2136 59.223 STM3308 100
2032915 gtggtaaaaagacgtaatttattgcattttaataacggtgcccggtcagagcgcgatcttggggatctggtcactaaagtttttgagaaagcggcgaaaaaagaaccgcaaccgctatacacatttagcctgccgttgctgagtgtgcaggatgagatccgtgtttactgtaagaaaaaaaatatcaaaatagggtacgatacgctgtttatggaaataaccttttctgctgacagagaagcggtagacgaactca- STM1939 100 STM4088 88 STM1939 100

P47352 atgttcgctttggctgacgtcaactcgttctatgccagttgcgaaaaggtctttcgccccgatttgcgtgacaggtctgtggtggtcctgagtaacaacgatggttgtgtaatcgcgcgcagcgctgaagcaaaaaaactgggcataaaaatgggggtgccgtggtttcaactgaggtcggcgaaatttccggagccggttatcgcgttctccagtaattacgccctctacgcatcaatgtcgaacagggtcatg- PSLT054 100 STM1997 73 PSLT054 100
P47774 atgttactgcttgtagcacccgaacaggagccggtacagtccactgccccgctgttcaccgaacgttgcccggcggggtttccgtcgccggccgccgattacacagaggaggaactggatctgaatgcctactgtatacggcgtccggctgcaacattcttcgtcagggctatcggggattcgatgaaagaaatgggtctgcattccggcgatttaatggttgtcgacaaagctgagaaacccatgcagggggata- PSLT055 100 STM1998 66 PSLT055 100
P30915 atgaatatgaatcagaccaccagtccggcactttcacaggtcgaaaccgccatccgggtcccggcagggaattttgcaaaatataattattattccgtgtttgatattgtccgtcagacccgtaaacagtttattaacgccaatatgtcatggccgggctcccgcggaggtaaaacctgggacctggcgatgggccaggcgcagtatatccgctgcatgttccgagaaaatcaattgacccgcagagttcggggga- PSLT040 100 PSLT040 100
P53682 atgtccggactgaatctggcggcaacaactaaagaagagcaggataaagtggccattgacctggttgcttcaggcgtggtctataaagaaaggctggcgatgccggtggtcgctgagcttgtcgtcagagaacagcctgagcatttgagagagtatttccgggcgcggctggagtatttgcgcaactcccggacaagaatgccccggaatatgccagaaaagaggatgaggttaaaaaatagcgccattcctgatg+ PSLT064 100 STM1876 64 PSLT064 100



P43402 atgaaaaagaaaaacactacgccgactccccacgacgcgacattccggcagtttctgacacaacctgacattgcccgggattttatggagctgcatctgccggcagagctgcgtgccatctgcgatctcagtacactgaaactggaatccggctcgtttgttgaggatgatctccgccagtatttcagcgacgtcctctacagcctgaaaaccacagccggcgacggatatattcatgtcctggttgaacaccag- PSLT051 100 STM3508 76 PSLT051 100
P17677 ttgaagtcattatccatatccaggcggggaccagtgatctccactttatcaaacccctcggccctggcgagagacagacgcgtcagttcttccgacgcatcagtacgcgaaagcgtgttctttttacggtttttcagtgacttaagcgtaggaacaaatactccaagccgcatcagagctacaggctgcacggtattactggcattaggagtgagatttacgatttcaccggaggatttatccacctctacaaaca+ PSLT023 100 PSLT024 100 PSLT024 94.5
P52622 atgcagtattcaaatcagcaacgtgcgcgtgttattaacgttgaagaatccgaccgcctgtctttcctgccgtacatgttcggcaacgattttatgctggctgaattacagttatatgccctggcgaaaaaatggatgcctgaatacaacggtggtttctggcattttatccgtctgccggaaggcggcggatacatgatgcccgactgcgatcgggtacacatgatcaacggtgaaaactggtttgatcgtaccg+ PSLT062 100 STM2167 61.765 PSLT062 100
P01845 gtgtctacccgggaccagaaaagcaaaaaccccgataatcttctcatttcttggcgggaacgaaagattaacggggcctacttaaactgtatagccaccaatcaggctatgcagggagtatag+ PSLT004 100 STM1811 47 PSLT004 100
R20925 + STM1560 60.952 STM2432 51 STM1560 15.77

STM2267 100 STM1572 86 STM2267 100
STM2351 100 STM1951 70 STM2351 100
STM2355 100 STM2354 77 STM2355 100
STM2473 100 STM0007 71 STM2473 100

2591576 atgaatcgttttattatggccaatagccagcagtgtctgggctgccatgcctgcgaggtcgcctgcgtaatggctcacaatgatgagcgacatgtcctgacgtcacagcgctatcagccccgaattactgtcattaaacatcagcaccagcgcagcgcggttacatgtcaccattgcgaagatgcgccctgcgcccgtagctgtccgaacggcgcgatcgcgcatattaacgacagcgtgcaggtcaatgcgcag- STM2479 100 STM3331 71 STM2479 100
2622648 ttgtatcttgccgtggtcgttgatttgttctcgtgcaaagttatcggttggtcaatgcaaccacgaatgacaaaagatattgttctgaatgcgcttctgatggccgtgtggcgacgtcatccccaaaaacaggtgctggttcagtctgatcagggtagtcagtacacccgctatgaatggctgaaattgcacggactggagggcagtatgagccgttgtggcaactgtcatgacaatgcggttgcagaaagctttt- STM2509 100 STM0555 72 STM2509 100

STM0175 66 STM3638 65 STM0546 22.14
STM3680 30 STM3680 11.63
STM0541 100 STM0541 99.5
STM0105 62.037 STM0105 24.32
STM3787 61.538 STM3787 7.08

STM0373 100 STM1787 64.22 STM0373 47.16
STM2697 57.843 STM3601 57.282 STM3601 31.84
STM3174 63.107 STM3174 13.63
STM3921 50 STM3577 36 STM3921 6.83
STM0197 83 STM3027 67.647 STM0197 57.59
STM1391 60.577 STM1391 28.43
STM3020 55 STM1365 49.038 STM3020 26.58
STM3467 62.376 STM0118 58 STM3467 16.89
STM0447 61.468 STM0175 59.048 STM0175 35.54

STM4421 61.165 STM1026 50.962 STM4421 6.36
STM0371 54.902 STM0157 52.427 STM0371 8.05
STM0907 100 STM1869A 99 STM0907 97.1

STM3191 61.321 STM3191 10.73
STM1848 61.321 STM3822 60 STM3822 15.17

66637 atgaccattgccattaccgacgtcgtcctgcgtgacgcccaccagtctctgttcgccacccgcctgcgccttgatgacatgctgccgattgccgccgcgctcgatgacgtgggctacgggtcgctggagtgctggggcggcgccacctttgacgcctgtatccgctttctcggcgaagacccgtggctgcgcctgcgcgaactcaaaaaagccatgcccaaaaccccgctgcagatgttgctgcgcggccagaac- STM0055 100 STM3352 100 STM0055 95
STM2730 90 STM3484 66 STM2730 72.22
STM1832 59.804 STM2594 58 STM2574 25.7
STM4185 100 STM0194 88 STM4185 95.65
STM3920 60.784 STM3499 59 STM3920 19.51
STM1828 47 STM2219 27 STM1828 22.07
STM3674 65.714 STM1727 60.185 STM2443 35.31
STM4514 100 STM2807 62.745 STM4514 91.08
STM0625 63.107 STM4200 58.824 STM4200 40.67
STM3000 59.434 STM1229 58.095 STM3000 23.97
STM2730 94 STM3484 73 STM2730 80.5
STM3787 60.396 STM1320 60.194 STM3787 17.89
STM0745 50 STM0745 35.34
STM0625 59.804 STM0625 6.48

4020818 atgattaagcagccagcgcttgctcaggaacagtacgcctgcgtatatgcatggctggcgttactctttttccgggaagtggatgatgaagggttaatacaattacagtccgcggagatcgcggactggctggcgctgttaaagcgtcagcctgcgctggcggcgtcggtggcgttactcgaacaaaaaattgccgcgcttagcctgcgccaggatgcgcagctggagctggccgcagatttttgcggattgttcc- STM3821 100 STM3624 67.961 STM3821 100
4049577 atgagccataacgacactatcgtcgcccaggcaaccccaccgggacgcggtggcgtgggtatcctgcgtatttccggtctgaaggcgcgcgacgttgcgcaagaggtgctgggcaagctgccgaagccgcgctatgccgactacctgccgtttaaagatgttgacggcagcgcgctggatcagggtattgcgctgtggttccccggcccgaactccttcaccggtgaagatgtgctggagctacaagggcacggc+ STM3843 100 STM2580 64.762 STM3843 100
4080167 atggcttcagaaaatatgacgccgcaggaatacataggacaccatctgaataaccttcagttggacctgcgtactttctcgctggtggatccgcagaaccccccagccaccttctggacgctcaatattgactccatgttcttctcggtggtgctgggtctgttgtttctggtgatgttccgtagcgttgctaaaaaagcgaccagcggcgtgccaggcaagtttcagaccgcgattgagctgatagtcggctttg- STM3871 100 STM3871 100
3911616 atgggcagcgttaacttcataactcacgccgatgttctgcaacttattgcgaaaagaacggctgaagattgtattatttttctttctggtcctacgtccagaaagacgccgctgtccttgttacgaatgaaagatgtcattgcagtcaatggttctgttcaatatttgctaaacaataacgtcaagccatttttgtaccttctgacggatattcgcttcctccatcgtcggcgcgaagatttttataactttagcc- STM3715 100 STM3715 67.308 STM3715 100
3479758 atgggtcagtctgcggccaatttagtcgatatgcgcgacgtcagcttttcccgtggcgaacgctgcattttcgataatatttccctgacggtgccgcgcgggaagatcacggcgatcatggggccgtcgggcatcggtaaaaccacgctgttgcgcctgattggcggacagatcccgccggataagggcgagatcttatttgatggcgagaatgtgccggccatgtcccgttcgcggctctacaccgtccgcaaac- STM3313 100 STM0662 76 STM3313 100



3518712 gtgattctgttcccgcaaaatgaggacacagtaatgagtgaaatggttgcgtttcggcaaggtacatccatgccatccagagaaaccatcttgcattatgttgttgagacggtgaatcagataactgagcttgagccagcgctgcatttactgccgtggtctggcgtcaactcagcaatatatgagcaacgttttgcacagtgttacgacgaggggctttgtgccgcacagacgtcggcaccgaatgttccgcagg- STM3350 100 STM0769 72 STM3350 100
3511191 atggctgtcgctgccaacaaacgttcggtaatgacgctgttttctggtcctactgacatctatagccatcaggtccgcattgtgttggctgaaaagggtgttagttttgagatcgaacatgtggaaaaggacaatccacctcaggatctgattgacctcaacccgaatcaaagcgttccgacactggtggatcgtgagctgaccctgtgggaatctcgcatcattatggaatatctggatgagcgtttccctcatc- STM3342 100 STM2099 62.857 STM3342 100
3544559 atgttgaaaaaatttcgtggcatgttttccaatgacctgtccattgacctgggtaccgcgaataccctcatttatgtaaaaggacaaggcatcgtattgaatgagccttccgttgtggccattcgtcaggatcgtgccggttcgccgaaaagcgtggctgcagtcggtcatgatgcgaagcagatgctgggccgtacgccgggcaatatcgctgcgatccgtccgatgaaagacggcgttatcgctgacttcttt- STM3374 100 STM0659 63.462 STM3374 100
699612 atgaagaccactttttccgctcgttttatgcagcgcatggcgctcaccacggcgctttgtgccgcgtttatctcaaccgcacatgccgatgacctgaatatcaaaactatgatcccgggcgttccgcagatcgatgcggaatcctacatcctgatcgactacaactccggcaaagttctggcggaacaaaacgccgacgaacgtcgcgacccggctagtctgacgaagatgatgaccagttacgtcatcggacag- STM0637 100 STM0863 80 STM0637 100
724212 atggataatgcaacgttagcgattggtatcgatctcggcaccactaatagtttaatcgccgtctggcaagacggagccgcacaattaatacctaataaatttggtgaatatttaacaccatccataattagtatggatgaaaataaacaaattctggtgggaaaacctgccgcagcccgtaaaacatctcatccagataaaaccgctgccttatttaaacgcgcaatgggcagtaatactcactggcatttgggt- STM0659 100 STM0012 65.385 STM0659 100
756846 atgactgacaacaataccgcattaaagaaggctggcctgaaagtaacgcttcctcgtttaaaaattctggaagttcttcaggaaccagataaccatcacgtcagtgcggaagatttatacaaacgcctgatcgacatgggtgaagaaatcggtctggcaaccgtataccgtgtgctgaaccagtttgacgatgccggtatcgtgacccgccataattttgaaggcggtaaatccgtttttgaactgacgcaacagc- STM0693 100 STM4534 87 STM0693 100

4025359 atgtcacatcacattgttattgttgaggatgaacctgttactcaggccagattacaggcctattttgagcaggaggggtatcgcgtttcggtgaccgacagcggcgcgggcctgcgtgacatcatggagcatgagcacgtttcgctgatcctgctggatatcaacctccccgatgaaaacgggttgatgctgaccagggcgctacgcgaacgttccacggtgggcattattctggtgacggggcgttgcgaccaaa+ STM3824 100 STM3502 71 STM3824 100
1612045 atgttattgataatcatggaggggagctggtcagggttcaggtacgatgacgacgattcggaggtctcaatgcatctcaaagaaataaccagccaggggtactatatctatgaagcgccggtccgtttatggcactggatcacggcgttatccattgtcgtcctggctgttacaggatatttcattggccgccccctgccatcgattcaaggtgaagcgacctttatgttttggatgggctggatacgactgatcc- STM1537 100 STM1788 77.228 STM1537 100
4031783 atgaaaataactcacatcaccacgtaccgtttacctccacgttggatgttcctgaaaatcgaaacggatgaaggcgtggttggctggggagagccggtcattgaaggtcgggcacgtactgtagaggcggcagtacatgagtttgccgactacctgatagggaaagatccggcgcgtatcaacgacctgtggcaggtaatgtaccgggccggtttttatcgcggcggcccgattatgatgagcgccatcgccggt- STM3828 100 STM2291 66 STM3828 65.21
4056192 atgaagaaatcccttaccaatctcgaccttaatttgctgttatgcctacagttactcatgcaggagcgcagcgtcactaaagctgcaaaacggatgaacgtaacgccctcagcggtcagcaaatcgctggcgaaactccgggcatggtttgacgatccgctgttcgtcaatacgccgctgggcctggcgccgacgccgctgatggtcagtatggagcaaagtctggcggactggatgcagatggggaatcaactg+ STM3848 100 STM3485 64.762 STM3848 100
4091462 atgagcactgataataagcaatcgttgcctgcgattaccctcgcagctattggggttgtctacggtgatattggtaccagcccgctttatacgcttcgtgaatgtttgtccggtcagtttggttttggcgttgaacgagatgccgtatttggttttctgtcgctgatcttctggctactcatctttgtggtttccatcaaatatctcaccttcgtgatgcgcgccgataacgcgggtgaaggtggaattttgacg+ STM3880 100 STM3880 100
1411310 atgcttataatttcatacattgcattatgcttattatttatagtttatctctatactctttccgtaagaattgaggggaaaataataaatgtaatggtcccatacctgataataacagtccctacactgtacgtgtttgaaggtatatttgtatacctctcagaggtgcagaattatacagtggaatatttgtttttctatacttgctatataacatacatagcatcatttgttatttcttatctttacacacaa- STM1332 100 STM1332 100
841597 atgagagtattggttacaggtggtagcggttacattggaagtcatacctgcgtacagttgctgcaaaatggtcatgacgtcgtcatcctcgataacctctgcaacagcaagcgcagcgtgctgcccgtgattgaacgtctgggcggtaagcacccgacctttgtcgaaggcgatattcgcaacgaagcgcttataaccgaaattctgcacgatcacgcgattgataccgtgattcactttgccggcctgaaagcc- STM0776 100 STM3110 58.824 STM0776 99.9

2109095 atgaaagatgagctttttctgcgcggcgagaacgtgccaatgaccaaagaggcggtacgggcgctggcactgtcgaaacttgagctccaccgcgccagtcacctgattgacgtcggggcgggaacgggaagcgtctcaattgaagcggcgctgcaatttccttcgttgcaggtgacggctatcgagcgtaatcctgccgcactacggctgcttgatgagaatcgtcagcgctttgcctgcggcaatatcgatattc- STM2030 100 STM2030 63.366 STM2030 100
3910706 atgattaaaaaaatcatatttactgttactcctatattttcaattcctcctcgtggtgcggctgcggtagaaacctggatttaccaggttgcaaaacgactatcaataccgaatgctattgcttgtataaagaatgctggctatcctgaatataataaaataaacgataactgtgatattcattacatcgggtttagtaaagtttataagcgtctttttcagaaatggactcgtctcgacccactaccctattcc- STM3714 100 STM3714 100

97848 atgagtaataaaaaaaatctgtccgcagaagagacggatcttacgcgtaggaaactgttaaccagtgccggtattcttgccgcaggcggtatgttatccggcgcggtaaaggctgatgaaaaatgcgccgtcaaggcgaaaccggcgtgggataaaccgtttactggcgaaatcccggaaaaattgccagaaggatataatattctgttagtcgtgaccgaccaggagcgtttttttcctacgtttcctttcccg+ STM0084 100 STM0084 100
162454 atgtctgacgtgaccgtcgtaaactgtccgacctgcggtaaaccggtcgtctggggggaaattagccccttccgcccattttgttctaaacgctgtcagttaattgatttgggcgaatgggccgccgaagagaaacgaatcgccagcagcggcgatcagtctgatagcgacgactggagcgaagagcgctaa- STM0138 100 STM0138 100
202072 atgaaagacatagatacactcatcagcaacaatgcactatggtcaaaaatgctggtggaagaggaccccggattttttgagaaactggcgcaagcgcaaaaaccgcgctttctatggattggatgttccgacagccgcgttcccgcagagcgtttaaccgggcttgaaccgggcgaattgtttgttcaccgtaatgtggctaacctggttattcacaccgatctgaactgtctctccgtggttcagtatgcggtag- STM0171 100 STM0171 100
247704 atgtatgacaatctaaaaagtctgggcattaccaatcctgaggaaatcgatcgttacagcctgcggcaagaagccaataacgatatcctgaaaatctattttcaaaaggatagaggtgaattctttgctaaaagcgtgaagtttaagtatccacgccagcgtaaaacggtggtggccgatggcatcggtcagggttataaagaggtacaggagattagccctaacctacgctatgtgattgacgagctggaccaaa- STM0211 100 STM4049 49 STM0211 100

3576804 atggcccgtaccgaaatttggttacgtttaatgtacgtcggcgacctttatggcgaggcgatgttgaacatggcgaactcgcttattcgccagcctcagataaatcgcacgcaccttcaggaggctggtcttaccgcgcggcaagctgaacgttttttacagcttccagcaggtgtgcttgatgagacattacgctggcttgaactaccgcagcaccattttctgtgtgcggatagtgagatttatcctccccaa- STM3405 100 STM0651 60 STM3405 100
3612437 atgtcgaagacacttttacagatccattttaactttagcggcccttttggcgaggagatgactcagcaactggtcgggctggcggagtctatcaatgaggagccgggcttcatctggaaaatctggacagaaagcgagaaaaaccagcaagctggcggtatttacttgtttgaatccgaagaaacggcgcaggcttatattaaaaaacacactgcgcgtctgaaaaatcttggcgttgatgaggtgacgtttacat- STM3461 100 STM1751 62.136 STM3461 100
1295758 ttgactacaccattaaaaaagatcgtgattgtcggcggcggcgctggcgggctggaaatggcgacgcagttaggccataaactggggcgcaagaaaaaagcgaaaatcacgctggtagacagaaatcacagccatctgtggaaaccattgctgcacgaagtggcgactggctctctggacgaaggcgtggatgcgctgagctatctggctcatgcgcgtaatcatggtttccagttccagctggggtcggtgatg+ STM1211 100 STM3588 50 STM1211 100
1337978 atggcacatttctcaagactgcaaataacgcttcactggttaacactgctcctgacaggcatcgcatatgctgctattgagttacgggggtgggcgccaaaaggctccagcgtttacctgtttatgaaagacacgcactatgatatgggcgttctggtctgggcgctgatgtttttacggttatatcttaaacacaaatacccggatccggtcattacgcctccccctcctcactggcagcacgtagccgctaaat- STM1253 100 STM1639 65 STM1253 100
1364935 gtgaccaaacttaaacttctggctcttggcgtgtttattgcaacatccgccagcgtcgcgcacgctgaaagcaacctgacgttgggcgcaggcgttggtgtggttgaacacccttataaagattacgatagcgatgtttatccgataccggtcatcgcttatgaaagcgaaaacttctggttccgtggtctgggcggcgggtactacttgtggaatgacaatgccgataagttgtcaatcatggcatactggtccc+ STM1286 100 STM0433 63.366 STM1286 100
2201059 atgacagaaaaagcaaaacaatctgcggcggttacgggtagcgatgaaatcgatatcgggcgcctggtcggaacggtgattgaagcgcgttggtgggtgttggggacgacggccatatttgcgctgtgcgcggtaatttatacgttcttcgccacgcccatctatagcgccgatgcgctggtacagattgaacaaaacgccggtaattcgctggtacaggatatcaatagcgcattagcgaataagccgccggct- STM2116 100 STM1491 89 STM2116 98.36
1297685 atgaaaaacgtaaaaaccctcatcgctgctgccgtactgagttcgctctcattcgccagcttcgccgccgttgaagttcaggcaacgccagaaggtcaacagaagttcggcaccatttccgcgaatggcggcacgaatctgggctcgctggaagatcagctggcgcaaaaagcgcaggagatgggggcgaagtctttccgtattacctctgttaccggcccgaataccctccacggtacggcggtaatctataagt+ STM1214 100 STM0823 61.905 STM1214 100
1345643 atgcaacaagaacatcgtgagtgtattgagcagtgttatgaatgcgcggcggcgtgtgatatctgcgcctcttcttgtctgcgtgaagataacgtcgaaatgatgaagcactgcatccagttagatatgcaatgtgcggccatttgtcgcctggcggcgcaatttatggcgttggaaagcgagtactcacaaaaattatgccgcctgtgcgcggatatctgcaaagcctgtgccgaagagtgtgcaaggcacgatc+ STM1261 100 STM1261 100
1367375 atgaaatcagtgaaaaacgtaacgttttgcgggcaggtgacgcttcctgccatcggacagggaacatggtatatgggcgagcgcgcggatcaacgtcagcgcgaggtttcggcgttgcgcgcggggctggatttggggttacgccttattgatacagcggaaatgtatgccgacggcggggcggaaaaggtcgtgggcgaggcgttagcagggcgacgcgatgaggcatttctggtgtcaaaagtgtacccgtgga+ STM1288 100 STM3165 62.857 STM1288 100
2204905 atggaatggattgccgatccgtcaatctgggccggactggtaacgttaatcgttatcgaacttgttctcggcattgataacctggtctttattgccatcctcgctgaaaaactaccgccggggcagcgcgaccgcgcgcgcattaccggcctgatactggcgatgatcatgcgcctgctgctgctggcgtcaatctcgtggctggtcaccttgactaagccgctttttagcgtacaggcgttaagctttagcgcc+ STM2119 100 STM1828 89 STM2119 100
4857408 atgcgtgtaacaattgttcttgtcgctcccgccagagcggaaaatattggcgcagccgcccgggctatgaagaccatgggatttactgacctgcgtattgtcgacagccaggcgcacctggagcccgccacccgttgggtcgcacatggatctggagatattattgataatattgaggttttccacacccttgccgacgcactccacgatgtggattttaccgtagcgacgacagcccgcagccgggcaaaatttc+ STM4600 100 STM2545 67.327 STM4600 100
2892114 atgaacaaaatcagagccgccgtggtgggtgcaggtatctacggcaaacaccatatgaacgcgtaccgccataacccggacaccgtgctggttgccatctgcgacaccgatacagaacgttgtgacgaccttgccatggcgtacgggatccagggctacacacgactggatcggttactacagcaggaggctattgatatcgtctcggtggcgacaccggatccgtaccataccgaatccatcctcaccgccctg+ STM2753 100 STM2277 56.436 STM2753 100
2193724 atgtcaaaagtcgctctcattactggcgtaaccggacaggatgggtcttacctggcagaatttctgctggaaaaagggtatgaggtgcatggtatcaagcgccgcgcgtcatcgtttaataccgagcgcgtggaccatatttatcaggacccgcacagctgcaacccgaaatttcatctgcattatggcgacctgaccgacgcctccaacctgacccgcattttacaggaagtgcagccggatgaggtctacaac- STM2109 100 STM4275 78 STM2109 100
2231045 atgtttaaaccagaactcctttcgccggcgggaacgctgaaaaatatgcgttacgctttcgcttacggtgccgatgccgtctatgcgggccaaccacgctactctttacgcgtgcgtaataacgaattcaatcacgaaaatttgcagcttggcatcaacgaagcccacgcgctcggaaaaaaattctacgtggtggtgaacatcgccccgcataacgccaagctcaaaacctttatccgtgacctgaaacccgtc+ STM2136 100 STM0185 59.804 STM2136 99.78
316639 gtgagcctgaagtctgatgtcccagcggcgtggcagctttctccccgatatatgtcgcgtttatggttaagtagtattggggtaacgcagggtaaacctgaaaacctgatggatctcaaaccagagactaaaaaagtaaacggtgaaaattggtctgtatgggaaacagaacgtggtagcgataaagaaaccgatcgctattgggtttcgtgtatttatggtcatgaacagatatggttgacgcaaccaatacctg+ STM0275 100 STM4314 61.905 STM0275 100
340952 atgcgtaaagcccgtattactgcgcaccagatcatcgctgtgattagatcagtcgaatccggacggactgttaaagatgtctaccgggaggccggtatttctgaagccaccagggacaactggaggtctggatacggcggcagggatacgcgtggaatcacaaaaggctccaccgtatttactgtctgctcaagctga+ STM0297 100 STM2765 84 STM0297 100
374194 atgtctgctaaaacgctgtatgaaaaattagttgagtcacataccattcgtgaacttgataacgaaggacatgttttactttatattgatcgttcaatactgaatgaatataccagcccgcaggcatttagcgggttaagagaacgcggccgcaccgttcggcaccccgacacgtttttattgaatattgaccatgttaatcctacgcggtcgcaacgggatgacttaatgaccgatccgggaggacagctacag+ STM0329 100 STM0111 74 STM0329 100

1151992 atgaattctctgtttgccagtacggcccgcgggctggaagagctgttaaaaactgaactggaaaaactgggcgccgtagggtgtcaggttgttcagggtggggtccattttcagggcgacacgcggcttatttaccagagcctgatgtggagccgcctggcctcgcgtattatcctgccgatgggtgagtgcaaggtctacagcgatctcgatctttacctcggcgttcaggcgataaactggacagagattttt+ STM1061 100 STM1061 100
4345380 atgccacattcctgggattatgatgcagtcgtcatagggtcaggccccggcggtgaaggcgctgcaatgggtctggttaagcaaggagcacgcgtcgcggtgattgagcgttatcataacgttggcggcggatgtacccactggggcaccatcccatccaaagcccttcgccacgccgtcagccgcattattgaatttaatcaaaacccgctctatagcgaccactcccgtctccttcgttcttctttcgccgac- STM4126 100 STM4534 92 STM4126 100
3058808 atgccgcgttttgccgccaatttgtcgatgatgtttaccgaagcgccgtttatcgagcgttttgccgccgctgctgaagccggttttcaggccgttgagtttctgttcccctatgactttgccgccagcgagattaaagcccagctatcgcgtcataatctgacgctggcgctgtttaatacttcggcgggcgataccgcggcgggcgaatggggacgtgccgcgctaccggggcgcgaacacgacgcgcgcgccg- STM2915 100 STM0518 62.376 STM2915 100
2497311 atgaaaaagaaaacatcgctcagcgaggaggaccaggcgctgttccgtcagctgatggtcggcacccgaaagattaaacaggatactatcgtccatcggccactgcgcaagaaaatcacggaagtccctacccgaaggttaattcaggaacaggcggacgccagccactatttttccgatgagttccagccgctgctcaatacggaagggccggtaaagtatgtccgtgaagatgtcagccatttcgagctaaaaa+ STM2386 100 STM2386 100
2537696 atgaactattcactgcgtcaactgcgtatttttattaccgtcgcccaggccaaaagtttcagtcgggcaggggacaggattggactgagccagtctgcggtcagtcatagcgtaaaagagctggagcggcaaaccggcgtcagactgttggatcgcactacgcgtgaggtggtgctgaccgaggcggggcaacaactggcgacgcgtctggagcgggtgcttgatgaactgaacagcatactgcgcgatgcaggc- STM2424 100 STM0256 66 STM2424 100
993587 atgcgggacattccacaggatacgctgagccaaaccacgaaaaccgagcagtcggcccgcattgatttgtgggaaatcgacctgacggccattggtggccagcgttactatttttcaaacgaactgaatgagaagggcgatccggttacctggcaggggcgtaagtatgacgcttacccgatacagggaaccggctttgagctgtcagggaaagggacatctgcacgaccaacgctggcggtgtcgaacctgtttg+ STM0921 100 STM2592 77 STM0921 100

2660501 atggctattgaacggactttttccatcattaaacccaacgcggtggcaaaaaacgttattggcagcatctttgcgcgctttgaagctgcagggttcaaaattgttggcactaaaatgctgcacctgaccgttgagcaggcgcgcggcttctatgctgagcacgacggcaagccgttctttgacggtctggtggagttcatgacctctggccctatcgtggtatccgtgctggaaagtgaaaatgcggtacagcgtc- STM2526 100 STM2851 62.376 STM2526 100
987115 atgaacaaacacacccagattcgccacgccgtgctggcgaaacttgaatccctgtctggatcgtccgccatgctgcacgacggtttgccggtctttattgaaccagaagagcttcccgcactggctgtctggttgaccgatgcgcagttcgccgggcagatgcttgatgaacgcgactgggaggccgttctccatgtggcggtatttctgaaagcgcaggccccggatgcggaacttgatatgtggatggaagaga+ STM0915 100 STM2598 91 STM0915 100

2624382 atgacggaaaacattcataagcatcgcatcctcattctggacttcggttctcagtacactcaactggttgcgcgccgcgtgcgtgagctgggtgtttactgtgaactgtgggcgtgggatgtgacagaagcacaaattcgtgacttcaacccaagcggcattattctttccggcggcccggaaagcaccaccgaagaaaacagcccgcgcgcgctgcagtatgtctttgaagcaggcgtgccggtatttggcgtt- STM2510 100 STM4290 62 STM2510 100
2683425 atgagactgacatctaaagggcgttatgccgtgaccgcaatgttagacgttgcgctcaactccgaagcgggcccggtaccgttggctgatatttctgaacgtcaggggatttccctttcttatctggaacagctattttcccgtttacgtaaaaacggtctggtttccagcgtacgcgggccgggcggcggttatctgctgggtaaagatgctggcagtatcgcggtcggcgaagtgatcagcgcggttgatgaat- STM2544 100 STM3619 80 STM2544 100
2733915 atgacgtttaaaatgagcgataccccgcagacaattaaaatttttaatctgcgttcagatacaaacgaatttattggtgcaggtgatgcatatatcccgccacacactggattaccggcaaattgtacggatattgcgcccccggatattccagccagtcatattgcgatatttgatgctgaaaccggaacgtggagtctgcatgaggaccaccgcggcgagacggtttacgacacaacaaccggcaatcaggttt- STM1868 100 STM2586 100 STM2586 100
4270444 atgaataaaatcctgttagttgatgatgaccgagagctgacttccctgttaaaagagctcctcgaaatggaaggttttaatgtcctggtggcccacgacggcgagcaggcgcttgagcttttggatgacagcatcgatttacttttgcttgacgtcatgatgccgaagaaaaacggtatcgatacgttgaaagcgcttcgccagacacaccagacgcctgtcattatgctgaccgcgcgcggcagcgagctggatc- STM4059 100 STM3824 69 STM4059 100
4435391 atggcagctaattacctgcacggtgtagagaccattgagatcgaaaccggcccacgtccggttaaggcggttaaatctgcggttattggtctgatcggcaccgcgccatgcggcccggttaaccagccaacgctgtgcctttctgaaagcgacgcggcacagtttggcccaggtctggcaaatttcaccatcccgcaggcgctgaaggcgatctacgatcacggcgcagggacggtcgtggtgattaacgtgctg- STM4213 100 STM3086 64.151 STM4213 100
3054487 atgacgtatcgcagtaaagtggcagtggtttacctgctcggcttctttcttgatctgattaatctgtttattgccagcgtggcttttcctgcgatgtccgtggatctgcatacgtccatatcggcgctggcatgggtgagtaacggttatatcgcaggattaacgctgatcgttccgtttagcgcgtttctttcgcgttatctcggcgcacgacggctgatcatattttcgctcattctgtttagcgttgccgcc- STM2911 100 STM2815 65 STM2911 100
3086703 gtgtcgatatatcactattggggaaagtctcgacgaggagaaactgacggcggtgatgattaccatttgctttgctggcattctttagatgttgcggctgtgggttactggatggtgataaataatatttattttattgaccactatctaaaaaaattaggcatccaggataaggagcaggcggcgcaattttttgcctggattttatgttggcatgatattggaaagtttgctcattccttccagcaactatac- STM2944 100 STM0615 57 STM2944 100
2553727 atgagcattgagatcgccagaattaagaaatcctttggtcgcactcaggtactgaatgatatctcgctggatattccttccggccagatggttgccttgttggggccgtcaggttccggcaaaacgacgctgctgcgcattattgccgggctggagcatcagtccagcggtcatattcgtttccacggtacggacgttagccgcctgcacgcgcgtgagcgtaaagtcggttttgtgtttcagcactatgcgctg- STM2441 100 STM1491 88 STM2441 100



2601973 atgcgctggcaagggcgtcgtgaaagcaacaatgtagaggacagacgtaatcggccaggcggcccctcgctgggtggcccaggctttcgtcttccgcgcggaaaaggcggcatcattctgttggtggtggtgttggtcgcagggtactatggggtggatttaaccggtctgttgaccggccagccggtttcgcagcagcagtcgacgcgttcgataagccccaatgatgatgaagcggcaaaatttacctcggtga- STM2486 100 STM1576 58.879 STM2486 99.31
1055020 atgccagttacgttaagttttggtaatcgtcataactatgaaattaatcattcacggctagcccgtttgatgagtcctgataaagaagaagcgctatacatgggggtatgggatagatttaaggactgcttcagaacacacaaaaaacaagaggtgctggaggtattatatacactcatccatggatgtgaacgtgaaaatcaagctgaacttaatgttgatataaccggcatggagaagatacatgcctttaca+ STM0972 100 STM2945 69 STM0972 100
1096753 atgttagagcaactttcacaactctttgaatttctatggggtggcccattatttttgtgtgtcatcggcattggtttttattttacagtacgcctcaattttttccagattattaatttaaaagacatttaccgtaatacaattggtacacttgccggaaaaaataaacaaaacactactggcgaggtagcgtctaaaaaatccttaaaatcaatagaggtggctgccactgtgctatccggctcattaggcgcg+ STM1003 100 STM0006 66 STM1003 100
1078209 atgcaggatcgcaattttgatgacattgctgaaaagttttcccgtaacatttacggcacgaccaaaggacaactgcggcaagccattctgtggcaagacctggatcgcgtgctggaggagattggcgggcggaaactgcgggtgctggatgccggcggcggcgaagggcaaacggcgattaagatggcggaacgcggccatcaggtgacgttatgcgatctgtctggcgaaatgatcgcccgcgcgcggcaggcgg+ STM0991 100 STM2166 62 STM0991 100
2043036 atgccactacatcacttaacgcgcttccctcgcctggagtttatcggcgcgccgaccccgctcgaatacctgccgcgattgtctgattatcttggccgtgagatttacattaagcgcgatgacgttacgcccattgcaatgggcggcaataaactgcgcaagctggagtttttggtggccgacgcgctgcgagaaggggcggatacgctgataaccgcaggggcgattcagtcgaaccatgtccgtcagacggcg- STM1953 100 STM3965 62.745 STM1953 100
2154651 gtgatgaacgtcgtcatccttgacaccggctgcgccaatttaagctcggtaaaatccgccgtggcgcgccacggttacaccccggtggtcagccgcgaagcggaaatcgtattacgcgctgacaaactctttctgcccggcgtcggcacggcgcaggccgctatggatcaactgcgcgaacgtgaactgatcgacttaattaaagcgtgtactcagccggtactgggtatctgcttagggatgcaactgctgggtc+ STM2075 100 STM0266 59.406 STM2075 100
2445820 gtgaacggtgaattgatttgggttctctctttactggcgattgccgtcgtgttgtttgcgacgggcaaagtacgtatggatgcggtggctttattcgtcattgttgcttttgtccttagcggtaccttgacccttccggaagccttctccggctttagcgatccgaatgtcattcttatcgccgccttatttattattggcgacggcctcgtgcgcaccggcgttgcgacggtggtcggtacctggctggttaaa- STM2333 100 STM3356 62.745 STM2333 100
2130648 atgtctcaggctataggaattttagaactcaccagcatcgccaaaggcatggagcttggtgatgccatgctgaaaagcgccaacgtcgatctactggtcagcaagaccatctgtccggggaagtttttactgatgctgggcggcgatatcggcgctatccagcaggccattgaaaccggtacgtcgcaggccggcgagatgctcgtcgacagcctggtgctggcgaatattcatcccagcgtacttccggccatca+ STM2054 100 STM2455 65.049 STM2054 100
1351233 gtgttcgcggagtatggtgttctgaattattggacgtacctggttggggcgatttttatcgttctggtaccggggccgaatacgctttttgtgcttaaaaacagcgtgggacgcggggttaaaggaggatatcttgccgcatgcggcgtgtttatcggcgatgcgatattaatgtttctggcgtatgcgggcgtggcgacgctgatcaaaacaacgccggttctgtttaacattgttcgctatctcggcgcgtttt+ STM1270 100 STM3959 62.376 STM1270 91.42
1222921 gtgatagcaaaattcttcccgtggtatagcgagataactcgtccacaaaaaaatgctttattttcagcatggctgggttacgtttttgacggcttcgactttatgctgattttctacattatgtatctgatcaaggctgacttaggattgacagatatggagggcgcattccttgccacagcggcctttattgggcgaccatttggcggggcgctatttggtctgctggcagacaaatttggccgtaagccgttg+ STM1132 100 STM3338 73 STM1132 100
1407069 atgaagcttttgaaggcagtacccgctgtagttatgctggcgggtggcgtgttcgcgtctctgtatgccgccgccgatgattccgtttttactgtcatggatgatccctccaccgcgaaaaaaccttttgaaggtaatctgaatgcgggctaccttgctcagtcaggcaatactaaaagctcttccttaacggctgacacggcgatgacctggtatggacaacgtaccgcctggtcattatggggcaatgccagca+ STM1327 100 STM0201 63 STM1327 100
423574 atgtcttttagcgaattttatcagcgttccattaacgaaccggaggcgttctgggccgagcaggcccggcgtatcgactggcgacagccgtttacgcagacgctggatcatagccgtccaccgtttgcccgctggttttgcggcggcaccactaacttatgtcataacgccgtcgaccgctggcgggataaacagccggaggcgctggcgctgattgccgtctcatcagagaccgatgaagagcgcacatttacc+ STM0371 100 STM4275 73 STM0371 100

1399366 atgtcgcataatgagaaatccccccatcagtcccccgtgcatgatacccgtgaatcacagcccggcctggactccctggcgccgtcagacggttcacatcgccccacgccagaaacgacgccgccgggcgcgcaaccgacggcccccggcagcttaaaagcgcccgagaccgcgaatgataagctcactgccctcgacgcctttcgtaaaggcagcgaaaattatgcgctgaccaccaatcagggcgtgcgcatc- STM1318 100 STM1318 100
4598383 atgttatggtccatcatgtcaaagcccctcgatctcaatcagttagcgcaaaatattaagcagtgggggctggagctgggctttcagcaggtcggtattactgataccgatctgcgcgcatccgaacctgcgctgcaggcgtggctggacaaacaataccacggcgagatggcatggatggcgcgccacggtatgatgcgcgcccggcctcatgaactcttacccggtacgctacgtgtcatcagcgtgcgcatg- STM4355 100 STM3204 86.139 STM4355 100

STM1995 100 STM1473 88 STM1995 100
1475988 atgtcgtattctatcggcgaatttgccagactatgcggtatcaatgccgccacgctaagggcatggcagcgacgctatggtttattgaaaccgcagcgtactgatggcggacatcgcttatacagcgatgacgatattcgacaagcgcttagcattctcgactgggtgagaaaaggcgtaccgataagccaggtcaaacccttactgtcgcgtccggttattcgcctgggcgataactggataacgatccaggaga- STM1390 100 STM2160 74 STM1390 100
4621601 atggagcgtcctgttaaatgcggggtatgtaataaggagctgacgatgaaacaagaacttgccttatcctcactgctgctttctgccggactggtgagtacgacggcacagtctgccgaattcgccagtgctgactgcgtaacgggtctgaatgaaatcggcctgatctcggtcagtaatgttgcaggaaacccacaggatgtagagcggattatcgccctgaaagccgatgaacagggtgcgtcctggtacagaa- STM4378 100 STM3279 57.843 STM4378 100
4660858 atgtccacatcagatagttgttataatacgggttacatattacgcatctgcgcgattgccgcactgggcggaatattatttggctacgatactgctgttatttcaggtgcgattggttcactgaccagctactttcatctatctcctgctgagaccggctgggcggtttcctgcgttgtggtggggtgcgttattggttcgtttagcgccggatatttatccaaacgttttggacgcaagaaatcattgatggtt- STM4418 100 STM4419 69.307 STM4418 100
2381044 atgaacactgaaaaaccgtcggtagctcacaacgttgaccataatgaaatcgccaaattcgaagccgtcgcgtcgcgctggtgggatctggagggcgaattcaagccattgcatcgtatcaaccccctacgccttggctacattactgagcgctcaggcggcctgtttggtaaaaaggtgctcgacgtcggctgcggcggcggtattctggcggagagcatggcgcgcgaaggcgcaaccgtcaccgggctggata+ STM2276 100 STM2276 100
4743262 atgaaaatagcggcgatttatacgcaatccgtcggaccgctgcccgacggtgaaattcgttttgaaaacgactggtcaggcgagatagaatccaatgtcctgattaccgggccaaacggctgcggtaaatcgacgctgttacgagccatttccttattatggcgcgcctttgggcattggctgggcacgggtacgcgcctgaatatcaaagatgaatcttatacctggttctatcgctgggatgccagctgcgcg- STM4494 100 STM4581 91 STM4494 100
4775828 atggcttaccagacagtgaatcctgccaataatcagctcattaaagagtaccccccgcacacggacgcggatattgaagccgcgctgcaaaaagctgacgcgctctatcactccgattggtccaaaggagagattgaccaacgtctgccggtactgcataagctggctgacttgatcgacagccgtgttgaagaactggcaaaaatcgccagccaggagatgggcaagctcatcgagcagagccgtggcgaagtc+ STM4519 100 STM2791 72 STM4519 100
2406096 atgtttgacgccgcccccataaaaaaagtctcggtggttattcctgtctataacgaacaggaaagcctgccggaattgataagacgcaccaccaccgcctgcgagagcctgggcaaagcgtgggagattttattgatagatgatggtagcagcgatagctcggcggagctgatggttaaggcgtcccaggaggccgatagccatatcatctctattttactcaaccgtaactacggtcaacatgcagcgattatg+ STM2298 100 STM3346 63.81 STM2298 100
2443902 atgaagcagagccattttttcgcccatctctcccgcatgaagttgattaaccgctggccgctgatgcgtaacgtgcgtacagaaaacgtctccgaacatagtctgcaggtggcgatggtcgcccatgcgttggcggcgataaaaaaccgtaaatttggcggtcagctcaatgctgaacgcatcgcgcttctggcgatgtatcatgatgcctcggaagtactgaccggcgatctgccgacgccggtaaaatatttta+ STM2332 100 STM0491 63.725 STM2332 100
4796637 atggtagaggcgcttttacttggactggtggcgtttatcgcccagtctgaatatgcattagggacgtcgctgatttccagacctatcgtgaccggacttttaaccggactggtgctgggcgacatggaaaccggaattgtgatgggcgcgacgctggagttggcgtttatcggttccttttcggtgggcgcgtcgctgcccccggatgtggtcactggcggtattttaggtgtggcctttgcgattaattccggcg+ STM4537 100 STM4037 64.078 STM4537 100
1350398 atgattcgtcatatcgccatttttctttgttctttattgatgtgcagcaccacttttgccgattcggtaacgtcggtatcgcttggcgcgctcttaaccgcgctcaatgaacgcatgttattaatgaaagatgtggctgcttataaaatgaagcaccatctgccgatagaggatttcacacgtgaacaaaatgtttttgccgaggctgaagaagaagcgaaaaataacggtctggacccgcattcgataacccctt+ STM1269 100 STM1269 63.107 STM1269 100
236264 atggctaaaagacaggcgttattacacggcgcggcctgcatcctctgtggggcgctgatattgccggtctcagcggcagataacctgcatttttccggtagcctggtggccagtccttgcacgctcacgatgcaggggacggggattgccgaagtcgatttttcgtcgcttgacagttctgatttcactcccgacggccagtctgctcgtaagcctttggtgtttgaactcacggattgcgattcggcgctgagta+ STM0200 100 STM4301 87 STM0200 100
418864 atgtctttacattcgccggggcaggcatttcgcgccgcgctcgctaaagagaatccattacaaattgtcggcgctatcaatgccaaccatgctctgttggcccaacgggccgggtatcaggctatctatctttctggcggcggcgtagcggcgggctcgctcggactgccggatctggggatttctacgctggatgatgtgttaaccgatatccggcgcatcacggatgtttgcccgctgccgctgttggtggatg+ STM0368 100 STM4184 77.982 STM0368 100

2789073 atgaacaccgtttgtacccattgtcaggccattaaccgcatccccgacgatcggcttcaggatgcggcaaaatgtggacgctgcggtcatgagttgtttgacggagaagtcattaatgcgaccggcgaaacgctggacaaactgttgaaggacgatcttccagtggtgatcgacttttgggccccctggtgcggcccttgccgtaactttgcgccaatcttcgaggatgtcgcagaagagcgcagcggtaaagtcc+ STM2649 100 STM3915 64.706 STM2649 100
442536 atgagtgcgtcgttggcaatcctcacaatcggcgttgtgccaatgagcgaagtgttaccgcttctgacggaatacatcgacgaacaacacatcacccatcatagcctgctgggaaaaatgagccgggaagacgttatggcggattacgctgtagagcctggcgacgatccgcttttgacgttgctgaatgataaccagatagcccatgtttcccgccagaaagtggagcgagatttacagagcgttgtcgaggtgc+ STM0390 100 STM2545 65.421 STM0390 100

4459140 atggccaataataccactggattcaccagaattatcaaagcggcaggatattcctggaaaggatttcgcgccgcatggactcacgaagcggcgtttcgccaggaaagcctcgcggtattgctgggcgtcatcatcgcctgctggctggatgtggatgcgattacccgtgtgttattgataggttccgttttacttatcatgattgttgaaatcctcaacagcgctattgaagcggtcgtggaccgcatcggttctg+ STM4236 100 STM4236 100
2459570 atgaaactgatgttcgcatcggacattcatggttctttacccgccacggaacgcgtgcttgagcggttcgcgcaaagcggcgcgcgttggctggtgatattaggcgatgtccttaaccacgggccgcgaaatgcgctgcctgaaggctatgcgcccgctcaggttgccgaacgcctgaacgcggtggcgacgcaaatcattgccgtgcgcggcaactgcgatagcgaagtggatcagatgctgctgcatttcccga- STM2347 100 STM2732 63.725 STM2347 100
2405110 atggctgaaggaaaaatgatgtcggactttttgcctttctcccgtccggcgatgggcgcggaagagcttgctgccgttaagaccgtactggactcaggttggataacaaccggcccgaaaaatcaggaactggaagcggcgttttgtcggctaactggcaatcaatatgccgttgccgtcagttcagccactgccggtatgcacatcgcgttgatggcgctgggcattggtgaaggcgacgaggtcattacaccg+ STM2297 100 STM3925 64.356 STM2297 100
4446582 atgatgccattatcgcgctcacgtcttgagtttatcgccacgattttacaaaacgtactaaatttggggctgcttaccctcggtctgatcctggtcgtttttctcggtaaagagacggttcatctggcggatgcattattcgcgcctgagcaagccagcaaatatgaactggtggaagggctggtgatctactttctttatttcgaatttattgcgctgattgtgaagtactttaagtctggccttcactttccgc+ STM4226 100 STM4268 54.206 STM4226 100
1458990 atgaaacgtgcgtctttcattacgctaactattatcggcgcgtatagcgcgttacaggcagcctgggcggttgattatccattaccgcccgaaggcagccgtcttattggtcagaatcaaacctataccgtacaggaaggtgataaaaacctgcaggctatagcccggcgttttgatacggcggcgatgctcattcttgaagcgaacaatacgattgcgccggtgcctaagcccggtacgctaattaccattccc+ STM1375 100 STM1215 70 STM1375 100
1669221 atgacctcttttttacatgcttattttacgcgattacattgtcagccgttgggggttcctacggttgaagcgctcagaacgcttcacttagcgcacaactgcgcgattccttttgaaaatctggatgtgctactgcctcgtgaaatacagctcgatgagacggcattagaggagaaactgctttatgcccgacgcggtggatactgttttgaactgaatggcctgtttgaacgcgcgttacgcgacatcggtttta- STM1582 100 STM0361 61 STM1582 100
2364195 atgatgaaaaaagcgttacttatcgatgatgaatgctggctgcgggtgcaggcgcgcgatgccagcgcggatgggcgtttcgtttttgcggtgcgaaccaccggcgttttttgccgtccttcttgtcgctcgaagcgggcgttacgtaaaaatgttcgcttttttgccaacgcgcagcaggcgctggacgccggttttcgcccctgcaagcgctgtcagccggataatgcgcgcgcgcagcaacggcggttggat- STM2265 100 STM1659 62 STM2265 100
3985182 atgaaaacattgagtaaaagttcacacatcccactgtatcaacaggttgtggagtggataagggaaagtatttatagcggagaattagttgaggatgaccggataccttcagagtttcaaatcatggatatgctggaggtgagtcgcggtaccgttaaaaaagcggttgaccaacttgtccgggaaggtgttcttgtgcaagtgcagggtaaaggaactttcgtaaagaaggaaaatgttgcttacccactgggtg- STM3785 100 STM1239 58.824 STM3785 100
2722442 atggcgattctcggcctgggaacggatattgtagagattgcccgcattgaagcagtgatctcccgttccggcgaacgtctggcaaggcgtgtgctcagtgacaacgagtgggctatctgggagacgcatcagcagccggtgcgttttctcgccaagcgttttgcggtcaaagaggcggcagcgaaagcttttggcaccggcatccgcaacggtctggcgttcaatcagttcgaagtgtttaacgatgagctgggaa- STM2577 100 STM1048 56.881 STM2577 100
194995 ttgaaaaagctgaaactgcatggctttaacaatctgacgaaaagcctgagtttttgtatttacgatatctgctacgccaaaaccgcagaagagcgcgatggctatatcgcctatatcgatgaactctataacgccaaccgactgaccgagatcctgtcggagacctgctccattatcggcgcaaacatcctgaacatcgcccgtcaggattatgaaccccagggtgccagcgtcacgattctggtgagcgaagagc- STM0165 100 STM0165 100

2135872 atggattacgaaatcaggcaggaacaaaaacgcaagatagccggtttccacatggtcggtccatgggaacacaccgtgaagcagggttttgaacaactgatgacgtgggtggatcgacagcggatcgtgccagttgaatggattgccgtctattacgacaatccagatgtcgtacctgcagaaaaactccgctgcgataccgtggtgtccgtggcagagaatttcatcctgccggacaatagcgaaggcgtaatcg- STM2061 100 STM0547 60.396 STM2061 100
169917 atgttgccagataagggttggttggtagaggcgcgacgcgtcccttctccgcattatgattgccgtccggatgacgaaaaaccgtccttgctggtggtgcataatattagcctgccccccggcgagtttggcggtccgtggatcgatgcattattcaccggaacgatagatccagacgcccatcctttttttgcagaaatcgctcatcttcgtgtttcggcccattgtctgattcgtcgcgacggtgaaatcgtcc+ STM0146 100 STM0931 51.485 STM0146 100
183833 atgaaaaaggttatgttaagcgctctgttactgtcgttacccttgctgggctacgcgcaggaacggttcccctccccggaagcggccgccagcgccttcgccgcggcggtagccggaaaaaacgaaacgcagcttaccgcgctactgggcgatgactggcggcaatttctgccgccggaaggtgccgatcccgaggccgtggcccgcttcaatcgtgactggcgcgaaggccatcgcattgtacaaaaagacaata- STM0156 100 STM0611 60.577 STM0156 100

1414130 atgcctgttattactcttcctgatggcagccaacgccattatgaccaccctgtaagcccgatggatgttgctctggacattggtcctggcctggcgaaagccaccattgcgggccgtgtgaatggcgagctggttgatgcttccgatctgattgaaaatgatgcgacgctttccatcatcaccgcaaaagatgaagagggtctggagatcattcgtcactcttgtgcgcatctgttaggtcacgctatcaagcaa+ STM1333 100 STM4024 65.741 STM1333 100
479316 atgaagtttatcattaaattgttcccggaaatcactatcaaaagccaatctgtgcgtttgcgctttataaaaattttaaccgggaacatccgtaacgttttaaagcactacgatgagaccctcgcggttgtccgtcactgggataacattgaagttcgcgccaaagatgaaaaccagcgtctggtgattcgcgacgcgctgacccgcatcccggggattcaccatattcttgaagtcgaagatgtgccgttcacc+ STM0425 100 STM3288 55 STM0425 100

1553926 atggaaaaaaaactgggactgagcgcgctgaccgcgctggttttaagctcaatgcttggcgcaggtgttttcagtctgccccagaatatggccgccgttgccagtccggctgcgttgttaattggctgggccattaccggcgtggggatactcttactggcattcgccatgttaatccttacgcgcattcgctccgagcttgacggcggtatctttacttacgcccgcgaaggcttcggcgaactgattggcttt- STM1477 100 STM2558 63.107 STM1477 100
555882 atgacacccgcagttaagttactcgaaaaaaacaagattccgtttaacattcacacctacgatcacgatccgaatgaaactaactttggcgatgaagtggtgcgtaagctcgggctaaacgccgatcaggtgtataaaacgcttttggtcgccgtgaatggcgatatgaagcaactggccgtcgccgtgacgcctgtagccggacagctggatttgaaaaaagtcgccaaagctctgggcgcgaaaaaggtcgata- STM0495 100 STM4549 65.385 STM0495 100
556878 atggagctattaaatcaacttaaacgtttatggcgcgcgctgcgtggtaccccaaatagttggcctgctatcgatctctccctgcccggcggtcgtcatctgcatctggttggcagtattcatatggggacgcgcgatatggctcctcttccagcaaagctggtgaaaaagctacaccaggccgacgcgctggtcgttgaagcggatatttctggtaacgaaacgccattcagcaatctccccaaatgcccgccgt- STM0496 100 STM0702 59.259 STM0496 100
655946 gtgagactccccgccttttatcgttggctgcttttagtggttggtatatcaatttcaggaatatccttagcccaggacgccggttggccccggcaaatccaggacagccgcggcgttcatactctggaccacaaacccgcgcgtatcgtctctaccagcgtgacgttgacaggctcgctgctggcgattgatgcgcccgtcgtcgccagcggagccactacgccgaataaccgctttgccgacgatcaagggttt- STM0594 100 STM0979 67.327 STM0594 100

4719868 atggaaaagacatataacccccaagatatcgaacagccgctttacgagcactgggaaaagcagggctatttcaagcctaacggcgacgaaagcaaagagtccttctgcatcatgatcccgccgccgaacgtcaccggcagtttgcatatgggacatgctttccagcaaaccatcatggataccatgatccgttaccagcgtatgcagggtaaaaacaccctgtggcaggtcggcaccgaccacgccgggatcgcc- STM4475 100 STM0977 89 STM4475 100
4856086 atgcagaccccgcacattcttatcgttgaagacgagttggtaacacgcaacacgttgaaaagtattttcgaagcggaaggctatgatgtattcgaagcgacagatggcgcggaaatgcatcagatcctctctgaatatgacatcaacctggtgatcatggatatcaatctgccagggaaaaacggtctcctgttagcgcgtgaactgcgtgaacaggctaacgttgcgctgatgttcctgacgggccgcgataacg- STM4598 100 STM3502 70 STM4598 100
3382367 atgtttttgcataacattaaaatacgttcaaaattatttatggcctttggcttattcattgttctcatggtggtgagttccgctctgtctttgtttagccttgatcgggctaatacgggtatgcagaacattattaccaatgattatcccaccacggtgaaagccaatctgttaatcgataattttaatgatttcatcatcgcgcagcagctcatgttactggatgaagaggggcgctggagccagagttcgcag- STM3216 100 STM1919 84 STM3216 100
3936875 atgaatccaaaacgttatgcgcgtatatgcgaaatgctcgccaggcgtcagcctgatctcacggtctgcatggagcaagtccacaaacctcataacgtttctgcaatcattcgtaccgcagatgccgttggcgtccatgaagtccatgccatctggccaggtagccggatgcgcaccatggcttctgcggcggcgggcagcaacagttgggtacaggtgaaaactcaccgtaccattggcgatgcggtagcccatt+ STM3743 100 STM4369 66 STM3743 100



1345123 atggagtatttagcacgactaaatatcgttgcgatgctgatgtcaacgacgttctggatcaatctggcggtcgtttttttcgtcaccctcattacttactggctcatcaactggctacttaatgtggtctataaagcgctacaacgcccggataaaaaggatgatgctcatgggcggctgcgtcctattgttttcgagatgctgaaaaagaccagtaagatgctaatcttttttgccgcatttctctttagcctg- STM1260 100 STM1663 64.706 STM1260 100
2534803 atgggtattacgtcccgcttaaaagtcatgtcgttcttgcaatattttatctgggggagctggctggttaccctgggctcttacatgatcaacactctggattttaccggcgcgaatgtcggtatggtctacagctcaaaaggactggcagcgattatcatgccgggtattatggggatcattgctgataaatggctgcgcgctgagcgagcctacatgctttgccatctggtttgcgcgggggcgttattgtac- STM2421 100 STM3113 81 STM2421 100
2917492 atgcgtattctgtttgtcggtccaccactgtatggactgctataccctgtgctgtctctggcgcaagcgtttcgtgttaatggccatgaagtactgattgcaagcggtggcaaatttgcacagaaagcagccgaagctgggttggtggtatttgacgctgcgcctggtttcgattcggaagcgggttatcgccgtcaggaggcattacgaaaagaaaataacattggaacaaaaatggggaacttctcattcttc+ STM2773 100 STM2113 54.286 STM2773 100
2752323 atgtcatttaccaccactattgagaaacgtgcggataaccgcattttcgccggtaacgatccggcacataccgcaacgggagtcagcgggataacggcggccacaccgatgctgacgcccctgatgctggatgataccaccgggaaactggtggcctgggacgggcagaaggccggaacggcggtcggggttctggcccttgagctggacgggtcggaaaacctgctgacgtactggaagagcggcacctttgcca- STM2604 100 STM2514 52.427 STM2604 100
1109538 atgagaattgaacttgttatcagccgggcaaaacagcttccggaaggtgccgttcctgcgcttgaaaaagaattaattacccgtctccagaatcagtatgaaaactgcaacttaaccatccgtcgaggcagtcaggatggtctgagtatcgtcggtgctgctgatggcgataaaaaacgtatacagagcattctgcaggaaacgtgggaaagcgctgacgactggttttattaa+ STM1019 100 STM2621 100 STM1019 100
2755402 gtgaagcgcaccccggttctggtggatgttcacggcacgccgctgcgggaaagtctgggatacaccggcggggggatcggtttcggcggacagatggctgactggatgcccccggcggaaagcgtggatgccgcgctgctgccttcgttgcgcctcggcaatgcgcgggctgatgatctggtccgtaataatggtattgcagcaaatgcggtggcgctgcacaaggatcatattgtcggacacctgtttcttatc- STM2606 100 STM2750 58 STM2606 100
2782772 atgtctcagtctggctccgttcttcgtcgtaacggatttacgtttaaacagttttttgtcgcacacgatcggtgtgcgatgaaagtgggaactgacggtattttactcggggcgtgggcgccggtcgcggatgtaaagcgaattctggatatcggtactggaagcggtctgctggcgttaatgctggcgcagcggacggatgacaatgtgcctattgacgccgtggaactggatgccggggctgccatgcaagcgc- STM2642 100 STM1775 65.421 STM2642 100
3356297 atgcgtgatgcgctgctcggcgcgctggatgcgggcgcagtatgcgtgaacgtcgatctggcccatgccggacagcaggcgaaacttgaaccggatacgccgtatggcgatgcgcttggcgttggtgccggtcgtaactgggcgcacgtcaactctatcgcttatgacgcgaaagacgactccatcatcctttcttcccgccatcagggtattgtaaaaattggtcgcgataagcaggtgaaatggatactggcac+ STM3192 100 STM4098 76 STM3192 100
3756763 atggacaaaatgaagcgtcatctggtgtggtggggagcggggattcttgtggcggtggccgcgatagcctggtggatgctgcgccctgcgggaataccggaggggtttgccgccagcaacggcagaattgaagccaccgaagtggatattgccactaagattgccgggcgtattgataccatcctcgtttcggaagggcagttcgttcgtcagggcgaggtgctggcgaaaatggatacccgcgtgctgcaggag- STM3587 100 STM1535 64.423 STM3587 100
3645230 gtgaacgcgctctttgatatctggtacgggatgtcgcgccgtggtcgggttttttattggtgtgcaggcgtgctgtgcctgacgctgacggttgcgttatctgtgggctatcccggctggaaaacgttggatacgcaacaaacgcggttaagccagcagcgcgaggccgcccggcaacagtggcgtcatctgcgccgtctgagcgtcgcggctgaaccgcttttcgggcgcacagtggaaaatccgcgtccttttt- STM3490 100 STM0952 71.698 STM3490 100
2563860 atggacgagcgtattccttgtaaaaacccgcaatgctcacacttcatcctgccagcaacggctgcccgcacggagggctattgtatgccctgcgtccaggcgcgctatcggcaagtgcaggaagaatatatccggaaaaacagaaaaacgatcgacgcgttcagtggcattaccaaccctgttgaaatgcttaaactcgttcatgaaccccgggaacacgatccgttaatcgagtggattccctgccccattccg+ STM2453 100 STM2995 64 STM2453 100
3032603 atgtcctcgaataaaacagaaaaaccgactaaaaaacggctggaagactccgctaaaaaaggccagtcatttaaaagtaaagatctcattatcgcctgcctgacgctgggaggaattgcctatctggtgtcgtatggctcatttaatgagtttatggggataattaagatcattattgcggataattttgatcagagcatggctgactacagtttggccgtttttgggatagggttaaaatatctgattccattt- STM2887 100 STM0965 61.905 STM2887 100
2575502 atggaagcattaggaatgattgaaacccggggcctggttgcgctgattgaggcctccgatgcgatggtaaaagccgcgcgcgtgaagctggtcggcgtgaagcagattggcggtggcctgtgtactgccatggtgcgtggcgatgtggcggcgtgcaaagccgcaaccgatgctggcgccgctgcggcgcagcgcattggcgagttggtctccgtacacgtgattccacgcccgcacggcgatctggaagaagtgt- STM2465 100 STM2038 72 STM2465 100
4267918 ttgcacgtctgtagaagcgagtctgatgactcgctttttttgtatccgcgtaaggagcagcagatgcattatccggttgacgtgtttattggcaaaattcgtgactatgacggcagccgcccgagcgctatcgccaaggtgcaaatcgacggcgaactcatgctgaccgagctcggtctggcaggcgatcagcaggccgaaaagaaaatccacggcggccccgaccgcgcgctatgccattacccccgcgaacact+ STM4056 100 STM4056 100
726493 atggcactgcccattattattgattgcgatccgggtcatgatgacgcgatcgccctcgttctcgccctcgcctcccctgaactggaagtgaaagcgatcacctcttccgccggtaaccagacgccggagaagaccctgcgcaacgtgctgcggatgctgacactgctcaaacgcctggatattccggtggcgggcggcgcggtgaaacctctcatgcgcgaactgattatcgccgataacgttcacggcgaaagc- STM0661 100 STM0051 67 STM0661 100
774667 atggaacactataaagactatccagcgcatgtcatttttgtccgtcgtgctttcgcggtgatcgcaggcgtgctggcgctgccggtgatgctcttctggaaagaccgcgcgcgtttttatagttatctgcaccgtgtctggtcgaaaaccagtgataaaccggtatggatggcgcaggctgaaaaagccacctgcgacttttattaa+ STM0708 100 STM2251 60 STM0708 100

3044832 atgaaaaaattttatagctgtcttcctgtctttttactgatcggctgtgctcaggtgcccctcccttcctccgtgagcaaaccggtacagcaacctggcgctcagaaagagcaactggccaacgcaaatagtattgatgagtgtcagtctcttccgtatgtgccgtcagaccttgcgaagaataaatcattatcaaaccataacgctgataattccgcatcaaaaaatagcgcaatcagctcaagcattttttgcg+ STM2900 100 STM2900 100
613302 atgctgcgtatcgctattaaggaacaaaacagtcactttgagcatgggttgaaaatcatcatgacgcgtctggcgaatcaatggcagcagaaaattgactttctgccgccagaagagatagataatgccgatatcgctttcctggccctggatgatgattggttcagcgctggctgttatcagatacctatgcatacccaacatcagctacgggcgattatttgtaataaatgcgataaagaaaagctcatgttca- STM0552 100 STM4526 56.436 STM0552 100
849017 atgactgcacgcgtgattgccctcgatttagacggaacattattaaccccgcataaaaccttactcccctcctcgcttgaagcgctatcacgcgccaaagaggcgggctttcaacttatcattgtcactggtcgccatcacgttgctattcatcctttttatcaggcgctggcgctggaaacacctgctatttgctgcaacggcacctatttgtatgattatcaagctaaaactgtcctggatgccgatcctatgc- STM0784 100 STM3831 67 STM0784 95.12
836272 atgcgcgggttaatgctccgctcatttagcgccggctattccactcagccggttattgcagatctcaacgttcccttactgccgcgcgggaaaattaccattttgctggggccgaacggctgtggtaaatcgacgttactacgttcgctggccgggctgaataacgccgacggcgaggcgctgcttgatggcgaagatctcatgtcgttatcgtttgccgagcgggcgcagaaagttgtgtttttgccgcagtcat+ STM0771 100 STM0878 72 STM0771 100

1162017 atgaaaaagacagctatcgcgattgcagtggcactggctggtttcgctaccgtagcgcaggccgctccgaaagataacacctggtacgctggtgctaaactgggctggtctcagtaccatgacaccggcttcattcacaatgatggcccgactcatgaaaaccaactgggcgcaggtgcttttggtggttaccaggttaacccgtatgttggctttgaaatgggctacgactggttaggccgtatgccgtacaaa- STM1070 100 STM3645 62 STM1070 100
1261019 atgtctttttctcaagcggttagcggcctgaacgctgcggccaccaaccttgatgttatcggtaataacatcgccaactccgccacctatggctttaagtccggtacggcatcatttgccgatatgttcgccggttccaaagtggggctgggcgtaaaagtggcggggattacccaggattttaccgacggtacgacaacgaacaccgggcgcgggctggatgtcgcgattagccagaacggttttttccgcctg+ STM1177 100 STM2499 64.486 STM1177 100
1874413 atgaagccttctatcgttgccaaactggaagccctgcacgaacgccatgaggaagttcaggcgttgctgggcgatgcgggaattatcgccgaccaggaccgctttcgcgcattgtcgcgcgaatatgcgcaattaagcgacgtttctcgctgttttacggactggcaacaggttcaggacgatatcgagacggctcagatgatgctcgacgatcctgaaatgcgagaaatggcgcaggaagaactgcgcgaagcg- STM1776 100 STM3041 79 STM1776 100
2024721 atgagtcgtttagtcgtagtatctaatcgaattgcccccccggataataaaggcggcgccggcggcctcgccgttggcgtgcttggcgcgctaaaagcggctggcgggttgtggttcggctggagtggcgagacaggtaacgaggatgagccattaaaaaaggtgacaaaaggtaatattacctgggcatcgtttaacctgagcgaacaagattacgaagattattactgtcaattttccaatgcggttctctgg- STM1928 100 STM4188 63.107 STM1928 100
2081870 atgggcgccgggcagaagattaattgctgtgagggaaacgcgctggcgcgtggcgataacttacgctgcgggactgtcgacgctgtacagaaaatctggcctccaggctggcttaaatatgcgcacatgacaatacaaccggaaaatttacaaaacccataa- STM1999 100 STM1865 66 STM1999 100
4079006 gtgaatcttaacgcaacaatcctcggccaggccatcgcgtttattctctttgtctggttttgcatgaagtacgtatggccgccgttaatggcagccatcgagaaacgtcagaaagaaattgctgacggtctcgcttctgctgaacgagcacataaggatcttgaccttgcaaaggccagcgcgaccgaccagctgaaaaaagcgaaagcggaagctcaggtaatcatcgagcaggcaaacaaacgccgcgctcaga- STM3869 100 STM1185 62.857 STM3869 100
1512857 atgcgtttattgcatactatgctgcgcgtcggcgatttgcagcgttccatcgctttttacactaacgttctgggcatgaaattgctgcgtaccagtgagaatccggaatacaaatactcgctggcctttgtgggatatggtccggaaacggaagaagcggtcatcgaactaacctataactggggcgttgagagctacgacatgggcaatgcgtacgggcatatcgcgctgagcgttgacaatgctgctgaagcct- STM1435 100 STM2127 69 STM1435 100
2042029 atgcaagaaagtatccaactggttattgaatcgctgccgtatttgcttaaaggcgccgtctttaccctgcaactgagtattggcggtatgttttttggtctgctgctgggatttgtgctggcgctgatgcggatgtctccgctatggccggttcgctggctggcgcgcttttatatctcgatttttcgcggtacgccgcttatcgcccagttatttatgatctattacggcctgccgcaatttggtattgagctgg- STM1952 100 STM0445 66.981 STM1952 100
1768713 atgacgctatttcgcaacaaatctgtactggttttagggggaagtcgtggtatcggcgcggctattgtacgacgctttagcgctgacggcgcatcggtcgttttcagctacgccggatcgcgtgaagccgccgaaaaactggcaacggaaaccggaagcatcgccatccagacggatagcgccgatcgtgatgccgtcatcagcctcgtgcgtgagtacggaccgctggatattctggtcgtcaatgcgggcgtcg+ STM1675 100 STM0598 74 STM1675 100
2778746 atgaagcaactttggtttgccatgtcccttgtggcggctagcctgttcttctcagcaaacgcctcggccgaccctgcgtccggggcgttattgcagcagatgaacatcgccagtcagtcactgaattacgagctgtcattcgtcagcatcacgaaacaaggcgttgaatctctgcgttatcgacacgcacgcctggatggtcgcccgcttgcgcaattgctacagttggacggtccccgccgggaggtcgtacag- STM2638 100 STM2638 100
797237 atggctgatacaaaggcaaaaatcacccttactggtgacactactattgaactggatgtgctaaaaggtacactcggtcaagatgttattgatattcgtagtctcggttcaaaaggagtttttacttttgaccctggtttcacctctaccgcatcctgcgaatctaaaatcaccttcatcgacggcgacgaaggcattttgttgcatcgcggtttcccgattgaccagcttgctaccgattccaactatctggaa- STM0730 100 STM0369 61.905 STM0730 100

1318689 atgaataaatttgctcgccattttctgccgctgtcgctgcgggttcgttttttgctggcgacagccggcgtcgtgctggtgctttctttggcatatggcatagtggcgctggtcggctatagcgtaagttttgataaaaccacctttcgtttgctgcgcggcgaaagcaacctgttttataccctcgccaaatgggaaaataataaaatcagcgttgagctgcctgaaaatctggacatgcaaagcccgaccatg- STM1230 100 STM3501 65 STM1230 100
4392450 atgaaagtattagtgattggtaacggcggacgcgaacacgcgctggcctggaaagccgcacagtcgccgctggttgatactgtttttgtcgcaccgggtaacgccggtaccgcgctggagcccgcgttgcagaacgtggctatcggcgtcaccgatattccggcgctgctgagctttgcccagcacgagaagattgacctgaccatcgttggcccggaagcgccgctggtgattggcgtggtcgatgcgttccgc- STM4175 100 STM2222 70 STM4175 100
3456288 atgacagatgtaaccctaaaagcgctggccgcagagagacaggtttccgtggatcgcctggtacagcagtttgctgatgcaggtatccggaaatctgctgacgactctgtgtccgcacaagaaaaacagactttactggcgcacctgaaccgcgaagcggtttctggtcccgataaactgacgctgcagcgtaaaacgcgcagcaccctgaatattcctggtaccggtggaaaaagtaaatcggtacaaatcgaa- STM3286 100 STM1776 62.857 STM3286 100
2120307 atggaaattaatgaaaaattgctgcgccagataattgaagacgtactccgcgatatgaagggcagcgataaacccgtctcgtttaatgcgcctgcggcatccacagcaccacagaccgctgcgcctgcgggcgacggctttctgaccgaagtgggcgaagcgcgccagggcactcagcaggacgaagtcattatcgccgtcggcccggcatttggcctggcgcaaaccgtcaatatcgtcggcttaccgcataaga+ STM2041 100 STM2247 53.465 STM2041 100
4696752 atgactattcccctctggtggcaaaacggcgttatttatcagatctacccaaaaagttttcaggacacgaccggcagcggcaccggcgatttacgcggcgtcacgcagcgccttgactatctacagcgactcggcgtggacgccatctggctcacgccgttttatatctcgccgcaggtggataacggttatgacgtcgcaaattatacggctatcgacccgacctacggcacgctggatgattttgacgagctg- STM4453 100 STM1560 73 STM4453 99.64
1481895 atggtagtaaataaacgtttaatcttaattttactatttatactcaatacagcaaagagtgatgagttatcatggaaaggtaatgacttcaccctttatgccagacaaatgccattagcagaggttttacatctgctctcagagaactatgatacggctattactattagcccattgataacagctacatttagtggaaaaattccgcctggaccaccggtcgatattttgaataacctggcagcacaatatgat+ STM1394 100 STM1394 100
1279210 atgacgcaatttgcatttgtgttccccggtcagggttctcagagcgttgggatgttggccgagatggcggcaaattaccctatcgtagaagaaacgtttgctgaagcttctgcggctctgggatatgatctgtgggcgctcacccagcaaggtccagcggaagaactgaataaaacctggcagacgcagccggcgttattaaccgcttccgtcgcgctttggcgcgtttggcagcagcagggcggtaaaatgcct+ STM1194 100 STM3767 62.136 STM1194 100
1800141 atgtttatgacgagcaaaaaaatggccgctgctgtgctggcaatcaccgtagcaatgtctctgagcgcctgctcaaactggtccaagcgcgatcgcaacacggctattggcgcaggtgcgggggcgttaggcggcgcagtgttaacggacggcagtacattaggcaccctgggcggcgcggcggtcggcggcgtgattggtcaccaggttggaaaataa+ STM1705 100 STM0575 62.136 STM1705 100
3523763 atgagcaaaagtgaacagatatcccatatgaccgacgttatggccaagtttgtgggatataccggcaaagttttgcctgatgatgtcactgcaaaactggaagatttgcataagaaagagaccagtaaactggccgacgtcatctttactaccatgattgagaaccagcgtctggcgaaagagctggatcgaccttcctgccaggacaccggtgtcattcagtttctggtggagtgcgggacgaactttccgctga- STM3355 100 STM0880 90 STM3355 100
3916745 atggttgagctgaaagcgccgttaaccacactatggcgcggtaaagatgcttttgaggaagtaaaaacgttacagggcgaagtgttcagagagctggagacgcgtcgaacattgcggtttgagctggacggtaaaagctacttcctgaagtggcataaaggtacttcgctgaaagaaattgtgaagaacctgatttcgttacgtatgcctgttctgggcgctgacagagaatggcacgccattcatcgtctacatg- STM3721 100 STM3721 100
1104141 atgagtggaactaatcctgtatttttagtccgcaaagcaaagaaatcatcaggccagaaagacgctgtactctggtgcagtgatgattttgaagcggcaaatgcaacactggattatcttctgattaaatccggtgcgaagctgaaagattatttcaaagctgtcgctactaatttccctgtcgttaacgagctgccgccggaaggcgaactgagcctcactttctgcgattactatcaactcgctaaagacaat- STM1009 100 STM2632 100 STM1009 100
1231588 atgaaaaacaaattgttatttatgatgttgacaatactgggtgcgcctgggattgcaaccgcgacaaattatgatctggctcgttcagagtataattttgcggtaaatgaattaagcaagtcttcatttaatcaggcggccattattggtcaagtcggcacggataatagtgccagagtacgccaggaaggatcaaaactattgtccgttatttcacaagaaggaggaaataatcgggcgaaagtcgaccaggcag+ STM1143 100 STM2410 63 STM1143 100
4185863 atgacaaccttaagctgtaaagtgacctcggtagaagctatcaccgataccgtatatcgggttcgtttagtgccggacgcggcgttttcattccgcgctggtcagtatttgatggtcgtaatggacgagcgtgacaaacgcccgttttcgatggcttcaacgccggacgagaaagggtttattgaattacacattggcgcctccgagctcaatctgtatgcgatggcggtcatggatcggattctgaaagaccggg+ STM3979 100 STM2427 61 STM3979 100
2815220 atgagcaacattattaagcaacttgaacaagagcagatgaagcagaacgtaccttccttccgtccgggcgataccgtggaagtgaaagtatgggttgttgaaggtaccaagaaacgtctgcaggcattcgagggcgtggttatcgctattcgtaaccgcggtctgcactctgcattcactgttcgtaaaatttccaacggcgaaggcgttgagcgtgtcttccagactcactctccggtagttgacagcattgctg- STM2673 100 STM4220 53 STM2673 100
4134793 atgattccttttaatgcgccgccggtggtgggaaccgaactcgaatacatgcagtctgcaatgagcagcggcaaactgtgcggcgacggcggctttacgcgtcgttgccagcagtggctggagcaacatttcggcagcgcgaaggtgttgctaacgccttcctgtaccgcatcgctggagatggcggctctgttgttggatattcagcccggcgatgaagtgatcatgccgagctttacgtttgtctccaccgct+ STM3925 100 STM3273 65 STM3925 100
4115985 gtgggatcttctctggaggatctcctggcttttcccataacggtacgtaaagcagtcggttatcagcttcacaaaattcagtatggaattgaacccgatgactggaaaccgttttcagaaattggggctggggtaaatgaaattcgtattcgtgacaacaatggtatctatcgcgttatgtatgtcgctaagtttgaagaagcactctacgttttgcatagtttccaaaaacagacgcaacaaaccagtcagcatg+ STM3906 100 STM1793 52 STM3906 100
1264453 gtgtttaaagctcttgcaggaatcgttctggcactggttgccactctggcgcacgccgagcgtatccgggatctgaccagtgtccagggagtacgggaaaactcgctgatcggctacgggctggtggtcgggttggacggtacgggcgaccagacgacccagacgccatttaccactcagacgctgaataacatgctgtcacaactggggattacggtccccaccggcaccaatatgcagttgaaaaacgtggcg+ STM1181 100 STM1349 61.321 STM1181 100
3628841 gtggaccatttgcctatattttgtcaattacgcgaccgcgactgtctgatcgtcggcggtggcgatgtcgcagaacgcaaagcacggttactgctggaagcaggcgcacgtttaacggtcaatgcgctaacctttattccacagttcaccgtatgggcaaatgaaggcatgttgactctggttgagggaccgttcgacgaaacgcttctcgactcgtgttggctggcgatcgcggccactgacgacgataccgtc+ STM3477 100 STM2029 60 STM3477 100
3159693 atgaccagtagctatctgcattttccggactttgatccggtcattttctcaattgggcccgtcgcgcttcactggtatggcttgatgtatctggtggggttcgttttcgcgatgtggttggcggtgcgtcgcgctaaccgtccgggaagcggttggaccaaaaacgaagttgaaaatttactctatgcaggtttcctgggggtcttcctggggggacgtattggctatgtcctgttttataacttccctctgtttc- STM3002 100 STM2571 63.208 STM3002 100
3376251 atggctggacgaatcccacgcgtattcattaatgacctgctggcgagaaccgatatcgtcgatctgatcgacgtgcgcgtaaaactcaagaaacagggcaagaactatcacgcgtgttgtccattccataatgagaaaaccccttctttcaccgtaaacggtgaaaaacagttttatcactgctttggatgcggcgcgcatggcaatgcgatcgactttttgatgaattacgacaagctcgaatttgtcgaaacc+ STM3210 100 STM2388 67.327 STM3210 100
481020 atgtcactcattttacctctggaaaaaccggcgcttaacctacgcccgctgctgtggctgctgctcccgttgctggtgctggcgacgctgtttttctggcctctgtcgctcatcgttgaacaggcgctacgcggtgccaatggcgagatcgggctcgagaccttccgccaggtggtcgactcgaaacgctttgtcggcgcgttgctgaacacgttgcaaatcgcctttttcgccaccgccggttgcctgctgctgg- STM0427 100 STM2253 72 STM0427 100



4244745 atggcttatcaatcgcaagacatcattcgtcgttccgccactaacggtttcacccccgcgccccaggcgcgggaccaccaggaagaggtggcgaaactcatcgacgtcaccacctgtatcggctgtaaagcgtgtcaggtggcgtgctccgagtggaacgacatccgtgatgaagtgggcaataacgtcggggtgtatgacaacccggcggacttaaccgcgaaatcctggacggtgatgcgcttctcggaagtgg- STM4036 100 STM1569 84 STM4036 100
895464 gtgattgaatttaaaaacgtctccaagcactttggccccacccaggtgctacataacattgatttaaacatccgtcagggcgaagtggttgtgattatcggcccttccggttcgggtaaatccacgttattacgctgtatcaataaactggaagagatcacctccggcgatctgattgtcgatggtctgaaagtcaacgatcctaaagtagacgaacggctgattcgccaggaagccggcatggtgtttcaacagt- STM0828 100 STM0891 80 STM0828 100

4189300 atggaacaggttgtcattgtcgatgctattcgcaccccgatgggccgttcgaagggcggcgcgtttcgcaacgtgcgagcagaagatctctccgcccacttaatgcgtagcctgctggcgcgtaatccgtcgcttacagcggcgaccctcgatgatatttactggggctgcgtacaacaaacgctggagcaaggcttcaacattgcccgtaacgccgcgctgctggcagaaattccccattcggtaccggcggtc- STM3982 100 STM3019 70 STM3982 100
2011434 gtggcagaagagagcgacgacgacaaaacagaagcccccacaccccaccgacttgaaaaagcgcgggaagaagggcagatcccccgttccagagaactgacctcactgctgatattgctggtgggcgtttgtattatttggttcggcggcgagtcgttagcgcggcagctggcgggaatgctctcagcaggcctgcacttcgatcaccgtatggtgaacgatcctaacctgatcctggggcagataattttgctg- STM1914 100 STM0286 68.627 STM1914 99.73
1087669 atggacaaatttgacgctaatcgccgcaagctgctggcgcttggtggtgtcgctctcggcgccgccatcctgcccgcgccagcgtttgccacactctcgaccccacgcccgcgcattttgacgttaaacaatctccataccggagagtcaatcaaggcggagtttttcgatggaagagcctacattcaggatgaattagcaaagttaaaccattttttccgtgactatcgcgcgaataaagtccgatcaatcgatc+ STM0996 100 STM3628 89.109 STM0996 100
3864660 atgttagagcaactgaaagccgaggtgctggcggccaacctggccctcccggcgcacgggctggtcacctttacctggggcaacgtcagcgcggtcgatgagacgcgcaaactgatggtcatcaagccttccggcgttgaatatgaggtgatgaccgccgacgatatggtggtggtagagatcgccagcggtaaggtcgttgaaggccataaaaaaccgtcgtccgataccgcgacccatctggcgctctatcgcc+ STM3677 100 STM0101 83 STM3677 99.29
211024 atggttatgcgcgttgttcttatcttgctgttctttttcgccggtaatgtgttggctgccttgcccgctcgttatatgcaaacgacgaaagatgccgccatctggtcgcagattggcgacaaaatggtgaccgtagggaatatccgcgccggacaaattctttccgtaacgcctgttgcggctgattattatgcctttaaattcggcttcggtgtgggctttatcgataaaggccatctggaatccgtgcaggga+ STM0179 100 STM0179 99.76
671012 atgtccttaattaacaccaaaatcaaacctttcaaaaaccaggcgttcaaaaacggtgaattcattgaagtcaccgagaaagataccgaaggccgctggagcgtcttcttcttctacccggccgattttacctttgtttgcccgactgaactgggtgacgttgccgaccattacgaagaactgcagaagctgggcgtagacgtttattccgtctcaaccgatactcacttcacgcacaaagcatggcacagcagct+ STM0608 100 STM0402 70 STM0608 100

3171652 atggcgaccataaaagatgtagcccgactggccggtgtttcagtcgccaccgtttctcgcgttattaacgattcgccaaaagccagcgaagcgtcccggctggcggtaaccagcgcaatggagtccctgagctatcaccctaacgccaacgcgcgcgcgctggcacagcaggcaacggaaaccctcggtctggtggtcggcgacgtttccgatccttttttcggcgcgatggtgaaagccgttgaacaggtggcg+ STM3011 100 STM2191 78.218 STM3011 100
4250138 atgaaaaaggatttgttatcatcaattattatcgctatgctgatgactgccgggctaagcgcttgtgatgaaaaaaaagcggacgaacaacctgtagctcagagtgcggactcatcagcgagcaatacacaacccacatcagcggaaagcgcagatgcgaacgatgttcttaaccaaaagctgaatgtttacattgattgttataataatctccaggcagatatttaccgtgctgtaaatcgttatgctaacaca- STM4039 100 STM4040 68 STM4039 100
1988975 atgattgaattattactgcccggctggctggccgggatgatgctggcctgcgccgctggtcctttgggctcatttgtggtctggcgtcggatgtcctattttggcgatacgctggctcacgcgtcgcttctgggcgtggcgtttggcctgttgctggacgttaaccccttttatgcggtaatcgccgttacgctgctgctggccgccggtctggtatggctggagaaacgccctcacctcgcgattgataccttac+ STM1893 100 STM0669 63.462 STM1893 100
1640720 atgatcccaactgcaacgtatcgccttcagtttcgcaatggcatgaccttcgatcgcgctgcggcgctggtgccttaccttaaaaatctgggtatcagccatctttatgcctcacccatctttaccgccaccaaagcgtcaacgcatggttatgatgtcaccgatgcgaatgagattgagccttctattggcgggcgcgaaggatttgaaagactggtggctgaacttaaagcgcaaggtctgggattgatcatc- STM1559 100 STM1843 93 STM1559 100
1665969 atgaaaatacgctcacaggttgggatggtactgaatctcgataaatgtattggctgtcacacctgctccgtcacctgtaaaaacgtctggaccggacgtgaagggatggaatacgcatggttcaataacgtcgaaactaaaccaggcatcggctatcccaaaaactgggaggaccagcaggagtggcaaggcggttgggttcgtgatgttaatggcaagataaggccccgtctgggcggcaaaatgggggtaatt+ STM1578 100 STM1763 89 STM1578 100
1667341 atgatacagtacctgaacgtctttttttacgacatctacccctatatttgcgccacggtattcttcctcggcagttggctgcgctatgactacggacaatatacctggcgcgcgtcgtccagccagatgctggacaagcgtgggatggtgatatggtcgaatctgttccatattggcattctggggatcttctttggccatctgtttgggatgctaacgccacactggatgtatgcctggttcctgccgattgcgg+ STM1580 100 STM1761 78 STM1580 100
381030 atgctttttagtttccgaacgctattgtttatcaccagcctgtttgtcagcgccggaacatggtcgtcatgtatcaaagtcaccgataagagcgcgctctctgacgcggcgataaaagcgggctacacggcgcaaaactggatcggcgcaactgacacaaataccggtaatatcggtttgccaacggtgattagcgtcagtaatagtgaaacatttcaaccctccggcacgctattggccagtgggatcggtaac- STM0337 100 PSLT100 61.165 STM0337 100

1834328 atgacaaccttctacaccgtggtgagttggctggtcattttgggatactgggttctcattgccggcgtcacattacgtattctaatgaaacggcgcgcagttccctccgcaatggcctggttgttaatcatctatatccttccgctggtcgggatcatcgcctatttgtccgtgggcgaattgcatttaggcaaacgtcgcgccgagcgtgcccgcgccatgtggccgtctaccgccaaatggttgaatgacctc+ STM1739 100 STM0812 90 STM1739 100
1899712 atgtctctgtttcatttaatcgccccgtcgggctactgtattaaccaacaggccgcgttacgcggcgttcagcgcctgactgacgcgggtcatcaggtggagaatgacgaggtgattcgtcgccgctttcagcgttttgccggtacggacgcggaacggctggccgatgttaattcgctggcctcgctaacgtcgccggatacaatcgtcatgccggttcgcggcggctatggcgccagccgcttgttggatcgt+ STM1800 100 STM4358 65 STM1800 100
1944570 atgacaggaataatcttgagcaagaacgcatttaatgcttattttaatagcctgtgtttaggagtaagaccacgaagtgattatataatgagcaaaacagaactatacgcggcgttaaaccgcgattttcagtcgttaatggcaggtgaaaccagctttctggccacgctggcgaataccagcgcgctactgttcgaacgccttaccgaggtgaactgggcgggattttatctcctcgaaggcgatacgctggtgt- STM1847 100 STM3905 62.037 STM1847 100
1987416 gtgatagaatgttataatatcacatttcacacattcattacgatgattagtcgcattatgttacagaaaaatacgcttcttttcgcagcattatccgccgcgctttgggggagtgcaacccaggctgccgacgccgccgttgtcgcttcgcttaaaccgcttgggttcatcgcttccgccattgctgatggcgttacggatacgcaagtattacttccggatggggcttccgagcatgattattcattgcgtcca- STM1891 100 STM3750 62 STM1891 100
1757803 atgttcactgaattttttctcaaaaacgcatttaatctggcgatacttttcagttgcggtatggcgttgctggtcgtgagattttggctcagccgtaacgtacagtggaagaaaggattcacgttccatgcggcacagttttttatttatgcaattattattgggaccatcgggagcatcctgaataatgctattgaagattataatttgcgttttatctcttccggggtcattgattttatctgcacctcgctc+ STM1663 100 STM1260 64.706 STM1663 100
538865 atggaacgtctacccaccacgccgcacgatgcggtatttcgacagatgctgatgcaaaaagaggtcgcccgcgactttctggctatccacatgccagaagactttcttgcaatctgcgatctggattcactgaagctggagtcggggagttttgttgaagacaatttacgcagccgctattcagatattctctactctctgcatacccaacacggccccgggtatgtttacgcgctcattgaacatcagagcaaa- STM0479 100 STM3508 81 STM0479 100
677304 atggaaaaatatgaactgccgctggtgttttttacggtattaagccagatgtctgtcgggatggctttggtactgacatggcgtacgctgcgtggtgaagtggaaggccagcgtttctattggttggccaccgggctggtgctggcattggcgtctattgccgcgattctgcatctggcgcatcccgatcgcgcttatgatgcgctgattaacctgcgacatgcctggttaagtcgggaaatcctgggcgccacgt+ STM0613 100 STM4307 75 STM0613 100
632059 atgaataaagagtccatatttcgtcagttggagctacggctagccggatgttcactaacagctgacgcgttaggcgcgtttagcgcaatggcgattgccgacagtctcaggcaaaaacgcagcattattagtcaccatcttaataacttgcatcgtgagcagcgggtggtcaaagtgaatagccgcccggtgctgttcctgcccgtcgaggcgctacgtcgtcaccaccggctggcggttcggcagggggattac+ STM0571 100 STM3773 73 STM0571 100
652565 atgtttctttctcgtcggcttatcgtaagctgcctgcttctggcggctggctgcttcgccattggcttatggagcctgcaaagcggtgccgtgccccttgagaccgggcagattattgccgcgctgctgggcgacgcgccgcgtaacatcacccttgtcgtaaccgaatggcgactaccgcgcgtattaatggcgctactgattggcgctgcgcttggcgtcagtggcgcgatttttcagtcgttgatgcgtaac- STM0591 100 STM0517 65.138 STM0591 99.7
386337 atgatggatgcagttacctttaggattgtcatgaatgaaactatatttttacttgataagcgtgttgtatttgatagtacgaagatgaccttatcgcatggtaatgagataatcagaatatcagaagctgagacccatctgcttcttgctttttggcatggtctttacaaaaaagaagatattattcattttgtttgggaaaatcgtggaggctgcgtctcagaatcaagttactataaactcattaatcaaatga+ STM0341 100 STM0344 66 STM0341 100
687642 atgtttggcaataatgtattcactcgggtaaaacgctctgaaaataaaaaaatggcggagatcgctcactttctcaaagagaatgatttaagcgtcgataccactgtagaagtgtttattaccgtcagccgtgatgaccgtcttattgcctgcggcggtattgccggaaatatcattaaatgcgtggccattagcgaatcagtacgcggcgaaggcttagcgttaacgctggcgacggaattgattaatctcgcc- STM0624 100 STM0058 79.208 STM0624 100

1628827 gtgaaccatgttaagaaacatgtattgtggaaagatgagtattttgaacgctattatcggctcaatcctgaactggttcagaagcgtttggataaaatttatcaagctgaagatgatctaatggtgcttatcagtactcaattattttgtttcttgcaggctaatggcacgctctattttgatggttgctataaaacagggaaagcagataactcattgctttgtactaatcttgctctatggagtatcgagctag+ STM1552 100 STM1552 100
1893085 atgttggattatgaaacgttgcggttcatttggtggctgctgatcggcgtcatcctggtggcatttatggtaactgacgggtttgatatgggtgtcggttgcctgctcccgctgatagcgcgcaacgatgacgaacgccgggtattgatcaatagcgtgggcgcccactgggaaggaaaccaggtatggttgattctcgcgggcggggcattattcgccgcctggccacgggtctatgccgccgcgttttccggt+ STM1793 100 STM0741 83 STM1793 100
1720867 atgaatgatgattcaattattaaaaactcttcgatgcttttggcctatttaggtggtttgggatggggaagcgcctatttttatggctggggcgtctccgcgtactatggtttcccgtggtggtatgtaggcgtcggccctgacaacattgcccgaagtctattccatgcgattagcctgatggctatattcataatagcgtggggagtgggtattctattattttttctagtaaagcaaaaagcacgtatccacg- STM1630 100 STM2478 73.077 STM1630 100
1981142 atggcggtaacgcaaacagcccaggcatgtgacctggtcattttcggcgcgaaaggcgacctggcgcgccggaaattgctgccttccctgtatcagcttgagaaagccggccagatccatccggatacccgtatcattggggtggggcgcgcggactgggataaagaagcctatacccacgttgtgcgtgaagcgctggaaaccttcatgaaggaaaaaattgatgaaggcttgtgggatacgctgagcggccgt- STM1886 100 STM4460 62.385 STM1886 100
2028560 atgaaaattgcactgatgatggaaaatagccaggccagcaaaaatgccatcatttataacgaacttagcgccgtcgccaatgaaaagggatttcccgtttttaacgtcggcatgtgcgacgaaaatgaccatcacctgacgtacattcatttaggcatcatggcgagtattctgcttaatgcaaacgcggttgattttgtggttactggctgtggcactggtcagggcgcgctgatgtcgttaaatattcatccag- STM1933 100 STM2589 64.706 STM1933 100
3332580 atgaaaaacacacgttcattcacaacatcagcggtattactggccggctgtttgctactggcatttccagcgctcgccaaaaccacgctgaaactgagccacaatcaggataaaagccacgccgttcacaaagcgatgagctatctggccgacaaagcgaaagcctattcggacggcgaattaaatattcgtatttaccccaacgccacgctgggcaacgaacgtgaatcgctggaattgatgaactccggcgct+ STM3169 100 STM4054 92 STM3169 100
2843875 atggacgatcccgatattcagcgtgaacgggcgttttccggcgcgggtcgtattgttctgatctgctcactgttatttctcattctcggcatctgggcgtggtttggccgactggatgaggtttccaccggcaacgggaaagtgatccccagttcacgcgaacaggttctgcagtcgctggatggcggcattctggcgcagttgacggtgcgggaaggcgacagagttcaggctaaccagattgtcgcccggctt+ STM2692 100 STM2851 48 STM2692 97.73
3231855 atgtctgtaattaagatgaccgatctggatctggccgggaaacgcgtttttatccgtgcggatctgaacgtacctgttaaagaagggaaagtgaccagcgacgcgcgtatccgcgcttctctgccgaccatcgaactggctctgaaacagggcgcgaaagtgatggtaacttcccacctgggtcgtcctaccgaaggcgagtacaacgaagaattctctctgctgccggttgttaactacctgaaagacaaactg- STM3069 100 STM3069 100
466391 atgaccagacgcgctgaccgtttgtttcagatcgtgcaaattttgcggggtagacgactgacgacggcagcgctgttggcacagcggcttgcggtttctgaacggacgatttatcgcgatattcgcgatctgtcgttatccggtgtgcctgtcgaaggtgaagcggggagcggataccgtttaatggcaggttttgatctgccacccttgatgcttacccatcgtgaatcggaagcactgatggtggctatacggt+ STM0410 100 STM4203 72.816 STM0410 100

3315967 atgcgtttgctgcaaaactttactattcgtatggtcatgctgacgatactgggacttttttgtctactctggtcgggggtggggttatacagcgtccatgctttatccgaagtttcggaaggaaatgatattgaccggcatcttgtgcggcaaatgacggtgctaagccagggtaacgatcaatatttccgctttgttacccgccttagccgcgcgatggatgtaaaaatcggcggcggcacgcccgattttgcg- STM3152 100 STM4533 88 STM3152 100
2978871 atgatcgaaaccattacacatggtgcggagtggttcatcgggttattccagaaaggcggagaggtgtttaccggtatggtgacaggtattcttccgctactgataagcctgctggttatcatgaatgcgctcatcaattttatcggccagcagcgtattgagcgttttgcccaacgttgtgccggaaatccgctatctcgttacctgcttttaccgtgtatcgggacatttgttttttgtaatccgatgaccctga+ STM2832 100 STM2750 64 STM2832 100
305720 atggacatgtccctgactaaaccggtaagcgcggaacaaccctgcggccccgatccggagtacgatccggaatacctgctgctgttcagccgcgccgccccccaggcggaggcgcaatatggtgattttgtcagtacgccggaagccgtgaactggccggaaattgaacgtgatgcgcgccgtctgctcacgcgcagtaaggatatccgggtgttgatcctgctgctgcgcagtcgcatccagcaggctggcgca- STM0266 100 STM3674 60.952 STM0266 100

4786225 atgagcatggttaaacataaacgcggcaacgcatccgcgctgagtgctcagcatgaggctgaactgaaggcgctggcgaaaaaatcagatgatgagattgattacagcgacattcccgcttcggaggatgggcagtggtctgaagcagtgcgtggtaagttttttcgcccgttaaaaactcaggcctcggtgcgtattgacgccgatgtgatggagtggctgaaacggccaggaaaaggctaccagacgcggctca+ STM4529 100 STM2197 57.843 STM4529 100
3131938 atgctaaaaaccatttcaccgttaatttccccgacactgctcaaagtgctggccgagatgggccacggggacgaaatcattttttccgacgctcactttcccgcgcatagcctgggcccgcaggtgattcgcgccgatggtcttagcgtcagcgatctactgcgggcaattattccgctctttgagctggatagctacgccccgccgctggtgatgatggccgccgtggaaggcgacacgctcgatcccaacgttg+ STM2978 100 STM2356 66.99 STM2978 100
2849100 atgagtgacaataacctgcgtctgcaggtgattcttaatgcggttgacaagctcacccgcccatttcgatccgcgcaggccagctcaaaagagctggctacagcgattcagcaaagccgcgcccgtttaaaagaattagatgctcaggcgggccgcattgacggtttccgcaaggccagcgcgcagctggcagtcaccggtaacagcctgaaagccgcacgcgaagaagctgcgaaacttgccacgcaattctct- STM2697 100 STM0256 70 STM2697 100
440065 atggagaagaaaatcggttttattggctgcggtaatatgggcaaggctattcttggcggactgattgccagcggtcaggtacttcccggccagatctgggtctataccccctcccccgataaagtcgccgccctgcatgatcagtacggcattaatgcggcgcaaagcgcgcaggaggtcgctcaggtcgcggatatcgttttcggcgcggtaaaaccgggcattatggtgaaagtgctcagtgaaatctcctcca- STM0386 100 STM1170 55.769 STM0386 100
494244 atgatgtttaagcaatacctgcaagtaacgaaaccaggcatcatctttggcaacctgatctcggtgatcgggggatttctgctggcctcaaagggcagcattgactatcccctgttcatttatacgctggtcggggtgtcactggttgtggcgtcgggttgtgtatttaacaactacatcgacagggatatcgacaggaagatggaaaggaccaagaatcgggtgctggtcaaaggcctgatttctcctggcgtct- STM0439 100 STM0439 100

3162698 gtgattgatgacgatggctaccgcccaaatgtaggtatcgtaatttgtaatcgtcaggggcaggtgatgtgggcccggcgatttggtcagcactcctggcagttcccgcagggcgggataaatccaggggagtcggcagaacaggcgatgtaccgggaactgtttgaagaagttgggttaagccgtaaagatgtgcggatccttgcttctactcgcaactggttgcgttacaagttaccaaaacgtttggtgcgtt- STM3004 100 STM4328 61.905 STM3004 100
4687602 atgtttgatttactcctgcgccatgcgcgtctggtcgatgacacgttgactaatattgccctgcaagatggcaaaatcgcggcgttgggtgacgttgatggtccggcgttgaaaaccattgacctgcgcggtgagtgttttgtcagcgcgggttggattgattctcacgttcactgctacccgacatcgccgatttaccacgacgaaccggacagcgtgggtattgccactggcgttaccacagtggtggatgca+ STM4445 100 STM4413 73 STM4445 100
1582126 atgctaaagacgactctgcttttctttgtcaccgccctctgtgaaatcattggatgttttcttccctggctatggcttaagcgcggcgccagcgtgtggtggcttctgcccgccgctgcgtcacttgcgttattcgtctggcttttgaccttgcatccggcggcgagtgggcgggtttatgcggcttacggtggggtatatgtctgtactgcgctcctgtggttacgtgttgtcgatggcgtccggctcacggttt+ STM1504 100 STM3242 62.376 STM1504 100
4117213 gtggatttacgcgatctaaaaaccttcttgcatctggcggaaagccgccactttggccgcagcgcgcgggcgatgcacgtcagcccctccacgctctcccggcagattcagcggctggaagaagatctcggccagccgctgtttgtgcgcgataaccgtacggtcacgctgaccgaagcgggtgaagagctgcgagtgtttgcccaacagacgcttttgcagtaccagcagctgcgccataccctcgatcagcagg- STM3908 100 STM4125 72 STM3908 100
2983368 atgctggagctacaggaagccagccgtctgccggagcgtctgggcgatgattttgtccgcgccgccaatatcattattcactgtgaaggcaaagtgatcgtttccggtattggtaaatcaggtcatattggtaaaaaaatcgccgcgacgcttgccagtaccggtactcccgctttttttgttcatccggcggaagcactgcatggcgatctggggatgattgaaagccgcgacgtgatgttatttatctcctat+ STM2838 100 STM3315 75.49 STM2838 95.96
3710241 atgcgacttatcctgccttaccgcgcaagcagaaagtccagtggcgattatcagggaatttgcgttaggaagggaatcatttccgtcgctgttttattgatcctaattatggatcagcgtagaaatttgcctgcttttatgcgcgtactgaaacatggcgaggcaaaatgtcgttgggcgattgccatgcacacctcaataaaaaaaccgggtagcgattacgccttacccggcttacggtgtcgatatgtgcccg+ STM3540 100 STM3541 84 STM3540 100
393930 gtgagaaccgcgttgattcgcatgatcagcaagcataatgatgggaatggcataatgaagatcacttttacaggctatcggcagaccgccacgctggcgacgcttgctttcgtcaccacgcttgctggctgtacgatggcgccgaagcacgaacgccccgcatcgccgactgcgatggtctatccctacgcaacgtcaaccgtttctggcgcgccggatgccgctgacattggctggcgtgatttcttccacgat- STM0350 100 STM3983 64.078 STM0350 100

2974737 atgagtgaacccacatcgcgccgtcccgcttatgctcgtctccttgatcgtgcggtacgtattcttgctgtccgcgatcacagcgagcaggaattacggcgtaaactctccgcgccggtgatgggcaaaaatgggccggaagagattgatgcgacggcagacgattatgaacgcgtgatcgcctggtgccacgaacatcactatcttgatgacgagcgcttcgtgatgcgctttatcgccagtcgtagccgcaaag- STM2828 100 STM4188 87 STM2828 92.78
2289137 atgatcaccattcgtgatgtagcgcgccaggctggcgtgtctgtagcgaccgtttcccgcgtactgaataacagcgcgttggtcagtcccgacacccgtgacgccgttatgcaggccgtcaccctgctgggatatcggccaaatgcgaatgcgcaagcgctggccactcaggtgagcgacaccatcggcgtcgtggttatggatgtttccgatgcctttttcggcgctctggtgaaagccgtagatctggtcgcg- STM2191 100 STM3011 78.218 STM2191 100



2328481 atgagtctggatatcaaccagattgccctgcaccagcttatcaagcgcgatgagcaaaatcttgagctggtcttgcgcgattcattgctggagccgacaaccaccgttgtcgagatggtggctgaactgcatcgggtctatagcgccaagaataaggcgtatggcctgtttaatgaagagagtgaactggcgcaagcgctgcggttgcaacgtcagggggaagaagattttcttgcctttagccgggcggcgacc- STM2226 100 STM0834 56 STM2226 100
2234912 atggctaactttcccgccagcttactgatcctcaatggcaaaagcgctgataaccagccgctacgtgaggccattactctacttcgcgacgaaggcatacagattcacgttcgggtaacctgggaaaaaggcgacgcgcagcgttacgttgatgaagcccgtagactgggcgttgaaacggtgattgccggcggcggagacggtaccattaatgaagtgtcgaccgcgctcatccagatccgcgacggcgtagccc+ STM2140 100 STM2466 90.099 STM2140 100
2270265 atgaatcgtaattctttccttgccgcgacagcgagcttaccgctttttattttgctggcgggttgcgcccccatgcacgatacccgccagtcgctgacccagcagacgccctcttctcatgttgattccagcctgccggcggcattgaaaaacggttggccggatagccagtggtggaaggcgtatcacgatgcgcagcttgacgcgctgatcgataatgccatacagcattcgccggatatgcaggtggctgaa- STM2172 100 STM0350 64.151 STM2172 100
2305269 atgaaaacgctgctgataattgacgctaatctcggccaggctcgcgcttacatggcgaaaaccctgcttggagcggcggcgcataaagcaaatctggaaattatcgacaatccgaatgatgctgagctggcgatcgtgctgggcgaatctctgccgaacgacaatgctctgaacggcaaaaaggtttggctgggggatattggtcgcgccgtcgcgcatccggaactgtttctgagtgaagccaaaagccatgcg- STM2204 100 STM3858 80 STM2204 100
2237542 atgaaaacgacctttaaactgtcgttcatgatgttcgtggagtggtttatctggggcgcctggttcgtccccctgtggctatggctaaataaaagcgggttttccgccggtgaaataggctggtcttatgcctgtaccgccattgcggcgatcctgtcgccgattctggtcggctccgttaccgaccgttttttctcagcgcaaaaagtcctggcggtactgatgtttgcaggcgccgtgctgatgtatttcgcg+ STM2142 100 STM2421 66 STM2142 100
2272964 atgactcacgtgacaagcgcaattattgtaggtggcggaatcggcggcgcggcgaccgcgctgtcgctggcgcgccagggaataaaagtcatgctgttggaaaaagcgcacgaaattggcgagattggcgcgggtattcagcttgggccgaacgctttttcggcgctggatagtctcggtgtgggcgatgttgcccgccagcgtgcggtgtttaccgatcacattaccatgatggatgccgtgaatgccgaagaa- STM2175 100 STM3275 61.682 STM2175 100
3858681 atgaagcgggtacttgagggcatacttgcggtattaattgccgtactttcctgcattgtatttattaacgttattttacgttacggttttgagagcagtattttgtcggtagatgaactatcacgttatctatttgtatggctgacgtttattggcgccatcgttgcatttatggataacgctcacgttcaggtcacttttgtggtggaaaaactttcgccagcgaatcagcgtcgtctctcgctgctgacgcatt+ STM3671 100 STM1373 65.347 STM3671 100
1005690 atgcagttttcaacaaccccaacgctggaaggacaaagcatcgtggagtattgcggtgtggtaacgggcgaagccattttaggcgccaatattttccgcgattttttcgccggcattcgggatatcgtcggcggacgttccggcgcgtatgagaaagagctgcgtaaagcgcgtgaaatcgcttttcaggaacttggcgagcaggctaaagcgttgggtgccgatgcggtggtaggcatcgatattgattacgaaa+ STM0930 100 STM3593 70.192 STM0930 100
4614324 atgagcgaaatgatttacggcatccacgcagtgcaggccctgctggagcgcgcccctgaacgttttcaggaagtctttattttaaaaggccgtgaagataaacgtctgttgccgctgatccacgcccttgagtcccagggcgtggttatccagctggcaaaccgccaatatctcgacgagaaaagcgacggtgccgtgcatcagggtattatcgctcgcgtgaaaccaggccggcagtatcaggaaaacgatctgc+ STM4369 100 STM2315 66.346 STM4369 100
3603872 atgcgttatgccattatggtcaccgggccggcatatggcacccagcaggccagcagcgcattgcagttcgcccacgcgctgctcaatgaggggcatgagttagccagcgtctttttctatcgggaaggtgtctataacgccaatctcctgacctcgccggcgagcgatgaatatgatctggtacgcgcctggcagaaattgaatacgcagcatggcgtagcgctgaacatctgtgtcgcggcggcgcttcgtcgcg- STM3451 100 STM1255 66.981 STM3451 100
4606235 ttgtttgaccgttatgatgccggtgagcaggcggtactggtacacatctatttttcgcaagacaaagatatggaagacctccaggagtttgaatctctggtctcttccgccggtgtcgaagcaatgcaggtgattaccggtagccgtaaagcaccgcacccgaagtactttgtaggtgaaggtaaggcagttgaaattgcggaagccgtgaaagcgactggcgcagcggtcgtattgtttgatcatgcattgagt+ STM4362 100 STM0994 59.615 STM4362 100
3446031 atggcaacacttaccaccacccaaacgtcaccttcgctgcttggcggcgtggtgattatcggcggcaccatcattggcgcggggatgttctccctgccggtggtcatgtccggggcgtggttcttctggtcgatggcggcgctggtctttacctggttttgtatgctgcactccgggctgatgattctcgaagccaaccttaactaccgcattggttcgagtttcgacaccatcaccaaagatctgttggggaaa- STM3279 100 STM1937 64 STM3279 100
4841356 atgacccagcattccccttattcatcggctatcgccgaacaacgtaatcaggagtggcttcgttttgtggagttactccgtcaggcatatgcagaggatctgcatctgcctttattacaactgatgcttacgccggacgagcgtgaagcgctgggaacgcgcgtgcgcattattgaggagttgttgcgtggcgaaatgagccagcgcgagttgaaaaccgagctgggggcgggcatcgccaccatcacgcgcgggt+ STM4583 100 STM2894 54.902 STM4583 100
2969556 atgtacgcacgttatgctggtttgatttttgatatggacggtactctcctggataccgaacccacgcatcgcaaagcgtggcgtgaggttttggggcgctatggtcttcgttttgatgaacaggcaatggtcgcgcttaacggttcgccaacctggcttatcgcccagtcaatcattgagcttaaccatgccgatcttgatcccctgtcactggcgcgtgagaaaaccgacgcggtaaaaagcatcctgctggact- STM2820 100 STM2334 61 STM2820 100
2313244 atgacgatgaaaacccgctattccttgataattctgcttaatgccgccggtctggcgctgtttttgtcatggtatcttcccgtcaatcacggcttctggttcaccattgattccggcatattccacttctttaaccagaaactggtggaaagccacgcgttcctctggtgggtcgctattaccaataatcgggcgtttgacggctgttcgctgctggcgatgggcggactgatgctcagtttctggctaaaagaaa+ STM2213 100 STM3089 59.804 STM2213 100
3271238 atgatgaaaaaattactcgcgcttgctgttattgcgccgttgctcatctcctgctccagttcgaccaaaaaaggcgagacgtataatgaagcctgggtcaaggataccaacggctttgatattttgatggggcaatttgccaacaatattgaaaatctgtggggatataaggaagtcctgattgccgggccgaaagactacgtcaaatataccgatcagttccagacccgtagccacatcaactttgatgatggg+ STM3112 100 STM1799 62 STM3112 100
3222898 atgattcggcaacgtcgccgtgcgctaacgccagagcagcaacgccgttttggtcaacaggccgccgcccgaatgctcagctttcctcccgtcgtgatggcgcacactgtcgccgtgtttctctcctttgatggcgaactcgacacccagccgctgattgaacagctatggcgagcgggcaagcgcgtctaccttccggttcttcatcccttcagccctggcaacctcctgttcctgcactattatccgcagagtg+ STM3061 100 STM1901 47.059 STM3061 91.96
821276 atgagcgtaatgtttgacccacaagccgcaatctacccgttcccgccgaaaccaacgccgttgaacgacgacgaaaagcaattttatcgtgagaaaatcaagcggttgctcaaagagcgcaatgccgtcatggtggcgcactactacaccgatccggaaattcaacagttagcagaagaaaccggcggctgtatttccgactcactggaaatggcccgtttcggcacgaagcacgccgcatccacgctgctggta+ STM0756 100 STM3691 62.037 STM0756 100
889302 atggcattgaccgctgcgctgaaagcgcaaatcgccgcctggtataaggcgcttcaggaccagattcccgactttattccccgtgcgccgcagcggcagatgattgctgacgtcgccagaacgctggccggggaagaagggagacatctggctattgaagcgccgaccggcgtcgggaaaaccctctcctatcttattcccggtatcgccattgcccgggaagagcaaaaaacactggtggtcagtaccgctaac+ STM0821 100 STM2648 61 STM0821 100

3203682 gtgaaacaacagagacaacttcgtcggcgcgaggctgatgagacggcggaactccccgccgatcttcctccattactacgacgtttatatgccagccggggcgttcgtagcgcccgcgaactggagcgcagcgtgaaaggaatgctgccctggcaacagcttagcggcatagataacgcggtggagatcctctacaacgcctttcgcgaaggtacccgcattattgttgttggcgattttgacgccgacggcgcg- STM3042 100 STM4119 62.136 STM3042 100
3436919 atgaaggcattttcgccgctcgcagtccttatttctgcgttgctattgcaaggttgcgtcgccgccgcggtagtgggtacggcagccgtcggtaccaaagccgcaaccgacccgcgtagcgtgggcacccaggtggatgacggaacgctggaactgcgtgtcagcagcgcgctgtcgaaagatgagcaaatcaaaaaagagacgcgcatcaatgtcacggcttatcagggcaaagttttgttagtgggccagtcgc+ STM3267 100 STM2129 59.813 STM3267 100
873341 atgcacgaaacgcgaattgtagtcggccctgcgccgtttagcgtcggggaggaatattcctggctggcggcgcgcgacgaagacggcgcggtcgtcacctttaccggaaaagtgcgcaatcataacctgggcgatagcgttaaggcgctgacgctggagcattatcccggcatgactgagaaagctctggcggagatcgtcgcaaaggcgcgttcccgctggccgctggggcgggtcacggtgattcatcgcgttg+ STM0806 100 STM2120 63.81 STM0806 100
924854 atgagtaatgtaacccaccagccaaagatcggcttcgtttccctgggctgtccgaaaaacctcgttgattcggaacgcatcctgactgagctgcgtaccgaaggctatgacgttgtgccacgctatgacgatgcggatatggttatcgttaatacctgtggctttattgacagcgcggtacaagagtcactggaagccattggcgaagcgctgaacgaaaacggtaaggtaatcgtcaccggctgcctgggcgca- STM0852 100 STM2994 78 STM0852 100

1470432 atgacgcattcactcatcattgaagaagtgctggctcacccgcaggacattagctggctgccgtgggcggtacaatatttcttttttattggcattgccgcctgcgccgcactgtttgcctgttatcttcactggcggaaaaaagacgccgcaacagaagaaaatcgggcattactgattgccattacctgtgcgattaccgcaccgctggcgctgacggcggatctgcaccagaccgcccgcgtctggcatttc- STM1384 100 STM2316 65.049 STM1384 100
3397800 gtgagcagcaaaggcgaacgcgaaaaacgtaaagcgctgcttctcagtcagatccagcagcaacggctggatctgtccgccagccgtcgcgactggctggagaccaccggcgcgtacgatcgcggctggaatacggtgttaagcctgcgctcctgggcgctggtcggtagcagcgtaatggccatctggaccatccgtcatcctaatatgttggtacgctgggcgaaacgcggcctgggtatctggagcgcctggc+ STM3231 100 STM3827 61.386 STM3231 100
2914750 atggcacaagtaatcaacactaacagtctgtcgctgctgacccagaataacctgaacaaatcccagtccgcactgggcaccgctatcgagcgtctgtcttctggtctgcgtatcaacagcgcgaaagacgatgcggcaggtcaggcgattgctaaccgtttcaccgcgaacatcaaaggtctgactcaggcttcccgtaacgctaacgacggtatctccattgcgcagaccactgaaggcgcgctgaacgaaatc- STM1959 100 STM2771 100 STM2771 100
3235034 atgcatccgtttacctcgttaaccttatgggcgctggcggcctgcaccacgctgctactccctgcgcagaccgtgctcccggtttatagcgcggcggccttcctctgtctgctggcgctgaaatcaacgcggcggcgggcgaagtatgtcgcctggctgatgctgtctttagggtttgggctatggctggtacatggcggttggctaacggaatggataagcgggcagcctcgcgatccgcagcgctgggtatatg+ STM3073 100 STM3200 63.107 STM3073 100
913779 atgacccaactgaaactggacacgctcagtgaccgcattaaggcgcacaaaaccgcgctggtacatatcgtgaaaccgccggtctgtaccgagcgcgcgcagcattataccgaaatgtaccagcagcatctggataaaccgattccggtacgccgtgcgctggcgctggcccatcacctggcggaacgcactatctggataaaacacgatgaactgatcgtcggcaaccaggcaagtgaagtccgcgccgcgccg- STM0843 100 STM2719 66.667 STM0843 100
433034 atggctgatttcactctctcaaaatcgctgttcagcgggaagcatcgagaaacctcctctacgcccggaaatattgcttacgccatatttgtactgttttgcttctgggccggagcgcaactcttaaacctgctggttcatgcgccgggcatctatgagcatctgatgcaggtacaggatacaggtcgaccgcgggtagagattgggctgggcgtcgggacgatttttggcctggtgcccttcctcacgggctgcc- STM0378 100 STM4472 60.952 STM0378 100
501318 atgatgatacgtgagcaaatagaagaaaaattaaggacagcgttcgaccccgtgtttctcgaagttgtggatgaaagctatcgtcacaatgttccagcaggatcggaaagccattttaaggtcgtgctggtgagcgatcgctttacaggcgaacgttttcttaatcgtcatcggatgatttacggtacgttaacggcggaactttccacaaccgtacatgcgctggcactgcatacttataccctcaaagagtggg+ STM0446 100 STM3308 60.784 STM0446 100

4735478 atggatgacaatgctttagggtttgcctcatactggcgcaattcgctggcagatgctgagtcaggaaagggcagttttgaacgcaaagacgccaaaaatttcacccactggcatgggatagcggcgggacgtcttgacgaaacgatcgttggtaaattttttgagggagaaaaagacgacgtcgaaacagtcgatgtcatcttgcggccaaaggtttatttccggttactgcagcgtggaaaggaccattccgct+ STM4489 100 STM1466 60 STM4489 100
2844645 atgatgaactgtccagagtgcggtcatgcagcacataccagaagcagctttcaggtatcagctacgacaaaagaacgttacaaccagtgccaaaatataaattgtggctgtacgttcgttactcatgaaacgtttgtacggcacattataaaaccgaatctaatttcttctgcgccaccacatccgggaaaaggtggtcaaggccacatgagtttctga- STM2694 100 STM2694 100
4795356 atgaagagacattatattttcgccagccacggcacgctggccagcggagttttaaactccgtggagctgattttaggcaaacggtcaaatgtctggacgctgtgcgcttacgttgaagagagcgtggatttaagccagcaggtagatacgctaattgcccggatcccgccggaagatgaaattattgcgctgaccgatatttttgccggcagcgtgaataacgaatttgtccgttatttatcacgggaaaattttc+ STM4535 100 STM0798 61.386 STM4535 100
4580371 atggtgcagcgtatgctgcgccatcctatttttcgcgcctcaatgatgaaacgctttatcggtcttgtcgcgctggttcttcttaccagcacattattaacggcatgtaataccgcccgcggcttcggcgaagatattcagcatctcggccacgccatctcccgtgcagccagctaa+ STM4335 100 STM0593 62 STM4335 100
4566331 atgcagattggaaaactggcggcattgactggcgttagcatacggatgcttcggtactacgagagcgcaggtttgcttcatccttcgcgaaccgatacgggctatcgcagtttctcgtcagaagatgtggatattgtcagacggatacttattctaaatggtgcaggtttcacgttaccggttgtgtgtagtttgctgaactgcgtacatgcaggaacctcaccttgcgaggaactaaaagctaaagtgcgagaac+ STM4320 100 STM4128 67.647 STM4320 100
4569408 atgcttgatgttaagagtcaggatatttccatccccgaggccgttgtggtgctttgtaccgccccggatgaagctaccgcccaggatctggccgccaaagtgctggcggaaaaactggctgcctgcgccaccctcctccccggcgcgacatcgctgtactactgggaaggcaaactggagcaggagtatgaagttcaaatgatcttaaaaaccaccgtttcacatcagcaagcgcttatcgactgcctgaagtctc- STM4324 100 STM2170 64.151 STM4324 100
4582838 atgattaatccaaacccaaaacgttctgatgaacccgtattctggggactgtttggcgcaggcggtatgtggggcgcgatcatcgcgccggtgatcgtgctactggttggcatcatgctgccgctggggctatttccgggcgatgccctgagttttgagcgcgtactgacgttcgcccaaagcttcattggtcgcgtttttctgttcctgatgatcgtgctgccgctatggtgtggcctacaccgtatgcaccacg- STM4340 100 STM2316 64.486 STM4340 100
3043932 atgtcattttctgaaagccgacacaatgaaaattgcctgattcaggaaggcgcgctgcttttttgcgagcaggccgttgtcgcaccagtatcaggagacctggtttttcgaccgttaaaaattgaagtactcagcaaattactggcatttatcgatggcgcaggattagtggacacgacatatgctgaatccgataaatgggttttgctgagtcctgagtttcgcgctatttggcaagatcgtaaacgctgcgagt- STM2899 100 STM2392 55.882 STM2899 100
1877495 atgatgacccattggccttctccggcaaaattaaatctgtttttatatatcaccggacagcgagcagacggctaccacacgctgcagacgctgtttcagtttctggattatggcgacacactccacatcgaaccgcgtcacgatggcgaaatccatttattaacgccggttaacggcgttgaaaatgaagacaatctgatcgtccgtgccgcgcggctgttgatgaaagtcgcctcggagagtgggcgcctgcccg+ STM1779 100 STM4126 62 STM1779 100
2857418 atgacgctgtatatcggtatgagccggaatgacgggcaggcccttgcggatacagaccatctgcgccagtcggtgcgggatattctgctgacaccgcagggtagccgcattgcccggcgggaatacggttcgctgctgttcgcgctgattgaccagccgcagaacccggcactgcgcctgcagattatgtctgcagtctatgtggcgctgaaccgctgggagccgcgccttacgctggactccatcaccatcaacg- STM2709 100 STM0737 64.486 STM2709 100
2191663 ttgagaatcagcaacggttccgggggtgacaatgtttttacgtcaggaagatttcgccgccgtggtgcggccacgcccctcatctccctcgatttcatcgtggaaaacggccagggggaaattttactgggccagcgtctcaaccgtccggcgcagggctactggtttgtgccgggggggcgggtgtgcaaagacgaaacgctggaggccgcctttgcacgcctgacgcaggcggaactgggcgtgcgtctgccgc- STM2107 100 STM1769 64.22 STM2107 100
3779462 atgccgcacatttcatctcgctttagctccgcctgcatcgcgtttattaaacagtggcagggtctgtcgctggaaaagtatcgcgatcggcagggtaactgggtgattggttacgggcatatgttgacgccggatgagacgctgacgttcattacgcccgaccaggcggaggcattcttgctggatgacctcaatagctgcgatattctgctacagaattgcttgccggaacttaacgatcggtttcaacgcgaaa+ STM3605 100 STM3605 100
3472758 atggcacataaaaaggctggcggctcgactcgtaacggtcgcgattctgaagctaaacgtctgggcgtaaaacgctttggcggtgaagcagttctggcaggcagcatcatcgttcgtcaacgtggtactaaattccacgctggcaccaacgttggttgcggtcgtgaccacactctgtttgctaaagcagacggtaaagtgaaattcgaagttaaaggcccgaaaaaccgtaaatacatcagcatcgttgctgagt- STM3303 100 STM3303 100
3270040 atgagcagaacgattttttgtacttacctgcaacgcgacgctgaagggcaagattttcagctctaccctggcgaactgggaaaacgtatctataacgagatctctaaggacgcgtgggcgcagtggcagcataagcagaccatgttgattaacgagaaaaagctcaacatgatgaacgccgagcaccgtaagctgctggaacaggagatggtgagcttcctgttcgaaggcaaagacgttcatatcgaaggttata+ STM3111 100 STM1264 44.86 STM3111 100
3211681 atgaaacgatttatatttctgccattaatgacatattttctattaatgaatgcaatggcagctaacggagaaaataatcccagtaatctattaggtgcaccagttaataccgctatttctggtggttcagtattgccggaaggaaagttattaaccgccatgaatagctcatttcgcgataaagatcatcaaatcgaggggcatggaagtccggatgtttactcccagatatggttattgaagattcgttacggtt- STM3052 100 STM1655 59.615 STM3052 100
1983919 atgtccagaaggcttcgcagaaccaaaatcgttaccacgttaggcccggcaactgaccgcgataacaaccttgagaaggttatcgccgcgggcgcaaacgtagtacgtatgaacttctctcacggctcgccggaagatcataaaatgcgtgctgataaagtccgtgagattgccgccaaactggggcgtcatgtggctattttaggcgacctgcaagggccaaaaattcgcgtttccacttttaaagaaggcaaa+ STM1888 100 STM1378 79 STM1888 100
1736954 atgaaaaagtatttaatactatgggtgctgacgctgagcttgctcacaccttctgtgtgggccttaaccctggacgaagcgcgcacgcagggccgggtcggggaaacgctgaatggctatctggtggccttaaagaatgatgccgaaacccagaaactggtgcttgatattaatcatgcccgccgcgccagttatcagcagttagcggatagcaatcatcttcccgtggacgaggtggcgaagatggcagggcaaa- STM1644 100 STM3693 62.857 STM1644 100
3529126 atgaaaatcaaaaccactgttgcaacattaagtattctgtccgttctctcttttggcgctttcgccgcagaacctatcagcgcagagcaagcgcaaaaccgtgaagcaatcggatcggtttcagtcagcgctatcggctcatcgcctatggatatgaacgccatgctgagcaaaaaagcggatgaacaaggcgctacggcctaccacattaccgaagcgcgtagcggcagcaactggcacgccactgccgaactgt+ STM3361 100 STM0823 69.231 STM3361 100
2133983 atggaaacaaccaagccttctttccaggacgtgctggagtttgttcgtctgttccgtcgcaaaaataaactgcagcgtgaaattcaggacattgagaagaagatccgtgacaaccagaagcgtgtgctgctgctggacaacctgagcgactacatcaagccaggtatgagcgttgaggcgattcagggtatcatcgccagtatgaaaagcgactatgaagatcgcgttgatgactacatcattaaaaatgccgaaa- STM2059 100 PSLT096 56 STM2059 100
332532 atggatcgaccataccgcatacaggaagggtgttttgtcctgcctgaaacatttacggatcgcagcgtcaatatttttatcctggagggcaatgaacgaacatcgcccagcctgaatatttcccgcgatacgctaaaacctgatgaagacctgcccgcctatattgaccgccagattgcactgatgaaaaaaaatctcggtcagcaccgggtattgtcgcgagcgcctgcacaggcaggaacgggcaatgatgccc+ STM0290 100 STM0290 100

2539008 gtgcctgagatggaaaaagagcagctggttgaaatcgccaacaccgtgatgccctttggcaaatatcagggacgtcgattgatcgaccttccggaagagtatttgctgtggtttgcccgtaaagatcaatttccggcgggtaaactgggggagttgatgcaaatcacgctgctgattaaaaccgaggggctgacgcaactggtacagcccctgaaacgcccgctttaa- STM2426 100 STM4492 59.223 STM2426 100
2730469 ttgacatatagattgaaaaagcgcatgaaaataggattccaaccagccatattgcaatatgcatatacaagtaacgaggcgacatcaaaccttgagttattaaataaatggagaatagaatccccagatattgagaaggaggagcgtaatagtatttacgacaaaataatagaagcaaatcataccgggagcttatcaattactgctcatcatgttacctctattccggtatttcctgataatttatccgaattg+ STM2584 100 STM2137 65 STM2584 100



2606509 ttgattccgctaccgccaatcagcttaaaggcgtgcgatgtcaacaatccgctgtgtggtcctcagggcgcatcggccatttttggcccacaaaaaggggcgacagcggaaatggtgaacaccctggacgaggcgctggaaaactgcggccggcatatttatcaggctacgggacgtgaggtgattaacgctcccggcgcggcaggcggaatgggcgccgcgcttttagggttgctcaatgctgaattacgcgccg- STM2492 100 STM0525 71 STM2492 100
2651368 atggaaataacctgccccgtttgccatcacgcgctggagcgcaatggcgatacagcgcattgcgagacatgcgctaaagatttctcgttacaggcactttgtcctgactgccgccagccgttacaggttttgaaagcctgcggcgcagtggactatttttgccagaacggtcatggtttaatttcaaaaaaacgggttaatttcgtcatttccgatcaataa- STM2518 100 STM4396 53.465 STM2518 100
2492323 atgatcgcggagtttgaatcacgcattctggcattaattgacgatatggtagagcacgccagcgacgatgagctttttgccagtggatacctgcgtggccacctgacgttagccattgccgagctggagagcggtgatgaccactccgttgaggcggtctatgccaacgttagccaaagtctggaaaaagcgatcggcgccggcgaactgtcgccgcgcgatcaggcgttagtcaaagcgatgtgggacaatttgt- STM2380 100 STM3586 66 STM2380 100
2514039 atgatctatttatggacatttcttgcaataagtatacttgccgtgagtggctatatcggtcaggtgatgggggctttttctgcggtttcttcttttacgggaatggttatccttgccgcgctgatttatttactcaatgtatggttgcaggatggcgatgacatcgttagcggattattgctttttctcgcaccggcatgtgggttaattattcgctttatggtgggatacggtaagcgttag- STM2400 100 STM3625 64.356 STM2400 100
1868986 atgccgtataaagccaaaagtgatttacccgataatgtgcggaatgttcttccagcccatgcccaggacatttacaaagaagcgtttaatagcgcctgggagcaatataaagataaagccgatcgtcgtgatgacgccagccgcgaggaaaccgcacacaaagtcgcctgggcggcggttaaaaacgattatgaaaaaggcgaggatgataaatggcataagaaaaaataa- STM1770 100 STM0219 56.731 STM1770 100
697863 atgcataactttaccgatatgcgcgatgaaaacagccatgatgaaatctggttggttgagcattacccggtgtttacccagggccaggccggtaaagcggaacatatattgatgcctggcgatattcccgttgtgcagagcgatcgtggaggacaggtgacctatcatggtccgggccaacaggtaatgtacgttttacttaacctgaaacgacgtaaactgggcgtgcgtgatttagtcaccctacttgaacaga- STM0635 100 STM3582 60 STM0635 100
751322 atgaaaaaaattttactcatcgccagcatgaccgccggtttgacggcctgcgcgtcatcacccgcgccggaagaagatagccggctgaaagaggcgtacagcgcctgtatcaataccgcacagggctcgcctgagaagatagaggcctgccaaagcgtgctgaatgtccttaaaaaagagcgcagacatcagcaatttgctaacgaagaaagcgtgcgggtactggactatcagcagtgcattcaggcgacgcgca+ STM0688 100 STM0322 65.347 STM0688 100

2478622 atgaaaaacaaatctatacctcaagctgcgtcgcccctggcctcgtggctttcttatctggaaaacctgcacagcaagagtatcgatttaggccttgagcgcgtaagccaggtggcagcgcgtctggacatcctcaagcctgcgccgttcgtttttaccgttgcgggaaccaacggcaaaggtacgacctgtcgcacgctggagtcggtgttaatcgcggcgggataccgtgtgggcgtctatagttcgcctcat- STM2365 100 STM2485 64.762 STM2365 100
P38268 atggaacaaaaccaaccagcacaaccttcacgacgtgcaatactgaaacaaactcttgcagtatctgctttgtctgtcaccgggctggcggccttatcggtaccaactatctctttcgccgcatcactgagcaaagaggaacgtgacggtatgactccagatgcagtcattgaacattttaaacagggtaacctgcgcttccgggaaaatcgcccggctaaacatgattacctggcacagaagcgcaacagtattg- PSLT046 100 STM4410 73.267 PSLT046 100
P18415 atggatgctgaatttcagaaacaggggctcaccgacctaacagaaacagatctgcaggccgttgtaactcccggggagacactccggttactgccgacactggcgcggttactgcatgttttgcgagaaaaaccagaggccttctccctctcagcagcttcatacgaagaagatacttcctcagctttgaaaacactgctggtccgtacaggattcacaatacaccagataagagaaatgcgacttcaccttattc- PSLT025 100 STM0496 59.259 PSLT025 100
P00378 gtgtttaagtactggcccacatttgtacagcagtgggaaaactcgctgaaagccgcacagaaggggctggaaatctggaaatcagcgagggcggatgcctggcttgcgtatcacaacggtatttttgccaccagtcattatgaaggcgcgctcaccagtgaagatatcagtagtgcggcggccgccgccctgaaagggcataaaatcaggggtggaaacgtgaacacgaaaagcatactggatggcagtaaccgac+ PSLT001 100 STM0820 62.617 PSLT001 100
P93918 atgactgagcagaaacgaccggtactgacactgaaacggaaaacggatggggaagcgccggcccgcagccgcaaaaccattattaacgtcaccacgcccccgaagtggaaggtgaagaaacagcagctggctgacagggctgtccgggaagcgtcactggcagaaaaaaaagcccgggcaagaaaagatctgtccatctacctgcgatttcagtcagtggaggaagcggtcagcacgctgaaaccctggtggccgg+ PSLT111 100 STM2984 62.037 PSLT111 99.45
P51692 atgagaaacacgctcagtacgctgatagtgcgccacggagataatctgttacgccggtccggctggcccgaaaccgtcggcgtgacgcaggtggcccccggtgtggtgcccggctggctggccgtctgcggtgtgctcagtgctgccgaaatcttggcactgacgacgcatctttgtcagccccttaattatggacgggcgcaactgctgacggccagtgcgcagcggctggcggggacgccagtccggttacatc+ PSLT061 100 STM2536 61.538 PSLT061 100
P20314 atgaagcagcgaattacagtgacagtggacagcgacagctatcagctgctcaaggcatacgacgtgaatatctccggtctggtcagtacgaccatgcagaacgaagcccgccgtctgcgagccgaacgctggcaggaagaaaatcgggaaggtatggctgaggtggccagctttatagaggctaacggatcgtttgctgacgacaacaggaactggtga+ PSLT027 100 STM2933 61.165 PSLT027 100
P01155 gtgtttatccctgctgggctccctgccagctattgcggcaccgtccgttcaggccggtttttcaccggagggcagcgcaagcagctggttcttaagactattgaggctgcgcaacataatatccggctgatggagtattccttcacctctccggaggtggctggcgctcttattagtgcaaaacgtcggggagtggatgtcaggggggggggactggactggaaagccaataccgggaaaaacaataacgccagca+ PSLT002 100 STM3035 77.451 PSLT002 100
P01927 atgctcagaaaatttcaatacttgtttctgtggcatttactccttccgtgcattgtaagtgcaggcagaagtgactga+ PSLT005 100 STM2435 57.692 PSLT005 100
R1673 -

532396 atgcctaatttctttatcgatcgccctatatttgcgtgggtgatcgccatcatcatcatgttggcaggggggctcgcgatcctcaaattgccggtagcgcaatatccgacgattgcgccaccagcagtgacgatctccgcaacctaccctggcgctgatgcgaaaacggtacaggataccgtcacgcaggttatcgaacagaatatgaacggtatcgataacctgatgtatatgtcctccaacagtgactccacg- STM0475 100 STM2481 87 STM0475 100
STM0479 100 STM3766 76 STM0479 100
STM0521 100 STM2007 60 STM0521 100

614164 agccgcaatagattcaattggtcactgcaaccatgaatgacaaaagatagagtcctgaatgcgcttctgatggccgtgtggcgacgtaatcacccgctatgaatggcagtcgctcctgaaaccgcacggactggagagcagaatgagccgtcgtggcaactgtcatgacaatgcggttgcagaaagctttttccagctactgaagcgtgaacggataaaggaaaagatctacggaacgagagacgaagccagaagc- STM0555 100 STM2136 60.377 STM0555 100
STM0585 100 STM2777 71 STM0585 100
STM0621 100 STM0061 78 STM0621 100

STM3274 41.176 STM3274 2.37

STM1049 80 STM0926 79 STM2706 21.65
STM1820 58.416 STM3483 58 STM3483 3.94

STM0489 63.725 STM4475 62.5 STM4475 36.33
STM4210 82 STM4210 32.34

STM3744 60.194 STM4202 58.824 STM3744 7.57

STM1015 70 STM2625 70 STM1015 60.6
STM4214 65 STM4387 60.748 STM4214 33.36
STM1457 100 STM2053 62.136 STM1457 96.17
STM3474 61.905 STM2458 60 STM2458 14.95
STM0713 61.165 STM1135 56.604 STM1135 11.64
STM1974 64.151 STM1974 5.6
STM2036 43.564 STM2036 15.89
STM1380 100 STM2123 50 STM1380 60.76

STM2542 59.223 STM1336 56.731 STM2542 24.31
STM2944 59.048 STM2086 57.426 STM2944 50.97
STM1008 79 STM2633 79 STM1008 19.8
STM4522 61.538 STM3821 57.282 STM3821 21.04
STM0887 63.81 STM4552 26 STM0887 28.95
STM2732 98 STM2347 58.095 STM2732 96.2

STM2289 55.238 STM2360 36 STM2289 32.82
STM0605 73 STM0605 58.66



STM2694 77 STM4415 59.804 STM2694 68
STM2761 59.048 STM4262 55.14 STM2761 40.62
STM1394 58.095 STM2342 54.902 STM1394 12.42
STM4281 99 STM4281 76.238 STM4281 82.52
STM0782 41 STM0782 3.16
STM1963 57.692 STM0109 55.446 STM0109 4.03
STM0324 95 STM0325 95 STM0324 93.2

203107 atgaccattgcgctggaacttcaacaacttaaaaaaacctatcccggcggcgttcaggcgttgcgcggcatagatttgcaggtcgaagcgggggatttttacgcgcttctggggccaaatggagcagggaaatcgaccaccatcggtattatcagctcattggttaataaaacgtccgggcgcgttaacgtttttggttacgacctggaaaaagacgtggttaacgccaagcgacagcttggactggtgccacag+ STM0172 100 STM4230 73 STM0172 100
268931 atggcggcacagcgtcctttaacgattgccctggtcgccggtgaaacgtccggcgatattcttggcgcaggcttaattcgtgcgctgaaagcgcgcgtacccaacgcccgttttgtgggcgttgcggggccgcgtatgcaggccgaagggtgtgaagcctggtacgagatggaagagctggcggtcatgggcattgttgaagtgctcggacgtttacgccgtttgttgcatatccgcgccgatctgacccgccgt+ STM0229 100 STM0229 100

1589548 atgatcgttttagtaactggagcaaccgcagggtttggcgagtgcattgcacgccgttttgttgagaatggacataaagtcattgccacgggacgtcgtcatgaacgcctgcaagcgttaaaagatgagcttggcgagaacgtattgaccgcccaactggacgtgcgcaaccgcgcggccatcgaagagatgatggcctctctgcctgcgcagtggcgcgatattgatgtgctggtcaataacgccggtctggcgc- STM1511 100 STM3017 63 STM1511 100
4534387 atgaagatactgattgttgaagacgacacgctattattacaggggttaatactcgccgcgcaaaccgaaggctatgcgtgtgatggcgtttcgacagcgcgtgccgccgagcatagtctggagtctggtcattacagtctgatggtgctggatttagggctgcccgatgaggatggcctgcatttcctgacgcgaatccgacagaaaaaatataccctgccggtactcattctgaccgcccgcgatacgctcaatg- STM4292 100 STM2785 71 STM4292 100
2508508 atgttgaatgatgaatgttctattttgctgattgatgatgacgttgatgtacttgacgcctatacccaaatgcttgagcaggcaggctaccgcgtgcgtggctttacccatcctttcgaggccaaagagtgggtaaaagcggattgggaggggatcgttttgagcgatgtgtgtatgccggggtgttccggtatcgatctgatgacgctgtttcatcaggatgacgatcaactgccaatcttattgattaccgga- STM2396 100 STM1387 71 STM2396 100
4080556 atgtctgtgtcgctcgtgagtcgaaacgttgctcgtaagcttctgttcattcagtttctggcggtaatagcaagtggattgctgttttgcctcaaagaccccttctggggcatctccgcagtatgtgggggattggcagtggcactgcctaatatgttgtttatgatatttgcctggcgtcaccaggcgcatacacctgctaagggccgcgtgtcctggactttcgccttcggtgaagccttcaaggtgttagcga- STM3872 100 STM3478 51 STM3872 100
3556558 atgttcgaacaacgcgtaaattctgacgtactgaccgtttctaccgttaactctcaggatcaggtaacccaaaaacccctgcgtgactcggttaaacaggcactgaagaactattttgctcaactgaatggtcaggacgttaatgacctgtatgagctggtactggctgaagtagaacagcccctgttggacatggtgatgcaatacacccgtggtaaccagacccgtgctgctctgatgatgggcatcaaccgtg+ STM3385 100 STM0449 72 STM3385 100
2112425 atgacgattcttgcctggtgtatcgcctgggtgctggattttatcatcggcgaccctcaacactggccccatccggtacgctggataggtcgtttaatcacgtttgtgcagcgtattgtgcgtcgctattgtcccggcgataaagcgctgcggattggcggcggcgtaatgtgggttgtggttgtcggggcgacctggggcgtggcatggggcgtactggcgctggcgcagcggattcacccctggtttggctgg- STM2034 100 STM2987 62.857 STM2034 100
2099685 atgatgattctggtgacgggcggggcacgtagtggtaaaagccgtcatgctgaagccttaattggcgatgcgccgcaggtactgtatatcgccacctcgcagattcttgatgacgagatggcggcgagaattcagcatcataaagatggcaggccggcacactggcggaccgcagaatgctggcggcatcttgatacgttgattaccgcggatcttgcccctgacgacgcgattttgctggaatgtattaccacca- STM2018 100 STM4273 61.538 STM2018 100

72400 atgaaagagactgtaaccatgctcaaccagcaatatgtcgtaccggaaggattacagccctaccagggggtaacagcgaacagcccgtggcttgccagtgaaacggaaaagcgtcggcgtaaaatttgtgactcgcttgaagaggctatccgtcgttccgggcttaaaaatggcatgacgatatccttccaccatgcgtttcgtggtggcgacaaagtcgtcaatatggtgatggcgaagctggcggaaatggga+ STM0061 100 STM0621 85 STM0061 100
3474318 atgaatttagaaaaaatcaacgagttaaccgcgcaagatatggcgggtgtcaatgcgacaatccttgaacagcttaattccgacgttcaactgattaatcagctaggatattacattattagcggcggcggaaaacgcattcgtccgatgattgccgttcttgccgcgcgcgcggtgggttatcagggtaacgcgcacgtgactatcgccgctctgatcgagtttatccacacggcgacgctgctacatgatgat+ STM3305 100 STM2461 61.765 STM3305 100
3512206 atgctgtcgaataaatgggaattctttataacaacggtggatgaccatgttacgggtatacgtgtggatatcggcgccattcaggatgaaaaatttgatcgccttatccataccgggttcttacgtgttcattacaccaactgttatgaaaatggtttaccgcagcccgatgaaacacagagtttaaatcgtatagaggactggcttgatgaaaaggggaagacgtttccgatctggctggtgggtgtggttaccc- STM3343 100 STM1478 63.107 STM3343 100
109990 atggggatggaaaactacaatccgccgcaggaaccctggctggttatcctgtatcaggatgagcacattatggtggtcaataagcccagcggcctgttgtccgtgccggggcgtctggaagcgcacaaagacagcattatgacgcgtatccagcgcgactacccgcaggcagaatcggtgcatcgtctggatatggccaccagcggcgtgattgtagtggcgctgaccaaagccgcggagcgggagctaaaacgcc- STM0095 100 STM2662 67 STM0095 100
178903 atgtcagaacgtttccaaaatgacgtggatccgatcgaaactcgcgactggctacaggcgatcgaatcggtcatccgtgaagaaggtgttgagcgcgctcagtatctgattgaccaactgctttctgaagctcgtaaaggcggcgtgaaagtcgcggcaggcgcaggggccagtaattacatcaacactattgccgttgaagacgaaccggaatacccgggtaatctggagctggaacgtcgcattcgttctgcg+ STM0152 100 STM3064 63.889 STM0152 100
208922 atgaaactctccttaaaaacactcactgtggcactggccgccatcaccctctcccccgccgcgctggcagacaccgccaaagacggcaccgtacatatcaccggcctcattaagcaaaacgcctgtacggtaaaaacggattcagtagaggtgacattacaggaagaatttgcctctcttttcactgccgcagggcagacggcaggggatacagacttcaccatcgaactcgaaaactgcgacgcaaacgtctaca- STM0177 100 STM2119 64 STM0177 100
244362 atggcatcgatcgatttccgaaataaaattaactggcatcgtcgttatcgttcaccgcagggtgtaaagacggagcatgagatcctgcggatttttgaaagcgatcgcgggcggattatcaactctccggctatacgccgtttgcagcaaaaaacgcaggttttcccgctggagcgcaatgccgcggtgcgtactcgcctgacgcattcgatggaggtgcagcaggtagggcgttatatcgcgaaagagatttta+ STM0208 100 STM0208 66.981 STM0208 100
281656 atgattgccatctcccggacggtctccatagccgataatgagctggaaattacggccattcgtgcgcagggcgcgggtggtcagcacgtaaataagacctctagcgcgattcatttgcgctttgacattcgggcctctggcctgccagagtattataaacagcgtttgctgacggccagccaccatctgataagcgatgatggcgtcattatcattaaggcgcaggagttccggagccaggagctcaaccgggaag+ STM0240 100 STM2597 63.063 STM0240 100

1602571 atgaccatgatgactgcaacacaggcgttatccgtgaatcctgcgaccggccagacgctggcggcaatgccctgggctaacgcgcaagagattgaacatgcgctgagtctggcggcgagcggtttcaaaaagtggaaaatgacatcggtagcgcaacgggcgcaaacattacgcgatattggtcaggcgcttcgcgctcatgcagaagagatggcgcaatgtattacgcgtgaaatgggtaaacccataaagcag+ STM1524 100 STM1597 66.667 STM1524 100
711707 atgcaagagcaataccgcccggaagagatagaatccaaagtacagcttcactgggatgagaagcgcacatttgaagtgaccgaagacgagagcaaagagaagtattactgcctgtcgatgcttccctatccttctggccgactacacatgggccacgtacgtaactacaccatcggcgacgtggttgcccgctaccagcgtatgctgggcaaaaacgtgctgcagccaatcggctgggacgccttcggcctgccg- STM0648 100 STM0046 61 STM0648 100
737872 atgaattaccagttttgttggtatctctttttgcggccattaacattttttatggtcgtcttgctctgcgctttcaccttcattgatatcacggccagcgccgcctggttgattattttgggtctggtttaccccgtggcagtgtcaatgaggctacatatactgcaccagaaaaaggccgtcatgttgcgccagaatagtgcggaatggatagtgtatctgccagggatccctgtgcaagaaaaacaaagcgcgc- STM0672 100 STM3216 57.843 STM0672 100
782194 gtgaaaagaaaatatcttacgcaagaagagattgaaaaactgctgtcagcgaccgacagaatgcccttcccggaaagaaaccgctgcttaatcctgatggcgtttattcacggcttccgggccagtgagctgctggggctgcgcttgtcggatattgatcttgcaggaagacagctttatatccggcgcctcaaaaatggcttttcaacgtgtcaccccctccttcccgatgagtataacgtactgaaaagctggc+ STM0716 100 STM0716 100

4810597 atgttgcagcggacgttaggcagcggatggggcgtattattgcctggagtgattatcgttggactggcgtttatcggcctgtcagctgatgcgctgaagctgttgattgtatcaggattgctactgtctgcgctgatgttgtatcacaaacaattacggcattttgtactgctgccatcgtgtatagcgcttattggcggcatgatgttggcaatgatgaactggaatcagggatga+ STM4552 100 STM4552 100
2860342 atgaatccttcaatcgttaagcgctgccttgtcgtggcggtgctggctatcgccgccacgctgcccggatttcagtcgcttcatacctccgttgaggggctgaaactgatcgccgattacgagggatgccgcctgcagccttatcagtgcagcgcgggcgtctggactgacgggatcggcaatacgtccggtgtggtgcctggaaaaaccatcacggaacggcaggcggcgcagggacttatcaccaacgtgctgc- STM2715 100 STM2072 63.551 STM2715 100
2889108 atgaaaaagtcaacaaccaaagactggcaccccgccgacatcgttgccgccttacacaagcgcggtaccagtctggcgaagctgtcgcgggaagcgggactggcctcgtcaacattgtcgaataccctgacgcgcccgtggccgaaaggcgagtggctgattgccatcgcgctcgacatgcatccatcagaaatctggcccggccgttacctcaattccagtaacaaacgtgaaccccgaaaaccgcttcacccga+ STM2749 100 STM3306 64 STM2749 100
4817983 gtgggccagcgaataccggttacgctcggcaatattgcgccgttatcattaacaccgttccggccaggccgtatggcgctggtctgtgagggcggggggcagcggggcatctttaccgcaggcgtgctggatgagtttatgcatgcgcagtttaatcctttccatctctacttcggcacatcagccggtgcgcaaaatctctcggcgtatctctgcaaccagcccggctacgggcgcaaagtcattatgcgctat+ STM4563 100 STM2928 50 STM4563 98.08
4852049 gtgcaattctccagagtagagccccgttctcaattagcgttatcgtttctctttatatgctgttccataaaaccagcgttagcgcatgatcattttaatccattatcgttggaaaatgatgaaccgggcgtggagaatgtcgatctatcggttttcgaaaagggggggcaggcagaaggcacctataatgttgatatttatattaataacaccagtgttgaaacaaaaaatattgcctttaaaaataaaaaatca- STM4593 100 STM0023 78 STM4593 100
338275 atgttaaattcaaatatgtctgaacttagaatcgaactggagaatgcgattaaaaatctcggtattcatgattatcgtgtcgataaacccgaacaaatcgtttctgagataaaagagatatatgttaatggtaatcctagaacctggtggttatcattaaaacatagacaatatgtcttttcttataccgataattctggatataaaaacatatcacaaatagtaagtaaacaactcaatgaaagcaatgtaatca+ STM0293 100 STM2767 61.321 STM0293 100
370629 atgcaggctatcgccagcgagctaagcgcccggttaaataccccagttgaagtcggtggtgtggaagccaacatggctgtggctggcgcgttaacgacgcctggatgcgacgctccgctggcgatcctcgatttaggcgcaggatccaccgatgccgccattatcaataacgatggcgtagtgaaggcggtacaccttgccggggcggggaatatggtcagcctgttgattcaaacggagcttggcttaagcgatc+ STM0326 100 STM0325 74 STM0326 100

1142213 atgtgtggacgctttgcacaagcacagacccgtgaagaatatctggcatatctggccgacgaagccgatcgtaatattgcttatgaccctcagcctataggccggtataacgtggcgcccgggactaaagtcctgctattgagcgaacgcgacgagcaattacatctcgacccggtgatttggggttacgctcccggatggtgggataaagctccacttattaacgcccgtgtcgcgacagcggcctccagcagaa- STM1053 100 STM2299 57 STM1053 100
4576757 atggcagctaaagacgtaaaattcggtaacgacgctcgtgtgaaaatgctgcgcggcgtaaacgtactggcagatgcagtgaaagttaccctcggtccgaaaggccgtaacgtggttctggataaatctttcggtgcgccgactatcactaaagatggtgtttccgtagcgcgtgaaatcgaactggaagacaagtttgaaaacatgggcgcgcaaatggtgaaagaagttgcctctaaagcgaacgatgctgca+ STM4330 100 STM2191 65.347 STM4330 100
357550 atgcgtaaaatcgcattttttcttgcgatgcttctgatgccgtgcgtctcatttgccggtttgctgagcagcagcagccccgtcacgccggtcagtaaagagtataagcagcagttaatgggctcaccggtctatattcagatttttaaagaagagcgcacccttgatctctacgtcaaaatgggtgagcaataccagttgcttgatagctacaaaatttgcaactattccggcgggttaggcccgaaacgccgtc- STM0312 100 STM3277 74 STM0312 100

1131371 atgcaggatataccacaggaaaccctgagcgagaccaccaaagcggagcagtccgcgaaggtggatttgtgggaatttgatttaaccgcgattggcggtgagcgctttttcttctgtaacgaaccgaacgaaaaaggcgagccgttaacctggcaggggaggcagtacgaaccgtacccgatacaggtacaggattttgagatgaacgggaaaggcgcatctccccgcccgaacctcgttgttgccaatctctttg+ STM1045 100 STM0921 76 STM1045 100
1170688 atgatagccagcaaattcggtatcggccaacaggtccgccattccctgttaggttacctcggagtggtcgtcgatatcgacccggaatattcgcttgatgagccgtcgcctgatgaactggcggttaacgacgaacttcgcgccgctccgtggtaccacgtggtaatggaagatgatgatggtcagccagtgcatacttatctggccgaggcccagttgcgaagcgaaatgcgggacgagcatccagaacagccat- STM1079 100 STM1079 100
1207146 atgtcgcaacgcacagagaaaaaaatcgggaaacgctcgcaggccaccggtgcaaaacggcagcttatcttaaccgccgcgcttgctgttttttcccagtatggcattcatggcgcgcgtcttgagcaggtcgccgagcgggcaggcgtctccaaaaccaatctgctttattattatccctcgaaagaggcgctgtatgtcgcggtaatgcgacagattctggatgtctggctggcgccgctcaaggcgtttcgcg+ STM1122 100 STM3190 66.981 STM1122 100
1245435 atgaaaaaaaacctgctgggattcaccctcgcatccttgttattcacgaccggttccgccgtggcggcggagtataaaattgataaagaaggccaacatgcgttcgtcaatttccgcattcagcatctgggctacagctggctatacggcacctttaaagatttcgacggcacgttcacttttgacgaaaaaaatccgtcggcagacaaagtgaacgtgaccattaacaccaatagcgtcgacactaaccatgccg- STM1157 100 STM3302 61.386 STM1157 100
1290762 gtggcagaagaaactatattcagcaaaattattcgtcgtgaaatcccttcggatatcgtttatcaggatgagctggtcaccgcctttcgtgatatttcaccgcaggcgccgacgcatatcttgattattcccaatatcctgatcccaaccgtcaatgacgtgacggcggaacatgaacaggcgttaggtcggatgatcaccgtggcggcgaaaatcgccgaacaggaaggcattgccgaagatgggtatcgtttaa+ STM1205 100 STM2533 61 STM1205 100
1172720 atgaaaacagtcttctctttgaccgcagccgcaatgatggcattgagtggcggcgtatctgccgcgtcggcgtttagcctcagtagcgcggatattccggcggattttcgtttaacgcaacagcacgtctttaaaggatttggttgtagcggagaaaatatttcgccgcagctgagctggcgcaatccgcctgccggaaccaaaagctacgctattaccgtcttcgatcctgatgcgcccaccggaagcggctggt+ STM1081 100 STM0792 70 STM1081 100
3573269 gtgaaccaggccatacaatttcctgaccgcgaagaatgggatactgccgccagtgctatcatctttcccgccctggttaatgggatgcaactcacgtgtgcaataaaaaaagatgtactggcgtatcgctttggtggagaaacagcggagcaatggctggccatttttcgtgagtatcgctgggacctggaagaagaggcggaagcattaatcctggcccagcaggaagatgatcacggttggatatggttatcct- STM3400 100 STM2556 59.406 STM3400 100
3607200 atggcaatccgtaaacgttttattgcaggcgcgaaatgtccggcctgtcaggcgcaggatacaatggcgatgtggcgtgaaaataatgtcgatattgttgaatgcgttaagtgcgggcatcaaatgcgggaagcggataaagacgtccgcgagcatgttcgcaaagaagagcaagtgatcgggatttttcatccggactag- STM3456 100 STM1679 60 STM3456 100
3649205 atgacactaaatgggaaatctccagtgaagttcgtaaagtatttattgatccttgcagtatgttgcatcctgctgggagcaggctcgatttatggcctttatcgctatattgagccacagctacctgacgtcgcgacattgaaagatgtgcgtttgcaaattccgatgcaggtttacagcgcggatggcgaacttatcgcgcaatatggcgaaaaacgtcgtattcccgttacgctcgatcaaattccgccggaa+ STM3493 100 STM0190 64.706 STM3493 100
3681359 atggcaaggatcatcgcgctggatggcgcacagggagagggcggcgggcagattttgcgctcggcgctgagtttatcaatgataaccggccagccgtttgaaatgagcggcatccgcgccgggcgcgctaaaccggggctgctacgccagcatttaacggcggtgcgagcggcaacggaaatctgcggcgcgcaggtgaacggcgacgagctgggctcgcaacagttgcgttttacgccggggccgattcgcggc- STM3518 100 STM3518 100
3711498 gtgagtacattaacactggttttaaccgccgtcggttccgtcttactgctgctgtttttggtgatgaaggcgcgtatgcacgccttcgtcgcgttaatggtcgtctcgatgggcgcggggcttttttcagggatgccgcttgataaaatcgccgcgaccatggaaaaagggatgggcggcacgctgggattcctggcgattgtggtcgcgctgggggcgatgttcggcaagattctgcacgagaccggcgcggtc- STM3541 100 STM3540 84 STM3541 100
1047765 atgaaaactaagatccctgatgccgtgctggcagccgaggtgagccgtcgtggtttagtcaaaaccaccgcgataggcggcctggcgatggccagtagcgcatttaccctgccatttacccgcatcgctaacgccgcagaggcaataagcccggcgaaaaccggcgagaaagtcgtctggagcgcctgtacggtaaactgtggcagccgttgtccgctacgtatgcatgttgtggatggcgaaatcaaatatgta+ STM0964 100 STM1498 84 STM0964 100
4223992 atgtgcacattcccctactcaacgataaagggatttattgtgattacgctcattggcccccatcagagcaagcgcacgcattattttatgcaggctgccgccgtacttggggaacccgtcacggcgctgactcatccgcaagcgctggacgcttcgctgacctctggcatcgttaaaatcgacccgccagtacacagtgaaacagacatccgcaaaataaacgcgatcggtctggactatatccattttttgcag- STM4014 100 STM3208 53.774 STM4014 100
4286073 atgttgaaattcatccaaaataaccgggaagcgacggcactgctggcaatagtctgtttattcgtgtttcctggcgcgctggatagtcagtatttgagcgtgcaaacgctgacaatggttttcagtagcgcgcaaattttgatgctgttggcgattggcgcgacgatggtaatgctcacccgcaatattgatgtatcggtgggctcgacgacaggaatgtgcgcggtattgctgggagtgatgttaaacgccggc+ STM4075 100 STM3072 93 STM4075 100



4331955 atgacattattcgccgcaccgcgcatcagttgtgaggttgtgggggcgcgcgatgaggagaccgcgcgtatcttcaatatccagcgctattcgctgaatgacgggcaggggattcgtacggtggtcttttttaagggctgtccgcatacctgtccgtggtgcgctaatccggaatctatctcgccgcgcattgaaacggtgcgccgggaaaataaatgcctgcgttgcacgccgtgtctgcgggatgccgacgaat+ STM4115 100 STM0844 69 STM4115 100
3005780 atgtcgtatacacccatgagcgatcttggacagcaaggcttgttcgatatcactcgtaccttattgcagcagcccgatttggcgtcgctcagtgaagcgctttcgcaactggtaaagcgttcagcgctcgccgacagcgccggcattgtgctatggcaggcgcagtcgcaacgcgcacaatattatgcgacgcgagaaaatggccgtcctgttgaatatgaagatgaaaccgtactggcgcacggcccggtacgt+ STM2859 100 STM2562 74.257 STM2859 100
3060710 atgttaaaaattggcgtcattgccgatgattttaccggcgcgaccgacatcgccagttttctggtcgaaaacgggatgccgacagtgcagatcaatgatgtcccaaccgggacgcaaccggaagggtgcgacgcggtggttatcagcctgaaaacccgctcatgcccggcgcaagaggcgataaaacaatcgctggcggcgctggtatggctgaaaaaacagggctgccagcaagtctatttcaaatattgctcg- STM2917 100 STM2917 100
4323806 atggatcgcattattcagtcaccaggtaagtatattcagggtgcaaacgtcatcgcgcgtcttggcgattatttaaaaccaatggcgaacaactggctggttgtgggcgataaattcgtgctgggatttgccgaagagacgctgcgcaaaagcctgacggatgccggtttgtcagtagaaatcgccccgtttggcggcgaatgttcgcaaaatgagatcgacaggctgcgcgccgtcgccgaaaaaagtcagtgt- STM4108 100 STM3529 76 STM4108 100
2996544 atgagtgtgttttatccgttaattcaggcgctggtgctatttgccgttgcgccattgctgtccggtattactcgcgtggtgcgcgcccgtctacacaatcgccgagggccgggcgtgttgcaggagtaccgcgacattatcaaactgctcggtcgtcagagtattgcgcccgctgattctggctgggtttttcgcctgacgccgtttgtgatggtcggcgtgatgctgactatcgccaccgcgctgccggtcgtc- STM2850 100 STM2322 61.765 STM2850 100
3050120 ttgaaaacaactctcagccagcctttcattatcaacaagttaagtatcaatgttaagcctgcactcagtcgctctggaaaaatcgttttcgaagctaacccagctcaaaaactctacactgttttcgatgaccacagagaagctcctgctggtttcggggtaaaagccagtttgacgaaaaaaacctacgtaatccagcgaagagtagcctcgtcagatcgtaatgtcagtgagggtaggaagccaagttctgtct- STM2908 100 STM0652 64.151 STM2908 100
3082475 atgagtgttgtgacgaaagatgataaagccactttgcgtcagtggcatgaggaactacaagaaaaacgtggattacgtgccagcttacgacgtagtaaaacggtgaatgatgcctgtttggctgaggggcttcattcattgttaatgcaaacacattctttatggaaaaacaaagcaccctggaatgttactgcattggcaatcacagcggcactggctgcacatatcaaatttattgatgagcaaaagagttttg- STM2942 100 STM3771 59.048 STM2942 100
2529715 atgttcaaggaacggatgacgccagaagaactcgctaatctcaccggttacagccgacaaaccatcaataaatgggtacggaaagaaggctgggcaacatcgcccaaacctggcgtccagggcggtaaagcccgtctggttcatgtaaacgaacaggttcgtgaatatatccgcagcgctgaacgttcagttgaccatcacgcagacacattcacgcctgccagcaacgcatcgcttgaagcgctgctcatgacgc+ STM2413 100 STM0606 63.107 STM2413 100
2593462 gtgacggttaaacgcccggtctcggccagtctggctaaggcttttttctatattgtgctgttgtctattctgtccaccggcagcgcattactgacgctgaccagcagtttacgggatgccgaagcgatcaatatcgccggttcgctacgaatgcagagctatcggctgggttacgatctgcaaagccgtagcccgcagattaatgcgcatcgtcaacttttccagcacgcgctcaactcgccggtactgcaaaat+ STM2480 100 STM1766 65.347 STM2480 100
1114447 atgtgtcttgctgaataccttatctctggaccaggaggaatggatcctgatatcgaaattgatgatgatacctatgatgaatgccgtgaggtgctatcacgcatacttgaagatgcatacactcaaagcgggacattccgcagactgatgaattatgcctacgaccaggaattgcatgatgtagaacaacgctggttgctgggagccggagaaaactttggtactaccgtaactgatgaggacctggagagttcag- STM1026 100 STM2614 100 STM1026 100
4294230 atgagacgagaacttgccatcgaattttcccgtgtgaccgaagcggcggcgctggctggctacaaatggctgggacgcggcgataaaaataccgcggacggcgcggcggtcaacgccatgcgtatcatgctcaaccaggtcaacattgacggcaccatcgtgattggcgaaggcgaaatcgacgaagccccgatgctctatatcggcgagaaagtcggtaccggccacggcgatgcggtagatatcgccgtcgat- STM4085 100 STM1712 59.434 STM4085 100
4328380 atgaaagagttggtacagatcctgaaaaatacccgccagcacctgatgaccggtgtttcgcatatgatcccctttgtggtggctggcggaattttgctggcagtctccgtcatgctatatggcaagggcgccgtacccgatgccgccaccgatccgaatcttaaaaaactgtttgatatcggtgtcgccgggctgacgctgatggtgcctttcctcgccgcatacatcggttactccattgccgaacgctccgcg+ STM4112 100 STM3858 70 STM4112 100
4529482 ttgatcctgatgaggcgtcgggaggacgttatgccagtctgtgaattacgccacgcgacaacagaggataccgattctgtttacgcgcttatctgtgagttacttaaaaatgagcttgattatcaggctttcagggatggattcgccgctaatttactggaccccaacgttcattatcgtttagcgctgcgcaacggagaggtggtcggcatgatcagcctgcatatgcagtttcatctccatcatgccaactgga- STM4287 100 STM4455 65.385 STM4287 100
4589166 atgagtccgaaaatgtttgcgttgtgcgctatctggattttactggctatcccactcatcgctgtattttcagtcctggataaagagtggatgattggcgagagtgggataaccaacatttgtgatgtgatgagaactgtcgaaaatgatgattccagaagttttggcgcgatgatgacgctgcccctgtttttcccatttttttacgttactgtgtataagaaaatacgtagttggtttttgtactgtgtcgcgt+ STM4346 100 STM0029 49 STM4346 100
2535691 atgcctcacgctcttttttctcataatcctgagtattgtgttgatattgttcatgcacataaaccggcatttaccccgcgagttgcgtttattttaggctccgggttgggtgctctggcggaccaaatcgaagatgcggtagccatttcttacgagaaattgccgggatttcccgtcagcaccgtacacggccatgctggtgaactggtgctcgaccatctggcgggggttccggtggcctgtatgaaaggccgtg- STM2422 100 STM1913 59.406 STM2422 100
1343324 atgctgagtttacaacaggttacgctggaaagcgcgcgttatcgctggtatggcgcgagacgctggtcgccgttattacagaatgtctcttttgatatcgcgcccggcgaaatggtggcattggttggcggcagcggggagggcaaaagtctgctgctgcaatgcctgctcgatctgctgccggaaaatttacgctttcggggggagattacgcttgatggcaaccggctggacagacataccatcaggcagctta+ STM1258 100 STM1646 66.346 STM1258 100
1558623 atgtctggaggattagttacagctgcatacattgttgccgcgatcctgtttattttcagtcttgccgggctttcaaagcatgaaacgtcccgccaggggaataacttcggtattgccgggatggcgatcgcgttgctggcgaccattttcgggccggataccggcaacgtggcatggattctggtcgccatgattattggcggcgcgattggcatccgcatggcgaaaaaagttgagatgaccgagatgccggag+ STM1480 100 STM3569 64.706 STM1480 100
2641709 gtgaaatcgaaaaagtgtgtcggttttttaccctggctgctgctatgcgccctcagtttaacgcctttcttcgcgcaggccgtgcgaagcagcggcgcatggcaggaactcactgagcaaactgcggctattaatggcactccgcctcaggccgacagtgtaacgatcccggtatatcagggcagcgtgcagttgcgctctgatgcggcgaatcctgttgactactccgcgaagcccagccagttcagcaccagt- STM2514 100 STM2515 70 STM2514 100

25798 atgaaaaaaaacgtaccgattttccttcgattattgctactgctgtcggcggccggcctgtcgtttgccgcgcaggcgggaggcattgcgctgggcgcgaccagggtgatttatccgcagggaagtaagcaaacctccttgccgattattaattcttctgccagcaatgtttttttaattcagtcatgggtcgccaatgccgatggttcacgctcgacggattttatcattacgccgcctctctttgtgatccagc+ STM0022 100 STM0545 76.699 STM0022 100
4617299 atggcaagagatagaggttcccctatgatgcaattttttcagcgtttgctcggtaaaacaagcgcgccagcgccgattcgcggaccattaggattacatcttaacgccggtttcacgctggatacgctggcatttcggctactggagtcgtcgttgctggtggcgctaccgggtgaaaaatacactgtcgcggcagcgagtcgcatagatttaggcggcggcagtcagatttttcgctactacacctctggcgatg+ STM4373 100 STM2668 61.765 STM4373 100
4647786 gtgccacatatccgtcagttatgttgggttagcttactgtgcctgagcagttctgcggtagccgcaaatgttcgtctgaaagtcgaagggctatccggagagctggaaaaaaacgttcgcgcacagctctctacgattcagagcgatgaggtgacgccggatcggcgctttcgcgcccgagttgatgatgcgattcgcgaagggcttaaagcgttaggctattacgaacccactatcaaattcgacttgcttcca+ STM4409 100 STM4446 63.208 STM4409 97.47
4658050 atgcgcattcatattttgggaatttgtggcactttcatgggggggctggcgatgctggctcgctcgcttggtcatgaagtaacgggttcggacgccaatgtgtatccgccgatgagtaccttacttgagaagcaaggcattgatctgatccagggttatgacgccagccagctcgatccgcagccggatctggtgattatcggcaatgcgatgacgcgcgggaatccgtgcgtggaagcggtgctggaaaaaaac+ STM4416 100 STM0739 63.462 STM4416 100
2379299 atgagtagtccacaagaaaatttatacgatgcaattcgtattgtaaaaaggaaaatcattcctttggcctttattctttacttttttaactatatggatcgtgtcaatattgggtttgctgcattacgcatgaatgaatctctcggtattacgcctgaggatttcgctaatatttcttctatattcttcatatcatatttaatctttcaaattccgagtagcattggcttgcaaaagcttggcgcaagaaaatgg- STM2274 100 STM2290 66.337 STM2274 100
4741369 ttgcaaaatcaggaatttattgccggccttaaagcaaaattcgccgaacatcgcatcgttttctggcacgatcccgataagcgtttcctcgaagagctggataacctcgaactcgaaaacgtcacgctgcttgatatgaccgaccagtcgcagctggcggttaaaaagcgcattgaaatcgacgagccggaacagcagtttttgctgtggttcccccacgatgcccccccaaaagagttcgactggctattggat- STM4492 100 STM3773 60.55 STM4492 100
4773283 atgcaacggattattcagtttttctcccaacgcgccacaacgttatttttcccgatggcgctgattttgtacgattttgccgcctatctgacgacggatctgattcagcctggcatcattaacgtcgtgcgcgattttaatgctgacgtcagtcttgcgccggcctcggtcagtctctatctggcgggcggaatggcgttgcaatggcttctggggccgctatccgacaggattggccgccggccagtgctgatt- STM4517 100 STM0866 70 STM4517 100
1224038 atgatgacgaaatacggtgttgtaggtacaggttattttggcgctgaactggcgcgatttatgtctaaggttgaaggggcgaaaatcactgcgatttacgatccggtaaatgcggctccgatagcgaaagagttgaactgtgtcgccactgcaacgatggaggcgctttgttcccatcctgatgtggattgcgtaattattgcttcaccaaattacttacataaagcgccagtcattgcggcggctaaagcgggt+ STM1133 100 STM4433 65.686 STM1133 100
1414676 gtgagtctgagagaagctctggaaaaagctgaagaagccggagtagacttagtcgaaatcagccctaacgccgagccgccggtttgtcgtataatggattacggcaaattcctctatgaaaagagtaagtcttctaaggaacagaagaaaaagcaaaaagttatccaggtgaaggaaattaaattccgtcctgggacagatgaaggcgactatcaggtaaaactccgcagcctgattcgctttctcgaagagggcg+ STM1334 100 STM0775 60.185 STM1334 100
2468584 atggataccctgcaacaatctccgccagcagagcctgaaggcggtctgcggcgtaacctgaagaagcggcacctgctgatgatgtcgctgggcggcacgattggcaccggcttatttatcggcattgccgaaccgttaagcagcgtcgggccggcgggaaccttactggcctatctgtttgccggaaccattatgctggcgacgatgatgtgtcttggcgaattatcatgcgcctttcctcactccggttcattt- STM2357 100 STM0400 73.267 STM2357 100
1340757 atgctgcgccgggagaaacaaaaacaacgcataatctgggacaaattgatgattaaaggcaaactggcgctcgtgacgtgcgcgctgactctggtattcacttcgtcgcttttcgccgcgtcggacacggcagacggtcgtaccctgaagctggccattggccctgagccaacggaaggctttgatcctatgctgggctggagccacggcagctacttattgcttcatgcgccgttgcttaagcaaaacgccgac+ STM1255 100 STM3451 68.627 STM1255 100
235261 atgaggcaatggcggttacggctgggcacggtaacgtgtgcggccatgctgagtgcggtcagtatgccgctggcagcgggaagtaagacggtcaacatgacgctgacgatagtcgttaatgccgcgccgccctgtactgtgaccggcggtgaggtggaatttggcaatgtgttgacgacgaaagtggatggggtgaattaccggcaggcggtgggctatcgcctgagctgtaacggcagagtgagcgattacctga+ STM0198 100 STM2689 62.963 STM0198 100

1241165 atgaccatgtatgccacgctggaagaagctatcgatgcagcccgggaagaatttctggctgaccatccaggcctcgaacaagacgaagcgaatgtgcagcagttcaacgttcagaaatatgtactgcaggatggggacatcatgtggcaggtcgaatttttcgccgatgaaggtgaagatggcgaatgtctgccgatgctgagtggtgaagccgcgcagagcgtgtttgacggcgattatgatgagatagagatcc- STM1153 100 STM0567 49.057 STM1153 100
1358235 atgactgaagtcgcgaagggtgtcgctacacaccaacgtttagtggctttattaacccaggagaacgcgcgctatcgtgtggtgaaccatgaagcggtagggaaatgcgaagcggtatctgaaatacgtggtactgcgctgggccagggcgcaaaagcgctggtctgtaaagtcaaaggcaacggcgtcaaccagcacgttcttgctattctggcggccgatcagcaagccgacctctctcagcttgcttcacatc- STM1282 100 STM4581 62.745 STM1282 98.3
1505383 atgagttcatcgtgtatagaagaagtcagcgtaccggatgataactggtaccgaatcgccaacgaattgttaagtcgcgcggatattacaattaatggttccgccccgtctgacattcgtgttaagaatcccgatttttttaaacgcgtccttcaggaaggatcgttggggttaggtgagagttacatggatggctggtgggaatgcgagcgtctggatattttcttcagcaaagtcttacgtgccggtcttgaa- STM1427 100 STM0011 66 STM1427 100
1247539 atgaaatacgaccttattattatcggcagcggttcggttggcgccgccgctggttattacgccacccgcgccgggctaaaggtcctgatgaccgatgcgcatatgccgcctcatcaacagggcagccaccacggcgatacccgtcttatccgccacgcttatggtgaaggcgaaaaatatgtcccgctggtgcttcgcgcccagacgctttgggatgaactctccacacacaatgaagagcctatttttgtccgc- STM1160 100 STM1160 100
1372814 atgcaaaagaaatcaatttacgttgcctataccggcggtactatcggtatgcagcgctcagataaagggtatatcccggtgtccgggcaccttcagcgccagctggcgctgatgccggaattccaccgcccggagatgccggattttaccatccatgaatatgccccgctgatggattcatcagatatgacgccggaagactggcagcatatcgctgcagatatcaaagcgcactacgatgagtatgacggtttt- STM1294 100 STM1806 63.366 STM1294 93.39
4204822 atgaaaaagatttggctggcgctggctggtatggttttagcttttagcgcctcggcagcacagatcagcgacggtaaacagtatatcacgctggataaaccggtcgctggcgaaccccaggtactggagtttttctccttctactgcccacattgttatcagtttgaagaagtgcttcatgtgtctgacaatgtgaagaaaaagctgccggaaggcaccaaaatgaccaagtaccacgttgagttcctggggccgt+ STM3997 100 PSLT011 67 STM3997 100
1391506 atgaacaagaacgtagcaggaattttaagcgcagcggcggtaatgactatgctggcaggttgtacggcgtatgatcgtacaaaagaccaatttgttgagcctgtcgttaaagatgttaaaaaaggaatgagcagggcgcaagttgcgcagattgcgggcaaaccgtcatctgaagtgagtatgattcatgcgcgcggtacctgtcagacctacatcctgggtcaacgtgatggtaaagcggaaacctactttgttg+ STM1311 100 STM4410 67.327 STM1311 100
1964357 atgtatatcggtccacacggacacgtcgttattgtggacgcagacggtaatgcggaaacctttggtcttatggacggcggtgtggatgctgctattacggcatatttcgggtcgcaattacaggaacgggtacagcaaaatatcatccgtgaatacctgggggaacagcccgtcggcaccgcctttgttattgaaacgggtaacagtaaacatccgtggctggttcccgccccgacgatgcgcgttccgctgatta- STM1868 100 STM2586 100 STM1868 100
1524761 atggcaagcagtaacttgattaaacaattgcaagagcgggggctggtagcccaggtgacggacgaagacgcgttggcagagcgactggcgcaaggcccgatcgcgctctattgcggcttcgatcctaccgctgacagcttgcatttggggcatctggttccattgttatgcctgaaacgcttccagcaggcagggcacaaacctgttgcgctggtaggcggcgcgaccggtctgattggcgacccgagcttcaaa+ STM1449 100 STM1449 100
1457405 atgacatttcctgtagaaaaagtacgggcggattttcccatactgcagcgtgaagttaacggcctgccgctggcttacctggacagcgcagccagcgctcaaaaacctaatcaggtgattgatgctgaatctgccttctaccgtcacggctatgctgcggtacatcggggtatccatacgttaagcgcgcaggcgaccgaaagcatggagaatgtgcgtaagcaggcgtcgcggtttattaacgcccgctccgca+ STM1373 100 STM2984 70 STM1373 100
1256538 atgcaggagttttacgccagggtctggaatacaaaagaaatgaatttattgaaatcgctggctgccgtcagctcgatgactatgttttcacgcgtgttgggctttgcccgtgatgcgattgtcgccagaatttttggcgcagggatggcgaccgacgccttttttgtggcgtttaaactccctaatttactacgccggatctttgccgaaggcgctttttctcaggcctttgtgcctatcctggcggaatataag+ STM1170 100 PSLT110 64.706 STM1170 100
1497372 atggaaactttgctggagataatcgcgcggcgtgaaaagcaattacgcggcaagcttaccgtacttgatcagcagcaacaggcgattattacggaacagcagatttgccagacgcgcgctttagcagtgtctaccagactgaaagaattaatgggctggcaaggtacgttatcttgtcatttattgttggataagaaacaacaaatggccgggttattcactcaggcgcagagctttttgacgcaacggcagcagt+ STM1416 100 STM1494 62.376 STM1416 100
4081795 gtgctcaacaaactctctcgtctgctggctgatgccggtatttctcttaccgatcaccagaaaacgctgctggtcgcctacgttgatatgctgcacaaatggaacaaagcatacaacctgacgtcagtgcgggatcccaacgaaatgttggtacgccatattctcgacagcatagtcgttgcgccgtatcttcagggacagcgttttatcgacgtaggaacaggaccggggctgccgggcatcccgctggctattg- STM3873 100 STM3873 99.05
2786289 atgattacaggtatccagattactaaagccgctaacgacgacctgctgaattccttctggctgctggacagcgaaaaaggcgaagcgcgctgcatcgttgcaaaatccggctttgctgaagatgaagttgtggctgtcagcaaactgggcgagattgaataccgtgaaattccgatggaagttaaaccggaagtacgcgttgaaggcggtcagcatctgaacgttaacgttctgcgtcgtgaaactctggaagatg- STM2646 100 STM0973 85 STM2646 100
279963 atgaccactctcacgttgaatacctcgttactctcttctcgccgtattctggctgcctttagcggcggcctggattctacggtgctgttgcatcaactggtgttgtggcgagaacgccatcctgacgtcacgctgcgtgctatccatattcatcacggtttaagccctcatgctgatagctgggtgcggcattgcgaaaccgtatgcgaacgctggcaggttccgctggtagtggagcgggtgacgctggcggat+ STM0236 100 STM1210 63.725 STM0236 100
458001 atgttgaatgcctggcacttaccggttgccccatttgtgaagcaacataacgataaattaaccattacgctgtggctgagcggagaaaatccgccgtctcgcgtgacgttgcgctcagaattcgataatgaagaaatctcactggcgatgcgcaaacagcgccgccagccgcagccgggcgtgacggcgtggcgagcgacgctcaatatcgcgttagggcaaccccgtcgccgttacagctttaaattgctttgg+ STM0401 100 STM1806 72.115 STM0401 100

4413920 gtgttaactttgctccatctactttctgccgttgcgctgttggtatggggaacacatatcgttcgtactggcgtaatgcgcgtgtttggcgcgcgtctacgcactgtcctcagccgcagcgtggaaaagaaaccgctcgccttttgtgcgggtatcggtgttaccgcgctggtacaaagcagtaacgccaccactttattggtaacgtcgtttgtcgcccaggatcttgtcgccctgacgccagctctggtgatt+ STM4189 100 STM1771 62.5 STM4189 100
4513157 atgaagagagttctgacggcgcttgccgccgcactccccttcgccgctcatgcggcggatgccattagcggcgcggttgaacgccagcccaccaactggcaggcgattatcatgtttttgattttcgtcgtgtttacgctcggtattacctactgggcctctaaacgcgtacgttcccgtagcgactactacaccgctggcggcaatatcaccgggttccagaacggcctggcgattgccggcgactatatgtct- STM4273 100 STM0493 56.436 STM4273 100
1387260 atgacggcgcatgaagttaattttgacgggctggtggggcttacgcaccattatgccgggctatccttcggcaatgaggcatcgacccgccaccgttttcaggtgtcgaatcctcgtctggcggtaaaacaggggctgctaaagatgaaagctctggcggatgccggctttccccaggcggtgatcccgccgcatgagcgaccttttattccggcgttgcgtcagctcggcttcacgggtagcgatgagcagatt+ STM1306 100 STM2026 73 STM1306 100
1425015 atgaccctgtcttttactgcccgttggcgcgatgaattgccagcaacgtataccgcgcttttacccacaccgttaaaaaatgcgcgactgatttggtataacgacgaactggcgcagcagttagccattcccgcttcgttatttgatgctaccaatggcgctggcgtttggggcggcgaaaccttattacccggtatgtcgcctgtcgcgcaggtatatagcgggcatcagttcggcgtctgggcgggacaactc+ STM1345 100 STM2913 61.538 STM1345 100
1515970 atggttcagcgtgtcaccatcgctccacaaggcccggagttttcgcgttttgtcatgggttactggcgtttgatggactggaatatgtccgcgcgtcagttagtgagttttatcgaagaacatctggatttgggcgtcactaccgttgaccatgcggacatttatggcggttatcagtgcgaagcggcgtttggcgaggcgctaacgctggcgccgcatttgcgggaaaaactgcaaatcgttaccaaatgcggta+ STM1439 100 STM2807 63.208 STM1439 100
2913162 atggaatgtatggctgtaaatgatatttcctacgggcgagaagctgaaatatggccgcgggattattctatgcttgctcgtcgagttcaatttctacgttttaatgatatccctgttcgattggtgagtaataatgcccggataatcacaggctacattgcgaagtttaatccgaaggaaaatttgattctggcttcggataaacctaaaggaaataagcgcattgaagttaaactagagtctctggcaattcttg- STM2770 100 STM2525 52.475 STM2770 100



2178580 gtgaagatacttattactggcggggcaggttttattggatcagctgttgtccgccatattattaagaatacacaggacactgtagttaatattgataaattaacctacgccggtaatcttgaatccctttctgatatttctgaaagtaatcgctacaattttgaacacgcggatatttgtgattccgctgaaataacgcgtatttttgagcagtaccagccggacgcggtgatgcatttggctgcggaaagtcat- STM2097 100 STM3922 80 STM2097 100
2717472 atgaatcttggtaccttagtgtctgaaacccgtaacccgcaaacgatggatctggatgcgttgcctactcctgaattagttaagcgttttaatgaacaggatacgctggtagcggaagcggtaaaagccactctgcctgacgttgcgcgtgcggtggatgccgctgcggcggcgctgaagtctggcggacgtatcatctatatgggcgcgggcaccagtggtcggcttggcgtactggatgcctctgaatgccccc- STM2571 100 STM3002 63.208 STM2571 100
241232 atgctcgtctattggctggatattgtaggcacggctgtatttgctatctctggcgtgttgctggccgggaaattacgtatggacccgttcggcgtcctggtgctcggcgtcgttactgccgtcggcggcgggacaatccgcgatatggcgctggataacggcccggtattctgggttaaagatcctaccgacctggtcgtcgccatggtcaccagtatgctgaccatcctactggttcgccagccaagacgtctac- STM0205 100 STM0105 63.81 STM0205 100
90411 atgaacaaattttccagtgtctgggtattcagcgataccccttctcgtctgcccgaactgatgagtggcgcgcaggctgtaggtgaaaaagttaacgcgttcgtactgaacgaagcagacagcgcgacagcatgtcatttgggcgcggatcatgtctggctgctcagcggcaaaccagaagaccgcatgatcgaagactacgctgctgcgatggctgagactattcgtcagcatagcgagggcggcgcggtgctg+ STM0076 100 STM1353 78 STM0076 100

170768 atgacgctgtttacgacattactggtgctgattgtcgagcgcctgtttaagctgggcgagcactggcagctcgatcatcggctggaggcgctattccgtcggattacgcatttttcgatgttgcgcacgatgggaatgacggcgatcgcgatggtggtgacttttctactgctccaggcgttaaaagggctgctatttaacgtgccgacgctggtggtgtggattctcctgggcgtgctgtgtatcggcgcgggca+ STM0147 100 STM3594 74.257 STM0147 100
3790050 atgcagggcacaaaaattcgactcttagcgggcagtctgttgatgttggcctctgccggctatgtgcaggcagatgcgctccagcccgatccggcatggcaacaggggacgctggctaatgggttacagtggcaagtgttggctacgcctcagcgccccagcgatcgtattgaagttcgtctccaggttaataccggttcgctcaccgaaagtacgcaacagagcgggttcagccatgcgattccccgtatcgcg- STM3613 100 STM3635 62.5 STM3613 100
3687206 atgaaacaaacacaacggcatgacgcgatcattgaactggtaaaaaaacaggggtacgtcagtacggaagagctggtggagcatttttctgtcagcccgcaaaccattcgtcgggatcttaacgatctggcggaacagaatatgattttgcgccaccacggcggcgcggcgttgccctccagctcggtgaacacgccgtggcacgatcgtaaggcgacgcaaacggaagaaaaagagcgcatcgctcgcaaagtcg- STM3523 100 STM4025 76 STM3523 100
2413040 atgacattcacggattggccgtggcgccactggcgtcaggttcgcagtcaggcgcccgctctgcgcctgaacgatgaagtgctaagctggcgcgccctctgtgagcgtattgatgtgctggcgggcgggtttgccgcgcagggcgtacgcgagggcgatggtgtcctgctgcgcgccgggaatcagccgcgcactctgttggcatggcttgcgctgatgcagtgcggcgcgcgggttctgcccgtcaacccgcag- STM2305 100 STM0158 62.617 STM2305 100
2654226 atgcaattgcgtaaattacttctgccagggttgctttccgttaccctgctcagcggctgttcactgtttagcggcgaagaagatgtcgtcaagatgtctccattaccgcaggttgaaaaccagtttaccccgaccactgtctggagcacctctgtcggtaacggaattggcgaattttattctaaccttcatccggtaatggtagataacgtggtctatgcagccgatcgcgcgggcgtggtaaaagcgctcaat- STM2520 100 STM3955 61.386 STM2520 100
467482 atgcggcggcgagtcgcgcccacttcacattacttccggcgatgccaccagcctaaaaacagacctgtcgcaatcccgaccagcgttggtgccgccagatcgtgccagatagtaatgctcaactctgtgagcgtcatattgccgcctttgttgcaatggcaacggttcgcggctatcctcaacttgtctggagtcaagttagcccccgtaatgttgccggtgaataccgaacaatgtgcgggggttttctctttcc- STM0412 100 STM1642 60 STM0412 81.55
617363 atgaaaatctcgttagtcgttccggtcttcaatgaagaagccacgatacctattttctataaaacggttcgcgagtttgaagagctaaaaccgtatgaagttgagattgttttcatcaacgatggaagcaaagatgcgactgaatcaataattaacaaaatagctgcatctgatccgctcgttattccgctttcgtttacgcgaaacttcggtaaagaacctgctcttttcgcgggtctcgaccatgcaaccggg- STM0558 100 STM4205 82 STM0558 100

4833107 atggctcgcgcaaaactgaaatttcggctgcatcgtgcagtcattgtattgttctgtctcacactgctcgtcgcgcttatgcagggcgcgtcctggtttagtcaaaaccaccagcgacagcgcaacccgcagctggaagagctggcccgcacgctggcgcgccaggtgacgctcaacatcgccccgctgatgcgcagcgaaacaccggatgaaaatcgcatcaacgccgtgctgcgtcacgtcacgcaagagagcc- STM4577 100 STM1646 63.303 STM4577 100
3854492 atgaaccggtttattatggcggatgcgtcggcgtgtatcgggtgtcgtacctgcgaggtcgcctgcgtggtgtcgcaccaggaacagcagaatagcgcggcggtgacgacggcggactttgtgccgcgtatccgggtgataaaagaggatagcttcaccacggccacggtctgccatcagtgtgaggacgcgccgtgcgcaaatgtctgcccggtacaggcgattcgccgtgatcgggggcatatcttcgtgacgt- STM3666 100 STM4279 89 STM3666 100
3778825 atgacgaatagcgcttcgcaggcgacacgcgcgccttttgaacatagcctggggattatccgccaggcatcaatagaaatcctgctgctgctgggtattcataccacagagggaaaagagccccggtggttcatggaacaacttgagcaggcgcgtcttaacctgggcggttggggcgcggtggcgaaaaaattgcggataaatgacgcgcagttgagccagtttatgctgcaactgcgtcaccttcagcagcat- STM3604 100 STM3522 70 STM3604 100
3649897 atgaccacagattacactgcaaagattctcacaatgagcaaatcattacaaaaacccaccattctgaaagtggaaaccgtcgcacaatcccgactgtttaacgtagaaagcgtggatctggagttcagcaacggcgtgcgtcgcgtgtatgaacgtatgcgaccatcaacccgtgaggcggtaatgattgtgccgatcgttgatgagcatctgattcttattcgtgagtatgcggtgggaaccgaatcctatgagc- STM3494 100 STM3961 60.577 STM3494 100
2398158 atgagcatcactttacttgacggcgtagtgaagaaaaaccgcgcacgtttaattccttttatgttggcgctgtatgtactggcgtttctggatcgttcaaatattggttttgccaaagagacctatcagatagataccgggctaagtaatgaagcctacgcgctaggggccggtattttctttgtggtttacgctttccttggcgtaccggctaacctgctgatgcgcaaatttggcgcaagaacctggatcggc- STM2290 100 STM1107 75 STM2290 100
2611945 atgacgcgccgtgctatcggggtgagtgaaagaccgccgcttttacagacaatcccgcttagtttacagcaccttttcgccatgtttggcgcgaccgtgctggtgccagttctgtttcatatcaatcccgcgacggtgctgctgtttaacggtatcggaacgttgctgtatctctttatctgcaaaggtaaaattcctgcctacctcggatcgagctttgcctttatttccccggtattactgttgttgccgctg- STM2497 100 STM3747 80 STM2497 100
2449141 atgtcgagtaagttagtactggttctgaactgcggtagttcttcactgaaatttgcaattattgatgcagttaatggtgatgaatacctttctggtttagccgaatgtttccatctgccagaagcacgcatcaaatggaaaatggacggcagtaaacaagaagcggctttaggtgcaggcgccgctcacagtgaagcgctgaactttatcgttaacactattctggcacaaaaaccagaactgtctgcgcagtta+ STM2337 100 STM3242 72 STM2337 100
1107979 atgaaaaacgtaatcggtactggcagtgcgcttgatcgcctgaaaagaattatcccagccagtgtgcagccgaaattctcgactgctgatgagtggcgggcatggcaggaagccgaagggcgtaaacgcagtgaagagcttgacaggatgaatcagaaatcccgcaccgagaagattttcgggcgatctggcattcaggatctccatcgtagctgtacgtttgctaactacgaagtaagcggggaggggcagcgaa+ STM1015 100 STM2625 100 STM1015 100
596011 atgaaaacgttggtagttgctcttggcggcaacgcattattgcagcgcggagaagcgctaacggcagagaatcaatatcgcaatattgccgacgcagtgcctgcgctggcgcgacttgcccgctcgtatcggctggcgatagtacatggcaacggcccccaggtcggcctgttggctttacagaaccttgcctggaaagccgttgagccttatccgctggatgtgctggtggcggagagtcagggcatgatcggct+ STM0532 100 STM4466 72 STM0532 100

4645019 atgttaaacagtatattcattatattctgcctgatcgctgtaagtgcgttcttctccatctccgagatctcgcttgccgcatcacgtaagattaaacttaagttattagctgatgaaggcagtatcaacgcacaacgcgtattgaaaatgcaggaaaatcccggcatgtttttcaccgttgtgcaaattggcctgaacgccgtcgctattcttggcggtatcgtcggcgatgcggcattttcgcccgccttttcc- STM4407 100 STM2119 58.824 STM4407 100
2762627 atgaccactcaaatctctgtcgaaactctttccccgattacccataaccaaattcccgttattactaccgaacttttggcgcacttatacggcacaaaaatcaaaaacatttctgataactttctgaacaacaccacgcgattcgttgtaggaaagcatttttttaaaattgaaaaaaacgaattacgcgagttcaagaacagacccgaaacaatcgggttagttggtaaaaatgcccgttccctaatcctctgga- STM2616 100 STM1395 62.617 STM2616 100
3343491 atgagtaacatcctgattatcaacggggcgaaaaaattcgcgcactccaacggccagttgaatgacaccctgaccgaagttgccgatgggctgctgcgcgatctgggtcatcaggttaagatcgtccgcgccgacagcgactatgacattaaagaagaggtgcagaatttcgtctgggctgacgtggtgatttggcagatgccaggctggtggatgggcgcgccatggacagtaaaaaaatatatggatgatgtct+ STM3179 100 STM3179 100
3639526 atgaaaaaaaatcgcgcttttttgaagtgggcagggggaaaataccctctgcttgatgatatcaaacgacatttgccaaaaggcgagtgccttgtcgaaccttttgtgggtgccggatcggtgtttcttaacaccgacttttctcgttatatcctcgccgatatcaacagcgaccttattagcctctataacatcgtgaagttacgtactgacgagtatgtacaggcttcgcgcgagctgtttatgcctgaaacta- STM3484 100 STM2730 76 STM3484 100
2307354 atgttccagttatcggttcaggacattcatccgggcgagcaggccggaaataaagaagaggccattcggcaaatcgccgccgcgttagcgcaggcggggaatgtggcgggcggctatgttgacggtatgctggcgcgcgaacagcaaacctcgacctttcttggcaatggtattgcgattccccatggcacaacagacacgcgcgatcaggtgctgaaaaccggcgtccaggtctttcaattcccgcagggcgtt- STM2206 100 STM3256 68 STM2206 100
2384928 atggcatacaccactttttcacagacgaaaaacgatcagctcaaggaacccatgttctttggccagccggtcaacgttgcacgctatgaccagcagaaatatgacatcttcgaaaaactgatcgaaaaacagctctctttcttctggcgtccggaagaggtcgacgtctcccgcgatcgtatcgattatcaggcgttgccggagcacgaaaaacatatcttcatcagcaacctcaaataccagacgctgctggat+ STM2278 100 STM3177 63.208 STM2278 100
2566326 atgcctgcattagatttaattcgaccttcagtgactgccatgcgcgtgattgcctccgtgaatgacggctttgcgcgggaacttaaattaccgccacatatacgtagtctcggactcatcacggcagattctgatgatgtgacctatattgccgctgacgaagcgacaaaacaggcgatggtggaagtggtctatggccgctccctctatgccggggcggctcacgggccgtcgcctaccgctggtgaggtgttga- STM2456 100 STM2456 100
4290173 atgaacagccagtttgccggattaacgcgcgaagcatgtgtggcattgttagcgtcatatccgcttagtgtgggtattctggcagggcagtggattgcgttgcatcgctatctgcaacagttggaagcgctaaaccagccgctgttgcatttggatttgatggatggtcaattttgcccgcagtttaccgttgggccatgggcagttgggcaactgccgcaaacctttatcaaagatgttcatttgatggtagcgg+ STM4080 100 STM3241 74 STM4080 100
758102 atggccaaagaacaaacggaccgtacgacattagatctgttcgcgcacgagcgtcgcccgggacgacctaaaacgaatccgctttcgcgcgatgaacagttacgcatcaacaagcgcaaccagttaaaacgcgacaaagttcgtggcctcaagcgtgtcgaattaaaactcaacgcacaagcggttgacgcgctgaatgagctggccgaagcgcgcaacattagccgcagcgagctcattgaagaaatattaatga- STM0695 100 STM0695 100

1330417 atgactttgctttcaggaaaaaccacactggttctctgcctctcctctattttatgtggatgtacgacgaacggcttacccacaccttatagtattaatttgtcgttcccggtcattacacaaaaccagattaattccggtggttattacataaatgacgcggaacaaattcggacaactgatggtctgtgccttgatgcaggcccagatcaacagaatcgtttgacgctgcgggagtgtaagcatgtgcaatctc- STM1242 100 STM1654 87 STM1242 96.85
3031395 atggattatcaaaataatgtcagcgaagaacgtgttgcggaaatgatttgggatgccgttagtgaaggcgccacgctaaaagacgttcatgggatccctcaagatatgatggacggtttatatgctcatgcttatgagttttataaccagggacgactggatgaagctgagacgttctttcgtttcttatgcatttatgatttttacaatcccgattacaccatgggactggcggcagtatgccaactgaaaaaac- STM2886 100 STM0802 91 STM2886 100
4204182 atgaacgacaacgcttttactttccagacgctacacccggaaaccatcatggatgcgctgtttgaacaggggatcatggtggattccgggctaactccactaaacagttatgaaaaccgcgtctatcagtttcaggatgaagaccgtcgacgttttgtcgttaagttttatcgtcctgaacgctggtctgttgatcaaattcgggaagaacatcaattcgcgcttgaactggtgaaggatgaggttccggttgct+ STM3996 100 STM2187 63.725 STM3996 100
925468 atggtcgttgacagactgagaaccgatcttctcaacaagctgataaacgcgcgtatcgatcttgccgcttatctgcaattgcgaaaagcgaaggggtatatgtcagtcagcgaaagtgacactctgcgtgacaatttttttgaactgaatcgcgagctccacgatcacgctttacggcagggactgcatctcgatcaggaagagtggaacgcgctgcgccgtgccgaaggcgcgcttgcagccgccgccgtttgtt+ STM0853 100 STM2459 67.29 STM0853 100

3614837 atgtcagccaaacatccggtgatagcagtaacagggtcaagcggcgcggggaccaccaccaccagcctcgcgtttcgtaaaattttcgcgcagttaaatctgcacgccgccgaggtggaaggcgacagttttcatcgttacacccgcccggaaatggatatggcgatccgcaaagcgcgtgacgccgggcggcatatcagctatttcgggcctgaagccaatgacttcagcctactggaacatacctttattgagt+ STM3464 100 STM2383 63.462 STM3464 100
4408035 atggttgcccctgttcccgcgaaacgcgggagaaaacctgccgctaccactgcacccgtaaccgggcaggttcagtcattaactcgcggtctgaagctgctggagtggattgccgagtccaacggcagcgtcgcgctgaccgaactggcgcaacaggcgggtttgcctaattccacgactcaccgtctactcaccaccatgcagcagcagggttttgtccgccaggttggtgagctgggccattgggccgtaggcg- STM4187 100 STM0516 65.686 STM4187 100
1769673 gtggaatattcaatattaagtaacaaccttaaaatgcctatggttggttttggcgtttttaaggtaaccgacaaagaagaatgtcagcagtcagtgttaagcgctattcgcagcggttatcgtcttatcgataccgctgcggtatacggcaatgaagatgccgttggtgacgctgttcgtgaagccatcgcgacaggtctgtgtacccgtgaggagttatttattacttctaaactgtgggtgcaagatatggcta- STM1676 100 STM0234 63.81 STM1676 100
3584936 atggcaagatatttgggtcctaagctcaagctgagccgtcgtgagggcaccgacttattccttaagtctggcgttcgcgcgatcgataccaagtgtaaaattgaacaagctcctggccagcacggtgcgcgtaagccgcgtctgtctgactatggtgtgcagttgcgtgaaaagcaaaaagttcgccgcatttacggtgtgctggagcgtcagttccgtaactactacaaagaagcagcacgtctgaaaggcaaca- STM3416 100 STM0960 54 STM3416 100
2280946 atgttaaagcgcgtgttttacagcctgttggtcctggtaggcttgctgctgttgacggtgcttggcctcgatcggtggatgagctggaaaacagcgccctatatctatgacgagctacaggatctcccctaccgccaggttggcgtcgtgttagggacagccaaatactatcgcaagggtgtcattaatcagtactatcgttatcgtatccagggcgcgttaaacgcttacaatagcggtaaagtcaattacctgc+ STM2184 100 STM3222 66 STM2184 100
1827811 atgtttcgacacgtaaaacaacttcaatatactgtgcgagtgagcgaacctaatcctggattagcgaacctgctgctggaacagtttggcggcccgcagggcgaactggcggccgcctgccgctacttcacgcaaggtttaagcgatgatgatgccggtcgtagagaaatgttaatggacatcgccaccgaggagctgagtcatctggaaattatcggctcactggtaggaatgcttaataaaggcgctaaaggcg+ STM1731 100 STM0498 62.136 STM1731 100
4389833 gtgagttttatacgattacataaagatgccgctgcaacgtggttgagtcgactgttacctgcggcgatcttcattctggtggggctattttccattatggtcattcgcgactatggccgtgagagcgctgccgccaggcagacgctgctggaaaagggaaatgtactcattcgcgctctggagtccggcacgcgagtaggtatgggaatgcggatgcatcacgcgcagcagcagacattgctggaagagatggcg+ STM4173 100 STM0006 66.019 STM4173 100
2621363 ttgcgcttcttttttatcctgatggtgctgccaggcgccgatagaagagtagacgaaacgtccaaagaagaagagaaaactgataagcagtacgatacgggtcatgcgagtgttaaatcgatgtcgttttcgcatactgttggcctgactcacaaagggttccttaacgttggcccagcgatatgggcgggatcaggctgggttcttcaagggtattatcaaggcgaagaacgtaacaagcctgcgttcactctac- STM2505 100 STM2506 100 STM2505 100
3162155 atgctcactcgcctgcgcgaaatagtcgaaaaagtggccagtgcgccgcgtctgaacgaggcgctgaatattctggtcacggatatctgtcttgcgatggatacagaggtttgctcggtttacctggccgatcatgaccgacgctgttattacctgatggcgacgcgggggttgaaaaaaccgcgtggtcgaaccgttgcgcttgcgtttgatgaggggatcgtcggtctggtgggcagactggcggaacccatt- STM3003 100 STM2432 68 STM3003 99.91
3035246 atgtcattgcgtgtgagacagattgatcgtcgcgaatggctattggcgcaaaccgcgacagaatgccagcgccatggccgggaagcgacgctggaatatccgacgcgacagggaatgtgggttcggttgagcgatgcagaaaaacggtggtcggcctggattaaacctggggactggcttgagcatgtctctcccgctctggctggggcggcggtttctgctggcgctgagcacctggtcgttccctggcttgct- STM2890 100 STM2891 100 STM2891 57.87
2140951 atgagcattagtcgtcgttcttttttgcagggggtaggcatcggctgctctgcctgcgcgctgggcgcttttccgcccggggcgctggcgcgcaacccgattgccggcattaacggtaaaaccacgctaacgccaagcttgtgcgaaatgtgttcctttcgttgccctattcaggcgcaggtagtcaataacaagaccgtttttatccagggcaatccttctgcgccgcagcaggggacgcgcatatgcgccagg- STM2065 100 STM1383 66.019 STM2065 100
3529828 atgaatgtctatacttttgattttaatgatattaaaaaccaaagcgatttttatcgcgagtttacgcagacgtttggtcttgccagtgagaaagtaagcgatcttgatacattatgggatgcggtaatgagcgatatcttacccctaccgctagagattgagttcgttcacctgcctgataaactgcgcaggcgctacggggcgctgattttactctttgatgaagcggaagaagagctggaggggcggctacggt- STM3363 100 STM2040 48.515 STM3363 100

17026 atgaatccaattatagatggaattattgcgcttgaaggcggttacgtatttaaccctaaagataaaggcggcgccacccattggggcattaccgaagccacggcgcgagcgcatggctatgctggcgatatgcgggatctgacccacgctgaagcctacgcgattctcgaagaggattactggataaaaccaggttttgacgtcatctcgacgctatcgtggccagtctccttcgagctgtgcgatgcggcagtca- STM0016 100 STM0847 55.446 STM0016 100
618390 atggaatcccgccaattatccgccacagcacatgagatgatgaataacggtgacgccttcgcgcatcagcaaatggctcagacacagaaacccagcgccccggctactgtggaaaatgcgacatccttttctgaaatggacgactatgaaaaagcaatggtcatccattaatcgatgaataatgcccattctttctcccacgagatccaggctgaggagcaccataaacagattaaacgcaattag- STM0560 100 STM3941 60.577 STM0560 100
57189 atgagtaaaccactctgttcaacaggactacgctggctatggctggtagtagtcgtgctgattatcgatttgggcagcaaatacctgatcctccagaatttcgctctgggggatacggtagggctgttcccgtcgcttaatctgcattatgcgcgtaactacggcgcggcttttagcttcctggcggatagcggcggctggcagcgctggttctttgccgggattgcgatagggatctgcgtaattcttttggtga+ STM0047 100 STM3201 56.311 STM0047 100

781568 atgacgacttatcaggagattgaagccagattgattcgctgtttcactatcacgtcatggatagcgtgccagattgccagctatatggattttaagctgtttacgcatagcaacttttttagcgaaaattaa+ STM0715 100 STM0715 100
1759587 atgtcgctgtttctgacaagttttattttcgaaaaaaaagagtacgacgaagagttttatcaactggatggctgaattgagcgctatacgcagtctgttgatggctatattgggatggaaagctataccgatgccgccagcggaagaatagttaacaattattactggcagacccgcgaatcaatggagctattgataaataatttacagcaccagcaggccaaatcacaaagtcataagtggctttccggttacc+ STM1666 100 STM1635 46.078 STM1666 100
4228619 atgagtcaaacatcatcgaatccggcaaccctacgcttgccgtttaaagaaaaacttgcctatggactgggggatttaggttctaatatcctgttagatatcggaaccctctatttactcaaattttataccgatgtgctgggtttaccagggacttacggcgggatcattttcctgatcgccaaattttttaccgcatttaccgatatgggtaccggcattatgctcgactcgcggcgtaaaattggtccgaag- STM4018 100 STM4017 84 STM4018 100
2524960 atgactgacaatcgcgtagagaatagcagcggacgggcggcgcgcaagctaaggctcgcattaatgggacctgcgttcattgccgcgattggttatatcgatcctggtaacttcgcgaccaatattcaggccggcgccagctttggctatcagctactctgggtggtggtctgggcgaacctgatggcgatgctgattcaaatcctctcggcaaaactcgggatcgccaccggcaagaacctggcggagcaaatt- STM2408 100 STM0054 55 STM2408 100



2286484 atgggcagcacgatttctccgccgtcgggtgaatatttgttggaaatgcgtggcattaacaaatcatttcccggcgtgaaagcgcttgataatgtcaacttaaacgttcgtccgcactctattcatgcattaatgggcgaaaacggcgcaggcaaatcaacattattaaaatgtcttttcggtatttaccaaaaagattccggcagcattgtatttcagggaaaagaagtggacttccattcggcgaaagaagcg- STM2189 100 STM3882 74 STM2189 100
1449560 atgattccacaaatttctcaggcacccggcgtcgttcagctggtgctcaattttttgcaggcgctggagcagcaagggtttacgggcgatacggcaaccagctatgccgaccgtctgacaatgtcgaccgataacagtatctaccagcttcttcccgatgctgttgtgtttccccgttctacggcagatgtcgcgcttcttgcccgtctggcggcggagccgcgctttacgtcgctgatatttacccctcgaggc+ STM1365 100 STM1542 63.81 STM1365 100
1858416 atgaaaattcgttcacaagtcggcatggtgctgaatctcgataagtgcatcggctgtcatacctgttcagtcacctgtaaaaacgtctggaccagtcgcgaaggtatggaatacgcctggttcaacaacgtagaaagtaagcctggcgttggttttccgaatgactgggaaaatcaggaaaaatggaaaggcggctggatccgcaaaattaacggcaagctacagccgcgcatgggcaaccgggcgctgctgctg- STM1763 100 STM1578 89 STM1763 100
1898002 gtgagtggttacaatgagcagttcctgaaaaaaaatccattagcgatattaggcgtgctacgggatttaaataaaaatcaggttccactgcgtatttcatgggcgcatggtcaattcatcagtaaaattttggcggtagacccggaaaaactcatcgtggattacggcagccaggaatacgaaaatagcgccgtattacgtgccgggcaggtagccattatcgcagaaacgcagggcgcaaaagtcgagttcacgt+ STM1798 100 STM1200 64.423 STM1798 100
3181822 atgcgttactcacctgaagctttaatagcatttgttgagaccgtctcttgcggttcgttttctgcggcggcgcgccgcctgcgtaaaagccagtccaccattagtatcgccattgcgcatctggaggcggatctgggattttcattatttgatcgatcttcgcgccagcccgttctgaccgaagaaggaaaacgggtgcttagctatgttcaggctattttatcggcgagcgaccgtctggatgaggtggcgctga- STM3020 100 STM0611 66.972 STM3020 100
3114595 atgagttcattaagtcacgcggcgagcagtgcggagaaacgcacgaacgcccgctactggatagtggtgatgctgtttatcgtcacatccttcaactacggcgaccgcgccacattgtccattgccggctcagaaatggccaaagatatcggccttgatccggtaggcatgggctatgttttttctgctttttcatgggcctatgttatcgggcagatcccgggcggctggctgctggaccgctttggttccaaa- STM2962 100 STM3698 74 STM2962 100
3166590 atgcactatcaccgtataccccacagctcgctcgaagtaagtacgctagggctgggcacaatgacatttggtgaacaaaacagcgaagccgacgctcacgcacagctcgactatgccatcgcaaatggcattaaccttatcgacgccgccgagatgtatccggtaccgccgcgcccggaaacacaagggctgacggagtcctatatcggtaactggctcgccaaacgcggcaaccgtgaaaaactgatcatcgcc+ STM3008 100 STM0421 72 STM3008 100
4193020 atggaatcactggccgcgctctataaaaatcatattgttaccttacaagaacggacgcgcgatgttctggcgcgctttaagctggatgcgttacttattcattctggcgagcttttcaacgtctttctcgacgatcacccttatccgtttaaggtcaatccacagtttaaagcgtgggtgccggtaactcaggttccaaattgctggctgttggtcgatggcgtcaacaaacccaaattgtggttttatctgccg+ STM3984 100 STM2027 64.356 STM3984 100
3709734 atgaaaaatgttggttttatcggctggcgcggaatggtcggctctgttctcatgcaacgcatggtagaggagcgcgatttcgacgctattcgccctgttttcttttctacctcccagtttggacaggcggcgcccaccttcggcgacacctccaccggcacgctacaggacgcttttgatctggatgcgctaaaagcgctcgatatcatcgtgacctgccagggcggcgattataccaacgaaatttatccaaag- STM3539 100 STM0499 63.303 STM3539 100
105756 atgaagaactggaaaacgctgcttctcggtatcgccatgatcgcgaataccagtttcgctgccccccaggtagtcgataaagtcgcagccgtcgtcaataatggcgtcgtgctggaaagcgacgttgatggcttaatgcaatcagtcaaactcaacgcgggtcaggcaggtcagcagcttccggacgacgccacgctgcgtcaccagatcctggaacgtttgattatggatcaaattatcctgcagatgggtcag- STM0092 100 STM0452 65.094 STM0092 100

4132746 atgaaacgcattctggtgaccggcggcgcaggctttatcggatctgcggtggtgcggcatatcatccatgaaacggcagacgcggtggtggtggtggataaactcacctatgcgggcaacctgatgtctctggcgtcggtggcgcaaagcgaccgtttcgcctttgagaaggtggatatctgcgatcgggcatcactggagcgagttttccagcagtatcagcccgatagcgtgatgcacctggcggcggaaagc+ STM3922 100 STM2097 80 STM3922 100
4111826 atgacgacgaaaaaagctgattatatttggttcaatggcgagatggtgcgctgggaagacgcgaaggttcacgtaatgtctcacgcgctgcactacggtacgtcggtatttgaagggattcggtgctacgactctcacaaaggtccggtagtgtttcgtcatcgtgaacatatgcagcgcctgcgcgactcagcaaaaatttatcgttttccggtttcccagagcattgatgagctgatggaagcctgccgcgac+ STM3903 100 STM4437 62.617 STM3903 100
1848736 atggctgcccttaattcgaaagtcaaaaaagccgttatcccggtcgcgggattgggaaccaggatgctgccagcgaccaaagctatcccgaaagagatgctgccgctggttgataagccattaattcagtacgtcgtgaacgaatgtatcgctgctggcattactgaaatcgtgcttgttacgcactcgtctaaaaactctattgaaaaccactttgataccagttttgagctggaagcgatgctggaaaaacgcg- STM1752 100 STM2098 77 STM1752 100
4369936 atggtttactcctataccgagaaaaaacgtattcgtaaggattttggtaaacgtccacaagttctggatgtaccttatctcctttctatccagcttgactcgtttcagaagtttatcgagcaagatcctgaagggcagtacggcctggaagcagccttccgttccgtgttcccgattcagagctacagcggtaattccgagctgcagtacgtcagctaccgccttggcgaaccggtgtttgacgttcaggaatgt+ STM4153 100 STM0609 66.355 STM4153 100
1909494 atgtcccacttacgcatcccggcaaactggaaagttaaacgctctaccccctttttcaccaaagagaatgttccggcggcactgctctctcatcacaacacagcggcaggcgttttcggacaactctgcgtgatggaaggcaccgtgacctactatggctttgcgaatgaaaccgcgacagaacccgaagtgaaagtggtgattaatgccgggcaattcgccaccagtccgccgcaatactggcatcgggtagagc+ STM1808 100 STM1271 62.136 STM1808 100
121299 atggcaattgcaattggcctcgattttggcagtgattcagtgcgcgctctggcagtggactgcgccaccggcgacgagatcgccaccagcgtagagtggtatccgcgctggcaagaaggccgttattgcgacggcccgaacaaccagttccgtcatcatccgcgcgactacatggagtcaatggaggccgcgctgaaagccgttctggcacaattaagcgccgcgcaacgcgcaaatgtcgttggcattggcgtt- STM0103 100 STM2251 62.963 STM0103 100

1839486 atgttgaaatttattttacgccgctgtctggaagcgattccgacgctgtttattcttattaccatctctttctttatgatgcgcctcgcgccggggagtccttttaccggcgagcgcgcattgccgccggaagtgctggccaatattgaagcaaaatatcatctgaacgatcccatcatgacgcagtacttcagctacctgaagcagctggcgcatggcgattttggaccatcgtttaaatataaagattacacg- STM1745 100 STM3629 67.619 STM1745 100
2263470 atgaaatggttatgttcagtaggtgttgctgtgagtctggcgatgcagccagcattggcggaaaacctgtttggcaatcacccgctgacgcccgaagcgcgcgacgcgttcgtcacggatttactcaagaaaatgactgttgatgaaaaaattggtcagttacgtctgattagcgtcggccctgataacccgaaagaagcgattcgcgagatgatcaaagacgggcaggtaggggcgattttcaataccgtcacc- STM2166 100 STM2166 100
4187940 atggggcgtgaaatctttaaccgccgcctgccggataattataacgatttttcacactcaatggataacgcggccaacggtcactacttcctgcgtgtagccagctctaactataaacgccctgatgggaaaaatgttcgtaccgtgcgtgatgtgattgccgaagttgatcagaacggcgtggtagtggatgaatggcgtctgtttgatatcctcgatccttatcgtgatgtgataatgaaaaccctcgatcag+ STM3981 100 STM4098 79 STM3981 100
659921 atggcaatcccgaaactacagtcttacgcgctgcccaccgcactggatatcccgaccaacaaagtgaactgggcatttgagccggagcgcgcggcgctgctcatccacgatatgcaggattactttgtcagcttttggggccgcaactgcccaatgatggaccaggtgattgctaatatcgccgccctgcgccagtactgtaaggaacatcatatcccggtctattacaccgctcagccgaaagagcaaagcgatg+ STM0597 100 STM4202 67 STM0597 100

1803913 atgctttcaattgcgaggcgcaccgcggcaggcgccgccctgttgcttatcatgccgcttgccgtatgggtatcaggctggcagtggcagccaggacatcaggtctggtggctaaaaacgctattctggataacggaaaccgtgaccaaaccctggggcgttatcacgcatgtgattctttgtggatggttcttatggtgcctgcgatttcgcctgcgcgccgccattatgctgtttgcgattctcggtggggcga- STM1710 100 STM1710 100
1851517 gtgtctcagccttgtccctgtggtagcgctgacgagtatagcctatgttgtggtcgtattgtgtccggagaacgagtagcacccgatccgtcacatctcatgcgctctcgttactgcgcttttgtgatgaaagacgcagattacttaattaagagctggcatccaacctgcaatgcggccgcgtttcgtgatgatatcatcgccggatttgccaataccaggtggctcggcctgactatttttgaacatacctggt+ STM1755 100 STM3504 58.416 STM1755 100
1686525 ttgctgttaaggctgataaaccttgatgtgcgtcaaataaaaagagcatattgcgcgcgttttttcctctggttggcgtggatgcctgatatgaccctctttcaaaagatattaattttttacgccgtcatggcggtgatatcatccctgatcacctggtttttgactcatgacaaaaaacgaattcgtttcctgagcgcctttttggttggcgcgacatggccgataagtttccccgtcgcattgctgttttcgc- STM1596 100 STM4227 60.377 STM1596 100
1711482 atgaatcgtagacgatttattaaaggttcaatggcaatggccgccgtgtgcggttccagcggtattgcttccctcttttctcaggcggcgtttgccgcggaatccgatattgcggatggtaaaattgtccgttttgattttgctggtctgcaatcaatggcccaggcgttagcgaaaaagccctggggtggcgcgccgggacccttgccggatacgctcgccaatctgacgccgcaggcctataacagcattcag- STM1622 100 STM1150 70.874 STM1622 100
1752431 atgttgagaaatatcagcgtcaggacatgcattattctattcatggtatgtgcgtttcttttggtggatactttacaaatagcttttctgcacgatctccctattttaattacgtgtaatatcatttatctgatctcggcattactgctttggtggtatatgacctgctatctggtagtgccgattaataccgtgaagaaaagtattgaagaggtcgcagcaggaaacttgtctattcatatctccgaatttggc- STM1657 100 STM3577 82 STM1657 100
1766753 atgtacattataagaggagacattattcatattttcgaaatcagggcagacgatatgtatacaaccatcagaaacacagcgctagcaatggtagcttgtttttcgtatatcgcacatgccagtacccaccctcctcttattatcaccaggggagccggaggagacgcctccggagccacagtcattcatgataattggcggcatggcactcctgacctggtcaatcttaccgatatccccatagataaaatcaga+ STM1672 100 STM0294 62.376 STM1672 100
548844 atgaagccggaaaataaaattcccgtactcacccgactgtcagacgaaatgacagccgtcgtaaacttccagcaaccaggccttcccccctggcctgccgatggcgatattgagacccagcgtcagtattatcttcttgagcgccgtttctggaatgccgacgcgccgtccatgaccacccgcacctgcgccgtccctacgccttatggcgatgtaacaacccggctctactcgccgcagccgaccagccaggcc- STM0490 100 STM1352 74.286 STM0490 100
686276 atgatttccgcctctctgcaacaacgtaaaacccgcacccgccgcagtatgttattcgtaccgggcgccaacgcggcgatggtgagcaattcgtttatctacccggccgacgcgctgatgttcgacctggaagactccgttgcattacgcgaaaaagacgcggcgcgccgtctggtatatcacgcgctgcaacacccgctttaccgtgacgtcgaaaccattgtccgcgtgaatgcgctggattccgaatggggcg- STM0622 100 STM0060 79 STM0622 100

3948288 atgaaaagtgaaattctctccgttaaggagaagattggctatggtatgggcgatgccgccagccacatcatctttgataacgtcatgttatatatgatgttcttctataccgatattttcggcattcccgctggttttgttggcaccatgtttttactggcgcgtgcgcttgatgccatctccgacccttgtatgggcctgctggccgaccgcacccgctctcgctggggcaaattccgaccctgggtgctgttt- STM3750 100 STM0149 74 STM3750 100
1668340 atgaaaccgcagatttaccatgttgacgccttcaccggcgacccctttcgcggcaactctgctggcgttgtcttacatgcggatacgctaagcgacgcgcagatgcagctgattgcccgtgaacttcgtcactcggaaaccgcctttttgctaaaaagcgaagagagtgatgtgcgcatacgctactttacaccgacagtagaagtccccatctgtggtcatgccaccgtggccgcgcattatgttcgggcaacgg+ STM1581 100 STM1581 100
1814131 gtggaattgttgtctgaatatggcttatttttggcaaaaatcgtcaccgttgtggtggccattgccgtcattgtgctgctgatcgtgaatgctacgcaacgcaaacgtcagcgcggcgagctgcgcgtgaccaatttgagtgagcagtatcaggagatgaaggatgaccttgctgcggcgttgatggatggccatcagcaaaaactgtggcataaagcgcagaaaaaaaagcataagcaggaggcgaaagccgcc- STM1716 100 STM3492 65.049 STM1716 100
1698206 atgcgtactcatactttatttaaagttgcagtgcttactggcttgctggcgttatccggctgtgcgtctaaagtcacacagccggataagtattctggattcttaaaaaattattcggacctgcaggaaactacctccgccacggggaaaccggtgttgcgctgggtagatccacatttcaatgactctaactatgacagtattgtttacaatccgataacatactatcccgtccccaaaccaacgacccaggtcg- STM1607 100 STM1333 58.824 STM1607 100
1643415 atgaaaattttaccgctggcactctttatcattccttttctggccggatgcggcgccaataatacgccgccgcaaacacctattcccggggaaaaaacctctgccaaattacgtaccctggaaacaggcgcggcggctattcaatccagaccacctgtcgatgccatcagtacctaccttgacgggttccatttttatagcggtgataaaaacggacagatggaagcgcaccattacgttaccgtcctgaacgaag- STM1561 100 STM0817 66.337 STM1561 100
1681090 gtggcaaaatctctcttgcgcagcggcaatctggatgattatcaggccgtgggcggcggcggtcaggccgtatttgaatcagcattgcaaattcgcgaaacgcttcgtctgcgtaaacagcaggcgatggttgactgtctggcgattccgcaacttaacgataatggcgatcgggttgactggtattcgccgattgaaggtcaggcgatagcgtggaaagcggctgacgaagagacacgttctcgggctttacgt+ STM1593 100 STM0747 59.615 STM1593 100
1707795 atggacatcaggcaaatgaacagaacccatctggatcactggcgcggattgcgaaaacagctctggcctggtcacccggatgacgcccatctggcggacggcgaagaaattctgcaagccgatcatctggcatcatttattgcgatggcagacggggtggcgattggctttgcggatgcctcaatccgccacgattatgtcaatggctgtgacagttcgcccgtggttttccttgaaggtatttttgttctcccct+ STM1619 100 STM2372 63.366 STM1619 100
1976842 atgacgctattaggcactgcgctgcgtccggcagcaacgcgagtgatgttattaggggcaggagaattaggaaaagaggtggcgattgaatgccaacgcctggggatcgaggttatcgccgtcgatcgctatcctgatgctcccgccatgcatgtggctcaccgttcacacgtcattaatatgctggacggcgaggcgctacgtcatgtgattacagaggaaaaaccgcattatatcgtgccggaaatagaagcg+ STM1883 100 STM1801 59.615 STM1883 100
1794104 atggaacaatgccgaaaagcgggtaaaagccactggtatcatgaaacacaatccactatgtcgtcacaaaccccgctttcgctaatgccggaagccgcgtatgttaacgatcgttttttactggatttaacggtagcagaaaccgcgttgacgccttttgagtcatggttaaagcccgctcgccagttggcggatgtcttatttccccgcacggttctcaacgaccggcttcatacgtttagcgcctatgaacgt+ STM1701 100 STM2554 50 STM1701 100
1802684 atgttggagttgttatttctgttgttgcctgtagccgctgcctatgggtggtatatgggtcgcagaagtgcgcaacaaacaaaacaggatgaagctaaccgcctgtcgcgcgattatgtcgcaggggttaacttcctgctgagtaaccaacaagataaagcggtggatctgttcctcgatatgcttaaagaggatacgggcaccgttgaggctcatctcactctcggtaatctgtttcgctcacgcggcgaagtc- STM1708 100 STM1781 55.34 STM1708 100
2818563 atgtttgataatttaaccgatcgtttgtcgcgcacgctgcgcaatatcagtggccgtgggcgccttactgaagacaacgttaaagagacgctgcgcgaagtgcgcatggcgctgctggaggctgacgttgcgctgccggtagtgcgtgagttcatcaatcgcgtaaaagagaaagcggttggtcatgaagttaacaagagcctgaccccagggcaggagttcgtcaagattgtccgtagcgaactggttgcggcg- STM2677 100 STM3571 63.366 STM2677 100
3193638 atgaacaaaatgctattagccggaagtaccggtattgttctgctgtctgctgcagccagtccggtatgggcagacgataatgccagtacattttcacttggatacgcccagtcccatactaatcacgccgggacgttgcgtggggtacggctggcaaacaactatgaaatgtcaccggactgggggctgacaacctcatttgcatggctaaatggaagccagcgctattccgatgaaagcagtaatggtcgtgtaa- STM3031 100 STM1043 57 STM3031 100
3244363 atgaaaacgcttatctgtaataatccgggaaatatcgaatacattgaaagggatattcctcatttaaaagacgatgaagtactgttaaaaattaaagcggttggtatttgcggcaccgatatccatgcgtttgccggtcgccagcccttttttgcctatccgcgcgtgctgggtcatgaaatttgcggcgtggctgaaatgttaggtaaatcgtgcagcacggcgaaggtcggccaacgctatagcgttattccc- STM3082 100 STM0067 61.386 STM3082 100
486817 atgagcgctcaggcactggtatgcctcgcccctggtagtgaagagaccgaagcggtcaccactatcgatctgctggttcgcggcggaatccacgtcactaccgccagcgtcgccagcgatggcaacctgacgattgtctgctcgcgcggtgtaaagctactggcggatgcgccgctggttgaagttgccgacggcgattatgacatcatcgtgttgcccggcggaattaaaggcgccgagtgctttcgcgacagcc- STM0433 100 STM2863 70.874 STM0433 100
515049 atggcccgtctggcagcatttgatatggatggcacgttattaatgcccgatcaccatttgggtagagaaacgatcgccacgctggcgcgtctgcgcgaacgcgatatcaccctgacattcgctacgggtcgtcatgtgctggaaatgcggcatattctggggacgctttcactggatgcttatcttattaccggtaacgggacgcgaattcactcgctggaaggcgacgtgctgcatcgtcaggatctcgatcctc+ STM0457 100 STM3962 68.317 STM0457 100

3772413 atgttttggacggaattatgttttatccttgtggccctgatgataggcgccaggatcggcggcgtatttttagggatggtcggcgggttaggcgtcggcgtgatggtttttatttttggcctgacgccttctacgccaccgattgatgttattctgattattctttctgttgtcctggcggccgcttctttacaggcctccggcgggctggatttactggtcaaactggcggaaaaaattctgcgtcgccacccg- STM3599 100 STM4301 68 STM3599 100
3209148 atgcagccaaacgacattactttctttcaacgtttccagaatgacattctggcagggcgtaaaaccatcactattcgtgatgcctccgagtcccactttaaagcaggcgatgtgctacgcgtggggcggttcgaagatgatggctatttttgcacaatcgaagtgacaggaacgtcaactgtgacgctggatacgctgaacgaaaaacatgcgcaacaggaaaatatgtcgcttgatgagctgaaacgggtcattg- STM3050 100 STM4467 60.952 STM3050 100
3877183 atgtcatccgatattaagatcaaagtgcaaagctttggtcgattcctcagcaatatggtgatgcctaatatcggcgcgtttatcgcgtggggtattatcaccgcattatttattccaacagggtggttgcctaacgaaacgctggcgaaactggttggtccgatgatcacctacctgctgccgctgctcatcggttataccggcggtcgtctggttggcggcgaacgcggcggcgtagtgggcgctatcactacc+ STM3685 100 STM2206 66 STM3685 100
3979153 atgcgaaccttcaaaaccaggtggtttaacagagaagcgaagccccacacgataaaagatgacgagttaagcgaggccatcaacgccgtactgcaaggaaaagcagataatcttggcggcggggtttataaaaaacgtctcaatcaaaatcgcgatcgcgcaatcgtgttggcaaagggaggcgaacattggttttacaccttcctgtatgccaaacaggatatggccaacattagctatcgcgaactcgcgggtt+ STM3777 100 STM0889 59.406 STM3777 100
3129995 atgaaaaaaatcagcttaccgaaaatcggtatccgcccggtgattgatggacgtcgtatgggcgtacgcgagtcgctcgaagagcaaaccatgaacatggcgaaagcgacggcggcgctcatcaccgagaaaatccgccacgcctgcggggctcaggtggagtgcgtcattgcggatacctgtattgccggaatggcggaatccgccgcctgtgaagaaaaattcagtagccagaacgtgggcgtgaccattacc+ STM2976 100 STM3853 63.107 STM2976 100
3186011 atgacggaacataaccggataccggcctggcagattatcgtttacggtgactgctggccggtgacgatcgccgtggcacacctggtccggagatttatgccgggctgcaactgtgaaaccgcatacaggcagcctgttctgttgcagcaattacgtcggaaaccggaggccatactgatactgtgtctgcgtccccgtgaacatctctttttgttctattccctgagacagatactgccggactacccggttatga- STM3025 100 STM1520 59.406 STM3025 100
3307126 atgaataaatttttgcgccagctctctctgctggcgttgcttttttgctggccgttaatgtcacaggcggcgcgtacttttaccgatcaaattggccgccaggtcacggttccggacaccgtcgacagagtggtggtgctccagcatcaaacgctcaatctccttgtacagatgaatgccactgacaaaatcgttggggtcatggcgaactggaaacagcaattaggcgacggctatgcgcgtctggcgccggaa- STM3142 100 STM0494 53.774 STM3142 100
3777223 atgctcaaccagaaattaaaccccacgccttctgaagatctgactattgatgtcgatctgctttatgaaacagacccgtgcgagttaaagctggatgaaatgatcgaggcggaaccggagccggagatgatcgaggggcttcccgcctctgacgccctgacccctgccgatcggtatctcgaactgttcgagcatgtacagtcaacaaaactgtttccagacagtaaaacgttcccggactgcgcgccgaagatg+ STM3603 100 STM1796 78 STM3603 100
3264250 atggctaaactaccgccgctcagtctttatattcatattccctggtgtgtacaaaaatgtccatattgcgacttcaattcccatgcgttgaagggcgaggtgccacatgacgactacgtccagcatctgttaaacgatctggatgccgacgtcgcttgggcgcaagggcgtgaagtaaagaccatttttattggcggcggtacgccaagcctgctttccgggccggcgatgcaaacgctgctggacggcgtgcgt+ STM3104 100 STM3660 60.194 STM3104 100



3888340 gtgattgtgatgccaaaacgcctgtcagacgagattgcctctcgcgtgcgggcgctgattgaagaacaaaacctggaagcgggcatgaaattgcccgccgagcgccagttggctctacagcttggcgtatcacgcaactctttacgcgaagcgctggcgaagctggtcagtgaaggcgtgctggtgagtcgtcgcggcggcgggacatttgtccgctggcagcacgaaacctggtctgaacagaatatcgtgcaac+ STM3693 100 STM0059 64.423 STM3693 100
3980690 atgcctttagtcaatggtaggatcctgctcaattgtattcaggaaaaacatgtccttgcgggggcatttaatacaacgaacctggagacaacaatttccattcttaatgcaatagaacgttccggattgcccaattttattcaaattgctcctactaatgcacagctttcaggttacgattacatttatgaaatagttaagcgacatgccgataaaatggatattcctgtcagcctgcatctggatcatgggaaaa- STM3780 100 STM3253 59.804 STM3780 100
2810286 atgactacgccgcacgttttatttgattatgtcggacatctaccagaatgccccacatggagcgaggatgaaagcgcgctgtattggaccgatatcctggaacaggagatccatcgttaccatccggcgagtgggacgcatagcgtgctggtgtttccggaagaggtgggctgttttgccttgcgtgagcagggcggatttattgtggccatgcgtcatgctatctggctggccgataaaaatggattattgcagc- STM2668 100 STM2667 58 STM2668 100
2257099 atggcgctttacacaattggtgaagtggctttgctttgtgatatcaatcctgtcacgttgcgcgcgtggcagagacgttatggacttttaaaaccacagcgaacggatggcggtcatcgtctgtttaacgatgccgatatcgacagaatccgcgaaatcaagcgctggatagataacggcgtccaggtcagcaaagtcaaagtgctgctcagtagcgacagtagcgaacaacctaacggctggcgcgaacagcagg+ STM2160 100 STM1390 74.257 STM2160 100
2162361 atggataatattgataataagtataatccacagctatgtaaaatttttttggctatatcggatttgattttttttaatttagccttatggttttcattaggatgtgtctattttatttttgatcaagtacagcgatttattcctcaagaccaattagatacaagagttattacgcattttattttgtcagtagtatgtgtcggttggttttggattcgtttgcgacattatacataccgcaagccattttggtat- STM2082 100 STM0293 53 STM2082 100
2197968 atgctggaagacttacgcgcgaatagctggagcttacgcccctgttgcatggtgctggcctaccgtatcgctcatttttgttccgtctggcgcaaaaagaatgtgctgaataatctgtgggccgcgccggtgctggtgctgtatcgcgtgatcacggaatgcctgttcgggtatgaaatccaggccgccgcgaccattggtcggcggttcactatccatcatggttacgcggtagtgatcaacaaacatgtcgtcg- STM2114 100 STM3399 76 STM2114 100
2267953 atgcttaatgccggaggtggtttacgcatggatatcaacacgcttattacgcattatggctatgcggcgctggttatcggcagtatggccgaaggtgaaaccgttaccctgttggggggcgtcgcggcgcatcagggattgctcaagtttccgctggtggcggcggctgtcgcgctgggagggatgatgggcgatcagctactttatctgttaggacgatgctatggcgggaagatcctgcgtcgtttcccccgtt+ STM2170 100 STM4324 64.151 STM2170 100
3575708 atgttcgacgtactaatgtatttgtttgaaacatacatccataacgaagccgagctgcgcgtggatcaggacagactggagcgtgatctcaccgacgctgggtttgatcgcgaagacatctacaatgcgctgctgtggctggaaaaactcgctgactatcaggatggcctcgcggaacccatgcaacttgcttccgaccctctttcaatgcgcatttatacggttgaagagtgtgaaaggcttgatgccagttgcc- STM3404 100 STM1101 89 STM3404 100
3781600 atggataaaatatatgcaatgaaattgtttgtacgcgtggcggaacgggaaagtttttcccgtgcagcagaggatatcggccttcccaaaggcagcgtctcacggcaaatacaagcgttagaacatcaactgggcatccgcctgctccaccgcaccacccggcgggtacagcttactcaggacggaatggtttactacgaacgggcaaaagatctgttgagtaacctggatgaactggagggtcttttccagcctg+ STM3607 100 STM1677 62.5 STM3607 99.67
1910881 atggcggatactttaatgagcgatacacctttctggcaacgtaaaaccctggatgaaatgaccgatgccgagtgggagtcgctgtgcgatggctgcggtcaatgctgcctgcataagctgatggatgaagatacagatgaaatctacttcaccaacgtggcgtgcaggcaattaaatatcaaaacgtgccagtgccgtcattatgagcgccgttttgaatttgaacccgactgtatcaaactcactcgcgaaaact- STM1811 100 STM1811 100
3834661 atgaagccgtccatcattctctacaaaaccctgcctgatgatttgctgcatcgcctggaggcgcattttaccgtcacccaggtaccgaacctgcatccggaaacggtagcgcaacacgcgcaggcatttgccagcgcgcaaggccttctgggcgccagcgaaaccgttaaccgcgcgctgctggaaaaaatgccggcgctacgcgcggcgtcaaccatctcggtgggatacgataatgtcgaggtggacgccctt+ STM3646 100 STM2370 66 STM3646 100
3719386 atgaacaagaataagtactcaacccccttactgatgcttgccaccatcttagccggtatgctttccccgatgcagtctgccgttaatgggcagttaggacattggttacaagacggtaatgcttgcgcagtaatctcgtttgccagcggtctggtcgtcatgttttttattattattgcgcgcaaagaaacacgccagcaattcgcctcaatccctactctgattaaaaagagaaaaatcccgctatggaattgg+ STM3549 100 STM3506 61.165 STM3549 100
3489615 atgagcaaacgacgcatcgcgccgttaacgtttttgcgccgtctacttttacgtatccttgctgcgctcgccgtcttttggggcggcggcattgcgctgtttagcgtggttccggtgcctttttcggcggtgatggcggaacggcagattagcgcctggctcggcggagagttcggttatgtggcgcattctgactgggtcagtatggcggatatctcgccgtggatggggctggcggtaattgcggcggaagacc- STM3326 100 STM3493 58.416 STM3326 100
4724536 atgcagccatttggtgtacttgaccgctatatcggtaaaaccatttttaccaccatcatgatgacgttgttcatgctggtgtcgctctccgggatcatcaagtttgtcgatcagctgaaaaaagcggggcagggtaactacgacgcgctgggcgcgggtatgtacaccctgctcagcgtacctaaggatatccagatcttctttcctatggcggcgctgcttggcgcgctgctgggactggggatgctggcgcag+ STM4480 100 STM4160 64.356 STM4480 100
4567345 gtgcaacgtgaagatattctgggagaagccctgaaattactggagacgcaagggatagccgatactacgctggaaatggtggcggagcgcgtaaatcgcccactcgacacattacagcgtttctggccagataaagaagccattttatatgacgcgctacgttatctgagtcagcaggtagatatctggcgacgccagcttcttcttgatgagacgctttctgctgaacaaaagctactggcacgctacagcgcgc- STM4322 100 STM1773 56 STM4322 100
3476946 atgacgccgcaactcacctggacgcgtgaggcggacactctggtgctggcgggagagctggatcaggacgtgttggcgccgctatgggacgcgcgcgtagaagcgatgaatggcgttacccgtatcgacctgagccagatctccagggtagatacggggggactggcgctgctggcgcaccttgtgaaccaggcaaaaaagcagggcaatgccgtgtcgctgtctggcgttaacgacaaggtttacgcgctggcgc- STM3309 100 STM4438 60.952 STM3309 100
3412375 atgcacattacatacgatctcccggttgcaattgaagatatcctcgaagcgaaaaaaagactggcggggaagatatataaaacgggaatgcctcgctctaactattttagtgaacgttgcaaaggcgaaatatttctcaagtttgaaaatatgcagcgtacgggttcatttaaaattcgtggcgcttttaacaaacttagctcgttaacggaggcggaaaaacgtaaaggcgtcgtggcctgttccgcaggtaat- STM3244 100 STM3905 66 STM3244 100
3308787 atgcggatattagtcttaggggtcggcaatattttgctgaccgatgaagccatcggggtgcgtattgttgaagcgttagagcaacgatacaccctgccggatttcgttgagattctggatggcggtacggcgggaatggaacttcttggcgatatggcgaatcgtgatcatttgatcattgccgacgccatcgtgtcgaaaaagaacgcgccgggaaccattatggtactgcgcgacgatgaagttccggcgctgt- STM3146 100 STM2681 63.725 STM3146 100
2981004 atgaatcaagttgccgttgtcattggcggaggccagaccctgggggcattcctttgccgtgggcttgcagaagaaggataccgcgtggcggtcgttgatattcaaagcgataaagccgcgaatgtcgcccaggaaattaacgccgattttggcgaaggtatggcgtacggttttggcgccgacgccaccagcgagcagagcgtgctggcgctttcccgcggcgtagacgagattttcgggcgcgtcgatctgctgg+ STM2835 100 STM1195 60 STM2835 100
2083810 atgtcactgactgatactaaagtaaaaaatgccagaccagcggaaaaggccgtcaagctcgctgacgggtttggcctctatcgattcaaaatactggcagtcaggctatcgctttaatggcaaacagaaggtgttttctattggggtttaccctgcggtttctcttgctgatgccagacaacgccgtgacgaggtcaaaaggctgctggatcaggggattgacccgaacgcaaaaaacaggctgatgaaaaaatcc+ STM2003 100 STM0584 63.462 STM2003 100
2292676 gtgaaatacaatacgatgaataacgatgagattatcctgtcgttgtgcgcccgcttaaaggagacgcgtctgtctctttcgatgacccagcagcagcttgccgatcgcgcgcacgttggcattgccaccatcaagcgtatcgagaagggaggagggctcaatcttgatacgttaatttctctcctgcgggcgctggataagttgcataatcttgatgcggtgctgtttgaatccgagctgcgtaattttcacgaaa- STM2195 100 PSLT061 60.194 STM2195 89.66
2296507 atgagtataaaaacatttattttcagccagcccgataagccgattgtaaaagagaaaaaagagatagaccagacctataaaaaatttcgttttgagattatcgcctcggtctttatctcttatgccgtcttttatcttacccgtaaaaacttctccgccgcgatgccggccatgctgacggaaacgtcgctgaccgcagaagacttcgccattatgtcttctattttttacattctttatggcgcgatgaagttt+ STM2198 100 STM3788 68.317 STM2198 100
2335361 atgaggcattttaaaaatttcactaaaacaacggaattaacccttgttcagcagaaattatcagagaattgcagtattcagtttatccaggatgaatcaggtgttgactggtatgtgttacagaagttattccagcccgatacgctgaaaatccagtatgacaaaacagggctgattattgctgcggataaagatgcgactaagctatttccgctgaattgctctgttgtggaattcgctgatactgatattcccg- STM2234 100 STM3343 58.416 STM2234 100
2306224 atgagcaggcgtgttgccaccattacccttaatccggcttacgatctggttgggttttgccctgaaatcgaacgcggcgaagtgaacctggtgaaaaccacgggtctgcacgcggcgggcaaaggcattaacgttgccaaagtgctgaaagacttaggcatcgacgtcaccgtcggcggttttctcggtaaagataaccaggacggttttcagcaattgttcagcgaactgggtatcgctaaccgctttcaggtg- STM2205 100 STM1326 67.327 STM2205 100
3575208 atggctaaatcagcactgttttcggtgcgtaaaaatgagccctgcccgcagtgcggggccgaactggtaattcgttccgggaaacatggtccgtttctcggctgttctcgctatccggaatgcgattacgttcgtccgctgaaaagtcaggcggacggacatatcgttaaaattctggaggggcaactgtgccctgagtgtggcgccgtgctggtgttgcgtcaggggcgctttggcatgttcatcggatgcagtc- STM3403 100 STM3403 100
3593143 atgggtcagaaagtacatcctaatggtattcgcctgggtattgtaaaaccatggaactctacctggtttgcgaacaccaaagaattcgctgacaacctggacagcgattttaaagtacgtcagtacctgacgaaggaactggctaaagcgtctgtatctcgtatcgttatcgagcgtccggctaagagcatccgtgtgactattcacaccgctcgcccgggtatcgttatcggtaaaaaaggtgaagacgtagaaa- STM3434 100 STM3914 62 STM3434 100
3195554 atgctgaaattcatgcttgataccaatacctgtattttcaccatcaaaaataagcccgaacacatcagagaacgcttcaacctcaatacatcccgaatgtgtatcagctccatcaccttaatggagctgatttacggtgctgaaaaaagcctggcgccggagcgtaatcttgccgtcgtggagggatttatctcccgccttgaggttttggattacgatacacaggcagcgatacataccggtcaaatccgtgccg- STM3033 100 PSLT105 79 STM3033 100
946503 atgagtccgaccattgaacttctttgtggccatcgttctattcgccatttcaccgatgaacccgtgactgacgcgcagcgagaggccattattgccgccgcgcgcagcacgtccagttccagttttttacagtgcagctctattatccgtattaccgatcgggcgctgcgtgaggcgttagtgcccctgacgggcgggcaaaagcatgtggcgcaggccgctgagttctgggtattttgcgccgattttaatcgtc+ STM0874 100 STM0408 63.208 STM0874 100

3360401 atgaccttatttgcggagtataacagcccctatctgtttgccatcgcgttcgttttctttatcggcgtgctggagatgatttcgctgatttttggccactttctttcaggcgcgctcgacgcccatctcgatcattatgacgccctgtcatccggccctgcgggccaggcgcttcattatctgaatattggacgcgttcccgccctggtcgtcctctgtctattggccggttatttcggcctcttcggtatcctca+ STM3198 100 STM1975 85 STM3198 100
3254733 atgcctgacaataaaaaacaagggcgttccaacaaggccatgacattttttgtctgctttcttgcagccctggcaggattactttttggcctggatatcggcgttatcgccggtgctttacccttcattaccgacgagtttcagattaccgcacacactcaggaatgggtggtcagctccatgatgtttggcgcggccgtcggcgctgtcggcagcggctggctctcctttaagctgggtcgtaaaaaaagcctg+ STM3091 100 STM3016 77 STM3091 100
1170326 atgatgaaagagaccgatattgctgatgttttgacgtccactcgcactatcgcgctggtaggtgcgagcgataaacccgatcgtccaagttatcgggtaatgaaatacctgcttgaacagggctaccatgtgattccggttgcgccaaaagtcgcgggtaagacattgctggggcaacaggggtatgccacgctggcggacattcccgaaaaagtcgatatggtggatgtttttcgcaactctgaagctgcatggg+ STM1078 100 STM2683 65.686 STM1078 100
872649 atgtcgcaattaacccatataaacgccgcaggcgaagcgcacatggtggacgtttccgcgaaagcggaaaccgttcgtgaagcgcgtgcggaagcattcgttaccatgcgtagtgaaacgctggcgatgattgttgatggcaaacaccacaagggcgatgttttcgccaccgcccgaattgccggtattcaggccgccaaacgcacctgggagctgatcccgctgtgccacccgctactgctaagtaaagtggaga+ STM0804 100 STM4232 62 STM0804 100
922524 atgcttaactatgttctcaagcgcctgctgggattaattcctacgctgttgattgtggcagtgctggtgtttttatttgttcatttgttgcccggcgacccggcgcggctgatagccggaccggaagccgacgcgcaggtgatcgcgctggttcgtcagcagctggggcttgatcagccgcttcatgtccagttttggcattacatcacccatgttttacaaggcgatttcgggacgtcaatggtttcccgccgc+ STM0850 100 STM3629 66 STM0850 99.68

1179916 atgcaaatacagagcttctatcactcagcttcactaaaaacccaggaggcttttaaaagcctacaaaaaaccttatacaacggaatgcagattctctcaggccagggcaaagcgccggctaaagcgcccgacgctcgcccggaaattattgtcctgcgagaacccggcgcgacatgggggaattatctacagcatcagaaggcgtctaaccactcgctgcataacctctataacttacagcgcgatcttcttacc- STM1091 100 STM0194 60.748 STM1091 100
814120 gtgactgacatgaatatccttgatttgttcctgaaggcaagccttctggttaaacttatcatgttgattttgattggtttttcaatagcatcctgggccatcattatccagcgaacgcgtattctgaacgccgctgcgcgtgaggcggaagcgtttgaagataaattctggtccggaatcgaactatcgcgtctgtaccaggaaagccaggggagacgcgatagtctgtcgggctcggaacaaatcttttatagcg+ STM0745 100 STM3159 70.874 STM0745 100
861210 atggctcgccacccacgctggacactgtcgcaagtaaccgaattatttgaaaaaccactgctggaattgctgtttgaagcgcagcaaattcatcgccagcatttcgatccgcagcaggtacaggttagtacgctgttgtcgatcaaaaccggcgcctgcccggaggattgtaaatactgcccgcagagctcgcgctataaaaccgggctggaagccgagcgtttaatggaagtagagcaggtactggactccgcc+ STM0794 100 STM3704 57.944 STM0794 100
910198 atgacgactccttttacccacgaaacgctgcccgccgacccaaaagcggccattcgtcagatgaagcaggcgctacgcgcgcaaatcggcgacgtacaggcggtgttcgaccgtttgagcgccaccatagcagcccgggtggcggaaattaacgatctgaaggcgcaggggcagccggtatggccaattatcccttttagcgaactggcgatgggcaacattagcgatgccacccgcgccgaggttaagcgccgc- STM0841 100 STM0736 70.874 STM0841 100

3500411 atgagccagaatgtttatcaatttatcgacctgcagcgcgttgatccgccgaagaaaccgctgaagatccgtaagatcgaatttgttgaaatctacgaaccgttttctgaaggtcaggcgaaagctcaggcggatcgctgtttgtcctgcggtaacccctactgcgagtggaaatgtccggtacataactacatcccgaactggctgaaactggctaacgaagggcgtatttttgaggcggctgagctatcgcac+ STM3331 100 STM2479 82 STM3331 100
3957628 atgccaactccccaaaattactcattcatcgccatagcggtatcagcagcattagcctctatggtatttccctcccaggcggcctgggttgacgttgatagtctgccatccagtgggctggtcagtcagttgccgccggaattacaggctattattcccgctcaggccagtaccggtttcaccaaagtcgggaccatgcccaactacgtttatcagtggaacaccggcaccatcccggtttatggcaatggcctc+ STM3757 100 STM2513 66 STM3757 100
2808006 atgacaatgaacattaccagtaaacaaatggaaattactccggcaatccgccaacatgtcgcagaccgtctcgccaaactggaaaaatggcaaactcacctgattaatcctcatatcattctgtctaaagagccacagggctttattgctgacgccaccattaatacaccgaacggacatctggtcgccagcgcaaaacacgaagatatgtacaccgctattaatgaattgatcaacaagctggaacggcagctca+ STM2665 100 STM4292 64.078 STM2665 100
2497896 atgcaagtttttatcatgcgtcacggcgacgcagccctcgatgccgccagtgattcggttcgtcccttgaccccttgtgggtgtgacgagtctcgcctgatggcgaactggctgaaaggtcaaaaagtggatatcgaacgtgttctggtgagtccgtttcttcgggccgaacagacgttagatgtggtcggcgattgtatgaatctgccggctcaggtggatgtcctgccggagctaacgccctgtggcgatgtcg- STM2387 100 STM2387 100
4461701 atgatgaataaagacgaagccggcggtaactggaaacagtttaaaggtaaaatgaaagaacaatggggcaaactgaccgatgacgatatgaccgttatcgaaggtaaacgcgaccaactggtaggtaaaatccaggagcgttacggttaccagaaagatcaggcggaaaaagaggttgttgactgggaaacccgtaacaactatcgctggtaa+ STM4240 100 STM1695 54.369 STM4240 100
3584290 atgcagggttctgtgacagagtttctaaaaccgcgcctggtagatatcgagcaagtgagttcgacgcacgccaaggtgacccttgagcctttagagcgtggcttcggccatactctgggtaacgcactgcgccgtattctgctctcatcgatgccgggttgcgcggtgaccgaggttgagattgatggtgtactacatgagtacagcaccaaagaaggcgttcaggaagacatcctggaaatcctgctcaacctg- STM3415 100 STM3415 100
1785327 atgcgcctggttttatcgtctctgatcgtgatagcgggtctactaagtagtcaggctacggctgcgactgcgcccgaacaaactgcgagtgcagatattcgcgatagcggctttgtgtattgtgtcagcgggcaggtcaacacctttaatccgcaaaaagcgagcagcggcctcatcgtcgataccctggccgcccagttatatgatcgcctgttggatgtcgatccctatacttatcgtttagtcccagagctg+ STM1692 100 STM3630 64.706 STM1692 100
520862 atgaagctggttaccgtgattatcaaaccgttcaagctggaggacgtgcgggaggcgctttcttccattggcattcagggactgaccgtcaccgaagtgaaagggtttggccgtcagaaaggacacgccgaactgtatcgcggcgcggagtacagcgtgaatttcctgccgaaggtcaaaattgatgtggctatcgccgacgaccaactggaagaggtgatcgatatcatcagtaaagcggcttacaccggaaaaa+ STM0462 100 STM2561 85 STM0462 100

4253407 Agtgaacgttggatgctttatgacacaacctattagcgtcattgccagaagtctggtacgcgaacgccagcgaaccggactgtcgctggcggagattgcgcggcgcgcaggcatcgctaaatctacgctttcacaactggaagcagggaacggcaaccccagcctggagacgttatggtcgctatgcgtcgcgctcgacattccctttgccaggctgctggagccgcaggtacaaaaaacgcaggtgattcgccgc+ STM4042A 100 STM1664 64 STM4042A 92.2
787207 atgaaaaggttatgttattttgtaaattcagactggtactttgatttacattggacagaacgtgcgatagcggcaagggatgcgggttatgaaattcatatcataagtcattttattggtgaagagattataaaaaaattcaaaacgcttggttttatttgtcacaatgtgtctcttgttgctcagtcatttaatatgtttgttttttttagagcattccttaacgctcggaaaattattaaagagattaatcct+ STM0721 100 STM0721 100

4360026 atggagacctgcgtgctcatgcaactaaaaaattgcataaaatgttctatcgctcacattttgcgctataagagacaaaaatgctctaatttcaaacaagagagcataaattttcggcattttaccgaccgtctgaccaggatacgacgcggcatttcaacgctccgtcgatag- STM4141 100 STM0651 64.078 STM4141 100
2551520 atgccaggcgtgttactgtggttttttaaaggcgttatcgcgcttctgttagcgtttgctgtagggttaatcgtttactattatctggaaattcgtcccatagcccagaccgcattacagagcgcctctttctggttgtccgaatcgccgcagacgcgttttttgcgccgcgctgcggccaaaatacatcccaaatcttatactgccagattgctctatacccaagctggcgtggatgggcatttcaggatcgcga+ STM2439 100 STM0189 62.5 STM2439 100
1105000 atgctccaagatagaacttttagttgcactttttgctttacaaatcgaacctttggttttatcgttagtttcatcgacaacaagcgcatcgttgtcaggtgtaaaacgttccgctggccggcgataaggcaaacgagggtgagaatgattgatttcgcacgtagaccagctcgacagcaggctgtcccgctcaaccggattgaggttttaatccgccgcctctgctacctgctggcgcagaaaggagatccggatg- STM1011 100 STM2629 100 STM1011 100
4427281 atgataaaattatttataaagtacgtttcgataggcgtacttaatactgctttgcattgggctatctttgccctttgcgtctatggatttcaaacaagtcaggctttggcaaacgtagcgggctttgctgtcgctgtcagttttagttttttcgctaacgcccggtttacctttggagccagcgtatcaaccggacgttatttgctgtacgtcggttttatgggcgtgctgagcgccgtcgtgggatggacaggcg- STM4206 100 STM0559 70 STM4206 100
2865801 atgaacacgacactgacccccgcagacctcgatccccgtaggcaggccatgctgctgtactttcagggataccgcgtagcccgcattgctgaaatgctgggcgaaaaagttgcaaccgttcacagctggaaaaaacgcgacaagtggggcgactatgggccgctggatcagatgcagctcaccaccgccgcacgctactgccagctcattatgaaggagcataaagaagggaaagatttcaaagaaattgacctg+ STM2722 100 STM2722 100



1975533 atggcggttgaagttaaatacgtagtcattcgcgagggtgaggagaagatgtcatttaccagtaaaaaggaagccgacgcctgggacaaaatgctcgatactgccgatcttcttgatacctggcttgagcagtcgccagtcgtgctggaagatgggcagcgcgaagcgttgtcgctgtggctggcggaacataaagaggtgttaagcactatcctcaaaaccggtaagttgccttctccgcaggcggttgaaaagg- STM1882 100 STM4104 68.932 STM1882 100
2859179 atgaggatttgcgccgctgggctgatactcctttgcctgctgacattatccggctgcgggagcgtccggccctcgccggaggtgcagcttaccgtgagtggctgtcccagagtgacgcagtgccgtctggaaaggtcagcgccgcgcagtaacggcgatctgaacgcggtgctggatgaaaccgaggccgcctgggcggtctgtgctgacaaagtggacacgattattgcgtgtcaggagcgagacagtgaacaaa- STM2713 100 STM2714 100 STM2713 100
2869988 atgaactcatggcaaaaatcagaacccacgaatacaaccgctcaatggatgtcatcaattgaggtgacttttatgcgcattgaaataatgatcgataaagagcagaagattagccagtctaccctggacgcccttgaatccgagctttaccgcaatctgcgccccctgtatcccaaaacggtaattcgtatccgcaaaggtagctctaacggtgtggaactgaccggattgcaactggatgaagaaagaaaacaag- STM2727 100 STM2728 90 STM2727 100
4297354 atgtctttagaagtgtttgagaaactggaagcaaaagtacagcaggcgattgacaccatcaccctgttacagatggaaattgaagagctgaaagaaaagaacaacagcctgacgcaggaagtgcagtctgcacagcatcagcgtgaagaactcgagcgtgaaaataattctctgaaggaacagcagagcggctggcaggaacgtttgcaggcgctgcttggtcgtatggaagaagtctaa+ STM4088 100 STM0435 59.223 STM4088 100
3071785 atgggtaaactaacgctgctgttgctggctttactggtctggctacagtactcgctgtggttcggtaagaacggcatacatgactatagccgcgtcaacgatgatgtggtcgcgcagcaggcgacaaacgccaaacttaaagcgcgtaacgatcagctttttgccgaaattgacgatctcaatggcggccaggaagcgatagaggagcgcgcgcgcaacgaacttagcatgaccaaaccgggcgaaaccttctatc- STM2931 100 STM2931 100
1459296 atgaaccgtactaaccagctgatcttaggtgcagtagttctgggttccacgttactggcaggttgttcaagcaacgctaaaatcgatcagttgtcttccgatgtacagacgctgagcgctaaagttgagcaactgagtaatgacgtaaatgcaatgcgttccgacgttcaggctgctaaagacgatgctgctcgcgcgaaccaacgtctggacaacaaagtattccgcatctgtaaataa- STM1376 100 STM1377 90 STM1376 100
1450254 gtgatatactgtgcacgtttacacataagcgaggatgatatgtctactgatttggacccaacccaactggcgattgaatttttacgccgtgataaaaccgaactttctcccgcgcagtatttgaagcgtttaaaacagctggagttagagtttgccgatctcctcaccctctcagcaaccgaactgaaagaagagatctatttcgcctggcggttgggcgtgcattaa+ STM1367 100 STM2643 60.577 STM1367 100
1522645 atgcctatgaaaaagatcgcaataatgtgtttacctgtgctgctgaccggctgtagcgtttatcaacaatttgttgaacgtatgcaaacggatacgctggaataccagtgtgatgagaagccgcttaccgttaaagtcaataacccgcgtgaagaggtcagttttgtttatgacaataagctgctgaccctgaagcaaggaatctcggcctcgggcgcgcgttataccgacgggatttatgttttctggtcgcaag+ STM1447 100 STM0153 60.952 STM1447 100
1143714 atgttcgtagaactggtttatgacaagcgtaatgttgaaggactcgaaggggccagcgagatcattctggccgaactgacgaagcaggtgcaccagattttccctgatgccgaagtgagggtgaagccgatgcaggcaaactgcttgaatagtgataccaacaaaagcgatcgcgaaaatttgaacagatag- STM1056 100 STM1241 74 STM1056 100
2575111 atggaggcggatatgaaactggcagtcgtcacaggacaaatcgtatgtaccgtccgccatcagggactggcgcatgacaaattgctgatggtggaaatgatcgatgcccagggcaaccccgacgggcagtgtgccgtcgctatcgacagtatcggggcgggaaccggagagtgggtactgctggtcagcggcagttccgcacgccaggcgcatcgcagcgaattatcaccggtcgatctgtgcgtcattggcatcg- STM2464 100 STM4243 59.804 STM2464 100
189965 atggattacgaatttctgcgcgacgttaccggaggggtaaaagtacgaatgtcgatgggccacgaggtggtcggtcactggtttaatgaagaggttaaagacaacctctcgctactggatgaagtagaacaagccgcgcgtacggtcaaaggcagcgaacgctcctggcaacgagcagggcatgaatacacgatctggatggacggcgaagaagtgatgattcgcgccaatcaactggatttttccggcgatgaga+ STM0160 100 STM3664 68 STM0160 100

4414858 atggctcatgatgttacgcgtgtcacaggcaaagcgcggtcgctaaaagtgacgacaggccagatctgccatctggtatcgcctgaaaaattacaggtataa+ STM4191 100 STM0520 31 STM4191 100
1953813 atggaattacagcttatgcttaaccactttttcgagcgcgtcagaaaggatgcaaatttcaacgcatttctaatcgatctggaatataataatatcgcttattacatctattttgttgctaccggcaatgtgaaaattatcactcatgcaggccacttcatttctattaaaagcaatagaaagctgattaaagtcaattcaacaccgaatacgcaattaataaaattgatttcagctaaacacttttcgggggagc+ STM1856 100 STM1422 58.654 STM1856 100
1931746 atgactatcacggacctggtgctgattctctttattgccgcattattggcttacgctctctacgatcagttcatcatgccccgtcgcaatggccccactctgctttctatagccctgctccgccgcggtcgcgtagacagcgttatcttcgttgggctggtcgccatccttatttataacaacgtaaccagccacggagcgcagatgaccacatggttattaagcgcgctggcgttaatggggttttatatattct+ STM1833 100 STM1185 55.446 STM1833 100
1969916 atggcttcttctgcaccatcgcgacgtttagctttactgctgctggcatcgacatttgcgacgccagcggcctgggcacatgcgcacctgacgcatcagtatccagcggcgaatgctgccgttacggcctcgccacaggcgctgaccctgaacttttctgaagggattgagccagggttcagcggcgcaaccattactggccctcagcaagagctcatcaaaacgcgcccggcaaagcgaaatgaacaggataaaa- STM1875 100 STM2690 58.824 STM1875 100
1966040 atgaatctgttatctgctcttctgaaaagatactggttgcagctggtgtttattttgctgatggctggtgcgtttatcgccggtaatgtctggagtgacaggggctggcaaaaaaaatgggcagatcgcgacagcgctgaatcctctcaggaagtcaacgcccagaccgccgcccgtattattgaacagggccgcgttattgcccgtgatgaggctgtgaaagatgcacaagcgcaagccgctaaatctgctgcca- STM1869 100 STM0713 62.376 STM1869 100
2022857 atgattaattatgatgtccttcacattaatgtggcattagcgcattgcagaaatgcgataaacagagtaaagctaaagcacaatctcatattcttgcaatcaaggagcgagttatga+ STM1926 100 STM2423 57.426 STM1926 100

P16380 atgtcagggcgggagtgttcggaggatctgcgcggcatcatgcctgtcaccagtgaacggcacggccagtgtggccgccatgtccagcgcaagcactctgatatacacatccattgagcgcggctccttgtgaccggccagtgcctgaatcactttccggggccggctgtgatagagcatgtgcatgatatagctgtgccggaaggtatacagcgtctccggaattgagaaatgtccccatcagcttcggcccgcc- PSLT021 100 PSLT022 100 PSLT022 100
P76449 atgaaacgtatgttacctctgtttctgcttctggcagccggccaggcacaggctgacagtaacagtgattatcgtgcgggttcagattttgcccatcagatcaaaggccagggcaccggcagtatccggaattttaatccgcaggagagtatacccggctataacgcgaatccggatgaaacgaaatattacggtggcgtgaccgccggtggtgacagtgggctgaagaatgacggcacgacgcagtgggccaca+ PSLT095 100 STM3051 61.165 PSLT095 100
P49866 ctgtggcagggccggacggcctttcgccagcacgtaagcgcattcatggcggtagccgacatacgcggattttgacgagtagtttttggtgaataccaggtgtccgaccacgctgaaaccggcacttttccaggccgccatgaaacggtccacgcggttccagccgtagaaactgaccagcagcgcatcttttttgagtacgcggtacatctggttacaggcgggttgcagccactcgtcggttctgtcaccggca- PSLT058 100 PSLT059 100 PSLT058 100
P76675 atgaagataatgtcttttctggttcgggtggtggtgacgcttattgtgatatccccagcggtgtactggtcatgggatgcggtaagcacaaccacagcggacgatatcatgctggcggtgctcattattgccgcttacggtctgatgttcacgctgctgttctgtttcgtgaatgtactgacgaaactactgcagcatgataatgaatccagttga+ PSLT096 100 STM4494 59 PSLT096 100
P01600 ttgatccttgaggaggcagagatgtcgcagattgaaaatgcagtaacttcctcatcgaaacgcatttacagaaagggtaatcccttatcttccgctgagaagaagagattatctatttcacgaaaaaagacgacgcataaagagctcaatgttttcatacaaaacatacataaagaaagcttgcagcagctttgtgaagagactggaactactcaggctcaaatgattgagctactaattgaacgggaaatggcta+ PSLT003 100 STM2875 89 PSLT003 100
P71602 atgagtacaaagcagaaacagactgacggcacgggagcgcgtaagcgtgacgggctgtggatgataccgggatgcctggggatggtggtacttaacgccgccatcagttacgggatagtccggctgaacacgccggtgacggtggcattcaacatgaaacagaccgtggatgcgttttttgacagcgccggccagaaaaaactgacggaagcgcagtcgaaagcgttgtccgggcgctttaatgcggccctggagg+ PSLT089 100 STM2247 62.376 PSLT089 100
R21650 + STM0976 60 STM0976 10.52
R14810 - STM2560 60.377 STM3012 48 STM2560 16.42
R25762 - STM3638 44.554 STM3638 15.11
R4848 +
R2040 - STM1284 39 STM1411 37 STM1284 12.49
R38118 + STM3073 38.835 STM3073 13.61

STM0637 100 STM0863 74 STM0637 100
STM0657 100 STM0655 70 STM0657 100
STM0740 100 STM1792 76 STM0740 100
STM2600 100 STM0914 74 STM2600 100

2761154 atgccagcaggaattaaaccaatatttatcaataatatgatgtcaatatatggattatccaatcctcatgacagcaaggtatttccagaccttccagaacaccaagataatccttcgcaattacgcctccaacatgatggtcttgctaccgatgataaagccaggctggaaccaatgtgtcttgctgaataccttatctctggaccaggaggaatggaccctgatatcgaaattgatgatgatacctatgatgaat+ STM2614 100 STM4116 59.406 STM2614 100
STM2646 100 STM4146 59.434 STM2646 100
STM2944 78 STM2944 46.18
STM1383 43.564 STM1383 10.38
STM2739 50 STM3256 37 STM2739 17.73
STM2720 98 STM3938 47 STM2720 85.78
STM2233 80 STM3548 62 STM2233 59.17
STM2807 44 STM2807 3.86
STM1835 62.857 STM1166 60.55 STM1166 6.97
STM1099 59.633 STM4453 52.427 STM1099 33.31
STM2718 95 STM0256 57 STM2718 74.42
STM2701 94 STM4533 60 STM2701 83.7
STM3755 99 STM3545 56.311 STM3755 73.2
STM1506 100 STM3082 71 STM1506 66.92
STM3865 56.311 STM0370 52.778 STM3865 28.03
STM1032 56 STM1202 53.922 STM1032 10.25
STM2708 88 STM1970 62.5 STM2708 81.3
STM3639 67.327 STM0339 63.107 STM0176 47.93
STM4051 61.111 STM3650 60.194 STM4051 21.59



STM3369 60 STM3369 10.41
STM2722 99 STM2811 57 STM2722 90.7
STM2695 92 STM0038 64.22 STM2695 79.8
STM1192 62.5 STM1427 60.396 STM2942 28.11
STM0283 97 STM1683 84 STM0283 90
STM4325 62.376 STM2668 61.905 STM2668 8.92
STM1318 56.311 STM3051 53.922 STM1318 8.48
STM3657 99 STM3657 98.3
STM4025 61.538 STM3523 59.615 STM0164 17.45
STM3807 36.634 STM3807 5.81
STM1003 59.615 STM1003 5.75
PSLT012 96 STM2922 62.037 PSLT012 92.3
STM3656 100 STM0698 64 STM3656 97.3
STM0945 60 STM0740 50.98 STM0945 17.72
STM1557 54.902 STM4258 49.038 STM1557 15.78
STM4312 98 STM2105 64.078 STM4312 36.48
STM4317 95 STM0309 63.725 STM4317 89.5
STM3096 60.952 STM0979 52 STM3096 39.75
STM3639 62.385 STM4594 58.879 STM0300 32.97

3541899 atgacaactctgtatcttgcttccggttccccgcgtcgccaggaattattgactcaacttggattttcattcgagcaggtcgtgcctggtattgaagagcaacggcgtgctcaggaaagcgcgcagcagtatgttgttcggctggcgcgcgaaaaggcgcaggctggcgtggcgctggttccccgtgatctgccggtgttgggcgcggatacgatagtcgtgttaaacggcgaggtgctggaaaagccgcgcgacg- STM3371 100 STM1850 65.049 STM3371 100
721042 atggacaaggaagaacaatatttactttttgcgctctccacgccgatggaggtgctatatatcggcaatgagccttcgcatacctctccagcaatgtataccggaattcctgctgtcgatctctccgattcatgggggattgataaccgtgaagatcttattcaaaccatctatcggatgacggacgatggtcatgcggcagatttggctcccttttatatccgctggtttacgctatctcctcgtcaatggcgcg+ STM0657 100 STM0655 81 STM0657 100
755255 atggttgatgtactggtgataggcggaggcaatgccgcattatgcgccgccctgaccgcacgggaagcgggcgcatcggttctgctgctggaggctgccccgcgggaatggcgcggcggaaattctcagcacacacgaaacctgcgctgtatgcatgatgcgccgcaggatgtgctggtagaaagctatcctgaagaggaattctggcaggatctgtggcgagtcaccgacggcaacaccaacgaggcgctggcg- STM0691 100 STM2106 58.879 STM0691 100

4023363 atgaaaaataaggactcgttacacgtctctcgtcgacgttttctggcgcagcttggcggcttgacggtggcaggaatgctggggccgtcactactgacgccccgtagcgcccgcgcagcggatgccgttgcgccaggcgccgcgacgaaagagggtatccttaccggttctcactggggggcgattcgcgccacggtggttgacggtcgatttgtggcggcaaaaccgtttgaacaggataaatacccgtccaaa- STM3822 100 STM3644 72 STM3822 100
3334422 atggactttgaatatatttacccaataattgttttatttggcagctttgccattatactggcggtcggcgttcctattacattcgctatcgggctgtcgtccttattctcaatcctgatagcccttcccccggatgcggcaatctcggttatttcgcaaaaaatgaccgtcggtctcgatggctttacgctgctggcgatccccttttttgtgttagccggcaatatcatgaataccgggggaatcgcccggcgc+ STM3171 100 STM4052 73.786 STM3171 100
2102014 atgcttgccacttcagacctgtggtttcgttatcagaatgagccggtacttaaagggttaaatatggatttttcgctttcgcctgttaccggtttggtgggcgcgaacggctgtgggaagtctacgctttttatgaacctgagcggcttgttgcgtccgcaaaaaggggccgtgttgtggcagggaaaaccgctggattacagcaagcgcggactactggcgctgcgccagcaagttgcgacggtttttcaggacc- STM2020 100 STM0511 69 STM2020 100
4038836 atgaatttaactatccggcaatttcgcgcgtttctggccgtcgcggatttgcgtagttttaccgccgccagcaaatatctgtgcatcacgcagggagctgttagcggtttaatcaacgaaatggaaagccagatggaggtttcccttttcgaccgcacttcgcgcgtggtgaagctatcgcccgacggcgaaaagtttttacccgccgccatgcgggttgttgaagagtttcaacgggccgaaaattatgcccgcg+ STM3834 100 STM2281 62 STM3834 100
4064625 atgaaagttatgcgtaccactgtcgcaactgttgtcgccgcgaccttatcgatgagcgcgttctctgcctttgcagcagcaagcctgacaggtgccggtgcaacgtttcctgcgccggtgtatgccaaatgggcggatacctaccagaaagaaaccggtaacaaagtcaattaccaggggataggctcttccggcggcgtgaaacaaatcaccgcgaataccgttgattttggcgcttccgatgcgccgctgtct- STM3857 100 STM2862 67.647 STM3857 100
3987571 atgctggccttcttaaaccaggtgcgcaagccgaccctggatctgccgctcgatgtgcggcgtaaaatgtggttcaagccgttcatgcagtcctatctggtggtttttatcggctacctgaccatgtacctgatccgcaaaaactttaacatcgcgcagaacgacatgatctctacctacgggttgagcatgaccgagctggggatgattggcctgggcttctcgatcacctatggcgtggggaaaacgctggtt- STM3787 100 STM2283 78 STM3787 100

93518 atgcagcagcccaggaactttgatgaccttaaattctcctccattcatcgcagaattatgctgtggggaagcggcggcccgttccttgatggctacgtgctggtgatcattggcgtggcgctggaacaactgacgccgctattgcaccttgatgctgaatggattggcgcgctcggcgcggctacgcttgccggactgtttatcggcacctcgttgtttggctatatttgcgataaagtcgggcggcgtaaaatg+ STM0079 100 STM4418 66 STM0079 100
152618 atgaatacacaacaactggcaaaactgcgttccatcgtgcccgaaatgcgtcgcgttcggcacattcactttgtcggcatcggtggtgctggtatgggcggtattgccgaagttctggccaatgaagggtatcagatcagtggttccgatttagcgccgaatccggtgacccagcagttgacgagcctgggggcgacgattttctttaaccatcgtccggaaaatgtgcgtgatgccagcgtggtcgtcgtttcc+ STM0129 100 STM1744 61.818 STM0129 100
193394 gtggagactaaaaccgttgccattaccatgggcgatccagcgggcattgggccggaaattattgttaaagcgctaagcgaagacggtctcaacggcgcgccgctggtggttattggatgcctcgcaacgttgaaacgtttacaggcgaagggcatcacgccgaacgtcgagttacgggccattgaacgggtcgccgaagcgcgttttgcgcccggcatcattcatgtgattgatgagccgctggcgcagccggag+ STM0163 100 STM0091 66 STM0163 100
141348 atgatggaaaattttaaacacactacggtactgttggatgaagccgttaatgggctgaatattcgtccggatggtatctatattgatggcacatttggtcgcggcggccactcgcgcctgatcctctcgcaactgggcgaagaggggcgcttgctggcgatcgatcgcgatccgcaggcgatcgccgttgcgcagaccattaatgatcctcgcttctccatcattcatggacctttttccgcgctggctgattat+ STM0120 100 STM0084 62.376 STM0120 100

3513242 atgaaaacttttacagctaaaccagaaaccgtaaaacgcgactggtatgttgttgacgcgaccggtaaaactctgggccgtctggctactgaactggctcgtcgcctgcgcggtaagcacaaagcggaatacactccgcacgtagataccggtgattacatcatcgttctgaacgctgacaaagttgctgtaaccggcaacaagcgtactgacaaagtgtactatcaccacaccggccacatcggtggtatcaaac- STM3345 100 STM2894 59.223 STM3345 100
3551925 atgttggataaaattgtcatcgccaaccgcggcgagatcgcactacgtattcttcgagcctgtaaagaactcggcatcaagaccgtcgctgtgcactcaagcgcggatcgcgatttaaaacacgtattgctggcggatgagacggtctgtattggtccggcaccgtccgtaaaaagttatctgaacatcccggctatcattagcgccgctgaaatcaccggcgcggtggcaatccacccgggttacggcttcctt+ STM3380 100 STM4290 61 STM3380 100
706871 atggcgttattcaacagcgcgcatggcggtaatattcgggaagccgcgacggtgttgggcatctcgcctgaccagttactggattttagcgcaaacattaatccgctgggtatgcctgtcagcgtgaaacgcgcgcttatcgacaatctggactgcattgagcgctacccggacgccgattattttcatttgcaccaggcgctggcgcgtcatcatcaggtgccggcatcgtggatactggcgggaaatggcgag+ STM0644 100 STM4211 65.094 STM0644 100
729835 atgataaaggagttggatatgcaattacgtaagctaaccacagcaatgctggtcatgggactgtctgcgggccttgcgcacgcagaagatggcgcgcctgccgctggtagcaccctggacaagatcgctaaaaatggcgtgatcgtcgtcgggcatcgcgaatcttctgtgcccttttcttattacgacaaccagcagaaagtggtcggctattcccaggactactccaacgccattgtggaagcggtaaaaaag- STM0665 100 STM0887 62.745 STM0665 100
761398 atggcaatccacaaccgcgcaggacaacccgcgcaacagagtgatttgattaacgtcgcccaactgacggcgcagtattatgtactgaaaccggaggcagggaatgcagaacatgccgtgaaatttggcacttccggccatcgcggcagcgcaggtcgtcacagtttcaacgaaccgcatattctggcgatcgcccaggcgattgctgaagagcgggcgaaaaatggcattaccggcccctgctatgtggggaaa+ STM0698 100 STM0242 74 STM0698 100
266991 ttgactactaacactcatactctgcagattgaagagattttagagcttctgccgcaccgttttccgtttttactggtcgatcgcgtgctggactttgaagaaggtcgttttctgcgtgcggtgaaaaatgtctccgtcaacgagccgtttttccaggggcatttcccgggcaaaccgattttgccaggcgtgctgattctggaagcgatggcgcaggcaaccggtattctggcgtttaaaagcgttggtaaactgg+ STM0227 100 STM0227 100

1587805 atgatgacatacgatcgtaaccgtaacgcaatcactaccggtagccgggtcatgataagcggcacgggtcataccgggattatcaaagccattgagagcgaaggtctggatgcaggtcaaattcgccgcggcaaaacggtgattgtcgaaggttgtgaaggtaaattcgcgccggtcgaactgattcgtcttggcatgaactga- STM1509 100 STM3376 63.81 STM1509 100
2179850 atgatgaatttgaaagcagttataccggtagcgggtttgggtatgcatatgttgcctgccaccaaggcaatcccaaaagagatgctaccgatcgtcgacaagccaatgattcagtacattgtcgatgagattgtggctgcagggatcaaagaaatcgtgctggtgactcacgcgtctaaaaacgccgttgagaaccacttcgacacctcttatgaacttgaatcacttcttgagcagcgcgttaagcgtcagcttt- STM2098 100 STM1752 77 STM2098 100
2213843 gtgtttatcggatttgattacggtacggcaaactgctcggtcgccattatgcgcgacgggcatccacagttgctgacaatggagaataacagcgcattactgccgtctatgctgtgcgcgccgacgcgcgaagcggtgagcgagtggctgtatcgccatcatgatgtgccggcaacggacgaagaaacccaggcgctgctacgccgcgcgatacgctacaaccgcgaggaagatattgaggttggcgcgcaaagc+ STM2125 100 STM2048 64.151 STM2125 100
295872 atgactatccctgcattcggtttaggtacttttcgcctgaaagacgacgtggttatcgcttctgttaaaacggcgcttgaactgggctaccgtgctgtcgacactgcgcaaatctatgataatgaagcggctgttggacaggcgattgctgagagcggcgtaccgcgtaatgagctgtacatcaccaccaagatctggattgaaaaccttagcaaagacaagctaatcccaagcctgaaagagagtctgaaaaaac+ STM0255 100 STM3165 70.297 STM0255 100
343542 atggcggtagctttgttcgccactaattctatggtttcagtatatgccgtcaaccagcaattaaattcagccactaaattattcagcgtgaagctgggggctacacgagtgatttatcacgctggtacggctggagcgacgctctcggtgagcaacccgcagaattaccctattttggttcagtcttcagtcaaagcagcagacaaaagttcgcctgctccctttttggtgatgccgcctctatttcgtttagaag+ STM0300 100 STM0176 62 STM0300 100

2223137 atgacagaacttcctgacaacacccgctggcaactctggattgtggcattcggcttttttatgcagtcgctggataccaccatcgtcaacactgcgctgccctccatggcgaaaagcctgggggaaagcccgctgcatatgcacatggtagtggtgtcatatgttcttaccgtcgccgtaatgctccccgccagcggctggctggcagataaaatcggcgtgcgtaatatcttctttgccgccattgtgctgttc+ STM2129 100 STM3887 71 STM2129 100
2861956 atgagcctgagtcccgcacggcagcaccgcctgcgcattcaggccgaacaggccgcccgtgagggcggcagtgttcgccgccatgcgtctggctatgacctgatgctgctgcaactggcagaagatcgccgtcgccttaaaggcatccagtccacggtgaaaaaggcggaaatcaaggtggagctgctgccgaaatattccgcctgggcggagggcgtgctggctgccggaggtgcgcagcaggatgacgtgctga- STM2719 100 STM0843 66.019 STM2719 100
2890113 atgatgatttactgcgcacgtattactgccatcgggctgtttgtcgccgacggcctcaccgacaagatgctcatcaccttcgacagcaacgggccgaaggactgtctcgattactcgctgtcgctggagccgtcgttccgggaagagagcctgatgatactccccggcgaccgcctgctgctggcagggcatgattatctggtgactgccgtcggcaagggggtacagcaggcgctgtttgaactcggtcatctga+ STM2751 100 STM2834 60.396 STM2751 100
2910402 atgtccaactactgcttttactctcaggatgcattagctctggctcaaagtgctggtgttgatgtaataataaacagctatgctgagcagcataaaaaacaaacatatattctttgcagacctctatctaatgaggatgtaaagtatgattatgaccgagcgattgcagtattttcttctggtataaaacctttttttatagattttggggatgacgatgatctttttgaggagtatcaggaagattttctcgaa- STM2767 100 STM0722 77.228 STM2767 100
2945600 atgggacttttcaattttgtaaaagatgcaggtgaaaaactctgggacgcggtaaccgctaatcatgataaggacgatcaggcgaaaaaagtccaggaacatttaaataaaacgggaatacccgacgctgacaaagtgaatgtgcaaatagctgatggaaaagcgacagtgacgggtgatgggctgagtcaggaggcaaaagaaaaaattctggttgccgtggggaatatcgccgggattagcagcgttgacgatc- STM2795 100 STM2559 51.429 STM2795 100
1187288 atgaaacctgaagattttcgtactgataacaagcgtccgttaacgggcgaagagtatttaaaaagcctgcaggacgggcgggaaatttatatttacggcgaacgcgttaaagatgttacgacacatccggcattccgcaatgccgcagcctctgtcgcacaactgtatgacgcattacataaaccgtcgatgcaagataccctatgctggaataccgataccggcagcggcggttatacgcataaatttttccgc- STM1099 100 STM1591 62.376 STM1099 100
2903354 atgaaaatttcatatttaaaatcatctccgtcaatgattgaagttttaaaaaataactatgaagcatttataattcaaaactataaattcaatcacttaggtttatttcatgacgaagacagtatttatgctgtaatacagaattacaaagaatctaatactacgttagatgaaatacaagaactttacaactacagatttaaaaccgcaggtgttccgggaccaacgtttacagaagaagtaaaagacaactat+ STM2761 100 PSLT075 62.136 STM2761 100
2935567 atgaaaaaacaattacttcgtacccttactgcaagcattttattaatgagtacctctgttctggcgcaggaggcgccgtcgcgaacggaatgtatcgcgccagccaaacctggcggcggtttcgacctcacctgtaagctgattcaggtgagtttgctggagactggcgctatcgagaaacccatgcgggtaacgtatatgcccggcggcgtcggcgctgtggcctataacgcgatagtcgcccaacgccctggc+ STM2786 100 STM2786 100
1177863 ttgacttccttcatttccagcatagcttacgcttcatcatcattgaataaacaattaagtttgttgagcgaaaatttacttaaagaaaaaataataagcaccaatattttttgcagtatttcaacttataccagaataaatgcgcgtagatggcgtaaaaacctgatgagcaggaatacttacacactaaaaatgctcccgcaaacagagcaaaatgagagagatgaacgtttgccccttacatttccaccaaaga+ STM1089 100 STM1245 67.961 STM1089 100



3585995 atgaaagttcgtgcttccgtcaagaaattatgccgtaactgcaaaatcgttaagcgtgatggtgtcatccgtgtgatttgcagtgccgagccgaagcataaacagcgccaaggctga- STM3419 100 STM1528 52 STM3419 100
3616277 atggtgcttggcaaaccgcaaacagacccgactcttgaatggttcttgtctcattgccacattcataagtacccgtcaaagagcacgctgattcaccagggtgaaaaagcagaaacgctgtactacatcgttaaaggctccgtggcagtgctgatcaaagatgaagaagggaaagaaatgatcctttcttatctgaatcagggtgattttattggtgaactgggcctgtttgaagaaggccaggaacgcagcgcct+ STM3466 100 STM0103 59.223 STM3466 100
3656186 atggaaagtgtagcgctttcacatactactcgctgggggatgttgctcaccggtttgctgcagggcgtcttgtgctacctgctgatggcctggctggtaccacaaaatagcgactggctgttctatggtatgcctgcgacgatagcgttgtcgtcaatgctattgcttaccgtggtctcttttaaacagcgcgcgctgtggggctggctggggctgatctttgtggtcgtgctggcaatgagcggctggctgaaa- STM3499 100 STM2062 63 STM3499 100
1182107 atgaaaaagtatcttgcattcgccgttacgctgctgggtatgggtaaagtcatcgcctgtactacccttttggtaggcaatcaggcttcggctgacggctccttcattatcgcgcgcaacgaagatggctcggcaaataacgccaagcataaggttattcatcccatcgcgtttcatcaacaaggcgagtataaagcacatcggaacaattttagctggccgcttccggagacagcgatgcgctatacggcgatt- STM1094 100 STM1094 100
1216156 atggagcctcaacccccacgtcttaaacccggaaaaatccttgatactctgggtgctatgcaaaaaagcctgacacgtgcctcccagcgtattgcgcaatatattttagccttccccagacaggtgacacagtcatctattgccgatttgtcgcgcgaaacacaggccggagaagccacggttattcgcttttgtcgcaccctgggctataaaggttttcaggattttaaaatggacctggccattgaacttgcca- STM1127 100 STM1887 61.386 STM1127 100
1247906 atggaaaagaataatgaagtcattcagacccatccgcttgtaggatgggacatcagcaccgtcgatagctatgatgcgctgatgctgcgtttacactaccagaccccaaatcgtccggaaccggaagggactgaagttggtcaaacgctctggttaacaacagatgtagccaggcaatttatttcaatattagaagccggcatcgccaaaatagaatcaggcgattaccaggaaaacgagtatcgtcgccattag- STM1161 100 STM2972 59.615 STM1161 100
1291791 atgacaaaaatgcatcgctacgctgccattgctgcgctggcgatatttctctccgggtgtatggcgcaacgtcaacctgcgccagttgaagaggtaaaaccagcgccagaacaacccgcgcagccgccgcagcctcctgttgtgccgtctgtgccaacgattccacagcaaccggggccgatcgaacatgaagatcaaacgggccagccagcgcctaaggtgcgccactatgactggaacggcgcgatgcaaccgc+ STM1207 100 STM0417 61.321 STM1207 100
1327207 atgctcaaacctatctgccatagtggaagtataaaggttccggaatatctggaaacagataaggaaaaaaatgccggacgtactccactgtcttcagacattcagcaagttagaaatgttgttgaagatgttccgctatttccagaaagcagaacggcgagaggttctgtaagcgcagcgtacaggctttcttttgacgaagtgttttgcggtctcagcaatgaagagcgtaaaaaggtgtatggtcgccttttt+ STM1239 100 STM2255 61 STM1239 100
1357407 atgtttgatgtcactctgctgatcctgctcggactggcagctctgggatttatcagccacaacaccactgtcgccgtctcaattctggtgctgattattgtccgcgtaaccccgttgaataccttttttccctggattgaaaaacagggactcaccgtcgggattatcattctgaccatcggcgtaatggctcccatcgccagcggaaccctaccgccctccacattgatccactcttttgtgaactggaaatcgc- STM1280 100 STM0019 56 STM1280 100
1065677 atgacggcaattgccccggtaataaccattgatggcccaagcggtgcaggtaaaggcaccttgtgcaaagcaatggcggaagcattgcaatggcatctgctggattccggcgcgatataccgcgtactggcgctggcggcattgcatcaccatgtcgatctcgcctctgaagatgcgctggtgccgctggcgtcccatctggacgtgcgtttcgtctcaacggacggcaacctggaagttatcctggaaggcgagg+ STM0980 100 STM0980 100
1125159 atgacagacacgacaattcctaatccacttgcgccggtaaaaggcgcaaataccacattctggatgtacaacagcgagggtgatccgttcgccagcccgctaagtgataataactggctgaggctggcaaacgtaaaagacctgcagccgggagaactgacggcagatgcagaagataataactatcttgatgacgagaacgctgactggaaaagtaccacacagggacagaagtctgccggggatacttctgtga+ STM1038 100 STM0916 84 STM1038 100
4432888 ttggccaacgacattattacccagcttcaggcgcgtaatgagacgttgacgcaggcaatagcccgttacggctcactcaacgccagcacgctgcacacgctcagctttgagcaaacaaaagtcacccggcttacgcaacagctcgctaactccgcccttcgccgggaagagaacgataaacagcgcgccgggttgctggaaaaaacacaaacgttcgccggacagctcggcaagctcctgaacgttgagactccc- STM4211 100 STM0644 65.347 STM4211 100
4466526 atggcaacgcgtattgaatttcacaagcatggtggtccggaagtgcttcagaccgtggagtttacgccagcggaaccggcggaacacgaaatccaggttgagaacaaagccattggtatcaacttcatcgacacctatatccgtagcggactctatccgcccccgtcgttgcctgcgggcctgggaaccgaagctgcgggtgtggtcagtaaagtcggcaacggcgtggagcacattcgcgtcggcgatcgcgtc- STM4245 100 STM4245 100
4522671 atgagccagtctgaacactccactgcgccgttacgtcccatgcctgtaaagcgtctggcggctgcggcggtgttgatggtggctgcctgtgtcggcggctatctgttgacgccgaaatggcaggctgtgcgtagcgagcaacagcgtctggccgatccgctacgtgactttacgaacccgcaaacgccagaggcgcagctttccaggctgcaagaaaaaatccgcgccaatccgcaggatagcgagcaatgggcgc+ STM4282 100 STM4282 100
3070269 atgacagagtttgacaatctcacctggctgcacggaaaaccacaaggtagcggattgctgaaagcgaatccggaagattttgtggtggttgaagatttaggctttacgccggatggtgaaggcgagcacattttgctgcgtattttgaaaaacggttgcaatacccgttttgtcgctgacgcgctggcgaaattcctgaaaattcacgctcgcgaagtgagctttgccgggcaaaaagataaacacgccgttacc- STM2928 100 STM4427 75.248 STM2928 100
4443199 gtggttattttgcccctctggagaagcgtcgtgaagcgactcgcacttatcctgatttgcctgctattacaggcgtgttcggccaccaccaaaggcctgggcgattcactgtgggacagtttgttcggtacgccaggcgtacagctaacggatgacgatattcaaaacatgccttatgccagccagtacatgcagcttaacggcggtcctcaactgtttgtggtgctcgctttctcggaaaacgggcagcagaaat+ STM4223 100 STM1000 65 STM4223 100
4510273 atggatatcagaacgctgcgttattttgtcgaggtggtgcgccagcaaagtttcacccgcgcagcggagaagttatttgtcacccagcccaccattagcaaaatgctgaaaaatcttgaagatgagcttaactgtacgctactgatccgcgacggacgtaagttattgctgaccgataccggacgcgtggtgtttgaacgcggtctggcgatcctcgctgagtttcgccagttagaggccgagttgagcgatatta- STM4270 100 STM1713 61.765 STM4270 100
4554949 atgaaacagtatggcttttatgttgactcctcgcgctgttcaggctgtaaaacctgccaggtaagctgcaaggataataaagatctggatgtcggtccgaaactgcgccgcgtctatgaatatggcggcggaagctgggtgaaagagggggaaagctggcatcacgacacctttacctactacctctctattgcttgtaaccattgcgatgagccggtatgtgtctccggctgtccgaccggggcgatgcataaac+ STM4306 100 STM2529 74 STM4306 100
2489836 atgaaacgtgcagtgattactggcctgggcatcgtttccagcatcggtaataaccagcaggaagtcctggcatctctgcgtgaaggacgttcagggatcactttctctcaggagctgaaggacgccggcatgcgtagccaggtatggggcaacgtaaaactggataccactggcctcattgaccgcaaagtcgtgcgctttatgagcgacgcctccatctatgcttatctgtctatggagcaggcagtggccgac- STM2378 100 STM1197 73 STM2378 100
2548420 atgggacaagagagtgatattcagtcagtgctcttcgacgacaaccatcgggcattacagaccgatatcgtcgccgtccagtcacaggtcgtgtacggcagcgtaggcaacagtatcgctgttccggccattaaagcgcagggactacgcgtgacggcggtcccgacggtgctattcagcaatacgccgcactataaaaccttttatggcggcattattcccgccgagtggtttgcaggctaccttacggcgttga- STM2435 100 STM1450 59.434 STM2435 100
995486 atgaacaaaaagttaatgacacttgctgtatttttattcagtagtgcagcctcagcagcaagtaccgacgcaacggttaaccttgtaaatgccaatggcacaggtcaaaagatcggcaatattacaattaccgaaacagaatatggcttgttattcaccccacatttgtcctcacttccagccggtattcatgggtttcatatccacgagaacggaagctgtgatgctggcatgaaggacggtaaacctgtcgcag- STM0924 100 STM1044 70.588 STM0924 100

4243214 atgagtattcgcataatcccgcaagatgagctggggtcgagcgagaaacgtacggcggatatgattccgccgttattgttcccccgactcaaaaacgtctacaaccgccgcgccgaacgtctgcgcgagctggctgaaaataacccgctgggcgattacctgcgctttgccgcgcttatcgcgcacgcgcaggaagtggtgctgtacgaccatccgctggagatggatctgaccgcacgtattaaagaagcgaac- STM4034 100 STM2532 70.588 STM4034 100
4429384 atggctgagataacggtatccggcggggtgttcgccaccctgacgcccatttttaccctttggtacggacataaagagatcacttacgacatcgcgccttatgtcaccagcatcagttacagcgacagtattaaaaacgagtcggatgtcattgccattgcgctggaagatagcaccgggcgctgggtaaacgaatggtatccgggaaaaggcgacacgctggcgctgcgcctgggctaccagggcgaagatctg- STM4208 100 STM1717 47 STM4208 100
4458601 atgtccggctggccacgaatttactacaaattactgaatttaccattaagcatactggtaaaaagcaagtctattccggcggaacccgcccaggaattggggctcgatacttctcgccccattatgtatgtcttgccatacaactcaaaagcggacttactgacgctgcgggcgcaatgtctggcgcacgatctcccggatccgctggagccgctggagatcgacggcgcgctgttgccacgctatgtatttatt- STM4235 100 STM4235 100
3055507 ttgacagtaaaggagctcgccatgctcaatttgcagcgtatgtcgctgtttatcgccgtggtagatagcggcagcttcacggccgccgccgccgcatcgggccaaacaaaagcggtagtgagttttaatattcggcagcttgaaaaagagcttggcgtaacgttactgctacgttccacccgacgattgacgctcacagacgccggcgtcctcttttaccaaaaaggcgtgaatttactcaacgcagcgaaaaat+ STM2912 100 STM3367 63.107 STM2912 100
3094181 atggcgttaaggatcagggtattgctcgaaaatcataagggagctggagcggataaatcgttgaaggtccggccagggttaagcctgttggtcgaggatgagtctacgtctatcttgttcgataccggccctgatggcagttttatgcaaaacgcgttggcgatggggatcgacctgtccgatgtgtctgctgtggtgctttcgcatggtcattacgatcattgcggcggcgtgccgtggcttcctgatagcagtc- STM2950 100 STM4496 85 STM2950 100
973407 atgcgtacagataacaacgaacataaagcactattcaccatcccgacggcagcgcacagctccgccctggtaaacgtcaaacctctgcctgagcaacgtagaatcaccgggcataaacagaccgacgcctatctgtgggtactggaggttatccacctgaatgaacctgcacatctggacgctgcagaagctgcgctggagaaaattaaaatctctccaaaagaggccggggaacggtattcccgttatctgctgg+ STM0902 100 STM1991 56 STM0902 100

1394819 atgatgcagctacaggttaacgcaacggaaatcaaaacggtttatgagcagcagctcttcaatggcaaaaatttccatgtgtttatctataacaagacggaaagcgtcaccgggctgcatcagcacgactactatgaatttaccctggtattaaccggacgttattaccaggagattaacgggaagcgtgtgctgctggaacgtggagattttgtttttatcccggtggggtcgaatcaccaaagtttctatgagt+ STM1315 100 STM3528 75 STM1315 100
2576559 atgatcattgaacgcgcccgcgaactggcggtacgcgcccccgccagagtcgtctttcctgatgcgctggacgaacgcgtgctgaaagcggcgcattacctgcaacagtacggtctggctcgccccgttctggtcgccagtccgtttgcgctgcgtcagtttgccctgagtcatcgtatggcgatggatggcattcaggtcatcgacccacacagcaacctgagtatgcgccagcgttttgcgcaacgctggctt- STM2466 100 STM2338 68 STM2466 100
1320857 atggaattatcctcactgaccgccgtttcccctgtcgatggacgctacggcgataaagtcagcgcgctgcgcggaatttttagcgaatacggtttgctgaaatttcgtgtacaagtcgaagtacgttggctgcagaaattagccgcgcacgcagcgatcaaggaagttcctgcttttgctgccgacgcaaacggttacctggatacgcttgtggcaaacttcaatgaagaagatgccgcgcgcattaaaaccatt- STM1232 100 STM0912 57 STM1232 100
1510975 atgaatcgcctgcctttaacagaggattgctcagtggcgcggataaacaaaatctcgatcacgctctgtgctttactttttactactctcccctttacgccaatggcccatgcttccaggcaagccaaagcgacgcctgctgtttctcatgtcacgaaaacggcagataaaaagaaaagcacaacgaaaaagatcagtaaaaccagcaaaaaaaacgtaaaaaaaacctcaaaaaccagccgttcttcttccgctt- STM1432 100 STM1485 62.745 STM1432 100
2055888 atgatttatttatgcacagcagaagccaaaaaaatgataaaaattattttcatctccattattggagtcgtctgtcttgccgctgcccgttattcacccgtcacagtggtcaatgcacatccgagcgccattgcccgctgtctcgctgataatctgtccccgtatgggtatatactggatctccatgaaacagatattccaggcattaataaagaatttaccgtgtattatcgcaacggcgcatatattgcaggaa+ STM1967 100 STM1967 99.23
2354744 atgaaaagccatgacctgatgaaagcgctgtgtcaatggatggccacgcttgccctggtggtaagtggtgcggtttgggcggcaaacggagtggatctgagccagtcgccggaagtatccgggacgcaggaaggggcgattcgtatgccgaaagagcaggaacgtatgccgctaaattacgtcaaccagccgccgatgatcccgcacagcgtcgagggctaccaggtgacgaccaataccaaccgctgtctgcaat- STM2256 100 STM2144 65.094 STM2256 100
4667890 gtgggagccagcaatatgtacaatgtaaaaaagagcattaagttggggattgcgcctatcggttggcgcaatgatgatattcctgagattggtaaagaaaatacatataaacaaatacttagtgatgccgcgctcaccggtttttccgggacggaagttggcggttgttatccgcaggatcctgctgagttaaataaagagttaatgcttcgcggactggaaataccaggccagtggttttcttcctttattatt+ STM4424 100 STM4424 100
4689330 atgaaactgacccctaacttttaccgcgatcgcgtttgcctgaacgtactggccggttcgaaagataacgcccgggaaatctacgcggcggcggaaggtcatgtgctggttggcgtgctctccaaaaactatccggatgtggcaagcgcagtcgcggatatgcgtgaatatgcggcgcttatcgataatgcgctctccgtcggactgggggcaggcgatcctaaccagtcggcgatggtgagcgaaatctcgcgtc+ STM4447 100 STM3767 63.462 STM4447 100
2430905 atgaccttaaaagaattattagtaggtttcggcactcaggtacgcagtatctggatgatcggcctgcatgcgttcgccaaacgcgaaacgcggatgtatccggaagagccggtctatttaccgccccgttaccgtggtcgtatcgtgctcacgcgcgacccggacggtgaagagcgctgcgttgcctgtaacctgtgcgcggtagcctgtccggtaggctgtatctctctgcaaaaagcggagaccaaagatggcc- STM2321 100 STM1458 60.952 STM2321 100
2460270 atgagtaagcctgttattgtgctgtggtcggatgcgaactttttctctccctacgtcttgtccgcctgggtggcattacaagaaaaagggctttcctttactctgaaaactcgcgatctggaccagggagaacatctgcaacctggctggcgaggatatgcgctgacgcagcgcgtaccggtgcttgaggccgacaattttgagctgagcgagtcgtccgctattgcggaatacctggaggagcgtttcgcgccgc- STM2348 100 STM3949 59 STM2348 100
2044688 atgacggtgcagcaacctaaaaggcggcctttgagccgctatcttaaagactttaaacacagccagacgcattgcgcgcattgtcacaaactgctcgaccgcattacgctggttcgccgtggcaagatcgttaataaaatcgctatttcacagctggatatgctacttgacgacgctgcctggcagcgggagcagaaggagtgggtggcgctgtgtcgcttttgcggcgatttgcactgcaaaaagcagagtgatt- STM1955 100 STM1955 100
233960 atggctcactataaaaaatttcgtctgagcacgcttgcggccgtggtgggtattgttctggctgtcggtccggaaaatagctacgcggaagcgcccattcaatttaatacccgatttcttgatgttaaagatgatgccagcctggatctctcccgtttttcccgtaaaggctacattatgccggggagctatcatctccaggtgctggtcaatcagagtcaaattgtccaggataatgttattacgtattccgtt+ STM0196 100 STM0023 72.115 STM0196 100

2023282 atgagctacacccatattcttgtcgccgttgccgtcaccccggaaagtcaccagctactggctaaagcggtctctatcgcccgccctgttcaggcgaaagtaagcctgattactctcgcttccgatcctgaactgtataaccagttcgccgcgcccatgatggaggatttacgcgcggttatgcatgaagagaccgagaattttcttaagatgctgggggaaaaggcggattatccgattgaacaaactttcatcg+ STM1927 100 STM3591 68 STM1927 100
1388221 atggataactttctggcgttgacgctaagcggcacgacaccgcgggtgacgcaggggaagggcgcgggttttcgctggcgctggttaggccatggtctgcttgaactcacgcccgatgcgccggtcgaccgcgcgttaattctttctgcggggatacacggtaatgaaaccgcgccggtcgagatgctggataagctgctgtcggcgctgtattcaggcagcttgacgttaacgtggcgagtgctggtggtactc+ STM1307 100 STM0603 63.303 STM1307 100
1523360 atgtctgataacgaccaattgcagcagatcgcgcatctgcgccgtgaatacacgaaaggcggcttgcgtcgccgcgatttacccgctgaaccgttaaccttatttgagcgctggcttgggcaagcgtgcgacgccagactggccgatccaacggcaatggtcgtggcgaccgtagatgacaagggtcaaccgtaccagcgtattgtgttgctcaagcattatgatgaaaaaggcctggtcttttataccaacctgg+ STM1448 100 STM2914 47 STM1448 100
4275341 atgaaaaaaacaggctactttttactggcggtgatagtgattgtcgccgcggcgggcgtcggttactggaaattttccggcaaccctgatgcattacgggaaatcgtgcttgaacaatgcctgcccgatcagttacagcatcaaaacccagcgccgtgcgcggaagtcaaacctcgcgctggctatgtcgtctttaaagatcgtcacggtccgttgcaatatttattgatgcccacctaccgtatcaacggtacag+ STM4064 100 STM4070 87 STM4064 100
3008960 atgaactggcttgttgagccgtttggctaccagtatatgctcaacgcgatgtgggtctccgcgatggtgggcggtctgtgcgcgtttctctcctgctatttgatgctcaaaggctggtcgctcattggcgatgcgctatctcactctattgtgcctggcgtcgctggcgcctggatgttagggctgcccttctcgctcggcgcgtttctttccggcggactggcggcaggcagtatgctctttcttaaccaacgct+ STM2863 100 STM0433 71.569 STM2863 100
1527955 gtgtctactgcaaacaaaaaaccaactgaaagcgtcagtttgaacgctttcaaacaaccgaaggcgttctatctcatcttctcgatagagttatgggagcgttttggttattacggcctgcaaggcattatggccgtctacctggtaaaacaactgggtatgtcagaagcggattccatcacccttttctcttccttcagtgcactggtgtacggcctggtcgccattggcggttggttaggtgataaaattctg- STM1452 100 STM3592 74 STM1452 100
2633708 gtgcgaaatatgtatgtcgtggcttcagaactggcgcgaggccacagcaaagttaaagcgcaagtatgcgcgagtgaaacccattctccaaaccaaaagtccgaatatggacaaataataaaagcaacgcgcgcggcgctggcttgcgccgtggctgcggcgctcggatttttcagcccgctggctatggccgataatcaggtatcatatgctgatgcgcagccccacgttctggatgcgtcaacgccgccgata- STM2513 100 STM3478 73 STM2513 100
1425241 atgtcgcgtatggataacaccgagctgcctcaccctaaggaaatagacaatgaaacgcttctccctgccgctgaacggcgcgtcaacagtcaggcgctattaggtccggacggcaaagtcattatcgatcacaacggtcaggagtatctgttgcgcaaaactcaggccgggaagctactgttaaccaaatag- STM1346 100 STM1346 100
1529884 atgagcgaaataaaagacattgttgttcaggggttatggaaaaataactctgctctggtgcagctacttggcctgtgccctctactggcggtgacgtctacggcaaccaacgctctggggctgggtctggccacaacgctggtattaacgctgaccaaccttacggtgtccgcactacgtcgctggacgccggcagaaatccgtatcccgatttacgtcatgatcattgcctcggtggtaagcgcagtacagatgc- STM1454 100 STM2533 54.455 STM1454 100
1508945 atggcaacaattaaagatgtagcgaaacgggcaaacgtttccactacaactgtatcacacgtaatcaacaaaacgcgttttgtcgctgaagaaacgcgtaacgcggtctgggcggcaattaaagagctgcactactctcccagcgccgtcgcgcgtagcctgaaggttaaccataccaagtcgataggcttactggcgaccagcagcgaagcggcctattttgccgaaattatcgaggcggttgaaaaaaactgt- STM1430 100 STM3886 68 STM1430 100
1454942 atgttaagcattaaagatttacaggtcagtgtggaagaaaaagcgattttgcgtggcctgaatctggagattcgccccggcgaagttcatgccattatggggccgaacggttccgggaaaagcacgctctccgccaccctggcgggacgtgaagattatgaggtcaccggcggctcggttacgttcaaaggtaaagatctgcttgaactgtcgccggaggaacgggcgggtgaagggatttttatggccttccagt+ STM1371 100 STM2691 61.765 STM1371 100
3014468 atgctcaaaaatatcccaataccgtccccgctttcgcctgttgaggggatactgataaagcgtaaaacgctggaacgttatttctctattgaaagattagaacagcaggcgcatcaacgggctaagcgtattttgcgagaggcggaagaagaggcaaagaccttgcggatgtacgcctatcaggaaggttacgagcagggaatgatagacgcgttacagcaggtcgccgcttatcttactgataatcagacaatgg- STM2869 100 STM2870 100 STM2869 55.05
1512349 atgtccgataacgctcaactttccggtctgtgcgaccgttttcgtggtttttatcctgtcgtcatcgacgttgaaactgcaggatttaacgctaaaaccgatgcgctgctcgaaatcgccgccatcacgctgaaaatggatgaacaaggctggctgatgccggacatgacgctgcatttccatgtggagccgttcgctggagccaacttacagccggaagcgcttgcgtttaacggtatcgatccctctaacccgc- STM1434 100 STM3027 86 STM1434 100



1560612 atgttttactggattttattagctctggctatcgcgactgaaattaccggcacgctctcaatgaaatgggctagtgtgggtaatggcaatgcgggttttattttaatgctggtgatgatcacgctgtcatatatatttctttcttttgcggtaaaaaagattgccctgggtgtagcgtatgccttatgggaagggatcggcattttatttattaccatttttagcgtgctgctatttgatgaagcattatcaacca+ STM1482 100 STM1483 58 STM1482 100
2169917 gtgaaagttcaattgttaaaaattccgagtcatttaattgttgcaggttcatcatggttatccaaaataataattgccggggtgcagttagcaagtatttcatatcttatttctatgctaggtgaagagaaatatgcaatctttagtttgttaactggtttattagtatggtgtagcgctgttgattttggcataggtacaggactgcaaaattatatatcagaatgcagagccaaaaacaaaagttatgatgca- STM2088 100 STM2083 61.165 STM2088 100
4002872 atggaaccccttcgcgatacccgaaaccgcttactcaacggctggcagttatccaaactctatacttttgaagtcgcggccagacaccagtcctttgctctggcggcagatgagctgtcgttaagccccagtgcggtaagccatcgtatcaatcaactggaagccgagttgggaatccagctatttgtccgctctcaccgtaaagtggagcttacccatgaaggcaaacgggtattctgggcgctgaaatcgtcg- STM3800 100 STM3121 59.615 STM3800 98.4
2787297 atggcgactgagttaacctggcacgatgtgctggctgatgagaaacagcaaccttactttatcaatacgcttcacactgttgctggcgagcgtcagtcgggtatcacggtctacccgccgcaaaaagatgtgtttaacgcctttcgctttacggaactgggcgacgttaaggtggtgatcctgggacaagatccttaccacggccccggccaggcacatggtctggcgttttccgtgcgtcctgggatcgctcccc+ STM2647 100 STM2028 62.745 STM2647 100
451484 atggcgagacgtattctggtcgtagaagatgaggcgccgatccgtgaaatggtgtgcttcgtgctcgaacaaaatggctttcagcccgtagaagccgaagattatgacagtgcggtgaataaacttaatgaaccctggccggatctcatccttcttgactggatgttgcccggcgggtcagggttacagtttattaaacatctcaaacgtgaagccatgacccgggatattcctgtggttatgctgaccgcaagag+ STM0397 100 STM3502 72 STM0397 100
286338 atggcgttcaaattcaaaacctttgcggcagtgggtgctctgattggttctctggcacttgcgggttgcggtcaggatgaaaaagatccaaatcatattaaagtcggcgtaatcgttggcgcagagcagcaagttgccgaagtcgcgcagaaagtcgcgaaagaaaaatacggcctggacgtggaattggtgacctttaatgattatgttctgcctaatgaagcgctgagcaaaggcgatatcgatgccaatgcct- STM0245 100 STM0510 76 STM0245 100
117235 atgaatgtgagtatgcaggcgcgtctggtagggaacgaccgttatcttttcgtcaatactcaacgcgctaacccttccataaaaaccgtgagtcgattttttgagtataaaacatggacagaacagatttggcgtaccgagattattgaaaacggcaatgctttttttcactggcaaggacacgacagaaaaaacggacatcgggataccattattaactatctgttaaatgggcaacgctggcagtcaacaatcg+ STM0100 100 STM2128 58.824 STM0100 100
82510 atgagtgagtcattacatctgacccgtaacggcccgatcctggaaattaccctcgaccgacctaaagcgaatgccattgacgccaaaaccagctttgcaatgggtgaagcttttcttaatttccgtgacgatccggaattacgcgtagcaatcattaccggcggcggggagaaattcttttctgctggctgggacttaaaagcggcagcggaaggtgaagcgccggatgccgattttggtcccggcggctttgccg- STM0070 100 STM3983 67.647 STM0070 100

2040380 atgcaggaaaatgatttcttcacctggcgacgcgcaatgttgttacgctttcaggagatggcggcagcagaggatgtttatactgaattgcaatatcagacacagcggctggaatttgattattatgccctgtgtgttcgtcatcccgtcccctttacccggcctaaaatatcgcttcgtaccacttatcctccggcgtgggtaacgcattaccagtccgaaaactatttcgcgatcgatccggtattaaagccgg- STM1950 100 STM1767 65 STM1950 100
1777721 atgcgtctggaagtcttttgtgaagaccgacttggtctgacccgcgaattacttgatttactggtgttacgtagcattgatttacgcggaatcgagattgatcccattgggcgaatttatcttaattttgctgagctggaattcaccgacttcagcagcctgatggccgaaatccgccgtatttccggcgtaacggatgtccgtaccgttccctggatgccgtccgaacgtgaacatctggccctgagcgcgctg- STM1683 100 STM2562 70 STM1683 100
3732333 atgtccgagcagtttctctatttcttgcagcagatgtttaacggcgtcacgctggggagcacctacgcgctgattgctatcggttatacgatggtgtacggcattatcggcatgatcaacttcgctcatggcgaggtgtatatgatcggcagctacgtctcttttatgatcatcgccgcgctaatgatgatgggaatagacaccagttggctcctggtggccgctggatttatcggtgcgattattattgccagc- STM3563 100 STM0813 61 STM3563 100
1568387 atgcatcgtttacacgcttacccggatctgcgcgcgatgtttcgtcgcctgctgatcgctacgctcatcggtattctcgcggcgctggctgtcgccgccttccgtcatgcgatgcaattgctggagtggattttcctgagtaatgacaccggcagtctggtgaatgcggctgaggggctttcgccctggcgacggctgattacgccggcgcttggcggcctggccgctggtctgttgctgtgggggtggcaaaaa- STM1490 100 STM1489 63 STM1490 100
3994511 atggatatcgcggttattggctctaacatggtggaccttatcacctacaccaaccagatgcccaaagaaggggaaactctggaagcgccggcgtttaaaatcggctgcggcggaaaaggggcgaaccaggccgtggcggccgctaagctcaattcaaaagtattgatgttgaccaaagtgggcgacgatatttttgccgacaacaccattcgtaatctcgaatcctgggggatcaatacgacgtatgtagaaaaa- STM3793 100 STM4066 67.308 STM3793 100
405289 atgttgaaagataaccaaaaacacaacgagtctgttgccccgaatagcgcctttctgtctgagttacaacgtgcattaccggaattttttaccgccgatcgctataacgagcagggcgaactgatcgcgaaaggcggatttgatctcgccagatttgagcgcgcgctgaaagcgcgtaatattgatgagctgactagcggttatcagattgattttattggcaaagattacgcaaaaaaacaggcgggtgaaaaa+ STM0357 100 STM0564 62.376 STM0357 100
470947 atgcaggatgagttttacatggcgcgagcgctcaaactggcgcagcgtggacgtttcaccactcaccctaaccctaatgtcggctgtgtcattgttaacaatggcgacatcgtcggcgaaggttatcaccatcgcgccggagagccgcacgccgaggttcatgcgctgcggatggcgggcgcaaaagccaaaggcgcaaccgcctatgtcacgcttgaaccctgtagccatcatgggcgaacgccgccatgttgc+ STM0416 100 PSLT108 63.208 STM0416 100

4455196 atgtcacaccctgcgttaacgcaactgcgtgcgctgcgctattttgatgcgattcctgcgcttgaaccccatttgctggactggctgttgctggaagattctatgactaaacgttttgagcagcagggaaagcgggtaagcgtgacgctgattcgggaagcgtttgtcggccaaagtgaggtcgaggaagcatcaggtttactgccatccgagtcccgctactggttacgtgagatactgctttgcgctgacggcg+ STM4233 100 STM3701 57.692 STM4233 100
115433 gtggcgcaggcaggtttcattttaacccggcactggcgggatacgccgcaagggacggaggtctctttctggctggcgacagacaacggccctgtgcaggcaacgctggcgccgcaagagtccgtggcgtttattccgaccagccagacctcccgcgccgcctcgctgctacaggcggaaaaagactatcgcctgacgccgctccagctgcgagactttcatcgtcagccggtatccggtctgtattgccgcact- STM0097 100 STM3370 65.714 STM0097 100

3404682 atggaatcggcaagtaataccagcgtaatcctcgacgcatcagccccggcgcgtcgggcagggatgactgaaagcgaatggcgtgaagccatcaaatttgatagtaccgacaccggttgggtcattatgagtatcgggatggcgattggcgcagggatcgtttttcttcctgtccaggttggcctgatgggactttgggtctttttactctcttctattattggctatccggccatgtacctgttccagcggctg- STM3239 100 STM3625 72 STM3239 100
3637251 atgactaagcccatcgtttttagtggcgcacagccctcaggtgaattgaccattggcaactatatgggggcattgcgtcagtgggtaaacatgcaggatgactatcattgcatctactgcatcgtagaccaacatgctattaccgtgcgtcaggacgcgcagcagctacgtaaagcgacgctggatacgctggcgctgtacctggcatgtggtattgatcctgaaaagagcactattttcgttcagtcccatgtg- STM3481 100 STM0421 64 STM3481 100
389987 atgcatttccataaaagaacgttattaagcgtggcgacgcttggtatgctggctgtttcagtcgtactgatggtagtttgggtacgaaacagtaaccatagttctattaatactaatgaatttttatgtacgacaagaacggtaacgacgatacagcctaaagatatccatgccgatggcagtcttgttcttgattttaagatgaagagaattacgtttcaatatgaaataaaaacaaaagataacggtgtaaaaa+ STM0345 100 STM0342 62.745 STM0345 100

2554592 atggcggaagtgactcaattgaagcgatacgacgtcccccgcattaactggggaaaatggtttctgattggcgtcgggatgctggtttcggcgtttatcctgctggtgccgatgatttacatcttcgtgcaggcgttcagcaaagggttaatgccggtactgcaaaatctggccgatccggacatgctgcacgccatctggctgacggtgttgattgccttgatcgcagtgccggtgaatctggtgttcggcattc- STM2442 100 STM2443 70.192 STM2442 100
567125 atgccagcggaaaacagtgttgaagttcatcgtctcaggaagtccgtcggtcagggtgagcatgagctttccatccttaccggagttgaactggttgtcaaacgcggcgaaaccattgcgctgattggcgaatcaggatcgggaaaatctacgctgctggcgattctcgccggactggatgacggcagtagcggagaggtcagtctggtcgggaaaccgcttcaccagatggacgaagaggcgcgggcgcagcttc+ STM0507 100 STM1218 71.698 STM0507 100
667877 atgtcggtttataaagttccgctcgagcaaaatgttctggaagcggctcaagagcgtataatgtggaccctggaaaccttaccccgggtctgcgtctcattttctggtggtaaagattcaggacttatgttgcacctgacggcaacgttggcgcgcaaaatgaataaaaagatccatgttctcttcattgactgggaagcgcaattctcctgtaccatcacctatattgaatcgttacgtgaatactacgcggac- STM0605 100 STM2239 53 STM0605 100

2792540 atgagccagcaaggactggaagcgctactgcgaccaaaatcgatcgcggtgattggcgcatcaatgaagccccaccgcgcgggttacctgatgatgcgtaacttgttggcgggcggattcaatggccccgtccttcccgtgacgcccgcctggaaagccgttttaggcgtcatggcctggccggatatcgccagtcttcctttcacccccgatctggctattttatgcactaacgccagccgtaacctggcgtta+ STM2651 100 STM0918 66.667 STM2651 100
3370462 gtgaagatttatctggtcggtggtgcggttcgggatgcgttgttagggctaccggttaaagataaagattgggtcgttgtcggcgccacgccgcaggagatgcttgatgcgggctaccagcaggtaggccgtgattttcctgtgtttctccatccgcaaactcacgaagaatacgcgctggcgcgtactgagcgtaaatccggttccggctacacgggcttcacctgttatgccgcgccggacgttaccctggaa+ STM3204 100 STM0460 61.905 STM3204 100
3417343 atgacgatgaaagttggctttattggcttaggcatcatgggtaagcccatgagcaaaaacttactaaaagcagggtattcgctggtggtgtccgatcgtaatcctgaagcgattgctgacgtcattgccgcaggcgcggaaacggcctctacggcgaaggcgatcgctgaacagtgtgacgtcatcatcacgatgctgcctaactctccgcatgtgaaagaggttgcgctgggcgagaacggtatcatcgaaggcg- STM3248 100 STM0519 66.337 STM3248 100
3443340 atgactgacaaaactattccgttctcggtgctggatctggcgccgatccctgaaggatcttcggcaaaagaagccttcacgcactcgctggatctcgcacggctggctgaaaagcgcggttatcaccgctactggctggcagaacatcacaacatgaccggtatcgccagcgcggcgacctcggtattgattggttatctggcagccaataccacaacattacatcttggctccggcggcgtgatgctgcctaac+ STM3276 100 STM4477 64.078 STM3276 100
1129921 atgaaaaagattgtcgtggcggttttagttggtctggcgttaggtagcatcggcgtggctaacgcagcagggtataaaaataccgtttcaattggatatgcctacacagatttaagcggctggctttccggtaatgcgaacggtgccaacatcaaatataactgggaagatctggacagtggattcggggcgatgggttcagttacatacacctcggctgatgttaataactatgggtataaggtaggtgatgctg+ STM1043 100 STM0920 74 STM1043 100
1106159 atggcttaccaagccaagaggcatcagccaaataaccatagaggatatttacccatggagaacgcaattgcacgaaagttagacccaccagaaatcaacccgattgagatagagagcgtcctgctcaaccggcttgcatcagtagggcagaaatcatacgccgagcatatgggcatcagcgagtcgacagtcagcaggcgtaaagctgagggatatttctgcaacatggcgaaagagctggcttttcttgggattc+ STM1013 100 STM2627 100 STM1013 100
2662916 atgagtcagtttacacattacccgccggtgagcgataaacaactgggatttttcatcgactcctcacgctgctccggttgtaaagcctgccaggtggcctgcaaagacaaaaacaatctggaagtaggccgtcgtttccgccgcgtctatgaagtcaagggcggaagtttcatcccgaccgggcagggtggggtcagcaataacgtatttgcttatacgctttccatttcctgcaaccactgtgcggaccctgtct- STM2529 100 STM4306 74 STM2529 100
2686261 atgacccttcaacatacccgacgcatcgtcaaatccctttttattctgtttatcattgtggtctgtatttatctgctaccccgcgtagcgatcaatgccttttattacccggacaataaagtctatgggccaacccctgccgaagctgaatccattacctttaccgccaaagatggcacgcatctgcacggctggtttattcccactgctttcggcaggccggaaaacgccgtcgcgacggtgattcatgtccatg+ STM2547 100 STM2248 61.538 STM2547 100
597119 atgaagcaagtttgcgttctcggcaacggacaactgggccgaatgctgcgccaggcgggcgaaccgctgggtatcgccgtctggccggttggtctggatgcagagcctaccgccgtgccggtacagcagagcgtcattaccgcagagattgagcgctggccggaaaccgcgcttacccgcgagctggcgcgccacccggccttcgtcaatcgcgatgtatttccgatcatcgccgaccgtctgacacaaaaacag- STM0533 100 STM0533 100

2749427 gtgtttgctcatcagaatgcctcctttcctccccggcctgaaggccggggaggaaaggaggcggttttccggctaactgtcttttgcataatcacattttcctctttaatatgtgaagccatgaaacgcgcatataaataccggttttaccccacgactgagcaggctgagcttttagctcagacgttcggttgtgtgcgtttcgtctacaactccatcctccgctggcgtaccgatgcgtactacgagcgaaag+ STM2599 100 STM3631 63.462 STM2599 100
4810110 atgacaaccccatcctggcggtcgcttcgtattaagaagtatcagttttctttacgtcttttcttgtttctcaacgccgtgtcggcgctatttactctcgttttccccctttatcagatcaatgtattttgcacgccaatgatcgggatagtggtcctgagcgtattactgttgatatggcatgggaaatatggacaaaaaagaattaatctcccctttatctccctactctttgggggaatatgggcggcgcat- STM4551 100 STM0385 66.99 STM4551 100
3902388 atgaaaaatagtaaaaccaaagtgagtatcattgtcccgttatataatgcgggagcggattttaatgcttgcatggcgtcgttaatcgcgcaaacgtggtcggcgctggaaattattattgtgaatgatggatcgacggatcattccgttgagatagcaaaacattacgcggaacattacccacatgttcgactgcttcatcaggccaatgctggcgcatctgtcgcccgtaatcttggcctgcaagcggcgacc- STM3707 100 STM3707 59.615 STM3707 100
2464308 atgttgtacgggttttcaggcgtaattttacagggcgcgatcgtcacgctggaactggcgctcagttccgtggtgctggccgtgcttatcggtctcgtcggcgcgggggcgaagctttcgcaaaaccgggtaacggggcttatttttgaagggtacaccaccctgattcgcggggtgccggatctggtcttaatgctgctgatattttacggattgcaaatcgcgcttaacgtggtgaccgattcgctgggtatcg- STM2353 100 STM0889 69.608 STM2353 100

13509 atgggtaaaattattggtatcgacctgggtactaccaactcttgtgtagcgattatggatggaacgcaggcacgcgtgctggagaacgccgagggcgatcgcactacgccttctatcattgcttatacccaggatggtgaaactctggttggtcagccggctaaacgtcaggcagtgacaaacccgcaaaacaccctgtttgcgattaaacgcctgattggccgccgcttccaggacgaagaagttcaacgtgac+ STM0012 100 STM2539 67 STM0012 100
1820112 atgcaaacaccaaaacccacgctcgaactgttgacctgcgatgccgcctatcgggaaaacccaacggcgctttttcaccaggtctgcggcgatcgcccggcaacgctgctgctggaatccgcggatatcgacagtaaagatgatttaaaaagcctgctgctggtagatagcgcgctgcgcattaccgctttaggtgacactgtcaccattcaggcgttatctgataatggcgcctcgttattgccgctactggat+ STM1723 100 STM2146 66.019 STM1723 100
2957153 atggcaattaaattagaagtgaagaatctgtataaaatatttggagagcatccgcagcgtgccttcaaatatattgaaaagggactatcgaaagagcaaatactggaaaaaacggggctatcgcttggcgttaaagacgccagtctggccattgaagaaggcgagatatttgtcatcatgggattatccggctcgggtaaatccacaatggtacgccttctcaatcgcctgattgaacccacccgcggacaggta+ STM2809 100 STM1226 70.297 STM2809 100
4263235 atggattctgttatgagaaaatctcttttcttactattacctcttgttgtaacaaatgcgcatgcagtatatgtcgatgttcgtcatgaatatcttgatgacagtaaagctaactatgaccgtgcgtatatttctcatcggtttgcgaatggtgttggttttgcgatagaagctatctcaaaatcaggcggggatgacaccaataaagcgtttaatgacctagaaacacagggcaacgaatatacgataagctacc+ STM4051 100 STM1131 65.049 STM4051 100
708520 atgatcaggttgtatcctgaacaactccgcgcgcagctcaatgaagggctgcgtgcggcatatctgctattgggcaacgatccgctgctgctgcaggaaagtcaggacgctattcgtctggcggctgcgtcgcaaggcttcgaagagcaccacgcttttactctcgatcccagtaccgactggggatcgcttttctcactctgccaggcgatgagtctgttcgccagccgtcaaacgctggtgctgcaactgccg- STM0646 100 STM0563 65.686 STM0646 100

2573386 atggcgcacgacgaacaactctggctcaccccaagactgcaaaaagcggcggccctgtgtaaccagacgcccgccgccagcgatacaccgctgtggctgggcgtcgatttgggcacctgcgacgtggtgtcgatggtggtcgacggcaacgcccagccggtggcggtatgccttgactgggccgacgttgtgcgtgacggcatcgtctgggatttcttcggcgccgtcaccctcgtgcgccgccatctcgacaccc- STM2462 100 STM0593 70.874 STM2462 100
4343997 atgaatattcgtgatcttgaatatctggtggcgttagccgaacatcgccatttccggcgagcggcggactcctgtcacgtcagccagccaacccttagcgggcaaatacgtaagctggaagatgagctgggcgttatgctgctggagcgtacgagccgtaaggtgctgtttacccaggcgggcttactgctggtggatcaggcgcgtaccgtactgcgtgaggtcaaggtgctcaaggagatggcaagccaacaa+ STM4125 100 STM0256 65.347 STM4125 100
845230 atgcaggccgaaatccttcttaccctgaaacttcagcaaaagctttttgccgatccccgacgtatctctctgctgaaacacattgcgctttccggctcgattagtcagggcgcgaaagacgcgggaatcagctataagagcgcctgggatgcgataaacgacatgaaccagcttagcgaacatatgctggttgaacgcgcaacgggcggcaaaggcggcggcggcgcggtattaacccgctatggccagcgtctga- STM0779 100 STM3576 57 STM0779 100
835496 atgacctgtcaggacaaatcacttttagcccccgctctcgcttccacgcccgtcattccgcgctatcgccagatcatacgcaaacgggctgtgctcatgttagctattgcgttggcgatgatggcttcactgatggtggatgtaacctgtgggtcttctggtttaccgctcagtgcgctatggcaggcgctttttcaaccggaaaaagtgaatgcgggcatacacgttattgtctgggatattcgtttaccctat+ STM0770 100 STM1340 69.608 STM0770 100

2952509 atgagcgcgctcgtctacttctccagcagctctgaaaatacgcaccgctttatgcagcgtctggggctgcctgccacgcgtattccgctcaatgagcgggagcgaattcaggtagacgaaccgtacattctggttgtgccgtcatacggcggcggcgggatggccggtgcggtgccgcgacaggtgatccgctttttaaatgatgaacacaaccgggcgcgcattcgcggcgttatcgcctccggtaatcgcaatt+ STM2806 100 STM2948 66.019 STM2806 100
1419368 atggcgcttacaaaagctgaaatgtcagaatatctgtttgataagcttgggcttagcaagcgggatgccaaagaactggttgaactgtttttcgaagagatccgtcgtgctctggaaaacggtgagcaggtgaaactctctggttttggtaacttcgatctgcgtgataaaaatcaacgtccggggcgtaacccgaaaacgggtgaagatattcctattacagcacggcgcgtggtgaccttcagacccgggcaga+ STM1339 100 STM0451 60 STM1339 100
3550565 atggatattcgtaagattaaaaaactgatcgagctggttgaagaatcaggtatctccgaactggaaatttctgaaggcgaagaatctgttcgcatcagccgcacaacggcaaacgccggttttccggtgatgcagcaggcttatgcggcgccgatgatgcagcaacccgctctgtctaacgctgtcgcgccagcggctactccagcaatggaagcgcctgccgcagcggaaatcagtggtcacatcgtacgctccc+ STM3379 100 STM0973 62.037 STM3379 100

63413 atgtttatacgggaaattacacgctggtttgccagacactcgtttcaaaaccggatatttctactgatcctgtttacatccaccatcgtgatgctggcaatcacctggtatctgaccgatatcacgaaagaacgcctgcattatcaggtgggccaacgtgcgcttattcaggcaatgcaaatatccgctatgccagaattagttgaagccgtagaagcgcatgatttgtcacgcatcaaagcgttgattgaccca- STM0053 100 STM0625 67 STM0053 97.65
42913 atgatgtttgggaaaagttgtcaggtcatggttaaaccgaccggatcggtgtgtaaccttgactgtaagtactgtttttatctggagaaagaaaagctctatccggatcgaaaaaaccattacaaaatgtcggaagagaccctcgaactcttcatcaggcagcagattgccgcacaggatattgatgaggtcatttttgcgtggcagggcggggaacccacattaatgggcatcccgttttatcgtaaagccgtt+ STM0036 100 STM3966 72 STM0036 100

1331665 atggaacgtcattgacattttttattcaacgaagagttaaccactcttaataataatgggttttatagcgaaatagacttttttatcgcgtgttcaatatttgcgttagttattatttttttggaatgtaaattctctctaaacacaggtgatatttatgttggaattgtggtgttga+ STM1245 100 STM1089 63.366 STM1245 100
2092968 atgacagcaaaggaggaaactaaaggggttagcgtaagggtggcgacagtaaacatgaaccctttaaaaagaaaagagaactatcttagcgccaccatcatcgctcaaaaagaagggtactggtacagccatttgttaagttcattacaattagtcatataa+ STM2010 100 STM1849 82 STM2010 100



4078521 atgtctgaatttgttacggtagctcgcccctacgccaaagcagcttttgactttgccgttgaacaccaaagtgtagagcgctggcaggatatgctggcgtttgccgccgaggtaaccaagaacgaacaaatggcagagcttctctctggcgcgctggcgccggaaacgctcgctgagtcgtttatcgcagtctgcggtgagcagttagacgaaaacggtcagaacctgattcgggtgatggctgaaaataatcgtc- STM3868 100 STM3165 67.327 STM3868 100
2125204 atgcatctggcacgagtcacgggcgcggttgtctccacgcaaaaatcaccttctttgattgggaaaaagctgctgctggtgcgtcgggtcagcgccgatggcgaactccccgcctcgcccacctccggcgatgaagtggccgtggactccgtcggcgcgggcgtcggcgaactggttttgctcagcggcggctccagcgccaggcacgttttttccgggccaaatgaggccattgacctcgccgttgtcggcattg+ STM2049 100 STM2049 100
4555715 atgcatgagttaccgctggtcttttttacggtctttacccagagcgcggtcggcgcgtttattctgctgctgattggcggcgcaatggggctggtcgcgccgcggcgtaaggctatcggtctgttctcggtgatgtgcctgtttgggctgggcgtcattgtcggcaccttccacgtcgggcaaccgctgcgtgcgctgaatatgctgctgcgcgtcggacattcgccgatgagtaacgagattgtcctgtcggcgg+ STM4307 100 STM0613 62.5 STM4307 100
2004330 gtgaatattcaggctcttctctcagaaaaagttagtcaggccatgattgctgcaggcgcgcctgcagattgcgagccccaggttcgtcagtcagccaaagttcagttcggcgactatcaggccaacggcatgatggcagttgcgaaaaaactgggtatggccccccgacaacttgcagagcaggtgctgactcatctggatctcagcggcatcgccagcaaggttgaaatcgccggccctggctttatcaatatt+ STM1909 100 STM4118 61 STM1909 100
3534227 atggaacgattaaaacgaatgtcggtattcgccaaagttgtcgagtttggctcttttaccgccgcagccagacagctgcaaatgagcgtatcgtccatcagccagactgtggcgaaactggaagatgagcttcaggttaaattgctcaaccgcagcacacgcagcattgggctcaccgaagctggaaaaatctattatcagggctgtcgtcgtatgctgcatgaagtgcaggatgttcacgagcagctttacgct+ STM3367 100 STM3661 63.551 STM3367 100
3914528 atgagcagaaaatattttgaagaagaagtcattcaacagactttagattataactatgcacaacatagtgatgctgataaatttaatatagcttatgggattgataaaaactttctttttggctgtggtgtctctattgcatcggttctcctcgctaatccagagaaggcgttagctttccatgtttttaccgatttctttgactctgaagaccagcagcgatttgaggcattagcaaaacagtacgctacgcag- STM3718 100 STM3718 61.538 STM3718 100
4575067 atgagtattcgtccgttacatgatcgtgtgatcgtcaaacgtaaagaagttgagtctaaatctgctggcggcatcgtactgaccggttccgcagcgggtaaatcaactcgtggcgaaatcatcgctgtcggtaagggtcgcatcctggacaacggtactgtacagccgctggacgtgaaagttggcgacatcgttatttttaacgatggctacggtgtgaaatctgaaaagatcgacaatgaagaagtgttgatca+ STM4329 100 STM0960 63 STM4329 100
1229723 atgaaacgctatctgacctggattgtagcagcagagttactgttcgctaccggaaacctgcatgccaatgaagttgaagtcgaggttcccggattgttaaccgaccataccgtctcttcgataggacatgaattctatcgtgcattcagcgacaaatgggaaagcgaatacaccggcaatctgaccattaatgaaagacccagtgcgcgttggggaagctggatcaccataacggtaaatcaggacgttattttcc- STM1141 100 STM3080 62.136 STM1141 100
4236558 atgagtcttaccgaactgaccggtaatccgcgacacgatcggctgttaatgctaattgatgagcgcggctatatgaatatcgatgagttagccagtttgttggaggtctctacccagacggttcgccgcgatattcgtaaattaagcgagcaggggctgattacgcgtcatcacggcggcgctggcagagcgtccagtgtggtcaataccgcctttgagcagcgagaggtctcctggacgcaagagaaaaaagcca+ STM4025 100 STM3523 76 STM4025 100
4386981 atgaacaagactcaactgattgatgtaattgcagacaaagcagaactgtccaaaacccaggctaaagctgctctggaatccactctggctgctattactgagtctctgaaagaaggcgatgctgtacaactggttggtttcggtaccttcaaagtgaaccaccgtgctgagcgcactggccgtaacccacagaccggtaaagaaatcaaaatcgccgccgctaacgtaccggcgtttgtttctggtaaagctctga+ STM4170 100 STM0451 76 STM4170 100
2547557 atgaagagttatcggctggtggttcgccagcagggacgtatcgtggggcattttgaaacgagcgggctggacgcgctggaagatatctgcgtggcgcgagcgatgtttggcatcactggcggctatcagtgcgagctgcaagtgtccgattccgaacgcaggatgctggagagtggcccggatgggatgaagatcctgatgcgcgagaagtgctttcgcccggtgacctcgcagttgtaa- STM2434 100 STM0888 62.136 STM2434 100
2123025 atggacagtaatcacagcgccccggctatcgtcattaccgttatcaacgactgcgccagcctctggcacgaagtgctgctgggcattgaagaggaaggcatccctttcctgcttcagcatcacccggctggagatatcgttgacagcgcctggcaggcggcgcgcagctcgccgctgctggtcggcattgcctgcgatcgacactcgctggtcgtgcattacaagaatttacccgcatcggcgccgctttttacgc+ STM2044 100 STM2365 76.699 STM2044 93.85
4540967 atgatgaaagtattaattgttgaaagtgagtttctgcatcaggacacctgggttggcaacgcggttgagcgtctggcagatgccttgagccaacaaaatgttaccgtcattaaatcgacatccttcgatgacggctatgccatcttgtccgcgaacgaagccattgactgtctgatgtttagctaccaaatggaacaaccggatgagcacctgagcgtcaggcaattgatcggtaagcttcacgagcgtcagcaa- STM4296 100 STM0234 69.903 STM4296 100
4106838 atggcggaaagctttacgacgactaatcgatattttgacaataaacattatccacgtggattctctcgtcacggtgatttcacgattaaagaggcacaactgcttgagcgtcatggtcatgcctttaatgatctggatcttggcaagcgtgagcctgtgactgaagaagagaagctgtttgtagcggtatgtcgcggtgaacgcgagccggtaacggatgcagaacgcgtctggtccaagtatatgacgcgtatca+ STM3898 100 STM0541 56.863 STM3898 100
2051227 atgtacaccgcgagcggtatcaaagcttatgcgcaagtcagcgtggaaagcgccgtgatgagcgccagcccgcatcagttgattgaaatgttgtttgatggcgcgaatagcgctctggtgcgcgctcgcctgtttttagaacaaggcgatgttgtcgcgaaaggtgaagcgttaagcaaagccatcaatattatcgataacgggctgaaagccggcctcgatcaggaaaaaggcggtgagattgcgacgaatcttt+ STM1961 100 STM4299 50 STM1961 100
1809381 atgaaattgcagcagcttcgttacattgttgaagtggttaatcataaccttaacgtctcctctaccgctgaggggttgtatacttcccagccggggatcagcaagcaggttcggatgctggaagatgagcttggcatccagattttcgcccgcagtggtaagcatctgactcaggtgacgcccgcaggtcaggagattattcgtattgcgcgtgaggtgctttccaaagtcgatgccattaagtcggtcgccggc- STM1713 100 STM4125 80.198 STM1713 100
4469117 atgcaagcggcaacagtcgtcattaaccgccgcgctctgcgacacaacctgcaacgtctgcgtgaactggcgcctgccagtaagctggttgcggtggtgaaagcgaacgcttatggacacggtcttctggagaccgcgcgaacgctccctgatgctgacgcttttggcgtggcgcgtcttgaagaggctctacgtctgcgagcgggcgggatcacgcagccaatcctgctgctggagggttttttcgacgccgcc+ STM4247 100 STM1802 69 STM4247 100
3486153 atgcagctcaatatcaccggacataatgtcgaaattactgaagccctgcgtgaatttgtgacgacaaaattcgccaaacttgaacagtattttgagcggattaatcaggtatacgtggtgttgaaagtggagaaggtcacgcacatctcggatgcgacgctacacgttaacggcggcgaaattcacgccagcgcggaaggccaagatatgtatgccgccattgacggcttgattgataaactggcaaggcagttaa+ STM3321 100 STM2665 62.745 STM3321 100
483151 atgaaactttcccgacttgctctgctgtctgtcttcgctctcgccagcgccccgtcatgggcggaatcggtggtcacggtgtactccatcgacgggctgcatgatggcgataacagctggtaccaggtacagtttgacgcattcaccaaagcgaccggcattaccgtacgctatgttgaaggcggtggtggcgtggtagtggaacgtctggcaaaagagcgcacgaatccacaggccgacgtgctggtaaccgcg- STM0429 100 STM4015 61.165 STM0429 100

4182916 atgtttgatattggcgttaatttaaccagtagccagtttgcaaaagatcgtgatgatgtggtcgcccgtgcgtttgcggcgggagtaaaaggtatgctactgaccggaacgaacatccatgaaagtcagcaggcgttaaaactggcgcggcgctacccccattgttggtcgacggctggcgtccatccccatgacagcagtcagtggtcacccgcgtctgaagacgccattattgcgctggcgaaccagccggaag+ STM3976 100 STM4564 62.376 STM3976 100
4165089 atgatgatgctatttttcaccgtggcaatggtgcacatcgttgcgctaatgagccccggccccgactttttcttcgtgtctcaaactgctgtcagccgttcgcgtaaagaagcgatgatgggcgtactgggcatcacctgcggcgtgatggtatgggcgggcgtggcgctgcttggcctgcatctcatcatcgaaaaaatggcctggctgcatacgatcattatggtaggcggcggcctgtacctgtgctggatgg+ STM3959 100 STM1270 61.538 STM3959 100
4150476 atgttttttgttattactcaccatattgatgtgctgcctctggcaaccctacccacacatgaaacatgcccttattgtaataatcaggatgtatggttgattattcgccaaaaaaggacccgtacatgtggtctgtctcaagcgagaaaaagagataagtttggtttagcgatatgcaatcattgcagcaatgaaatcaaggaaaaacgttggtcaccagcgttacgtcaactttttaccgagcagaagccactat+ STM3942 100 STM1989 61.111 STM3942 100
4685754 atgttcctgataatactaattaaatcgctcattatcggcgcgctggtcggcgtaggggtgggcgctggggctgcacgcatgtttcacgcgccaaccacgcaggggatgggcgcgttccgtacgttgggcgaactcaactcttgtgaaggcgacccggcatctcacttctcctttgggctgggtttcttctttaacgcctgggcctcgtctgtggcggccggatcgttcacccaggatgtcgatcaccgcatcatcc+ STM4443 100 STM0847 56.863 STM4443 99.61

7396 atgcctgagtttttcagttttattaacgaaatactctggggctcggtaatgatttacctgctgctcggcgcaggatgttggtttacctggcgtaccggattcattcagtttcgttatattcgccaatttagccgcagtctgaaaggcagccttagcccgcagccaggcggcctgacgtcatttcaggctctgtgtaccagcctcgcggcgcggattggcagcggtaacctggccggcgtggcgctggctatcgcc- STM0006 100 STM1003 66.337 STM0006 100
1265403 atgatcggagacggtaaattgctggccagcgcggcctgggatgcgcaatctctgaacgaactgaaagcgaaagcgggccaggacccggcggcgaatatccgtcctgtggcccgtcaggtggaagggatgtttgtgcagatgatgctgaaaagtatgcgcgaggctttacccaaagatggtttattcagcagcgatcagacgcgtctgtataccagcatgtatgaccagcagatcgcccagcagatgaccgccggt+ STM1182 100 STM1182 100
2058221 atgagtgcgactgcatcgactgcaacccaacctaaacctctcgagtggcttaatcgcctacgcgcgaatccccgaattccgttaattgtggcgggttccgctgccgtggcgatcgtcgttgcgatggtgctgtgggccaaaacgcccgattaccgcacgctatttagcaacctttccgatcaggacggcggcgcgatcgtcgcgcagttgacccagatgaatatcccctatcgctttgccaatggcagcggcgcg+ STM1969 100 STM1969 100
3092510 atgacgacaccggctccactgactgggttgcttccgcttaatccggagcaactggcgcgccttcaggccgcgacaaccgaccttactcccgaacagcttgcctgggtctccggctatttttggggcgtactgaacccgcgctcaggcgctgttgccgtcacgcctgttcctgagcggaagatgccgcgggttacgcttatctccgcttcgcaaaccggcaatgcgcgtcgtgtggcggaagcgctgcgtgatgat- STM2948 100 STM3772 60.194 STM2948 100
3157832 atgaaaaaacaacagggctatacgctcattgaaacggtggtcgcgatgtcgctcattatcattctcagcgccacaggactttatggctggcaacgctggcagcagcaacagcgcctgtggcaaaccgcatgtcaggtgcgggattacctgctgcaacttcgtggggacgctcactggcataaccgcgatcacattcttcgcgtggtcagcgaaggcggttcatggtgctttgtcagctctgttgctacgcaaacat- STM3000 100 STM0144 62 STM3000 100
3183752 atgtctaaaatttggtcaaaagatgagactctctggagttttgcattatacggaacggctgtaggcgcaggcactcttttccttcccatccagttgggatcggcaggcgcaatcgtgctatttattaccgcgctggtcgcctggcctctaacatactggccgcataaggcgctgtgtcagtttattctttcctcaaagacttctgccggtgagggaattactggcgccgttactcattattacggcaagaaaatc+ STM3022 100 STM3243 65.421 STM3022 100
4298061 atgaaatacgatacttccgagctttgtgacatctatcaggaagatgtcaacgtcgtggaaccgctgttctctaattttggagggcggtcgtcgtttggcggacaaatcatcacggtaaaatgtttcgaggacaacgggttgctgtacgatctgctcgaacaaaatggccgtggtcgggttctgctggtcgatggcggcggttctgtccgtcgtgcattagtcgatgcggagctggcgcgtctggccacgcaaaatg- STM4089 100 STM3526 67.29 STM4089 100
4180298 atgacgccaggtgaagtacggcgcctatatttcatcatccgcacgtttttaagctacggccttgatgaactcatcccccgaatgcgtcttacactgccactccgattatggcgctattcgctgttctggatgccaaaccggcataaagataaattgctgggtgaacgattaagactggcgttgcaagagctgggaccggtctggatcaaatttggtcagatgctctccacgcgccgtgacctgttcccgccgcaa+ STM3972 100 STM1238 64 STM3972 100
1676762 atgccgggtacggaaaaaacacaacatataagcctgaccacacaggttgaaaatcggttaaagcatcaattgtctattggcgcattaaaaccaggcgcaaggcttatcactaaaaatatcgctcaagagttaggcgtcagtattacgccggtgcgtgaggccctgttaaggctggtctcttccagtgctttggcggtggcgccagcacaggcgtttatggtgccggagatctcgctggaaagtttgctggaaatta- STM1588 100 STM0003 63.107 STM1588 100
1621339 atgtttaagaggtatttatggaaattatgctggctggcatttgcccttgtaaagcgcggggaaagcatgaaaaaaatatatctcgttgttatcgtactgtttttcatttctacaaaagtttatacactacttcataacaacatcttcttttgtcgaaacagcccggagtgtgatttgtctcatgttctccccgactaccgggagcagatttcaggcacaccgctaaaatataccttgattaatacagctccatta- STM1544 100 STM1544 100
1647508 atggaaactacaaccaagaaagcacgttccctttatatcccttacgctggccctgtattgctggaattccccctgttaaacaaaggcagcgcttttagcgtagaagagcgccgcaacttcaatttgtcagggctgctgccagaggtcgtcgagtcgattgaagaacaggccgaacgcgcctggctccagtatcaggggtttaaaacagaaatcgataagcatatttacctgcgtaacatccaggataccaacgaa+ STM1566 100 STM1566 100
1911618 atgtatcaacatcgtaactggcaaggcgccttgcttgattacccggtaagtaaagtggtctgcgtgggcagtaattacgcaaatcacatcaaggagatgggcagcgcgacgccggaagaacccgtgctttttatcaagccggaaaccgcattgtgtgatattcgccagccgctggcgattccggcggatatgggggctgttcatcatgaagttgagcttgctgtgctgattggcgcaacgctccgccaggcgaccg- STM1812 100 STM0331 63 STM1812 100
1940011 atggaaaaaacacgggccgatggcctgcccctcccgcagagatacggcgctatcctgacgattattatcggtatttcgatggcggttctggatggcgcaatcgctaatgtcgcgctgccaaccattgcgactgatttacatgcctcccctgccagctctatctggattgtcaatgcgtaccaaatcgccattgtcgtctcactgctttccctgtcttttttaggcgacatgtttggttatcaccggatctataaa+ STM1843 100 STM2129 89 STM1843 100
1982353 atgaatatgctggaaaaagtccagtctcaactggaacatttaagcaaatctgaacgaaaagtcgccgatgttattctggccgccccaggcagatcgattcacttaagcattgccatgctggcccaggaagctaacgttagcgagccaacggtgaaccgtttctgtcgcagcatgaatacccgcggctttcctgattttaaactgcatctggcgcaaagtctggcaaatggcaccccctatgttaatcgcaatgtgg+ STM1887 100 STM0844 67 STM1887 100
1997774 atgctgaaactcaacgcgaccacaaccgccctggtggttattgatttacaggaaggaattcttccgtttgccggcggcccgtatacggcaaatgaggtggtcgcccgcgccgcgcggctggcggaaaagtgtcgtgccaacggctcgcccgtggttatggtacgcgtcggatggtctgatgattatgccgaagcgttaaaacaacccgtggatgccgcaacgcctgcgcacgcgttgccggaaaactggtggacct+ STM1902 100 PSLT108 60.577 STM1902 100
566468 atgaacttcaacactgttttccgctggcatttgcccttcctgtttttgatcctgttaactttccgtgccgccgccgcagacaccttattaattctgggcgatagcctcagcgccggttaccgtatggccgccagcgcggcatggccgtcgctccttaatgataaatggcaaaacaaaacgtcggtcgttaatgccagtataagcggagatacctcgcagcagggactggcgcgtttgccggcgctgttgcaacagc- STM0506 100 STM3614 65 STM0506 94.91
594293 atgtttacatcagtggcgcaagccaacgctgcagtcatcgaacaaattcgtcgcgcacgtccgcactggctggatgtgaagccagcttcttcattaattagcgtgctcaatcaagggaaaacgcttcttcatgccggcccgccgatgcgctggcaagagatgaccggcccgatgaaaggcgcctgtatcggcgcatgcctgtttgaaggatgggccaaagatgaaatgagcgcgctcgcgctgttagagcaggga+ STM0530 100 STM0680 62.385 STM0530 100
636828 gtgagacatgtttatgtagccagccatggcccttttgcccgcggacttattaacagtctatcgctgctgattggcgacgaacacggcgtgacaccggtttgcgcctacgatggcgatattgtcaccacggagcagcttgaacaaaccctcgaaaatctgatcgcgcaagccaacggcgaagaagtggtggtgtttaccgatctgctcggcggcagcatcaacaatagcgccgcgaaagtgctgatgcgtcaccgtc- STM0577 100 STM3598 62.745 STM0577 100

1736042 atgagcaaggtattagttcttaaatccagtattctggcagggtactctcagtctggtcagttgactgactattttattgaacaatggcgcgaaaaacacgtcgcagatgaaattactgtccgcgatctggcggccaaccctgttccggtgctggatggcgagctggtgggcgcgatgcgtccgggcgatgcgcctttaacgccacgtcagcaggacgctctggcgctgtctgatgaactcattgctgaactgaaag+ STM1642 100 STM2050 61.905 STM1642 100
1625953 atgactatcccactcagacctcattggatagccaatgattcatacagggaaaagtgtaaaatgcttgtcctcaaccggagtaaaggggaaattcataaggtagactttagtaaattaacagattatatcaaagaaggtgatgtaatctgttttaacgacagtactataataaaccatatgtttatctgtaaaacaagacagaataggttaattaaaattgttttagagggatttttaccaaataatagagtaatt+ STM1548 100 STM0404 65.686 STM1548 100
1817400 atgagccagtttttttatatccatccggataacccacagcaacggctgattaatcaggccgtcgacattgtgcgtaaaggcggtgttattgtttatccaaccgattccggctatgcccttggttgtaaaattgaagacaaaggcgcaatggagcgcatttgccgcatccgtcatctgccggacggccacaacttcacgctgatgtgccgcgatttgtccgagttgtcgacctactcctacgtcgacaacgtggcat- STM1720 100 STM4581 59 STM1720 100
1866078 atgtttaaacggtgtttctctcctcttacgctggttaaccaactggcgctgattgtcatgctctctaccgctatcggcgtggcggggatggcggtttccggctggctggttcagggtgtgcagggtagcgctcatgcgattaataaagcgggctcattgcgtatgcaaagctatcgactactggcagctgtcccgctggatgctaaagatcaaaagctgctggatgagatggagcaaacggcattcagccctgaa+ STM1766 100 STM2480 66 STM1766 100
1906608 atggtcattaaggcgcagagcccggcgggtttcgcggaagagtatattattgaaagtatctggaataaccgctttcctcctggcacgatcttaccggcagaacgagaactctccgaactgatcggcgtgacgcgcacgacattacgcgaggtgttacagcggctggcgcgagatggctggctgaccattcagcatggcaaaccgacaaaggttaataatttttgggaaacgtcagggctgaatatccttgaaacgc- STM1805 100 STM1541 66 STM1805 100
1950014 gtggctcaacacgctgtctattttcctgacgcttttctgacgcaaatgcgtgaagcaatgccttccacgctctcttttgatgaatttatttcggcctgccaacgcccgttgcgccgcagtatacgcatcaatacgcttaaaatatccgtggctgatttccttgccctaatcgcgccctacggctggtcgctcacgccaattccgtggtgtcatgaaggattctggatcgagcgcgatgatgaagaggcattgccg+ STM1850 100 STM3408 63.725 STM1850 93.39
1759221 atgtcttctatgttaccgtcaatcagcccggaactggcccgtatcgctcccggctttcgtgcattaagtattaatgttattgccgctccgattcgcgatgcgcaggtcggagaaatcgcgctaaaagaggcctgtcaggccgtaattaacggccaaccggcgtgggcacaggcgcatatagacgcctggaatacggtgcttaaagcattcggcgcaaaaccaaagcgcaccccctgctcggctgaagcgctacgaa+ STM1665 100 STM1665 100
539631 atgctgttacagacgctggaagagaggctggcgacgctacgccaacgctgcgcgccgctggcgcaacatgcgacgttaagcgcgcgctttgaccgacaccttttccgtacccgcagtactctgttgcagggatatctggaagaggcaggcgccaatctcgtcgcgttgcgtcaggcggtaaaacatgagcaactgccgcaagtcgcctggctggcggaacatctggcttcgcaactggaggcgatatcgcgtgaaa- STM0481 100 STM2308 63.81 STM0481 100

3327883 atgcatataaaatatttatggatgtgtgattgtggcggaaaaaaatctcagggcgtcaaatggctcccattcattcttattctggttatcgccgccggactgtggcagctaacgcccccttccgggttaagcgcgccggcctggcattccgcgattatttttgtcgcgacgatcgcctctatcgtggcgaaagtgctgcctattggcgcggtcggtattattggtatcaccgtctttgcgctcgcctatgctgcc+ STM3166 100 STM0618 62.745 STM3166 100
2840527 atgggaagagtcgcgcctgtcgccatcgtactggcatttgctttgtttcatcaccagccccggggcgcagaagcgccgccaatgattacatccgaaggattagcaacggaccagatgcttccttcgctggatggctccgccgctgagttgccgctcagcgccgccgcgccgggcaacctgacgctcaatgacgcggtcaatcgcgccgttaactggcatccttctattcgcgaagccatcggcaaactgctcgca+ STM2690 100 STM0793 62.037 STM2690 100
4787256 atgaccccgattgcagttaccctacttaccggttttcttggtgccggcaaaaccaccctactacgccatatcctcaacgaacaacatggttttaaaatcgccgttatcgaaaacgaatttggcgaagtctccgttgacgatcaactgattggcgatcgcgccacacagatcaaaaccctgactaacggctgcatctgctgtacccgctccaacgagctggaagatgcgctattagacctgctcgacagccgcgac- STM4530 100 STM4531 74 STM4530 91.93



443840 atgctgtggttcaaaaatttaatggtttaccgtcttagccgcgatattacattacgcgccgaagagatggagaaacagctcgcctcaatgacgtttaccccatgcggtagccaggatatggccaaaatgggctgggttccgccgatgggctctcacagcgatgcgttaacgcacaccgccaatggccaaattattatttgcgcgcgcaaagaagagaaaatcctgccatcgccagtgatcaaacaggcactggag- STM0392 100 STM0392 100
3286911 atgtttaaaaacagacttgccagccatcttgaacgtggcgttattggtttccccacgacgcttgccagctccgtcgggctgattatggcaagcccggtgatcctgaccgtgaccagtggttttggctcagggggagatacctttgctcttgcggtattactggcatttattatgatgcaagcgcagattaccacctttgccgaagcggcaacgcttattcccacgactggctccgtctacgactatatttcctgc- STM3126 100 STM0394 74.757 STM3126 100
2713941 ttgaaaaaattaaagattaattatctgttcatcggcatattgacgctgctgctggcagcagccctttggccctcaatcccctggttcggtaaaaccgaaaaccatatcgccgcgattcaagcccggggggtactgcgcgtcagtacgatcgactcgccattaacctattccgttatcaacggtaaaaaatatggtctggactatgaactggcgcagcagttcgccaactatctcggcgtgaagctgaaagtgacg+ STM2567 100 STM2567 100
2933774 atgaagtgggttaagccgcaatcgttgtacctgcaactcttactgttcctggggttgccgctgattctgctatgggggctgtcggcgtttaacagttatgtcaatgcgctacaggccgccactcaggcttatgatcgtacgttgctctcctcggcgcgaacggtatcggaacggctggtggtgcgcaataaccatctggaagttaacgtgccctgggtggtgctggatagcttcgagcttaatatgaatgatcga- STM2784 100 STM2785 93 STM2784 96.52
3323962 atgaaaaaatggcgcgttatgaatcgtgaagcaatttgcttacagttggcggataaaattaatcatttaaaaaataatgataaaataatcagcgagcggctggcgggcattcgtctgttgtatggtgttgaaccggggccgcgcacgccggtcatgtatcagcctggcatcatatttctcttttccggccataaaattggctatattaacaagcgcaagtttcgttatgacgctaatgaatatctcttactgacc- STM3163 100 STM0442 62.5 STM3163 100
908728 ctgaaaaagcgcggcattgagttcgttgtcgccagcggtaatcagtattaccagcttatttcgttctttcctgagctaaaggatgcgatctcttttgtcgcggaaaacggcgcactggtttacgaacatggcaagcaactgttccacggcgaactgacccgacatgaatcgcggattattattggcgagttgctgaaagataagcaacttaattttgtcgcctgcggtctgcaaagtgcatatgtcagcgaaaatg- STM0840 100 STM0842 88 STM0840 100

4006387 atgacaggacgtcaggacattgtcgtgagtgatgaccagattcaggtcgtcgtaaatcgccagaatagccagcgccctcagcaactgtaccgtaacttacaacggctcggcattcgcaatgtccattttatcccattgttggaacatgaccggaacggaatgttgaccgaggattcattgtgttcagcagactgggggcggtttttaaatagcgtatttgatatttgggtacgtgaagatattcagcgtatctcgg- STM3803 100 STM0036 70.588 STM3803 100
2807396 atgacgcgcatgaaatatctggtggcagcagccacgttgagcctgtttctggcgggttgctcgggttcaaaggaagaggtgcccgataatccgccgaatgaaatctacgcgactgctcagcaaaagctgcaggacggtaactggaaacaggcaataacgcaattggaagcgttagataatcgttatccattcggaccgtattctcagcaggtgcagttggatcttatctacgcctattacaaaaacgccgatttgc+ STM2663 100 STM4540 55.769 STM2663 100
2855569 atgagcgcaaaattttataccctgctgacggagatcggcgcggcgaaactggcaagcgccgccgcgctcggtgtcccgctgaaaattacccatatggcggtgggcgacggtggcggtgtgctgcccacacccagcgcgcaacagaccgcgttagttgctgagaagcgtcgagcagcgctgaatatgctgtatatcgacccgcagaacagcagccagattattgctgagcaagtgatcccggaaactgagggggga- STM2703 100 STM2706 100 STM2706 100
2962950 atgagcgcaaatgcggagatccaaaccccgcagcaaccggctaagaagaaaggcaaacgcaaaacagcgctgctacttcttaccttgctctttgttattattgccgtggcatatggaatttattggtttttagtattgcgtcatattgaagagacagatgatgcttacgtggcagggaaccaggttcaaatcatggcgcaggtgtcaggcagcgtgacgaaagtctgggctgataacaccgactttgtaaaagag+ STM2814 100 STM2050 82 STM2814 100
2951585 atgacaacgttacgccaaccctattatgaactgagcccggaggtttacagcgctctggtgcaggcgaaaaacgcgctggaaaagagcacgcttgaccccacgctgatggagctgatttacctacgtgtttcgcaaataaatggttgtgcattttgcctggagatgcacagtaaagcgctgcgtaaggctggcgtgaatcaagctaaattagatgcgctggcaggatggcgggtaagtcaccatttcagcgagcaag+ STM2804 100 STM4437 86 STM2804 100
3850215 atgatattgactcccatgcgacgatatggggcaatgattcttatgttactcaccatcgcattttcgggtgaggtgctggcaaagacgcacgcaacacaaacgagtcaaaagtcccacataactgagacaagttataaacaggttagcagtaaacaagagtattctcgcaatagtgcaaagagcagttcacttcctgatttgcgaaaatacccttccggaacccccagaaaaaaagcgtttctccggaccgttatgc- STM3663 100 STM3663 100
3920615 atgctcgaattgctttacaccgctcttctctaccttattcagcctctgatctggatacggctttgggtgcgtggacgtaaagcgccggcctatcgtaagcgctggggtgaacgctacggattctaccgccgtccgttgaaaccgggcggaatcatgctgcattccgtctcggtgggcgaaactctggcggccatcccattggtccgcgctctacgtcatcgctatcccgatctgcctattaccgtaacgaccatg+ STM3724 100 STM3724 100
3123486 atgattagcgtattcgatatttttaaaatcggcattggcccttccagttctcacaccgtcggaccaatgaaagcaggcaagcagttcacggacgatctgattgcccgccatattcttacagatgtcacccgcgtcgtggtggatgtctacggctctctgtcattgacgggtaaaggccaccacactgatatcgccattattatgggcctggcggggaatctgccggacaccgtcgatatcgacgccattccgtcc+ STM2971 100 STM1826 87 STM2971 100
3156419 atgtcgcatcccctgaatttacaacgcgggtttagcctcccggaagttttagtggcgatggttctaatggtaatgatcgtcaccgcgctgtcaggctatcagcgggtattaatgcacagttttgcattacgacaccagtatctccagatctggcggcaggcgtggcagcaaacggcgctgtatccattttcgcctgctgacgactggaaggccaaccggatgcagacaacgcaatcgggatgtgtcagcatcagcg- STM2997 100 STM3220 61.538 STM2997 100
2283863 atgttaacaaaagatttgtctgttaccttttgcggcgttaagtttcccaatccgttttgtctttcttcttctccggtaggcaattgttatgagatgtgcgccaaagcctatgataccggctggggcgggatcgtttttaaaaccattggtttttttattgccaacgaagtctctccacgttttgatcacctgacgaaagaagataccggttttattggcttcaaaaacatggagcaaattgctgagcatccgctg+ STM2187 100 STM3512 58.654 STM2187 100
2326308 atgatttttacactccgcccctaccagcaagaagccgtagacgccacgctcagccactttcgccgccaccgtacgcccgccgtgattgttctgccgaccggcgcaggtaaaagcctggtgatcgccgaactggcgcgcgtcgcccgcggacgggtactggtgctggcgcatgtgaaagagctggtcgcgcagaaccacgccaaatattgcgcgctggggctggaagcggatattttcgccgccggactcaaacgt+ STM2223 100 STM2223 100
2347349 atgcctgaagtaacaccttttcaggtgcttattgtggacgaccatccacttatgcggcgaggtattcgtcaattactggaactggacccggcttttcatgtcgttgccgaagcgggtgacggggcgagtgcgatcgatctggcgaatcgcattgagcccgatctgatcctgctggatctgaatatgaaaggtctgagcgggttagataccctgaacgcgctacgccgggatggtgtgacggcgcaaattattattc+ STM2246 100 STM1767 69.307 STM2246 100
1918460 atgcgaattctggctatcgataccgccacagaggcctgttctgtcgccctgtggaacaacggtactatcaatgctcactttgagctttgtccacgagaacacactcaacgtatcctgcccatggtgcaggagattctggccgccagcggcgcctcgctcaatgagatagatgcgctggcgtttgggcgcggtccgggcagctttaccggcgtgcgtatcggcattggtattgcgcaagggctggcgttaggggcaa- STM1820 100 STM1820 100
3589806 atgagcatgcaagatccgatcgcggatatgctgacccgtatccgtaacggtcaggccgcgaacaaagctgcggtcaccatgccttcctccaagctgaaagtggcaattgccaacgtgctgaaggaagaaggttttattgaagattttaaagttgaaggcgacaccaagccggaactggaactgactcttaagtatttccagggtaaagctgttgtagaaagcattcagcgtgtcagccgcccaggtctgcgcatct- STM3426 100 STM2071 64.423 STM3426 100
1022667 atgggtaagacgaacgattggctggattttgaccagttggtggaagatagcgtgcgcgacgcgctaaaaccgccatctatgtataaagtgatattagtcaatgatgactacactccgatggagtttgttattgacgtgttacaaaaattcttttcttatgatgtagaacgtgcaacgcaattgatgcttgcagttcactatcaaggcaaagccatctgcggcgtgtttaccgccgaggtggcggaaaccaaagtgg+ STM0944 100 STM3603 53.465 STM0944 100
1011825 atgaaacaaaccgttgctgcttttatcgccaaaacgctggaacaggctggcgtaaaacaaatctggggcgtcactggcgactccctgaacggcctgagcgatagtcttaatcgtatgggaaccattgaatggatgccaacccgccacgaagaggtcgccgctttcgccgccggcgcacaagcgcagcttaccggcgagctggcagtgtgcgccggttcatgtggaccgggcaacctgcacctgatcaatggcctg- STM0935 100 STM3901 64.706 STM0935 100
3594624 atggcagttgttaaatgtaaaccgacatctccgggtcgtcgccacgtcgttaaagtggtcaacccagagctgcacaagggcaaaccttttgctccgctggttgaaaaaaacagcaaatccggtggtcgtaacaacaatggccgtatcaccactcgtcatatcggtggtggtcacaaacaggcttatcgtattgttgacttcaaacgcaacaaagacggtatcccggcagttgttgaacgtcttgagtacgatccga- STM3437 100 STM0053 61.111 STM3437 100
4588800 atgacccacacgataaaaaagatgagccttattgggcttatcctgatgatttttacttctgtttttggttttgcgaatagcccgtcggcgttttatttaatggggtatagcgcaatcccatggtatatattttctgccttgctgttttttattccattcgccttaatgatggctgaaatgggttccgcttatcgcaaagaagagggcgggatctattcgtggatgaataatagcgtggggccacgttacgcgttt+ STM4345 100 STM0969 66.667 STM4345 100
4630909 atgcgtcattacgaaatcgtttttatggtccatcctgaccagagcgaacaggttccgggtatgatcgagcgttactctgccgccatcactggcgcagaaggcaagatccaccgtctggaagactggggccgccgtcagctggcttacccgatcaacaaactgcacaaagcgcactacgttctgatgaacgttgaagcgccgcaggaagtgatcgatgagctggaaactaccttccgcttcaacgatgccgttatcc+ STM4391 100 STM1446 65.347 STM4391 100
3366883 atgacgccgctctcttcacccttatcgcagtactggcagaccgttgttgagcgcctaccagaaggatttactgagacatcgcttagcgtgcaggcgaagtcagtacttacatttagcgattttgcgctggatagcgtgatagcgcatccggagtggcttgccgaactggaatccgcatcgccgcaggctgatgaatggcgacattatgctggctggttacaggaggcgttggcaggtgtctgtgacgacgcctcg- STM3201 100 STM2535 63.366 STM3201 100
3291457 atggatgcgatttttttaaagctcgacaatatcaaaggcgaaagccaggttgaaggctttgaagatcagatagagatcatgtcttatagccacaatgtggcaatgcaggtaaataacgatgttagcctcactgagcggacttccgggcgcgcgcatgttggtgaaatgtcgctcaccaaatttgtcgacctcgccacgcctgtgctcaatgagtactgctgtagcgggaggctaattagaaccgcggtgctgacgt- STM3131 100 STM4509 70 STM3131 100
4633027 atggatacccaacgccaggcctccccgtttgcccgcaaaaacgtcgtttatgtgtgtgccgcattttgttgcttgctatggggcagcgcttatccagccatcaaaagcggttatgacctctttcagatagccaccgatgatatcccttctaaaattgtttttgctggttatcgttttttgtttgcgggtgggttgctactactgttcgcgctgcttcagcgtaaaccgattggtcggtttcgtccgcgccagttt+ STM4395 100 STM4395 100
4765060 atgaaacacaccattgggatactgggggggatgggacctgcggcaacggcggatatgttggaaaaatttgttgaattgcgacatgccagttgtgatcaacaacacatcccgctcattgtcagctctatccctgatattcccgatcgtacagcatgtctgttatccggcgggccttcgccataccgttatctggagcgttatctgcatatgctggaagacgccggggcggagtgtatcgttatcccatgcaacactg+ STM4510 100 STM4510 100
4570830 atgatagttgtcgaacttatcattgttttgctggcaatctttttgggcgccagacttgggggcatcggtattggattcgcaggtgggctgggtgttctggtacttgccgccatcggcgtgaagccagggacaattccattcgatgtcatttccatcatcatggcggttatcgccgcgatctctgctatgcaggtcgcgggcggtctggattatttggtaaaccagacggaaaaactgctgcgtaagaacccgaaa- STM4325 100 STM3599 68 STM4325 100
429985 atgctgtttgcggcatcacttacttctgtccaggcggctcagccgattgccgatccggtttttgcctctgatatcgttgatcgttatgccgagcatatcttttatggtagcggcgccacgggcatggcgctggtggtgatcgacggcaatcaacgcgtgtttcgtagtttcggtgacaccagaccgggcaataatgttcgtccacagcttgattcggtcattcgtatcgcttctctcaccaagctcatgaccagt- STM0375 100 STM4447 61.538 STM0375 100

2239505 atgaacggcgcacggttgctgacattattaccgaccctgcatacccggcgtccgctcaccgttatcggcgcggcagtgatcgatatcattgccgacgcctggacgttgccgcgtcgcggaggcgatattgaactgcaacaacagagcgtcaatgtcggcggctgtgcgctgaatattgccgtggcgttgaaacgactggggattgacgccagcaatgcgctgccgctgggccagggcgtgtgggcggagaggatt+ STM2144 100 STM0718 65.714 STM2144 100
2321744 atgacatctccattgcttgcgattgaaaatttatcggtaggtttccgtcagcaacagcacgtgcgccctgtcgttaacgccatttcgttacaggtgaacgccggggaaacgctggcgctggtcggcgagtcagggtcagggaaaagcgtgacggcgctttccattctgcgtcttttgcctacccctcccgccgtctacctctccggcgatattcgctttcacggcgaatcattgcttcatgccagcgagcagacg+ STM2219 100 STM0848 78 STM2219 100
2328888 atgccacaactctcccgctatagtgatgaacatgttgaacaactgctgagcgaactgctcagtgtactggaaaaacataaggcgccgaccgatctttccctgatggtgctgggaaatatggtcaccaaccttatcaacaccagcgttgcgccggctcaacgccaggcgattgcgaactcttttgcccgcgccttgcagtcttcgattagcgaagacaacgcgcactaa+ STM2227 100 STM3359 55.14 STM2227 100
2195064 atgtttttaagcgtcgttaccgtcgcctttcgcaattacgaaggggtggtaaaaacctggcgctcgctgcgcaatctggcgcgcgatccgggtctgtcatttgaatggatcgtagtggatggcggttcggaggacggcacgcgcgaatttctgcgaaaacgtcacggtgagtttaacctgcgttttatcagtgaaaaggatcgcggtatttatgatgccatgaacaaaggcattgccttggcgcaggggcgctata- STM2111 100 STM2111 100
2267225 atgaaccatgtatgggggcttttttcccatcccgatcgggaaatgcaggtgatcaaaagcgaaaacgaaactgtttcgcatcactatacgcaccatgttttgctgatggcggcgattcccgtcgtctgcgcctttatcggcacgacgcaaatcggctggaattttggcgacggcaacgtgttacaactctcgctgtttaccgcttttgcgctggcggtcttgttctacggcgtgatgctggcgggcgtcgcggtga- STM2169 100 STM3562 61.905 STM2169 100
3879139 atgacgcagaatccggcgcaggttagcctgcgcccaaataacagattgtcagatatgcaggcaataatggaacaaacccaggcctttgaaaatcgtgtgcttgagcgtctgaatgctggcaaaaccgtacggagcttcctgattaccgccgtcgagttattgaccgaggcggtgaatattctggtgcttcaggtgtttcgcaaagacgactatgccgtgaaatacgctgtggaaccgttgctggacggcgacgggc+ STM3687 100 STM3027 69.307 STM3687 100
3782701 atgacgcaggaaaatgacgtaaaacgccctattcaggaactggagcacgacccgatacaaaaaatagaaacgcagccgcatgacgccccggaaaaaaacgaaaaggcaaatcaggcgttgcattccgtcaccaccctgatgcaaaaaattcagcgtcaaccaatggtggcccacctcattcgcgcgaccgaacgttttaacgatcgactgggtaatcagtttggcgcggctatcacctacttttcgtttctgtcg+ STM3608 100 STM3608 100
3670013 atgatccgtatttccgatgctgcacaagcgcactttgccaaactgctggcaaatcaggaagaagggacgcaaatccgcgtatttgtcattaatcccggcactcctaacgcagagtgcggcgtttcttattgtccgcccgacgccgtagaagccaccgatactgcactgaaatttgacctgttgaccgcttatgtcgacgagctgagcgcgccctatctggaagacgcggaaattgatttcgtgaccgaccagctag+ STM3511 100 STM2495 65 STM3511 100
3401714 atgattacgacccgaaccgccaaacaatgtggacaggcagactacggatggctacaggcccgctataccttctcctttggacactatttcgaccctacactgctaggctacgcgtcgttgcgcgtactgaaccaggaagtgctggcgccgggcgcctcttttcagcctcgaacttacccaaaggtggatattttaaacctgattctggacggcgaagcggaataccgcgacagcgacggcaaccatgtacaggcta+ STM3236 100 STM3260 60.952 STM3236 100
1984963 atggaaaccaaaaaaaataatagtgagtatatccctgaattcgaaaaatcctttcgctatccacagtattggggcgcctggttgggcgcggcggcaatggcggggatcgcattaacaccggcatcattccgcgaccctttgctggcgacgctggggcgttttgccggacggctggggaagagttctcgtcgccgggcgctaattaatctgtcgttgtgctttccgcagcgtagcgaagctgagcgcgaagcgatt- STM1889 100 STM2068 58.491 STM1889 100
1491026 atgaaggttcatcgtatagtatttcttactgtccttacgttctttcttacggcatgtgatgtggatctttatcgctcattgccagaagatgaagcgaatcaaatgctggcattacttatgcagcatcatattgatgcggaaaaaaaacaggaagaggatggtgtaaccttacgtgtcgagcagtcgcagtttattaatgcggttgagctacttagacttaacggttatccgcataggcagtttacaacggcggata+ STM1409 100 STM2871 55.769 STM1409 100
786061 ttgatgaagtgtacagcgctaatcgtaacttttaaccgtcttgaaaaattaaaaaaaagtgtgcgagagactgttaaggcgggtttttcctctattgttatcgttaataatggctcaagcgacggtaccagggaatggctttcttcattaagtgaacctggcatcacgatacttaatcttaaagataatcttggtggtgctggcggatttaaagtaggtagtcaatatatatgctcatatagtaatgccgattggg+ STM0720 100 STM2746 55.34 STM0720 100
879651 atgaagtggcaacaacgcgttcgtgtcgcaaccggcctcggttgttggcagattatgttgcatttactggtagtggcaatgctggtaataggctggatgagcggcacattagtgcgcgtcggcctgggattatgcgtgctttatggcgtgacggtactgctgatgctggcgttgcagcgccatcatgagcaacgctggcgcgatgtggcggatgtgctggaagagctgactaccacctggtacttcggcaccgcgc+ STM0814 100 STM0659 59.804 STM0814 100
932913 atgcactttgatataaaagatttaaaattattccttgctatcagtgaagaagggagcataacacgtggagcggaaaaaacttacatgtctgccgcatctggtagcgtgcgtatacgtaatcttgaacagagtatcaatctgagattgctgtatcgtagtagcaaggggataacgttatcctctgctggtgaaacatttaaacaccacgccagccttattgtgaatcagatggaaatgttacgtagcgatatgcagg- STM0859 100 STM2996 62.264 STM0859 100

1153912 atgtcattaatcagtatgcatggcgcatggctgtcgttcagcgacgcgccgcttctcgataacgcagagttgcatatcgaagataacgaacgcgtctgtctggtggggcgtaacggcgccgggaaatccaccttgatgaagatcctcaaccgcgaacagggtctggacgatgggcgtattatttatgagcaggatctgatcgtcgcgcgtctgcaacaggacccgccccgtaatattgcgggcagcgtctatgac+ STM1062 100 STM0838 70 STM1062 100
825463 atgatggaattaacattaccattgactaaagagaaagcgaaaactcttaaggtcggcgatatattatttctcactggatttgcttacacctgccgtgacgccgcgcataaaaaaatcgaagtagcgcttagtaacggagaaaaatcaccagtcgattttcaaaaccaaacaatttactatgctggcccctgccctgccagacctggtttacctattggctccaacggtcctacaacggccgcgcgtatggacccat- STM0761 100 STM1486 59.615 STM0761 100
874093 atggacagatttccacgatctgattcaatagtgcaggcgcggtccggcctgcagacctatatggcgcaagtgtatggctggatgacggtcggactgttactgaccgcgtttatcgcgtggtatgcggctaatacgccagccgtcatgatgtttgtcttttccagtaagatcactttctttggcttaattattgcccagcttgcgctggtgtttgttctgtcgggactggtgcataaacttagcgccggaatggcga+ STM0807 100 STM0808 57.843 STM0807 100
926696 atgcaaacgttagaacggttttttcttttcgttacgggggaccaacctgaacgatttgaaaaagcaaatagcagttgtgctgatagcgtaatccttgatttagaaaatgcggtgtcatctgagaaaaaaataattgccagagaaaatgctctgaatttcatgagtaatgatgaaaaagtactgattgctgtacgtgcaaaaattgtaataacttcacgcctggctggatcatatccttctgttgacggtatcacaa+ STM0854 100 STM0855 83 STM0854 100

1469417 atggctaatttaacccgtcgtcagtggctaaaagtcggtctcgccgtcggtgggatggtcacttttggtctgagctaccgtgatgtggcgaaacgcgcaattgatggcctgttaaacgggacgtccggcaaggtaacgcgcgaccgcatctttggcaatgcgttaattccggaggcgcaggcgcaaacacactggcagcaaaatccacaacaaaccatcgccatgacgcaatgcttcggctgttggacacagtgc- STM1383 100 STM4305 68 STM1383 100
3397504 atggcggactctcgacaggcacaaggaccaggcaaaagcgtactgggtatcgggcagcggattgtcaccattatcgttgagatggtggaaacccggctgcgactggcggtagtagaactggaagaagagaaagcgaacctctttcagcttttgctgatggtaggtcttaccatgctcttcgcggcgtttggcttaatgagcctgatggttctggtcatctgggctatcgatcctcagtaccgtttgaacgcgatga+ STM3230 100 STM1492 88 STM3230 100
4624870 atgagtaaagtacaaagcatcacgcgtgaatcatggattctgagcacgtttccggagtggggaagctggctgaacgaagagattgaacaagagcaggtcgcgccgggtacgttcgctatgtggtggctgggctgtaccgggatctggctaaaatctgaaggcggcactaacgtatgcgtcgatttctggtgcggtaccggtaaacagagccacggtaatccgttgatgaaaaccggccaccagatgcagcgtatg- STM4382 100 STM2791 61.165 STM4382 100



1963379 atgaaacacgtcaagagcgtatttttagcaatggttttaatattaccatcttcactatatcctgctcttacaatagcggcagactctcaagatcataaaaaagaagaaacaattaagccaatgcctcaaaagtggtgtaatctttggcctgctggcatacccttccctgaagattggtttaaaatgtgtagaggttattga+ STM1867 100 STM2585A 100 STM1867 100
1483337 atgacaactttgacccggttagaagatttgctgcttcattcgcgtgaagaggccaaaggcataattttacaattaagggctgcccggaaacagttagaagagaacaacggcaagttacaggatccgcagcaatatcagcaaaacaccttattgcttgaagcgatcgagcaggccgaaaatatcatcaacattatttattatcgttaccataacagcgcacttgtagtgagtgagcaagagtaa+ STM1396 100 STM0670 52.475 STM1396 100
433517 atgcgtttgcctgtaaaaattcgtcgtgactggcactactatgccttctctattggccttatctttattttgaatggcgtcgtaggattgctgggttttgaggctaaaggatggcaaacctatggcgttgggctggtaacatggattattagcttctggctggcggggttcattattcgccggcgcgaagaggatgaggtaaaagacgcccgataa+ STM0379 100 STM3166 54 STM0379 100

2502024 atgagtaaatgcagtgctgatgaaaccccggtttgctgctgtatggacgttggaaccatcatggacaactccgattgcaccgcgtcatacagccgcgtattcgctacccgcgcagaggctgaagagacgctggcggcgttaaccgaaaaagcgcgtagcgtggagtctgaaccttgccaaattacgccaacctttaccgaggaatccgaaggcgttcgtctggatattgattttgttttcgcctgcgaagcagaaa- STM2390 100 STM2485 60.194 STM2390 100
3621113 gtgaagaaacttaccgataaacaaaagtcacgcttttgggagcaacggcgcaacgttaacttccagcaaagccgccgtctcgaaggtattgagatccccttagtaaccctgactgccgacgaagcgctggtacgtcttgacgagcttcggaggcactatgagcgataa- STM3471 100 STM2377 26 STM3471 100
2102968 atgaaaaaaacgttgatgttgttagcgatggtggtggcgctggtgattctgccgttttttattaaccatggcggtgaatatggcggttcagacggcgaagcggaaagccagattcaggctattgcgccgcagtataaaccctggtttcagccgttatatgaacctgccagcggtgaaattgaaagcctgctgtttacccttcagggctctcttggcgcggcggtgattttttatatcctggggtattgcaaaggta- STM2022 100 STM0880 61.905 STM2022 100
485311 atgacttcgcgtaactatctgttgctgactcctggcccgctcaccacctctcgcaccgtgaaagaagcgatgttgttcgatagctgtacctgggatgatgattacaatatcggcgtggtagaacagatccgccagcagctgaccgcactggcaacggcctccgaaggctacacctccgtactgctgcaaggcagcggcagctatgctgtggaagccgtactgggcagcgcattggggccgcaggataaggtgctg+ STM0431 100 STM2204 58.491 STM0431 100

4631462 atggcacgttatttccgtcgtcgcaagttctgccgtttcaccgcggaaggcgttcaagagatcgactataaagatatcgctacgctgaaaaactacatcaccgaaagcggtaagattgtcccaagccgtatcaccggtacccgtgcaaaataccagcgtcagctgcgtcgcgctatcaaacgcgctcgctacctgtctctgctgccgtacactgatcgccatcagtaa+ STM4393 100 STM0437 61.165 STM4393 100
3592019 atgaaagcaaaagagctgcgtgagaagagcgttgaagagctgaacaccgagctactgaacctgctgcgtgagcagttcaacctgcgtatgcaggctgcaagtggccagctgcaacagtctcacctgttgaagcaagtgcgtcgtgatgtcgcacgcgttaagactttactgactgagaaggcgggtgcgtaa- STM3432 100 STM3432 100
4691690 atggccacgctgaacgtccgtctggatgacaaactcaaaaatgaggcttatgccgtgctggaaaaactgaacattactccaacggaagccgtgcgattactgttccagtacgtcgcggaaacggggcgcatgccagtgaaaaccgtcactcttagcgacagtgaagatgcattgattcagacagttcgggagaggctgtctagtccgcaaaagggaatcaaggttagtctggatgacttatga+ STM4449 100 STM3925 60 STM4449 100
392349 atgaaaaagatcttagtatgtttcgtcggcttggctttaaccgcatgtagcgctaattcgttgaattatggcgctgaacaggtacgggtgatgaccagcgagccaggtaaggaatgcagctacttaggggatatcacgggcagccaggggaatttctttaccggtggctggacttccaacagtaacctggaaacgggtgcccgtaacgatctgaaaaacaaagcttataaaatgggcggcaatacggtagtcctgt+ STM0349 100 STM0349 100

3257886 atgatcaagctcggcatcgtgatggaccccatcgcacacatcaacatcaagaaagacaccagtttcgctatgctgctggaagcccaacgtcgtggttatgaacttcattatatggagatggccgacctttatctgattaacggcgaagcccgcgcccgcacgcgaacgttgagcgtggagcaaaattacgataaatggtacgagttcggcagcgagcaggagattaaactcgccgatctggacgtcattttgatg+ STM3095 100 STM4154 61.321 STM3095 100
1248441 atgcgtattgaagtcactatagccaaaacgtcacctctgcctgccggtgcgattgatgcgctggcgggcgaactctcccgccgtattagccatcattttccggagaatttgggtaacgtcaccgtgcgttacgctaccgccaacaacttgtccgtcattggcgcatcaaaagaggacaaagaacgcattagcgagattctccaggagacctgggagagcgctgatgactggttcatcaatgaataa- STM1162 100 STM1019 64.078 STM1162 100
3048407 ctggaaaagaaagtgggctatcaccgtcgttcagtagtggaaacagcgatgttccgtatcaaaaccttgctgggcggccatctgagcctgcggaactatgacgcgcaggtgggtgaagcgatggcgatggtcaaagcgctgaaccggatgacgttgttggcaatgccgaccagcgtcaggctcgtataa- STM2906 100 STM0487 61.538 STM2906 100
4007463 ggaatcttattgcaaaataactgtagttcactggtgatgcgttttggcgcaaccgcgctcattgccgctatttttcatttcagttacgacctttttcaacgccaccgccaggaaaggcattattgccgaattaaaagctgaaaaaccacccgtcgcgacgaaaaaaaaggcgaagaagattgataactaactgaaaaaaattggaattatgctcgttggcattacgctgattagcgcgttcattgaggaaagagat+ STM3806 100 STM0117 58.416 STM3806 100
4435578 atgaaatatatctacagtggcccggcaagcggcgtcacgctcgccgacggtcaggaagtcttactgtggcccaatagcgaaatctcgctgccggaagataacgagtgggtaatcaccatgattgcccgccgtcacctggtgccagtggttacgcaagaagtagaaactaatgaagaggaaattgtccatggcagctaa- STM4214 100 STM2263 59.223 STM4214 100
3613916 ctggcagggctcgcccccgacacgctggacaacctgatcgaaagctttgtgttgcgcgaaggcaccgattatggtgaacatgaacgttcgcttgaacaaaaagtcgctgacgtaaaacgccaactgcaatccggcgaggccgtgctggtatggtctgaattacatgaaacggtcaatattatgccgaaaaagcagtttcgcgaataa+ STM3463 100 STM4006 59 STM3463 100
503833 atgtcatacagcggagaacgagataatttggcccctcatatggcgctggtgccgatggtcattgaacagacctcacgcggtgagcgctcttttgatatctattctcgtctacttaaggaacgcgtcatatttctgaccggccaggtcgaagaccatatggctaacctgatcgtggcgcagatgctgttcctggaagcggaaaacccggaaaaagatatctatctgtacattaattctcctggcggcgtaattactg+ STM0448 100 STM0912 59.804 STM0448 100

1331044 ttgtctcgtaaaatgacaggaattgtcaaaacctttgattgtaagagcggtaaaggtctcatcaccccctccgatggacgcaaagatgttcaggtccacatttcagcatgtcgccaacacgaaacagaagcgcttatccccggtatacgcgttgagttttgtcgtattaatggcctccgcggacctaccgccgccaacgtttatctttcataa- STM1243 100 STM1996 61 STM1243 100
1370443 gtgagcacgtttaaagtgagatgtgagcaaatggctaaccaaccttcagcagaagaactcaagaaaaaattgtccgaaatgcaattctacgtgacgcaggatcgtggcacagaaccgccatttaccggacgcctgctacataataaacgcgatggggtttatcactgcctggtctgtgatacgccgctttttcactcccacaccaaatacgattcaggctgcggctggcctagcttttaccagcctgtcagcgaag+ STM1291 100 STM3499 60 STM1291 100
1371771 atgacaaaccgggccttattactggtcgacttgcaaaatgatttttgcgccggcggcgcgctggctgtagcggaaggcgacagcaccatcgacatcgccaacgctcttattgactggtgccagccccggcagattccggtgctggccagccaggactggcatcccgcgcagcatggcagcttcgccagccagcatcaggcggaaccctatagtcagggaaagctggacgggctgccgcaaacgctctggccggatc- STM1293 100 STM1293 100
4813097 atgaacacgatttctatcctcagcacgaccgatctccccgcagcctggcagattgagcaacgcgctcatgcgtttccgtggagcgaaaaaacgtttttcggcaaccagggcgaacggtatctcaaccttaagctgaccgctgatgacagaatggccgcgtttgccattacacaggtggtgctggacgaagcgacgctgttcaatatcgccgtcgatccggattttcagcgtcgggggctggggcgtatgctgcttg+ STM4558 100 STM4557 74 STM4558 100
4097542 ttggctactatgaaagatgttgcccgcctggcgggagtctctacatcgacggtctctcacgttattaacaaagatcgctttgtgagtgagacgataaccgaaaaagttgaagcggcgattaaatcgctcaactatgcgccttctgcgctggcgcgaagcctcaagttaaaccagacccgcacgattggtatgctaattaccgccagtaccaaccctttttattccgaactggtgcgcggcgttgagcgaagctgt+ STM3886 100 STM1430 68 STM3886 100
1968649 atgaaaaaaatactccttccggcgcttctgctggccacttcgggcgtagcgttggcggcgccgcaggtgattaccgtaagtcgttttgaagtaggaaaagacaagtgggcgtttaatcgggaagaggtcatgttgacctgtcggcctggccaggcgctctatgtgatcaaccccagtacgctggtgcagtatcccttgaatgccattgccgaacagcaagtagcggagggtaaaacgcgcgctcagcctattgccg- STM1873 100 STM1112 86 STM1873 100
4516005 atgaaattttttaaaaaagtgatccgtgtccggaaatcagaaaagagagggagttttgtccaggttactaactctaaagtggtattttacatacacttacaattgattaaagacaacattttaagtgtggttatttgttacacatag+ STM4276 100 STM4276 100
793876 atgccctggcgcgatcatgttaaccctgacggggaagtggtctcgtgctgcgataatgttattatcactggataccaccgcctgtttgtccatccgctgtggatgttcattatggtgttcgatgtgcattccagatag+ STM0727 100 STM0727 100

2257266 atgcgcgtagcgaaaatcggggtgatcgcccttttcctgctgatggctattggcggtatcggcggcgtgatgctggcaggttacagttttattttgcgtgccgggtaa+ STM2161 100 STM4410 49.505 STM2161 100
2440045 gtgcccatctgtacgcgcttaaccgcacaaattgtaaaagttgcggtaaatcagccagtagcgattcgcagttcaatgtgggcaaaaaataaccagaacatccattttatgaatttgcatgttaaaaaactagagaaattgttgctgttttag- STM2329 100 STM1541 58 STM2329 100
1909739 atgaacagcgaagagttgacacataaagcagaagaggaaatcgcggcactcattagcaaaaaggttgccgaactacggaagaaaaccgggcaagaggtttccgaaatagagttcgcgccgcgagaaacgatgaaagggcttgagggataccacgttaaaattaaactactctag- STM1809 100 STM4007 54.455 STM1809 100

P49104 gtggataataattcaaacattaatgatacctggcttgttggcctgagtgtcgacgtcaatggcactgaaatgatggtgcattacctggtttccgcgactgacctggagcatgccgaagcgggtgttctgcaaatggggcgcacctggtggccatcgttgaaacgcgaggatgaccggcatcggtgggaatatgaaacaggcgtggtctggtttaacagcatcattctgctcgatgacgtggaaaacagtatcctgc+ PSLT057 100 PSLT057 100
P86566 atgagctttaatgcgaaggatatgacccagggcggtcagattgcgtccatgcgtattcgcatgttcagtcagatcgccaacattatattttactgcctgtttattttcttctggatactcgtcggcctagtgttatgggtgaaactcagctggcagacgtttgtgaatgggggtatctactggtggtgtaccacgcttgaaggaatgcgggatttaattaaatcccagcctgtctatgagatccggtattacggc+ PSLT104 100 STM0960 73.148 PSLT104 100
P55216 atgacagacaacatcatgagcccactgaaatccctgcctgatggcacgttcacccacgaacaggccgaagcggtggcagcacagtatcagaatgtcgccattgaagacgatcaggggacgcaccttcgcttggttgtgcgtaaggacggcgaaatggtctggcggggctggaattttgaaccgggcggcgagtactggctcaaccgctgtatcgaaagccacggtatccgtaaaacgcagtaa+ PSLT067 100 STM4074 73.077 PSLT067 100
P87285 atggcggtatcagctccagtcctcagttctcagtccacccacacgttcaaactcccgggtgttgttcgtgacaacaatcagtccccggctgcgtgcgtgaccggcaatcatctgatcgaatggcccgacagggcgtccctgacgggcaagctctgccctgatctgccccgtatgggtggcggccggcgtgtcataatccagaacatcaagtcgggaaacaaacccctctatcacagcgagatttctttcgggcatc+ PSLT105 100 PSLT106 100 PSLT105 100
P35180 gtgaagtactcgcccgcatcagagactattttcgtagcagacaatcaggagaggaccatgcgggttgaagtgatggagcattatggactgacgcagtctattgaacaggccgggtattatgaaactgcccaccataagcagctgatgaaagacattaagggtgcgatacgcgaaggacgactgatagcggtctgtggcgtggtgggaagcggtaaaaccgtcactctgcgacgcctgcagcagcaactgctggat- PSLT043 100 PSLT044 96 PSLT043 100
P77436 atgcgaaaaatacagaccgtatgggtggcagcgttactctgtggctccctgacggcatacggaaaagatgccggatggcagtggtataacgacccggtaaaattacctgacccaaaaacgacggataaatccgctcaggttcgtcaggagcctgacattatgcagaaattatctgcgctgcagaccgcaacaaagcgggcgctttatgaagccattctgtatcccggtgtggataattttgtgaaatatttccggc+ PSLT097 100 STM0347 62.5 PSLT097 100
R22020 + STM3981 48.515 STM3981 13.24
R22546 + STM1175 59.259 STM1175 27.04
R32462 + STM0765 58.416 STM1761 56.436 STM0765 9.99
R12447 +
R7453 + STM3861 60.784 STM1962 60.185 STM1962 4.14
R44852 + PSLT031 82 PSLT021 74 PSLT031 45.74

STM2560 100 STM0710 84 STM2560 100
765577 atgtcagaattaaaaattgccgttagccgtcattgcccggattgtttttctacacaccgtaatattgtaaatgttgatgagagtcgtttcatcgacgtggctgccatcgtgttatccattgacgacattgaacacggaaaactcgatgaaatcgacgcaacgggttacggtattcccgtgtttgtcgcgacacatgacgaagggcgcgtaccgcctgagtatttgccgcgtatctctggtgtattcgaatataat- STM0701 100 STM3114 79 STM0701 100

STM2597 100 STM0916 78 STM2597 100
STM0828 100 STM1218 84.466 STM0828 100
STM0854 100 STM0159 62.963 STM0854 100
STM0863 100 STM0637 73 STM0863 100
STM0380 63.964 STM4305 54 STM0380 18.9
STM3467 24 STM3467 10.53
STM3008 45.545 STM3008 20.64

STM2697 92 STM2326 63.107 STM2697 46.1



STM3622 63.725 PSLT036 62.136 PSLT036 32.57
STM2357 62 STM2547 57.143 STM2547 49.13
STM2132 98 STM0107 50 STM2132 76.28
STM2479 100 STM3331 80 STM2479 56.32
STM2699 90 STM3483 59.615 STM2699 86.5
STM2912 64 STM0952 61 STM2912 47.16
STM2762 57.843 STM2762 13.74
STM1995 100 STM1473 88 STM1995 47.55
STM4537 61.818 PSLT101 58.416 PSLT101 20.85
STM2730 57.143 STM2730 13.84
STM2940 75 STM1791 63.366 STM2940 43.48
STM3203 58.416 STM3203 12.99
STM4217 79 STM4217 46.4

STM2803 66.019 STM1345 60.952 STM2803 18.51
STM3690 100 STM0618 90 STM3690 96.5
STM4127 60.377 STM4127 26.99
STM0912 61.165 STM2221 58 STM2844 21.03

STM2711 99 STM3683 60.784 STM2711 96.2
STM2514 62.385 STM2461 61.765 STM2514 4.26
STM4385 63.208 STM4410 61 STM4410 11.05
STM1333 56.19 STM1534 49 STM1333 20.36

2858932 gtgaacaaaccgcagtccttacgcagcgccctgaataaagcggttgcctatgtccgggacaacccggacaagctgcaccttttcgttgataacggctcactggtggcaacaggagccagttctatgtcatgggaataccgctacaccctgaacgtggtgatcgaggatttcagcggcgaccagaatctgctgatggctccagtcctgctgtggctcagtaccagtcagccggacgccatcaacaacccggatctgc- STM2712 100 STM1651 59 STM2712 98.6
STM3485 48.077 STM3485 20.48
STM2721 100 STM3375 63.366 STM2721 96.5
STM4500 87 STM4512 77 STM4500 79.49
STM4460 61 STM4460 17.11
STM2058 49.505 STM3053 35.644 STM2058 11.87
STM0814 64.423 STM3709 59.434 STM3709 25.27

211411 atgattcgcaccatgctgcaaggcaagctccaccgcgtaaaagtcacgcaggcggacctgcactacgaaggttcctgtgccattgaccaggatttccttgatgcctccggtattctggaaaacgaagcgattgatatctggaacgtgaccaatgggaaacgtttctcaacctatgcgattgcggctgaacgcggctccagaatcatctcggtgaacggtgcggcggcgcactgcgctgaagttggcgacattgtga- STM0180 100 STM2514 65.714 STM0180 100
285404 atgcgtgctttaccgatctgtttattggcactcatgctgggcggttgttccatgctaagcagatcccctgttgaacccgttcaaagcaccgcaaccccgccaaaagcggagccggagaaacctaaagcgccgcgtgccgctcccgtcaggatttacaccaatgctgaagacttagtcggcaaacctttccgagatcttggcgaggttagcggcgaatcctgccaggcgacaaatcaagactctccgcctaacattc- STM0244 100 STM3054 60.377 STM0244 100

1607533 atgaaaaaagtagtggtgttatctgcggtagccgcagccgtaatgatggctggagccgccaacgcagcagaaatctataacaaggatggcaataaactggatttgtatggcaaggtcgacggcctgcattatttttccagtaatcatagtacggatggcgatcaatcttatatccgtatgggtattaaaggcgagactcaaattaccgatcaactaaccggttttggacagtgggagtatcaggtcaacgccaat+ STM1530 100 STM0320 76 STM1530 100
1815717 atgagtgatgaacgttatcagcagcgccagcagaaggtaaaagatcgggttgacgcccgtgtcgcccaggcacaggaagagcgcggtattattatcgtgtttactggcaatggtaagggcaaaaccacggcggctttcggaactgccgcccgcgccgtaggacacggtaaaaacgtaggcgtggtgcaatttattaagggcacctggcccaacggcgagcgtaatctgctggaaccgcatggcgtcgaatttcagg+ STM1718 100 STM3913 63.462 STM1718 100
4062490 atggctacgcttgatatgcagaacaccgcgcagctcgcggaatcccgtcgcaagatgcaggcgcgtcgccgcatgaagaaccgtatcgcactaacgctctcaatggcgacgatggcatttggcctgttctggctgatctggattttgatgtccaccatcacgcgtggtatcgacgggatgtcgctggcgctgtttaccgaaatgacgccgccgccgaacacggcgggcggcgggctggcgaacgccctggcgggga- STM3855 100 STM0932 67.619 STM3855 100
4098935 atgaccagcaaaaaagcgcgcagtatggctggcctgccgtggatcgcggcgatggccttctttatgcaggcgctagacgccaccattttgaataccgctttaccggctattgcgcatagtcttaaccgttcaccactcgccatgcagtccgctattatcagttataccctgacagtagctatgttaattccggtaagcggctggctggctgaccgctttggtacgcgtcgcgtttttatggttgccgtaagtctg- STM3887 100 STM2129 71 STM3887 100
4837041 gtgtcatcgttcgactatctcaaaaccgcgattaagcagcaaggttgcactctgcaacaggtggctgacgccagcggtatgaccaagggatatctgagtcagttacttaacgccaaaatcaaaagccccagcgcgcaaaaactggaggcgctacaccgttttctcgggctggagtttccccgccgacagaaaaacattggcgtggtgttcggtaaattttatccattgcataccggacacatctacttgatccag+ STM4580 100 STM3119 63.107 STM4580 100
2106002 gtgaatgagggggatgtgctggtggtgggcggcaccagcgatgcgcgcgcgttatgccgacaactggatgcggcgaacgtcgcgtacaccttatccgtggcgacgccagccggaaaagcgctggcgggcgacattaaagggcaggtgcgctgtggtcgtctggagtacgggcagatggtcgcctggctaaaagaaaaccgtactcgctgggtaatagatgcatcgcatccttatgcagaaatggtcagccataacc- STM2026 100 STM1230 61.165 STM2026 100
3602709 atggcaacagttaaccagctggtacgcaaaccacgtgctcgcaaagttgcgaaaagcaacgtgcctgcgctggaagcatgcccgcaaaaacgtggcgtatgtactcgtgtatatactaccactcctaaaaaaccgaactccgcactgcgtaaagtttgccgtgttcgtctgactaacggttttgaagtgacttcctacatcggtggtgaaggtcacaacctgcaggagcactccgtgatcctgatccgtggcggtc- STM3448 100 STM2074 63 STM3448 100
2562104 atgaaacccgatgcacatcacgtaaaacagtttctgctacgcctgcaggatgatatttgccaaacgttatccgctgtggatggcgcaaactttgtcgaagatagctggcgacgcgaagcgggcggcggcggacgcagccgggtattacgcaacggcgggattttcgaacaggcgggcgttaatttctctcacgttcacggcgatgcaatgcccgcgtccgccaccgcgcatcggccagaactcgccgggcgtagct+ STM2451 100 STM3199 61.165 STM2451 100
3484362 atggcaacattaactgcaaagaatctggcgaaggcctataaaggccgtcgcgtagtggaagatgtcagtctgaccgttaactccggggagattgtcgggctgctcggtccaaacggcgcgggtaaaaccaccaccttttatatggtcgtcggtatcgtgccgcgtgacgcaggcaatatcatcatcgatgatgaagatatcagtctgctgccgctgcacgcgcgcgcgcgccgcggtatcggctatttgccgcagg+ STM3319 100 STM0817 71.287 STM3319 100
3526556 gtgaaaaagatccaaagaacgcaaacccgcgatcacattacgcaaatgcttcgctatgaaattctttccggcaatataaaagcgggagaagaactcgcgcaggaaagtattgcggagcagctcggtctttcacgaatgccggttcgagaagcgctacagtcactcgaacaggaaggttttttaatccgactgcccaacaggcacatgcaggtcgcgcatcttgaggccgatcgcgtgagtcatatttttcgcgtga- STM3358 100 STM0817 74 STM3358 100
158627 atggtcgcggcgagttttggtttgcccgcgctcagtaacgccgctgaaaccaatacgcctgcaaggacgaccgccagcaccgcgtctaaagttaactttagccattttgcgctgttagaagcctctaaccgtcgtcccaatttcaccgtagattactggcatcagcacgctattcgcacggtgattcgccacctttcttttgcaatggcgccgcaaacgctgcccgttgccgacgcgccgtcgccattacaggcgc+ STM0135 100 STM3878 72.816 STM0135 86.14
198142 atgttacgccgtgatttcttaaaatattcagtggcgctgggggttgcatcagcgctgccgctgtggagccgcgccgcttttgccgccgaacgtcccgcgttgcctattcctgacctgttaacggcagatgcgagcaaccgtatgcagttaattgttaaagccggacagtcgacattcgccggtaagaacgcgacaacctggggctacaacggtaatttgctggggccagcggtacagcttcacaaaggaaaaagc+ STM0168 100 STM0778 62.5 STM0168 100
217734 atgctattttcaccccctttacaacgcgctacgctgattcagcgctataaacgttttttagccgatgtgatcacccctgacggtacgacgcttacgctgcactgtcctaataccggcgcgatgaccggctgcgccacgcctggcgataccgtctggtattcgacatcagaaaatactaaacgcaaatatccgcatacctgggaattgactgaaacgcaatccggcgcattcatttgcgtgaatacgctgcgggcga- STM0187 100 STM0498 64.356 STM0187 100
262347 atgctgagtattctctggaatctggctgcattcatcatcgcactgggcgtgctgatcactgtgcatgaatttggtcatttctgggttgcccggcgctgcggtgtgcgagttgagcgcttttccatcggttttggcaaagcgctctggcgtcgtaccgatcggtacggcaccgagtatgtcatcgccctgatcccgctgggcggctacgtcaaaatgctggatgagcgcgccgaaccggtagcgccggaattgcgt+ STM0223 100 STM4294 64.706 STM0223 100

1585523 atgacacaaataaagcatgaacgatcgactcaggatttagtgcgcgctgccgtatctggctggttaggcaccgcgcttgaatttatggattttcagttatattcactaggcgcggctctggtcttccatgagatatttttcccggaacagtctgccgcgatggcgcttattctggcaatgggcacctatggtgcaggttatatagccagaattatcggcgcctttgtttttggtaaaatgggcgaccgcatcgga+ STM1507 100 STM0212 60.577 STM1507 100
1613798 atggcatatccttatcagactcagggttttacgctggacaatagcggacggcgaattgtggtcgatccggttactcgcatcgaagggcatatgcgctgcgaagtgaatatcgacagtaataatgtcattactaacgccgtgtcgaccggcaccatgtggcgcggcctggaggttatcctgaaaggtcgcgatccgcgagacgcctgggcattcgttgaacgcatttgcggcgtctgcaccggtacacacgctctg- STM1538 100 STM1787 80 STM1538 100
720335 atgaaaacctgttggcaagtccttggcattgaggccaccacggataccgacgccattcgtcaggcttatctggcgctgctgccgtcatttcatccggaaaccgatccgcagggttttaagcaattgcgagaagcctatgagaatgcattgcaggggacaacatcgcccgccattacggtggttgatgaggatcccgataccccgtgggtgaattatctcagggagatattcggtgatttgctggcggatggcgaa+ STM0656 100 STM0658 78 STM0656 100

STM0701 100 STM3114 86 STM0701 100
4797463 atgatttctgataaagaccgccagcaggcggaaaccactggtctggtcaccgcgcgtgatttacgccgcgtcttctggcggtcattccagatggagttttcctggaactatgaacgacaaatgaacctggcgttcgtctatacgctcattccggtattaaagaaactgtatagccgaaaagaagatcttgccgaagcgctaaaacgccatctggctttctttaataccacgccgcacattgtgacgttgatcctcg+ STM4538 100 STM0574 72 STM4538 100



2232994 atgtattcaagagccgatcgcttattaagacagttttcactaaaattaaataccgattcaattgtctttgacgaaaacagattatgctcatttattatagataaccgttaccgtatcttactaacaagcactaacagtgagtatataatgatatacggtttttgcggaaaacctccggataataataatcttgcttttgaatttctcaatgctaatttatggtttgcagagaataatggaccacatttgtgttatg- STM2138 100 STM2088 60.577 STM2138 100
2873545 atgagcaccatcctgaaatgggcgggtaataaaaccgccatcatggcagaactgaaaaaacacctcccagaaggcccgcgactggttgaacctttcgcgggttcatgcgctgtgatgatagagacagactatcctcattatcttgtcgcggatattaatccagacctgattaatctctatcaggtgattaagaatgatgttgaatacttcatcaaagagggcagatatctttttgaagcccgtaatgatccagagg- STM2730 100 STM3484 76 STM2730 100
2895749 atgaaacagctacaccacagcggcctgccgctgtatctcgatgatgatggcgtaatggcgctgaaaccgccgctaaactatctcggctttggccgcaaaagcgccgggcagatggcggtggttttaccggagttcaccgaagggctgcgtaatgaaccggcttacgatgtttatcgcggtctcagctttgcggaggatcaggaacggcttgctgctgaccagtatcagtacgacatcaccatcatcatgccgggga- STM2757 100 STM0088 64.356 STM2757 100
4834192 atgcctaacattacctggtgcgatctgcctgaagatgtctctttatggcctggtttgcctctttctttaagcggcgacgaggtgatgcctctggattaccatgcaggccgcagcggttggctgctgtatgggcgcgggctggataagcagcgtttaactcaatatcagaccaaactgggcgccgcaatggtgattgtcgccgcctggtgcgtggaggattatcaggtcattcgtctggcggggtcgctgacgccg+ STM4578 100 STM2197 82 STM4578 100
301290 atgaaggcaaaagcgatattactcgcctctgtcctgcttgtggggtgccagacgtctcagaacactggcaacgtccaacagcacgcacagagcctttctgcagctggtcaaggggaagcaggaaagtttacgagtcaggcacgatggatggacgacggaacgtctatcgcgccagatcaggacttgtgggctttcattggcgacgagctaaagatgggaattccggaaaacagccggattcgcgaacagaaacag- STM0260 100 STM1372 66.346 STM0260 100
355859 atgtaccaggatcttattcgtaacgaactgaacgaagcggcggaaacgctggctaattttttaaaagatgacgccaatattcacgccattcagcgcgcggcggtcctgttggctgacagttttaaagcgggtggtaaggtactttcctgcggtaacggcggctcccattgcgatgcgatgcactttgctgaagagctgacaggtcgttatcgtgaaaatcgtccgggctacccggcaattgcgatttctgatgtta+ STM0310 100 STM3266 62.727 STM0310 100
377628 atgaaaacgacacctgtaggaaaaaaacatcgccagccccttgagggctggccttctgttgaagatcttttcgtttttgtcaccgttgctcgcaacggtggatttgcccgggcagcgctggagctggggttatctccctcctatatcagcaaacgtatcgctatccttgaaaaatgtctcaacgcccggcttttttttcgaaataacagagtgatgcgtctcacaccggaaggcgaaaatgcgctgggtggggct+ STM0333 100 STM0334 74 STM0333 97.87

1163705 atgagagcactctcttatgacaggatctataaatcgcaagaatatttggcctctttggggacgatccagtatcgatctttattcggtagctatagtctgaccgtggaggataccgtctttgcgatggtggctaatggcgagctttatctccgcgcctgtgaagaaagcgtaccctactgtgtgaagcatcctcccgcctggctcatgtttatgaaatgtggacgtcccgttatgctcaactattaccgggtggatg+ STM1072 100 STM3909 62.376 STM1072 100
1570318 atggatacgatacattatatgctggataacgcaggctatctcgccagccttacctttcagcatctctggctggtcgcgctggccgtcggtctggcgattatcatcggcgtaccgttaggcgttttgattgtacgccacaaatggctggcaacgccggtattgggcgccgccacgctacttcttaccattccgtctatcgcgctgtttggattaatgatcccgctcttttcgctgatcggacatggtattggcgttc- STM1492 100 STM1494 67.327 STM1492 100
371062 gtggttaattttaaggataagagcatgccaacagcaattgagaaagccttggattttattggtggtatgaacacatcggcgtcagtaccccattcaatggatgaaagtaccgctaagggaattttaaagtatttgcatgatttaggcgtgccagtaagcccggaagttgtggtggcacgaggtgagcaggagggatggaatcctgagttcacgaaaaaagtggccggatgggcagaaaaagtcgcctccggtaacc+ STM0327 100 STM3028 54 STM0327 100

1148679 atgcgaattaaacctgacgataactggcgctggtattatgatgaagagcacgatcgtatgatgctcgatctcgccaatggtatgctttttcgctcgcgcttctctcgtaaaatgcttacgccggacgcgttttgcccgaccggtttttgtgtggatgatgccgcgctctatttttcctttgaagaaaaatgccgggatttcgaattaaccaaagagcaacgcgcggagctggtattgaatgcgctggtggcgattc+ STM1059 100 STM0168 63.303 STM1059 100
1530507 atgctgaaaacgattcgtaaacacggtattacgctggcgctttttgccgcaggctctacgggattgaccgcggtgattaatcagatgacaaaatcaaccatccacgaacaagcgctgcaacaacaacatgccctgttcgatcaggtattgccgccagatcgttacaataataatctgcaagagagttgttatctggtcgatgcgcccgccctcggcaaaggcacacaccgtgtttttatcgctcgcaaggatgata- STM1455 100 STM4193 91 STM1455 100
1227403 atgaatgagttttcaatcctgtgccgtgtgctgggatcgttgttttaccgccaaccgcaagatcctttactggttccgctgtttacgttaatccgtgaaggtaaactggcggcaaactggccgctggagcaggatgacatgctggcgcgtttacagaaaagctgcgatatcacgcagatttccactgattacaatgcgttatttgttggggaagagtgcgcggtagcgccataccgcagtgcgtgggtcgaaggcg+ STM1137 100 STM4122 63.462 STM1137 100
1275075 atgccccgtctcatccttgcgtctacctctccctggcgtcgcgcgctgctggaaaagctgacgattcctttcgaatgcgccgcgccggatgttgatgaaacccccatgccgggcgaagcgccgcgtcagttggtgctgcggctggcgcaggcgaaggcgcaatcgctcgccgcgcgtttcccgaatcatttgattattggctccgaccaaatttgtgttctggacggcgaaatcaccggcaaaccgctgacggaag- STM1189 100 STM3687 64.22 STM1189 100
1298747 atgttcaacaatacgcgactctctcgctggtgggcgttgcttgcgcttaccgcgaccatcatgcttgcccttcccgcgcaggcgaatacgtggcctcttccgccccccggcagtcgactggtgggagaaaataaattccatgtcgttgaagacgacggcggctcgctggaggcgatcgccaaaaaatataacgtgggctttttagccctgttacaggccaaccccggcattgatccttatgtgccacgcgcaggc- STM1215 100 STM1375 70 STM1215 100
1534929 atgactgattacctgctgctctttgtcggaactgtactggtcaataactttgtactggtcaaattcctgggcctttgtccctttatgggcgtatccaaaaaactggaaaccgccatggggatgggcctcgcgacgacctttgtcatgacgctggcgtcgatatgcgcctggcttatcgacacctggatacttattccgctggatctgatttatctgcggacgctagcctttatcctcgtcattgctgtggtcgtgc- STM1459 100 STM3581 62.963 STM1459 100
3588858 atggataagaaatctgctcgtatccgtcgtgcgacccgcgcacgccgcaagctcaaagagctgggcgcaactcgcctggtggtacatcgtaccccgcgtcatatttacgcacaggtaattgcaccgaacggttctgaagttctggtagctgcttctactgtagaaaaagctatcgctgaacaactgaagtacaccggtaacaaagacgcggctgcagctgtgggtaaagctgtcgctgaacgcgctctggaaaaag- STM3424 100 STM0268 63 STM3424 100
3619673 atggcaactgaacaaacggctattacgcgcgcaacttttgatgaggtgattctgcctgtttatgcaccggcggactttattccggtcaaaggtaaaggcagccgagtatgggatcagcagggcaaagagtatattgatttcgccggcgggattgcagtgactgcgctgggccattgccatccggcgctggtcgaggcgctgaaatcccagggggaaaccttgtggcataccagtaacgtttttaccaatgaacca- STM3468 100 STM1303 82 STM3468 100
3664117 atgcaattcactcctgacactgcgtggaaaatcaccggctttgcgcgtgaaatcagcccggcgtatcgtcaaaaactgctttcgctcggcatgttgcccggctcttcatttaatgtcgtccgcgtcgcgcccttaggcgatccgatccatatcgaaacacgacgcgtgagtctggttttgcgtaaaaaggatttggcgttaatagaagtggaagcggtttcctgttaa+ STM3505 100 STM1708 60.952 STM3505 100

STM3530 100 STM2274 62 STM3530 100
3728304 atgaccctacaacttatctcagcggaagagataattcagtttcacgacaggcttctccgcgttacgcctggtgtaacaggcatgcctgatcctggccgcgcggaagcgctaatgtaccgggtactcaagcaaatcgaatatgaaggggtgaccgacgtgtggctgctggcggcaatgcatttgctcgctatatcccgtgggcatatcttcaatgatggtaacaaacgtaccgccttatttattacgctgctgtttt- STM3558 100 STM3558 100
1079524 atgagtgaattttcccagacagtccccgaactggttgcctgggccagaaaaaacgacttttccatctcgctgccggtagacagactttcctttctgctggcggtcgccacgttgaacggcgaacgccttgacggcgagatgagtgaaggcgagctggtggatgcattccgccatgtgagtgatgcgtttgagcaaaccagcgaaaccatcggcgtgcgcgctaataacgcgattaacgatatggtgcgtcaacgt+ STM0992 100 STM0106 63.107 STM0992 100
4266210 atgaagcaacctggttttatacgtctggctacgttggccttactctccacactctctttcttctcccacggcgaaaccattttgcgcctggcctacgctgaaaatagccagccggtaaaagatgcgttgcacttcctggggcagcaagtggaagagaaaacgggcggcgatatcaaagtacagtacttcccggacggacagcttggcggcgagcgcgaactggtggagttgacgcaggtcggcgtcgtcgacatc- STM4054 100 STM3169 92 STM4054 100
4318333 atgaaagtaaaactgcttgctgccggtattttgttcacgctgccgttctgggcctgcgccaaagatgtcaccattatttacaccaacgatctacacgcccatgtggagccttataaagtaccgtggattgctgacggtaaacgcgatattggcggttgggccaatatcaccacgctggtgaagcaggaaaaagccaaaaataaggcgacgtggttttttgatgccggagattactttaccggaccgtatatcagc+ STM4104 100 STM0033 77 STM4104 100
4346589 atgaaacagtcaggtcaagataaaggtacgctgttgctggcgctcatcgctggcttatcgattaacggcacattcgcggcgctgtttagcgctattgtgccgttctccgtattcccgattatctcgctggtgctgacggtatattgcctgcatcagcgctaccaaaatcgtactatgccggtaggtttgccggggttggccgccgcttgtttcattcttggcgttttactgtatagcaccgtcgtgcgtgcagaat+ STM4128 100 STM4128 100
3048146 atgatgtttacagactggcatgaggccgcgatagggaaaacccacaatcgaatgaattttgattgtggggatgccgatctgaaccaattcctgcaacgccatgcacgacaaaatcatgagaaagggacaacgaaaacctatgttgcgcttgataattcggatgttacacgtatccacggcttttactcagtcagtcctgcatcactgatatatgcacaggttcccggcgcaatcagcaaaggattagggagatacg+ STM2905 100 STM2905 100
3080832 atgagccaatatctggtttttcagcttcacgggccgatggcctcctggggcgtggatgcgccaggcgaagtgcgccacagccatgagctaccctcgcgctcggcgctgttggggttattagctgcggcgctgggaattcgccgcgatgaggaggaacggctaaacgccttcaatcgtcattaccaatttttgctgtgcgccagtggcaacccgcgctgggcgcgggattatcacacggtgcagatgccgaaagagg- STM2940 100 STM2940 100
4333148 atgtatcacgacgtcagccaccttctctcccgtctcatcaacggcccgctgccgctgcgccagatttattttgccagcgccagcggcccagcgccggaactggcgtaccaggtggattttccgcggctggagattgtgctggagggcgagcttactgacatgagcattaccgccccgctcattccttgcgatgttctctacgttccggctggcggctggaacatcccgcaatggcaaacgcccgtcaccaccctga- STM4117 100 STM4048 68 STM4117 100
3010806 atgatattttcggtgcaggagctatcatgtggagggaaaagtatgctaagtcctacgactcgtaatatgggggcgagtttatcgcctcagcctgacgtcagcggggagctaaacaccgaagcattgacctgtattgttgagcgtctggaaagtgaaattatagatggcagctggattcatatcagttacgaggaaaccgatctcgaaatgatgccttttcttgttgcacaggccaataagaagtatccagagttaa- STM2865 100 STM3323 59.223 STM2865 100
3063011 atggagttacgaaacaccgcgtttcatctgttacgccaactttttcagcaacataccgcacgctggcagcatgaactaccggagctcaccaaacctcaatatgcggtgatgcgcgttattgctgaacatccgggtattgaacaggtcgatctgaccgaagcggcggtcagcactaaagcgacgctggcggagatgttaagccggatggaaaatcgtgggctggtaaaacgagaaaacgatccgctggataaacgtc- STM2920 100 STM2920 100
2504518 atgaagcttcgcctgtcggcgctggcgctgggaaccacactgctggtcgggtgtgcgagttccggtacagaacagcaggggcgttcagacccatttgaagggtttaaccgcaccatgtacaacttcaactttaatgtgctggacccgtatgttgttcggccggtcgcggtcgcctggcgtgattatgttccacagcctgcgcgtaacggtttaagtaatttcaccggcaacctcgaagaaccggcgatcatggtga- STM2392 100 STM3587 66.667 STM2392 100
978255 atgaatctgttacctgtattgctgaaaaaatactggttgcaactctcagtgactttgctgattgctgcacttgcatggacaacagagcattaccgcgacaacgccattcagtataaatcgcagcgcgataccgccagccatcgcctgacgctggcgaacgcgacaattaccgacatgacgaagcgccagcgtgacattgccgccctcgatgccagatatacaaaggaactcgctgatgcgaaagctgagaatgatg+ STM0908 100 STM1029 96 STM0908 100

2607763 atgctcgaaatgttaatgcaatggtatcgccgtcgcttcagcgacccggaggcgattgccttgctggtcattctggtggctggttttagcatcctctttttctttagcggcctgttagcgccgctgctggtcgctatcgtactggcctacctgctggagtggccgacggcgcgcctgcaggcgattggctgttcccggcgctgggcagcctccattgtccttatcctttttgtcggcattctgttattaatggcg- STM2493 100 STM1108 86 STM2493 100
4406829 atgccgcgtggcctggaattactgattgctcaaaccatcctgcaaggctttgacgcgcagtatggtcgatttctggaagtgacttccggcgcgcagcagcgttttgaacaggccgactggcacgccgtccaacaggcgatgaaaagccgtatccacctctatgatcatcatgtgggtctggtggtggagcaactgcgctgtattaccgatggcaaaagtaccgacgcggatttccttttacgcgttaaagagcat+ STM4185 100 STM0395 62.5 STM4185 100
4310873 atgacgcgtaaacaggccactatcgcagtgcgtagcggattaaacgatgacgaacaatacggctgcgttgtgccgccaatccatctctccagtacctataactttaccggtttcaatgagccgcgcgcgcatgattattcccgccgcggtaatcccacgcgtgatgttgttcagcgcgcattagcggaactggaaggcggcgcgggcgcggtattgacgaataccggcatgtcggcgattcatctggtcaccacc+ STM4100 100 STM3161 66 STM4100 100
4339424 atgaaaaacgttttaccgccatttatcgagatttaccgcgctttgattgccacaccgtcgataagcgcaaccgaagaatccctggatcaaagtaatgcgtctttaatcactttgcttgcaggctggttcagcgatcttggtttcaacgtagaggttcaaccggttccaggaacgcgaaacaaatttaatatgctcgccagcaccggacatggcgcgggcggtttgctgctgaccggccataccgacacggttccc- STM4120 100 STM2483 60.194 STM4120 100
3067682 atgagcgcgggaagcccaaaattcaccgttagtcgcattgcggcactatcactggtttcactatggctggcaggttgtaccagttcgtcaaaccctccggcgccggtcacgtctgtggacagtggttcgtcatcaaataccaattccgggatgttgatcacaccgccgccaaaaatgggcgcgacgacgcaacaaacgccgcaacaagcgccgcaaattcaacccgttcagcgtcctgtaacgcagcccatgcaa- STM2925 100 STM3038 76 STM2925 100
2492904 atgaacaatacgcaccattacgaacagttaattgagatttttaacggctgctttgccgaagaatttaatacccgtctgattaaaggcgacgacgaaccgatctatcttcctgctgacgcgcaggtaccgtaccaccgtatcgtctttgcgcatgggttttacgccagcgcgctgcatgagatttctcactggtgtatcgccggtaaggcgcgccgcgaactggttgactttggttactggtactgcccggacggac- STM2381 100 STM3748 60.396 STM2381 100
2557390 atgggtaaactcacgggcaagacagcattgattacgggcgcatcgcagggcattggcgaagggatcgctcgcgtattcgcacgccacggcgcgaacttaatcttgctggatatctccgatgagattgaaaaactggcggatgagctgggcgggcgcgggcatcgctgcactgccgttaaggctgacgtcagagattttgcttcggtgcaggcggcggttgcgcgcgccaaagagactgaaggtagaattgatattt- STM2445 100 STM2946 62.963 STM2445 100
2343251 atgccctttcatattggaagcggatgtcttcccgccaccatcagtaatcgccgcatttatcgtattgcctggtctgataccccccctgaaatgagttcctgggaaaaaatgaaggaatttttttgctcaacgcaccagactgaagcgctggagtgcatctggacgatttgtcacccgccggccggaacgacgcgggaggatgtgatcaacagatttgaactgctcaggacgctcgcgtatgccggatgggaggaa- STM2241 100 STM1051 99 STM2241 100
1187946 atgcatgattcattaaccatcgcattgcttcaggcgcgcgaagcggcaatgacctatttccgccccatcgttaaaagccacaatctgaccgaccagcaatggcgcattgtgcgaatcctggccgatagcccctctatggattttcacgagctggcctttcgtacctgcattttgcgtccaagtctgaccggaatattgacgcgcatggagcgagacggactggtgttgcgactcaagccggttaacgatcagcgta- STM1100 100 STM1100 100
1380869 atgataaaaaaactcgatgttgttgccgccatcattgaatgcgacggcaaaattctgctggcccagcgcccagctcatgcggatcaagccggtttatgggagtttgccggcggtaaagtcgaacccggcgaaacccagccgcaggcgcttatccgcgagctacgcgaagagttagggattgacgccacgcccggcgtctatatcgccagccatcaacgcgacgtgtctggccgacgaattcatttgcacgcctggc- STM1301 100 STM0137 75 STM1301 100
4595342 atgagtgccgatgaaaacaacctgatttggatcgatctggagatgacaggtctggaccccgagcgcgatcgcattattgagatagccacactggtgacggatgccagcctgaacattctggcggaagggccgacgattgcggtacatcaatccgatgcgcaactggcgttaatggatgactggaacgtgcgcacccataccggtagcggcctggtagatcgcgttaaggcaagtacgatgggcgaacgagatgctg+ STM4350 100 STM4350 100
4628089 atgtcattaccaatgttgcaggtcgcgctggacaaccagactatggatagcgcctatgaaaccactcgcctgattgccgaagaagtcgacattatcgaagtgggcaccattctgtgcgtgggcgaaggcgtgcgtgcggttcgcgacctgaaagcgctttacccgcacaaaatcgtgctggcggacgccaaaattgccgatgccggtaaaatcctctcccgtatgtgtttcgaagccaacgcggactgggtgaccg+ STM4386 100 STM3675 67 STM4386 100
4675819 atgaaaacaatcaggttgaccatggcgcaggctttggtgcgctttcttgataatcagtacatcgacgtagacggcagcgaaatcaaatttgtaaaagggattttcgccatttttggccacgggaacgtcgtcggattggggcaagcgctggaagaggactgtggccaacttagcgttcatcaagggcgtaacgaacagggaatggcgcatatcgcgacgggatttgcccgccagatgcgtcgccatcagatttat+ STM4431 100 STM0517 59.048 STM4431 100
2359164 atgcgcactaactggcaggtctgtagcctggtcgtgcaggccaaaagtcagaacatcgccgccattggcacacagttgaacacgttgccgggttgcgaagtcgcgttaagcgatgttgaaagcgggcaactgatcgtggtggcggaagcagatcagagtgaaacgctgatgcaaacaattgagtcagtacgcaatgtcgagggcgtactggcggtgtcgctggtttatcaccagcaggatgagcaaggtgaggaaa- STM2260 100 STM1115 58.095 STM2260 100
4727938 atgaacgatcttttttcactggcaggtaaaaatatccttatcaccggagccgctcagggaattggttatttgctggcgaccggtcttggtcgctatggcgcgcgcattattgttaacgatatcaccccggagcgcgccgaaacagccgtgacgaaacttcagcaggaagggataaaggctattgccgctccttttaatgtcacccataaacaggatattgaagctgcggttgaacatatcgaaaaagatatcggcg- STM4483 100 STM1195 63.725 STM4483 100
4755572 atgatgatggatatcagcgccgttatttttgcaacgcatcgcattcggctattacccgatgaaggcaaaatcccctgggacgagccagccttcagccaacgcatgctggaaaatcatctgtcgcaggaccacgactgggccagccgccggctaaccgtgattgagcaacaggtaacatggattacccgtcagttacccgctggcgcccgcattctggatctcggctgtggccccggtttttatacccgcctgtta- STM4500 100 STM4004 61.765 STM4500 100
4791743 atgttaaagcgaattaaaattgttaccagcttactgctggtattggcgctatttggccttttacaactgacatccggcgggctgttcttcaactcgctgaagaatgacaaagaaaacttcaccgtattgcaaactattcgtcagcagcagtctgccctgaatgcaacctgggtggagctgttgcaaacgcgtaataccctgaatcgcgcgggtatccgctggatgatggaccagagcaatattggcagcggcgca+ STM4533 100 STM1919 91 STM4533 100
1307596 atgcagtcgcgtcggtttcatcgattaagccgctttcgtaaaaataaacgtctgttgcgtgaacgtctgcgccagcggatctttttcagagacagagtggtgccggaaatgatggaaaacccaagagtattagtccttacaggtgcaggaatttctgcagagtctggtattcgtacgtttcgcgcggcggatggcctttgggaagagcatcgggttgaagacgtggcaacgccggaaggattcgcccgtaatccgg+ STM1221 100 STM3491 69.903 STM1221 100
1516571 atgaagcgattaagtttagcgatggtgacgctgctggcctgtgcgggtgcgcaggccgccagcgagaaagtagagatgaatctggtgacggcgcaaggcgtaggacagtctatcggcaccgtcgtcatcgatgaaaccgaaggcggcttaaaatttaccccacaccttaaagcgttgccgccgggcgagcatggttttcacattcatgccaacggtagctgccagcccgcgattaaagacggcaaagcggttgccg+ STM1440 100 STM1044 68.317 STM1440 100
1234975 atgaagaaactgcccggctttacgcaagattacttactcagcaaggcgacgaccctgcctgataaaacacgcctggagcgtgccgttgaaccgctatgcgcgcgccatcccggagagtgcggcattctcgcgctggataacagtctggacgcttttgccgcccgctaccgcctgaccgaaatggcggcgcggacgctggatgtgcagtattatatttgggaagacgatatgtccgggcggctgctcttttcggta+ STM1147 100 STM1148 100 STM1148 83.76



3597377 atgtttgttgccctcccctttctcattttttatgcgtcgttctctttattacttggcatatacgacgcgcgtaccggtctgctgcctgaccggtttacttgtccattgctgtggggtggtctgctttatcaccagatttgcctgccggagcgtttaccggatgcgctttggggcgctatcgccggctatggcggattcgcgttaatttactggggctatcgcctgcgttatcagaaagaggggcttggatatggcg+ STM3442 100 STM3492 87 STM3442 100
2578502 atgaaacgtattgcttttgtcggcgcggtcggtgccggaaaaacaacgctttttaacgcgttacggggaaattattccctcgccagaaaaacgcaggccgtggaatttaatgatcatggcgatatcgatacgccgggtgaatattttagccatccccgttggtatcacgccttaattaccacgttgcaggatgtggacacgctgatttatgtccacgcggcaaacgataaagaaagtcgcttacctgccgggttat- STM2469 100 STM2056 62 STM2469 100
1309528 atgatcggtcggctgctccgtggcggtttcatgactgccatctatgcgtatctgtatattcccatcattattctgatcgtgaactccttcaacagttcgcggttcggcattaactggcagggctttaccactaaatggtacgaactcctagtcaataacgacagtctgttgcaggccgctcaacattcactgacgatggcgattttttcagcgaccttcgccacgttgattggctcgttaaccgcggtggcgcttt- STM1223 100 STM1225 65.347 STM1223 100
1406022 atggtacgtatctatacgttgacgcttgcgccctctctcgatagcgcaacaatcacgccgcaaatttatcccgaaggtaaactgcggtgctccgcgccggtattcgaacccggcggcgggggtattaatgtcgctcgcgccattgcgcatcttggcggcaccgcgaccgccattttcccggctggcggcgctaccggcgaacatcttgtcgcactactggctgacgaaaatgtccccgtgtctaccgtcgatgcg- STM1326 100 STM2205 68 STM1326 100
4614860 atggcatggactccacggacgctggcggatgcattaaacaacatcgccgaattagatattgatatagaaaataatgaatcttcattaataataaaaatgaatgattatggcgatttaccactggcggttttatttacctcgcaacaaatagttatcgagacttatatctgtccggtaaatacgattagagataccgcggaatttaatcttttcttgctgagaaatcagaaggttttaccgctgtcttcggtcggta+ STM4370 100 STM4370 100
1313166 atgggacagagtaagaaattgaataatcaaccgcgttcgctttcaccgctggtgcttttgtcgggaattagcaaaagtttcgatggcaaagaggtcatttcgcaactggatttgaccattaacaatggcgaattcctcacgctgcttggcccttccggctgcggtaaaacaaccgttcttcgcctgattgccggcctggaaaccgttgatgccgggcatatcatgttggataaccaggatatcacccacgttccc- STM1226 100 STM0878 85 STM1226 100

25011 atgaaaaagcctgtactagcattaatggtctctgccattgcctttggcggaatgttgtccaccgcgcaagcggatactacaaccgtcactggcggtacggtaaattttgtcggacaggtcgttgacgccgcctgttctgtttccgctgactctgtcgatcagaccgtgacattaggccaggttcgcgccagtaaattaaccgaggccggtatggtggcgaatcaaaaagaagatttcaccatcaaactggaagact+ STM0021 100 STM0543 77 STM0021 100
1376652 atgagcgagcaagccattcgtttaacgcaatacagccacggcgctggttgcggttgtaaaatttcccctaaagtgctggagactatcctgcatagcgagcaggcgaagttcgtcgacccgaacctgctggtgggtaatgaaacccgcgatgatgcggcggtttacgatctgggtaatggcaccagtattatcagcaccaccgacttctttatgccgatagtcgacaacccgtttgattttggccgcattgcggca+ STM1297 100 STM1297 99.43
1414969 atgccaaaaattaagaccgtacgcggtgctgctaagcgcttcaaaaaaaccggtaaaggtggttttaagcacaagcacgctaacctgcgtcacattctgaccaaaaaagcgactaaacgtaaacgtcacctgcgtccgaaagccatggtttctaaaggcgatctgggcctggttatcgcgtgcctgccgtacgcataa+ STM1335 100 STM1132 52.941 STM1335 100
1507923 atgtggtcggaatactcgcttgaagtggttgacgccgtggcgcgcaatggcagttttagcgcggcggcgcaggaactgcaccgtgtgccttcagcagtcagttacaccgttcgtcagttagaggagtggctggccgtaccgctttttgtacgacgtcaccgtgatgttgaactgacgcctgctggcgtctggtttttaaaagaagggcgttctgttatcaaaaaaatgcagatcactcgccagcagtgtcagcaa+ STM1429 100 STM3235 67 STM1429 100
3729367 atggaaaaaacgatgttaacgtttgaaaaagtcagcgcccactacggcaagattcaggcgctgcacgacgtcagtctgcacatcaaccagggggaaatcgttaccctgattggcgctaacggcgcggggaaaacgacgctgcttggcaccttgtgcggcgatccgcgcgcctccagcggacgggtggtgtttgacggtaaagacataaccgactggcagacggcgaaaatcatgcgtgaagcggtggcgatagtgc- STM3560 100 STM0891 70 STM3560 100
132167 atgtcgaagaactatcatattgccgtactgccgggcgacggtatcggcccggaagtcatggcgcaagccctgaaagttatggatgcggtacgcagccgttttgatatgcgtataaccaccagccactatgacgtcggcggtattgctatcgacaatcatggtcatccactgccgaaagccaccgttgaagggtgcgagcaggcggatgccattctgtttggctccgtcggcggcccgaaatgggaaaatttgccc- STM0112 100 STM3732 66.346 STM0112 100
752675 atggcacaacacacacctgcaacatcgcgcgccggcacgttcggcgcaatactgcgcgtgacaagcggcaatttccttgaacagtttgattttttcttgttcggattttacgccacctatatcgccagaacgttttttccggcggaaagcgaatttgcctcattaatgttgacctttgccgtctttggctccggttttttaatgcgccccgtcggcgcgattgtgcttggcgcctatattgacagaatcggacgc- STM0689 100 STM2654 82.075 STM0689 100

4453437 atgatgattactctgcgcaaactcccactggcggttgctgtcgcagcgggcgtaatgtccgctcaggcaatggctgtcgatttccacggttacgcccgttccggtattggctggacgggaagcggcggcgaacaacagtgtttccaggcaacgggtgcccaaagtaaataccgtctcggtaacgaatgtgaaacctatgcggaactgaaactgggccaggaagtgtggaaagagggcgataagagcttctatttc+ STM4231 100 STM4231 100
4094562 atgacaacccaggctgtttctggtcgccgttatttcactaaagcgtggcttcttgagcagaagtcgctcattgccctgctggtgttgatcgcgattgtttcgacgttgagccccaacttttttaccgttaataatctgttcaatattcttcaacagacctccgttaacgccattatggcggtggggatgacgttggtgattctgacatcggggatcgatctgtccgtcggttccctgctggcgctcaccggtgcg+ STM3883 100 STM2320 62.136 STM3883 100
240082 atgaaaacagacacttccacctttttagctcagcaaattgtgcgtttacggcgcagagatcagattcgccggttaatgcagcgggataaaacgccgctggccatcctgttcatggcggccgttgtcggcacgcttaccggactggttggcgtcgcctttgaaaaggcggtttcctgggtacaaaacatgcgcattggcgcgctggttcaggtcgcggaccatgcgtttttgctttggccgctggcctttatcctt+ STM0203 100 STM1490 61 STM0203 100
510539 atgatggacagcttacgcacggctgcaaacagtctcgtgctcaagattattttcgttatcattatcgtgtcgttcattttgaccggcgttagtggttacctgattggcggaagcaataactacgccgcaaaagtgaatggccaggaaatcagccgggcacagtttgagaatgcgtttaacaacgaacgtaaccgtatgcagcagcagttgggcgacaggtattctgaactggcggccaacgaaggttatatgaaa+ STM0452 100 STM0139 64.706 STM0452 100
459466 atgaattttcttgctcacctgcatctggcgcaccttgccgacagctcgctttccggtaatcttctggccgattttgtccgcggtaacccggcaacgcattatcctcctgacgtggtagagggtatttatatgcatcggcgtattgacgtcatgaccgacaacctgccggaagttcgtgaggcgcgagagtggttccgccatgaaacgcggcgcgtggcgcccattacgctggacgtcatgtgggatcattttttat- STM0403 100 STM1178 62.745 STM0403 100

4463872 gtgaacaaaaacgtcaaactttcactgattgctatcgcggtctcgctttttatggcaaagcaggcgagcgccgccaatacctggacggaagcgcgtaatgacgcaatgggcgggacgggcgttgcgtccgcgaattatggcagcggagtactattaaatccggcgttactggcaaaagccaaaccggaagacaatatcactgttgtccttcctgcggtcggcgtccagattacggataaagacaatctccaggat+ STM4242 100 STM4238 58 STM4242 100
2485771 atgacagcagttagccaaaaaacaacgaccccgtctgcgaatttttcgctgttccgcatcgcctttgcggttttcctgacctatatgacggtcggcctgccgttacccgtcatcccgctttttgttcatcacgaactgggctatagcaatacgatggttgggatcgccgtgggcattcagttttttgcgacggtactgacgcgcggctatgccggacggctggcggatcaatatggcgctaaacgatcggcgtta- STM2372 100 STM4428 75 STM2372 100
1404596 atgtggcaagctatcagtcgtcttttaagcgagcaagtcggtgaaggcgaaatcgaactgcgtaatgaactgccaggcggagaagttcatgccgcatggcatttacgttatgcaggccatgattttttcgtgaagtgcgatgaacgagaaatgctccgcggttttaccgcagaagccgatcagctggagctgctctcccgcagtaaaaccgttgttgtgcctaaggtatgggcggtaggttcggatcgggattaca- STM1324 100 STM2858 63.725 STM1324 100
1436627 atgtatcagcgctgttttgactccgccgcggagacgatttttgaacaggacaagacccctcgattttcacgttttgtcattagcgatgatccaaactgggagtctggccatcatatgcatgataatgaaacagagcttatttacgtcaaaaaagggatagccaggttaattattgactcttcactctacgtcgcgcatgcggacgatattgtcgtcgttgagcgggggcggctacacgctgtagcatccgacagca+ STM1355 100 STM0972 59 STM1355 100
1549523 atgctaatgatcagtctcgtcccgtctctgctttccagaaccgcgcttctctttctgctcacggccacaggcgcagccaccgccgcccgcccggcagcggatattattttgcataacggtaatatcatcactctgaatgatgcccagccgcaggccagcgcgctggcgatttccggctcgcggattgtggcgattggcgatgatacggcgacaaatgaatggcgcggcgaccatacccgtaccatcgatttacag- STM1472 100 STM1372 71 STM1472 100
2157815 atgacagtggatagtaatacgtcttccgggcgtgggaacgatccggaacagattgatttgattgagttattgctacagttatggcgtgggaagatgaccattattgtagccgttattatcgccattttgctggctgtaggctacctgatgatagccaaagaaaaatggacatccacggcgattattacccaacctgatgccgcgcaggttgccacctataccaacgcgctcaacgtcttgtatggtgggaatgcc- STM2079 100 STM1114 60.748 STM2079 100
4059197 atgaggggacgcaatcgttgccgtactaacaaattgagtgaaaaaaattaccacacaactgcgccaggtgtcgcattttggtataggataacggcgaattttccctcctttctccggaaattgataatgagtcaacaacacaccacccaggcttctggtcagggtatgctggaacgcgtgtttaaactgcgcgaacatggcacgacggcacgaaccgaagtgatcgccggttttaccactttcctgacgatggtt- STM3851 100 STM4268 65 STM3851 100
260113 atgttgtctgcaactcaaccagtaagcgaaaatttgccagcgcatggctgccgtcatgttgcaataattatggatggcaatggtcgctgggcgaaaaagcaagggaagatccgggcctttgggcataaagccggggcgaagtccgtccggcgagcggtctcttttgctgccaataacggtattgatgcgttaacgctgtatgcctttagtagtgaaaactggaaccgaccggcgcaggaagtgagcgcgttaatgg+ STM0221 100 STM1473 61.165 STM0221 100

2135286 gtgcgtgccgataagtcattaagcccttttgaaatacggttgtaccgtcattatcgcatcgtgcatggcatacgtatcgccctggcgttcattcttacctttctgctggttcgtctgttttctattcccgagggcacatggccgctaatcacgttagtggtgattatggggcccatctcattctggggaaatgtagtgcctcgtgcttttgagcgcataggcggtacgattctgggcgcggcgttagggctggtg- STM2060 100 STM2060 100
147397 atgttagtttggctggccgagcatttggtcaaatattattccggctttaacgtcttttcttatctgacgtttcgcgccatcgtcagcctgttgaccgcgctgttcatctctttatggatgggcccgcgtatgatcgctcgtctgcaaaaactctcttttggccaggtggtacgtaacgatggcccggaatcgcacttcagtaaacgcggtacgccgacgatgggcggcatcatgatcctgacgtcgattgtgatt+ STM0125 100 STM3279 62.376 STM0125 100

2475853 atgtgcggtattgtcggtatcgccggtgttatgccggtcaaccagtcgatttatgacgcgttaacagtgctccagcatcgtggtcaggatgctgccggtatcatcaccattgatgcgaataactgcttccgcttgcgtaaggcaaacgggctggtgaacgatatttttgaagctcgccacatgcagcgtttgcagggcaacatggggatcggccatgtgcgctaccctaccgcaggcagctccagcgcttcggaa- STM2362 100 STM0125 54 STM2362 100
3736781 atgaccaaagaaatgcaaaatttagctttagcccctgttggcaacctggaatcttatatccgggcggcgaacgcgtggccgatgttatcggctgacgaggagcgggcattggctgaaaggctgcattaccagggcgatctggaagcagctaaaacgctgatcctgtctcacctgcgctttgttgttcatattgctcgtaactatgcgggctatggtctgccgcaggcggatttgatccaggaaggcaacatcggcc- STM3568 100 STM3211 67 STM3568 100
3451382 ttgcttaatccgatcgttcgtaaattccagtacggtcagcataccgttacgctggaaactggcatgatggcgcgtcaggccactgccgctgttatggtaagcatggatgacaccgccgtattcgttaccgttgtcggccagaaaaaagccaagccaggccaggacttcttcccactgaccgttaactatcaggagcgtacctacgctgctggtcgtatcccgggcagcttcttccgtcgtgaaggccgtccaagc- STM3282 100 STM0981 62 STM3282 100
2693485 atggcattgcattccacgcgctggctggcgctcagttatttcacctacttctttagttacggtatttttctgcccttctggagcgtctggctcaaaggtcttgggctaacgccggaaaccatcggtcttctgctgggcgtgggtctggtcgcgcgttttctcggtagtctgctcattgcgcctcgcgtaagcgatccttcgcggttgatctccgcgctgcgcgtcctggcattgctgacgctggtatttgcgctg- STM2554 100 STM0618 58.252 STM2554 100
1109013 atgaattacgaggataagctcatgtatcagcgaatgatttttgaagaaggaaaagagccaaggttgtattcaagccaacatgactccaagtttatcccaataagtaataacaatggaaaagttcaaaaggttcctgttatggagctcaaggataccagaggagatgttttttatgcttacaactatgcttattctggtaaaaaaccatcaaatgacgaaatctataaggctattgatgagctaaagccaatcggtg+ STM1018 100 STM2622 100 STM1018 100
266430 atgccttcaattcgactggctgacttagcagaacagttggatgcagaattacacggtgatggcgatatcgtcatcaccggcgttgcgtccatgcaatctgcaacaacaggccacattacgtttatggtgaatcctaagtaccgtgaacacttaggtttatgccaggcttctgcggttgtcatgacgcaggacgatcttccttttgctaagagtgcggcgctggtagttaaaaatccctacctgacctacgcgcgc+ STM0226 100 STM0472 61 STM0226 100

2746280 atggaccagatagcgaacctggtcattgatttaagtatcgacagcgcagagttccgaaacgaagttccgcgcattaaaaaattgctgaacgatgcggctggtgactcagaacgttcagcggcccggatgcagcgttttctggataagcagacggaggcgacgcgccggacgtccgccagtctggagcaagtgactgccagcagtaccgcgtacagttccgctgtggagaaaagcgcagcggccagtacgcgtctg- STM1041 100 STM2594 100 STM2594 100
3929336 atgaacttgctgcaaatggatatgaacctgttaaaagtactgtatgtgctgctggagacgagctctacggggaaaacggcgcaaaagctggctttgtcgccttctgcggtaagtcatgcgttaatgagattgcgcgatgcgctaaacgacccgttgtttcgacgggaagggaaccgccagattcctacgccttatgcgcaggcgctgcgtgacaaattggcgcctgtgtttgtttcgcttaatgaggagctgtttg- STM3736 100 STM0115 60.194 STM3736 100
3812323 atggcgttattaaatgtagatcaattatcggtgcacttcggcgacgaagggacaccgttcaaagccgtcgaccgcattagctacagcgtgaagcagggtgaggtggtcgggattgtcggcgagtctggttccggcaaatccgtcagctcgctggcaattatggggcttatcgattacccaggccgcgtgatggcggaaaacctgctctttaacggacaggatctgaagcgcatttccgagaaggaacgtcgcaac- STM3627 100 STM0848 81 STM3627 100
3723499 atgagtaactggccttatccccacattgtcgcccatcgcggcggcggtaaactggcgccggaaaacactctggcggcgattgacgtgggcgcgcgatacgggcacaccatgattgagtttgatgccaagctgtcgaaagacggcgaaattttcctgctgcatgacgataacctggagcgcaccagcaatggttggggcgtggcgggcgagttgaactggcaggatttattgcgtgtggacgctggcggttggttta- STM3553 100 STM2282 71 STM3553 100
3936181 ttgtatctgtttgaaagcctgaatcaactgattcaaacctacctgccggaagaccagattaagcgtcttcggcaggcgtatctcgttgcacgtgacgctcacgagggccagacacgttcaagcggtgaaccctatatcacgcacccggtggcggtggcctgtattctggccgagatgaaactcgactacgaaacgctgatggccgctctgctgcatgacgtgattgaagatacccccgccacctatcaggacatg+ STM3742 100 STM2956 71 STM3742 100
2458402 atgtcgataccccgtaaacggcgcagtaccggtaaagtgactatcgccgatgtagcccaacttgccggtgtaggcacgatgaccgtatcacgagccttacgcacgccggaacaggtctctgataaactccgggaaaaaatcgaagcggcagtgcatgagctgggctatatgcctaatctcgccgccagcgcgctggcgtctgcctcctcgcacaccatcgcaatggtcgtaccgaaccttgcggaagcggggtgt+ STM2345 100 STM3543 65 STM2345 100
2698175 atgcagcaacctgttgtacgcattggagagtggctggttacaccttctgttaatcagatcagtcgtcagggacgccagattactcttgaaccacggctgatcgatcttctgatgtattttgcgcatcacccggatgaagtgttaagccgggataacattattgatcatgtctggatgcgcaccatcgtgaccaaccatgttgtcacccaaagcatttctgaactacgcaaatcattaagagatggcggagacagc+ STM2557 100 STM2557 100
2550968 atgaaaaaggattttaccatgaagaaaattgtttgcgccgtcgttgcgctcctgctgaccctacccgcctgggcgaacgtgaacgcccatgaagaagcgcgcattaacgccatgcttaatgcgctggcgcagaaaaaggatctgacattcgttcgtaacggtgatgcgcataactgcgaggaagccgtatcgcacctgcgcttaaaactgggtaacacgcgcaatcgtatcgacaccgccgaacagtttatcgata+ STM2438 100 STM0484 63.107 STM2438 100
897010 atgaagtctctattaaaagtttcactggctgcacttaccctggcttttgcggtgtcttcgcacgctgcggataagaaactcgttgtggcaaccgatacggcgttcgttccgtttgaatttaaacagggcgacaaatacgtcggttttgatgttgatctgtgggacgctatcgcgaaagaactgaagctggactacaccctgaaaccgatggatttcagcggcattattccggcattacaaaccaaaaatatcgatc- STM0830 100 STM2354 60.194 STM0830 100
640796 atggcgctgaatgattttcacgtttctgaaccttatacgcttggtattgagctggagatgcaggtgatcaatccacctggctacgatttaagtcaggactcttctacgctgatcgacgccgttaagccccaacttactgcgggagaaattaagcacgatatcaccgaaagtatgctggagatggccacgggcgtctgccgcgatattgaccaggcggcggcccaactttctgctatgcagcacgttattttacag- STM0583 100 STM0768 67 STM0583 100

4708270 atggttatttcactgaaaaatcgtaactttttgaagctgcttgactacaccccggcggaaatccaacacctcatcgatctggctattgagctgaaagccgcaaaaaaagccggatgcgaaaagcaaacactgatcggcaaaaacatcgcgctgatttttgaaaaaacctctactcgcacccgatgcgcgtttgaagtcgccgcgttcgaccagggcgcgcaggtgacttatctcggcccaagcggctcgcagatc- STM4465 100 STM4469 83 STM4465 100
2784237 atgactgtaacgactttttccgaacttgaactcgacgaaagcctgctggatgccctccaggataaaggtttcactcgcccgaccgccattcaggctgccgccattccgcctgcgctcgatggccgtgatgtactcggttctgcgccgacaggcaccggtaaaacggcggcatatctgctgccggcgttgcagcacctgctcgactttccgcgtaaaaaatcggggccgccgcgcattctgatcctgacgccaacc+ STM2643 100 STM0820 73.267 STM2643 100
3358504 atgaatcagacgctactttcctcttttggtacgccttttgaacgtgttgaacttgcactggatgcgctgcgtgaaggacgcggtgtgatggtgcttgatgatgaagatcgtgaaaacgaaggcgatatgattttccccgcagagacgatgaccgtagaacagatggcgttaaccattcgtcacggtagcggtattgtttgcctgtgtattactgaagaccgtcgtaagcagctcgacttgccaatgatggtggaaa- STM3195 100 STM4044 59.406 STM3195 100
4470496 gtgtttcaaaaagttgacgcctatgccggcgatccgattctttcactgatggagcgttttaaagacgactcccgtcacgacaaagtgaatctgagcattggcctgtattacaacgaagacgggattatcccacagcttaaaacggtggccgaagccgaagcccggcttaacgcgcagccgcatggcgcttcgctgtacctgccgatggaaggactcaatacttatcgccatactatcgcgcctttgctctttggc+ STM4248 100 STM0998 67.327 STM4248 100
2688308 atgtcacattgttcctgtcatgataaaccgcagcacagtttgctgcctgcggcgtaccgcatcctcagtattactcgccacacgccgctggagtggaatttccgcgtggccgtcgattttcccgcgcactgggggcaatttgttgaggtgtcgctgccgcgcgtcggcgaagcgcccatctccgtttccgactacggcgacggctggatagatctgctgattcgtaatgtcggaaaagtgaccagcgccctcttta+ STM2549 100 STM3073 62.745 STM2549 100
2150514 atgttagacaacacccgcttacgcatagctattcagaaatcaggccgtttaagcgatgattcacgagaattgctggcccgctgcggcataaaaattaatttacacactcagcgcctgattgcgatggcggaaaacatgccgattgatatcctgcgcgtgcgtgatgatgacattccgggtctggtaatggatggcgtggtcgatctcggtattatcggcgaaaacgtgctggaagaagagctactcaaccgccgcg+ STM2071 100 STM3870 60.577 STM2071 100
610888 atgaaacctgcatctgttatcattatggacgaacaccctattgtaagaatgtcgatcgaagttttactcggtaaaaatagcaatattcaggttgtcctgaaaacggatgatagccgaacagcgatagagtatctgcgcacttatcctgttgaccttgtcattctggatattgaattaccgggcaccgacggctttaccttacttaaacgaatcaaatctatccaggaacatacccggatactttttttatcgtcga- STM0549 100 STM2246 59.434 STM0549 100

4237348 atgctctacatctttgatttaggtaatgtgattgtcgacatcgactttaaccgcgtattaggtgtgtggagcgatctgagtcgagtaccgctggcttcgctgaagcaaaaatttacgatgggcgagacttttcaccaacatgaacgcggtgagataacggacgaagcgtttgctgaagctttctgtcatgaaatggcgttatcgctcagttatgaacaatttgcgcacggctggcaggcggtatttgtcggattac+ STM4026 100 STM2164 59.804 STM4026 100



952523 atgaataacttaccggtcgttcgctcgccctggcgcattctgattctggtgctggggtttacttttctctatgcgccgatgttaatgttggtgatttactcgtttaacagttcgaagctggtgacggtgtgggcgggatggtcgacgcgctggtatggcgagctctttcgggataccgccatgatgagcgcagtgggactaagcctgacaattgccgcctgtgcggcgacgatggcggtggtgctcggtaccattg+ STM0880 100 STM3355 68 STM0880 100
776199 atgcccacccatttagtctggttcaggcgcgatctgcgtttacaggataaccttgcgctggccgccgcctgccgcgatgcatccgcgcgggtgctggcgctttatatttccacccccgcgcagtggcaggcccatgatatggcgccgcggcaggcggcattcatcagcgcgcagctcaatgcgctacagacggcccttgcagagaaaggcattccgttgctgtttcatgaagtggcggattttaacgccagtatt+ STM0709 100 STM2253 60.55 STM0709 100

4278958 atgcacgttgatcgaaacaaaatactgggatgcctggtgggcgccgccgccgcggacgcgatgggagccgcgacggaagtacgcacccagcagcaaataaaagactattttggcggctgggtgacgacctttcaaaaaccgccagcggacacgtttggccgctgcaacgaagcggggatgtgcacggatgattttattcaggcgaagtacatcatggatgcgctgctgcgccatcaacgccaggtcagcgacgag+ STM4067 100 STM2976 73.786 STM4067 100
741645 atgaccatcaagaatgtaatctgcgatatcgacggcgtgctgatgcacgacaacgtagccgtacccggtgcggcggaatttctgacggggattctggaaaaaggtctgccgctggtgctgctgaccaattacccatcgcaaaccggccaggatctggcgaaccgttttgctaccgctggcgttaacgtgccggacagcgtgttttatacgtcagcaatggcgacagccgattttctgcgccgtcaggaaggtaaaa- STM0681 100 STM0681 100
794716 atgcctgaaggcccggaaattcgtcgtgcggcggataatctggaggcggcaatcaaaggcaaacccttaaccgatgtctggtttgcctttgcacagttaaaaccgtatgaatcgcagcttaccggtcaacttgttacccggatagagacgcggggaaaagcgttattgacccacttttcaaatggcctgacgctctacagccacaaccaactctatggcgtatggcgggtgatcgatactggtgaaataccgcaga+ STM0728 100 STM2183 58.095 STM0728 100

4319418 atgagcttttttcacgccaaccagcgggaagccctgaatcagagcctggcggaagtacagggtcagattaacgtttcgtttgaatttttcccgccgcgcaccagtgaaatggagcaaaccctgtggaactccatcgatcgcctgagcagtctgaaaccgaagtttgtttcggtaacgtatggcgccaactccggggaacgcgaccgcacccatagcgttattaaaggcatcaaagagcgtactgggcttgaggccg+ STM4105 100 STM2076 73.333 STM4105 100
4504838 atggaaaaaaaatctccccgtttaaaagccttactgacgccgggggaagttgcgaaacgtagcggtgttgctgtgtccgccctgcacttctatgaaagcaaagggctaattaccagtatccgtaatagcggtaaccaacggcgatacaagcgtgacgtgttgcgttatgtcgcgattatcaagatcgcccagcgtatcggcatcccgctggcaactatcggcgacgcgtttggtatcttgccggaaggacatacgt+ STM4266 100 STM4266 100

STM4261 100 STM4264 61.905 STM4261 100
2696449 atgcttgacgcacaaaccatcgctacagtaaaggccaccattcccctgctggttgaaacaggaccgaaactgaccgcccacttctacgaccgtatgtttacgcataacccggagctcaaagaaatcttcaatatgagcaaccagcgtaacggcgatcagcgtgaagccctgtttaatgctatcgcggcctacgccagcaatatcgaaaatttaccggcgttgctgccggcggtagaaaaaatcgcgcagaagcac+ STM2556 100 STM3207 64.348 STM2556 100
183004 atgaaactttttctgacaacagcagcgctaactgcgaccttgatttccggcatggcatttgccagcgatcccgtcatcccctgggcgactaacagcggcggtacggaaagcacgcatattgcggcaatgggcgaggatttgaatgcgcagcatcagcagatcacccacacgcatgaaggcgtatgggcggctaattccggcagcattcaggctgatgaagctgcgctgaccagcaacaagccgccggtacaaggcc+ STM0155 100 STM0155 100

4382386 atgtctacaacaacgttaacccgccgcgagcagcgcgctaaagcccagcattttatcgatacgctggaaggcaccgcgtttcccaactcgaaacgcatctacgtgaccggttcgcagcatgatattcgcgtaccgatgcgcgaaattcaacttagccccacgctcatcggcggcagtaaagacaacccgcagtttgaagagaacgaagccgtaccggtatacgacacctccggcccctatggcgatcctgaggtg- STM4164 100 STM0217 58 STM4164 100
4234660 atggcagttatagcatttatcgggttgggacagatgggctcccctatggcgagcaatctgctaaagcagggccatcaactcagcgtcttcgatgttaatcccgacgccgtacagcgtctggtagacaaaggcgcgcaacctgcaagcagcccggctcaggcaaccatcggcgctgaatttgttatcaccatgctcccgaacggcgatctggttcgttccgttttgtttggcgagcaaggcgtttgtgaaactcttt- STM4023 100 STM3248 64.423 STM4023 100
4280005 atgtcgctctggttgtcccatcctctgttcctcccgtccatcatcgttggcgttactatccttctgtgggcgacttcgccactgccggagtttatgaccgcactgctattttttgctgtggcgatgggaccagggaaagttcctgcgcgggcggggatgctgtga+ STM4069 100 STM0163 31 STM4069 100
3023702 atgctaaagtatgaggagagaaaattgaataatttaacgttgtcttcgttttcaaaagttggtgtgtcgaatgatgcccgactttatattgctaaggaaaatactgataaggcatatgttgcgcctgaaaaattttcgtcaaaagtattaacctggcttggaaaaatgccgttatttaaaaacactgaagtggtgcaaaaacatacggaaaatatcagagtacaggaccaaaagattttacagacatttctccat- STM2878 100 STM0570 57.843 STM2878 100
1277232 ttgacacgtctaaccctggcgttagatgtcatggggggcgattttggtccttccgtgacggtgcctgcagcattgcaggcactgaacgctaattcgcagctcactcttcttttagtcgggaatcccgatattatcacgccattacttgccaaagctgactttgaacaacgttcgcgtctgcagattatccctgcacagtcagttattgccagtgatgcccggccttcgcaggcgatccgcgccagtcgtgggaca+ STM1192 100 STM1192 100
1796280 atgtttcaggacaacccgctgctagcgcagcttaaacagcaactgcattcccagacgccgcgcgctgaaggggtcgtaaaagccacggaaaaaggctttggcttccttgaggttgacgcgcaaaaaagctatttcattcctccgccgcagatgaaaaaagtgatgcatggcgatcgtatcgtcgcggtcatccacacggaaaaagaacgtgagtctgccgagccggaagaactgatcgaaccgttcctgacgcgt+ STM1702 100 STM4368 60 STM1702 100
2806527 atggcacaacgagtacaactcaccgcaacggtctccgaaaaccaactcggtcaacgcttagatcaggctttggccgaaatgttcccggattattcacgttcgcgtataaaagaatggattttgaatcagcgcgtgttggtcaatggtcaactttgcgataagccaaaagaaaaagtgttaggtggcgagcgggtggctattgatgcggagatcgacgaagagattcgttttgaagcgcaggatatcccgttagat- STM2662 100 STM0095 67 STM2662 100

58746 atgcagatcctgttggccaacccacgcggtttttgcgccggggtagaccgcgctatcagcattgttgaaaatgcgctcgctatttacggcgcgccaatttacgttcggcacgaagtcgtgcataaccgctatgtagtggacagcctgcgcaagcgcggggcgatctttatagagcaaattagcgaagtgccggatggcgccattctgattttctccgctcatggggtttcccaggcggtgcgtaacgaggcgaaa+ STM0049 100 STM4471 60.396 STM0049 100
1112989 atgaaaatgcacaacgatccccattcaatggactcacaatctatttttgctggctcacaattactgccaatggaaaaaacttctcatttggctctgagcgtcggatttcgctctcacttagcgtga+ STM1024 100 STM2138 57 STM1024 100
3977325 atgcgataccgttttcccgataacttctggtggggcagcgcctgctcagcgttgcaaaccgaaggggatagtctgaatggcggtaaaagccagaccacgtgggatgtgtggttcgagcgccagccgggtcgttttcaccagggcgtcggtccagcggaaacctcaacgttctatcgccactggaagcaagacatcgcgctactgaaacagttaaaacataacagttttcgcacctcgctaagctgggcgcggctc+ STM3775 100 STM3616 48 STM3775 100
1491592 gtgttgcaactttatcgttatttctggcaacctgctcgttacgctgtaccggaatggctggataagctgggctttcatctttcaaactgctggcgttatggcgatcggcccgagttggatcgtcttcttgacagagcgttaaatagactaagaggaagctctgttattccagcctgtttaaatgacaggcaaaaacggcaggttcgtcttgcgccgcgtatatcggcatttgcctttgggctgggattattcaaac+ STM1410 100 STM4492 61.165 STM1410 100
1826333 atgaatatcaaaaccgttgaagacctttttatccatctactttcagatacctatagtgcagaaaaacaattaaccaaggctcttcctaaacttgccagagccacgtccaatgaaaaattaagccaggcctttcaatctcatcttgaagaaacccagggtcagattgaacgtattgatcagatcgtcgaatctgaatctggcattaaactgaaaagaatgaaatgcgtcgctatggaagggctgattgaagaagcca+ STM1729 100 STM1729 63.366 STM1729 100
2868826 atgagatcgcatgatcgtttgaggatcttttgtgttaaggcccgccagttctggcgggcttttgcgtagatcatgcaggtgcatgaaaaccactacataaagcgggcaggcgtggcggggatacgagcgcgcgcaag- STM2725 100 STM2724 62 STM2725 65.24
473495 atgaccattttgccacgccataaagatgttgcgaaaagtcgcctgaatttgcgcaatccgtggcacctgctcgctaccggctttggcagcgggctgagccccgtggtgccgggcacgatgggctcgctggcggcgatccccttctggtatttgatgacgtttctgccgtggcagctttattcgctggtcgtgatgtttgggatctgcattggcgtttatctttgccatcagacggcgaaagatatgggcgtacacg+ STM0420 100 PSLT108 61.165 STM0420 99.42

1754178 atgctgagattacttgaagagaagatagccacgccattaggaccgttatgggtggtttgcgatgagcagtttcgactgcgggccattgagtgggaacagtaccgcgatcgtatggagcaactgctaaatatccactaccgtcacgaaggctatgaacgcgtttctgcgactaaccccggtggactcagcgataagcttgcagattattttgcaggcaatctcgccgtaattgataccctggaaaccgccacggggg+ STM1659 100 STM2265 62 STM1659 100
1855255 atgcgtttttcatcaattttcaaaataataatattaaatatatttatttcaaaaatggctcacgctgctgtctgcgaggagcgctatcccgccgactcagaagaatgccagtacgttcaggaattagagcaaaaagcggaacaaggagatgaaagcgcgcagttctcgcttggaagctggtatgcggaggggcgatacgttaagcctgattataaactagccataaaatggctggagaaagcgggtaaacaaggt- STM1760 100 STM2007 65 STM1760 100
1923115 gtggataccagccgtctgacgctcgatcatttcttatcgcgctttcagcttttgcgcccgcagatgactcatgaaacgttaaatcaacgtcaggccgccgtactgatccctgtggttcgccgcccccagccggggctgctgttgacccagcgggctattcatttgcgcaaacacgccggacaggtcgcctttcccggcggggccgtggacagtaccgatgcttcgcttatcgccgcagcgcttcgcgaagcgcagg+ STM1825 100 STM1825 58.252 STM1825 100
1866721 atgaataatcaggaaccggcaaccatcctgttaatcgatgaccatccgatgctacgcacgggtgtaaagcagcttgtgagtatggcgcccgatatcagcgtggtcggagaagccagcaacggtgagcagggtattgacctggcggaatcgctcgatcccgatctgatcctccttgatttgaatatgccgggaatgaatggtctcgaaacgctggataaattacgcgaaaaagcgctgtcaggacgtattgtcgttt+ STM1767 100 STM2246 69.307 STM1767 100
3152534 atgccccgcagcacctggttcaaagcgttattgttattggtcgccctctgggggcctgcagttcaggcggatatcggttggcaaccgctgcaagaaactatccgtaaaagcgataaagatacccggcagtatcaggcgatacgtcttgataatgacatggtggtgttgctcgtatccgatccgcaggctgtaaagtcgctttcagcgttagtggtgcccgttggatcgcttgaagatcctgaggctcatcagggg- STM2995 100 STM1213 68.317 STM2995 100
3071455 atggcagccactttattggacgtttgcgccgtggtgccggcggccggatttggccgccgaatgcaaacagaatgtcctaagcagtatctctcaatcggtaataaaaccattctggagcactcagttcatgcgctgctggcgcatcctcgggtgacacgcgttgttattgctatcagccctggcgatcatcgctttgcccaacttccgctggcgaatcatccgcaaatcaccgttgtggatggcggcaacgaacgcg- STM2930 100 STM3274 53.333 STM2930 100
3062588 ttgatacctactgagcgtcgacaaatcattcttgatatggtagcggagaaaggcatcgtcagtatcgctgaactgaccgagcgcatgcatgtatcccacatgactatccgccgtgacttacaaaaactggagcagcaaggcgcggtaatccaggtctctggcggcgtgcaatcatcgactcgcgtggcgcacgaaccctcgcatcagatcaaaaccgaactggcgacgccgcagaaagcggcaattggcaaactgg+ STM2919 100 STM0864 62.5 STM2919 100
1202451 atgatgattttgttcaggcggatactgttctgcctgttatggctttggctgcccgtctcctgggcggcggaaagcggctggctgcgttcgcccgataacgaccatgccagcatacggctacgtgccgatacgtccgctaacggtgagacccggctgttgctggatgtcaaactggaaaacggctggaaaacctactggcgcgcgccgggggaagggggcgtggcaccctctatcgcctggaaaggcgacatgcct+ STM1114 100 STM2981 58 STM1114 100
102272 atggcaacttatctcatcggcgacgttcacggttgctacgacgaactgatcgccttattacagcaagtggaatttacgccagacacagacactctgtggctgactggcgatttggtcgcccgcggtcccggttcgctggacgtgttacgctacgtcaaatcgcttggcaatagcgtgcgtttggtgctggggaatcacgatttacacctgttggccgtattcgccgggattagccgcaacaaacctaaagaccggc- STM0088 100 STM0945 78.218 STM0088 100

4140805 atggcagagaaaaaaccggagctacagcgtgggctggaagctcgtcatattgaattgattgccctcgggggcaccatcggcgtcggactctttatgggcgccgccagtacgctgaaatgggcgggcccgtcagtgctgctggcgtatatcatcgccggattgttcgtctttttcatcatgcgttcgatgggggagatgctctttctggaacctgttaccggctcctttgccgtgtacgcccaccggtatatgagt+ STM3930 100 STM0400 76 STM3930 100
4123308 atgaattccacctcgttgtatgccgccattgatctcggttccaatagttttcatatgctggtcgtgcgcgaggcggcgggaagcatccagacgctgacccgaataaaacgcaaggtgcgtctggccgcgggtctgaacaacgacaaccacctttcggccgaagcgatggaacgcggctggcaatgcctgcgtctgtttgctgaacgtttgcaggatatcccgcagccgcaaatccgcgtggttgccaccgcaaca- STM3913 100 STM2502 68.317 STM3913 100
4365158 atggctttaaatcttcaagacaaacaagcgattgttgctgaagtcagcgaagtagccaaaggcgcgctgtctgcagtagttgcggattcccgtggcgtaactgtagataaaatgactgaactgcgtaaagcaggtcgtgaagctggcgtatacatgcgtgttgttcgtaacaccctgctgcgccgcgtcgttgaaggtactcagttcgagtgcctgaaagacacgtttgttggtccgaccctgattgcatactcta+ STM4151 100 STM2851 59.406 STM4151 100
1913630 atggcacgcattattgttgttacttcgggtaaagggggcgttggcaagaccacctccagcgcggccatcgctacaggtttggcccagaagggaaagaaaactgtcgtcattgattttgatatcggactgcgtaacctcgatctgattatggggtgcgaacgtcgtgtcgtttacgattttgtaaacgtcattcagggcgatgcgacactgaatcaggcgctgatcaaagataagcgtactgaaaatctcttcattc+ STM1815 100 STM0988 59 STM1815 100
1937459 atgcgtttgatcattcgcgcaattgtattgtttgccctggtgtggataggcctgctgatgagcggctatggcatcctggtgggaagtaaagtgaacgctgcggggctgggtttacagtgccattacctgaccgcacgcggcaccagcacggcgcaatatctccataccaacagcggcattattggcttttccgactgtcccattttcagaaaaatcgccaccgtggtggataatggctaa+ STM1841 100 STM1841 100
2017157 atgaccggtatgagtaatgtaagcaaactggccggcgagccgtcaggtcaggaattcctggtgtttacactgggaaatgaagagtacggcatcgatatcctgaaagtgcaggagatccgtggctatgaccaggtgacgcgcatcgccaatacaccggcctttataaaaggggtgactaacctgcgcggcgtgattgtccccattgtcgatctgcgcgtgaaattctgcgaaggcgacgttgagtacgatgacaata- STM1920 100 STM1364 61.538 STM1920 100
4414685 atggaactgcttttattaagtaactcgacgctgccgggtaaggcctggctggaacacgctctgccgctgatagcgaatcaattgaacggtcgacgctcagccgtgtttattccgtttgccggcgtcacgcaaacatgggacgagtacacggataaaaccgcagaggtgcttgcgccattaggggtaaacgtcacagggattcatcgtgtcgccgatccgcttgcggcgattgagaaagcggaaatcattattgtcg- STM4190 100 STM4517 87.129 STM4190 100
486130 atgatgaaccgtattcacgctgttattctcgactgggcgggcaccaccgtcgattttggctccttcgcgccgacgcaaattttcgttgaggcgttccgtcaggcatttgatgtggagatcaccctcgctgaagcacgcgtgccaatggggctgggtaaatggcaacacattgaagcgctgggaaaattacctgctgttgacgcgcgctggcaggcaaagtttggccgctccatgagcgcagcagatattgatgcca+ STM0432 100 STM2485 61.682 STM0432 100

4253810 atgatccgcaaagcctttgtgatgcaggtaaatgccgacgcgcacgaggagtatcagcgtcgtcataacccaatctggccggagctggaagccgtattaaaatctcacggcgcgcatcactacgcgatttatctcgatcaggagcgcaatctgctgttcgccaccgttgagattgaatccgaggagcgctggaacgccgttgccagcaccgacgtttgccagcgttggtggaaacatatgcgtgacgttatgcccg- STM4043 100 STM2941 61.538 STM4043 100
4169513 atgatcgaaattaaacatctgaaaacactccaggcattgcggaatagtggatcgctggctgccgcggcggcggtgctgcaccagacccaatccgctctgtctcatcagttcagcgatctggaacaacgccttggcttccgcctgttcgtgcgtaaaagccagccgctgcgctttacgccgcagggggaagttctgctgcaactggcaaaccaagtgctgccgcaaatcagccgtgcgctgcaggcgtgcaacgaa- STM3963 100 STM3964 100 STM3964 100
673711 atggattcaatctatgaatcactgacggaattagaaaaaacagggcttacattgcgtgatttttttaattctcatgatagtcgttcactgaaatctgcctacgtgagattaaatcccactgctgcggtaaaccttaccgatcgggcgtggctggaggcggagtatgactttaatgcgctattcgtcggtcctggcaagctgctggctgcgcctttcgcttcagtgtatctggaagatgatgcgctggtgatgggaa+ STM0610 100 STM1216 60.396 STM0610 100

1829273 atgagcgttcttaacccatgcatgacatgcggtgcctgttgtgcctattttcgtgtctccttttattgggctgaaggcgacgatgccagcggacgcgttccggcgtcattaaccgagcctgttaccccttttttacgttgtatggccggtaccaaccaaaaacagccgcactgtaaagcgctaattggcacgccgggtgaaaacgtcagttgcgctatttatgaaaaccgcccttcaacctgtcgcgaattttcga+ STM1733 100 STM3059 65.385 STM1733 100
1664428 atgagtaaactgttggatcgctttcgttactttaaacaaaaaggcgatacctttgccgacggccatggtcaggtgatgcataccaaccgcgactgggaagacagttatcgccagcgctggcagtttgataagatcgtgcgctcaacccacggcgtcaactgcacgggctcctgtagctggaaaatttatgtcaaaaacggtctggtgacgtgggaaacccagcaaaccgactacccgcgcacgcgtcccgattta+ STM1577 100 STM1764 91 STM1577 100
1699958 atgcgtaatcacaagcagagcgatcgcgtgctcaatctgcctgcgggctattttggcatcgtccttggcactatcggtatgggattcgcctggcgttatgccagccagatatggggaataagccactggcccggcgacatcatggtgatcctggcgatgattatttgggcactcttgaccctggcgttccttagccgtctggtgcgctttccccatagcgtgatggctgaagtgcgacatccggtaatgagcagt- STM1609 100 STM0395 66.667 STM1609 100
1722519 atgccattgagtgttggacagggttatttcacatcatctatcagttctgaaaaatttaatgcgataaaagaaagcgcacgccttccggaattaagtttatgggagaaaatcaaagcatatttctttaccacccaccatgcagaggcgctcgaatgtatctttaatctttaccaccatcaggaactgaatctaacaccggtacaggttcgcggagcctacatcaaacttcgagccttagcgtctcagggatgtaaa+ STM1631 100 STM2072 64.486 STM1631 100
1764102 ttgtacttcaaaagatctttattaacgttagcaatttgtgcatccgtggtctcagtagaggcggtggcgaataccagagccaatgatatggcttcttctgctacacctgcttctgttggtcaccgtcctgtggcaactactaatgcaaaaaaaatagaagtgtctggggaactgacgaccggttcaaccctccagatagcggatgtttttattagggatgaggatggggatcccttatcgctggataaaatgaata- STM1670 100 STM1670 100
533612 atgaacaaaaacagagggttaacgcctctggcggtcgttctgatgctctcaggcagcttagcgctaacaggatgtgacgacaaacaggaccagcaaggcggccagcagatgccagaagttggggttgtcacactaaaaacggaaccactgcaaatcacaactgaacttccgggtcgtaccgttgcttaccgtatcgccgaagttcgcccgcaggtaagcggcattatcctgaagcgtaatttcgttgagggaagt- STM0476 100 STM3390 84 STM0476 100

1619606 atgaaaagaaaaacaatgggatggcttatcgtttttcttctatttatagtttacatgctcaactatatggatcgttcagcattgtcgataactgcccccttgatcgaaaaggagttaggatttaacgccgcggagatggggatgatcttcagcgcgttttttatcggatacgccctgtttaattttattggtggctgggccagcgataaagttgggccaaaaacggtttttctcatcgcagcgttactatggtct- STM1543 100 STM2962 67 STM1543 100
1605100 atgacagtgctttttcaccagctgaagataatcatgatcgttagaccacaacagcactggattcgcctgatatttgtctggcatggttccgtgttatctaaaatcttttcacgactactccttaactttcttctttctatcgccgttattatcatgctgccctggtacacaatgctgggtattaagtttacccttgcgccgtttagcatactgggcgtcgctatcgccatttttcttgggtttcgcaataatgcc+ STM1527 100 STM2101 72.549 STM1527 100



1064821 atgaaaaataaatcattactactggcggtggcgatttccgccacgctactggcaggatgtaaaaatggcgtgaatggcaatttaatcgccagttcaggcatgtcaacctacaaagccgccacactgtccgatgcggatgttaaggcattatctaataatgcctgtaaacaaatggacagcgagaatcaactggcaggttcgaaaagcaaatacaccaaacgtctgagcaaaatcgccaaagcgctgggtaacaaca+ STM0979 100 STM3077 82 STM0979 100
679261 atgaaagcattgacgtatcacggtccacatcacgtaaaggttgaaaacgtacccgatcccggcattgagcagcctgacgatatcattttgcgtgttaccgccaccgcgatttgcggatctgatttgcatctctatcgcggcaagatcccacaggtaaaacatggtgatattttcggccatgaatttatgggcgaggtggtggaaaccggacatgatgtgaagaatattcggaaaggggatcgggtcgttatcccg+ STM0615 100 STM2790 63.107 STM0615 100

1834691 atggaaatggatctgaacaatcgcctgactgaagacgaaacgcttgagcaggcttacgatatttttcttgagctggcggcggataatcttgatccggctgatatcattctgttcaatttgcaattcgaggagcgcggcggcgcggagttgtttgatcccgctgaagactggcaagagcacatcgattttgacctgaatccagacttttttgccgaggtggtaattggcctggcggataccgaagacggcgaaatta+ STM1740 100 STM0621 61.468 STM1740 100
1626849 atgacttataagctggcatttaacgaatcagcactaaaagagtggaaaaaactgggtcataccatacaggaacagtttaaaaaaaagctaagggaacggcttgaaaaccctcgggttccggcttctcaattacatggaagaaaggatcagtacaaaattaagctgcgtggtgcaggatacaggctggtgtacagcgtcgaagatgaaattatcacggtaactgtcattggtgttggaaagcgtgaaaatgatgccg- STM1550 100 STM4450 66 STM1550 100
1654648 atggttgggttaattcgcggcgtcagcgaaggtctcggaccggtaggcggcgcagccatgatctattcattaagcggtctgctgctgatttttaccgtcggattacctgatatccgccgtttcccggggcgatacctcatcgcaggcagcgtactgtttgtcagttatgaaatatgcctggcgctttctctcggttatgccgccactcgccatcaggctatcgaagtcggcatggttaactatttatggcccagcc+ STM1571 100 STM2885 63.889 STM1571 100
1695600 atgcgccagcaacctcactatctcgaattgttaagtccggcccgtgacgccgcaattgctcgcgaagcgattttgcatggcgcagatgccgtctacatcggcggacccggttttggcgcacgtcataacgccagtaacagtctgcgcgatatcgccgatctggttccgtttgctcaccgttacggcgccaggatttttgtcacgctgaatactattctgcatgatgatgagctggagcccgcgcagcggttaatc- STM1604 100 STM2428 67.961 STM1604 100
1729552 atggatttaaatccggatagcctgaaaatagccgccagccgagtgggtaatacgaaaatccgcgccacactacaacacgatgttttcgacacgttcccggcggactggcacgggcgcttcgattccgtttcgatgtactatcttctgcactgcttacctggtgagatgacaacaaaagcgaaggcaattaaaaatgccggtatggcgcttaaacccggcggcacactttttggcgccacgattctgggcaaagagg+ STM1638 100 STM4293 56.311 STM1638 66.06
1992000 atggccattgagcaacaagctatcgcctatactgtcagccaaaagtgggacaagctggacgctatgtttcaggaatacaataccggattcccgacaaccagcggcggaactcataaactggttatcgcatggggagggatctataatcttttttcagtagatgtttccgacaatggtatttctggcgtggcaaaagagtggcttaaagcaaaccccaaatccacgggtgcaaggctgctgcaagcaatggtttttg+ STM1896 100 STM1712 56.731 STM1896 100
1971770 atgttgcggattatagacacggaaacctgcgggctgcagggcgggatcgtagagatagcctctgttgatgtcattgatggcaacattgtcaatcccatgagtcacctgatacgccccgatcgccctattacgccgcaggcgatggcgatacaccgtattaccgaagccatggtcgccgataagccgtggattgaagatgtcataccgctttattacggtagtgagtggtatgtcgctcacaatgccagtttcgaca+ STM1878 100 STM0264 72 STM1878 100
3125652 atggcgaacagaatgattctgaatgaaacggcatggtttggccggggagcggtggacgcattaaccgatgaggtgacgcgccgcggttatcataaagcgctgattgttaccgataaaacgctggtgcaatgcggtgtggtcgataaagtgacaagcagaatggatgccgcagggctggcgtgggagatctatgcgggcgtgatccctaatcctacgatttccgttgtccaggaagggcttaaggtctttacccaa- STM2973 100 STM4044 69 STM2973 100
3182381 ttgattaagagtaaggttttttcgtttatgcaacatgacgccatacaacgtcgctcgctgccggagcgtattttccatgctgtctgttttgaaggtattgcgactgcgatactggcgccaacgaccgcctggctaatgcagcgctcggtgctggagatgggcggcctgacgatattgctggcaacgacggccatgatctggaatatcatttataacgctctgtttgatcgactgtggcccgcgcatcaggtgagac+ STM3021 100 STM4270 68.932 STM3021 100
3224511 atggcaaaggtatcgctggagaaagataaaattaaatttctgctggttgaaggggtgcatcaaaaggcgctggaaagccttcgtgcggcaggttacaccaacattgaatatcacaagggcgcgctggacgctgaacagttgaaagcgtccatccgcgatgcccacttcatcggtctgcgatcccgtactcatctgacagaagaagtgattaacgccgcagagaagctggtggcgattggctgtttttgcatcggc- STM3062 100 STM2370 65 STM3062 100
3256111 atgtaccgtaatttttcttttgccgctgcgttgctggccgcagcgttttcaggccaggccctggccgatggcattaacaatttttctcaggccaaagcggcgagcgtcaaagtcaatgctgacgcgcccggcagcttttactgcgggtgccaaatccgctggcagggtaaaaaaggcgtcgtagacctggagtcctgtggctataaggtgcgtaaaaacgagaatcgcgccagacgcattgagtgggagcacgttg+ STM3093 100 STM0838 59.615 STM3093 100
500751 atgatggcgggaatttttacctatcacgttttaagcgtcattgagagcctgaatatgttaaaaaaacttctctttccgttagtcgctctgtttatgctggcaggatgcgccacaccgccgacgaccattgacgtcgcgccgaagatcaccttgccacagcaggacccgagcctgatgggcgtcaccgttagcattaccggcgcggaccaacgccaggatcaagcgttagcgaaagtcacgcgtaacaaccagctgg- STM0445 100 STM3984 68 STM0445 100

3749482 atgatagaaaagaaaacatgttgtaaaaatgcggtgatactcatgcccgaacccgtcgctgaaccggcgctaaacggattgcgcctcaatctgcgtattgtctccattgtgatgtttaactttgccagctacctgaccatcggcctgccgctcgccgtcttgcccggctatgtgcatgatgcgatgggattcagcgcgttctgggcggggcttattatcagcctgcaatacttcgccactctgttaagccgtccc- STM3581 100 STM4428 72 STM3581 100
3800831 atgaaaagaaaattgtcctggatgtgtgcggcggtaataggattaagcgcgtttcctgctttcatgacggcggcggcgcctgctacgccgccattgataaatgctgaacccaccgagcctgcgccgtcgcccgcaactgaggcgcccgtcgtggcgcagaccgcgccttcgcgcgaggtcaagctgacctttgcgcaaatcgcgccgccgccgggtagtatggcgctgcgtggcgttaaccctaacggcggcatt- STM3618 100 STM2269 63 STM3618 100
3863971 atgcgtaatcatccattaggtatttacgagaaagcactggcgaaagacctcagttggccagagcggctggtgctggcaaaaagctgcggttttgattttgtcgagatgtcggtggatgaaaccgacgaacgcctttctcgcctggagtggacgccagcccaacgcgcatcgctggtgaacgcgatgctggaaagcggcgtcgctatcccgtcaatgtgtctctccgcccatcgccgtttcccttttggcagccgcg+ STM3676 100 STM4387 75.248 STM3676 100
3899108 atgtcggtttctaaaaaacctatggtactggtgattctggatggctacggctaccgtgaagaacagcaggataacgctatcttaaacgccaaaaccccggtgatggatgctctgtgggcaaaacgtccgcataccctgatcgacgcatccggtctggaagtgggtctgcctgaccgccagatgggcaactccgaagtgggccacgttaacctgggcgcaggccgcatcgtttatcaggacctgacgcgtctggac+ STM3704 100 STM3704 100
3113240 atgacaacgcaatccagtcccgttattacggacatgaaggtcattccggttgccggacatgacagtatgctactcaacatcggcggcgcgcataacgcgtacttcacccgtaacatcgtcatcctcaccgataacgccgggcatactggcgtcggcgaggcgccgggcggagaagtgatttatcagacgctggtcgatgctattccgatggtattaggccaggaagtcgcccgcctgaacaaagtggtgcagcag- STM2961 100 STM2960 86 STM2961 100
3142609 atgtcgggagccaattcagcaatcagccgtcgccgtttactacaaggcgcgggcgccatgtggctattaagcgtgagccaggtcgggctggctgccgtaagccaggtcgttgcggtgcgtatctggcctgcgtccagctatacccgcgtcacggtagagtcgaatcgtctgctgaaatataaacaatttgccttaagtaacccggaccgcgtggtagtagatattgaggatgtgaatctgaactcggtgcttaaa- STM2991 100 STM2450 69.608 STM2991 100
3200736 atgtctgaacaaaacgcacagggcgctgacgaggtagtcgatcttaacaatgaaatgaaggcacgtcgcgagaagctggctgcactgcgtgagcagggtatcccgttcccgaacgatttccgtcgtgaccgtacctcagaccaactgcacgcagagtttgacgcgaaagaagctgaagaactggaagcgctgaatattgaagtgtccgtcgcgggccgtatgatgactcgccgtattatgggtaaagcctctttt- STM3040 100 STM1901 69 STM3040 100
3758265 gtggaaaggtttgatgccgttattataggcgctggcgcagcgggcatgttttgcgccgcgcaggcaggacaggcgggtagccgcgtgctgctcatcgataatggcaagaagccaggacgtaaaatcctcatgtccggcggtgggcgctgcaactttactaatctttatgttgagcctgctgcgtatttgagccagaacccccatttttgtaaatcagcgttagcccgctatacccagtgggattttatcgatctg- STM3588 100 STM1211 51.485 STM3588 100
3134253 atgaccagccgttttatgctgattgtcgccgctatcagcggttttatttacgttgctctgggcgcgttcggggcgcatgttttgagtaaaaccctgggcgtggttgaaatgggctggattcagaccggcctgcaatatcaggcgttccatacgctggcgatctttggcctggcggtggcgatgcagcgccgtatcagcatctggttttactggagcagcgtttttctggcgctgggcacggtgctgtttagcggca- STM2981 100 STM1466 77.228 STM2981 100
4560352 atggatacacaaccgtccgccgaaccaacgttgggatcgactgttagcagtctggataacaccgtcacccttaagggagtcgtggaggcgcatcaggatattcaggtgaaggtcacggtcaacgatacggactataccgccagtggaacatttacaggcacatcgccgacgaaaaacccggttaacaagagttccggcgtagatgaaatgatttcgcttagcgaggcgacatggcattcggtaagtgttgatgaag- STM4312 100 STM2281 66.019 STM4312 100
3939816 atgaaaaaacgttgccgtcaacctgaaaccctgcgtgaacgctgccgtcatatttttggcgatgagccgccggttcttaacgtgtgggaagcggagtttgactatgccgatgctgagttgcaggcgctggcggcgacggactggcggcagattaccgattggcatctgagcgtttattatgtgctgaatctggtttaccacgaaccgatgcagccggaattgtttcgttatctgtttccgctgtgccttgcctgtt- STM3745 100 STM3745 100
3341457 atgcgaattttactggtagaagatgacacacttattggcgatggcataaaagcgggcctgagtaaaatgggtttcagcgtcgactggtttaccgagggacgtccgggcaaagaggcgctttacagcgcgccttatgatgcggttattttagatttgacgctgccaggcatggacggacgggatattttgcgcgaatggcgcgaaaagggtaaacaggaaccggtactgatcctgacggcgcgcgacgcgttagcag+ STM3177 100 STM4292 67 STM3177 100
3177220 atggtctctattaatcatgactctgctttaacgccgcgttcgcttcgcgacacacgacgtatgaatatgtttgtttcggtttctgcagcggtagcgggactgttatttggtctggatatcggcgttatcgccggggcgctgccttttattaccgaccatttcgtactgaccagccggctgcaggaatgggtcgtcagcagcatgatgcttggcgcggcaattggcgcattatttaacggctggctttcattccgg- STM3016 100 STM3091 77 STM3016 100
2314230 atggtcaaatctcaaccgattttgagatatattttgcgcgggattcctgcgattgcagttgcggttctgctttctgcttgtagcacaaccaccaataccgcaaagaatatgcattctgagacgcatgctgtgggcaatagcgatagctcttcactgcaagcctctcaggatgaatttgaaaatatggtgcgtaacctcgacgttaagtcgcggattatggatcagtatgctgactggaaaggcgtgcgttaccgcc+ STM2214 100 STM1343 65.094 STM2214 100
2177495 atgaatatcttactttttggtaagacagggcaagtaggctgggagttgcaacgttctctggcaccggtagggaatctgattgccctggatgtccattcaaaagagttttgcggtgattttagtaatccgaaaggcgttgccgaaaccgttcgtaagcttcgtcccgatgtgattgttaacgcagcagcccatactgcagtagataaagcagagtctgaaccagaactggcgcagttacttaacgccaccagtgtgg- STM2096 100 STM2096 100
2254463 atgattaaagtgctgattgtggatgatgagccgttagcgcgggaaaatctgcggattttgctccaggggcaggatgacattgagattgtgggagagtgcgcgaacgcggtagaagcgattggcgcggtacataagttgcgacctgatgtgctgtttctggatattcagatgccgcgtatcagtggactggagatggtaggaatgcttgatccggaacaccgcccgtatatcgtttttttaaccgcgtttgacgaat- STM2158 100 STM3790 61 STM2158 100
1018483 atgtcgcggattacgatcatgacacagcttacagataatacctggtacacttcagattacatctctcctttacaattatttattcgtctgacgcgcgggcaattacagccaggaaaattctggcgtaaagccagctttcgtcgcaagtttttaatccgctcattagtcatgccgcgtgcgaccagccaattactgaccaatctcacccaatggccggagttaaatacgttacttgctcgtcagccgcgtttgcct- STM0940 100 STM2781 64.706 STM0940 100
3849330 atgtttgataaacgtcaccgtatcactctgttatttaacgcgaataaagcctatgaccgtcaggtagtggagggggtgggtgaatatttacaagcctcgcaatccgaatgggatatatttattgaggaagatttccgtgcccgtatcgataacattaaagagtggttaggcgacggcgttattgccgattacgatgatgacgatatcgcgcaattattggccgatgtcgacgtacccattgtcggggtcggcggt+ STM3662 100 STM3662 100
4562853 atgccagccgcaaacagtatggcgatgaaacgcgaaaccctgaacctgcgtatcaaacccgccgagcgcgatcttatcgatcgagcggcgaaagccagagggaaaaaccgcacagactttgtgctggaagctgcccgcgctgccgcagaggaagcgcttatcgaacaacgcatcattatggccgatccagaggcttatcaggagtttctcgttcgtttggatcaaacaccttcacctaatgccgcactgcgtaaaa+ STM4317 100 PSLT016 65.686 STM4317 100
3901367 ttgcctcagtttcgtcgctccattctcacgctggccactttgctggcgtttgcacatcccgttttcgctggcaagctcgccatcgtgattgatgattttggctatcgcccgcacacggaaaaccaggttctggcgctgccgccaaacatctccgtcgctgtactgcccaacgcgccgcacgcgcgcgaaatggcaactaaagcgcacaatagcgggcatgaggtgttaatccatctgccgatggcgccgctaagc+ STM3706 100 STM3706 100
3768488 atgctcagttatcgtcacagctttcacgctggcaaccacgccgacgtccttaaacataccgttcagagcctgatcatcgagtcgctaaaagagaaagaaaaaccgtttctctatctggacacgcacgcgggcgcggggcgttatcagttgggcagcgaacatgctgaacgtaccggagagtatctggaaggcatcgcccgtatctggcagcaggacgatctgcccgccgaactggaaccgtatattagcgtcgtaa+ STM3596 100 STM0564 63.462 STM3596 100
3661024 atgaaaacgcccctgatcacccgcgaagggtacgaaacactcaaacaagagctcaattatctctggcgtgaagagcgcccggaggtcaccaaaaaagtgacctgggctgcgagtctgggcgaccgcagcgagaatgccgactatcagtataataaaaagcgcctgcgtgagatcgacagacgcgtcagatatctgaccaaatgcatggaaaatctcaaaatcgtggattattccccgcagcaggagggcaaagtct+ STM3503 100 STM3299 62.857 STM3503 100
3464585 atgaaactcttcgctcagggcgccacgctcgatctcactcatccgcatgttatggggatcctgaacgtaacgccggattcgttctccgacggcggcgcgcataacacgctgattgaggcggtgaaacatgcgaatttaatggtgaatgccggggcgacaattattgatgtggggggggaatcaacgcgaccaggcgcggcagaagtgagcgtggaagaagagctggatcgcgttattccggtactggaagcaatcg- STM3295 100 STM3796 58.416 STM3295 100
4824931 atgaaacgtgcatttattatggtgctggactcattcggcatcggcgctactgaagacgcggatcgttttggcgacgtaggttccgacactctgggccacatcgcagaagcttgcgccaaaggcgaagctgacaatggccgtaaaggcccgttgaatctgcctaacctgactcgtctggggctggtgaaagcgcatgaaggctctaccggtaaaattgccgccggcatggacggcaacgcggacgttattggcgca+ STM4569 100 STM3390 50.98 STM4569 100
397060 atgaaattcacccactttttcattgcacgccccatcttcgccatcgtcctgtcgctgttaatgctgctggctggcgctatcgcctttttaaaactgccgctgagtgaatatccggccgttacgccgcccacggtacaggttagcgccagctaccccggcgctaacccgcaagtgattgccgatacggtagccgcgccgctggaacaggtgatcaacggcgttgacggcatgttgtatatgaatacccagatggcc- STM0351 100 STM3391 73 STM0351 100

3452988 atgagtcgtcctcgtcgtcgtggccgcgacattcacggcgttctgctgctggataagccgcagggtatgtccagcaatgacgtgctgcagaaagttaagcgcatctacaatgccaaccgcgccgggcataccggcgcgctggacccgctggcgaccggcatgttgccgatttgcctcggcgaagcgacaaaattttcgcagtacctgctggattctgacaaacgctatcgtgttattgcccgtctggggcagcgc- STM3284 100 STM0638 53.398 STM3284 100
3348366 atgcgtaaatcagacaacttgccagttactttcaccaaaagcgatgtagaaattattgcacgggaaacgcgctatcgcggttttttttcattggatgtgtatcgattccgccatcgtttattcaacggagaaatgagtggcgaggtaaagcgcgaaatttttgagcgcgggcacgccgccgtcttgctaccctttgaccctgaacgcgacgaggtggtgctggtcgaacagattcgtattgccgcatatgacacaa- STM3185 100 STM4166 63.107 STM3185 100
3267435 atgatgcgcaaaacgctgctggcgacagtgctaacgtttacggcgatggccgctcatgcagattacaaatgcagcgtcacgccgcgtgacgatgtgatcctgagtccacaaacggtgcaggtgaaaggtgaaaacggcaacctggtgatcacgccggacggcaatgtgatgtacaacggtaagcagtacacccttagcgccgcgcagcgcgagcaggcgaaagattaccaggcggaactgcgaagcgcgctgccgt- STM3107 100 STM0863 58 STM3107 100
2966785 atgccattattagatagcttcgcagtcgatcatacccggatgcaagcgccggcggtccgggttgcaaaaacgatgaacaccccgcatggcgacgcaatcaccgtgtttgatctgcgtttttgcattccgaacaaagaagtgatgccggaaaaagggattcatacgcttgagcatctgtttgctggctttatgcgcgaccacctcaacggtaacggcgttgagattatcgatatctcgccgatgggctgccgcaccg- STM2817 100 STM4323 60.377 STM2817 100
2278320 atgagtaagtcactgaatattatctggcaatatatacgcgcttttgtattgatttatgcctgtttgtacgcaggcatttttcttgcatcactgcttcctatcactattcccggcagcattatcgggatgttaattctgtttgtattgctggcgctgcaaattctgccggcaaagtgggttaaccccggctgttatgtgctgattcgttatatggcgttgctgtttgtgccaattggcgttggggtcatgcaatatt+ STM2181 100 STM4538 55.34 STM2181 100
2322092 gtgaatacattacagctctcaattgttcaccgtctgccgcaaaactatcgctggtcggcgggttttgcggggtcaaaggttgaaccgattccgcaaaacgggcagagcaccgagaatagtctggtggcgcttaaactgttgagtccggcaggcgatagcgcgtggtcagtgatgcataagctcagccaggcgctaagcgatattgaagttccttgctccgtgctggagtgcgaaggggagccgtgcctgttcgtta- STM2220 100 STM2220 63.107 STM2220 100
2324396 atgcgacttgataaatttatcgctcagcagcttggcgtcagccgcgctattgccgggcgtgaaattcgtggtaaccgcgttaccgtcgatggcgacatcattaaaaatgcggccttcaaactgctcccagaacatgcggttgcgtatgacggcaatcccttagcgcagcaacacgggccacgctattttatgcttaacaagccgcagggatacgtttgttcaaccgatgatcccgatcatccaacggtgctgtatt- STM2222 100 STM3616 63 STM2222 100
2249574 atgaacgaacaatcccaggccaaatcaccagataccctgcgagcgatggtcgccgggacgctggcgaattttcagcacccaaccctgaagcataacctcaccacgcttaaggcgttgcaccacgtcgcctggatggatgatacgctgcacgttgagctggtcatgccgttcgtctggaacagcgcgtttgaggtattaaaagagcaatgcagcgccgatctgttacgtattacgggcgcaaaagcgatcgactgg- STM2154 100 STM2341 62.617 STM2154 100
2523658 atgttcaggtcactgattctggcggcagccttgctggcttttacaccgcttgccgcgaatgcgggcgaaatcaccctgttgccctcaataaaattacagattggcgatcgcgatgattacggtaactactgggacggtggtcgctggcgcgaccgggattactggcacaaccattatgaatggcgtaaaaatcgctggtggcgccatgacaacggctatcatcgcggctgggataagcgtaaagcgtatgaacgcg+ STM2407 100 STM0189 64 STM2407 100
3589401 atgtctcgtgttgctaaagcaccggtcgttgttcctgccggcgttgatgtcaaaatcaacggtcaggttattacgatcaaaggtaaaaacggcgagctgactcgtactctcaacgatgctgttgaagttaaacatgcagataatgcactgaccttcggtccgcgtgatggttacgcagacggttgggcacaggctggtaccgcgcgtgccctgctgaactcaatggttatcggtgttaccgaaggcttcactaaga- STM3425 100 STM0136 68.627 STM3425 100
3621794 atgctcaaatcgactctggcggctgtcgcagctgttttcgctctttctgctctttctcccgcagcgttggcagcaaaaggcgatcctcatgtgctgttaaccacctccgccgggaatattgagctggagctgaacagccagaaagcgccggtttctgtgaaaaactttgtcgattacgtcaacagtggtttctataacaacactacgtttcaccgcgttattcctggctttatgattcagggtggtggttttaacg- STM3472 100 STM0536 71 STM3472 100
4607710 atggcgtggaatcagcccggtaataacggacaggaccgcgacccgtggggaagcagcaaacctggcagcaactctgggggaaatggaaacaaaggtggccgcgatcagggacctcccgatctggatgatatcttccgtaagctgagtaaaaaactcggtggttttgggggcggtaaaggcaccggttccggcggcggtagctcatcgcaaggcccacgtccgcaactgggaggccgtattgtcgccatcgccgcg+ STM4363 100 STM4363 100
3961227 atgaataatcgtcgtggtttaaccgccgtcctggcgacgttgattacgttttccctgagcgctacgcctgtgctggcgaatccgggaaatggtaatggcggcggacatggtaataacgcggctaatcagggtaataacggtaacggacataaaggaaatgccgggcaaaaaacggaacaccgtaaaaatggcggtaaaccggatcacgtcgagtcggacattagctatgctgtcgccaggcaactggcagtgaatt- STM3762 100 STM1770 38 STM3762 100



3319464 atgtctcatctatacgaccctaccacgcagtattacaccggcgagtatcctaagcaaaaacagccggcgcccggcgtccaggcgaaaatgacgcctgttcctgactgtggtgaaaaaagttatgtcggcagtggtcgccttaaagatcgtaaggcgctggtgacagggggcgactccgggattgggcgcgctgccgctatcgcttacgcgcgtgaaggcgcagatgtcgcgatcaactatctgccagcggaagaag+ STM3157 100 STM2838 64.762 STM3157 100
3222056 atgtctgcacaacccgtcgatatccaaatatttggccgttcactgcgagtgaattgcccgcctgaccaaagggatgcgttgaatcaggctgcggacgatctgaatcagcggttgcaagatctgaaagttcgcactagagtcacaaatactgagcagttggttttcattgccgcattgaatatcagctatgagttaactcaggaaaaagcgaagacccgcgattacgcggcgagcatggaacaacgtattcggatgc+ STM3060 100 STM3120 60 STM3060 100
847137 atgatactgaccgatccagaatggcaggctgtccttcttagcctgaaagtgtcttccctggccgtgctgtttagcctgccgtttgggatcttttttgcctggttactggtgcgatgccggtttccgggcaaagccttacttgatagcgtcctgcatctgccgctggtgctgccgccggtggtggtcggctatctgctgctggtgtcgatggggcgacgcggatttattggccagtggctgtatgactggttcggtc+ STM0782 100 STM0880 65.455 STM0782 100
890306 atggattatcgcaagatcatcaaagagatcgggcgaggtaaaaatcacgcccgcgatctggatctggataccgcgcgcggtttgtatacccgaatgctgaatggcgacgtccccgacctggaaatgggcagtatattgatggcgctgcgtattaaaggcgaaggcgaagccgaaatgctgggcttttatgaggccatgcagaatcataccatcaaactgacaccgcccgcagataggccgttgccggtcgttatt+ STM0822 100 STM1340 60.748 STM0822 100

2820826 atggtggtcatctcggcctatttttccggttccgaaactggaatgatgacgctaaaccgttaccgtttacgccatatggcgaagcaaggtaatcgctcggcaaaacgggtagaaaaattattgcgtaaacccgatcgactgataagcctggtgctgatcggcaataacctggtcaacattcttgcctcggcgctcggcacgattgtgggtatgcggctttacggcgacgccggcgtggctatcgccaccggggta+ STM2679 100 STM2679 100
2160767 atgtccaagcaacagatcggcgtcgtcggtatggcagtgatggggcgcaacctcgcgctcaacatcgaaagccgtggttataccgtctccgttttcaaccgctcccgtgaaaagaccgaagaagtgattgccgagaatcccggcaaaaagctggtgccttattacacggtgaaagagtttgttgaatccctcgaaacgcctcgtcgtatcctgttaatggtgaaagcgggcgcaggtactgatgcagctatcgat- STM2081 100 STM1156 64.151 STM2081 100
838379 gtgctaaatgaaacgcccgcactggcccccgatggtcaaccgtaccgcctgctaaccctgcgcaacagcgcagggatggtggtaacgctgatggactggggagccactcttctttccgcccgtattccgctgtctgacggcagcgttcgggaagcattgctgggctgcgccagcccggaacactaccctgaacagacgtcattcctcggcgcctctattggccgttacgcgaaccgtatcgccaatagccgctat- STM0773 100 STM4556 52.427 STM0773 100
883694 atgagtgaggccgttattacgctgcacggtctgacgaagcgctttgcgggaatggataaacccgccgtcgcgccgctcgactgtaccattcattccggttatgtcaccgggctggtagggccggacggcgcaggaaaaaccacgctaatgcgtatgctggcaggcctgctcaaagccgatggcggcagcgcgtccgtattgggcttcgacccgatacaaaacgacagcgagctgcacgcggttctgggctatatg- STM0817 100 STM3586 77 STM0817 100
935253 atgattacgctgtggggccggaacaactcgactaatgttaaaaaagtgttgtggacgcttgaagagctggaactgccatacgatcaaattctggcaggcggaaaattcggcgttaaccaggatgccgactatctggcgatgaatcctaatgggctggtgccgctgcttaaagatgatgaaaccgacctgttattgtgggaatccaatgccattgtccgctatctggcggcgcaatacggccagaaccggctatggg- STM0862 100 STM2176 61 STM0862 100

3480948 atgcttttagcgatggcgctactcataattggtttgcttctggtggcctacggcgccgatcgtctggtgtttgcggcctctattttatgccgtacattcggtattcccccgctgatcatcgggatgacggttgtgagtatcggcacctcgctgccggaaattattgtgtcggccgccgcatcgctacacggtcagctcgatttggccgtcggcgcggcgctcggttctaacatcaccaatattttgctgatctta+ STM3314 100 STM0663 64.151 STM3314 100
3390917 atgctctcacaatgtgcccgttttatccgccgcctctgttttacacgccgggccttaacagtggcgtgttttctgcttgtcgcagcaggcgtcgcgcttttctattccaactggcttatcgtcaacgcctcacagcatctgacatggaatgacattcagaccgttcccgcccgcaacgtcgggctggtgttaggcgccaaacccggcaatcggtattttacccggcggattaatactgccgccgcgttgtatcacg+ STM3222 100 STM2184 66 STM3222 100
4560575 gtggtaggcaaggcaactctggatatcatcttcagagatcgttccgcaaacgctatggataattcttcgctgtctatcggctggctgacgatagactctacaccgccagtacgttccatggaggataatagtgatatcggcgccggaggcgataatatcactaacatcaatacaccgacctttatcgggtcgcttagaagctcacgcaacaattaa- STM4313 100 STM4261 67.619 STM4313 100
415951 atgaaaactggctacaaggttatgcttggcgcattagcgtttgtcgtgacaaacgtttatgccgcagaaatcatgaaaaaaacggactttgataaagtcgcctccgaatacacgaaaattggcacgatttccaccaccggggaaatgtcgccgctggacgccagagaagatttaatcaaaaaggcggatgaaaaaggggcggatgtggtggtgctgacgtccgggcagacagaaaataaaattcatggtacggctg+ STM0366 100 STM1546 59.091 STM0366 100

2721950 atggcgctgttaatcaccaaaaaatgtatcaactgcgatatgtgcgagccggagtgcccgaatgaggcgatttcaatgggcgacagcatttatgaaattaacagcgacaaatgcaccgagtgtgtaggccattacgaaacgccgacctgtcagaaagtctgcccaatccccaatacgattttgcaggatcccgcccatgtcgaaagcgaagaacagttgtgggataagtttgttctgatgcatcacgcagataaac+ STM2576 100 STM2848 56 STM2576 100
2775609 atgagcaaaaaaattagagactttgaattgatgagcacccgcgaaatttgctgccagctcaggatttcttccaggacgctggagcgttaccgtaagcgaccaagcgacaacaacccattcccggagcctgactgttcatatatgggtggctccaacaaatggcttaaaaccaaagtcaatgagtggcaggtcagggaaatgtcacgaccaacacgccgtccaatgtcgcatctgaatctgccccgtgacaacaaag+ STM2635 100 STM3064 60 STM2635 100
4703957 atgacacacgataacaaactgcaggttgaagccattaaatgcggcaccgtgattgaccatatccctgcgcaggtaggctttaaactgctgagtctgtttaaattgaccgagaccgatcagcgaatcactatcggtctgaatctcccgtctggcgagatggggcgtaaagacttaatcaaaatagaaaacacctttctcaccgaagagcaggttaaccaacttgctctgtacgcgccgcaggccaccgttaaccgca- STM4459 100 STM0107 56.311 STM4459 100
645216 atgaaagaggcgctggcaacgggaagtgaggcctggtggaggacgaaaaccgggccggaatggatacgggaaaaagacggaaattatcgggtcactttttggtggcgcgacccgcagggaaacgaaacacactccccgatacggcgtgtctgggtctacatcactggcgtaaccgatcatcatcaaaacgcgcagcctcagacgatggcgcgtattgccggaacggatgtctggcgctggagcacggcgcttagc+ STM0586 100 STM2775 68.317 STM0586 100

4340517 atgttgaatacgctgattgtaggcgctagcggttatgcgggcgcagagcttgtaagctacgtaaatcgccacccacatatgaccataaccgctttgaccgtctcagcgcaaagcaatgatgcaggaaagttaatttctgatttacatccgcagttaaaagggattgtcgacctgccattgcaaccgatgtcggatgtacgtgactttagcgcagatgttgatgtggtgttcctggcgacagcgcatgaagtgagc+ STM4121 100 STM3641 61.386 STM4121 100
4608993 atgaattcaacaatctggttggcgcttgctctggtattagtcctcgaagggctgggaccgatgctgtatcccggcgcatggaaaaaaatggtttcggcactggcgcaactgccggaaaatgttttacgtcgttttggcggcggacttgtggtcgcgggagttgtggtctactacatgttgaggaaaacgattggctga+ STM4365 100 STM3959 63.366 STM4365 100
1474032 atgacaaaaccgacaaaagatgacgaactgtaccgcgagatgtgccgggtggtgggcaaggtcgtgctggaaatgcgcgatctggggcaggagcctaaatatattgttattgcgggcgtgttaagaaccgcgctggcgaatcaacgcatccaacgtagcgcgttagaaaaacaggctatggaaaccgtgattaacgctctggcgcggtcatag+ STM1388 100 STM1388 100
3556236 atgcgcatcggacaatatcagctcagaaatcgcctgatcgcagcgcccatggctggcattactgacagacctttccggacgctgtgctatgagatgggagcaggattgacagtatccgagatgatgtcttctaacccgcaagtgtgggaaagcgataaatctcgtttacggatggtgcacgttgatgagccaggaattcgcacggtgcaaattgccggtagcgaccctgttgagatggccgatgccgcacgtatt+ STM3384 100 STM2174 67.308 STM3384 100
4419837 atgagtcaaaccaccgtctggctcgcctgctataaggggcgatcggagcatcgcggcatcgccaggtttgccgactggctcacgcgcaaagtcacgcgcggtatctactctcactgtgaactggcggtggcgcacggcggtaatgaatacctctgctactccgcgtcgtttcgcgatcgcggcgtgcggggaaagataataccgttaccggacgataagtgggataagctaccgttaaaggccacgttgccggaag- STM4198 100 STM4438 89 STM4198 100
4471941 atgtggtatcagcgcaccattacactgagcgagaagccgcgcgggtttcatctgataacagatgaaattaccgataaattgtctggcttaccgcctgtcgaaacgggtttgctgcatctgttgttgctacatacctcggcctcgctgacgttaaacgaaaactgcgatcccaccgtgcgcgctgatatggagcgccatttcctgaaaaccgttcccgataatgcggcgtatgaacatgattacgaaggcgcggatg+ STM4250 100 STM0834 67 STM4250 100
2875787 atgtttgattataagatttccaaacatccacactttgacgaagcctgccgggttttcgcgctgcgtcacaacatggcgaagctggcagaacgcgcgggaatgaaagtccagacgctgcgtaacaagctgaacccggaacaaccgcatcagctcacgccgtcggagatctggctgcttaccgatcttactgaggactctacgctcgttgacggttttttggctcagattcactgcctgccatgcgtaccgatgaacg- STM2736 100 STM2378 66.337 STM2736 100
2936013 atgatgagcgatcgtatctttgcgggtatctggctgttgctctgtatcgccgggctattcatcgcctggcagatccaaagcgaatacagctatgaacccgtcggcccccgcccttttccgctggggattatcggcctgatggcgctctgcgcgctggcgctgttattgcgccatcccgacacggtgagctggccgcgccgccatgttctgcaaaagctaattaccatgatcatcatcctgttgatgtatgcctggg+ STM2787 100 STM2787 100
4203119 atgaaatgtaaacgcctgaatgaagtcattgaactcctccagccagcctggcagaaagagcctgatcttaatctgacgcaatttttgcagaaactggcgaaagagtcaggttttgacggcaaactggaagatttaactgatgatatcctgatctaccatctgaaaatgcgcgattccgccaaagacgccgccattccagggattcaaaaagactatgaagaggactttaaaacggcgcttttacgcgcccgcggcg+ STM3995 100 STM2968 62.376 STM3995 100
3047622 atgaaaaccatgcctcagatagctatagaatctaacgaaaggctgtcgttacgtgtatcgacggatgccaaaaagttgatagtccgcgctgcggcaatccagcaaaccaacctgacggattttgtggtcagtaacatactacctgtcgcacagaagattgttgatgccgccgaacgggtatatctgacggagcgcgatactaaaatgatcatggaaattttagataacccgccagcgccgaatgaaaagcttcttg+ STM2904 100 STM1228 59.048 STM2904 100
4332310 atggcagtacctgtacggcatctggtggcagtgaccgcctgcgtgagcggtgtagcgcatacctatatggctgctgaacggctggaaaaactttgccagcaggagaagtggagcatcaagattgaaacccagggggcactcggtacagagaaccgcttaacggaagaggatatccgccgtgccgatgtcgtgttgctcattaccgatatcgagctggcgggcgtggagcgatttacccggagtcgctatgtccagt+ STM4116 100 STM3858 69.307 STM4116 100
3072332 atgcccggtatggtcaaggttacaggatttaatatgcgtaatagccataacattactttcacaaggtcagacgccttcatggtcgacgatgacgccaccagtgcatttccgggggcggtggtcggctttgtgtcatggctgctggcgttggggatcccttttctgctttatggccctaacacgctgttttttttcctctatacctggccctttttcctcgcgttaatgccggtatcggtgattatcggcattgcgt- STM2932 100 STM4328 60.396 STM2932 100
1535750 atgactgttcaggattatctattaaaattccgcaaaattagttcgctcgaaagtctggaaaaactgttcgaccaccttaactatacccttactgatgacatggacattgttaatatgtatcgcgctgcagatcaccgccgtgccgaactggtttccggaggacgcctgtttgatgtaggtcaggttccgcaatccgtctggcgctatgtgcaataa- STM1461 100 STM4314 65.347 STM1461 100
1581647 atgaacaatacgctgagcaaacgcctgtgcctgacggcaatgcttacgttggcggccgttgtatatactacttccgcattcgctgaaaccagtaaactggtgattgaatcgggagatagcgcacaaagtcgtcaggaagcggcgatggaaaaggaacaatggaacgacactcgcagtctgcgtcagaaagtgaatacccgcgcagaaaaagagtgggacaaagccgatgccgcctttgataaccgcgataaatgcg- STM1503 100 STM3514 66.019 STM1503 100
2123319 atgaataacgcactgggactggttgaaacaaaagggctggtcggcgccattgaagccgccgatgcaatggttaaatccgccaacgtacagctggtgggctacgaaaaaattggttctggcctggtgaccgtcatggttcgcggcgatgtcggcgcggttaaagcagccgtagatgccggcagcgcagcggcaagcgtcgtgggtgaagtgaaatcctgccacgttatcccgcgtccgcacagcgatgttgaggcca+ STM2045 100 STM2038 82 STM2045 100
4631953 atgcaagttattctgcttgataaagtagcaaacctgggtagcctgggtgatcaggttaacgttaaagcgggctatgctcgtaacttcctggtaccaaagggtaaagctgttccggctaccaagaaaaacgttgaatacttcgaagcacgtcgcgctgaactggaagctaaactggctgacgttctggctgctgcaaatgcacgcgcagagaaaatcaacgccctggaaaccgttactatcgcgtctaaagcaggcg+ STM4394 100 STM3434 69 STM4394 100
3598117 atgtacgtttgtttgtgtaatggtataagcgataaaaaaatccgccaggctgtacgacaatttcatccacagtcatttcaacagttgcgtaaatttattcctgtgggaaatcaatgtggtaagtgtattcgcgccgcgcgagaagtgatgcaggatgagttaacgcaaatgccggaatttaaagagatcgcctga- STM3444 100 STM2271 58.654 STM3444 100
351350 atgaaaaactttgtacgcacaactttactggcagcgactctggcgggcgtttcttttggcgctttcgccaccgctgtccccaatcctcccctgcccgcccaggatcctattgtccagcatctgaagctgacaaacgatcagattacccggatcaaaaaacttcaccaacaactggaaaccgacgtcagtcagatttctatgaagggaattaaagacggtgcgctgatagaggtgattaaatccggtaaatgggatg- STM0307 100 STM1541 62.376 STM0307 100

1912000 ttgaggcaagtcaccatcccgttaattcagagtaaaagtatgttttgtgtgatctatagaagtagcaagcgcgatcaaacctatttgtatgtcgaaaaaaaagacgatttttcgcgggtgcctgaagcgttgatgaaaggattcggtcagccgcagttagcgatgatgctgccgcttgatggacgtaaaaaattagtcaatgccgagctcgaaaaagtaaaacaggcgttaagcgagcagggctattatttacaat- STM1813 100 STM0767 91 STM1813 100
1880841 atgaaacgcaaaaacgcttcgttattcggtaacgtgctgatggggttggggctggtcgtgatggttgtcggcgtgggttactctattttaaaccaactgccgcagtttaatttgccgcaattttttgcgcatggcgcaatactgagcatttttgtcggtgcagttctttggctggcgggggctcgtgtaggggggcatgagcaggtgagcgacaaatattggtgggtacgtcactatgacaaacgttgccgccgta- STM1782 100 STM1782 100
1955426 atggacattcaaatcacacatcaagttactgaatttgataaagaagaactattaaccggattaagaagctacaatgctcagttcgtcgattttagtaaaaatgggcagcttggggtctactgcagaaacgaaagcggcgaaatggtaggcggattaattgctgacagaaaaggtccgtggctctgcatcgactatctttgggtaagtgaatctgcaaggaactgcggtctggggagcaaacttatggcgatggccg- STM1857 100 STM1857 100
1975175 atgaataaaagaggagcgttgttgagcctgctgtttttatccgccagcgtatcggcatttgcggcatccaccgagagtaaatcggttaagtttccgcagtgcgaagggctggatgccgccgggattgcggcaagcgtgaagcgcgactaccagcaaaatcgtatcgtgcggtgggccgacgaccaaaaaaaggtcgggcaggctgacccggtcgcgtgggttaatgtgcaggacgttgtgggtcaaaatgataaat- STM1881 100 STM2775 74.038 STM1881 100
1936848 atgaacgacgttttaaactctggtgcgttttctcttgcatctttaatagtatcaatggtggttctggtggtggggctggcgctctggttctttgtcaaccgggcaagctcccgtgccaacgagcagatagaattgctcgaagcgttattggatcaacagaagcggcaaaacgcgttgttacgtcgcctttgcgaagcaaacgaaccagaaaaagaagcggaacccgcaacagcggcaagcgaaccaaaagaggatg- STM1839 100 STM1748 60.952 STM1839 100
2309758 atgtgtgggttttatcttatgaagaaatatacgttcgcagccagggcgtttatttttacgctggtgttgctttttgttatttcagtattcgggttgactattagcgttttaaaagggatgtga- STM2209 100 STM3713 43 STM2209 100

PSLT066 100 STM4256 81 PSLT066 100
PSLT023 100 PSLT024 100 PSLT023 100

P63912 atggaacacggcgcccgtttaagtaccagccgcgtactggcaataagttttatttttatggccctgctgattgtgctcagtctggccgtgaatgtcattcagggtattaataactaccggctgcagaatgagcaacgcacggcggtcactcctatgggatttaacgcgtcctttgcggtgtcacagaacagtgccgatgcctcttatttacagcagatggcgctgtcgtttattgccctgcgtctgaatgtgtcgt+ PSLT079 100 STM1185 62 PSLT079 100
P27903 atgcccataaataggcctaatctaaatctaaacatccctcctttgaatattgtagctgcttatgatggggcggaaataccatctacaaataagcacctgaaaaataatttcaactccttgcacaaccaaatgcggaagatgccggtatcccactttaaagaggcgctggatgtgcctgactattcagggatgcgccagagtggtttctttgctatgagccaaggttttcagctgaataaccatggttacgatgttt- PSLT038 100 STM2112 63.889 PSLT038 100

PSLT058 100 PSLT059 100 PSLT059 100
P86973 atgctgaagtttatgctggatactaacatctgcattttcacgataaaaaacaaacctgccagcgtcagggagcgttttaacctgaaccaggggagaatgtgtatcagctcggtcaccctgatggagctgatttacggcgccgaaaaaagccagatgcccgaaagaaatctcgctgtgatagaggggtttgtttcccgacttgatgttctggattatgacacgccggccgccacccatacggggcagatcagggcag- PSLT105 100 PSLT106 100 PSLT105 100
R19993 - STM0169 54 STM0169 12.95
R4487 + STM3749 62.617 STM4589 48.077 STM3749 26.58
R43935 + STM3498 64.356 STM4517 52 STM3498 6.54
R26883 - STM3859 50.495 STM4262 46.078 STM3859 21.17
R13481 +



R2390 - STM2371 61.386 STM2371 23.74
STM0655 100 STM0657 70 STM0655 100

2741503 atggcaacgacgcacgcactccatctggcgacaccgggcatggcgcgcatctgcctttacggggatctgcaacgattttgccgccgcgtcagcctgcaggtagccagtggtgctgaagctgtccgggcactggcggtacagttgcccggtctccggcagaaactgaacgacggctggtatcaggtacgcatagccggagacgatgttacggctgataccctgacaaccagcctgcatgacccgctgccgcctggcg- STM2590 100 STM0923 80 STM2590 100
STM0741 100 STM1793 69 STM0741 100
STM2611 100 STM0689 49.02 STM2611 100

1104567 atgaaaaattcgccattaatttggcgtggcttcatacaccctgaatttaagactggagaaattatggaaatcgtaaaaatcgaaatgaacctgaaagcagttaataagagcattgctttattcaattgcgaaaatctcgacggtggatatgtactcggaaagttcgacagtcctcattgtgctgtaaaagccatttcgctgctcacagtcaaggtaagtgatggagaacaagcagggtttggtaattaccgaagtt- STM1010 100 STM2631 100 STM2631 100
STM2670 100 STM1347 78 STM2670 100
STM3603 60.577 STM3603 7.68
STM0774 60.185 STM0774 38.65

STM2712 90 STM2713 44 STM2712 83.1
STM2555 76 STM0880 67.308 STM2555 52.28
STM1758 75 STM0285 64.706 STM1758 22.72
STM3911 98 STM0757 83 STM0757 66

STM2710 89 STM2457 66.667 STM2710 82.6
STM0866 37 STM0866 14.87
STM2188 60.748 STM0437 49.038 STM2188 13.97

STM2732 75 STM2324 65.714 STM2732 71.6
STM2716 90 STM1611 64.151 STM2716 84.3
STM2694 78 STM1842 69 STM2694 52.09
STM2996 63 STM4382 58.252 STM4382 31.11
STM2767 65.347 STM4157 60.396 STM0721 18.36
STM0437 99 STM0438 63 STM0437 97.9
STM3069 55.882 STM3069 30.19
STM2778 97 STM2779 72 STM2778 72.41
STM3822 64.545 STM1656 61.165 STM1656 15.27
STM0291 73 STM0292 72.549 STM0291 48
STM0437 62 STM0438 61 STM0438 21

STM0285 62.376 STM1422 61.386 STM0634 14.78
STM1635 54.902 STM2140 43.564 STM1635 8.02
STM2204 62.376 STM2204 6.62
STM1386 64.151 STM0039 60.396 STM1386 27.14
STM4518 100 STM3766 89 STM3766 66.02
STM4458 65 STM2952 59.434 STM4458 44.9

STM3552 100 STM2253 62.136 STM3552 69.34

STM1150 57.143 STM2515 55.882 STM1150 29.14

STM1885 64.078 STM2333 55 STM1885 11.44
223445 atggcggggaatgaccgcgagccgattggacgtaaggggaaaccgtcacgtcctgtgaaacaaaaggtgagccgtcgtcggcagcatgacgacgattatgatgatgactatgaggatgaagaaccgatgccgcgtaaaggtaagggcaaagggcgtaagcctcgtggcaagcgcggctggctgtggctattgctaaaactgtttatcgtttttgtggtgctgttcgccatttacggcgtctatctggatcaaaaa+ STM0190 100 STM3493 64.706 STM0190 100
740603 atgtgttctattttcggcgtattcgatatcaaaacagatgcagcggaactgcgtaaaaaagcccttgaactgtcacgcctgatgcgccatcgcggcccggactggtccggcatctacgcttgcgataacgcgattctcgcacatgaacgcttgtcgattgttgatgttaacgctggcgcccagcccctgtataacgccagaaaaacccacgtactggcggtgaacggtgaaatttataaccatcagacgttacgc- STM0680 100 STM0530 70 STM0680 100
767016 gtgacaaacgttctgattgttgaagatgaacaggccatccgccgctttctgcgcgccgcgctggaaggcgacggcctgcgcgtgtatgaagctgaaacattacaacgtggtttactggaagccgccacgcgaaagcccgatctgattattctcgatctcggcctgccggacggcgacggaatcgattttattcgcgacctgcgtcaatggagcgcaataccggtgattgtcctttccgcccgcagcgaagaaagcg- STM0702 100 STM4292 66 STM0702 100

4036618 atgtcgatggcccttaccgcccccccaaccaggaaaagatttttaatcgttgcctgtctgtttattggaatatttattgcttatctcgatcgcgttaatgtttcggtattagccgcgaatgaacccttcttagcctatatgggtattgaaggcatgcccttgcaaatcggcatgatgatgaccgtctttctggccgcttatggtatcgctaacgttgtattatcaccgcttggtgattatctcggccccagaaaa+ STM3832 100 STM3530 74.257 STM3832 100
2107779 atgaataccgtaaagcctgaatccattgcgttgttttgcctgacgcccggcggcgtggcgctggcaaagagactcgccgcgatgctgccgttaacctgctttaccagtgaaaaactgcgggaagagggatttattcccttcgatggcggattcgctaataccgcccggcaggcttttaccacttataccgcgcttatttttatcggcgcgaccggcattgccgttcgtgtcctggcgccgttagtgaacgacaag- STM2028 100 STM2019 76.238 STM2028 100
3990554 atgaacacctttttttcccgtttaatcaccgttgttgcctgcttttttatcttctccgccgcgtggttctgcctgtggagtatcagcctgcatctggtagagcgcccggagctggcggcgctactctttcccttcggcctgcgcctgggacttatgctgcaatgcccgcgcggatactggccagtattgctgggcgcggagtggctgctggtgtactggttggcgcaggaagttgcgttggcccatctgccgctt- STM3789 100 STM2459 66.346 STM3789 100
4052340 atgtttgaagaaactattaaaaaacaatttgaattgttagacataagtaacttcaatgttgatatatctcatcgtctccttttcgtgtgtggtggcaaagtcgatgtacgtgcaccaattccccccagttttagggatagactactcacttacacagcaaaaaatgcctctgaacttcacgaacatttcattctagctgagacattcaaggattattttaaagagaatgcctatccggaccttctggtgtttgaa+ STM3845 100 STM3845 100
4086300 atgaaaaccgcttacattgccaaacaacgtcaaattagcttcgtgaaatcacatttctctcgccagctggaggagcgtctgggtctgattgaggtccaggcgccgatcctgagtcgcgtaggggatggtacgcaggataatttgtccggctgtgaaaaagcggtgcaggtaaaagtgaaagcattgcctgacgcccagttcgaagtggtgcattcactggcgaagtggaaacgtcaaaccctggggcaacatgac+ STM3877 100 STM4281 63.725 STM3877 100

50411 atgccatttatgcaacaagacccgcgtcgtctggtctggcagcaaaacgatcgctatttatggattgaaccctggggcgagaacagcctgcgcgtacgcagcggccgtcatctgccggtaatgagaaatgaagactgggcattgactgagccagtcgcagaaagtcagtgccacattgattatgagcaccaccaggcaacgctgaccaacggcaaaattatcgctatcgtcaatcaaaaaggacaggttaccttt- STM0041 100 STM2535 63.107 STM0041 100



137559 gtgttcggctatcctggaggcgcagtgcttgatatttatgatgcgctacataccgttggagggatcgatcatgtgctggtgcgtcatgagcaggccgcggtgcatatggcggatggcctggcgcgagccactggcgacgttggcgtggtgctggtgacttccggaccgggagcgaccaatgcgattaccgggattgctacggcctatatggattccattccgctggtgattctttccggccaggtcgccacctca+ STM0116 100 STM3901 81 STM0116 100
173216 atggataagggcagactttcggtaagagagaaaatcgggtatggcatgggtgacgccggatgtaacattatttttggcgctatcatgctgtttgttaattacttttatacggatatttttggtcttgccccggcgttagtcggtgttttactcctttcagtacgcgttatcgatgccgttaccgatccggtgatgggcgcgcttgccgatcgtacccaaagtaaatatggtcgtttccgcccctggctactgtgg- STM0149 100 STM3750 74 STM0149 100
207625 atgcgcaaaaggcaacaccgggtattttatttatcgcgctgcgctgtgtgtatcgcgctgggcagcacgttcacacacgttgcatgggcgcgcgactatttcaatccggcatttattgaaaaccatgggcaggcgaatcgcacaagcgtcgatctgtcgacatttgataacgacaaaagccagctgcctggcacctattacgtcactatcaatatcaataaaacagaaatcggcgcacgaaacgttgattttcaa- STM0175 100 STM0023 73 STM0175 100

3492828 atgaagcaaattcgtatgctggcgcaatactatgtcgacctgatgatgaaattgggtctggtgcgcttttccatgctcctggcgttggcattggtggtgctggcgattgtcgtgcagatggcggtgaccatggtgctgcatggtcaggttgaaagtatcgacgttattcgttccatcttttttggcctgttaattacgccctgggcggtctatttcttatccgttgttgttgaacaactggaagagtcaaggcag- STM3328 100 STM2271 66 STM3328 100
3535795 atgagtctgaacctggtaagtgaacaattgctagcggcgaatggcctgaaccatcaggatctgttcgctattttgggccaactggccgaacgccgtcttgattatggcgacctctattttcagtcgagctatcacgaatcctgggttttagaagaccgcatcattaaagatggttcatataatatcgaccagggcgttggcgttcgcgccattagcggcgaaaaaaccggttttgcttatgctgatcagataagc- STM3368 100 STM3368 100
693124 atgtctaagattaaaggtaacgttaagtggtttaatgaatccaaaggattcggtttcattactccggaagatggcagcaaagacgtgtttgtacacttctctgcaatccagaccaatggttttaaaactctggctgaaggtcagcgcgtagagttcgaaatcactaacggtgccaaaggcccttccgctgcaaacgtaactgctctgtaa+ STM0629 100 STM1837 87 STM0629 100
718073 atgaatcattccataaccagtcatccctgcgacaacgtatctttagcacaattaaccgaactggcgcagtcaggaaatagtgaagctcaatatatattaggccgtttatataatgacgaacgtatagatggcagcgaagaggataagctctctttttattggttgcagcaggcagctgaacaaggacactgcgaggcacaatattggctcggcttacgatacaaagacacgcctaccgacatgaaagataatacg- STM0654 100 STM1760 64.706 STM0654 100
749088 atgagtgaggctgaagcccgcccgactaactttattcgtcagattattgatgaagatctggcgagtggtaaacataccactgtccatacccgttttccgccggagccgaatggctatctgcatatcggccacgcgaaatctatctgcctgaactttggcatcgcgcaagattatcagggccagtgcaacctgcgtttcgatgacaccaacccggtaaaagaagatatcgagtacgttgattcgatcaaaaacgac+ STM0686 100 STM3661 71.287 STM0686 100
779463 gtgcagcgagcgcgttgttatctgttaggcgaaacggcggtcgtcctggaacttgaaccgccgattacgctggcgagccagaaacgcatctggcgtctgacgcagcgtctggtcgatatgccgaacgtggtggaagccattcccgggatgaacaatatcaccgtgatcttgcgggaaccgcaaaccctggcgctggatgcgattgagcgtctgcagcgctggtgggaagagagcgaggcgctggaaccggactcgc+ STM0712 100 STM0568 60.784 STM0712 100
284185 atgcgtactagccaatacctgctctccactctgaaggagacacctgccgacgccgaggttatcagccaccagctgatgctgcgcgccgggatgatccgcaagctcgcctccgggttatatacctggctgccgaccggcctgcgcgtcctgaaaaaagtcgaaaacatcgtgcgtgaagagatgaacaacgccggtgctatcgaggtgtcgatgccagtcgttcagccagccgacctgtggcaagagagtggtcgt- STM0242 100 STM0698 74 STM0242 100

1617261 atggagactaccggcggttgcttctctttatcatgcacggtaattaattatcacgatcaccagcgccaggatggtatgctaaatccattcaaaatcccctggatatggattggagggcgcatggttatacctgaggtcaggcaggagaggctctatcagaagatagccaacctcatcattaagctgatcaatgataatatttttccaccgggaacttttttaccgccagaacgcgaactggcaaaacagcttggcg+ STM1541 100 STM0151 67 STM1541 100
2197483 atgaatattctgcaatttaatgtacggctggcggaaggcggcgcggcgggagtggcgttggatctccatctgcgggcgctgcaaaaagggctgacgtcgcattttgtttatggttatggcaaaggcggaaaaaaaagcgtcagccaccaccgttatccgcaggtgataaaacagacgccgcgcggcacggcaatcgctaatatcgcgctgtttcgtttcctgaatcgcgatctgtttggcaatctcgacaatctt- STM2113 100 STM2773 56.436 STM2113 100
4848896 atgagaaggttatatctggcgcttattctgctgttcgcgtattccggtcatagttacgcctcctgtaaacgttccggtaatgaaggcgcgatcactatcaccccgccgtcgcagcttgtggtggatagccacgcctataccgcaggcgaggtgttgtggcaatcgggctgggtttccacctccgaagtcacaatggatggctgtagtcgcgattataaggtcggttttttatatgaacccggtagcgcgcagtca- STM4591 100 STM0026 64 STM4591 100
318536 gtggatactgccgtgaaatggttaatattagttactttcagcataagtggaatgctggtatggcagccatcctttgcacaagaagcattgaccacacaatattcacagtcggaactcttaaaaaattgggcgctgagtcattgtctggcattagtatacaaagatgatgtcgttaaaaacgatgccagagctacggccagtgcttaccttgaatatggtaaacaatctgtggagatttaccatgaaattgatgaga+ STM0278 100 STM1631 58.416 STM0278 100
367418 atgagtgacagccagacgctggtcgtaaaactcggcaccagcgtgctaacaggcggatcgcgccgcctgaaccgtgcccatatcgtagaacttgtccgccagtgcgcgcagttacacgccgcgggacatcgtattgttattgttacctctggcgcgattgccgccggacgtgaacatctcggctacccggaactgccggcaacaattgcctctaaacagcttctggcggcggtagggcaaagccgcttgattcaa+ STM0321 100 STM2443 61.765 STM0321 100

2856171 atgaatagtctgttgccgccgggttcgtcgccgcttgagcgccgactggcgcagacctgcagcgggatttccgatctgcaggtatcgctgcgtgatttgtggaacccggcaacctgcccgatcagattcctgccttatctggcctgggcgttttctgttgaccgctgggatgagagctggacagaaagcgtcaagcgccgcgttgtgcaggacgctttttatatccatcagcacaaggggacaaccagcgccgtgc- STM2707 100 STM2707 100
323193 atgatgaaaaaatcaacctatgatgtgtctcatcattcggcagtatgtggcgtgacgggggattattatcggatctcagcgacatatcacataacacgatctgttcgtgtttttttgatcatcttatgttgcctgttatccggtggcgcttttgccggatccccgattaacgcaggattcatttcccccgataatgtcaacctcagtactcaggatttcctgaaattttatgccactgacaacgtacagaaaaaag+ STM0283 100 STM2397 53 STM0283 100

2899322 atgagtatcttcgaggcgcattttcgcaggctgcacgcccgctacggcgcaggtcagacgcacgaattacagatgcaggagatcgccgccatcttcggctgttcggtgcgtaattgtcgtattgcgctaaaaaagatgcatcaggaaaaatggctcgactggcagccccagcgcgggcgcggcaagcgctcacggctccatctgttaacctcgccggaaaagctgttcagccagaacgtcaataagctgctggag+ STM2759 100 STM3860 67 STM2759 100
2929302 atgacgatgcagcaaagtgatatggaaagatataatccattattaatgttaaaagaagtcatggcgcagacgccttatcgccataaacgctggggagagcgtaagtttcgttataaatttttattacgttgccttattaaccccgtaacgacaattaaatacttcaatgaattatgccatctgtctcagcccagaacgctgattattcatcgtccactgttgccggcaaaaatccagcggccctatttgtatacc+ STM2781 100 STM0940 65.347 STM2781 100
1176228 atgcttccggtcacctacagattaatacctcaaagcggagtatccacatatagattaaataccgcagatacacctgttttccccgatattcccgaacatgcaccaaacccctcacggctacgccttgctcatgacagccttgccataaacagtgaattccgtctggagccagagtgtgtggtggagtaccttatctcaggcgcgggtggaatagaccctgatacagaaattgatgacgacacttatgacgaatgct- STM1087 100 STM1026 85 STM1087 100
1198999 atggctaacatcactgtcacctttaccatcaccgaattttgtttgcacaccggcgtgacggaagaggagctaaacgaaatcgtcggacttggcgtaattgagccttacgaagacgataacgccgactggcaattcgacgatcgcgcagcgagcgtggtacaacgcgcgctacgcttacgcgaggagctggcgctcgactggcctgggatcgcggtcgcgttaacgctgctggaagagaattcacggctgcgcgaag- STM1111 100 STM3983 52 STM1111 100
2911843 atgaagtatgtcttcatcgaaaaacatcaggctgagttcaatatcaaagccatgtgccgtgtatttcaggttgcccgtagcggctggtacgtctggcatcagcgtcgtcatcagataaaccggcgtcagcggttccgccttgtctgtgataacgtcgtccgggaagcattcagtgacgcaaaacaacgctatggtgcgccacgcctgacggatgagcttcgtgctcagggttaccagttcaacgtgaaaaccgtgg+ STM0325 100 STM2769 100 STM2769 100
2946877 atgtccattgggatagtttccccccgtgaggcgcaagcgctgatagcgcaaggcgcgaaactgattgatgtgcgcgacgccgatgaatatctgcgcgagcatattccacatgcgcaactggcgccgctctcccggcttgaacagggcgatttgcccgccaacctgcgagcggaacagattatttttcactgtcagtcaggtaaacgaaccagcagcaatgcagcaaaactacaggccattgccgcccctgctcagg+ STM2798 100 STM0564 60 STM2798 100
1190973 atgaagaaaataaatcattggattaacggcaaaaatgttgcaggtaacgactacttccagaccactaacccggcgaccggtgacgtgctggcggaagtggcctccggcggtgaagcagaggtgaaccaagctgtcgcggcggcaaaagaggcgttcccgaaatgggccaacctgccgatgaaagagcgcgcgcgcctgatgcgccgccttggcgacctgattgaccagcatgtgccggaaatcgcggcgatggaa+ STM1102 100 STM3680 69 STM1102 100
3605689 atgaaatcactgtttaaagccacgctgctggcaactacgatggccgttgctatgcacgcaccgatcacttttgctgctgatgcggcgaaaccggcagctaccgctgatagcaaagcagcatttaaaaacgacgatcaaaaagcggcttatgcgctgggcgcctcgctgggtcgttacatggaaaattcgcttaaagagcaggaaaagttaggcatcaaactggataaagatcagttgattgccggcgttcaggatg- STM3453 100 STM4397 66.346 STM3453 100
3644767 atgaaggctagccgcagtgtattgctctgtttttgtttgctgatgttgacaggaatgcgcgatcccttccgcccgccggaagatcgctgccggatagcggaactctcgcagtggcggtatcagggcgcggtgcgtaaaggcgagcgatggacaggcattcttaaagacagtcagcaaaaatggcgacgagtggaagaagggcagacgctggaaaacggttggacgattgtccgcctgacggcggaaaccttaacgt- STM3489 100 STM3488 86 STM3489 100
1323551 atgaaacggcttctcattgcttttgctttattaacaccgttatccgttaatgcggccagcttcgactgccagaaagcgcaggctgcggatgaaaaggctatctgcgcgcacctgacgctgaatgataaagacgtggaaatgcacaccaaatatcagtttctgaaagggttgttcgcgatgggcagtcgcggcgccctgcaggacgcccagcagagctggcttaaacagcgtcagcagtgcaaggccgacgtcacct- STM1236 100 STM3822 57.282 STM1236 100
1399973 atgatgaaacctcttcgccagcaaaatcgccagattattagctatattccgcgtgttgaacccgcgccgccggaacatgcgataaaaatggatacgtttcgcgacgtctggatactgcgcggtaaatatgttgcctttgttctgacgagggagtcatttcaacggtcgcccgcctttagcgtgccagaatcggcgcaacgttgggcgaatcaggttcgccaggaaaacgaaatcgctgactaa+ STM1319 100 STM4122 67.308 STM1319 100
1233552 atgacatcacgtcttcaggtcatacagggtgatatcactcaacttagcgtcgatgcgattgtgaatgccgctaacgcatcattaatgggcggcggtggcgtagacggcgcgattcatcgcgcggcggggccggcattgctggacgcctgtaaactcatccgtcagcaacagggcgaatgtcagacgggacatgcggttatcacgcctgctggcaagctttcggcaaaggcggttattcacacagtggggcccgtct+ STM1147 100 STM1148 62 STM1147 100
1281676 gtgtctaagcgtcgtgtagttgtgaccggactgggcatgttgtctcctgtcggcaataccgtagagtctacctggaaagctctccttgccggtcagagtggcatcagcctgatcgaccatttcgatactagcgcctatgcaacgaaatttgctggcttagtaaaggattttaactgtgatgacattatctcgcgcaaagaacagcgcaagatggatgccttcattcaatatggaattgtcgctggcgtacaggcc+ STM1197 100 STM2378 73 STM1197 100
1303878 ttgtcggcctttttcagaataacgctgacgaactcttacggttcagacatttacgcattccgctttcgcttatatactcgggactttgctaacagcaaccagacggattacatgtatcaacctgtcgctctattcattggcctgcgttacatgcgcgggcgtgcagcagatcgcttcggtcgcttcgtttcctggctttccactatcggcattaccctgggggtgatggcgctggtcacggtattgtcggtgatg+ STM1217 100 STM2630 87 STM1217 100
1349542 atgactaccattacactagtcaacgaacaaaatagtactggcaatcctttttctgcacatatgttatgtgaacagcgagctattcaggaaattacttacgaactattgcaatcgcagcagcatgtctcaaataaggatatcatcgccaaacttattgaaaaactggaaacagaaaaagacgtagtgcagcttgatatttaccgtaatgccttagaagccgttttgtttcagacacctgacgacatctaa- STM1267 100 STM1267 100
3746754 atgagcgatctgttttcctcccctgaccatacgcttgacgccctggggctgcgttgccctgaaccggtaatgatggtgcgcaaaacggtgcgcaacatgcaaactggcgaaacattgctgattatcgccgacgatccggcgacgacgcgtgatattccggggttctgtacctttatggaacacgatttgctggcgcaagagacggagggtctgccgtaccgttatttattgcgtaaagcgcattaa- STM3578 100 STM0878 57.547 STM3578 100
1116900 gtggatcaggaaattaaaagcctcgaattaaacatcacacagctttcggccatcactggtgcacaccgacagaccatcgccagcaggctgaagggcgtaaaaacctcaggtgggaacggtagtaacctgaaaatctaccggctggtggatattctgaccgccatgatgacgatgccggctgttaccggggagaatgaccccaataagatgaaaccctcagatcgacgggcatggtttcagtcggaaatgacgcgta+ STM1030 100 STM0909 63.107 STM1030 100
4417656 atgctcgccgtcattacccggctgttcccgttatgggcgctgctgctctctctcactgcgtattacacaccatccacctttactcctgttgggccgtgggtcgcgacactactgatgttgattatgttcggtatgggggtccatcttaacgttgacgactttaaacgcgtgctctcccgaccagcccctgtcgccgcagggatattcctgcactatctggtaatgccgctcgcggcatggctgctggcgttgctg- STM4195 100 STM3486 63 STM4195 100
4441811 atgaaaaacatcaatccaacgcagacttctgcctggcaggcgctccagaaacactacgatgaaatgaaagacgttacgatcgctgagcttttcgcgaacgatagcgaccgtttcgctaaattttccgcgacgtttgacgatctgatgctggtggatttctccaaaaaccgcatcaccgaagagacgctggcaaaattacaggatctggcgaaagagaccgatctggccggcgcgattaaatccatgttctccggc+ STM4221 100 STM0417 65.049 STM4221 100
4503982 atgagtcaaagcacacgacgcaaggtgttgagatttctcggaacgatcattgtggtgttacttcctatattgctggcgatctggtttgctcatatccgggcagtctctgaaaccagaaatcagttacattcatttgcgcagttggtattagataaaacggagcgggttatcctgcaagcagatttagcccgcgatgccgctgaacaatatcaggggcaagcctgtacgccagcccatcaacagcgaatgctgaat+ STM4264 100 STM0468 68 STM4264 100
4542129 atgagtacgcaagcaatatccctcctcccgcccgacccgcacatgtgcaacggcgatgaaaagcaaacccgtagcccgctgtcgctctattccgaatatcaacgactggacgttgaactgaggccgccgcacagaatggccagcagtcactggcatgggcaagtagaagtgaatgttccgtttgacggcgatgtggagtatttaatcaacaatgaagtcgtgcagataaagcaggggcatatcaccctgttttgg- STM4297 100 STM3194 69.524 STM4297 100
2487801 atgaaaacgttctcccttgtcgcgcttatcctgttgctttgtagttgctctgcgcctcatcacgacagtacgcaggccgtgaagcagttctatacctcatggatgacgacgttcacgaacgatgtgaatacccctgacgacaccaccgccttaatgcaacgttacgttgctaaagaggttattcatcgcctggcgctaatacagtccctttatgaacaggagattgtgggggcagattattttatgtatgcgcagg+ STM2376 100 STM2376 100
4471396 atgaaaaaaataaccctggcgctgagtgccgtctgtttgttgtttacgctaaaccattccgcgaatgcgttagtatcttccccttcgacgctcaatccgggcactaatgttgcaaaactcgcggaacaagcgcctgtccattgggtctctgtcgcccagattgaaaacagcctcaccggacgcccgccgatggcggtcggctttgatattgacgacaccgtgttattttccagccccggattctggcgcggaaaga+ STM4249 100 STM0659 61.905 STM4249 100
4525173 atgaaactacttcttgcattgatgttgtttatgacattctttgcccatgccgcagatcctgagccgggtagccagtatttgcaggcagcagaggcaggtgacagacgcgcacaatattttctggccgacagttggttgagctatggcgatttgaacaaagctgaatactgggcgcaaaaagccgccgacagtggcgacgccgacgcctgcgcgctactggcgcaaatcaaaatcactaatccggtaagcctggatt- STM4284 100 STM0192 61.386 STM4284 100
4572381 atgtcaaacaacattcgtatcgaagaagatctgttgggtaccagggaagttccagctgaagcctactatggtgttcacactctgagagcgattgaaaacttctacattagcaataacaaaatcagcgacatccctgaatttgtgcgtggcatggttatggtaaaaaaagcggcggcgctggccaacaaagagctgcaaaccattcctaagagtgtggcgaacgccatcattgccgcatgtgatgaagtccttaac- STM4326 100 STM1469 65 STM4326 100
961025 atgaaaaaagttctgattgccgcgctaattgcaggctttagcctttccgctacagcagcccagaccattcgttttgcgaccgaagcgtcctatccgccgttcgaatcgatggatgctaataacaagattgtcggctttgacgtcgacctggccaacgcgctatgtaaagagatcgacgcctcctgtacctttaccaatcaggcgttcgacagcctgatccccagcctgaaattccgccgcttcgacgctgtaatgg- STM0890 100 STM0887 76 STM0890 100
987869 atgggcgtacccaacccactgataaaaaccaaaggcgccgggaccacgttctggctgtacaccggacgtggcgacgcgtttcacaacccgctggctgatgacgactggcttcgcctggcaggtattaaagatctgcagccgggtgaaatgactgccgatgcggaagatgatgattatcttgatgatgaagatgctgactggaaaagtaccacgcaggggcagaaaagtgtcggtgataccacggcaacactggcct+ STM0916 100 STM2597 90 STM0916 100

1014615 atgttttgtgtgcaatgtgaacaaaccatccgtacaccagccggaaacggctgctcctacgcgcagggaatgtgcggtaaaacagctgaaacgtccgatctgcaggatctgctgattgcggctttgcaaggtttgtctgcctgggcggtgaaggcccgtgaatatggcatcattaatcacgacgttgataactttgcgccgcgcgcgtttttctccacgctgaccaacgttaacttcgactctccgcgtatcgtc- STM0937 100 STM0937 100
4277908 atgaaggccatgaataaggtttgggttatcggcgatgcctccgttgatctggtgccggaaaaacagaacagctatctgaaatgccccggcggagcgtcggcgaacgtgggggtatgcgttgccaggctgggcggagagtgcggttttattggctgtcttggtgacgatgacgccggccgcttcctgcgccaggtttttcaggataacggcgtggatgtcacgtttctaaggctggatgcggacctgaccagcgcg+ STM4066 100 STM3793 67 STM4066 100
4437122 atgcgttatcaatacgtatgcctggtctgcgctatgactttcttgtctgccgacgctgccgaaccgccgcgcgcttccctgcaatggcgcaacgaagtgattcgtaccgcgcgcgaaatctgggggcttaacgcccccgttgctgattttgccgggcaactacatcaggaatccggctgggcgcctgacgcgctttctccggctggcgcgcagggtatggcgcaatttatgcctgcgacggcaaaatgggtgagcc- STM4217 100 STM2060 63.208 STM4217 100
3046044 atggacatccttttgatggacacaattcagcaagaggtgttagcactcttccgtgaagagattcccggatatttagacagcaattggaaagaaatcccattagaacttgattctgatttatttgaagctccaggcgatgacctgcatgaagctttggataaatttgaaaaaaaatttaatgtagatttatcacaagttaaatggtcgtgttatttcccttgggagaatactccactgcttacacgatggtttaaat+ STM2902 100 STM1767 91 STM2902 100
4578259 atggccttaacgattaagggactaaataccggcgttattcgtcacaatgataagtttatcgcgctggcgcttaaggtgaagtcactgagaaataaagaaacactgcttttctttcctgtgctcgcgctgcgagacttgttgatcggccttgaacaccggctttatctacaacactcgcttccggaacaagagcaggaaaaacgccagaaagctaaaagcagtcatgtgcttaaaatgcatgagaatattccggcaa- STM4332 100 STM4332 100
950718 gtgaatgatgtcccccaccgcccgcaggtgaaaacccgtaaagcgctgacgccgcttctggaaattcgcaacctgacgaagtcattcgacgggcaacatgctgtcgatgatgtcagtctgactatctataaaggcgagatttttgccctgctgggcgcgtcaggttgtggaaaatcgactctgctacggatgctggcaggttttgaaccgccgagcagcgggcaaattatgctcgacggcgtcgatctggcgcat+ STM0878 100 STM1226 85 STM0878 100

STM0911 100 STM0912 100 STM0911 100
238491 atgagtaagtctgaaaatctctatagcgcggcccgcgagctgatccccggcggcgtgaactcccctgttcgcgccttcactggcgtgggcggcaccccgctgtttatcgaaaaagcggacggcgcttatctttatgatgtcgatggcaaagcgtatatcgactatgtcggttcctggggaccaatggtactggggcataaccatccggctatccgcaatgcggtgatcgaagctgcggagcgcggtttaagcttc- STM0202 100 STM3218 67.327 STM0202 100



420156 atgacagacacgacgatcctgcaaaacaacacgcatgtcattaagcctaaaaaatcggtcgcgctttccggcgtacctgccggaaataccgctctgtgtaccgtgggaaaaagcggtaacgatctgcactatcgcggttacgacattctcgatctggcggagcactgcgaatttgaagaagtcgcgcatttactgatccacggaaaattaccgacccgcgacgagctgaacgcgtataaaagcaagttaaaagcg+ STM0369 100 STM0730 61.765 STM0369 100
1426444 atgaacagaaccgacgaactccgtactgcgcgtatcgacagcctggtaacaccgaccgaactcgcgcagcggtatcctgtatcgtcctccgtcgccagtcacgttaccgactcccgacgccggatagaaaagattttaaatggtgaagatccacggctactggtcgtcattggcccctgttcgattcacgatctgaatgctgccatggaatacgcgacgcagctccaggcacaacgccaaaagcatcaggcgcgt- STM1347 100 STM0760 83 STM1347 100
2029888 atgctgaaaacagaaatgatcgacaaactgaatgagcaaatgaatctggagttgtactcctccctgctctatcaacaaatgagcgcgtggtgtagctatcacagttttgaaggcgcggccgcatttcttcgtcgccatgcgcaagaagagatgacgcatatgcagcgcctgtttgactaccttaccgataccggaagcctgccgcgcattcataccgtttcttcgcccttcgctgagtacgcctcgctggatgagc+ STM1935 100 STM1932 70 STM1935 100
2076528 atggactcaggatactggcaatcgcagtttgaagactggctacgtcaccaccatcaggaacaggatgccgcccatgacatcttccattttcgtcgtgtttgggcaaccgcgcaaacgctgggggaaaacagtcctgtcgactggctggtggtgctatcggcatgttatttccatgacatcgtcagcctggcgaaaaatcatccgcagcggcatcgttcttccattctggcggcggcagaaacccggcgtatttttc- STM1993 100 STM0988 66 STM1993 100
2373593 ttgaaataccttgcttcctttcgaactacgctgaaagtctcgcgctacttattcagagcgttagcgttactcatttggctcttaatcgcctttgtttcggtgttttacatcgtcaatgccctgcaccagcgggagtctgaaattcgtcaggagttcaaccttagctccgatcaggcgcagcgttttatccagcgcacgtcggatgtgatgaaagagctcaaatatatcgccgagaaccgtttaacggcggaaaac- STM2271 100 STM2958 72 STM2271 100
4677912 atgaaaaagcttcgatgtggtgttattggcctcggtcgggtaggtaaaatgcatgttgagaatatgtatttactgcctcaattagatattatctgcgccgccgattattttattgaggagatgagcgattggctttattcggtaaatataacttcagggtataaaaattatcaggaacttttacagcgtgatgatatagaggcagtttttattttcacctcaacggatatgcacgaagagatcgtcacggcggca+ STM4433 100 STM1133 65.686 STM4433 100
2418677 gtgcattctattactactgcgctggaaaatctgacgcgtcagctatcgcaagagataccggcgacgccagggctttgcgttttcgatgcgcctttccctttaaacgatgccttcgatgcattgagctggctggccagccagtcatcctttccgcaattctactggcaacagcgcaatggcgacgaagaagctgccgttctcggggccatcaccgtattttcatcgctcgatctggcgcaacggtttttacgtcag- STM2310 100 STM0595 64 STM2310 100
2447599 atgtcgacaccggataatcgctccgtaaatttttttagcttatttcgccgggggcagcactacgcgaagacgtggccgatggaaaaacggctggcgcccgttttcgtcgaaaaccgcgtcattcgtatgacgcgctatgccatacgatttatgccgcctgtcgccgtctttacattatgctggcagatagcgctgggcggtcagttaggtccggccgtggcgaccgccctgttcgccctgagcttgcccatgcagg- STM2336 100 STM2336 100
2132654 atgtcttacaaaataatggccattaacgccggtagctcatcgttaaaatttcagctgctggagatgccgcagggcgacatgctctgtcaggggctgattgagcgtatcggtatggcagatgcgcaggtgacaattaagacgcacagccaaaaatggcaggaaaccgtccccgttgccgatcatcgcgatgcggtaacgctgcttctggaaaagctgctgggttatcaaatcattaacagtctgcgggacattgat+ STM2057 100 STM3242 83.654 STM2057 100
3066486 ttgagtcagaatacgctgaaagttcatgatttaaatgaagacgcggaatttgatgagaacggagtagaggcttttgacgaaaaagccttgagtgaagaggaacccagtgataacgacctggctgaagaagagctgttatcgcaaggggccacacagcgtgtgttggacgcgactcagctttaccttggtgagattgggtattcaccactgttaacagccgaagaagaagtctattttgcgcgtcgcgcactgcgt- STM2924 100 STM3211 68 STM2924 100
242069 atggctaagcaaatgttcagggcgctggtcgccctgctgcttacgctcccggtgtggctttacgctgcgccgcgcgtcattaccctctctcccgccaatacggagctcgcttttgccgccgggattacgcccgttggcgtcagcagctattccgactacccgcccgaagcgcaaaaaatagaacaagtctctacctggcagggaatgaatctggaacgcattgtggcgctgaagccggatctggtcgtcgcctggc- STM0206 100 STM0206 100

2776816 atggctatttcagatagttatctaaagtcgtgcctcgggcgcgaacgcgataaagttgaggagaaggcagaccgggacggtctgtgggtgcgcatttccaaaaagggcgccgtcacttttttctaccgattccgtttcctgggtaagcaggacaagatgacgatcggcagttacccggaattcgggttgaaggccgcgcgcgaagaggtaactaagtgggccgccattcttgcccggggagaaaatccgcggatc- STM2636 100 PSLT048 63.725 STM2636 100
1420551 atgctgacttttgcccgccaacaacagcgacgaaacgttcgctggcttctgagcctgtcactgctggtgctactggctacacttctgagcttatgcgcaggcgaacagtggattgcccccggtgactggttaagcgcccggggggaactgtttgtctggcaaattcgccttccccgcacgcttgcggtattgctggttggcgctgcgctggcgctatctggcgctgtgatgcaggcgctgtttgaaaacccactt+ STM1340 100 STM0770 69.608 STM1340 99.09
1168982 atggaactgacgactcgcaccttgccgacgcgcaaacatatcgcgttggttgctcacgaccactgcaaacagatgttaatgaactgggtggaacgccatcagccgttgctggaaaaacacgttctttatgcaaccggcaccacggggaatctgatccagcgcgcaaccggtatggacgttaatgcgatgctgagcggcccgatgggcggcgaccagcaggttggcgcactcatttcagaagggaaaatcgacgtgt- STM1076 100 STM1076 100
3012994 atggtattgccttcaatgaataaatcagttgaggccattagcaataatcaccttcaacagccgaacaaatttccattaataaatggattagctgacgtaagagactattatgtcgcaaactgcttattgtttaaacttaataaaggcagtttgcgaattgaaaacgaatttggggagttcatcgaacgatctgcgccgtgtttatttttattggaaaaagatcaaacaatcacgcttagtatgagcgaaatagaag- STM2867 100 STM4315 68.317 STM2867 100
4303206 gtgaaatcgaacaagcaggttactgccgctacgatgaaggatgttgcgttgaaggcgaaagtctctacggcaaccgtatcccgcgcgttaatgaaccccgataaagtctcccagtcgacccgtagccgggttgaacaggccgcgcttgaagtgggttatttcccgcagtcgatggggcgaaatgtaaaacgcaatgaatcccgtacgattttggtgattgtcccggatatttgcgatcccttcttcagtgaaatt- STM4094 100 STM0209 63.81 STM4094 100
2036361 atgcaatttaatatccctacgttgctcacgctgtttcgcgtcatcctgattccattctttgtcgtggtgttttatttgccgttcgcctgggcgccgatggtcagcgcgctgattttctgtattgccgctattaccgactggtttgacggctttctggcgcgacgctggaaccagagtacgcgtttcggcgctttcctcgaccccgtcgccgacaaggtgctggtggcgatcgccatggtgctggtcaccgagcatt- STM1945 100 STM3423 58 STM1945 100
3043285 atgaagacacatattcttttggccagagtgctggcatgtgccgcgcttgttctggttacacctggttattctagtgaaaaaatacctgtaacgggaagtgggtttgttgcgaaagacgatagcctgcggacatttttcgatgccatggcgctacagctaaaggagcctgtcattgttagcaaaatggcggcacgaaaaaaaattacgggcaactttgagtttcacgatcctaacgcattactggagaagctttcc- STM2898 100 STM1352 67.308 STM2898 100
1509994 atgtcgttcgaattacctgcattaccgtatgccaaagatgctctggcgccgcatatttctgctgagacgctggaatatcactatggcaaacatcatcagacttacgtgaccaatcttaacaatttgatcaaaggcacggcgtttgaaggcaaatcgctggaagagatcgtgcgcacttccgaaggcggcatctttaataacgccgctcaggtgtggaaccacaccttctactggaactgcctggcgccaaacgctg- STM1431 100 STM4055 66 STM1431 100
1232085 atgaaacttttaaaagtggcagcattcgcagcaatcgtagtttctggcagtgctctggctggcgtcgttccacaatggggcggcggcggtaatcataacggcggcggcaatagttccggcccggattccacgttgagcatttatcagtacggttccgctaacgctgcgcttgctctgcaaagcgatgcccgtaaatctgaaacgaccattacccagagcggttatggtaacggcgccgatgtaggccagggtgcgg+ STM1144 100 STM4466 70.755 STM1144 100
3921940 atgcctgaattacccgaagttgaaaccagccgccggggtattgaaccccatttagttggcgctactatcctgcacgcccatatccgtaacggccgtctgcgctggccggtttcagatgaaatttatcgtctgagcgatacacccgtccttagcgttcagcgtcgtgctaaatatctactgctggagctgcctgacggctggataattattcacctggggatgtcgggaagcttgcggatactgccggaagcgctgc- STM3726 100 STM2206 69 STM3726 100
3912464 atgattattgaaaaaaagattaaaaactataccgtctttgtcaaaaaagacggtgaaaaatacattgagatattcaaagattttctatcttataatcatcaggttattaaagtcttccgtaatatagaagatacaaaagttgtattgattaatacagactacggaaaatatattctcaaagtatttagtccaaaagtaaaaaatactgaacgctttttcaaatcgttagtaaaaggagattactacgaaaagcttt- STM3716 100 STM2548 60 STM3716 100
1555168 atgaagcttaagaacactctcctggcgtcggctctgctttctgcggctgctttttctgtccatgcagcaacagaactgacgccggagcaagcggctgcactaaaaccttatgaccgcatcgttattaccggtcgttttaatgctattggcgatgcggtctccgccgtgtcccgccgcgcagataaagaaggcgcagcctccttctatgttgtcgacacctcggagttcggcaacagtggtaactggcgtgttgtg- STM1478 100 STM3343 64 STM1478 100
1543929 atgtcaaacaaacccttcttttatcaagacccttttcccctcaaaaaggacgataccgagtactacttgttgaccagcgaacatgtttccgtcgccgaattcgaaggacaagagatcctgaaagtcgcgccggaagcgctaacgctgttggcgcgtcaggccttccacgatgcgtcttttatgctacgtcccgcgcatcagcagcaggtggcggatattctgcgcgatccgcaggccagtgaaaacgacaaatat+ STM1468 100 STM4300 92 STM1468 100
1576853 atgaaaatcaccaaccctgaggcattaatggcggccagtctcagccgacgaagcctggtgaaaacctccgctatcggtagccttgcgcttgccagtagcgctttcacccttccgttctcccgcatcgcacacgccgcagcagacctcgcatccggcaatgtggcagaaaaagcggtctggagttcatgtaccgttaactgcggcagccgctgcctgctgcgcctgcacgtaaaagatgacaccgtatattgggtt- STM1498 100 STM0964 84 STM1498 100
3982237 atgcctgattaccacgcagcgcttgtcattgacattggcacaactaactgcaaagtcagctgttattcctgtcatgacgtgtcagttctggaagtccgcaagtttccgacgccaacaatatcgtcggacaaaggcgaggtagatttcgatatcgaagcgctgtggcaggcactgcgactggtaatggctgaactggtggcttcagtaccgtttccggtaaaaaatatcagtattgcgagtttcggtgagtctggc- STM3781 100 STM3781 100
352488 gtgtctggtttgaaaattactctgttgcaacaacctttagtctggatggacggcccggcaaacctgcgtcattttgacagacagctagagctcgtatctggccgggatgtgattgttctgcctgaaatgtttaccaccggcttcgcgatggaggccgctaataactcactttcgcaagatagcgtgattacgtggatgcaggccaaagcccgacaaactgacgctctgattgccggcagcgcggcgctacaaactg- STM0308 100 STM0912 63 STM0308 100
412517 atgtctccgatctcctgtcactcttccgccgccccggcgatgaaaaagatcttttccgtcagcgacttcatcgcgtttggcgagcgttatggcattgattaccgcttccctgcgttaccgcagtatacgcagagtagtcccgtacttcatggcgatatcgaagagatagcgcttcccggcgggatttgcattacacgctcggatgttcacgtgttacaaccttatgaaaccacctctcgccatagcagtccgctg+ STM0363 100 STM3172 64.762 STM0363 100

2095834 atgtggtttcaactctcttctttaaggtccattttgaacgtctccactgccttacgccaggctgtcgtccgtacgccctggtatgccaaacgcaagagctacaaagtgttgttctggcgtgaaatcaccccacttgctatccctatttttctggaaaatacctgtgttttgctaatgggcgtgctcagtacttttctcgtcagttggctgggcaaggaagcaatggcgggcgtggggcttgccgacagttttaat- STM2013 100 STM2315 93 STM2013 95.48
2145691 gtgacagttaaaaacgacagcatacagagcacattcctcttccacgattacgaaaccttcggtacgcatccagccctcgacagacctgcgcaattcgccgcgctccgtacggataacgacttcaacgttattggcgagccggaggtgttttattgcaaacccgccgatgattatctaccgcagcccggcgcggtgctgattaccggcatcacgccgcaggaagcgcgtgagaaaggagaaaacgaagccgctttc+ STM2067 100 STM0592 61.386 STM2067 100
156834 atgtttgaacctatggaactaaccaacgacgcggtgattaaagtcatcggcgtcggtggtggcggcggtaacgctgttgaacacatggtgcgcgagcgcatcgaaggtgttgaattcttcgcggtgaataccgacgctcaggcgttgcgtaaaacggcggttggccagaccattcaaattggtagcggcattaccaaaggtctgggcgctggcgctaacccggaagtcggtcgtaacgcggcggacgaagaccgt+ STM0133 100 STM0133 100

2434626 atgctaatggctacgattcatgtagacggcaaagaatacgaggtcaatggcgcggacaacctgctacaggcatgtctgtccctcggccttgatattccgtatttttgctggcacccggcgctgggaagcgtcggtgcttgccgccagtgtgcggtgaagcaataccaaaacgcggaagatacgcgtggtcgcctggtgatgtcctgtatgacgccagccaccgacggtacctttatctctattgacgacgaagaa- STM2323 100 STM1726 71 STM2323 100
363137 atgagcgaaaaatacgtcgtcacctgggacatgttgcagattcacgcacgcaaactggcgagccgcctcatgccttcagaacaatggaaaggcattattgccgtaagtcgtggcggccttgtaccgggcgcactactggcgcgtgaattgggcattcgtcatgtcgataccgtatgcatctccagctacgatcacgataaccagcgcgaactgaaagtgctgaaacgtgcagaaggcgacggcgaaggctttatcg+ STM0317 100 STM2545 61.111 STM0317 100

2066342 atgactcctgaatccgtcatgatgatgggcaccgaggcgatgaaagtcgctctcgccctggctgcgccgctgttactcgtcgcgctgattaccggcctcattatcagcatcttgcaggccgcgactcagattaatgaaatgacgctgtcgtttatccctaaaatcgtcgcggtattcatcgcaattatcgttgccggcccgtggatgctcaacctgctgctggattacgtgcgcactctgttcagcaatttacctt+ STM1980 100 STM2889 62.745 STM1980 100
1564973 atgaatatcgaattacgtcatttacgttactttgtggcggtagcagaagagctgcattttggtcgcgccgccgcgcgcctcaatatctcgcagccgccgctgagtcagcagatacaaattctggagcagcaggtcggcgcgcgattactggcgcggaccaaccgcagcgtagcgttaaccgccgccgggcgacagtttctggtggatagccgacacatcctgagtctggtaaacgacgccgccgctcgcgccgagc+ STM1487 100 STM2420 78 STM1487 100
3602239 atgccacgtcgtcgcgtcattggtcagcgtaaaattctgccggatccgaagttcggatcagaactgctggctaaatttgtcaatatcctgatggtagatggtaaaaaatctactgcagaatcaatcgtatacagcgcgctggagaccctggctcagcgttctggtaaatctgaactggaagctttcgaagtcgctctcgaaaacgttcgcccgactgtagaagttaaatcccgccgtgtaggtggttctacttatc- STM3447 100 STM4454 61.765 STM3447 100
4055264 atgaaacgttttctactgtgtagttttgccctggttttactctatcctgccggtattgatatgtatctggtcggtttaccgcgtatagccgccgatctgaacgccagcgaggcgcagttgcatatcgccttctccgtttacctggccggaatggcgacggccatgctgtttgccgggaagatagccgaccagtcaggccgcaagccggtcgcgatcgtcggcgcgctcgtctttatgatggcctcactgctttgt+ STM3847 100 STM2221 77.885 STM3847 100
440660 atgaccatctgggtggatgcggatgcgtgtccgaatgtcattaaagaaattttgtaccgcgccgccgagcggatgcagttgccgcttattctggttgccaatcaggccttgcgcgtgccgccttcgcgttttatccgcacgcttcgcgtggccgccgggtttgacgtggcggataacgaaatcgtgcgtcaatgcgaagcgggcgatctggtgattaccgcggatattccgctggcggctgaagtgctggaaaaag+ STM0387 100 STM3490 63.81 STM0387 100
495199 atggcaactgatactttaacgcacgcgactgcccacgcgcacgaacacgggcaccatgacgcaggccagaacaaaatcttcggattttgggtctacctgatgagcgactgcattctgttctctattctgtttgctacctatgccgttctggtgaacggcaccgctggcggcccgacaggtaaggacattttcgaactgccgttcgttctggttgaaaccttcctgctgttatttagctccattacctacggcatgg- STM0441 100 STM3588 64 STM0441 100

4509291 atggaaattttcttcacaatactcatcatgacccttgtggtctcgctgtcgggggtatttacgcgtgtattacccttccagcttcctttaccccttatgcagatcgccgttggcgcgctgttggcgtggccgacgtttggtttgcatgtggaattcgacccggaactcttcctggtgctgtttattccgccgctgctgtttgcggatggctggaaaacgccgacccgtgaatttcttgagcatggacgagagatt+ STM4269 100 STM2043 59.804 STM4269 97.34
2419599 atgattgactggcaggatctccaccatagcgaacttaccgttcctcaactttacgcgttactcaaattgcgctgcgcggtctttgtggtagaacagcgctgtccttacctggatgtggatggcgatgatttagtcggcgacaatcggcatattctgggctggcatcaggatgaactggtggcgtatgcgaggattctgaaaagcgataacgaatcagacccggttgtcattggccgggtgatcgtcagcgatgcct- STM2312 100 STM4530 59.615 STM2312 100
3428579 atgagccaactatttgtccgaaccggaatcacattcgactcgagccaacaggcgctggcgcacattggcaaagagatgctggcgaaaggcgtggtacatgatagttatccgcaggcgctggtggaacgtgaagcgtcttttcctaccggcattgcgctggagcgtcacgccgtcgctatccctcattgcgaggccgttcatgcgaaatcacccgctatctatctgattcgtccagataagccggtcatgtttcaac+ STM3258 100 STM3258 100
4374951 atgttacagaaaaaaacaaacccaatgataaaaaatttcaattttgagtattgtggattctctacttttattacgccggttgatggcgttggcgggattttagtaaagtggctctcaaacaaacataatgtaattgtcccaacgccttatacattcggtcaagaccccattcctggcgtcaatctttatcgtaatacaaaagcaaaatttgttatggctaacggtggtaatagtcttccctgtgcgatggcaaaat- STM4156 100 STM2193 58.824 STM4156 100
1464794 atgaaaattttatttattggcgaatcctggcacattcatatgattcactctaaaggttttgatagctttacatcgagcaaatatgaagaaggtgcagactatttattatcctgcttacgccagggtaatatcgatgtggactacatgcctgcccatattgtgcaaactcgttttccacaaaccgccgaagcattagcctgctatgatgcgatcgtcatcagtgatatcggtagcaatacgttcctgctacaaaaca- STM1381 100 STM3548 77 STM1381 100
2627428 atgttatcctctcaaacttcctcaatttttaccgtaagccgccttaaccagacggttcgtctgctgttagaacaggagatgggacaggtatggatcagcggcgagatttctaatttcacgcagcctgcgtcgggccactggtactttacgctcaaagacgataccgctcaggtgcgctgtgcgatgttccgtaacagcaatcgccgggtgacgttccgcccgcagcacgggcagcaggtgctggtacgcgccaac+ STM2512 100 STM4304 62.385 STM2512 100
561425 atgatagcgatgattctggtgcatccgcatatcttctggcttagcctcggcggcctgttgttggctgcggaaatgctcggcggtaacggctatttgctgtggagcggcgtggcggcagtgattaccggcttaaccgtctggctcttaccgctcggctgggaatggcagggcgtgctgtttgcggccttaacgttgctggcggcctggctttggtggcgctggctggcgcgtcgcgtgcgggaacagaagccgaccg- STM0500 100 STM1567 61.905 STM0500 100

4654331 atgatgaaaaatgatatattaattaccggtggacatatcatcgatcccgctcgtaatattaatgagattaacaatttacgcatcattaacgatattatcgttgatgccgataaatatcctgtaacttcggagacccggattatccatgccgacggcatgatcgttactcccggtcttatcgattatcacgcgcatgttttttatgacgcgacggaaggcggcgtcaggcctgatatgtacatgccgccgaatggc- STM4413 100 STM0434 60.194 STM4413 100
3353859 atgtcagtaccacttattctgaccttactggcgggcgccgccacctttattggcgcgtttcttggcgttctcggccaaaaaccgtctaaccgcgtgctggctttttcgctgggcttcgccgcagggatcatgctgcttatctcgctgatggagatgctgcccgccgcgcttgataccgaggggatgtcgcctgtactgggctacggaatgtttattatcggcctgttgggctacttcgggctggaccgcctgcttc+ STM3190 100 STM1456 78.431 STM3190 100
3389490 atgagccacgtagacgacggtttccgttcactgacgctgaaacgttttccgcaaacggatgatgttaacccgcttctggcgtgggaggcggccgatgagtatctgctgcaacagttggatgagacggaaattcgcggcccggtgctgatcctgaatgatacgtttggcgcgctaagctgtgcgctggcggagcattcgccatacagtattggcgattcgtatttaagcgaactgggtacgcgagagaatttacgc- STM3220 100 STM3338 61 STM3220 100
3435722 atggctcaaataccagcaaggggagattgttcccgccagctaacgcgtaaacaggctggcgacgcgtgggaagctgccgcgcgtcgctggctggaaagcaaaggactgcggtttatcgccgccaacgtgcgcgagcgcggcggcgaaatcgatctgatcatgcgcgacggaaaaacgacggtttttgttgaggtccgctatcggcgctccgggctttatggcggcgcggcggctagtgtgacccgcagcaagcaac+ STM3265 100 STM2489 65.347 STM3265 100
3461416 atgagtttatttttcgatcgtgctggattgattgctgaattgcgcacatccaatttgagctctgctattcaggagaaagtcgtgcaacaggcacgtgctgctattgcatttaaacgttgtctgcgggatatggaaacagtaaaggtgggggcatcgcggttgggcggtctacccgactggccattaggacaaagctggcctatacgaaaaaaatcggttaatgccacatctcgcgtactaaagctgaaagctgaa- STM3291 100 STM2318 60 STM3291 100
1872108 atgaggtcgttagctgatttcgaatttaacaatgcgccgctgtgtgatggcatgatcctggcatcagagatgattcgcctggattttcccacgcagtttgtctacgacgaactggaacgtctggtcagtctggcgcaggaagaaattagccagctcctgtctcaggatgagcaactggaaaaattgctggcacttttttacggcgagtgggggttcacggattcccgcggcgtctaccgtctttctgatgctttat- STM1773 100 STM4322 66.981 STM1773 100



2408971 atgacgaaagtcggtttacgcattgacgttgataccttgcgaggaacgcgtgaaggtgttccccggctgctggcgacattgcatcgccacggcgttcaggccagctttttcttcagcgtcgggccggacaatatgggacgccatctttggcgtctgataaaaccgcgatttttatggaaaatgctacgttcaaacgccgcttcgctctacggctgggatatcctgctggccggtaccgcctggccgggaaaaaata+ STM2300 100 STM2300 100
2559197 atgaaatcgctgcgtttgactttactcgcactgccgctggcggtgaccggctgctcgacgctctcctcggtcaactggtctgccgcaaatccatggaactggtttggttcctcgacagaagtcactgagcaaggcgtgggagcgctgaccgccgccacgccgctggaagagccggctattgcagaggcattagatggcgattatcgcctgcgtagcggtatgaaaaccgataacggcaacgtggtgcgctttttcg- STM2447 100 STM2447 100
4714157 atgacggtacggcagcgtctgctgtcgtatttttttaacaggttacgtatgaattacccgcaaatactctctccggtgcttaatttcctgcattgcccgacgccgcaggcgtggattgtccaggcccgcgatccgcaaaatcttcctcttctgcttaccgatcacctgatctgcgaactgaaggctgcgcaaaccgcgttgctgttggtgcgtaaatatgtcgccgataaatcgggcgccgacgcgctgctctcct+ STM4471 100 STM0049 60.784 STM4471 100
2945129 atgaccgccctttcccaaccgacggccatagatggctatcgctggcttaaaaatgacattattcgcggcacttatcagccggatgagaaactgcggatgagtttattaaccgcccgctatgcgctcggcgtagggccgctgcgtgaggcgctgtcgcaactggtggcggaacggctggtcaccgtggtgaatcaaaaaggctatcgcgtggcatccatgtcagaggcggaactcctcgatatttttgacgcgcgcg+ STM2794 100 STM0322 50.943 STM2794 100
4767265 atgcctgatttatccgccgcggagtttaccttattacagggtgcgcacctgtttgcgccagaagaccggggcatctgcgatgttctactcgcgaatggcaaaattattgccgtcggcgctggcatccccggcgatatcgtaccggactgtacggtgattaatcttagcggccgtatgctgtgcccgggctttatcgaccaacacgttcatctgatcggcggcggcggcgaagcggggccgacgacgcggacgccg- STM4512 100 STM4512 100
4853394 atgtttaataagaaaataatcatcctggcaatgttaactgccgtagcatccacaccggtatttgcccagaacacgattacgttcaatggcaaaatttacgatcaggcgtgtacggttcaggtgaatggctccacggataccaccattgatttgggtaattacagcaaagaacgcatcgcggaaaaaggcgccacaaccgattacgtgccgtttaccgtaagcctggttagctgcccggaagcagggactggcgtac- STM4595 100 STM0399 60.377 STM4595 100
3842760 atgcaaaagtttgataccaggaccttccagggcttgatcctgaccttacaggattactgggctcgccagggctgcaccattgttcaaccattggacatggaagtcggcgcgggaacttctcatccaatgacctgcctgcgcgcgctggggccagagccgatggcgactgcctatgtgcagccttctcgtcgtccgaccgatggccgctacggcgaaaacccgaaccgcttacagcactactatcagttccaggta- STM3656 100 STM2284 62.617 STM3656 100
1849952 atgacgcagccattggtcggaaaacagattcttattgttgaagacgagcctgtatttcgctcgcttctggattcgtggttttcctctttgggagcgacaacggcattggcaggcgacggggtggatgccctggagttgatggggcgttttacccctgatctcatgatatgtgatatcgctatgccgagaatgaacggtctcaaactggtagaaaacttacgtaatcgcggagaccagacgcctattctggttatt- STM1753 100 STM1767 66.667 STM1753 100
1786289 atgattatcttcaccctgcgtcggttattgctgttgctggtgacgctcttcttcctgacctttatcggctttagcctgagctattttacgccgcatgcgccgctacaaggcgcatcattatggaatgcctgggttttctggttcaacggtctgctgcactgggactttggcgtgtccagcattaacggccagctgatctccgaacagcttaaagaggtgtttcccgccacgatggagctgtgcattctcgccttt+ STM1693 100 STM3708 63.462 STM1693 100
4259901 atgaccgtactgcatagcgtggatttttttccatcaggtaaagcgcccgtggcgattgaacctcgtctgccgcaagccgctttccctgaacatcatcatgattttcatgaaatcgtgattgtggaacacggtacgggcattcatgtattcaacgggcagccgtataccatcagcggcggtaccgtgtgttttgttcgcgatcacgaccggcatttatatgaacataccgacaacctatgcctgacgaatgtactgt+ STM4048 100 STM4117 67.961 STM4048 100
4205743 atgacgagaatactcgcggctatcacgctcccattgagtatcgtattgaccatcctggtcactattgtttgctcagtaccgatcatcattgccggtatggtaaagcttcttttgcctgttcccggtatctggcgcaaggtctccattttctgcaatttcatgatgtattgctggtgtgctggtcttgcagcgctgttacgccttaatccgcacttgcaatgggatgtagaagggttagaagggctgagcaagaaaa- STM3998 100 STM2253 61.165 STM3998 100
879108 atgactcaacacacgcgaaatttttcattcaaagtgctcacaattaatacgcacaaaggttttaccgcctttaataaacgcttcatcctgccggagctgcgcgacgctgtcagaacggtcggcgccgatatcgtctgtctgcaagaagtgatgggcgcgcatgaagtacatccgctgcatatcgaaaactggccggacactacccactatgaatttttggccgacaccatgtggagcgatttcgcctatggccgca- STM0813 100 STM4451 61.765 STM0813 100
863782 gtgactaaacgctattttgtgaccggtactgatactgaagtcggtaaaacggtcgccagttgcgccttattgcaggccgcaacgcagttaggttatcaaaccgtaggctataagcccgtcgcttccggcagcgaaatgacaaccgacgggctacgcaatagcgatgccctggccttgcagcgtaacagcagcctgccgcaaccttattccgctatcaatccttatacttttgccgagcctacctctccccacatcg+ STM0797 100 STM2363 60.577 STM0797 100
102660 atgatcaattcgcccagagtgtgtattcaggtgcaaagcgtctacattgaggcgcaatcctcacctgacgatgaacgttacgtttttgcctataccgtaaccatccgcaatctgggccgggcgccagtgcagctattgggccgctactggctgattaccaatggtcatggccgtgaaaccgaagtccagggcgaaggtgtggttggcgtccagccgcgcattgcgcctggcgaagagtaccagtacaccagcggcg- STM0089 100 STM3708 66.337 STM0089 100

4251421 atgaccctgggcgcaacaggatgtgatgacaataatgttaaaaccgaggcgacgccggccgccagcagtcagcctgcgacgccagcgccttctcagacgccggaaacgcaatctggcgaaagtccagcgcagccctcagcagcgaagccagaaacggcaactcagcccccggtggcgaaaccagaaacgccagctcagccggaggttgacgctgaagaagtttatagtgaaaaaatggatgtctatatcgattgt+ STM4040 100 STM4039 68 STM4040 96.19
704422 gtgaagctgcaacttgtcgctgtcggcacgaagatgcccgactgggttcaaacgggatttacggaatatctgcgtcgttttccgaaagatatgccctttgagctgatcgaaatccctgcgggcaaacgcggcaagaacgcggatatcaaacgcattctcgacaaagagggcgagcagatgctggccgccgccggtaagaatcgcattgttaccctggatattccaggcaagccgtgggatacgccgcagttagcca- STM0641 100 STM4408 49.038 STM0641 100
302117 atgaatcttaacagtattcccgcgtttcaggacaattacatctgggtgctgaccaatgatgaaggccgctgtgtgattgttgatcccggcgaagcggcccccgtcttaaaggccattgctgaacataagtggatgccggaggcgatttttttgacgcatcaccatcacgaccatgttggcggagtcaaagagctgttgcaacacttcccgcaaatgacggtttatggaccggcggaaacgcaagacaagggagcaa- STM0261 100 STM0983 60 STM0261 100

1063917 atggaatccctgacgttacaacccatcgcgcgggtcgatggcgccattaatttacctggctccaaaagtgtttcaaaccgtgctttgctcctggcggctttagcttgtggtaaaaccgctctgacgaatctgctggatagcgatgacgtccgccatatgctcaatgccctgagcgcgttggggatcaattacaccctttctgccgatcgcacccgctgtgatatcacgggtaatggcggcgcattacgtgcgcca+ STM0978 100 STM3054 52 STM0978 100
2466293 atgaagaagaccgttctcgctttgtctttgctgataggtctgggcgcgacggcggccagttacgccgcgctcccgcaaacggttcgtattggaacagataccacctacgcgcctttctcatcaaaagatgccaaaggcgagtttattggctttgatatcgatctcggtaatgaaatgtgtaagcgtatgcaggtgaaatgtacctgggtcgccagcgactttgatgcgcttattccctcactaaaagcgaaaaaaa- STM2355 100 STM2354 85 STM2355 100
2825412 atgcgctgtaaaacgctgactgctgccgcagcagtactcctgatgttgaccgcaggctgttccactctggagcgagtggtttaccgacctgacatcaatcaggggaactatcttacacctacggatgtcgccaaagtgcgtgttggtatgacgcaacaacaggttgcgtatgctttaggcacgccgatgatgaccgatccttttggtacgaacacctggttttatgtcttccgccagcagccaggacatgagaacg+ STM2685 100 STM0866 61.765 STM2685 100

70003 atgaaaatcattaaagatgccctggcaggcacgctggaatccagcgatgtgatgatcaggattggtccatccagcgagccaggaattcggctggagctagagagtctggtgaagcagcagtttggcgcggcgattgagcaggtggtgcgcgaaacgctggcgaagctgggcgttgaacgcgcgctggttagcgtcgatgacaaaggcgcgctggagtgcattttacgcgcccgagtgcaggcggcggcgttacgcg+ STM0059 100 STM0623 66.337 STM0059 100
411417 atggtcgcggcgagtcgtatggatggtcgcgatatggtgcgccagcgtgcttctgctggcgggcgtcggaatgttattcagactgctcatgacctccgcaggatttcgctcctgactgatacccccggacgcgctttcgtcgctggcgaaagcgcgtttttatcgacagatcggcgtttatcgatcacctttgctcgccttatctctcccctcaatagcggttga+ STM0362 100 STM4293 64.356 STM0362 100

1951727 atgccgcctttaaaaaaaattgtgctgcgcctgtttgtgggggcgatggtcgccacggtaacgacacctgcattggcgctggtttgccttgaggatcactccgctaaagagtgtgctatatcgtgtgctgaggcgatgtggtttatgtttccgatatgtttttaa- STM1854 100 STM3884 58.879 STM1854 100
3765982 atgaccaatccattactaacgtctttttcactgccgcctttttctgcaattaaaccggagcatgtggtgcctgcggtcaccaaagcgttggccgattgccgggcggcggtagaaggcgttgtggcgcatggcgcgccgtatagctgggaaaacctctgccagccgttggcggaagccgacgatgttctggggcgtattttctcgccaattagccacttaaactcggtgaaaaatagtccggagctgcgtgaagcc- STM3594 100 STM1512 69 STM3594 100

STM0710 100 STM2560 84 STM0710 99.8
4549896 atgatcaatgtattaattgtcgatgacgatgcgatggtcgcggagttaaatcgccgctatgtcgcgcaaatctccggttttcattgttgtggaaccgcttcgacgctggaaaaagcgaaagagtttatcttcaacagtgaaaatcacattgacctaatcctgctggatatctatatgcagcaggaaaacggattggatctgctgcctgtcctgcacagcgcaggctgcaaaagcgacgttattgtcatttcttctg- STM4303 100 STM2785 61.905 STM4303 100
2030173 atggattccattcatggtcacgaagtgctcaacatgatgattgagtctggcgagcagtacacgcatacctcgctggaggcggcaataaaagcgcgctttggcgagcgggcacgatttcacacttgttcagcatcagatatgacggcggcggaactggtcgcgtttctggcggcgaaaggaaagtttattgcggtggaggacggtttttcaacgcatgagagtaaaatctgccgccattaa- STM1936 100 STM1908 63.107 STM1936 71.43
1778930 atgagcgaaccgttaaaaccgcgtattgattttgcagaaccgctaaaggaggaacctacgtcggccttcaaagcgcagcaaactttcagcgaagcggagtcgcgtacatttgcgcctgcagctatcgatgagcgcccggaagacgaaggcgcggcagaagcggcggtcgatgccgcgctgcgccccaaacgcagcctgtggcgtaaaatggtgatgggaggactggcgctgtttggcgcgagcgtggtcgggcaa- STM1684 100 STM2146 61.321 STM1684 100
2777793 atgattaaagagtgggcaaccgttgtctcctggcagaatggtcaggcggtggtgagctgcgacgttaaagcgtcatgcagcagctgcgcctcccgtgcgggatgcggcagtcgcgtgctgaataaattagggccgcaaaccacgcataccattgttgtgccaagcgcggagccgctggcgccggggcagaaagtcgagttgggcatcgccgaaaaaagccttttaggttcggcgttgctggtctatatgtcgcctt- STM2637 100 STM3860 57 STM2637 100
1228858 atgccgcgcttacttattttggttgccgttttattgttgagcggatgcttaactgccccgccgaaacaagctgcgaaaccgacattaatgccccgcgcacaaagttacaaagatttgacgcacttacctgctcccaccggtaagatctttgtttcggtatataacattcaggatgaaacgggccaatttaaaccttacccggcaagtaacttttctacggctgtgccgcagagcgccaccgctatgttggtcactg- STM1139 100 STM0028 67 STM1139 100
3109275 atgaccaactacagcctgcgcgcacgcatgatgattctgatcctggccccgaccgtcctgataggtttgctgctcagtatcttttttgtagtgcaccgctataacgacctgcagcgtcaactggaagatgccggcgccagtattattgaaccgctcgccgtctccagcgaatatggtatgaacttacaaaaccgggagtctatcggccaacttatcagcgtcctgcaccgcagacactctgatattgtgcgggcg+ STM2958 100 STM2271 72 STM2958 100
369379 ttgttccggactgagaccgccacaggcactgtgacgacgctaccgattgtaatcacactcactataattaaacactgctgtccgcattatttcccggctgacaaagtcctctccgtggatacattccaccttcagcgtatggaagaagctttccgcacaggcattgtcgtaacaacaacctctggcgctcatacttccccgcagattatggcgtttcagtaa+ STM2769 100 STM0324 99 STM2769 100

4379124 atgcagattcagttcaatgatgaaccgatgcagtgcgccgcagggcaaaccgtcagtgagctgctcacgcaactcaatcagcttaaaccgggcgcggcgctggcgctcaatcagcagatcctgccgcgcgagcagtggcagcagcaaatcgtgcaggaaggcgaccagatcctgttttttcaggttattgcagggggttga- STM4161 100 STM3210 49 STM4161 100
3612043 atggacgaacagcggaccacgaacgttctcttccagcgtgtttagcgcctcggcggtacgggcgatgttgcccttctccacaagcatcattaagatggtgagcttgcggaaggtaatgtcatcggtgatagacaggttcatcgtccgccccgtgcgttagagcctatccccgtaggcgtaattgttgaagccagtttggggccggacagcgcgcagaaaccggagcgtacacatag- STM3460 100 STM0665 59.615 STM3460 100
3467354 atgacaggtaaaaagcgttctgccagctcaagccgctggcttcaggaacactttagcgataaatatgttcaacaggcgcagaaaaaggggctacgctcccgtgcctggtttaaacttgatgaaatacagcaaagtgacaaactttttaagccgggaatgacggtagtcgatctcggcgctgcgccaggaggctggtcacagtatgtggtcacgcagattggcggcaaaggccgcatcatcgcttgtgatcttttac- STM3297 100 STM3807 60.194 STM3297 99.52
2128739 atgaataccttctcactacaaacgcggttgtacagcggtcagggcagcctggcggtgctcaagcgctttaccaataagcacatctggataatctgcgatggctttctggcgcactctccgctgctggataccctgcgtaacgcgctgcccgcagataaccgcatcagcgtctttagcgagataacgccggaccccaccatccacacagtggttcagggcattgcgcaaatgcaggctctgcaaccgcaggtggtg+ STM2052 100 STM2461 72 STM2052 100
4518886 atgagttgcacccgacgtcaatttattacccgcgtcggcgcgctggcggcggtcagtgggatggcaggacgcgttgtagcgaacacgttgaatattaatggcgtgcgttatggcatggtacacgatgagtcattatgcatcggctgcacggcctgcatggatgcctgtcgggaagtcaacaccgtgccggaaggcgtatcgcgcctgacgattattcgcagcgagccgcaggggacgtttcctgatgtgaagtatc+ STM4279 100 STM4036 66.337 STM4279 100
2063530 atgactgactccgcgattaacaaaaagagcaaacgctcgatttggatacctttgctggtgttgattaccctcgccgcctgcgcgaccgccggttatagctactggcgtatgcagcagcaaccgaccacgaacgctaaagcggaaccggctccgccgcccgcgccggtattttttgcgctggatacgtttaccgtcaatctgggcgatgcggatcgcgtgttgtatatcggcgtgaccctgcgtctgaaagacgaag+ STM1975 100 STM0096 69 STM1975 100
1591729 atgtcgacgaatcctttgttagaccagagtatgttgccttatcaggcaccgcgttttgatcggatcaaagattgccattatcgtcctgcttttgatgagggcgtgcggcaaaaacgcgtggaaatcgaggccatcgtcaatcatccggcggcccctgactttacgaatacgcttctggcgctggagcaaagtggggcgcttctgtcacgcgtcaccagcgtttttttcgcgatgacggccgcgcacactaacgat+ STM1512 100 STM3594 69 STM1512 100
4349954 atgattaaaaaagctacgctgctgacggcgttctccgtcacggccttttccgcttgggcgcaggacactagcccggataccctggttgtcaccgccaaccgttttcagcagccgcgcagcgcggttctggcgcccgttaccatcgtgacgcgtcaggatattgaacgctggcaatcgacctccgtaaatgatgttctgcgccgtttgcctggcgtcgatattgcgcagagcggcggcgccggacaaaactcctcc+ STM4130 100 STM0585 67 STM4130 100
672819 atgctcgacacaaatatgaaaacccagctcagggcttaccttgagaaactgaccaaacctgttgagctgattgccacgctggatgacagcgctaaatcggcggaaatcaaggaactgctggctgaaatcgccgagctgtccgacaaagtcacgtttaaagaagacaatactctgccggtgcgcaagccgtctttcctgattacgaatccaggttctcagcaagggccgcgctttgccggttctccgctgggccac+ STM0609 100 STM4153 66.99 STM0609 100

1838551 atgatgttaagtaagaaaaacagcgagacgctggaaaatttcagtgaaaagctggaggtggaaggtcgcagcctttggcaagatgcccgtcggcgctttatgcataaccgtgcggcggtggccagtcttattgtcctgtttctgatagccctgttcgtgacagtggcgcctatgctgtcgcaatttacctatttcgataccgactggggcatgatgtccagtgcgccggatatggcgtccggtcactatttcggca- STM1744 100 STM3628 66.667 STM1744 100
4282198 atggctcgactctgtacccatactgaatcaggacattacctgatggctcttgacgccggtaccggtagcgtcagagcagtaatttttgatctacaaggaaagcaaatagctgtcggtcaagcggaatggcagcatctggccgtgccggatgtgcctggttcgatggagtttgatcttgccaaaaactggcaactggcttgccagtgtatccgtcaggcactacagaaagccgccatccctgcaacggctatcgct- STM4072 100 STM2977 73.267 STM4072 100
4174605 atgacaacgacacatccatccggctttgcacctgcagcctccccacttgcccctacgatgattcatacgcctgatggggccattagcgcggggataacgtcgattccctctcagggcgacgatatgcccgcctattacgccagaccaaaagcgagcgacggcgcgctgccggtggtcattgtggtacaggaaatttttggcgtacatgaacacattcgcgatatttgccgacgactggcgctggaaggctatctcg- STM3967 100 STM1368 67 STM3967 100
4157703 atggacgtttcttacctgctcgacagccttaatgataaacagcgcgaagcggtggccgcgccacgtagcaacatgctggtgctggcgggcgcgggaagcgggaaaacccgcgtgctggtgcaccgtatcgcctggttactgagcgtagaaaacaactcgccatattccatcatggcggtgacctttaccaataaagcggcggcggaaatgcgccatcgtattggccagttgatggggaccagccagggcggaatg+ STM3951 100 STM1075 66.337 STM3951 100

98785 atgatcctcattatttatgcgcatccgtatccgcatcattctcatgcgaataagcggatgcttgaacaggcagggacgctggaaaacgtcgaaatacgttcgctttatcacctctatcccgatttcaatattgacgttgccgccgagcaggaggcgctgtcgcgcgcgagtcttatcgtctggcagcatccgatgcagtggtacagcgtccctcctttactcaaattatggatggataaagtcctcacccacggct+ STM0085 100 STM3458 59.223 STM0085 99.62
3221566 atgcttatgtctatacagaacgaaatgcctggttacaacgaaatgaaccggtttttgaatcaacaaggggccggtctgaccccggctgaaatgcatggtttaatcagcgggatgatttgcggcggcaacaacgacagctcatggcagccgctgttgcacgacctgacgaacgaaggtctggccttcgggcatgagcttgctcaggcgctgcgcaaaatgcacgcggcgaccagcgacgcgctggaagacgacggct- STM3059 100 STM1733 65 STM3059 100
2059909 atgtctaatgaattgccgtggcaagtctggacccccgacgatctcgccccgccgccagaaacttttgtgccggttgaggctgataacgtgaccttgacagaagatacgccggagcccgaactcactgccgaacagcagctggagcaggagctggcgcagctaaaaatacaggcccatgaacaaggttataacgccgggctggcggagggacggcaaaaaggacacgcgcagggataccaggaagggttagcgcagg+ STM1971 100 STM0213 63.303 STM1971 100
2544202 atgagtaagatttatgaagataactcgctgactatcggtcatacgccgctggttcgactgaaccgtatcggtaatggacgcattctggcaaaggtggagtcgcgcaacccgagcttcagcgtcaagtgccgtatcggcgccaacatgatttgggatgccgaaaagcgtggcgtactgaaacctggcgtggaactggtggagccgaccagcggcaacaccggtattgcgctggcgtatgtcgccgccgcgcgcggt+ STM2430 100 STM2440 76.238 STM2430 100
2546619 atgatttcaggcattttagcatccccgggtatcgctttcggcaaagcactgctgctgaaagaagacgaaatcgtcattgaccggaaaaaaatttctgccgacaaggttgatcaggaagttgaacgttttctgagcggtcgtgccaaggcatctgcgcaactggaagcgatcaagacaaaagctggtgaaacgttcggtgaagaaaaagaagccatctttgaagggcatattatgctgctcgaagatgaggagctg+ STM2432 100 STM4110 83.168 STM2432 100
1815130 atgcattaccaaccgaaacaagatctattgcaaaaccgcattattctggtcactggcgccagcgatggcattgggcgggaagccgcgctcacgtatgcgcgttacggcgcaacggtgattctgctgggacgcaacgaagagaaactgcgtcgggtcgcgcagcacattgctgacgagcaacatgttcaaccacagtggtttacgctcgatctgctgacctgcaccgctgaagagtgccggcaagtggccgaccgca+ STM1717 100 STM3157 91 STM1717 100
3097228 atgcagtacccgattaacgagatgttccagaccctacaaggcgagggttattttaccggcgtccccgctatttttattcgtttacagggatgtccggtcggctgtgcctggtgtgatactaagcatacctgggataaactgagcgatcgggaagtgtctctgttcagcattctggcaaaaaccaaagagagcgacaaatggggtgctgcgagcagtgaagacttgctggcagtaattaatcgtcagggctataccg- STM2951 100 STM1975 62.136 STM2951 100



3093296 atgtccaccacgttgtataaagatttcacctttgaagccgctcaccgcctgcctcacgtgcctgaagggcataagtgcggccgcctgcacggacactcgtttatggtgcgtctcgaaattaccggtgaagtcgatccgcataccggttggattatggatttcgcggatctcaaagcggcgtttaaaccgacttacgatcgtcttgatcactactatctgaatgatattccagggctgtccaatcccaccagcgaag+ STM2949 100 STM4541 71.963 STM2949 100
4222974 atgtataattcaatggatgaagtccccgtctcgctgcacgcgtcgattgacacaggcgatggcgaattcgatatgaatgcgctaattagtaataacgctcatattctttttattgtgctggactcgttacgctacgacattgcgcttcaggaacaaaccgccggaaatacgcccaaccttaatcattatggacaatggacgaaatgcgaagcggccggtaattttacctggccttcgcatcacgccatgttttcag- STM4013 100 STM0573 93 STM4013 100
2008212 atgcgtaaatggctggcgttgttgctctttcccctgacggttcaggccgcaggcgaaggcgcgtggcaggatagcggtatgggtgtaaccttaaattaccggggtgtttccgcatcgtcttcgccattgtcggcgcgccagccggtttccggtgtgatgacgctggtcgcctggcgttatgaactgaatggcccgactcccgcgggcttacgggtacgtttatgttcccagtcccgttgcgtagaacttgatggtc- STM1912 100 STM0736 62.617 STM1912 99.24
1751131 gtggaagccattaagggatcggatgtgaacgtgccggatgccgttttcgcatggctactggatggtcgtggtggagtaaaaccgctcgaagataatgatgtgatcgatagtcagcatccctgttggctacatcttaattatacccacccggacagcgcccgctggttggcttcaacgcctttactccccaataacgtgcgtgatgcgctggctggtgaaagctcgcgcccgcgcgtaagtcgtatgggggaaggg- STM1656 100 STM2494 54 STM1656 100
1631871 atgatgagtagtattacaaaaagcatacagaatgaatatgttttattgatggaaaacgctttttctgaaaaatataaatatgcattcagaaatttagaactaaaagaattacgtagattcatcctgaaagagctaattagctctcccgagttagataatcaacttacaaacctaatcgtgttgctaaataaattttgggatactcacgccgcggcgcttataacagaagtgcgggcgtctaaaagttatcgatta- STM1554 100 STM4491 50.495 STM1554 100
1894856 atgtaccacggtcaattaaagaacatattacttttatcactaaggtttatcatggataagttatcttacgcttcagatagcagcacatctgcctggaatacctacctgcaacaaatcgagcgtgtggccccttatctgggcgagttatccccctgggtggatactctgcgccacccaaaacgcgctctgatcgtcgatattccggtacaaatggatgatggcactattcgtcatttcgaaggatatcgcgtgcag+ STM1795 100 STM1655 64.762 STM1795 100
1929501 gtgaccattgctattgttataggcacacatggttgggctgcagagcagttacttaaaacagccgaaatgctgttaggcgagcaggaaaacgtcggctggatcgatttcgttccaggcgaaaatgccgaaacgctgatcgaaaagtacaacgctcagttggctaaactcgataccagtaaaggcgtgctatttctcgttgatacatggggaggcagtccgtttaatgctgccagccgcattgtcgtcgataaagag+ STM1830 100 STM3771 64 STM1830 100
1951339 atgatgcggcctgaagagatttatcagcgaatagaggcaaagaattggcggcatgtctgggtggttggcgatattcacggctgtttttcaatgttaatgaaaaggttacgtgagtgtcgatttgatccgcaacaagacttgttagtttctgtgggcgatctcattgatagaggcccggacagcctgggctgcctggctttactgcgtgagtcctggatgacggcggttcgcggcaatcatgaacaaatggcgctgg- STM1853 100 STM2907 67 STM1853 100
1995008 gtgaaggataaagtgtacaagcgccccgtttcggtcctggtggttattttcgcgcaggatacgaaacgggtgctaatgttgcagcgacgcgacgacccggatttttggcagtcagtgactggcagcatagaagaaggggagaccgcgttgcaggccgccgtgcgtgaagtcaaagaggaggtcacgattgatgttgcggcagagcaactgaccttaatcgactgccaacgtacggtggagtttgaaattttttcac- STM1900 100 STM0994 60.784 STM1900 100
959571 atgcttgagtatttacctgaactgctaaaagggctacacaccagcctgacgctgaccgtggcttctattgccgtcgctttggtgctggcgttagtttttaccatcatcctgacgctaaaaacaccgttcgtggtgtggctggtgcgcggctatatcacgctgtttaccggtacgccgttgttggtgcaaattttcctgatctactacggacccggtcaattcccgacgctgcaagagtatccactactctggcatc- STM0888 100 STM2352 86 STM0888 100
582329 atgagtgaaactaaaaaatccggaattgattactggaaacaaattgttgtcgtaatgagtctgggctgggtagcgatttggatctatcgcaccgtgcttacgccaatttatccagaaattcaggcatctttagacaatgtaagtaatgctgaaataggcgccattgcaagtttttacttttttgcttactgcagtatgcaaatcccttgcggaatattggtcgataaattcggtcaaaaaatcatgctgatggcc+ STM0520 100 STM3776 63.107 STM0520 100

1089596 atgtttgagaacataaccgccgctcctgccgacccgattttgggcctggccgatctgtttcgcgccgatgaccgtccagggaaaattaaccttggcattggcgtatataaagatgaaaccggcaaaacaccggtgctcaccagcgttaaaaaagccgagcagtatttactggaaaatgaaacgacgaaaaactatctcggcattgacgggattccggaatttgctcgctgcactcaggaactgctgttcggcaaa- STM0998 100 STM4248 67.327 STM0998 100
650732 atgccatctcttaatgtaaaacaagaaaaaaatcagtcatttgcaggttattcactgccgcccgccaacagtcatgaaatcgatttgtttagccttatagaggtgttatggcaggcgaaacgtcgtattcttgctaccgttttcgcctttgcgtgcgtggggttgcttctgtcctttctgctgccgcaaaaatggaccagccaggcgattgtcacaccggcggagtcggtacagtggcaggggctggagagaacg+ STM0589 100 STM3340 73.077 STM0589 100
383596 atgtcccccaccattaatttgaaccgcaaaagccttgcgctattgatcgccatagtttgctcaggctccgcgcaaggtgaagagtattattttgatcctgcgctacttcagggggccacttacggacaaaatattgcccgttttaatgaacggcaaacgccttccggagactatcttgccgacgtttacgttaatggcacgctggtaacctcgagcactaatattcgatttaatgctgtaaaagagggtcaacag- STM0338 100 STM0196 64.078 STM0338 100

1635947 atggattttaaccagattatcaatcgcaacaatactggttcggtaaagtgggattttattgagcgtcactttggcgatggcgcagggaaactgctgccgatgtgggtttctgatttcgattttgcctgcccgcctgaggttcaggcggcattgcatcagcgaatcgagcacggcgtatttggctatagcgaacgcgatgaggcctattttaacgccctgcttcactggttttcatcacgccaccagctcacgtta+ STM1557 100 STM2242 61.905 STM1557 100
1841356 gtgatagcaaaagcagtgacagacctggcagtacaccaccagtgctgcacaggaaccctgacgggattaaacaggctggtaaaaaccagtaattataatgagtggagtacaaacacaatgtctaacatcacgaaaaaaagtttgattgcagcgggaatactcactgcgctcatcgccgccagcgccgcgactgcggcagacgtgcccgccggcgttcagttagccgacaagcaaacgttggtacgtaataacgga- STM1746 100 STM1679 77 STM1746 100
1885946 atgaataacgaggagaccttttatcaagccatgcgtcgtaagggagtgacccgacgcagctttctcaaattctgtagccttgccgccacatcgctgggactgggcgccggaatgacgccaaagatcgcctgggcgctggagaataaaccgcgaattccggtggtctggattcatggactggaatgcacctgctgtaccgaatcctttatccgttcctcgcacccgctagccaaagatgtgatcctctcgctgatt+ STM1786 100 STM1539 87 STM1786 100
1926482 atgggcgaaatttttatctcttcctcgtcgactccacgtttccccactacacttgctgtgtcgcggttggcttttgtcgccaacgcttattgggcggcccgcatgcaaacagcacaacggatcatcaatcattatcgccgtaatcgtttcattgtttgcacgatttgtgcactggtcacgctcattcttacgctgagcatccgatttatttcggagcggaacttaaatcaccatcgcacggttgcattcgcgaat+ STM1827 100 STM0468 67.327 STM1827 100
1745649 atgcaaacaattgacggtaatggcgcagtagcgtcggtggcgttccgtaccagcgaggttatcgccatttacccgattacgcccagttcaacaatggctgaacaagcggatgcctgggccggcaatgggcttaaaaatgtctggggcgatacgccgcgtgtggtagagatgcagtcggaaggcggcgcgatcgccgccgttcacggtgcgttacaaaccggttcgctttctacgtcatttacatcatcgcagggg+ STM1651 100 STM3882 72 STM1651 100
1771900 atgaaacaatccaataatcaggtgggtgaaaaagtattggtgctgggcgcgggacaactgggggcgtcagtgctggcgtcgttggttccggcggtcacacagcgtaatggttccgttagcgttattgtgtcagggcgatccagggataaacagagcaaacgacgttccagcattcatcaacaactggcagatgccggtgcgcggtttatcccggtcgacatcgcaggcagttcggttgcagcgttaaaagatcaa+ STM1678 100 STM2894 60 STM1678 100
557791 atgtttagaaaagcagttacgcttcttttcctgctttctcccgccgtcagttatgcagggttatttgattccactccagagttaaaatgtggcaacgataatgcagtcacggcggcaaaagaatggatttacaatgaagcattaggtcgtttacagcaagactatattaaagagccctccacgcttttcttcgatatcccccagactcaatacgagcaacaactccgggctattcctgttcaattcagtgatgtaa- STM0497 100 STM0497 100

3137161 atgaacgcttttaatcccacgcagtttcgcgcgcagtttcccgcgctagccgatgcgggtgtttatctcgatagcgccgccacggcattaaagccacaggcagtcattgacgccacgcaccagttttattgtttgagcgccggtaacgttcatcgtagccagtttgcgcaggcgcagcgcctgacggcgcaatatgaagcggccagagcaaaagcagcgcggctgttaaacgcgcccgatgaaaaaagtatcgtc+ STM2984 100 STM1373 70 STM2984 100
STM2703 100 STM2706 100 STM2703 100

309937 atgaaaaaaactgacacgcttcctgctaccctgtccgcgctgatacaggaatactctattgcggaggggattcagatggcggagcagcaggttcgggaaaatccggcgaaagcgctctgccgccacagcctgtttcagttgctgtgtgtggccggagactggtcgcgggcgctacaccagcttcagctatgcgccaggatggaggccaattatacccaggaggcccggctgtaccgggagctggttcgctgcgaaa- STM0270 100 STM0270 100
465160 gtggcacaggaatacactgttgaacaactaaaccacggccgtaaagtctatgactttatgcgctgggacttctgggcattcggcatctccgggctgttgctgatcgcggccattgtcattatgggcgtacgcgggtttaactgggggctggatttcaccggtggtacggtaattgaaatcacgctggaaaaaccggctgaaatggacgtgatgcgcgaagcgctgcaaaaagcgggctatgaagagccgcagttg+ STM0408 100 STM2758 62.385 STM0408 100

3311665 atgagtcatgatccaaaaccgctgggcggaaaaatcatcagtaaaccggtcattatttttggaccgttaatcgtcctgtgtatgctccttatcgtgaagcgtctggtcttcgggttgggctccgtttccgacctgaacggcggtttcccgtggggcgtctggattgcctttgacctgttgatcggcaccggctttgcctgcggcggttgggcgttggcatgggcggtgtatgtctttaaccgtgggcaataccat- STM3148 100 STM3148 100
2976497 atgactgacagtgaactgatgcggcttagcgagcaggtcgggctggcgttaaaagcgcgcggggcgaccgtaacgacagcagagtcctgtaccggcggctggctggcgaaagccattaccgacatcgccggaagttccgcctggtttgaacgcggctttgtcacctatagtaatgaagccaaagcgcagatgattggcgtgcgtgaagagactctggcgcagcatggcgcggtcagcgaacccgtagtggtcgaaa- STM2830 100 STM1514 67 STM2830 100
3820249 atggctgttcaaaataaaaaacgcgcaaagttgattgatgttgcccgccatgcaggcgtgtcgccagggacagtatccaatgcattgcacaacactcgctttgtcgagccgcagacgcgacggcgtattgaagaggccattgctgcgctcaactacacgccgaatattcgcgctcgccagttacgaaccggcaaaaccaataccattgctttgctctcttcggtgccgctggcgattgcctccggcgcatcacga+ STM3633 100 STM2191 66.019 STM3633 100
4799565 ctgaacaatcaggagaaaaatatgttgggttttaatcaggacgagtacctgacgagtgctcgtgagatcatcgctgcgcgccagaaggcagaacaggttgctgacgagatttatcaggccgggttcagttctttatttttcgcctctgttggcggttcactggcgccaatgatggcaattaatgaatttgccaaagaattaacaacgttgccggtttatgttgagcaggcggcagaattaattcataaaggaaat+ STM4540 100 STM3601 61.111 STM4540 100
3930291 atgaatcgctatgcattattccttgtatgtatattttcaacatcagcacttcctgccatggcggcattagatccttcacaaccgttatcacccgcgcctccgttatcactgtttaaagcgtgggctaagcctataaagccgtttcaaatcacagaaggcgtgtggtatgtcggtacgaaaaatctctcttctattctgctgaccactccggcagggcatattcttattgatgcggggttggatgaaagcgcaccgc+ STM3737 100 STM2757 61.765 STM3737 100
3333104 atgcgaatactcaccaatgcactgaacaaaatactggccgggtgctgctgtattattctggcggtcatggttgcctgcgtatcctggcaggtggcggcgcgctttatattcaacgcgccaagcagcacgctcgacgaattcacccagattctttttatgtggatgattctgttaggcggcgtctataccgccggattaaaaaaacatttagctatcgatttgttagcgcaaaaactctcccgaacgcccgccctca+ STM3170 100 STM4053 82 STM3170 100
3167879 atgagtgagtcagtacgtactaacacctccatctggtcgaaagggatgctgtcggtgattgtcgcgcagtttctctcggcttttggcgataatgcgctgctgttcgcgacgctggcactgctgaaagctcagttttacccggactggagccagcctgttttgcaaatggtgtttgtgggcgcttacattctttttgcgccgtttgtcggccagatagcggacagctttgccaaaggccgggtgatgatggtcgcc- STM3009 100 STM1256 63.462 STM3009 98.53
3238384 atgtcctcacgtaaagagcttgccaatgctattcgtgcgctgagcatggacgcagtacagaaagccaagtccggtcacccgggtgccccgatgggtatggctgacattgccgaagtcctgtggcgtgatttcctgaaccacaacccgaccaacccgtcctgggccgaccgcgaccgcttcgtgctgtccaatggccacggctcaatgctgatttacagcctgctgcacctcaccggttatgacctgccgatgtcc- STM3076 100 STM2474 85 STM3076 100
2992175 gtgactgacgttttactctgtgtcggcaacagcatgatgggcgacgacggcgcaggcccgttactggcggaaatgtgcgcggcgcagccgaagggcaactgggttgtcatcgatggcggcagcgcgccggaaaacgacattgtggcgattcgcgaactgcgcccgcagcgtctgttgattgtcgacgccaccgatatgggacttaatccgggcgagatccgcatcatcgatccggatgatatcgccgaaatgttta- STM2845 100 STM2845 100
3835421 atggcgacaggtaagtcctgctctcgctggtttgcgcctgttgtggcgttattaatggtgtttagcctgagcgggtgttttgataaagaaggcgatcagcgcaaagcgtttgtcgatttcctgcagaatacagcaatgcgtagcggagagcgtttaccaacgctgacggccgatcagaaaaaacagtttggtccgttcgtgtctgattacgcgatactgtatggctactcgcagcaggtaaaccaggcgatggatt- STM3647 100 STM2216 63.107 STM3647 100
3869511 atgacgaacaatcccccttcaacacgtattcagccaggtgaatacgggtacccactgaagttaaaagcccgctatgacaattttattggtggtgactgggttgcgcccgccgacggcgaatattatcaaaacctgacgccagtgaccggccagccgctatgtgaagtcgcttcctccggtaaaaaagatatcgatttagcgctcgacgccgcgcataaggcgaaagataagtgggcgcatacgtcagtacaagac- STM3680 100 STM1597 77 STM3680 100
3969653 atgacgccgaatatctatcaacaactggggttgaaaaaggtcattaacgcctgcggcaaaatgaccattctgggcgtctcaagcgtcgcgccggaggtcatgcaggccaccgcgcgcgcggcttccgctttcgtcgagattgacgcgctggtggaaaaaaccggcgaactggtatcgcgctatacgggtgctgaagatagctatatcacctcgtgcgcctcggcgggtattgccattgccgtcgctgccgctatc- STM3768 100 STM4446 75.248 STM3768 100
3132706 atgaaagcggcacgccaacaagcgatagtcgatctgctgatcaatcataaaagtctgaccaccgaagcgctggccacccggcttaacgtcagtaaagagaccatccgccgcgatctcagtgaactacagacgcagggaaaagtgctgcgtaatcacggacgagctaaatatattcatcgtgaaaatcaggacagcggcgatccattccatatccgcctgaaaagccattatgcgcacaaagccgatattgcccgtg+ STM2979 100 STM2414 61.538 STM2979 100
3191830 gtgcttcgtttaacaccaggcgtttattattcatacgaatcttttctgaacgctttcattaataccctcagagttgttttcagcctttgcaaaataattctcattcacccaaaggacatattatctatgcgtaataaaataatacttgccatggcggctgccggtatgatgtatggtgcttctgtatttgccgccgatactacacccacagcaggcccgttcggctcaggtaaaattcttttcactggtaccatca- STM3029 100 STM3029 100
2300357 atgggttccaaaactaaaaccacagaagcgcccgcgctacgtcgcgaattaaaggcgcgtcacctgacgatgattgccattggcggctccatcgggacaggtcttttcgttgcatctggtgcgacaatttctcaggcggggccaggcggcgcgctgttttcttatattctgattggtttgatggtctacttcctgatgaccagtcttggcgagctggcggcctatatgccagtatctggctcgtttgcgacatat- STM2200 100 STM3930 73 STM2200 100
2336605 atgcacagaattgatacgcccactgcgcaaaaagataaatttggtcaggggaaaaacggatttacgaatggtgatcccgccacgggccgccgcgcaacggatctcaacagtgatatgtgggatgcagtccaggaagaggtctgtactgttattgaagccgccggcataccactcagtaaaggcgaacatacgcagcttcacgccgccattggcaggttgatctatgaacaggttaaaacccgtcttgaaaaaaat- STM2235 100 STM2235 100
2309634 atgcggggagaaaatagtgaaattgatttagtcgacgtttccttattccttataagaaaatggctaagtatcatgatcgctacctttatttttgttgccattggctatgtttttgtgagcgtgcagcatgatacaaaggttgtgagtatgacaatcaaacctaatctggatacgcctgctacctatgcgttatgtggctatactaatgatattcaatgtaaaacaacggttatccttaaccagtttagccgtttct- STM2208 100 STM0849 51 STM2208 100
3925177 atgaaaaaaatcgacgttaagattctggacccgcgtgttggtcagcagtttccgctgccgacttatgctacttctggttctgccgggcttgacctgcgcgcctgtctcgacgacgccgtagaactggcgcctggcgcaacgacgttggtacctaccggactggccattcatatcgccgatccatcactggcggcagtcatgttgccgcgttcgggcctgggccataaacatggtatcgtgctgggcaacctggtcg+ STM3731 100 STM1895 66 STM3731 99.35
3593493 atggaaactatcgctaaacatcgccatgctcgttcttctgctcagaaggttcgccttgttgctgacctgattcgcggtaagaaagtgtcgcaggctctggatattctgacctacaccaacaagaaagcggctgtactggtcaagaaagttctggaatctgccattgctaacgctgaacacaacgatggcgctgacattgacgatctgaaagttacgaaaattttcgtagacgaaggcccgagcatgaagcgcatta- STM3435 100 STM4283 61.538 STM3435 100
4608717 atgcgtaagtcagttattgcgattatcatcatcgtgctggtagtgctctacatgtccgtctttgtggtcaaagagggcgagcgcggcattacgctgcgttttggtaaagttctgcgtgacgatgagaacaaaccgctggtttacgcgccgggtctgcactttaagatcccgtttattgaatcagtgaaaatgcttgatgcgcgtatccagacgatggataaccaggccgatcgctttgtgactaaagagaagaaa+ STM4364 100 STM0470 59.804 STM4364 100
3583260 atgcgccatcgtaagagtggtcgtcaactgaaccgcaacagcagccatcgccaggctatgttccgcaacatggcaggttcactggttcgtcatgaaatcatcaagacgaccctgcctaaagcgaaagagctgcgtcgcgtagttgagccgctgattactcttgccaagactgatagcgttgctaatcgtcgtctggcattcgcccgtactcgtgataacgagatcgtggcaaaactgtttaacgagctgggcccgc- STM3414 100 STM3414 100
1019729 atgcgtgctaagggaaagaaatttaaaaagcgttatctggtcattattttaattcttttagtgggggggatggctggctggcgaatgataaatgccccgctgccaacttatcagacattaatcgtgcggccaggcgatcttgaacagagtgtactggcgactggaaaactggacgcgttgcgtaaagtggatgtcggcgcgcaggtgagcggccagttgaaaacgctgctggtctccattggcgataacgttaaa+ STM0941 100 STM0941 100
4610394 atgggtaacaacgtcgtcgtactgggcacccaatggggtgacgaaggtaaaggaaagatcgtcgatcttctgactgaacgggctaaatatgttgtacgctaccagggcggtcacaacgcaggccatactctcgtaatcaacggtgaaaaaaccgttctccatcttattccatcaggtattcttcgcgagaatgtaaccagcatcatcggtaacggtgttgtgctgtctccgagcgcgctgatgaaagagatgaaa+ STM4366 100 STM1992 56.436 STM4366 100
3416355 atgaaaatcgtaattgcccccgactcctataaagaaagcctttctgccgccgaggtagcgcaggcgatagaaaaaggatttcgggaaattttccccgatgcgcaatatgtctctgttccggttgccgatggcggcgaaggaacggtcgaagccatgattgccgcgacgcagggcgttgaacgcgccgcatgggtgaccgggccgttgggtgaaaaagtgaaagcctgctggggaatgtccggggatggtaaaacc- STM3247 100 STM2959 79 STM3247 100
3312641 gtgaacagacgtgactttattaaagcagcctccggtggagcattgctgttgggcgccgcgccgtctgtcagccatgcggctgcagaaaaccgtccgccgattccaggttcgctgggtatgctgtatgactccactctgtgcgtgggctgtcaggcctgcgtcacaaagtgtcaggatatcaacttcccggcgcgtaacccggaaggggagcagacctggtcgaacaacgacaagctgtcgccgtataccaataac- STM3149 100 STM4036 68 STM3149 100
2979839 atgacacgggttcgcattgagaaaggcgccggcggctggggcggcccgcttgaactggacgttacgccagacaaaaagatcgtctatatcacagccggtacgcgcccggcgatcgtcgacaaactggcgcaactaacaggctggcaagcggtggacggctttaaagaaggcgaaccgccggaagcggagatcggcgcggccattatcgactgcggcggtacgctgcgctgcggtatctatccgaaacgccggatt+ STM2833 100 STM2752 73.267 STM2833 100
4688704 atgccttcgatttttgagaagtatcaattaaaacaggtgattaacgcctccggacgtatgacggcgctcggcgtctctacgccgcgcccggaagtgatagacgcggcgatggccggaatgaatcagtatttcgagatgaaagatctggtgaataaaaccggtgagtacattgcgaaattgctggaggtggaaggggcgacggtagtctcctgcgccagtgcgggccttgcccagtcggttgccgcggtactggtt+ STM4446 100 STM3768 75.248 STM4446 100



4835658 gtggcaaaagctcccaaacgcgcctttgtttgtaatgaatgtggtgccgattacccacgctggcaggggcaatgcagcgcctgccatgcctggaacaccattaccgaggtgcgccttgccgcgtcgccgacggtggcgcgtaacgaacgtctgagcggatacgccggcagtgcgggcgtatcaaaagtgcagaaactgtctgacatcagtcttgaggaactgccgcgcttttctaccggttttaaagagtttgac+ STM4579 100 STM4579 100
400848 atgagtcagtcagaaaatcgtcacgacacgataagcttacttattgaaggtatgacctgcgcgtcgtgcgtcgctcgcgttgaaaaaggtattaaggctgtgcctggcgtaacggacgctacggtgaatctggcgacggagcgcgccaccgtccgcgggacggcgtcggcggaggcggtgatcgcggcgattgaaaaaacggggtataaggcgcgaccgatagagacggcggggcagggcgaagacgactctgaa+ STM0353 100 STM0498 81 STM0353 100

2991678 gtgttacacggcaaaggttgtaagaaggacgtgaagattatcgtatggagcggactgctatttctctgcctcgccgcacgcgcactggccaccggtgttgtcggttacctgccgatgagcgacggtgaatatgcgcaaaagcgtgcgctgaagccgctgttgaccctgccttattctgtatcgcccgaccagacctggcactttcgccaggtcggagtcagtggcgtgacgctactgccggagccgaaaaaagata- STM2844 100 STM2844 100
2308904 atgcacaacagtcccgccgccgctgcgcctaaatcgtttgacctgacgtctaccgcctttttgatcgtcgcttttctcaccggtattgccggtgcgttacagacgccgacgctcagtatttttctgacggatgaggttcacgcccgtcccggcatggtgggtttcttttttaccggcagcgcggttatcggcattatcgtgagccagtttctggcgggtcgctcagataaaaaaggcgatcgcaaaaaactgatc+ STM2207 100 STM0264 65.766 STM2207 100
2172239 atgacagcaaataacctgcgtgagcaaatctctcagcttgtcgctcagtatgcgaatgaggcattgagcccgaaaccttttgttgcaggtacaagcgttgtgcctccttccgggaaggttattggtgccaaagagttacaattgatggttgaggcgtctcttgatggatggctaactactggtcgtttcaatgatgcctttgaaaaaaaacttggggaatttattggggttcctcatgttttaacgacaacatct- STM2090 100 STM2421 88 STM2090 100
2174123 atgaaagcggtcatcctggctggtggacttggtaccagactaagtgaagaaacaattgtaaaaccaaaaccgatggtagaaattggtggcaagcctattctttggcacattatgaaaatgtattctgtgcatggtatcaaggattttattatctgctgtggttataaaggatatgtgattaaagaatattttgcgaactacttccttcacatgtcagatgtaacattccatatggctgaaaaccgtatggaagttc- STM2092 100 STM2092 61.165 STM2092 100
2247627 atgaaacgttcacttattgctgcttctgtattgtctgctgtatttatgagcgctggggcttttgctgttgatgagtatgattcaggcgttctgaatattaacggaaaggtggttggtactacctgtcaatttttgggtacgaacaccgctgaaattagactgaatgaaattggtgcggataaaataattaatttaaccccgggtcagatttatgacgcagtaactaatcaaactcagatgccgttgaaaataaaat- STM2152 100 STM2402 60.194 STM2152 100
1863941 atgagtcacttatccgccccggaaagggcaactggcgctgttatcacggaatggcgtccggaagatccggcattctggcagcagcgcggccatcgtgtcgccagccgtaatttgtggatttctgtgccgtgtttactgctggcgttttgcgtctggatgctattcagcgcagtggcggtgaacctgccgaaagtgggatttaattttacgaccgatcagctctttatgttgactgcgctgccatctgtttccggc- STM1765 100 STM1576 81 STM1765 97.49
3856637 atgaaagtaactttcgaagagttaaaaggggccttctaccgcgtcttgcggtcgcggaatattgcggaagataccgccgacgagtgcgcggaaatgttcgctcgcaccaccgagtccggtgtctattcccacggcgtgaaccgctttcctcgcttcatccagcaactggataacggcgacattattcctgatgctaaaccgcagcgggttaccagcctcggcgccatcgaacagtgggatgctcagcgcgctatc+ STM3668 100 STM3857 58 STM3668 100
3742363 atgctttggtcgtttatcgctgtctgcctgtccgcatggctgtatgtggacgcctcctatcgcgggccagcctggcaacgctgggtttttaagcccgtcacgttattactgttgctgttactggcctggcaagcgccgatgtttgacgccatcagttatcttgtgttggccggactgtgcgcctcgctggtcggcgatgcgttaacgctcttaccgcgtcaacgcctgctgtacgccgtcggggcatttttcttat+ STM3575 100 STM3478 51.923 STM3575 100
3505780 atgactacgttagcaatcgatattggcggtactaaacttgccgccgcgctcatcgacaacaacttgcgcattagccagcgtcgcgagctaccgacccccgcgagcaaaacgccggatgcgttacgtgaagcattaaaggcgctggttgaaccactacgagcagaggcgcgtcaggtagcgatagcttctaccgggatcattcaggaagggatgctgctggcgctaaacccccataatctgggcggcttgctacact- STM3336 100 STM3681 65.049 STM3336 100
3395856 atggaactactgactcaattgctgaatgccctgtgggctcaggactttgaaacactggccaatccttccatgattggcatgttatattttgtgttatttatgattttgtttctggaaaatgggctgctccctgccgcctttttgcctggcgacagcctgttgatcctggtcggcgtgctgatcgccaaaggcgcgatgggttatccacaaaccattttgctgcttaccgtcgcggccagcctgggttgctgggtca+ STM3226 100 STM3162 77 STM3226 100
1487473 atggtgcaagaaatagagcaatggttacgtcggcatcaggtgtttactgagcctgcatatttaggggagaccgccatattacttgggcagcagtttatattatcgccttacctggtgatctatcgtattgaggcaaaagaaatgattatttgtgagttcaggcgcctgacgcccgggcaacctcgaccacagcaattgtttcacttactgggacttttacgcgggatatttgtgcatcacccgcagttaacatgtt+ STM1402 100 STM0724 61.386 STM1402 100
1203567 atggcgggtaaactgcggcgttggctgcgtgaagccgcggtttttctggcgctcctcatcgcgataatggtggtcatggacgtctggcgcgcgccgcaggcgcctccggcgtttgccacgacaccattacgtacgctgacgggagagtcgacaactctggcgacattgagcgaagaacgccccgtactgctctatttttgggccagctggtgcggggtatgccgctttactacgcctgcggtcgctcgcctggcgg+ STM1116 100 STM2649 62.136 STM1116 100
858175 atgaacaccatgacactcactccggggcagttaagtctctctcaactgtacgatatctggcgtcatccggtacagcttcggctggacgccagcgccattgacggcattaacgccagcgtcgcgtgcgtcaatgatatcgttgccgaagggcgtaccgcctacggcatcaacaccggtttcggcctgctggcgcagacgcgcatcgctgatgaagacttgcaaaatctacagcgatcgttggtgctgtctcacgcc+ STM0791 100 STM3478 63.107 STM0791 100
904817 atgaatatgaaattaacaacgcttttcgcggcggctttcgctgtagttggtttttgtaaaacagcctcagcagtcacttacccgctgcctaccgatggtagccgtttaattgggcaaaatcaggtcatcaccgttccggagggcaatacccagccgctggagtattttgccgcggagtaccagatggggctctccaacatgctggaagccaaccctggcgtggataccttcctgccgaagggcggtaccgtgctg- STM0837 100 STM2015 79 STM0837 100

3219643 atgagcgtcattatcgttggcggcggcatggcaggcgcgacgctggcgctggccatctctcagttcagtcatgggacgttgccggtacacctgattgaagcgaaagcgcctgaagccgacggtcatcccggctttgacgccagagcgattgcgctggcggcgggcacttgtcagcaactggcgcgaattggcgtctggcaggcgatttccgattgcgcaacggcaatcaacaccgtacacgtcagcgatcgcggc- STM3057 100 STM0671 64.706 STM3057 100
1191826 atgggcaagttagcgttagcagcaaaaattacccacgtgccgtcgatgtatctttctgaactgccgggaaaaaatcacggttgtcgtcaggcagccattgatgggcatattgaaattggcaagcgttgccgcgaaatgggcgttgacaccattatcgtattcgacacccactggctggtgaatagcgcttaccacattaattgtgccgaccatttccagggcgtctataccagcaacgaattgccacactttattc+ STM1103 100 STM3300 61.765 STM1103 100
853064 atgcggcaacttttaccgggcgatactgtctggcgaaacatcaggctggcgacaatggacccgcagcagcaagccctgtacgggctggtggataatcaggcgctgattgtgcgcgaagggcatatttgcgatatcgtgccagagacgcagcttcctgtcagcggggacaatatccatgatatgcagggacgactggtaaccccgggacttatcgattgccacacgcatctggtgtttgccggtaaccgcgccgca+ STM0787 100 STM0787 60.577 STM0787 100
894623 atgcggtggaccctgttcatccttttttgtctactgggcgcacctgcccatgcggtcgccatacccggcgtgaccacggggacatcaaccagccagcaagcagcgccagagcccagtcctgaacaaaaaaaagcggcctatgcggccctggctgacgtactggagaacgaggcttcacgtaacgaattgatagcgcaactccgcgaagcctcaaccacgccgccgaccgagccagcgccagcgcttgcgccgcct- STM0827 100 STM3787 62.857 STM0827 100

1691644 atgaagaaatcagatggtgaaattcacgaaaagacagcatcctggggcattttgcagtcagaatggctaaggaaatgtggacggctattattgctgttactttaccgtttcgttatcggatgggctttttttcagttacttgccatgatcgtggcagggatatttttgttaggcatcttattatttcatcccataatatttgtacagactatcgcaattactgagaagttaaatcatgcttcgcttgatttatggc- STM1601 100 STM3544 59 STM1601 100
3426631 atgcagctctgtgaacacgatatttttatcagcgatgagcgcctcgataaagtcaccgctctgcaccgtgtggtggaaaagttatctgcggctggcaataccacgactgactatttacgcggcatgttggatcgcgaagcacagatttccacttatctgggaaatggaatcgcgatcccacacggtacgccagagtctcgcgatgcggtattacaaaccggtgtaaaggtaatcgtttttcgccacggcgttgact+ STM3256 100 STM2206 80 STM3256 100
3350926 atgaaacggacaaaatccatccatcacgcatcatttcgcaaaagctggagcgcgcggcatttaacgccggtcgccctggcggttacggctgtttttatgctggctggctgtgaaaaaagcgatgaaaccgtatcgctgtatcaaaacgctgatgactgttcagcggcgaatccgggcaaaagcgcggagtgtacaaccgcgtataacaatgcgctgaaagaggccgaacgtactgcgcctaagtacgctacacgcg+ STM3187 100 STM3260 61.765 STM3187 100
2578850 atgaataaagaacgcattattcaggaatttgtgccgggcaaacaggtcacgctggcgcatctcattgcgcaccctggtgaagaactggcgaaaaagatcggcgttcccgatgctggcgcgattggcattatgactttaacgccgggggaaacggcgatgatcgctggcgatttagcgatgaaggctgcggatgtacacatcggttttctcgatagatttagcggcgcgctggtgatttatggcaccgtcggcgcag- STM2470 100 STM2055 74 STM2470 100
2411575 atggaatggttggttaagaaatcgcattatgtcaaaaagagggcgtgccatgttctggtgctgtgcgatagcggcggttcgctaaaaatgatcgccgaggcgaattccatgatattactgagtcccggcgatatcctgtcgcctttacaggatgcgcagtattgtattaatcgggaaaaacaccagaccttaaaaatcgttgatgcacgctgttattcctgcgacgaatggcagcggttgacgcgcaagccatcat- STM2304 100 STM3349 66.981 STM2304 100
4072423 atgttaaatagtgctatgagcgtagtgatccttgccgcaggtaaaggcacacgcatgtattccgatattcctaaagtgctgcacacgctggcgggtaaacccatggtgcagcatgtcattgatgcagctactaaattaggggccgcacaggttcatctggtctatggccacggtggcgagttgttaaaacagaccctgaaagatgacaagctgaactgggtgcttcaggcggaacagttgggaacaggtcacgca- STM3862 100 STM4579 64.078 STM3862 100
477658 atgccgaagaaaaatgaggcgcccgccagctttgaaactgcgctgagcgagctggaacatattgttacccgcctggaaagcggcgatttgccgctggaagacgcgctgaatgaattcgagcgcggcgtacaactggcgcgtcaggggcaggcaaaactgcagcaggcggaacagcgcgtgcaaattttgctgtctgataatgaagaggcttcacctgagccttttatcgcggataatgagtaa- STM0424 100 STM2959 61.905 STM0424 100

2952102 atgagcattactatttacactcgcaataactgtgttcagtgccacgccacaaagcgggcgatggaaagccgtggatttgaatttgagatggtgaacgtcgatctggtgccggatgcagcggatacgctccgggcgcaaggatttcgtcaattaccggtggtgatggcgggcgatttgagctggtctggcttccgcccggacatgattaaccgtctgcacccgacaccccacgcggcaaacgcatga+ STM2805 100 STM1032 61.905 STM2805 100
511564 atgcaaacacaaatcaaagttcgtggatatcatcttgatgtttatcaacatgttaataatgcccgctatctggagtttctggaagaagcccgttgggatggtctggaaaacagcgacagctttcagtggatgacggcccgcaatattgcctttgtggtggtaaacatcaatataaattaccgtcgcccggcggtattgagcgatctattgaccgtgaccagccaggtacaacagcttaacggtaaaagcggcgtat+ STM0454 100 STM0454 100

3522091 atgactaatgcagctctgctattaggtgaaggcttcaccctgatgttcctcggcatggggttcgtgctggcgtttctgttcctgctgattttcgccatccgcggcatgtccgccgccgtcaaccgcttcttccctgaaccggctccggcgccgaaggcggcacctgccgccgccgcgcccgtcgtggacgacttcacccgcttaaagccggtcattgccgccgctatccaccaccatcaccgccttaatgcttaa- STM0766 100 STM3353 100 STM3353 100
3591028 atggcagcgaaaatccgtcgtgatgacgaagttatcgtgttaaccggtaaagataaaggtaaacgcggtaaagttaagaatgtcctgtcttccggcaaggtcattgttgaaggtatcaacctggttaagaaacaccagaagccggttccggctctgaaccaaccgggcggcatcgttgaaaaagaagctgcaattcaggtttctaacgttgcaatcttcaatgcggcaaccggcaaggctgaccgtgtaggcttta- STM3429 100 STM0929 60.396 STM3429 100
3591828 atgaccgataaaatccgtactctgcaaggtcgcgtggttagcgacaaaatggagaaatccattgttgttgctatcgaacgttttgtgaaacacccgatctacggtaaattcatcaagcgtacgaccaaaatgcacgtacatgacgagaacaacgaatgcggtatcggcgacgtggttgaaatccgcgaatgccgtccgctgtccaagaccaaatcctggactctggttcgcgttgtagagaaagcggttctgtaa- STM3431 100 STM0401 59.615 STM3431 100
4639502 atgcgcgctcatactctttcccggcagttgcgtgaaggcaatctctttgctgaacagtgcccgtcccgtgaggtgttaaaacatgtcaccagtcgctggggcgtactgattctggtggcgttacgcgacggtacacaccgttttagcgacctgcgccgcaagatgggaggcgtgagtgaaaagatgctggcgcagtcgttacaggcgcttgaacaggacggatttcttaaccgggtgtcatatccagttgttccgc+ STM4402 100 STM4402 100
2248187 atgaaaaaatatttgctgatgggaattatagtttcggcttatgggataagcgtacctgtttttgcctccgacaccgcaacattaaccatcagtggaaaagtgaccgcgccaacgtgcagtacagaagtggtaaacgcacagttgcagcagcgttgcggcaacactatccacgtttcaactctgcaaacacccgccgctacgccgatgagaggtgtgacaacgcagctatacacggtgcctggtgatagcacccgac- STM2153 100 STM2293 67 STM2153 100
2025903 atgacttccctgggttatgagttaatcgttatttctgcgtgtgtcttagggggggattcctgaaaggcggcctcggaaaagtctcatatgtggtggcgagcgtactgatatcaggagcggtggagagcgcgatgaacctgctcaacatttcaccttttgcacagtgtatggttcgcggctgaatccttctgacaacagttatcttcgaccattataagcaaaaagcgaagcgtacgatttga- STM1930 100 STM0658 50 STM1930 100
1157385 atgaaaaaatggctagtcgtgataatggcgttctggctggcgtcatgtagctccggcggagagaataaaagctattatcagctcccgatagcgcaaagcggtgtgcaaagcaccgcaagccagggcaaccgtctcttatgggtagagcaggtttccgtacctgactatctggcaggtaacggcgtggtgtatcaaaccagtgatgttcagtatgtgattgccaataacaatctgtgggccagcccgctggaccagc+ STM1065 100 STM1065 100
2794378 gtgcgcgtgttgattccttttacggtgttgtttctctccgggtgcagccatctggctaacgaccactggagcggtcaggataaagcccagcattttatggcatcagcgatgctatcggcagccggtaatgagtatgcgcgtcaccagggagtaagccctgaccgcagcgcagcgatagggctgatgttttctttgagtctcggagcctcaaaagaactctgggacagccgcccggaaggcagcggctggagctgga+ STM2653 100 STM3577 56.731 STM2653 100
1519685 gtgaagtgtatactcaacgccacaggattgcccttacaagatctcatgttgggagcatctgtttactttccgccattctttaaagcctttgcgcttgggttcgttatctggttgtttattcaccgactcctgcgtgaccggatatactctgatgaaatctggcatcccctgttaatggatctctccctctttacgctttgcgtatgtctgggcctcgttttactgatcgcgtggtaa- STM1443 100 STM4248 61.905 STM1443 100
2807631 tgccgtttttttattcggtatctgatgcaacagaaatgatttcactgcaacgcatccagtcaaatatggcctgctttcagccattcctcaagtaaaagatcgcttcttcctgcgatgcctcacaaaaagttcgccttgacaaaaagtgacaaaataatgtgatttacatcacacattttgacattaagaacggtatgctg+ STM2664 100 STM2664 100
4305975 atgaaaaaaggtattcacccgaattacgtagaaattactgcaacctgttcttgcggtaatgttatcaaaacccactctaccgtgggtcacgacctgaacctggacgtgtgcggcaaatgccacccgttcttcactggtaagcagcgtgttgttgataccggtggtcgtgttgagcgcttcaacaagcgcttcagcatccctggcagcaaataa+ STM4096 100 STM4147 66.667 STM4096 100
4548860 atggacaatacgtatattggtgagcagatacgcgtctccacacgccatactaataatttaaaaaaatggcgtgacaatgatcacataagtcacatgctgttcgatttatctcgtgatttacctgatggcgagacacaaaaatcaaataataaacgcctgtttttaaaacagacaaatcataatttactgctctcgctgactccacctgcccatcgccagagggtactcccctctgaacatcaccatcgcaagaaaa- STM4302 100 STM2063 56.436 STM4302 100
505356 atgacagataaacgcaaagatggctcgggcaaattgttgtactgctctttttgcggcaaaagccagcatgaagtgcgcaagctgattgccggtccatccgtgtatatctgcgacgaatgcgtcgatttatgtaacgacattattcgcgaagaaattaaagaagttgctccgcaccgtgaacgtagtgcgctgccgacgccgcatgaaattcgtacccacctggacgattacgttatcggccaggagcaggcgaaa+ STM0449 100 STM0945 65.049 STM0449 100

1825740 atggccgaacatcgtggtggttcaggaaatttcgccgagaatcgtgaaaaagcatctgaagcgggccgcaaaggcggtcagcatagcggcgggaatttcaaaaacgatccgcaacgagcttctgaagccggtaaaaaaggtggtcagaatagtcacggcggacgtaaatccgataattcctga+ STM1728 100 STM1513 84 STM1728 100
1351953 atgggaaaagctacttataccgtcacggtcacgaataatagcaacggcgtctctgtggactatgaaacggaagcaccgatgacgttgctggtacctgaagttgcagcagaagttgtgaaggatttggtcaataccgtgcgttcctacgataccgaaaacgaacacgacgtttgcggttggtaa+ STM1272 100 STM2935 55 STM1272 100
2853404 atgagcgattattattacagctttaaagagaaaggttttttctacaagccggataccgaatcgggcgatttcccgactgatctaattcctctgactgatgaacattaccatggacttatgcagggtcaggtggacggaaaatatattgagcacaggaaaggaggcccggtactggttgagcatcgcgaatatacgcctgaagaactggttgcacaggctgaatccagaaaagcggaacttcttgctgaggcagagt+ STM2704 100 STM0927 79 STM2704 100
280307 atgtcaatgaatgaaacgtatcaacccattaattgcgatgactacgatagtcttgagcttgcctgcatgcatcatttaatactgacgctaacgttaaaagatggcgaggttttgcaggcaaaagcgaacgatttgatcttacgtaaaaacgtagaatatctgcttgccgaagtttccggcgagtcttgtgaacttcgtctcgataaaatcgccagtttcagccacccggaaattggtaccgtggtagttagcgaat- STM0237 100 STM3685 61.905 STM0237 100
17486 atgaaaacttatatcattaatagcaattgcatttacaatgaaggtaaatatgaactgaggacggtctcaaattcacaggttattaaaatgactgcgatgagagccaaatgtctcagtttcatcatcgagaatgctcatctggagattatcgagcgacaaaaaataaccactgcgttatggggaagtcgaagccattatgttaatgatgcaaatctaacgcagattctctatttaatcagacgtgaccttaaagcgc- STM0017 100 STM0031 63 STM0017 100

2351603 gtgagtccggcattttcatcgtggagcgattttttcgccatgggcgggtacgccttttttgtctggctggcggtggcgatgaccgtggcgccgctggcgctgctggcgctgcacacggtgctgcagcgccgggccattctgcgcggcgtggcgcagcagcgggcgcgcgaggcgcggatgcgtgccgcacaggcgcaacaggaggccgcgtga- STM2251 96.386 STM3816 96.386 STM2251 96.39
408649 atgctaaatagatactaccgtttcgctgtcgaaaaagacgacccctccgaagcgccagagtcgggcgataagcctgacagccagccgcaaaaaaaatcgtaa+ STM0359 100 STM0359 100

1180529 atgacactccaggcaaatatcagcagagagacaaaagcggcaaaaacccaggaggtatataagcacgttgttcttttcaaaatggccgccccctcttacataagacgataa- STM1093 100 STM3920 50 STM1093 100
3734419 atgacggctgggagaagcgctaaaagaaagccggatggcgctgacgcttatccggcctacatgccgggagaaaagataaaaaccacctcgcaattttccaagaatttcgcgttgcaggcaggcggcaagttatga+ STM3566 100 STM4281 75.728 STM3566 100
1950368 atgatgaaaaccagtgtgcgcattggcgcttttgaaatcgacgatgccgaattacatggcgaatcgccgggggagcgaacgttaacaatcccctgtaaatccgatccggatttatgtatgcaactggacgcctgggatgccgaaaccagcgttcccgccattctcaacggggaacattccgttttgttccgtactcattacgatcctaaatctgatgcctgggtcatgcgtcttgcctga+ STM1851 100 STM2791 50 STM1851 100



1928383 gtgatggagatccgtaattttgttttcgataatgagaaatttcgaagtgtaaaatatcctggttacatctctttgcaaaggaaggtaaatctttgccaaaaaccagttgtctctgttatgtttagcttccgtttaattagaatggggtatagggcagcagcccgttgtatggatcgtcaccgacgtcatttcactctttggccgttttgcgcctgtcaatctggcatatcttgccatagccttactttgtttattg- STM1829 100 STM3698 57 STM1829 100
P68197 atgcataaatcagacgctgaaaaaatggaatccattattgataaacatgaccggatataccgacgacaggtgcgggtatttaaaaacctgggcttcctctcaataattaccgccgtactgagtgtgattactgcgttattcagtacctccctgctcctgaaatacacgctgtgtgtcgtgatatgcgtttgtctgatttatctggtttttatgttcttctgcctggacaggtatatcgcgctcagtcgtcagacac+ PSLT087 100 STM2589 52.941 PSLT087 100
P26140 ttggagtgcgaaattatcgagatggatggtgaacaagatcacgtccatctgctgatagcgtatccgctaaaactgggggtcagcgtgatggtaaataatttaaagtcggtatcgtcgcggcttctccgtcagcagaatacccacttgcggatgcagagcaaaaccgggctgctgtggtctcgttcttactttgcctgtagcgccggtggtgccacgatagaaacgcttaaagcatacgtgctcagacagaatacgc+ PSLT036 100 STM4489 65 PSLT036 100
P71241 gtgaagaacctgcttgatactgtcactcaggcggccaactcgctgctgaccgcgctgaagctgccggatgaatcggcacaggccaatcagatcctcggcgagatgagcttcccgcagttcagccgtctgctgccgtaccgggactataaccaggagtccggcctgttcatgaatgacgccacgatgggctttatgctggaagccacgcctgtcaacggcgctaacgagaccattgcgctctcccttgaccatctg+ PSLT088 100 PSLT088 100
P29966 atgttgatactaaatggtttttcatctgccactttagcgctgatcactccccctttcctgccaaaagggggcaaggcgctgagtcagtcaggccctgacggcctagccagtataacgctgcctctgcccatcagcgccgaacgcggctttgcgcctgcgctggcgctgcactacagcagcggtggcggcaatggccccttcggcgtgggctggtcctgcgcgacaatgagcattgcccgccgcaccagccatggc- PSLT039 100 STM4125 61.905 PSLT039 100
P66060 atggcgagcatcaatacggttgtaaagcgtaaacagtacatctggctggggattgttgcggtgggggctgccgctgccattggcggaggcctttacctgtctgacgtcgacatgagtggcaacgggacggccgcagagcaggagccggtaccggatatgaccggggtggtggacacgacctttgatgacaaagttcgtcagcatgccaccacggaaatgcaggtgacggcggcgcagatgcagaaacagtacgac+ PSLT081 100 STM4417 74.51 PSLT081 100
P14087 atgaaaaagagcattattgcttccattattgcactgggtgttctgggcgggactgcacacgctgccaatgaagtaactttcctgggttcagtaagcgcaacaacctgtgacctgaccacttctgtcaacggcgccgctcagccgaaccaggttgttcagctgggtaccgttcaggctaaccagccgggtaattttgttgacttcgccatgaaaccggttgacccgaatgcacagggttgtgcaaatctggctcaga- PSLT018 100 STM4103 71.845 PSLT018 100
R19575 - STM3973 62.037 STM1222 62 PSLT104 11.06
R11287 + STM0291 62.162 STM3962 61 STM0291 11.71
R50790 - STM2679 58.824 STM0435 58.654 STM2679 20.5
R44177 + STM1124 61.905 STM0286 55.238 STM1124 22.8
R27297 - STM2307 62.857 STM0322 59.633 STM2307 24.86
R8184 + STM3705 60.577 STM3705 16.2

STM2587 100 STM2587 100
777719 atgaataaacaagcatctcaaccccgcgctatttactacgttgtcgccctgcaaatttgggagtacttcagcttttatggtatgcgcgccctactgattctttatctcaccaatcagctaaaatacgacgataaccacgcctatgagttattcagcgcttattgttcgctggtctacgtaacgccgattcttggcggctatctggcggataaggtgcttggcaaccgaatggcagtcatgctgggcgcattttta- STM0710 100 STM2560 84 STM0710 100

STM0760 100 STM2670 71.287 STM0760 100
919972 gtgccgcacagcgatgaactggatagccgcgatgttctgtccgtcagtggcctgaatatcgcgtttcaccacgaagggcaacaggtagacgccgtgcgtaatgtgtcattacgcctgaagcgtggagagactctggcgattgtcggcgagtcgggatcgggaaaatcggtgacggcgctggcgttaatgcggctgattgagcagtcgggcgcgaacgtgcgctgcggcgaaatgctgttgcgtcggcgtaatcgt+ STM0848 100 STM1742 73 STM0848 100

STM0855 100 STM3149 49.505 STM0855 100
STM0891 100 STM1951 70.588 STM0891 100
STM1020 70 STM2620 69 STM1020 59.51
STM3945 99 STM0546 57.426 STM3945 11.74
STM4262 61.165 STM0084 56.311 STM4262 20.21
STM2514 100 STM2515 70 STM2514 84.39
STM2883 100 STM0725 59.804 STM2883 71.49
STM3639 71 STM0197 64.22 STM0339 42.07
STM0724 60.194 STM2814 57.407 STM0724 12.38

STM2516 100 STM2516 93.2
STM2938 86 STM0177 56 STM2938 73.32
STM2198 26.263 STM2514 23.232 STM2198 26.27
STM0299 85 STM3633 62.617 STM0299 68.5
STM3845 60.748 STM0887 60.194 STM4524 17.15
STM0671 60.396 STM0671 4.8
STM2701 94 STM4533 60 STM2701 83.7
STM3506 44.118 STM3983 43 STM3506 10.52
STM3040 65.347 STM0757 59.406 STM0757 41.29
STM3057 54.808 STM3057 6.9
STM3446 63.107 STM0166 60.396 STM0166 16.3
STM3859 100 STM3183 61.386 STM3859 66.31
STM2965 61.165 STM1871 59.406 STM2965 4.03
STM3241 63.889 STM0318 57.692 STM0318 33.58
STM4173 66 STM4173 7.87
STM4201 64.762 STM4201 28.44
STM2915 63.725 STM2521 53.774 STM2915 6.09

STM0604 68 STM0268 52 STM0604 56.33
STM2695 99 STM3445 64.762 STM2695 89.4
STM2345 67.593 STM2531 63.107 STM3831 11.35
STM2704 98 STM1050 76 STM2704 86.02
STM0939 62.376 STM1343 61.765 STM2252 17.05
STM2435 56 STM2435 11.9



STM2566 59 STM1922 52 STM2566 8.94
STM3765 53.922 STM3765 14.03
PSLT054 86 STM1997 73 PSLT054 79.1

1162883 atgtacacttcaggttatgcaaatcgttcttcgtcatttcctaccactacccacaacgctgcgcgcaccgctacggaaaatgccgcggcaggactggtcagtgaagttgtctaccacgaagaccagcccatgatggcgcaactcctgcttttgcctttactccgtcagttaggccaacaatcacgatggcagctctggctcacgccgcagcaaaagctcagccgtgaatgggtacagtcttcaggtttgccattaa- STM1071 100 STM1071 100
4447638 atggctatggtccaacccaaatctcagaaactgcgtctcctcatcacgcacctggggctgctgattttcatcgcagcgattatgttcccgctgctgatggtcatcgctatctcgctacgtgaagggaacttcgccaccggaagcctgatcccggataaaatctcctgggaacactggcggctggcgctgggtttcagcgtggaacatgcggatggtcgggtaacgccgcctcccttcccggtcctgctgtggctgt- STM4227 100 STM0107 62.264 STM4227 100
166329 atgagcgttaaacagctctggcgctggcaaggcgttaacgataaaggtcaactggaacaagacgttgtatgggcggacaatcgtctggcgctgatcatcaccctgcaacatcagcgcattatgccgcttcgcatcaagcgcatgggcgttaacgccgcactgtggaaagaagagcaaagcgctgaaattattcatcagttggccacgctcattcatgccgggctgacgctttcagaagggctggaactccttgcg- STM0142 100 STM2343 52.427 STM0142 100
203874 atgatgcagctttactgggttgcccttaaaagcatctgggcgaaagagatccaccgctttatgcggatctgggtgcaaacgctggtgccgcccgtcatcaccatgacgctctattttattattttcggtaacctgattggttcgcgcatcggcgaaatgcatggttttagctatatgcaatttattgtgccgggcctgattatgatggcggtcattactaactcctacgcgaatgtcgcgtcgtcattttttagcg+ STM0173 100 STM4052 55 STM0173 100
226773 atgcaggaaaaccacattcattccgataccacctttgcgctgcgaagcgtcgcctttcgtgtgccgggccgcacgcttttacaccccctctcgttaacgtttcccgcaggtcgcgtcaccggacttattggtcataatggttccggtaaatccacgctgttaaaaatgctgggccgccatcagccgccttccgaaggggatattctgctcgacaatcagccgctggcgagctggagcagcaaggcgtttgcccgca+ STM0192 100 STM0590 78.431 STM0192 100
287030 atgtctgaggcaatgatgtggttactggttcgtggcgtctgggaaacgctggcgatgacctttgtctccggtttcttcggtttcgtgattggcctgccggttggcgtattgctgtatgttacgcgcccggggcagattatggagaacgccaggctgtatcgctccctctctgcggtggtcaatattttccgctcgattccctttatcatcctgctggtgtggatgattccttttacccgaataattgtcggcacct- STM0246 100 STM0512 66.667 STM0246 100

3546807 atgcgattaacgacgaaattctcagcttttatcacgctgctcacggggttaacgatcttcgtgactctgataggttgctcgctaagcttttataacgccgtacagtataagtatgtcagccgtgtgcaggcgacggcgacagccattgatacgcacctggtgacccatgatattgtctcgctgacgccgcaaatcgacgaactcatgatcgcttccgatattgtgcgtgtcgatctgttgcagggggagcgcagc- STM3375 100 STM2164 62.376 STM3375 100
716473 atgaataagacgaaagatatagccgcatctcctctctgttttgtctctccttaccctcaactggcaaaggctgccgaggcgctggtcgcgcagttggattacgccgtcactattcatcaaacgacgcttaatcgtatcctggatgagctacctttattagagtcccgtgggcaccaggtactgattagtcgtggcggatgtgcggaaatattaaaaaagcacagtaaattaccggtagtcgaaattaaaatgtcc+ STM0652 100 STM2562 77 STM0652 99.84
744931 atgagactgatccccctgagtaccgcagaacaggttggcaaatgggccgctcgccatatcgttaaccgtattaatgcgttcaaaccgaccgccgatcgtccgtttgtccttggactgcctaccggcggcacgccgctaacggcgtacaaagcgctggttgagatgcacaaagcgggcgaggtcagctttaagcatgtggtcacctttaatatggacgaatatgttggcctgccgaaagagcatccggaaagctacc- STM0684 100 STM0684 100

3827364 atgaaccgctcacgtttgatatcttgcacagcactggtgctggcgttgattgctcaaaacagttttgccggaggcgtggcattaagcagcacgcgtgttatttatgacggtagtagaaaggaagcttctcttacggtaaataataaaagcaccacggatgaatttctcattcagtcatggattgatgatgctaacggtaataaaaagacgccctttatcatcactccaccgttatttaaattaagcccgactaaaa- STM3639 100 STM0339 65.385 STM3639 100
4045825 atgaaacgcacttttcaaccgtctgtactgaagcgcaaccgttctcacggcttccgtgctcgtatggctactaaaaatggtcgtcaggttctggcacgtcgtcgtgctaaaggccgcgctcgtctgaccgtttccaagtaa+ STM3839 100 STM2774 58.252 STM3839 100
4066165 atgactaaaaaaattgttgctgtgacggcctgtccgacgggcgtcgcccatacctttatggcggcagaagcgttggaaattgaagcccgcaagcgtggtgactggatcaaggttgaaacccgcggttccgtcggggcgaagaacacgctgaccgcggaagagatagcgcaggcggatgtggtgattatcgcggcggatattgagctggatctgtcaggctttgttggcaaaagactctatcgcaccagtaccggc- STM3858 100 STM2204 80 STM3858 100
3824097 atgttgaaaaagttgataatgtttacgggcctgttgggcgggtcggtgctgttttcggggcaggcgctggcagcggcagattttggaccatgtactcctgaaggtggaacacatatcttcagtgccaccataaataaaacagtttcagatacgtcaaagaacacaacgggtgcgaccttcgtagatttcgatagctggaatttaggtggaacctatgcgatgtcctgtgaatgccctgatgatacctctcttata- STM3637 100 STM3669 65 STM3637 100
4057689 atgaaaaaaggggcacgtatgtctgaaacgctgaatgtggttacactgctgggaagtttacgcaaaggttcctttaacgggatggtggcgcgtacgctgcctaaagtcgcgccggcaggaatgacggtatcgccgctgccttcgatcggggatattccgctgtatgacgccgatatccagcaggaagagggatttccagccagcgtagaggcgctggcggagcagattcgcaacgccgacggcgtcgtcattgtga+ STM3850 100 STM2191 64.356 STM3850 100
4095477 atgaacatgaaaaaactggctaccctggtatctgctgttgcgctgagcgccaccgtgagcgcgaatgcaatggcgaaagacaccattgcgctggtgatctctaccctcaataatcccttcttcgtgtcgttaaaagacggggcgcaaaaagaggcggataaactgggttataacctggtggtgctggactcccagaacaaccctgccaaagagctggcgaacgtgcaggatttaaccgttcgcgggaccaaaattc+ STM3884 100 STM2759 64.706 STM3884 100
3909504 atgctaaccacatcattaacgttaaataaagagaaatggaagccgatctggaataaagcgctggtttttctttttgttgccacgtattttctggatggtattacgcgttataaacatttgataatcatacttatggttatcaccgcgatttatcaggtctcacgctcaccgaaaagtttcccccctcttttcaaaaatagcgtattttatagcgtagcagtattatcattaatccttgtttattccatactcata+ STM3713 100 STM3713 100
265401 gtgaaaaagtggttattagctgcaggtcttggtttggcgatggtaacgtccgcacaggctgctgacaaaattgcaatcgtcaacatgggtaatctgttccaacaggttgcgcagaagacgggtgtatccaatacactggaaaacgaatttaaaggccgtgcggctgaactgcaaaaaatggaaaccgatctgcaatctaaaatgcagcgtctgcaatccatgaaagcaggtagcgatcgtactaagctggaaaaag+ STM0225 100 STM1009 61 STM0225 100
141710 atgatcagcagagtgacagaagccctaagcaaagtgaagggatcgataggaagcaacgagcgccatgccttgcctggcgtgatcggtgacgatcttttgcggttcgggaagctgccactctgcttgttcatttgcatcattttaacggcggtgacggtggtcacgacggcgcaccatactcgtttactcaccgcgcagcgtgaacaattggttctggagcgcgatgcattggacattgaatggcgcaacctgatcc+ STM0121 100 STM1909 61.538 STM0121 100

2907332 atgcgtaaagcccgttttaccgagcatcagatcattgccgtaattaaatcggttgaagccggacgaaccgttaaagatgcctgccgggaggccggtatatctgaagccacctactataactggaagtccagatacggcggcatggaaccttctgatattaaaaagataaaagatcttgaggacgagaaccgacgcctcaaacagatgtttgccgacctgagccttgagaaccgggcgctgaaagacgttatcgaaa- STM2765 100 STM0297 84 STM2765 100
2940112 atgtatgattttgtgattatcggcggcggcattatcggcatgtcgaccgccatgcaacttattgatgtctacccggatgcgcgcatcgcgttgctggaaaaagagtccgcgccagcctgccaccagaccgggcataacagcggcgtgatccatgccggggtgtactacacgcccggcagcctcaaagcgcagttttgtctggcaggcaatcaggcgaccaaaaccttttgcgatcaaaacaacatccgctacgac+ STM2790 100 STM0615 64.356 STM2790 100
1561789 atgcataaaaccattgctgtattactgggcatagtgtgttttttaccggttatggcgaaagccgggggggctgaaacagacgccacggatgccagcgacgttaaaacgcttttttttaaccatgatgatcgggtgcccgtcgccgatcctacccaatcgccgtgggatgccatcgggcaactagagaccgccagcggtaatttgtgtacggcaacgcttatctccccgcatatcgccctgacagcaggtcactgcc- STM1484 100 STM3294 63.725 STM1484 100
3595546 atggaattagtattgaaagacgcgcagagcgcgctgactgtttccgaaactaccttcggtcgtgatttcaacgaagcgctggttcaccaggttgttgttgcttatgcagctggtgctcgtcagggtactcgtgctcagaagactcgtgctgaagtaactggttccggtaaaaaaccgtggcgccagaaaggcactggccgtgcgcgttcaggttctatcaagagcccgatctggcgttccggtggcgtgaccttcg- STM3439 100 STM3551 49.02 STM3439 100
3636102 atgtttaaatttgtaaaaattgccgttgtggcaggggttctggcgacgctcactgcttgtactggtcatatcgaaaacaaaaaaaataactgcagctacgattatttgctgcaccctgcaatttctatttctaaaattattggcggttgcggcccggctgccgatcaataa+ STM3480 100 STM1130 71.287 STM3480 100
3667852 atggcgacctcaacaacatccacgccgcatgacgcggtattcaaacagtttttatgccaccccgatactgcacgggattttttggaaatccatctcccgtcgacattacgtcaaatctgtaatctgaatacgttacggctggagtccggtagctttattgaagaggatttacgcccccattattccgatattctttggtcgctggaaacaagtgaaggtgaaggttacatttacgtggttattgaacatcagagt+ STM3508 100 STM3766 84 STM3508 100
3581907 atgagtcgttatcaacataagaaagggcagataaaggacaatgccatcgaggcattactgcacgatccccttttcaggcaacgcgttgaaaaaaataagaaaggcaaaggaagttatctgcgtaaaggtaaacacggtaatcgagggaactgggaggccagtggcaagaaagtgaatcacttttttaccactggccttctgcttattaagaacggttattttgttctttcagcagatcgcggatttcgcccaataa- STM3411 100 STM3410 93 STM3411 100
3613702 atgcgcggtatagtattgtttccaattatcaattgttctggtgctatggttgagatcacgtccacagaaatgaccccgcctgtcaatgactcgcatgaatttattcccatgcgtggcattcgtaatcgccatttacaaactatgctgccgcgtttaatccgccgcaaagtgaagttcaacgcccactggcagcggctggagctaccggacggcgattttgtcgatctggcatggagcgaagatccgcaacaggca+ STM3462 100 STM3462 100
3654367 atgattatgccgcaacatgaccaattacatcgttatctgtttgaaaactttgccgttcgcggcgagctggtaaccgtttcggaaaccttgcaacagatcctcgacaatcataactatccgcagccggtgaaaaccgtactggccgaactgctggtcgccactagcctactgaccgcgacgctgaagtttgctggtgacattacggtacagctccagggcgacgggccgttaagcctggcggtgatcaatggcaata+ STM3498 100 STM2497 61.765 STM3498 100
1338441 atgacaaataaaaaacacattttttcaattatctttattggttctcttttaacggggtgtgctacaggaccatcaccgacagggattggcttatatacggatgttaaagggccaattactgccacgagtctcccggcaaccaaaaccggtaaagcgtgtgcgcaaacggtattgggtattgtaaataccggcgacgcatctattgattcagcgaaaaaagcgggcgatatttctttagtgtcgagtgttgattatg- STM1254 100 STM2936 60.577 STM1254 100
1366421 atgagcatagtattcaataccgtagccaagcccagcggcagtctgtgtaacttatcctgcaagtactgtttctatcttgataaaccccgggggcagcgcgtcatgtctgacgatgtgctggagacgtatatccgccgggtaattgatgatacgccatcctcagaggtctcgttttgctggcaggggggagagccgacgctatgcggtctttctttttaccaaaaagtggtgcgcttgcagcaacgctatgccaac+ STM1287 100 STM0036 68 STM1287 100
2202650 atgatgaaatccaaaatgaaattgatgccattattggcgtcgctcagcttgataagtggttgcacagtacttccgggcagcaatatgtctacgatggggaaagatgtgatcaaacagcaagacgctgactttgatctcgaccggatggtcaatgtgtatccgctgacgccacggttggttgagcaattacgcccgcggcccaatgtcgcgcaaccgaatatgtcgctggaccaggagatcgccagctatcagtat- STM2118 100 STM2118 100
3692400 atgggtgggctcaggactaccgggtttatacttccgttatcgcagggattagcggatagaaaaatgaaaaatgctaattggctttttttgtcaatcataatggcgtttatcggcgtgccgctgctggtgaacattattacgattatcgtggggggaatgtgggcgtacattagcgttcttgaaaatagtatccccgtcgcgcgatctattgaggaggcgaccattatcccggtagcgcttctgggcgcagggtta- STM3528 100 STM3792 60.377 STM3528 100
3724566 atggctggtttaaaactacaggcagtaaccaaaagctgggacggcaaaacccaggtcattcaaccgctgacgctggacgtggcggatggcgaatttatcgtgatggtcgggccgtccggctgcggcaaatcaacgttgttgcggatggtggctggtctggaacgcgtgaccagcggcgatatctggattgatcgcaaacgggtcaccgagatggagcccaaagatcgcggcatcgcgatggtatttcagaactat- STM3554 100 STM4230 76 STM3554 100
2206847 atgagacgatttctgacgacgctgatgattctcctggtcgtgctggtggccggattctctgcgttggtattgttggtcaatccgaatgatttccgcgcctatatggtgcagcaggttgccgcgcgtagtgaatatcagttgcaacttgacgggccgctgcgctggcacgtatggccgcaactgagtatcctttccgggcgaatgacgctaacggcgcgaggcgccagcgaaccgctggtgcgggctgacaatatg- STM2120 100 STM0126 90 STM2120 100
2858508 gtggatgagctgcagaaggtggatgactggctgacggcgctgctggcgaatctggagcctgccgcgcgcagccgtatgatgcggcaactggcgcaacagctgcgccggacgcagcagcagaacatcaggctgcagcgtaatcctgacggcagcggctatgagccgcgccgggtgactgcccgcagcaagaagggacgcatcaaacgccagatgtttgcaaagcttcgcaccacaaaatacctgaaaaccaccgcca- STM2711 100 STM2711 100
328518 atgcgccggccagcagtggtatcagccccggcgatgttcggcaggctgccggaccagcgcgactatgtgcgctggcgagtgggcgctgaagagggacgaatatggcaggactggctgaaccgccagacgtgggtgggcagcgggcggcatatcgtgttgccgggaggccagacgaccgatgaagagcgtgacggctggatgcacctgtcgccgcgtggcgaacatgatatgcccgcgccggaacaccatccgctgc+ STM0286 100 STM1914 74 STM0286 100
358855 atgcgcaaaatcatacatgttgatatggactgtttttttgccgcggtagagatgcgtgataatccggcgttacgcgatatccccattgccattggcgggagtcgtgagcgaagaggcgttatcagtaccgccaactatcctgcgcgccagtttggcgtacgtagcgcgatgccgaccgccatggcgctaaagctgtgcccccatctcaccttactgcctggccgctttgacgcctataaagaggcttcgcggcat+ STM0313 100 STM0313 100

2196291 atgtctcgttctatcagaatctgtagctatctgctgctgccgctgatctacctactggtcaatgtcaagattgcccaactgggggaaagctttcccattaccatcgtcacttttttaccgctgttgctgctgttatttgtggaacgcattagcgtaaaaaaattgatgatcgccttaggcatcggcgcggggcttacggcatttaacttcctgttcggccagtcgctgaatgccggtaaatatgtcacgtccacg- STM2112 100 STM3963 71.698 STM2112 100
2232542 atggcacgttttaatgccgcttttacaaggattaaaataatgttttcccggattagaggtttgatttcatgtcaaagtaatactcaaaccatcgcacctacgctcagtccaccttcatcaggccatgtaagttttgctgggattgattatcctctattgccactaaatcaccaaacgccgctcgtttttcagtggtttgaacgcaatccagatagatttggtcaaaacgaaattcccattatcaatacgcagaaa+ STM2137 100 STM4157 77 STM2137 100
2879233 atgcctaaccaactgaaacccttaacaaatgtggagatcgctggcgcgaagccccgtagcacagactatgagctacgggacggtgaaggcctgtacttgctggttaagacttcagggaggaaggcctggcatttcgagtattatcatcccgtcaccaaaaagcgcaccaaaaccagccttggcccttacccggtcgttacactggccatggctcgcgaaactcgcacgaaatacagacgactgctctatcagggc+ STM2740 100 STM2763 66 STM2740 100
2894907 atggaaacgcaatctgttgcaggcgttgcctgtagcgacctgaatcaggcgatgtcgcggattgatggcgctgcgctggcgcgtctggagcaggccattgctgacgcgaaagcggtatttgtttttggcgcagggcgttcgctgttgatgctgaaagcttttgcgatgcgcctgatgcatatcggcctgaaggtgcatgttgtcggcgatgtggtcacgcctgcgctgcaaaaaggcgacctgctgttactggcga- STM2756 100 STM3201 60.577 STM2756 100
1135239 atgagcaaaggtggagggaaggggcatacaccacgtgaggcgaaggacgatctgaagtccacacaacaactgagcgtgattgatgccctcagtgagggaccgatagtcggcccggtgaacggtctgcagagcgtgctgattaataacacgccggtggtggacgcggacggtaacagtaatattcacggcgtgaccgtggtatatcaggtgggggagacaccacaggcaccgctggaaggttttgaggcttccggc+ STM1048 100 STM2589 84 STM1048 100
1173525 atgcatattcgacatcaggatcttacgacggcagaggtgcgttccagtcatctgcaccgtttgcatcgtgttacgcttttttccgccgctatctgccatattacgcagggcagtaaagtcatcattcaggatgatagccgccttgtcgccgggcctggcgagttgattattatcccggcgaacacgccgctggagattattaatcagcctgcgcagaacggttttcgctccgacctgttattactttcaccggaga+ STM1082 100 STM3708 83.168 STM1082 100
942592 atgaaagaaaatgccgtaagacgcgccaatgatcctaagcgacgggaaaaaataattcaggccacactggaagcggtaaagacctatggcgttcatgccgtgacgcaccggaaaatcgccgctatcgctcaggtgccgcttggctcgatgacctactattttgccggtatggatgcgttattgagtgaagcttttacacttttcaccgagaacatgtcgcgtcaataccaggacttttttgcgcaggtgacggatg+ STM0869 100 STM0869 98.1
966725 ttgccctcaatatctcatcaggtatttctgtctggatggacgaagaggagaaacgccgtgaaaaacaacacaattgaaatttaccgtcgtcgtattgcaattgctgcactggagaggatgaaacgtaagacaggtagcaactgtgtcatcgttaatatgcccgatggtgatattcagaagatagactttgacgaaaaatcaatgctgaaactgttaatgcgttttgaaagacaggcgtgcagtgaatacggaattt- STM0897 100 STM0897 100
986717 atgtctctgaaggggctcgaaaatgccattcgtaacctgaacagtctggacaggcatatggtgccgcaggccagcgcctgggcagtcaaccgcgtggcggcctcggcggtgtccgccgccacgcaccgtgtggcgaaagaggctgtggcgggagataaccagaaaaaagggatccctttccggctggtgaaacagcgcgtcagactctggaaggcgagcgcaacgggaaaacactatgcccgtatccgggttaacc+ STM0914 100 STM2600 90 STM0914 100

1007527 atgaaggtactggttaccggcgccaccagcggcttaggtcgaaacgcggttgaatttttgcgcaataaaggcatcagcgtcagagcgacgggtcgcaatgaagcgatgggcaagctgcttgaaaaaatgggcgcggaattcgtccatgcggatttaaccgaactggtctcctcgcaggctaaagtgatgcttgccgggatcgacacgttgtggcactgctccagctttacctcgccctggggaacccaacaggct- STM0932 100 STM2272 71 STM0932 100
2682751 atgaaattaccgatttatctcgactactccgcaaccacgccggtggacccgcgtgttgccgagaaaatgatgcagtttctgaccctggacggaacctttgggaacccggcgtctcgttcacaccgtttcggctggcaggctgaagaagccgtcgatatcgcccgcaaccagattgctgaactggtcggcgccgacccgcgtgaaatcgtctttacctcaggggcgacggagtctgataacctggcgattaaaggc- STM2543 100 STM1373 64.706 STM2543 100
2731901 gtgatgagattcgtatatatttatatcttagtgatttatggatcatacttgtggttttccttaggaggtaacatgtttacaattaatagtactaacagggtggcgagcacaatcgctccatatgcatgtgtaagcgatgttaatttagaggacaaggctacatttttagatgaacatacctcaatacatgcgaatgattcttctttgcaatgctttgtcttaaatgatcagcatgttccgcagaatacattagcta+ STM2585 100 STM1216 57.426 STM2585 100
2625918 atgctacgtatcgctaaagaagccctgacgtttgacgacgtcctccttgttcccgctcactccaccgttttgccgaatactgccgatctcagcacgcagttgacgaaaactattcgtctgaatattcctatgctttctgcggcgatggacaccgtgacggaagcgcgcctggcaattgccctggcccaggaaggcggcattggttttatccacaaaaacatgtccattgagcgccaggcggaagaagttcgccgc- STM2511 100 STM0141 64 STM2511 100



1074433 atgtcattgccgtacctttctctttcccaggcccgttgtcttcaccttgctgcgcaggggctattgaaaaagccgcgccgtaacgcgctgcctggcgatgttcttgccgccatctcacgcatggcgttgctgcaaattgataccatcaatgttgtcgcacgtagcccctatctggtgctgtttagccgtctcggctcgtacccgcaggcctggctggatgaggcgctgcgacgcggcgagttaatggaatactgg+ STM0986 100 STM4246 61.321 STM0986 100
1122747 gtgaagacaacagtggcggcgataaaaatgccgccggtgatgacagcagggaacggacgcggggagggaagcagtaatagctggtattccatcagggctgcagccaataacacggcggaagtccgcatttatgacgagattggtggatggggaatttcggctcgctggtttgcagaagaactggctgcactgggacagattaaccggataaatctgcatattcattcacctggcggagcagtactggacggaata+ STM1033 100 STM0912 88 STM1033 100
4436030 atggaaacattatctgttatacataccgtggcgaatagactacgtgaattaaaccctgatatggatatacatatttcatcaaccgatgcgaaagtatatatcccaacaggacagcaggtaacggtattaattcactactgcggttcggtttttgccgaaccagaaaatacggatgccacggtacaaaaacaactaatccggatttccgccaccgttattgttccgcaaataagtgacgcgataaacgcgctggatc- STM4215 100 STM4215 100
2998373 atgagttcactttcactgattactagcggcgtcgcgtggtttgccgccgccgccgttctggcgtttctgttttcgtttcataaagcgctgagcggctggattgccggtatcggcggcgcggtcggcagcctgtgtacggcaggcgcggggttcaccgcgctgaccagcgccgttacggttagcggcgtgatgccgtttaccggccacatgctgcaaattacgccgctgaatgctatctggctgattacgctgggg- STM2851 100 STM2851 100
3065202 atggcatttgatgatttgcgcagttttttacatgcgctggatcagcagggacaactgctgaaaatcagcgaggaagtgaatgcggagccggatctcgcagccgctgccaacgcaacgggacgcatcggcgatggcgcgcccgcgctgtggtttgacaatattcgtggttttaccgacgcccgcgtggcgatgaataccatcggttcctggcagaaccatgccatctcactgggtttgccgcctaacacgccggtt+ STM2922 100 STM3521 63.81 STM2922 100
2585500 atgtcccgtaaagaccttgccaatgcgattcgtgcgctgagcatggatgccgttcaaaaagccaattccgggcaccccggcgcgccgatggggatggcggatatcgctgaagtgctatggaacgattttcttaaacataaccccaccgatccgacctggtatgaccgtgatcgttttatcctttccaacggtcacgcctccatgctgctctatagtctgctgcatttaaccgggtatgacctgccgctggaggag+ STM2474 100 STM3076 85 STM2474 100
1024974 atgctcaatcaagaactggaactcagtttaaacatggctttcgccagagcgcgcgagcaccgtcatgagtttatgaccgtcgagcatctgttgctggcgctgctcagcaacccatcggctcgcgaagcgctggaagcatgctccgtggatctggtggcgctccgtcaggaactcgaagccttcattgaacaaaccacacccgtactgcctgccagtgaagaagagcgtgatacgcagccgacgttaagtttccag+ STM0945 100 STM2660 71.845 STM0945 100
1076514 atggaacagttgcgggccgaactcagtcatttgttgggtgaaaaacttagccgtatagagtgcgtgaatgagaaagcggattccgcattgtggtcattatatgacagccagggcattccgatgccgctgatggcgcgaagttttaccactcccggcgttgcgcagcaactggcatggaaaacctcaatgctggcgcgtagcggtacggtgaggatgccggtaatctatggcgtattgacgcatgaagagcatcctg+ STM0989 100 STM4081 63.462 STM0989 100
1124000 atggaggtaaaggggcttaaagaggccatttcagtacttaaagaacttgatcgtggatatgtgacccgggcaaaaattcgggccattaaccgggtggcaaaacgggtggtcagcgtgtcagttcgcagtgctgctgctttggtggtggccggagacaaccgacggcagggtattcccgtcagaacggtaagacgtcgcgccagagtcaggctggccagagcggacaagccttttgccaacatttatgtgaactgtg+ STM1036 100 STM0914 62.136 STM1036 100
4422824 atggataaactgcttctgccgccgccgctggccagcgacgaacgtttctcaattctggcgaacattgccgccgaacgtttcgcgcaaatcgacctgacggcgttgctggtctatctggtggatatcgttgatgcctcggcattgccctcgttggccgaacagtttcatgtacaggggctcgaaggctggctatttgctgccaatgaacaggagaaacgagagttaattaagcaggcgattgaactgcataaatata- STM4201 100 STM0771 64.356 STM4201 100
4464958 atgcagcctgaaacccagtcctccgctttacctgcttatcgcttctccatcgcgcctatgctcgactggacggacagacattgccgctatttcctgcgtttgctgtctcgccagacgcagctctacaccgaaatggtgaccacgggcgcgattattcacggtaagggtgactatctggcttatagcgaagaagagcatccggtcgctctacagcttggtggaagcgatccggctcagcttgcgcattgtgcaaag+ STM4243 100 STM1971 56 STM4243 100
4684955 atgatgaaagagcaattcaccaccacggtgagagtaaaaggcaagggcgacgccaaagcacgcgcctttgccgatgcgctgaaccatgttcagtcggcggtgatgagagagtcgccgtatatcttactgcgtattgagccacaggatgtgcggattgttcaggcgcatgagtcggtgcgtaaagaggcctttctgtttttctttttgcgccgggaacgacgcacttacagcgtggagctggatgtgaccgtcaacg+ STM4442 100 STM1720 60.396 STM4442 100
2429502 atgaacatgcttgccttaaccattattctgccattgattggctttgtactgctggcgttctctcgcggacgctggtcggaaaatctctccgcgaccattggcgtgggctccgttggtctggcggcgttggtgacagcgtttgtcgggatggatttcttcgccaacggcaaacaggcgttcagccagccgctgtggacgtggatgtcggtcggtaactttaacatcggttttaacctggtgctggacggcctgtcg- STM2318 100 STM2316 70 STM2318 100
2457130 atgctgggaacctggttatctgacgcaaccatcacgctacaggagagcgtggaaacgtggccgcaggcgctggaaatttgcggcaaacccctgctggacgcaggtgttatcgcaccggaataccttacggcgattgttcagcagcaccaaaagcttgggccatattatgtattagcgccagggttagcgatgccgcatgcgaggccggaagagggggcgaaagggttaggtttatcgttactgaaactacagcacg- STM2344 100 STM4385 67 STM2344 100
1204941 atgaaaaaatcattactcgctgttgctgtggcaggggctgttttgttgtcatccgccgtacaggcgcagacaacgccggagggttatcaattacaacaggtgctgatgatgagccgccataatctgcgggcgccgctggcgaataatggcagcgtactggcgcagtcgacgccgaacgcctggccggcgtgggacgttcccggcgggcaactgacgacgaaaggcggcgtgctggaagtctatatgggacactac+ STM1117 100 STM1460 59.615 STM1117 100
1343908 atgctgagctgccgcgacctcgttattcgtcagggcgggaaagtcttatggcagaacctgacgtttacgatttctgccggtgaacgggtaggaattcatgcgccaagcggaacggggaaaacaacgttggggcgcgtcctggccggatggcaaaagccgacggcgggcgacgttctgctggacggcagcccgttacccctgcatcagtattgtccggtacagcttgtcccccagcatcctgaactgacgtttaatc+ STM1259 100 STM0106 62.745 STM1259 100
1199919 atggaacttaaggattattacgccattatgggcgtgaaaccgacggacgatctcaagacgattaagaccgcctatcgccgactggcccgcaagtaccatccagatgtcagcaaagaacccgatgccgaagcccgtttcaaagaggttgctgaagcatgggaagtgctgagtgatgagcaacggcgcgccgagtatgaccagttatggcaacaccgtaacgatccacaatttaatcgccagttccagcaacacgaa- STM1112 100 STM0013 68 STM1112 100
1158426 atggtagataaacgcgaatcctatacaaaagaagaccttcttgcctctggtcgtggtgaactgtttggcgctaaagggccgcaactccctgcaccgaacatgctgatgatggaccgcgtcgttaagatgaccgaaacgggcggcaatttcgacaaaggctatgtcgaagccgagctggatatcaatccggatctatggttcttcggatgccactttatcggcgatccggtgatgcccggttgtctgggtctggatg- STM1067 100 STM1067 100
2648551 atgcaagcaacagtaaaacggcggctgacgaaggtcgctttagcattagtagttgccgggtattgcgccgcgccagcggtggcggcaaacggtaatctgaaatcggggcagtggcagattgtctctgaacagacgggcaccattcagggtacggtgccgtggattacccgtgcggcggataaaactgcggataccgacaaagatcacgtaacggtaactatcgatcgcggcgatcgtaaaattgtgaccgaaggc- STM2516 100 STM0322 61 STM2516 100

30512 atgcgtaacgatatcctgtacggcatcgggatgctgctggcggcatccggcgtccaggcgcacgatggccgggtctatgtttccggaaccatcacggacaatacgtgttcgctctctcctggctcggaaaatattaacgtggcgatgggcgcggtttctcaacggcagttttatcgcgcaggcgacggttccgcatggcaaccttttgctatcgatttacaaaactgcggcagcactgccagcggcgtaacggtca+ STM0026 100 STM4591 64 STM0026 100
2071455 gtgccgcacgaaacactgttagacaatcaaggctggtttaaaaagctggcgcggcgttttggtcccggtcatgtcgtcaacacctgttttctgatcgtgatgctgttctcgacgctacttacctggagggaagtgatgatactgaaagacgcgtatgtcgccagtcagcgcaatcatctggggagcgtcgcgaatgtccttgaccgccaactgcaattcaacatggacaggttgatctttttacgcaacggtatg- STM1987 100 STM3388 65.385 STM1987 100
2143918 atgaagatatcatcaggcgcaattaatttttctactattcctaaccaggttaaaaaattaattacctctattcgtgaacatacgaaaaacgggctcacctcaaaaataaccagtgttaaaaacacgcatacatctttaaatgaaaaatttaaaacaggaaaggactcaccgattgagttcgcgttaccacaaaaaataaaagacttctttcagccgaaagataaaaacaccttaaacaaaacattgattactgtt+ STM2066 100 STM2066 100
2380233 atgttacgtaaaaaacaatacaattcaaaagctaatgtgtcatatctgatatatcagcaagcaaacttaatgaaatatacaataacaacaataaagtatgtaaattttcttatatctgatatattagatccgttaattttgaataaattaattacaatggagccgggtttaaccatggaggagaagaaaatgaaaaatagattaaagcgtgactttagtcacatatcaattgaaatacccaaatccatcacccagg+ STM2275 100 STM2746 71.154 STM2275 100
2072793 ttggcaggaagtagcttactgacattactcgacgatatcgccacgctgctggacgatatttcggtaatgggcaaattggccgcgaaaaaaaccgcgggcgtactgggggatgacctgtcgctcaatgcgcagcaggtgaccggcgttcgcgctaatcgcgagctgccggtggtatggagcgtggcgaaaggatcattaatcaacaaggttattctggtgccgttggcgctgttgataagcgcatttatcccgtgg- STM1989 100 STM2851 60.185 STM1989 100
2148385 atgaaaccactgctggacgttctgattattcttgatgcgttagaaaaagaaggcagcttcgcggcggcgtcggcaaaattatttaaaacgccgtccgccctcagttataccgttcataagctggaaaacgatcttaatatccaactgctcgaccgtagcgggcatcgcgcgcgatttacgcgaaccggtaagatgctactggaaaaaggccgtgaagtgctgcacaccgttcgcgagctggaaaagcaggcgatt- STM2069 100 STM3235 69 STM2069 100
2386374 atgaaagaaaaattatggacgaaagatttttgggcaatcaccatagtcagttttattatcttttttgttttttatgtactgctaactttattacccatttatatcgctgaccgcctgcatgcttctgcagataaggccgggctgttagtgacatgtttcctggccgcggcaattgttattcggccatttgccggacaatgggtgggaaaatattcgaataaaaagattctggtgctctcttctctggcttttttg- STM2280 100 STM0714 62.264 STM2280 100
2421644 atggacaattttcagaaagatattgatgacagggccaatttaaccctgtccaaccgttttgaactgctgttattccgtcttggtacatcgctgcatgaacagaagtcagagctgttcggcatcaatgtatttaagctgcgcgaaatcgtaccaatgcccgcctttacgcgcccggcaggcatgaaagcgccgctattgggcatggtcaatattcgggatcaggtcattccggtgattgatttgccagcggtagcg+ STM2314 100 STM1880 61 STM2314 100
2469751 atgtatatgccagttctggaaataaatctacgcaagctggaagaaaacgcccgcacggaaaaagctctgctggcaagtagcggtattgacgtgatggctgtcaataaagtttttgacggctgcgtggaaaccgcgcaggcggtgttcaacggcggaattaccgttatcgctgaatcacgaacctataatttgaaaaaaatacgcgagacaggatgtacgacctgcctgttacgcagtccgtgtctgagtgaaatc- STM2358 100 STM2959 64.035 STM2358 100
1273090 atgaaaacagaaacgccatccgtaaaaattgttgctatcgccgctgacgaagcggggcaacgcattgataactttttgcgcacccaactgaaaggggtaccaaaaagtatgatttatcgcatcttgcgtaaaggcgaggtgcgggtgaacaaaaaacgcattaaaccggaatacaaactggaagcgggcgatgaagtccgcattccgccggttcgcgttgctgaacgcgaagaagaggccgtgtcgccgcatttg+ STM1187 100 STM2662 64.423 STM1187 91.95
1258663 atgctcgacaggctcgatgccgccttacgatttcagcaggaagcgctaaatctgcgcgcgcaacgtcaggaaatattagcggcgaatatcgccaatgccgatacgccggggtatcaggcgcgcgatattgattttgccagtgagttaaaaaaggtgatggtgcgtggacgggaagaaaccggcggcgtcgcgttaacgttgacttcctctcaccatattcccgcccaggcggtctcttctcccgcagtggatctgc+ STM1174 100 STM2497 61.468 STM1174 100
3601672 atggctcgtacaacacccatcgcacgctaccgtaatatcggtatcagtgcgcacatcgacgccggtaaaaccactactaccgaacgtattctgttctacaccggtgtaaaccacaaaatcggtgaagttcatgacggcgcagctaccatggactggatggagcaggagcaggagcgtggtattactatcacctccgcagcgactactgcattctggtctggtatggctaagcagtatgaaccgcatcgcatcaac- STM3446 100 STM4009 64 STM3446 100
384939 atgtctatgaaaaaatatttagcaatgatcacaggctcacttcttgtctccagcagcgcgatggctgtttctgataacaccatcacctttcaaggggaagtctctgatgaaacatgctctgtcgttattaatggtaatcaggctaaacccgtcgtgttattaccaacagtaagtactaaagatttatcagaacaagggaaaaccgcggggccaataacgtttgatattgggctgtccgggtgtaccggctctcagg- STM0340 100 STM4258 62.376 STM0340 100
192421 atgaaaatgatagttatcgccgatgattttaccggatcgaatgataccggcgtccagttggcgaagaagggggcgagaacggaagtcatgttgagcgcgtcgcaaaaaccgtcccgccgcgccgatgtgttagtcattaacaccgaaagccgggcgatgcccgcagatcaggcggcatctgccgtttatgccgcgctttcgccgtggtgtgagacatcgccagcgccgctggtgtacaaaaaaatcgactccaca+ STM0162 100 STM0622 80 STM0162 100
497180 atgttcggaaaattatcactggatgcagtaccgttccatgaacctatcgtcatggtaacgatcgctgcaattatcgtcgggggactggcgatactggcagcgattacttacttcggtaagtggacctacctatggaaagagtggttaacgtcggttgaccataaacgcctcggcatcatgtatatcatcgtcgcgattgtgatgctgttacgtggtttcgccgatgccatcatgatgcgtagccagcaggcgctt- STM0442 100 STM0217 66 STM0442 100

4511469 gtgaataacgttcagttaagcgtactgtgcctggtgattacgctgggaatttatttcgccaataagcgcctgtatcgccgttttcgcaaattgccgttgatgccattagtgctgacgccggcactgctggtgttaatgctggtgttcggtcatatctcctggcaaaactacattggtgaatcgcactggctattgtggctgctcggcccggcgaccattgcctttgcggtgccggtgtacgataacctcgcgatta+ STM4272 100 STM3238 59.633 STM4272 100
4401770 atgccgattcgcgtgctggacgagctacccgccgtcaattttttacgtgaggagaatgtcttcgtcatgacgacttctcgcgcatcaggtcaggaaattcgcccgctaaaggtacttatccttaacctgatgccgaagaagattgaaacggaaaatcagtttctgcgtttgctatcgaactcgccattgcaggtcgatattcaactactgcggatagatgcccgcgagtcgaggaacacgccagccgagcatctg+ STM4182 100 STM3168 62.385 STM4182 100
163207 atgcacacccaggtcctatttgaacaccctctcaatgagaagatgcgtacgtggctgcgcatagagtttttgatccaacagctctccatcaacctgccaattgcagaccatgctggcgcactgcattttttccgtaatatcagcgatctactggatgtgttcgaacggggcgaagtccgtaccgaactgctgaaagaactggagcgccagcagcgtaaattacaggcctgggttgaggttcccggcgtcgatcaag- STM0139 100 STM0452 81 STM0139 100

2410614 atgatgaaatcgatacgctattatctggctttcgccgcgtttatcgcgctctactatgttattcctgtcaacagccgcctgctctggcagccggatgaaacgcgctatgccgaaataagtcgggagatgctggcgtctggcgactggatcgtgccgcattttctgggattacgttattttgaaaaaccgatagccggttactggataaacagtctgggtcagtggctttttggcgctaccaattttggcgtgcgg+ STM2301 100 STM2301 100
1444163 atgaaaaatcgttatttccctaccgctgtagggttgtattttaattactttgtacatggcatgggggttatcctgatgagcctgaacatgtcatcgcttgaacagcaatggcataccagtgccgcaggcgtatctattgtgatctcttcgcttggtattggccggctaagcgttttgttaatcgccggtatgctttccgatcgctttggtcgccgtccttttatcattctggggaccacctgttacctgattttt- STM1361 100 STM1360 65.049 STM1361 100
1514023 atgtcatcagcaaaactgtttacccccctcaaggtgggtgccatcacggcgacaaatcgcgtatttatggcgcctttgacgcgtttgcggagtattgaaccgggcgacattcctacgccgttaatggcggaatattaccgtcaacgcgccagcgctggattgatcatcagcgaagccacacaaatctccgcacaggcgaaaggctatgccggcgcaccgggattacacagcgatgagcagatcgccgcctggaaa- STM1436 100 STM0979 62.617 STM1436 100
454577 atgacccatcagttaaaatcgcgcgatatcatcgccctgggctttatgacatttgcgctgttcgttggcgcaggcaatattatctttcctcctatggtcggtttgcaggcgggtgaacacgtctggacagccgctattggctttctgattaccgccgtagggctaccggttcttactgttgtggcgctggcgaaagtcggcggcggcgtagacagcctcagtacgccgattggtaaagtggcgggactcctgctg+ STM0399 100 STM1320 62.376 STM0399 100

1492263 atgagttttacttcacttcctctgacggaaattaaccataagctacccgctcgaaatattattgagtcacagtggataacattacaattaactttatttgcgcaagagcaacaagctaagagagtttcacatgctattgtgagctccgcttaccgtaaggctgaaaaaatcatccgagacgcctatcgttatcagcgtgaacagaaagttgagcagcaacaagaactagcgtgcttgcgtaaaaatacgctggaaa+ STM1410 100 STM1411 100 STM1411 71.5
4449197 atggatgtcattaaaaagaaacactggtggcaaagcgaccagcttaaatggtcagtaattggtctgctgggcctgctggtgggttaccttgtagttttaatgtacgtacaaggggagtatctgttcgccatcatgacgctgattttaagctctgctggcctgtatattttcgcaaatcgtaaaacctacgcctggcgctacgtttaccctggcctcgccggcatggggctgtttgtgctattcccgctggtgtgc- STM4228 100 STM3983 63.81 STM4228 100
368680 atgctggaacaaatgggcattgctgctaaagcggcgtcgtataagctggcgctgctctccagcggcgaaaaaaatcgcgtgctggaaaaaatagccgatgaactggaagcgcaaatggaaagtatcctcagcgcgaacgtacaagatgttgagcaggcgcgagccaatggcctgagcgaagcgatgctggaccgcctggcgctgacccctgcgcgtctgaaagcgattgctgacgatgtgcgccaggtctgtaat+ STM0322 100 STM2250 66.667 STM0322 100
195876 atggccgaaaatacgatgtggcatgaaacgctacacgaccagtttggtcagtactttgccgtagacaacgttctgtatcatgaaaaaaccgatcaccaggatttaatcatctttgaaaacgccgcttttggccgcgtgatggcgctggacggcgtggtacagaccaccgaacgcgacgagtttatttatcatgaaatgatgacccatgtcccgctgctggcgcacggtcatgcgaaacacgttctgattatcggcg- STM0166 100 STM4091 63 STM0166 100

2083148 atgattaagtggccctggaaagcacaagaaataacccagaacgaagactggccgtgggatgatgcgctggctatacctcttctggtaaacctcaccgcgcaagaacaggctcggcttattgcgctagccgaacgttttttgcagcagaaaagactggtagcgctacagggatttgagctcgactcgttaaaaagtgcacgtattgcgttaattttttgcttaccgatcctggagctcggtattgagtggcttgatg+ STM2001 100 STM3609 70.476 STM2001 100
2518929 atgacaaagtatgctttagtaggagatgtaggcggcacgaatgcgcgtcttgccctgtgtgatatcgccagtggagaaatctcgcaggccaaaacgtattccggcctggattatcccagtcttgaggccgtggtgcgcgtttatctcgatgagcatagcgtcagcgtggaagatggttgtatcgccatagcctgcccgattaccggtgactgggtagcgatgactaaccatacctgggctttttctattgcggaa- STM2403 100 STM1330 63.725 STM2403 100
2414856 atgatctatcctgatgaaacaatgctttacgcaccggtagaatggcacgactgctcggagggttacaccgacattcgttatgaaaaatccaccgacggtattgcaaaaatcaccattaatcgtccgcaggtgcgcaatgcatttcgtccgttgaccgtcaaagagatgattcaggcgctggcggatgcccgttacgacgacaacgtgggtgtgattattctgaccggcgaaggcgataaagcgttttgcgcgggcg- STM2307 100 STM2307 100
2403022 atgcgtcaacgaactatagtttgcccattaattcaaaatgatggctgttatctgctgtgcaaaatggccgacaaccgcggcgtctttcccggtcagtgggcgctgtcgggcggcggggtcgagccaggcgaacgcattgaagaggcgctgcgtcgggagattcgggaggaactcggcgaacaactgattctgagcgatattacgccgtggaccttccgcgacgatatccgtattaaaacctacgctgatggcagac+ STM2295 100 STM3132 64 STM2295 100
2685238 atgcatccgatgctgaccatcgccgtgcgcgcagcgcgcaaggcgggtaatgtaattgccaaaaactatgaaactccggacgctgtagaagcgagccaaaaaggcagtaacgattttgtgaccaatgtagataaggccgctgaagcggtgattatcgacaccattcgcaaatcttacccgcaacacactattatcaccgaagaaagcggtgagcacgttggcacagatcaggatgttcaatgggttatcgatccgc+ STM2546 100 STM4404 59.406 STM2546 100
4714879 atgaaacgcctattatcagcaattgttttccccgctatgtttattagtatctctaatgtatatgcattagatatacagcccggcgaatggaaaatggaaaatatagaaatgcgcaccatcaatccagatacaaaagaagtattaatggatgaaaaaaattcgggcatagcgacgcttatgtgttatacccctaaaatgtctgaagattctaaaaaaatggtgaagggtttttctaccagtgcaggcggttgcacga- STM4472 100 STM3603 58.252 STM4472 100
598465 gtggcgacactgtttattgcagacttgcatctgcaaacggaagaaccggcgatcgtcgccggttttctgcgttttttagccgtagaagcccgtcaggccgacgcgctgtatattcttggcgatctcttcgaggcctggattggcgacgacgaccccaacccgctacatcgtgaaatggccgttgccattaaatcgctggttgattccggcgtcccctgcttctttattcatggtaatcgcgacttcctgattggca- STM0535 100 STM4050 59.223 STM0535 100



2742843 atgcaggacatttcgcaggatacgctgaacgaatccgctaaactggcgcagtccgccaggatcactttgtgggaaatcgatctgacacagtctggcggtgatcgttattttttttgtaacgaggcaaatgaaaagggggaggcggttacctggcagggacggaaatatgacgtttatcctgtagacggttgcggatttgaaatgaacggcaaaggcgcagctgcgcgcccgtcactgaaggtatccaatctttacg- STM2592 100 STM0921 77 STM2592 100
2750835 atggcaacaaaagaagagaatatacagcgtctgcgggagcttgcgacgcggcttggtcgtgatccggatgtgtccgggagcgccgctgaactcagccagcgtgtcatggaatgggaagaggaagcggaggcggagcatttgcctgctgtggaaaatgacagtgatgaatccatagtgccgcccgggatcgggcaaagatccgaacgggtacttatcagggcgcttcgtacactacacatctgcgccatcgatccgg- STM2602 100 STM2602 100
4821171 atgcctgcctcatgcgaaactgcgctccagcagcgttgccagcaaattgtgaccagcccggtgctcacgcctgaacaaaaacgccattttctggcgctggaagctgaaaacgccctgccttatcccaccctgccggaagatgcccgccaggcgctggatgaaggcgtcatttgcgatatgtttgaggggcacgcccccttcaaaccgcgctacgtgttgcccgattacgcccgatttctggctaacggttcacag- STM4566 100 STM3478 63.366 STM4566 100
3896036 atgaaccaaagtaatgcgtcaatgacagtcatcggtgccggctcgtacggcaccgctcttgccatcactctggcgagaaacggccaccaggttgtcctgtggggccacgacccaaaacatatcgcgaccctggagcacgatcgctgcaacgtcgcgttccttcccgatgtgccttttcccgatacgttacacctggaaagcgacttagcaaccgcgctggcggccagtcgtaacattctggtggtggtgccaagc- STM3700 100 STM3700 100
3786474 atgactaaagcaggcaaaataaccgccgccatcacagggactttcttgttgttgatcgccatagtgattttgttgatcgcaacatttgactggaaccgcctcaaaccgaccatcaaccagaaagtctctaccgaattgaaccggcctttcgctattcgcggcgatttaggcgtggtgtgggaacgccaaaaacaggagaccggctggcgaagctgggtaccgtggccgcatgttcacgcggaagacgtcattctc- STM3610 100 STM3264 67.327 STM3610 100
3676306 atgtcacagccaaccttcaataaagatcaattccaggccgccctgacgcgtcagtggcagcgtttcggtttactgtcggcgtccgacatgacgcctcgtcagtggtggcaggccgttagcggcgcgctggcggaattactgagcgcgcaaccggtagcgcagccgacgaaaggccagcgtcatgtgaactacatttcgatggaatttttgattggccgcctgacgggaaataacctgttaaatctgggatggtac- STM3514 100 STM3534 76 STM3514 100
2523218 atgatttatcagcccgatgagaatcgttatcacacaatggagtatcgtcgctgcggacgcagcggcgtcaaacttcccgctatttcgctggggttatggcacaacttcggcgatacgacacgggtagaaaatagccgggcgctgctgcaacgcgcgttcgatctgggcattacccactttgatctcgccaataattatgggccgccgccgggctccgcagaatgcaattttggccgcattctgcaggaagatttt+ STM2406 100 STM0421 65 STM2406 100
2598821 atgtcgtgcccggttattgagctgacacagcaacttattcgtcgcccctccctgagtccggatgacgcaggctgtcaggcattaatgattgaacgcctgcgtaaaatcggttttaccattgagcatatggattttggcgacacgcaaaatttttgggcatggcgtgggcgtggcgaaacgctggcgttcgccgggcatactgacgtcgtaccggctggcgatgtcgatcgctggatcaatccgccgtttgagcct+ STM2483 100 STM3053 64.706 STM2483 100
1037236 atggtagatagcaagaagcgccctggcaaagatctcgaccgtatcgatcgtaacattcttaatgaactgcaaaaggatgggcgtatttccaacgtcgagctttctaaacgagtaggactttcgccgacaccttgccttgagcgtgtgcgtcggctggagcgacaggggtttatccagggctatacggcgctgttgaacccgcattatctggatgcgtcacttctggtattcgttgagattaccttaaatcgcggcg+ STM0959 100 STM0018 61.321 STM0959 100
626882 atgcaggaattgatatcccgggtagaagatttagcgggaattgaaatgaatcacaccacgtcgctggtggtgatatttggtattatttttctgacagcagttgtcgtgcatattattttgcactggatagtactgcgcgctttcgaaaaacgtgccagcgccagttcccgcctgtggctgcaaattattacccagaataaattattccatcgtctggcttttacgctgcaaggcatcattgtcaatattcaggcc- STM0569 100 STM2551 60.194 STM0569 100

4681731 atgacaaagcagcccgaagactggctcgacgacgttcccggtgatgacatcgaagacgaagacgatgaaattatctgggtcagtaaaagtgaaattaaacgcgatgccgaggaattaaaacgcctgggcgcggaactggtggatctggggaaaaacgcgctggataagatcccgctggacgccgatctgcgcgacgccattgaactggcccagcgtatcaaaatggaaggacgccgccgccagttgcagcttatcg- STM4437 100 STM2804 86 STM4437 100
4804071 atgtcttccagaattttaacgtcggacgtcatcggtattgacgtccttttacacgatcatcatgctgtgctggcgaagtcaacgggcggcgcagtggcggtattcgctaataatgcgcctgccttttatgccgtgacgcctgcacgcatggctgaactgctggcgcttgaagaaaagttatcacgtccgggaagcgatgtggcgttagacgcacaattttacgaagaacccgaagccgcccccgttgcgattccct- STM4544 100 STM2570 62.857 STM4544 81.45
3927395 atgcgtccagcaggccgtagcgctaatcaggtgcgtcccgtaaccctgacccgtaactatacaaaacacgctgaaggctcggtactggtcgaatttggagatactaaagtgttgtgcactgcctccattgaagagggcgttccacgttttctgaaaggacaaggccaggggtggatcaccgcagagtatggcatgttgcctcgcgctacccatacccgtaacgcgcgcgaagcggcaaagggtaagcagggcggcc- STM3734 100 STM1712 63.366 STM3734 100
3378878 atggttaaggacatactggcgccagggctacgggtggttttttgcggcatcaatccgggactctcctcggcgaataccggctttccgtttgcgcatcccgcgaatcgtttttggaaagttattcatttggccggtttcaccgatcgacagttgaaaccggaagaggcggaaaaattactggattttcgctgcggggtaacgaaactcgtcgaccgaccgacggtacaagcgactgaggtgaagttgcatgaattac- STM3212 100 STM0777 62.376 STM3212 100
3425838 atgaaaaagatcattgcagtgaccggctgccctaccggtattgcgcatacatttatggctgaagaagccttaaaaaatgccgcgaaaaaattatctgttgaaataaaagttgaaaccaatggtgccagtggcgttgaaaatgctattcaacctgctgatctggtagatattgccggagtcattattgcggcggataaagatgtcttacctgatcgctttaatggtttaccggttattgaagtaccggtaaaagaa+ STM3255 100 STM2204 70.297 STM3255 100
3928384 atgatccgcagtatgaccgcctacgcccggcgtgaaatcaagggtgaatggggtagcgcgacctgggaaatgcgctcggtaaaccagcgttatctggaaacttactttcgtctgccggaacagttccgtagtcttgaacccgtcgtgcgcgaacgcattcgtacacgcctgacgcgcggcaaagtcgaatgtatgctgcgttttgaacccgatgccagcgcgcaaggcgagcttattctgaatgaaaagctagcga+ STM3735 100 STM4009 88 STM3735 100
4779015 atgagtggggggaaattgccggaggggtgggctacaagcacaatcaatgaaatgtgcaacctcaatcccaaacttaaacttgatgatgatttagatgttggatttatgccgatggccggtgttccaacaacctatttaggtaaatgtaactttgaaaccaaaaagtggagtgaagtaaaaaaaggatttactcaatttcagaacgatgatgttatttttgccaaaatcacgccatgcttcgaaaatggaaaagct- STM4524 100 STM2042 61.386 STM4524 100
138053 atgcgccggattttatcggtattactggaaaacgaatctggggcgttatcgcgggttatcggcctcttttcgcaacgcggatataatattgaaagcctgaccgtcgcgccgacagacgatccgacgttgtcgcgcatgactatccagacggtaggcgatgaaaaagtgcttgagcaaattgaaaagcaactgcacaagctggttgatgtgctgcgcgtcagcgagctgggacagggagcgcacgttgagcgggaaa+ STM0117 100 STM2654 72.642 STM0117 100

3033381 atgttttacgcgttgtactttgaaattcatcacctggttgcgtctgcggcgctagggtttgctcgcgtggcgccgatttttttcttcctgccgtttttgaatagcggggtattaagcggtgcgccgagaaacgccattatcatcctggtggcattgggagtatggccgcatgcattgaacgaggcgccgccgtttttatcggtggcgatgatcccgttagttctgcaagaagcggcggtaggcgtcatgctgggct- STM2888 100 STM2888 100
804546 atgcagaacagcgctttgaaagcctggttggactcttcttacctctctggttcgaatcagagctggatagaacagctctatgaagacttcttaaccgatcctgactcggtagacgctaactggcgtttgacgttccagcagttacctggtaccggagtcaaaccggatcaactccattcaaaaacacgtgaatatttccggcggcaggcgttggctggctcacgtcactcttctacgatttccgaccctgacacc+ STM0736 100 STM0841 70 STM0736 100

4545267 atgagcatctctctgacaacaaagctgagttacgggttcggtgcgtttggtaaggatttcgccatcggcattgtgtatatgtacctgatgtattactacaccgatgtggtgggactttcggtcggcctcgtcggcaccctctttctggtcgcgcgaatctgggatgcgataaacgatcccatcatgggctggattgtcaacgccacgcgttcgcggtgggggaaatttaagccgtggatattgatcggcacctta+ STM4299 100 STM3750 63 STM4299 100
2816621 atgagcaagcaactcgccgcacaagtacccgctgaaccggttgtactggggaaaatgggttcttcatacggtatccgtggttggctcagagtgttttcctccactgaagacgccgaaagcatttttgactatcagccctggtttatccagaaggcgggtcagtggcagcaggtacagctggaaagctggaagcaccacaatcaggatctgatcatcaagctgaaaggcgttgacgatcgagatgccgcgaatcttc- STM2675 100 STM4098 59.406 STM2675 100
2689332 atgagcattgatattgatatcattaaagcccgtgcgaaaaacgaatatcgcctgtcaaaagtgcgcggcgaagccatgatcagcgtccgcattcccggcggtattttgcccgcgcatttgctaacggtggcgcgtgacatcgccgaaacctggggcaacggacaaattcacctcactacccgccagaagctggcgatgccgggtatccgttacgaagatatcgacaacgtgaacgctgcgctggagccgtttctt+ STM2550 100 STM1497 60 STM2550 100
2151921 atgagcttcaataccctgattgactggaacagctgtagccctgaacagcagcgtgcgctgctgacgcgtccggcgatttccgcctctgacagtattacccggacggtcagcgatattctggataatgtaaaaacgcgcggtgacgatgccctgcgtgaatacagcgctaaatttgataaaacagaagtgacagcgctacgcgtcacccctgaagagatcgccgccgccggcgcgcgtctgagcgacgaattaaaa+ STM2072 100 STM1947 79 STM2072 100
366032 atgaataaaagcactctggcaatagtggtgagtatcatcgcatcagcatctgttcacgccgccgaggtttacaataaaaacggtaataagcttgatgtgtatggaaaagttaaagccatgcactatatgagcgattatgacagcaaagatggcgatcaaagctacgttcgttttggttttaaaggcgaaacgcaaattaacgatcaattgaccggctacgggcgctgggaagctgagtttgccagtaataaagcc- STM0320 100 STM1530 76 STM0320 100
555286 atgaaatttttgaaacggggtgtggcgctggcgttactggcggcgttcgcgctgacgactcagcctgcacaggcttacgaaaaagataaaacctataaaattactatcctgcataccaacgatcaccacggtcacttctggcgcagcgaatatggcgaatatggtctggcggcgcaaaaaacgctggtggacagtatccgtaaagaggtggcgcaagaggggggaagcgtcctgttgttatccggcggcgacatt+ STM0494 100 STM4104 61.538 STM0494 100

1147971 atgtactatcccttcgttcgtaaagcccttttccagctcgatccagagcgcgctcatgaatttacatttcaacaattacgccgcattacaggtacgccgctggaagcgctggtgcgccagaaagtaccgacaaagccggttacctgcatgggacttacctttaaaaatccactggggctggctgccggtctggataaagacggggagtgcatcgacgcgttaggcgcgatggggtttggctccctggaaatcggc+ STM1058 100 STM1058 100
4564341 atgaaaagtcgttatttagtattttttctaccactgatcgtagctaaatatacatcagcagaaacagtgcaaccctttcattctcctgaagaatcagtgaacagtcagttctacttaccaccaccgccaggtaatgatgatccggcttaccgctatgataaggaggcttattttaagggctatgcgataaagggttccccgcgatggaaacaagctgctgaggatgcagatgtaagcgtggaaaatatagccagaa- STM4319 100 STM4319 100
4274485 atgaaaaagtggggcgtgggattcacattattgctggcgtcaaccagcattctggcaaaggatattcagttacttaacgtatcgtacgatccaacgcgtgagctgtacgagcagtacaacaaagcgtttagcgcgcactggaagcaggaaaccggcgacaacgtcgtgatccgccaatcgcacggcggttcgggtaaacaggcgacttccgttattaacggcattgaagccgatgtcgtgacgctggcgctggct+ STM4063 100 STM2444 72 STM4063 100
733239 atgagccaggtgatcctcgatttacagttggcctgtgaaaaccacgcgggcctgccggatgaagctcagtttcaacgctggctggacggcgttattccgcagtttcaggaagaggcggaagtcacaatccgtctggtggatgaggccgaaagccacgaccttaatttgacgtaccgcgggaaagataaacccactaatgttctctccttcccgtttgaagcgcccgccggcattgaaatgccgctactgggcgatc- STM0668 100 STM2314 49.02 STM0668 100
788820 atgaaaatctcttgcaaaaacgttggcgtaatactccctatatttaactccagccaccgttcatttaaaaaaacttttctacaggctgcttcaggtggacgaattggctcatcgaataccgggattattgaagtagaggcattaaaaaaaattgattttacgcttaccgaaggtaaccgtcttgcgcttatcggacacaatggttcgggcaaaacaactcttctgagagtacttgcaggggcctataaaccaactt+ STM0723 100 STM2126 75.49 STM0723 100

2117939 atggcagaaaaaagctgcagtttaacggaatttgtcgggaccgccattggcgataccctgggcctggttatcgccaacgtcgataccgccctgctggacgcgatgaaacttgagaagcgctatcgttccatcggcattctcggcgcccgcaccggcgcaggcccgcacattatggcggcggacgaagcggtgaaagccaccaacaccgaagtggtcagcattgagctgccgcgcgataccaaaggcggcgcgggcc+ STM2039 100 STM2039 60 STM2039 100
4557868 atgaaactcaaccttattaccgtcagcctggctacgctcgttgccgctggcgcattcccggcccatgccggtcctcaggcgcatgtcgtgtgcggctatcaccacacgctgggcgatgacgcgattatgatgtttggtaaagcgaatcaggcgatgtggcatgacttttttggcaacacccacaccgatgcggtctctacctaccagacgttgcgcgcgcaacccgataccacctgtgataataaagccgacagc- STM4309 100 STM4309 100
2041364 atgagtgcgatcgaagttaccaacctggtcaaaaaatttcatggtcaaacggtgctgcacggtattgaccttgaggtgaagcccggagaagtcgtcgccattatcggcccgagcggctcagggaagacaacgttattacgctgtattaacctgctggaacaaccggaagcgggcaccattaaagtgggcgatattatcatcgataccgcccgcccattcagccagcaaaaagggttgattcgccagctacgccagc- STM1951 100 STM2351 82 STM1951 100
1770852 atggacaagctggaagcgatgcaggtctatgtttgcgtagtggatacccatagttttatcagagccgccgaagtgctgggcgtgccgcgctcaacggtatcgcgagtggttaaagaactggaatcctggcttaagattcaacttttgcaacgtacaactcgcaaacttagtgtgaccgcagaggggcggcgttactacgaagagtgcaaaagagtgctggcagatatcgcggccatggagtcgtcatttcccggcc- STM1677 100 STM3607 62 STM1677 100

STM4261 100 STM0274 62.136 STM4261 100
69680 atgcagaatagagtgaatctaatatttaaacgcatttatttgcaaaaggatgtattgcgtcgcgagtcggtcgccatgtttctggagggcgtgggactcgccctggaagacgattgtgaaatcgcggtatgcgcatattggcagggtgagatagtcgggtgcggttctctggccgggagcgtactgaaatgcatcgccgtttccccggttttacaaggggaagggctcagcctcaaactgctgaccgagctgctt+ STM0058 100 STM0624 75 STM0058 100

1349770 atgcttattcgtttaaactggagtgagaaaaaagaacaggccgttgattctgcggaatcttcatttaaagtgtataaaatatacaacaaatcacacaaatgtgatgcgcatcacgtttttatgattttttattacagttttatgatatag- STM1268 100 STM3084 60.748 STM1268 100
4394051 atgcaacaacgtcgtccagtccgccgcgctctgctcagtgtttctgacaaggccggtatcatcgaattcgcccaggcactttccgcacgcggtgtggagctgctgtctacggggggcaccgcccgcctgttagcagaaaaaggcctgccggtgaccgaagtttccgattacaccggtttcccggaaatgatggatggacgcgtaaagaccctgcatccaaaagtccacggcggcatcctcggtcgtcgcggccag- STM4176 100 STM4176 100
2677401 atgacagaagccatgaaaattacgctttccacgcagcctgccgatgcgcgctggggcgataaagccacttacagtattaataacgacggtattaccttgcatcttaacggtaaagacgatctgggattgatccagcgtgcggcgcgtaaaatcgacggcctgggaataaaacaggtcgcgctgacaggcgaaggatgggataccgagcgttgttgggcattctgggcgggttacaaaggaccaaaaggcgtccgt- STM2536 100 STM4477 70 STM2536 100
2120843 atgaataccgacgcaattgaatcgatggtccgggacgtattgagccgcatgaacagcctgcagggcgatgcgccagcagcggctcctgcggcaggcggcacgtcccgcagcgcaaaggtcagcgactacccgctggcgaacaaacacccggaatgggtgaaaaccgccaccaataaaacgctggacgactttacgctggaaaacgtgctgagcaataaagtcaccgctcaggatatgcgtattaccccggaaaccc+ STM2042 100 STM4524 61.765 STM2042 100
4548447 atgttatttagtatacagcttctcataatattaatatgtctgttttatggtgcccgaaagggcgggatcgcgctcgggttgttgggcggtatcggtctggtcattctggtgtttgttttccatctccagccaggcaaaccgcccgttgacgtaatgctggtcattatcgcggtagtcgccgcgtcggcgacgttgcaggcgtcaggcgggctggatgtgatgctgcagattgccgaaaagctgctgcgtcgcaac- STM4301 100 STM3599 68 STM4301 100
2026689 atgaaaaaggtcgcggtgctgttggcaccaggatttgaagaagcagaggccattgttactcttgatattctgcgacgtttgcatatcgacgtcgaaacgctggcgtgtgctgaatcacgggcggtggtgagttaccatgatattcctatggttgcggacagcacgctgagtgaacgccagcaggcgcttttcgatgcggtagtgctaccgggcggtccgcaggggagcgctaatctggcggctaatccggcggtga- STM1931 100 STM0618 61.682 STM1931 100
1279957 atgagctttgaaggaaagattgcgctggtgactggtgcaagccgtggcataggccgcgcaattgcagagactctcgttgcccgcggcgcgaaagttatcgggactgcgaccagtgaaaatggtgcgaagaacattagcgactatttaggtgctaacgggaaaggtttgatgttgaatgtgaccgatcctgcatctattgaatctgttctggaaaatattcgcgcagaatttggtgaagtggatatcctggttaata+ STM1195 100 STM4483 62.963 STM1195 100
1758491 atgaccaaaaaagtcaacttatcgaccacggcgggcgccgacgtcagcacaataaatgaagctgtttcccaacgtatcaaacaatttcgtagccaaaaaaagatgtcgctggatgagcttgcgcggcgttccggcgtcagtaaaggaatgctggtggaaattgaaggctgtaaagccaatccaagcattgcgctgttatgtaagatcgcggcggcaatgggagtgtccgtggcggatgttgtcaacgtcgccagcg- STM1664 100 STM4042A 64 STM1664 100
2809417 atgacatcggaaaacccattactggcgctgcgagataaaatcagcgctttagacgaagagttactggccttactggcaaaacgacgcgcgctggcgattgaagtgggacaagcaaaactactgtcgcatcgtccggttcgggatatcgatcgtgaacgcgcgctgctggacaggctcatccatctcggtaaagcccaccatctcgacgcacactacattacccgtctgttccagcttatcattgaagactccgtg+ STM2667 100 STM2668 58 STM2667 100

5887 atgctgattctgatttcacctgcaaaaacgcttgattatcaaagcccgctggccacgacccgctatacccagccggagctgttggatcacagccagcagcttattcaacaggcccgccagctttcggcgccgcaaatttccaggctgatgggaattagcgacaaactggcggatctcaacgccacgcgttttcatgactggcagcctcattttacgccggataatgcacgccaggcgattctggcgttcaaaggcg- STM0005 100 STM0686 62.857 STM0005 100
3995621 atggagaccaagcaaaaagaacgtatccgacgcttgatggagttactgaaaaagaccgatcgaatccatctgaaagacgccgcgcggatgctggaagtttcggtgatgaccattcgccgcgatctcagccaggatgatgaccctttaccgctgacgctgctcggcggctatatcgtcatggtaaataagcctgcgtcttcaaccaatatgccgctgccggcgaaaaagacgcatcatcgggacgaccttcccgttg+ STM3794 100 STM0864 80 STM3794 100
1551224 ttgaatcaaaggcatcctaatctgaataatattatttcagcaaatgctaacttttcttatatgttattaattaatacaaaagttactatcggaaacgcatatatttatggtgaatatatttgttattatgtattcatgtatgtgatttgttttatttcacaatttgcgaaaaaagatggcaatatagcggcgggcagacattctgttatcaattttgtgaactggcttcgagtttttttaatttaactttcttgag+ STM1474 100 STM0071 71.154 STM1474 100
4247808 atgcaggtcagcagaaggcagttctttaagatctgcgctggcggtatggcaggcaccacggcggcggcactgggcttcgcgcccggcgtagcgctagcggaaacacggcaatataaactgctgcgcacccgcgaaacccgtaacacctgcacctactgttccgttggctgcgggctgttgatgtacagcctcggcgacggtgcgaaaaacgccaaagcatctattttccatatcgaaggggacccggatcatccg- STM4037 100 STM1570 90 STM4037 100
4177195 gtggatattactcttatgataagcgccgtcgtggcgctggcggctggggcggtgattggctggctggcgacgaaagcgcacgccgatcaaatccgcgccgatcttatcgaagaacggcgtgagctggatatcgaacttagcgcggcccggcagcaattagcgcaagaagcgcactggcgcagtgaatgcgagttacttaataacgaactgcgtagcctgcacagtattaatacctctctggaagccgatctgcgt+ STM3969 100 STM4347 61.765 STM3969 100
4144290 atgacggaacaagaaaaatcctccgccgtggttgatgagaccagggagagcgtggaaaccacgccacagccagttaataccgagaaaaaaagtaagaacggcgccgcgctggtattaagcgcggtggcgattgcgattgccctggcggcaggtattgggctttatggctgggggaaacagcaagcaaccgcgcaaacggaaaccagcgatgcgctggcgacgcaactgaccgccttgcaaaaggcgcaggagagc- STM3936 100 STM3705 64.762 STM3936 100



3230590 atgtctaaaatttttgatttcgtaaaaccaggcgtgatcactggtgatgacgtacagaaagtgttccaggtagcaaaagaaaacaattttgctctgccggcagttaactgcgtgggcactgattccatcaacgctgttctggaaaccgctgcaaaagttaaagcaccggtcatcgttcagttctccaacggcggcgcttccttcatcgcgggtaaaggcgtgaaaactgacgtacctcagggcgcggcaatcctg- STM3068 100 STM3682 73.267 STM3068 99.91
2064539 atgggcgatagtattctttctcaggctgaaatcgatgcgctgttgaacggcgacagcgacaccaaagacgaacccactcccggtatcgcaagcgatagcgatattcgcccttacgatcccaatacccagcgtcgcgtcgtgcgtgaacgcttgcaggcgctggagattattaacgagcgtttcgcacgccagttccggatgggattatttaacctgctgcgccgcagcccggatattaccgtgggtgccatacgt+ STM1976 100 STM1976 100
2543067 atggtttcatcatccacaaccgtaccacgtagcggcgtctattatttctcgcaaggatggaagttagtcaccctaccgggaatccgccgctttgttattttacctttgctggtcaacattgtgctgatgggcggcgcattttggtggctgtttacccagcttgacgcctggataccttcgttgatgagtcatgtgccggactggctgcaatggctgagctatctgctgtggccgattgcggttatctctgttctgc+ STM2429 100 STM2367 66 STM2429 87.29
1889079 atgaatgcgcaacgcgtagtggtgatggggttaggaaacctgctgtgggccgatgaaggattcggtatccgggtcgcggagcgtttgtatgcccgatatcactggcctgaagaggtagaaattgtggacggcggtacgcaagggctaaacctgttaggttatgttgagcaagccagccatctcctgctccttgacgcgatcgattacggcctggcgccgggcagcctgcgaacctatgccggcgagaaaatccccg+ STM1789 100 STM1536 65.686 STM1789 100
3457815 atgaacaaagaaattttggctgttgttgaagccgtctccaacgaaaaagcgctgccacgcgaaaaaatttttgaagcgctggaaagtgcgctggcgacagcaacaaagaaaaaatatgagcaggagatcgatgttcgtgtagaaatcgatcgtaaaagcggtgattttgatactttccgccgttggttgatcgttgaagaagtgaccatgccgacgaaggaaattacgctggaagcggcgcgttttgaagacgaa- STM3287 100 STM0145 57.426 STM3287 100
3122060 atggaaaccactcagaccagcactattgcttcgattgactctcgaagcgcatggcgcaaaacggataccatgtggatgctgggcctttacggcacggctatcggcgcgggcgttctgttcctgccgatcaacgcaggcgtcggcggcatgattccgctcatcatcatggcgattctcgctttcccgatgacctttttcgcacaccgtggtttaacccgcttcgtgctgtccggtaaaaatccgggtgaagacatc+ STM2970 100 STM3243 72 STM2970 100
4264700 atgattgaccctatttttgcgtcctgtacgctaattgccgtctttgttgttttactggccatgggcgcgcctatcgggatctgcatcgttatcgcctctttcagcaccatgatgctggtactgcctttcgatatttcgatgttcgccaccgcgcaaaaaatgttctccagcctggacagttttgccttgctggccgtgccgttcttcgttttgtccggggtgatcatgaatagcgggggaattgccgcccggctg- STM4052 100 STM3171 73.786 STM4052 100
4182092 atggctgtagaagatactcaaccgcttatcacgcatctgatcgagttgcgtaagcgcctgctaaactgcatcgtcgcagtacttctgatttttctggcgttaatttatttcgccaatgatatttatcatttagtcgccgcaccgctgattaaacagatgccgcaaggggcgacaatgattgcgacggatgtggcgtcgccgttttttacgcctatcaaactcaccttcatggtgtctttgatcttatccgcgcctg+ STM3975 100 STM1361 61.538 STM3975 100
4164405 atggtgaacggggttaatgtggcgcaggcggaagtgttgaatctggaatcaggggccaaacaggttttgcaggaaacctttggctaccaacagtttcgcccgggtcaggaagcgattattgatactgcgctctccggtcgcgactgtctggtcgtcatgcccaccggcggcggcaaatctctgtgctatcaaatccccgcgttgttgctggacgggttgactgtcgtcgtttcgccattaatctcgttgatgaaa+ STM3958 100 STM0692 62.745 STM3958 100
4161476 atgaggtgtcaggaatctatgtccgctgtacttaccgctgaacaagctctgaaattagtgggtgaaatgtttgtctaccacatgccgtttaatcgggcgttagggctggagctggaacgctatgaaaaagcgttcgcccaactggccttcaacaaccagccgatgatggtcggcaactgggcgcaaagcattttacacggcggcgtgatcgcctctgcgctggatgtcgccgccggactggtatgcgtcggcagca- STM3956 100 STM1893 63.107 STM3956 100
547876 atgcgtcagacgaaaaccggtatcctgctggctaaccttggcacgccagatgccccaactcctgaagcggtaaagcgttacctgaaacaatttttaagcgacagacgcgtggtggatactcctcgtctgctgtggtggccgctgctgcgtggcgttattttaccgctgcgttcgccgcgcgtcgcgaaactctatcaatctatctggatggatggcggttcgccgctcatggtatatagccgcgaacagcaacag+ STM0489 100 STM4578 62.264 STM0489 100

4361787 atgtctaaagaaaagtttgaacgtacaaaaccgcacgttaacgtcggtactatcggccacgttgaccatggtaaaacaacgctgaccgctgccattactaccgtactggctaaaacctacggcggtgccgctcgcgcattcgaccagatcgataacgcgccggaagaaaaagcgcgtggtatcaccatcaacacttctcacgttgaatacgataccccgacccgccactacgcacacgtagactgcccggggcac+ STM3445 100 STM4146 100 STM4146 100
2059209 atgagtaatcttagcggtaccgataaaagcgtcattttgttgatgaccattggcgaagaccgggcggcagaggtgtttaaacacctctccacccgcgaagtacaggcgttaagtacggcgatggctaacgtgcgtcagatctccaacaaacaactgacggacgtactatcagagtttgagcaagaagcggagcagttcgccgcgctgaatatcaacgccaacgaatacctgcgctccgtactggttaaagcgctg+ STM1970 100 STM1970 100
3090711 atgagcgaaaaacatccaggcccactggtggtcgaaggtaaactgtccgatgccgagcgcatgaagctggaaagcaactatctgcgcggcaccattgcggaagatctgaacgacggtctcaccggcggttttaaaggcgataacttcctgctgatacgctttcatggcatgtatcagcaggatgaccgcgatattcgcgccgagcgtgcggcgcagaagctggagccgcgccacgcgatgctgctgcgctgccgc- STM2947 100 STM2384 64.151 STM2947 99.65
3157371 gtgtcaataaccacgcgggggttctcgctactggaggttgtgctggcgatggcgatcggttccattttactgcttgggtccgcacgatttttaccggcgctacaacgcgagatctggcacaacacgcgacagttatcgctggaagatgaaatctggcagcgaacctataccgtagcgaagcatcttcaacgtgcgggttactgtcatggccactgcattggcgaagggttacatcttgccgaacaggggcaatgcg- STM2999 100 STM4496 71 STM2999 100
1780787 atgttgaaaaaaggaatatttgcgttagcgttattcatagccatgccgctttatgccgcagaatactggatagatgtccgcattccggaacaatatcagcgagagcatattcagggcgcgattaatatcccattgaaggagattaaatctcatatcgaaacggtagttccagacaggaacgatacggtaaagttatattgcaactccgggcgacagtcgggcatggcaaaacaaatgttgcttgatatggggtata- STM1686 100 STM2269 63.462 STM1686 100
562339 atgctcattcttatccctattctcattttcgtcgcgctggtgatcgtcggcgcgggcgtcaaaatcgttccgcagggataccagtggacggtggagcgctttggacgttacaccaaaaccctgcagccgggattaagccttgttgtaccgtttatggacagaattggccgcaagatcaatatgatggagcaggtgctggatattccgtcgcaggaggtgatctcaaaagataacgccaacgtcactatcgatgcg- STM0501 100 STM3879 59.804 STM0501 100
588712 atgggatatctgaataacgtcacgggttaccgcgatgatttactggcgaaccgcgccattgtgaaacacggtaactatgcgctcttaacgccggacggtctggtgaaaaatattattcccggctttgaaaactgtgacgtcaccatcctttcgacgccgaagctgggtgcttctttcgtcgattatctggtcaccttacatcagaatggcggcaaccagcagggctttggcggcgaggggattgaaacttttctct- STM0526 100 STM1475 65.347 STM0526 100
635916 atgttgctcaccgcaacgctgctcggcctgattgccgcactgggcattcttgacgggcgtttactcggcgtgtcgatgattgaccgtccgctggtgatgtgcgccctcaccggtctggtctgcggcaatttacacgaaggcattctgatcggcgcgacgctggaactgatctttttaggtaatgtcgctatcggcgccgcggtaccgcctgatgtcgtcaccggttcggtgctggcgaccgcgttttctattatgt- STM0575 100 STM1831 64.356 STM0575 100

1726739 atgatcgctggctggtctctcttctttaatgacctgactgaacaactgccacttgttgtggacggtattaaagaaacctgtaaacttgcgctgattgtttccatcaccggttttttgtggggaattattattttctttctgagcctgagccatcgccccgtggtaaaagccataactcgactgtacatggatttctttatcggtacgccactcattcttattctatttgttatctattatggtttacctcaatctg+ STM1636 100 STM1952 65 STM1636 100
1804699 atgcagcttaaacgtgtggcagaagccaaactgccaaccccattgggtgactttctgatggtgggatttgaagaactggcaaccggacacgaccatgccgcgctggtttttggcgatatttcaggtaaaacgccggtactggctcgcgttcattccgaatgtcttaccggggacgcgctttttagtctgcgctgtgattgtggttttcaactggaagccgcgctgacgcatattgcggaagaaggacgcggtattc+ STM1711 100 STM1711 100
1856174 atgcacttcctgaatatgttcttctttgatatctacccgtacattgccggatcggtatttctgatcggtagttggttacgttacgactacggccagtacacctggcgggcggcttccagtcagatgctggatcgcaaaggaatgaacctggcgtcaaacctgttccacattgggattctgggtattttcgccggtcacttcctgggcatgttaacgccgcactggatgtatgaagcttttctgccggtcgacgtga- STM1761 100 STM1580 78 STM1761 100
1901542 ttggatgctgcaacaattattagtctatttattttaggttccatccttgtaaccagcagtatcctgttaagttcattctcatcgcgactgggtatcccgattctggtcattttcctcgccatcgggatgttagcgggtgtggatggcattggcggtattcctttcgataattatcctttcgcttatatggtcagtaacctggcgctggcgattattttactcgatggcggaatgcgcacccaggccagctctttc+ STM1801 100 STM4062 64.078 STM1801 100
1932710 atgtttgctgggggcagtgatgtgtttaatggataccccggtcaggacgttgtcatgcactttactgctactgttcttctcgctttcggcatgtcgatggatgctttcgcggcatcaattggcaaaggcgccaccctacataaacccaaattctcagaagcgttgcgtaccggtcttatctttggcgcggttgaaacgctaaccccgttgatcggctgggggctggggatattggcgagtaaattcgttctggaat+ STM1834 100 STM2129 60 STM1834 100
1957711 atggacgaaaagaaactcaaagcccttgcggttgaactggctaaaggccttaaaaccgaagccgacctcaattcgttttcccgtatgctggcgaaattaaccgtcgaaacggtgctcaatgcggagctggctgaccaccccgggtatgagaaaaatgcgcccaaaacaggctcaaacacccgtaatggctactcgtccaaaacggtgttgtgcgatgacggcgagatagaactcaacacaccgcgtgaccgtgaaa- STM1860 100 STM1860 100
2001771 atggcgttacttgagatctgttgttacagcatggaatgcgcgctcaccgcgcagcgaaacggcgcggatcgtatcgaactgtgcgccgcgccgaaagaaggggggcttacgccttctttcggcgtcttacgcagcgtacgcgagcatattacgattcccgtacatccgattattcgtcctcgcggcggggatttttactacactgacggcgaatttgccgccatgctggaagatatccgcctcgtcagagagttgg- STM1907 100 STM3090 65.421 STM1907 100
550301 atgaaatttcccggtaaacgtaaatccaaacactattttcccgtcaatgcgcgtgacccgttgttgcaacaaattcagccagaacaggaaaccaacgcctcctgggtcgtcggtatcgaccagacgttggtggatattgaggcgaaagtggatgacgattttattacacgctatggattaagcgccgggcattctctggtgatagaagacgaggtggcggagaagctgtatcaggaactgacgcgggaaaatctg+ STM0491 100 STM2332 63.208 STM0491 100

1609964 gtgaatcattccagaactattccagtcgttaatattgccggaccaggatcgcagccagaagaggaagactttaactttcttcccatccccgccggcattaatctcccgctgacgccggttttaccggaacaggcgctgcccgctgagctccgtgttgccagacacatcctgactacgcttattcgcgatatggataacccggtggcaacgctcccctttcccctgagctataagctgaatgccactgagcaacag- STM1533 100 STM1791 77.885 STM1533 100
1601080 atggacctgacgcaactggaaatgtttaacgctgtcgctctgacgggcagcattacgcaggcggcggcaaaagtgcaccgcgttccgtccaacctgaccacgcgtatccgtcagcttgaagccgacctgggcgtctctctgtttattcgcgaaaaccagcgactcaggctgtcaccagccgggcataactttttacgttacagccagcagatcctggcgctggtcgatgaagcccgcatggtggttgccggagagg- STM1523 100 STM4380 65.094 STM1523 100
1057378 atgtccgagcttaatgaaaagttagccacagcctgggaaggttttaccaaaggtgactggcagaatgaagtaaacgtccgtgacttcattcagaaaaactacactccgtatgagggtgacgagtccttcctggctggcgctactgacgcgaccaccaagctgtgggacagcgtaatggaaggcgttaaacaggaaaaccgcactcacgcgcctgttgactttgacacctccgttgcttccaccatcacttctcac- STM0973 100 STM3241 88 STM0973 100
685358 atgacgcagaaaaatgaatctcaacgccaggatcgcgtagcagcctggagccgtcacgctgaaagcgaactgagcgcttaccaaagtgcggcaaaattggatctacaagcgcaaaaaccgcgcgaccacaaactgtgcgccagcctggaagaggccatccgccgttccggtttacgcgacggcatgacggtctcctttcaccacgcgtttcgcggcggcgatctgacgattaacctggtgatggaaaccatcgcg- STM0621 100 STM0061 85 STM0621 100

1643887 atgaataaattctcccttgctacagcaggtattatcgtggcagcgctggtaaccagtgttagcgtgaatgcggcaacagatactactaaaacaaacgttacgcctaaaggtatgagctgccaggagtttgttgacctcaatccgcagacgatggcgccagtcgctttctgggtgctgaatgaagatgaagattttaaaggcggggactacgtagatttccaggaaactgagacgacagcagtgccgctagccgttg- STM1562 100 STM3320 59.804 STM1562 100
1684076 atgttggtcaatctgtgtgattacaaacagagcgtcacgctcattgcaaacagcggcgtccagtttcttgattttggcttaacgccgcaagagtcggcccactacggacgttttgtgcgcaaaacggcaaacggcccgctactgcgcctcgattttgatctgaccagcgggcgctacacgttgccaggacgtgctggcggccaacccgaagtcgtgaaaccggaaagcactcagacgctgcactattctctggat+ STM1594 100 STM1561 63.366 STM1594 100
3769945 atgaccaaacactatgattacatcgctatcggcggcggcagcggcggtatcgcctcgattaaccgcgccgctatgtacggccagaaatgcgcgctcatcgaagccaaagagctgggcggcacctgtgttaacgtgggctgcgtgccgaagaaagtgatgtggcatgccgcgcagattcgtgaagcgattcatctgtatggcccggactacggttttgacaccacgattaatcagttcgactggagcaagctgatt+ STM3597 100 STM0174 61.404 STM3597 100
3817910 atgccgcaacctggccttactacgccggataacgatgcattaccctggcaaaccaccttacttttggcgcttcagcatgtgctggtcgttgccgccacccccattacctccgtctttctgatcgccaaagcgctccactttaccgatacggtgaccgcctcggtacttagcgcgacctttctgatgtgcggtctgggcgctattttgcaaagcctgggtgtgaaaggggtgggcgcgcgtttgccgtttattatg- STM3631 100 STM1356 61.538 STM3631 100
4758178 atggaactgcaggcgctaaggtatgcggcaatgatttcaacgatgagttttgcgaaagcatgcgaatattatcaggcatatctttggaagcatgggatcgatgagaatgcaaaagagaagttactggattttgtggagttagaagaaaacgaactcgctgattttggtaaagatattcgcatcgttctggcatcagcggatttcagtaaagaattaacgacaaccgcaatatggctaagagataaaggtgtcgata+ STM4503 100 STM4113 65.347 STM4503 100
3924741 atgatgagcctggccggtaaaaaaattgttctcggcgttagcggcggtatcgctgcgtataaaacgccggagctggtgcgccgtttacgtgagcacggcgctgacgtgcgcgtggcaatgaccgaggcggcaaaagcctttattacccccctgagcttacaggcagtgtcgggctatcccgtatccgacagtctgcttgaccctgccgctgaagccgcgatggggcatatcgagttggggaaatgggccgacctg+ STM3730 100 STM0850 77.228 STM3730 100
3105114 atggtcgcggtaagaagtgcacatattaataaagctggtgaatttgatccgaagaagtggatcgcaagcctgggaatttccagccagcagtcgtgtgagcgcttagccgaaacctgggcgtattgcctgcaacagacacaaggacatccggatgcggatctgttgctgtggcgtggcgtggagatggtagaaattctttccacgctgagtatggatatcgacacgctgcgggcggcgctactgttccctctggcc- STM2956 100 STM3742 71 STM2956 100
2821552 atgtcagaagattatgtaattgaatgggataagaattttgcagacgacctcaacgtcgtcgccaacgtttttttatcacacaacccaaccttatggcccactattttctctcaactttcgacgcaacctgaaatctttgaagacgaagatgaagacgaatatgggttgcaggacgtcctggattgtagcggtggcgatctcggaaataacgagctggcacaggcatttttacaagttctacgcggcgaaggattta+ STM2680 100 STM2680 100
436808 atggaatcctggaaagttaatctaatttccgtttggtttggatgtttttttaccgggctggcaatcagccaaatcctgccattcttacccctttatatttcccagcttggcgtctcttcccatgaagcgttatcaatgtggtccgggttaacgtttagcatcacgtttcttatttccgccattgtgtcgccgatgtggggcagtctcgccgatcgtaaagggcgtaaactgatgctattgcgcgcgtcgctcggg+ STM0382 100 STM1154 76 STM0382 100
491767 atggaaattaaatttttatcattatgtattttagcgggtgttttatttgttagccaggtgaatgcttcagcgaacaacggtaaagatgatgtaaaatatgctgcgcttacccagaaggatcttgatgctttgcctgtggaaaaaagagcttcggttctggatgaactggggtttatccatgaatacggccttagtgtaccgatgaatcgcgaacgggcgttgcagtattacaagcaggcctgtgagcttggcggt+ STM0437 100 STM0438 67.327 STM0437 100
522180 atgaagatagcgatgataaaaaccacactggcttcactggcgctgctgcctgggctaacgatagccgcgccggcggttgccgataaagcggatagtgcttttatgatgatttgcaccgcgctggtgctgttcatgacgataccgggtatcgcgctgttttacggcggattaattcgcgccaagaacgtgctgtcaatgttaacgcaagtgaccgtcacctttgcgctggtctgtattttatgggtggtgtacggc+ STM0463 100 STM2127 75.49 STM0463 100

3773312 atgagcatcagcgtattgggtattggcgacaacgttgtcgataaatacctgcattccggcatcatgtaccccggcggtaatgcattaaattttgctgtctatgcgaaattagcagacatccccagcgcgtttatgggggcgtttggcaatgacgacgccgcgcagcacgtacaggatgtattacaccagctacagatagacatctctcacagccgccattataccggcgaaaatgggtatgcctgtatccgtctct- STM3600 100 STM2425 58.491 STM3600 100
3846367 atgtatatcgggatcgatcttggtacatcgggtgtaaaagctatcctgttgaatgagcagggcgatgtgctggctacgcatactgaaaaactgaccgtatcgcgtccgcatcccttatggtcggaacaggaaccagagcagtggtggcaggcgacggatcgtgcggttaaaggtttaggtcggcaacagtcgttaagtggcgtccgggcgttgggcatcgccggacaaatgcatggcgcgacattgcttgatagc- STM3660 100 STM3674 57 STM3660 100
3885613 atgaatagaatatttaaagtcctctggaatgccgctacgggaacatttgttgtcaccagcgaaaccgcaaaaagccgcggcaaaaaaaacggccgcagaaagctggcagtttccgcactcatcggtcttagcagcattatggtttctgcggatgcactggccaacgcaggaaacgatacaggcgacggcgttactccaacgggtacccagactggaggaaaagggtggattgcaattggtaccgatgccacagcc+ STM3691 100 STM0126 61.905 STM3691 100
4630043 atgcgagcccggataatgttatttctggctgcgcttttgcctggcataacggcaacggcagccgtcgagttaaataatcatcaggccagaaatatggatgatgtgcgcagcttaggcgtaatctacatcaaccataacttcgccacggaaagtgaagccaatctggcgctgaatgaagaggccgacgtgcgaaacgcaatgtattatcacgtcatacttatccgggaaccgggtagcaacggcaatatacacgcca- STM4389 100 STM1556 50 STM4389 100
441390 atgatgcaacctctttatcttgttggcccgcggggctgtgggaaaaccaccatcggtatggcgctggcgcaggcaaccggttttcggtttgcagataccgaccgctggctgcaatcgcacgtgcagatgagcgtcgctgatatcgttgaaaaagaaggctggggagggttccgcgcccgggaaaccgcggccctggaggcggtaagcgcgccttcgactgtcgtggcgacgggaggcggtattattctcacggagt+ STM0388 100 STM0388 100
474573 atgcaatacaacacgttaggaaatacagatcttcgggtatcccgcctttgtctgggctgtatgacattcggcgagccaagtcgcggcaatcacgcctggacgcttcccgaagagagcagccgtcccatcatcaagcgcgctcttgagggcggcattaacttttttgataccgccaacagctactccgacggcagcagcgaagagattgtcggtcgcgcgctgcgtgattttgcccggcgcgacgaggtggtggta- STM0421 100 STM2406 65 STM0421 100

3322182 atgacggataaacagttggataccaaactggtaaacgcaggacgcagcaaaaaatacacgcttggctcagtgaatagtgtgattcaacgcgcttcttcactggtgtttgacaccgtcgaggccaaaaaacacgctacccgcaatctcgccaacggcgaattattttacggacgccggggaacgctgacccacttttcgctccaggaagccatgtgtgaactggaaggcggcgccggatgcgcgctcttcccgtgc+ STM3161 100 STM4100 66 STM3161 89.8
2993342 atgagcaatttattaggcccgcgtgacgccaacggcattccggtaccgatgacggtggatgaatccatcgccagcatgaaggcgtctttactgaaaaatattaagcgttcggcatacgtttaccgcgtggactgcggcggctgtaacggctgtgaaatcgaaatctttgcgacgctttcgccgctgtttgatgccgagcgtttcggcatcaaagtagtaccgtcgccgcgtcatgccgatattctgctgtttaccg- STM2847 100 STM2327 71.287 STM2847 100
3852558 atgaaacttgccgccttcgctctgacgctgatacccggtatcgcgatcgcctcatcatggacctcacccggttttccgacgttctcgacgcaggaaaccgggcgctttaccagccatgctgcattaacaaaaggtacacgcgcgttaacgctccatattgaccagcagtgctggcagccctccggcgccataaaactcaaccaaatgttgtcgttaaaaccctgcgaaggcgcgccgccgcaatggcgtttgttt+ STM3664 100 STM0160 68 STM3664 99.85
3504908 atgatgatgggggaagtacagtcgttgccttcttgcgggttgcatccgcgattgttggatgccttgactctcgcgctggcggcaaggccgcaggagaaagcgccggggcgctatgaattgcagggcgacaatgtctttatgaatgtaatgcagttaacgacgcaaatgccggccgagaagaaagcggaattgcatgaacaatacattgatattcagctactactaaccggcgtcgagcgtattgcgtttgggatgt- STM3335 100 STM2124 65 STM3335 100



3433263 atgaaacaaaacgaatcggcggataattctcagggccaactctttattgtacctactcctatcggtaatctggcggatattacccagcgtgcgttggaggtgttacaggctgtagatctgattgccgccgaagatactcgtcacaccggtttattgctgcaacattttgggattaatgcccggttgttcgcgctgcacgaccataacgaacaacaaaaagcggaaacgctggtcgcgaagctaaaagaagggcaga- STM3263 100 STM0231 75.248 STM3263 100
3316768 atggaacgctttcttgaaaatgtaatgtatgcgtctcgctggctgctcgcgccggtgtattttggcctctctttggcgctgatcgctttagcgctaaaatttttccaggaaattctacacgttctgccgaacgtttttgccctggcggaggccgatctgatcctggtgctgttatcgctggttgatatgacgctggttggcggattgctggtaatggtcatgttctccgggtatgagaattttgtctctcagctgg- STM3153 100 STM2493 62.745 STM3153 100
414771 atgcctttggagatgttcatgtttgcgacaacgcgtatggcgctattgataggcggagctatcggcggcgcgacttttcctctttttgcccaggaaaccacaaaaaatgataccgtcattgtcacctcgcccgttcagagtggcgcgaccaagctggcgacgccagatattgaaacgccgcagtcggtatccattattacccgccagcagtttgaagagcagggcgcaaccagcgtgcgtcaggcggtcagctac+ STM0364 100 STM0191 88 STM0364 100

2949647 atggaggatcatatgcttaacaaaccgaaccgaaacgacgtcgatgatggtgttcaggatattcagaatgatgtcaatcgattagccgacagtctggaagatgtccttaaatcctggggaagcgatgcgaaagacgaagccgaggctgcgcgacgtaaagcacaggcgttgctgaaagagacccgggcgcggatgcagggtcgtactcgcgtaaaacaagccgcctgtgatgcgatggggtgcgcggatacgtttg+ STM2802 100 STM3229 64 STM2802 100
2301410 atgcatattacgctacgacaacttgaagtgtttgctgaagtactgaaaagcggttcaacaacccaggcgtcggtcatgctgtcattatcgcagtccgccgttagcgccgcgctcaccgatctggaaggtcagctcggcgtacagttgtttgatcgggtggggaaacggctggtggtcaacgaacatgggcgcttgttatacccgcgcgcgctggcattgctggagcaagcgatagaaattgagcagctatttcgtg- STM2201 100 STM4448 61.165 STM2201 100
428101 atgcactcctggaaaaagaaacttgtagtctcacaattagcattggcttgcactctggcaatcacttctcaggcgaatgctactacttacgatacctggacttattacgacaatcctaccaccgcgcttgattggaataatatggatgccgcaggcactgttgatggtaactatgtaaactatagcggtttcgtttactacaacaatgccaatggtgatttcgatcagacgttcaacggtgacactgttaacggt+ STM0373 100 STM1787 64.22 STM0373 100

2280050 atgcatccacgttttcaaactgcttttgcccagcttgcggataatttgcaatcagcgctggcccctatcctggcggaccaccattttcccgccatgctgaccgcagagcaggtctcgacgcttaaaaatacggcgggactggacgaagacgcgctggctttcgcactgttacctctggcggcggcctgcgcccgtaccgatttgtcccattttaacgtcggcgcgattgcgcgcggcgttagcggcaactggtatt+ STM2183 100 STM4106 62.745 STM2183 100
2166237 atgaaaataacattaattattcccacatataatgcagggtcgctttggcctaatgttctggatgcgattaagcagcaaactatatatccggataaattgattgttatagactcaggttctaaagatgaaacggttccgttagcctcagacctgaaaaatatatcaatatttaatattgactctaaagattttaatcatggaggaaccagaaatttagcagttgcaaaaactctggacgctgatgttataattttt- STM2085 100 STM0478 59.804 STM2085 100
2236017 atgactgatattgcgcagttgcttggcaaagacgccgacagccttttacagcatcgttgtatgaccattccttccgatcagctttatctacccggcaaggattatgttgaccgggtgatgattgacaataatcgtccaccagccgttctgcgtaatatgcagacgctctataatactggacgcctggcgggaacaggatacctttcgatactgcccgtcgatcagggggtggagcactccgccggcgcctctttt- STM2141 100 STM3747 61.765 STM2141 100
2271662 atgcgtgttttactggcgccgatggaaggcgtgctcgacgcgttagtgcgcgagctgctgaccgaagtgaatgattacgatctctgcatcaccgaatttgtgcgcgtggtggatcagctgctgccggtaaaagtgtttcatcgcatctgcccggagttgcatcacgccagccgcacgccgtccggcacgccggtgcgtattcagcttctgggccagcatccgcagtggctggcggaaaacgccgcgcgggcgacg- STM2174 100 STM3384 67.308 STM2174 100
3585359 atggcaaaggcaccagttcgcgcacgtaaacgtgtaagaaaacaagtctctgacggcgtggctcatatccatgcttctttcaacaacaccatcgtgactattaccgatcgtcagggtaatgcgctgggttgggcaacagccggtggttccggtttccgtggttctcgcaaatccactccgtttgcagctcaggttgcagcagagcgttgcgctgacgccgtgaaagaatacggtatcaagaatctggaagttatgg- STM3417 100 STM2530 61.682 STM3417 100
2192600 atgaataagcaacgaatttttgtggcgggccatcgcggaatggtgggctccgccattgtacggcagcttgcgcagcgcggcgacgtggaactggtactgcgcacccgcgatgagctggatctgctcgacgggcgcgcggtacaggcgttctttgccggggcgggtatcgaccaggtttatctggcggcggcgaaagtgggcggcattgtcgccaacaacacgtatccggcggattttatttatgaaaacatgatg- STM2108 100 STM2107 29 STM2108 100
2265467 atgtcttccataacaatgactgataataaaacgttcctgaatgagctggcccgcctggtaggccattctcacctgctgacagaccccgccaaaaccgcccgctatcgcaagggtttccgttccggtcagggcgacgcgctggccgttgttttcccgggttcattactggaactgtggcgtgtgctcaacgcctgcgttaacgctgacaaaattattctgatgcaggccgccaacaccggtctgacggaaggctcc+ STM2167 100 STM2167 100
302874 atgaaaccggcaaggctctctcaaactgtcgttgcgcccggatgttggggtgagttgccctggggcaattactaccgtgaggcgctggaacagcagctaaatccgtggtttgcaaaaatgtatggtttccatttgcttaaaatcggtaatttaagcgcagaaatcaattccgaagcgtgcgcggtctcccatcaggtgaatgtttcatcgcaggggtcgccgatgcaggttctggccgatccgctacatcttcctt+ STM0262 100 STM0055 51 STM0262 100

3808099 atgactcagcatactcaaactccttcaatgccttctccgctctggcaatactggcgcggtctttccggctggaacttctattttctggtcaagtttggcctgctgtgggcaggctatctgaattttcatcctttactgaatttggtattcatggcgtttctgctcatgccaataccaaagtatcgccttcaccggttgcgccactggattgccattcccgtcggcttcgcgctgttctggcatgatacctggctg+ STM3624 100 STM3821 67.327 STM3624 100
3716105 atgagtgaaatagtgatacgccacgctgaaccgaaagattacgatgccattcgtcagatccacgcccagccggaggtgtaccacaacatgctacaggttcctcatccttccctcgaaatgtggcaggcgcggctaaccgagcaagccggggttaaacaactggttgcctgcattgacgatattgtcgttggccatctttctattcaggtcacccaacgtcctcgccgcagccacgtggccgattttggcatctgcg+ STM3546 100 STM1569 57.798 STM3546 100
3476154 atggataaatttcgtgtacaggggccaacgacgctccagggcgaagtcacaatttccggcgccaaaaacgccgcgctgccgatcctgttcgccgctctgctggcagaagaaccggtagagatccaaaacgttccaaaactgaaagacgtggatacgtcgatgaagctcctgagccaattaggcgcgaaagtggaacgcaatggatcggtacacattgacgccagccaggtgaacgtgttctgcgcgccttatgat- STM3307 100 STM0007 62 STM3307 100
4627425 atgaaattacgtgattcactggcggagaataattctatccgcctgcaggctgaagcgaatacctggcaggaagccgtcaagatcggcgtcgatttactggtggctgcagacgtggtagagccgcgctattaccaggcgattctggatggcgttgagcagtttggcccctattttgtgattgcccccggcctggcgatgccgcatggccgcccggaagaaggggtgaagaaaaccggtttttcgctggtgaccctga+ STM4385 100 STM2344 67 STM4385 100
4711673 atgattattggcaatattgaacatctggaggtctggctgccgacggcgttacggcaggcgattgagcacgtcaatgcgcatgtcacgacaacgaccgcgccaggtaagtatgacattgacggcgacaggctgttttatatgatttctgaaaatatgacggagccgggcgaatcgcgcagcgcagagtatcacgctcgttatcttgatattcagattgtgctacaaggtcaggaagggatggcattcagtacccggc+ STM4468 100 STM3080 65 STM4468 100
4844220 atgaaatacaagagcttagtacttttctcaattttgttgctgctggggcagagcgcccgcgcggaacaaattggttcagtcgatacggtatttaaaatgttcggtcctgaccataaaatcgtggtggaagcttttgacgatcctgatgtcaaaaacgtgacgtgctatgttagccgggcgaaaacgggcggcataaaaggcggattggggctggcggaagatacgtctgacgccgctatctcttgccagcaggtcg+ STM4587 100 STM4587 96.93
3933721 atggctcaaggtacgctttatattgtttctgcccccagtggcgcgggtaaatccagcctgattcaggctttattaaaaacccaaccgttgtatgacactcaggtttccgtttcacataccacgcgcgcgccgcgtccgggtgaagtgcacggtgagcactatttctttgtaaatcatgatgagtttaaaaccatgattggcagggaggcgtttctggagcacgcggaagtgtttggcaattactacggcacttcgc+ STM3740 100 STM0937 74.286 STM3740 100
3467774 atgacccgttttcaatcccaacgtaagcaaaaatatacgatgaatctgagtactaaacaaaaacagcacctaaaaggtctggcacatccgctcaagcctgttgttatgcttggcaataatggtttgaccgaaggggtactggccgagattgaacaagcgttagagcaccatgaacttatcaaggtgaaaatcgcctcggaagatcgcgaaacaaaaaccttgatcgtggacgctatcgtgcgcgaaaccggcgcct+ STM3298 100 STM2898 46 STM3298 100
3396756 atgaaataccgcatcgctttggctatcacgctttttacacttagcgccggtagctacgctaattcgctttgtcaggaaaaagagcaggatatacaaaaggaaattagctacgctgaaaagcacaacaatcagcgccgtattgagggtctgaacaaggcgctcagcgaagtacgcgccaattgtactgacagcaagctgcgcgccgagcatcagaaaaagatcgctgagcaaaaagaagaggtagccgaacgccaac+ STM3228 100 STM3286 64.423 STM3228 100
3517947 atgtttgtgaagctcttacgttcggtcgcaataggtttaattgtcggcgctattctgttggccgtgatgccttctttgcgcaaaattaatcctatcgccgtcccgcaattcgacagtaccgatgagacgccagccagttataattttgcggttcgccgcgccgcgcctgccgtcgtcaatgtctataaccgcagtatgaacagtaccgcgcataatcaactggagatccgcacgctgggttccggcgtgatcatg+ STM3349 100 STM3348 76 STM3349 100
3432242 atgaactcatttgagcgaagaaataaaattgtcgacctgattaatacgcaaggcagcgtgctggtgatggacctttcaaatacctttggtatttctgaagtgactatccgtgctgacctgcgtctgctggaagagaaaggccttgtcacccgttttcatggcggcgcggcaaaaccgggaagtcatctggcggaaggcgacaatcaggaagtcattctggaagatcggtatcaactcgccagcgatccgaaaaagc+ STM3262 100 STM2919 68 STM3262 100
3394744 atggctacgcaacgagcatcagggctactgcagcgtttagcgcaaggcagtctggttaaacaaattttagtgggtctggtactggggattttactggcatggatttctaagcctgcggcagaagcggttggcttgcttggcaccctgttcgtcggcgccttaaaagcggtcgcccccgttctggtgctgatgctggtaatggcctcgatcgccaaccaccagcacggccaaaaaaccaatattcgccctattctc+ STM3225 100 STM0769 64.706 STM3225 100
692727 atgtatgttgcgatgatcatcagaaagtattttcttattattgctctccttttgatgccatggctggctattccttcagtctctgcggcggataaaggggggtttaacacgtttaccgataacgtcgcagaaacgtggcgacagcctgagcattatgatttgtatgtccccgccattacctggcatgcgcgctttgcctacgataaagagaaaacggatcgctataacgagcggccgtggggcgttggttttggtc+ STM0628 100 STM4467 65.385 STM0628 100
201352 atgaaacatactgttgaagtcatgatccccgaagcggagatcaaagcacgtattgccgagttgggtcgtcagattaccgaacgttataaagacagcggcagtgaaatggtgctggtaggtctgttgcgtggctcatttatgtttatggcggacctgtgccgtgaagtccaggttcctcatgaagtcgattttatgaccgcctccagttatggtagcggcatgtccaccacccgcgacgtgaaaatcctcaaagatc+ STM0170 100 STM2069 58.491 STM0170 100
788106 atgaatgatttgaaagaagctctggccaggcaccaactttggatttcgctaggttggaatgatgtcctgggacgataccggcgatcggtgttagggcctttttggataacgatttcgatgggggtcaccatatcagcgatgggacctctttacggttcgctgttcagttctggttccgaaaattttatcatgcatcttactttaggtatgatcttttgggcctttctatcagcaactattaatgagtcatgcggaa+ STM0722 100 STM2767 64.706 STM0722 100

4587072 atgagcgaaacggcaacctggcagccgagcgcgtccatccccaatttattaaaacgtgcggcgattatggcggaaatccgtcgtttctttgccgatcgtggagtgcttgaggttgagacgccctgcatgagtcaggcgacggtcacagacattcatctgttcccgttcgaaacgcgtttcgtcggacctggccattcccaggggatcaacctctatttaatgaccagtccggaataccatatgaaacgcctgctg+ STM4344 100 STM3040 62 STM4344 100
1489443 atgaaacctgttagcccaaatgctcaggtaggagggcaacgtcctgttaacgcgcctgaggaatcacctccatgtccttcattgccacatccggaaaccaatatggagagtggtagaataggacctcaacaaggaaaagagcgggtattggccggacttgcgaaacgagtgatagagtgttttccaaaagaaatttttagttggcaaacggttattttgggcggacagattttatgctgttccgctggaatagcat+ STM1405 100 STM2290 58.416 STM1405 100
1598855 atgatggatttgtttaaagcgattggattggggctggtcgtactgctcccgttagccaatccgctaaccaccgtggcgctgtttcttggccttgcgggcaatatgaatagtgcggaacgcaaccggcagtcctatatggcttcggtttatgtcttcgctattatgatggtggcgtactacgccgggcagttagtcatgaacaccttcggtatttcgattccagggctacggatcgccggggggttaatcgtggcgt+ STM1521 100 STM2253 72.277 STM1521 100
826323 atgagtcgtatattaaatacagaaattatcattccgattatcgaaaaacttgtaaaaaaagcttgttatgaactggatgataatctcatgtgttcttttcgtaaagcatatgataaagaagagtcaaagatcggcaaggaaaccattaagatattaattgataatggagagtatgcaaaaaaagaacaacttgcatgctgccatgataccggcacttgtatcgttataatggaaattggacaacatgtatgctggg- STM0762 100 STM0609 60.396 STM0762 100
874947 gtgggacctctggctgcaatacgtatacgacaaatagcatttattccctcgacaatgttatcccttacctattggtatactgcgttgggactatggtgtaccgccggcattatatggttaacgttgtatagtcattttttaataacccacgttcaacctgttgttgttttgtggatatcagcacttttgcttggcctggggtatggggccattacctgtctttcccgctttggcactgttgtcgcaacgttgatat+ STM0808 100 STM4397 59.223 STM0808 100
927468 atggagcgttcagtcatgaagggcaaatggtggataaaccgttactggaaaaagcaaaaaggattttggctcatagcatttagtaaatatatgaaggagtcaccaatgaaagctttagtttgtgtaaaacaagttgtcgatcataacgttagaattagaataaagcgagatcattctgatgttgatatttctgattcaaaactcagtatcaatccatttgatgaaattgcagttgaagaagcagtacgtttaaaag+ STM0855 100 STM0854 83 STM0855 100

4776197 atggaattttacgagaaccgccccagacaaccattcattggctttgtgcagctcagacgggcgctaaaaaggtggtggctgcgtaagcgggcctgtcaggcgctgcgacgaatgagtgacgagcagttaagggatatcgggttggaaaggaaggatgtggaatag+ STM4521 100 STM4520 34 STM4521 100
3276814 atgctattttttaatgtagcatccctaaaatataaacatcatgagtctattcaaatgataattgacagaattgatcaccttgtattaacggtatctgatatatcaaccacaataagattctacgaagaggtacttggtttttctgcggtaacatttaaacaaaacagaaaagcgttaatatttggagcgcaaaaaattaacctccatcagcaagaaatggagttcgaaccaaaagcgagtagaccaacgccgggat- STM3117 100 STM4040 47 STM3117 100
526612 atgaaacctgatattcatcctgtataccgcaccgtcgtatttcacgacaccagcgcaaatgaatatgtgaaagtgggatcaactatcaaaactgaacgtgaaatcgaactggacggcgtgacatatccgtatgtcactattgatgtgtcatcaaaatcgcatcctttttataccggtagacagaaaacgtttgatagcgaaagtagcgccgcacgcttccagaaacgtttcggtcattttatcggcgctaaacggg+ STM0469 100 STM4264 60.577 STM0469 100

3116655 atgacgactcatgaccgtgtgcgtcagcagttacatacgcttgaaacgctgctgcgcgagcatcgccactggcggcaggatgcgccgcaggcgcacctgtttaccagcacccaaccattttttatggataccatggagccgctggaatggctgcaatgggtattgatcccacgtatgcataccctacttgataatgcgcagccgctgcccgaggcgtttgccgtcgccccttattatgaaatggcgctggcggcgg- STM2965 100 STM4154 59.615 STM2965 100
3251341 atgggtataacatcggcaggtatgcaaagcagagatgcagattgcgggggacatgcgcgcaccagaacgatgcgacagattcagcagaatacaacggttcattatctcgtatcacctccacggccgcctcgtaagacgaacccacaagccaaagcaacgttttaa+ STM3088 100 STM3089 100 STM3089 56.25
1962271 atgttttctcttattaaatcacgtaaagttttattcataacaactcttctgctgttgtcgtctgctgcctagccagcgttcgccctggggtgcataggggacggtggtagcactgcagactgtgcaaaggtttgttccctggcggcaggtttaggcccccttggttttctcatttgcttttaa- STM1866 100 STM1378 53.465 STM1866 100
4510787 atggctgtggcgataagccgcgttacgcctgccgttgtgcaacgactccaggtaccggttcaggtactgctctatgcaggtttattcattttttcccaatatcttgtctcctggctgcacctgccgttgcccgcgaatctggtcggcatggtgcttatgttggcgctgatcgtttgccggattattccgcttagctgggtacgcgcaggcgcacgctggctgctggcggagatgctgttattctttgttcccgccg+ STM4271 100 STM2109 66.355 STM4271 100
4436504 atgaaactcagtatcgatttttgggaagtcatctccctcttactttcgtttgttggattaatgtttgctgccggtaaattgctgctggcgcaaattgaaaaacggctgaatgaacgttttgaagcactggaagctgcccggcgcgaatcagaagcgggctggtccaggctggagagagaatttctggaatttcgcgccgatttaccgctgcattatgtccgccgcgaggattatcttcgcggccaggccgttctgg- STM4216 100 STM4014 62.136 STM4216 100
4513468 atgaatgaccaaatttatcagcggatagaagacagtgcgcgtttcagggaattagttgaaaaacggcaacggtttgccacgattctgtcggttatcatgctggcggtttatatcagctttattttactgatcgccttcgcgcctggctggctgggcacgcctctacatgcgggaaccagcgtcacccgaggaattcccattggcgtcggggtgattgtgatttcttttgtgttgaccggaatttatatctggcggg- STM4274 100 STM3610 61.165 STM4274 100
1123453 atggctgacctttttgacgggatgaaaaggcgcatggatgcacttatcgcagaacgcttcggcatgaaggtcaacatcaacgggactgactgcatagtggtggagtctgattttctggctgaactggggcctgttgaaggaaacggaaaaaacgtagtggtgttttcaggcaacgttatcccgcgccggggagacagggtggtactgcggggcagtgagtttaccgtgacccgtatccggcgttttaacggtaagc+ STM1035 100 STM0913 60.194 STM1035 100
3587983 atggcaaagactattaaaattactcaaacccgcagtgcaatcggtcgtctgccgaaacacaaggcaacgctgcttggcctgggtctgcgtcgtattggtcacaccgtagagcgcgaggatactcctgctgttcgtggtatggtcaacgcggtttccttcatggttaaagttgaggagtaa- STM3422 100 STM1510 47 STM3422 100
1105460 atgaacaaaaatcttcatcccattttcgccaagcgtatccagcaagttctggatgagaacggctggtctatggctgacctctcacggcgcgtaatgctttctcacacatctgtgagaaagtgggcctctggcacgtctgtagccagcggagagcgcttgaaaaggttatcggcggtgaccggaaggcctgaatattggttcttcatggagccaggggatgaaagtgaaggcgaaagggctgaacctaaacccagag- STM1012 100 STM2628 100 STM1012 100
4816786 atggtaaaggagaggcttatgtttcgttggggcattatatttctggttatcgcgttaattgccgccgcattgggttttggtggactggctggtacggctgccggcgcggcgaaaatcgtcttcgtcgtcgggatcgtgctcttcctggtcagcctgttcatgggccgtaaacgaccctag+ STM4562 100 STM2339 50 STM4562 100
1645396 atgtttacttatcactcagcaaatacctcagcagcacaaccggccctggtcaacgcgattgaacaaggattacgcgcggagttaggcgttgtcactgaagatgatattttaatggagctgaccaaatgggttgaggcttccgacaatgacatcctcagtgacatctaccagcagaccatcaactatgtggtaagcgggcagcacccgactctgtaa+ STM1564 100 STM2995 58.716 STM1564 100
2860745 atgaaagtgcgtgcgcatcagtatgacacggtggacgcgctttgctggcgtcattacgggcgcacgcagggtgtcactgagcaggttctgcatgcaaatccggggctggctgagtacggcccatttttaccgcacgggctgcaggtggagctgccggacattacggcgtcaaccacggcgcagaccgtccagctatgggactga- STM2717 100 STM1721 48.544 STM2717 100
686569 atgaaaataaaccagctagccgtcgcaggcacgcttgagtccggcgatgtgatgatacgcattgcgccgctcgatacgcaggatattgacctgcaaatcaacagtagcgttgaaaaacagtttggcgaggccattcgcgccaccatcctggaggtgctttctcgctacgacgtgcgcggcgtacaactgaacgtcgatgataaaggcgctctggactgcattttgcgcgcccgactggaaacgctactggcgcgcg- STM0623 100 STM0059 66.337 STM0623 100

1030565 atggccaaagaagacaatattgaaatgcaaggtaccgttctcgaaacgttacctaataccatgttccgcgtagagttagaaaacggtcacgtggttactgcacacatctccggtaaaatgcgtaagaactacatccgcatcctgacgggcgacaaagtgaccgttgagctgaccccgtacgacctgagcaaaggccgcattgtcttccgtagtcgctaa- STM0953 100 STM0954 73 STM0953 100



2860538 atgacgcttgaacgaatcagcgcctttatcacttactgcatcgccgtgctgctggcatggctgggcgatctgtcgctcaaggatgcgtcaacggttggcggcgtactgattggtgtgctgatgctggctatcaactggtactacaaacaccagtctttcaaattgttacgtggcggcaagatttcgcggggggaatatgaatccttcaatcgttaa- STM2716 100 STM1102 53.922 STM2716 100
163827 atgaggtataccgtagccttaaccggcggtattggcagcggtaaaagtaccgtcgctgatgccttcgctgacctcggaataaccgtcatcgacgcggatattatcgcgcgccagatggttgagccagggcagcccgccctgaacgcaatagcggaacattttggttctgaacttatcgccgccgacggcacgttacgtcgccgggcgctgcgtgagcgtattttttcgcatccggaagaaaaagcctggcttaacg- STM0140 100 STM1901 64.706 STM0140 100
319767 gtgaatgaatggcgtaaccccactcggtggttatgtgcggtagctatgccttttgcactgctcctgctttccggatgcggcagtagcgatgcgttacctgacctcgaatcacagcgactcgacctgagcgtgaaagcctccgataaggtgaatcctgacaatcagaagaaggccgcgcccattgagatacgtgtttatgaactgaaaaatgacgccgctttcacgacagctgattactggtcgctccatgacaacg+ STM0280 100 STM1284 58.416 STM0280 100
212360 gtgctaatcattgaaaccctgccgctgctgcgccagcatattcgtcgtctgcgtcaggaaggtaaacgcgtcgcactggttcccaccatgggcaacctgcacgacggccatatgaagctggtcgatgaggcaaaagcccgggctgatgtggtgatcgtcagcattttcgtcaatccgatgcagtttgatcggccggacgatctggtgcgttatccgcgcacgctgcaggaagattgtgaaaagctgaacaaacgca- STM0181 100 STM0181 100
441608 atgccaaccagaccaccttatccgcgggaagcttatatcgtcaccattgaaaaaggcacgccgggccagacggtgacgtggtatcagctacgggctgaccatccgaaacctgattcgctcatcagcgagcatccgaccgcagaagaagcgatggatgcgaaaaatcgttacgaagatccggataaatcatag+ STM0389 100 STM1399 35 STM0389 100
24039 atgaaaaaaatgatgaacgacgcttttgctaaagataataatgagaattcattacactcttttcttttttctcagcaggctaaacctcacgcggcaattgatgccttattttcggccttgttgccatttggtcaaccgtttacgctgggtatcggcgatgagttttatttacaggcaaacgatgaacactacattgtattactggagtcaggcgttgtttctttctgtcatgatgacaaacgactccatatatctt+ STM0020 100 STM4596 65 STM0020 100

3320885 gtggcttttttaatgcgtaagcgcaaagaaaaagcagtaaaggtgcggcagtatgtaaatagtaatgagaacgactatcaattcgacgttgttttgatattattatgctcagattttgtgatttgcgtcctggagatacagagtgggtaa- STM3160 100 STM1913 45 STM3160 100
1950670 atgttcgcgctggtactttttgtatgttacctggatggaggatgcgaggatattgtcgtggacatctacgataccgagcagcattgtctttattcgatggacgatcaacggattcgccatggcggctgttttccggtagaggattttatcgacggcttctggcgacctgcgcagcaatatagcgatttttaa+ STM1852 100 STM3255 58.879 STM1852 100
1672440 atgaaaaagttatttatatgctcaggtttgggcatgatgttttttatgcttgcgggttgtacaaccaactatgtgatgacgacgaagaatgggcaaacgatcgtaactcagggtaagccgcagttagataaagagacggggatgaccagttataccgatcaggaaggcaaccagcgggaaattaacagcaatgatgtggcgcagttgattaaggctgactaa- STM1585 100 STM1673 69 STM1585 100
526758 atgcaggtgttaaactcacttcgcaatgcaaaacaacggcatccggattgccagatagtcaaacgcaaaggacgcttatacgtgatttgtaaaacaaatccgcgttttaaggcggttcaggggcgtaaaaaaagacgttaa+ STM0470 100 STM4364 59.804 STM0470 100

1935912 atgtgtggcattttcagtaaagaagtcctgagtaaacacgttgacgttgaataccgcttctctgccgaaccttatattagtgcctcaagcagtaatgtctcagttttatctatgttatgcctacgggcaaagaaaacactctaa- STM1838 100 STM1997 59.804 STM1838 100
1645634 atgaaatcgaaccgtcaggctcgtcatatacttggactggattacagaatttccaaccagcgtaaggttgttactgaaggcgacaccagcagcgtggtgaataacccaaccggcagaaagcgccgcgccgacagccaaaagtaa+ STM1565 100 STM0131 60 STM1565 100
845508 atgttagagttattaaaaagtctggtattcgccgtcatcatggtaccggtagtgatggccatcatcctcggtctgatttacggtctgggtgaggtgttcaacattttttccggtatcggtcagaaagaccagtccagacagaaccgctga+ STM0780 100 STM2970 56.311 STM0780 96.15

P32320 atggatttcttgattaataaaaaattaaaaattttcataacactgatggaaacaggttccttcagtatcgcaacatcagtactgtatatcacccgaaccccgctgagcagggttatttcagacctggaaagagagctgaaacaaagactctttatacggaagaatggcactcttatcccaaccgaatttgcacaaactatttatcgaaaagtaaaatcccattatattttcttacatgcactggagcaggaaatcg- PSLT041 100 STM1353 60.194 PSLT041 100
P77943 gtgcgtaaatataaattatcgcttcctttaccggatattactggagtatgggttttctccctgggcgtctggtttcacattgtcgggcggctggtttaccgcaaaccctggatggctttttttctggcggaactgattgccatcattctggtgttgtccggcgcttaccgggtgctggatgcctggatagcccgcgtcagccgggaagagcgtgcgttactggaagcccgtcaggctgccattctggctgctgaaa+ PSLT098 100 STM0770 71.569 PSLT098 100
P66869 gtgataaaaatgaacatacgtaatgttatttcagttcctgatgaatccgtgcaggatgattttgtgaaatatgttatcagtaactgcactacaaaaataatactctccggtcgccgggaatataatttctcacgacaggaatataatttttcagttaccggaatgcctggcgcagggaaaacatgtgttctgtctgaattaatcaaaaagctgctgcgtgagaataagaaaggggcgaaatcatga+ PSLT083 100 STM2275 51 PSLT083 100
P83946 atgaaaatgaaaaaaataatgatggttacactggtcagttccactctggccctgtcagggtgtggtgcgatgagcacagcaatcaaaaagcgtaatcttgaagtgaaaacccagatgagtcagaccatctggcttgacccgtccagtgaacggacggtgtatctgcaggtgaaaaatacctccgataaggatatgagtgaccttcagagcctgattgcaaaagatattcaggcaaaagggtatactgtggttacct+ PSLT103 100 STM3730 61.165 PSLT103 100
P45022 atggaaaatattgagcagttacggaaagtcgccacacgtgcaggtaaacttctgacatccttgagcgaaagtatccgccagcaaaaagaggaattgaagcttaccgagttctatcaggaatacagcaaagccgccctatataagctgcctaagctcagcaaagggagtgttgagtatgctgtggccgaaatggaagccagtggctacatttttaaaaagaaaccttctggcaataccatgaagtacgcgatgacg+ PSLT052 100 STM0120 50.98 PSLT052 100
P73220 atgaaacggtatctgtggctgtgtgtactgattctgctggccggtcatgtccccacggtatcggctgatgcggcctgtgaaagtcgttttgtaaacccgatcacggatatctgctggagctgcatctttccgctgtcgctgggcagtacaaaagtgagtcagggaaagctgccggatacggccaatccctcaatgccgctccagttctgtccggcgccgccgcccatttttaagcgtcccggactggcgattggc+ PSLT092 100 STM0706 64.423 PSLT092 100
R14014 + PSLT002 62 STM2857 47.525 PSLT002 20.78
R8419 + PSLT041 62.376 PSLT041 40.62
R3051 - STM0772 32 STM0772 10.45
R3894 +
R49253 +
R42667 - STM2448 65.347 STM1824 64.078 STM3493 11.2

2852990 ttgttgacacccgtacatagccaatttgcacaacaggccccctcgcaaaaggctgggatcatgccatttacgaccgttttctgcattttcataaacctcggtttaggcgaaacagcaaagcaagctgcgggcgcagtccagaaaactggcgatgagatgagcgggaagttaaccctgccacagacatcttccttcggcgtgaatactaacaacacactgggcggtagttccatcgctatcggtgataacgatacc+ STM2703 100 STM2110 63.725 STM2703 100
STM0910 100 STM1031 79 STM0910 100

985449 atgaaaaccgtaagctggggctggtgtttgacaccgatccggcgcatgaaaccggagagcaatccgatgttaaagaggaaaaaaaggaccctgaaaagtccacccagggcgatggcagccgcgcgcgggaagaacgaaagcggcgctgaatcctggtacaccatccgcgcggcggcggataacgcggccgatatcagtatttacgatgaaattggtggctggggaatttcggcgcactggtttgccgaagagctg+ STM0912 100 STM1033 80 STM0912 100
STM2960 100 STM2961 78 STM2960 100
STM2971 100 STM1826 79.208 STM2971 100
STM0925 100 STM2589 100 STM0925 100
STM2082 64 STM0442 61 STM2082 12.33
STM0643 64.356 STM3384 56.881 STM3384 51.14
STM2253 62.376 STM3818 62.376 STM2253 32.15
STM4533 60.396 STM0927 58.824 STM0927 31.24
STM1987 67.327 STM0401 62.857 STM4551 22.39
STM3567 57.692 STM3567 35.34

STM4589 61.468 STM4110 59.406 STM4215 30.11
STM1473 100 STM1995 89 STM1473 55.15
STM3069 44 STM1578 43.564 STM3069 19.23

STM2730 67 STM3484 67 STM3484 37.5
STM3275 60.377 STM3275 24.29

STM2705 77 STM0685 60.577 STM2705 36.61
STM1679 39 STM1679 31.44

833220 atggaaagtctgaacgccctgcttcagggcatggggctgatgcaccttggcgcaggccaggccatcatgctgctggtcagcctgctgctgctgtggctggcgattgcgaagaagttcgagccgttactgctgctgccgataggcttcggcgggctgctgtcgaacattccggaggccgggctggcgctgaccgcgctggaaagcctgctggcgcaccacgacgccggacagctggcggtgattgccgcgaagctc+ STM0054 99 STM0768 99 STM0768 93.4
STM1869 100 STM0908 78 STM1869 89.31
STM1751 60.952 STM0189 59.223 STM1751 23.4
STM0410 59 STM3171 58.416 STM0410 27.6



STM2890 62.963 STM1668 58.416 STM1668 43.61
STM1544 56 STM1544 29.64
STM2746 62.136 STM4260 59.633 STM0972 29.42

STM1614 63.81 STM3970 58.095 STM2877 27.24
STM1795 60.185 STM2259 56.863 STM2259 21.07
STM4502 86 STM0941 61.765 STM4502 73.47
STM2696 91 STM0350 61.765 STM2696 85.2
STM2310 61.682 STM2310 10.28
STM2708 100 STM2708 90.8

1878708 gtgcctgatatgaagctttttgctggtaacgctaccccggaactagcacaacgtattgccaaccgcctgtacacttctctcggcgacgccgccgtaggtcgctttagcgacggcgaagtcagcgtacaaatcaacgaaaatgtacgcggtggtgatattttcatcatccagtccacttgtgccccaaccaacgacaacctgatggaattggtcgttatggttgatgccctgcgtcgtgcttccgcaggtcgtatc+ STM1780 100 STM2987 61.165 STM1780 100
124117 atgctaaaactgattgatatcacctggctttaccatcatttgccgatgcgttttacgctggcggtagaacgcggcgagcaggtggcgattcttggccccagcggcgcggggaaaagcacgttgttgaatttaattgccggttttcttgcgcctgccagcggtacgctactgattgccggcgacgatcatacgcttacgccgccctcacgccgtccggtctcaatgctgtttcaggagaataatttattcagccacc- STM0106 100 STM0878 82 STM0106 100

3508003 atgagtacttctacccagaacatcccgtggtatcgccatctcaaccgggcgcagtggcgggcattttccgctgcctggctgggatatctgcttgatggttttgattttgtgttgattgctcttgtactgactgaggtacaaagcgaatttgggctgacgacggtacaggcggcaagcctgatttctgcggcttttatctctcgctggttcggcgggttattactgggcgcgatgggcgatcgctatgggcgtcgt- STM3338 100 STM1132 73 STM3338 100
3542399 atggtggcgagctatcgtagccaggggcgctgggttatctggctctcgtttcttattgcgctgttgctgcaaatcatgccctggccggacgacatcattgttttccggccaaactgggttttgctcatcttactgtactggattctggccctgccgcaccgcgtaaatgtggggacgggatttgtgatgggtgccatacttgatctcatcagcggttccacacttggcgtgcgcgctctgtcgatgagtattgtcg- STM3372 100 STM2851 58.252 STM3372 100
252815 atgaatactcttcctgaacagcacgcgaataccgcactccccaccctccctgaccagccgcaaaaccctggcgtctggccgcgcgctgaactgaccgtcgccggtatcaaagcccgcatcgacatctttcaacactggctgggagaggcatttgacagcggcatttgtgctgaacagcttattgaagcccgaaccgaatttatcgaccagttattgcaacgcctgtggattgaggccggtttcggtcagattgcc- STM0214 100 STM3208 66.346 STM0214 100
742912 atgacaccaggcggacaagctcagataggtaacgttgatctcgtaaaacagcttaacagcgcggccgtttaccgcctgattgaccagcatggtcctatctcgcgcatacaaattgccgagcaaagccagcttgctcccgccagcgtaacgaaaattacgcgtcaactcattgaacgcgggctgatcaaagaagtcgatcagcaggcctctaccggaggccgccgcgctatctctatcgtcacggaaacccgtaac- STM0682 100 STM1488 69 STM0682 100

3562261 atgacgaaacatgccaggttttcactcctgccctcattcatcatattctctgctgcgctgctggccggttgtaatgaccagggagatacccaggctcatgccggcgagccgcaagtcaccgtccatgtggtcgaaacagcgccgctagccgtaacgaccgaacttcccggacgtacgtccgcatttcgcattgcggaggttcgcccccaggtgagcgggatcgtgcttaaaagaaacttcaccgaaggtagcgat+ STM3390 100 STM0476 84 STM3390 100
278608 atgctgggattaaaacaggttcatcacatcgcgatcattgcgacagactatgcggtgagcaaggcgttttattgcgatattctggggttcgatctgctaagcgaagtctggcgggaagagcgtgactcgtggaagggcgatttggcgctaaacgggcagtatgtgattgagcttttctcttttcccttccctccggcgcgtccaagccgacctgaagcctgcggcctgcgccatctggctttcagcgtggaaaatg+ STM0235 100 STM2285 55.446 STM0235 100

1593722 atgaaactacaggtggctgcatttttaagttttctgataatgccttacgcgctagcggatgatcaagggggattaaaaaaagacgtggcaccgccgccgcctcatgctattgaggatggttatcgcggtacggatgatgcagaaaaaatgaccatcgaacaggcaaaaaccctgcatgatggcgcgaccgtttcgctgcgcggcaaccttattgatcataaaggcgacgatcgctatgtatttcgtgataaatccg+ STM1515 100 STM3176 62 STM1515 100
2053616 atgaaaaaagtagcgatcgttggcgcattgctggttctggccggatgcgccgaggtggaaaactataatgatgtggtgaaaacgcccgcgccggccggtctggaagggtactggcagtcaaaaggcccgcaacgtaagctggtgagccctgaagctatcgccagcctggtggtgactaaagaaggcgatacgctggactgccgccagtggcagcgcgttattgctctgccgggcaagctgaccatgctctccgatg- STM1964 100 STM2838 66 STM1964 100
3906248 atgatcatcgttaccggcggcgcgggctttatcggcagcaatatcgttaaggccctgaatgataaaggtatcaccgatattctggtggtggataacctgaaagacggcaccaagtttgtaaacctggtggatctgaacattgctgactatatggataaggaagatttcctgatccagattatgtccggagaagagctcggcgatatcgaagctattttccatgaaggcgcctgctcttccaccaccgagtgggac+ STM3710 100 STM2578 60 STM3710 100
2105208 atgaaaaaagcgcttctggtggtcagttttggcaccagctatcacgacacctgtgaaaaaaacattgtggcgtgcgaacgtgatctggcggcgtcctgtcccgatcgcgacctgtttcgcgccttcacttccggaatgatcattcgcaagcttcgccagcgtgacggtatcgacatcgatacgccattacaggctttgcaaaagcttgccgcacagggatatcaggacgtggcgattcagtcgttgcacattatta- STM2025 100 STM0591 66 STM2025 100
2053151 atgaaaaaccccacgttattgcagtacttccactggtattatcccgacggcggtaaactctggtctgagctggcggaacgtgctgatgggctgaatgatatcggtatcaatatggtctggctaccgcccgcctgtaaaggcgcctccggcggctattccgtaggctatgatacctacgacctgtttgacctcggcgaatttgaccaaaaaggaactatcgcgacaaagtacggcgataaacgccagttactgacg+ STM1963 100 STM1963 100
2109690 atgctaacggtcgtgggaatggggcccgctggacggcatttgatgacgcctgcggcgctggaagcgatagaccacgccgatgcgctggcaggcggtaaacggcatttggcgcagtttccggcgtttggcggcgaacgatttacgctgggcgcggatattggcgcgttgttgtcatggattgccgcccgtcgggataaagggatcgtggtgctggcctccggcgatccgctgttttatggcatcggtacacgcctgg- STM2031 100 STM3782 62.376 STM2031 100
2081160 atgttcgcgctctgcgatgttaatagcttttacgcctcctgcgaaacggtctttcgtcctgatttatgtggccgaccggtggtggtgttatcaaacaatgatggctgcgttatcgcgtgtagcgccgaggcgaaacagctcggtatcgcaccaggtgagccatacttcaaacagaaagaacgcttccggcgatccggtgttgtttgcttcagcagtaattacgagctttacgctgatatgtcgaaccgggtaatg- STM1997 100 PSLT054 73 STM1997 100

56689 atgagtgactataaatcgaccctgaatttgccggaaacagggttcccgatgcgcggcgacctcgccaagcgtgaaccgggaatgctggcgcgttggaccgatgatgatctgtacggcatcattcgtgcggccaaaaaaggcaaaaaaaccttcattctgcatgatggccctccatatgcgaatggcagcattcatattggtcactcagttaacaagattctgaaagacattatcgtgaagtccaaaggactgtcg+ STM0046 100 STM0648 61 STM0046 100
95061 atgaaaaaacgcattattgccgccgcattactggcaacggttgcttcattcagcacacttgcggcagagcaggtctctaaacaagaaatcagccacttcaaactggttaaggtcggcaccataaatgtgtcccagagtggcggacagatttcctcaccctctgatctacgcgaaaaactgtcagaattagccgatgcgaaaggcggaaaatattaccatattatcgctgcacgtgagcatggtccgaattttgaag- STM0082 100 STM0918 64 STM0082 100

3478151 atgcaaacgaaaaaaaatgaaatttgggtaggcgtttttttgctggtagcgttgctggcggcgctgtttgtttgcctgaaggcggcaaatgtgacctctatgcgcacggagccgacctataaggtttatgcgaccttcgataacatcggcggtctgaaagtgcgttccccggtacgcatcggcggggtggttgtcgggcgggttgaagatatctcgcttgatccgaaaacatacctgccgcgcgtaacgctcgaca- STM3311 100 STM0161 90.196 STM3311 100
375715 atgaaactggttcaatatcttgtgaacggtggcaaacgctacggcattatgcaggaaaccggaataattgatctctcgcagcggcttggcgacaaatatcccactttgaaatctctcctgtgcgctaatgcgctgacggatgcggcgttatggtgtgatgagccggcggattattactaccaggaagtcacttttctgccggtgattgacgatccgcagaagatcatctgtgtcggaatgaattatgccgataagc+ STM0331 100 STM1812 71 STM0331 100

1157808 atgaagagacaaaaacgagatcgcctggaacgggcacatcaacgtggatatcaggccggcatcgccggacgatcaaaagaaatgtgtccctatcagacgctgaatcaacggtcatactggttgggaggttggcgacaagccatggaggacagggcggtaatggcctga+ STM1066 100 STM1255 50.962 STM1066 100
1197270 atgatgaaaaaaagcgtcgctatgctggcggtgtgtatgctggcgcaaagccaccttgccattgctgccggtactcctgcgcctcaagagatcaacattgttttactgggcaccaaaggcgggccttctttgctcaatacagccagactaccgcaagcgacggcgcttactatcggcgataaaatatggctgatagatgccggctacggcgccagtctgcaactggtgaaaaatggcattccactgcgcaacatc+ STM1109 100 STM1109 100
1240489 atgaataaaacaactgagtatattgacgcattgctgctttctgaacgtgagaaagcggcattgccgaaaactgacatccgcgccgtgcatcaggcgctggatgccgagcatcggacttactcgcgagaagacgattcaccgcagggttccgtaaaagcccgccttgaacacgcctggccggattcattggcgaaggggcagttaattaaagatgatgaagggcgcgatcagttgcaggctatgccaaaagcgacg+ STM1151 100 STM0222 60.396 STM1151 100
1284265 atgggcagtaattatatcgtcatcgagggcctggaaggcgccggaaaaaccactgcgcgcgacgtggtggtggagacccttgagcaactgggtattcgtaatatgatttttacccgtgagccgggcggtacgcagcttgccgaaaaactaagaagtctggtgctggatattcgatcggtaggcgacgaagtgattaccgataaagcggaagtgctgatgttttatgccgctcgcgtacagctcgtcgaaacggtaa+ STM1200 100 STM1798 65.094 STM1200 100
1306756 atgtattacgggtttgacattggcggaacaaagattgcgttaggcgtatttgactcaacgcggcggctgcagtgggaaaaacgggttcccacgccccataccagctatagcgcctttttagacgccgtatgcgaactggtcgaggaagccgaccagcgatttggcgtaaaagggtcggtagggattggcatacccggtatgccggaaaccgaagacggcacgctgtacgccgcgaatgtcccggcagccagcggt+ STM1220 100 PSLT030 63.551 STM1220 100
1221358 atgaaaatcaacaaatatcttctgggtatggtttcgtttatagcattttcatcatatctacaagcggcaacccttgattatcggcatgaatatgctgatagaaccagaattaataaagaccgtattgctataattgaaaagcttcctaacggcattggtttttatgtcgatgccagcgttaaatcgggaggagtagatggtgagcaggataagcatttaagcgatctcgtcgcaaacgctatagaactgggcgtaa+ STM1131 100 STM4051 65 STM1131 100
1271557 atgaaaagaatgttaatcaacgcgactcagcaggaagagttgcgcgtcgcccttgtagatgggcagcgtctgtacgatctggatatagaaagccccggacacgagcagaaaaaagcgaacatctataaaggcaaaattacccgtattgaaccgagcctggaagcggcttttgttgattacggcgcagaacgccacggtttcctcccgttaaaagaaattgcccgcgaatatttccccgctaactacagcgctcat- STM1185 100 STM3370 76 STM1185 100
1296476 gtgaataaatcaatgttggcgggtatagggattggcgtagcggctgcgctgggtgtggcggcagtggccagtctcaacgtatttgatcgtggtccgcaatatgcgcaggtgatatcggctaaaccgattaaagagacggtaaaaacgccgcgtcaggagtgccgtaatgtcacggtcacgcatcgcagaccggttcaggacgaaaaccgtattgccggctcggtgcttggcgcagtagcaggcggcgtgattggac+ STM1212 100 STM1576 68.317 STM1212 100
3698734 atgaaaaagattacgacatctattccggctctcgataaaattatgcgcgtatttgcttaccttctggagtgcgatggcgcaacgtttacccagatccatcaaaattcagggattgcgaaaagcagtacctcatctttgctcaacggcatggtggagcatgggttattacgccaggaaaaagacaagtattatctggggctacgcctgtatgaattaggtaataaagcggcggaacagtacgatattaaaaaaatcg- STM3533 100 STM2292 66 STM3533 100
3740943 atgaaaaaaccgactcactctggcagcggccaaatccgcattattggcgggcaatggcgtggccgtaaattaccggttccggacagcccgggtctgcgtcccaccaccgatcgcgtgcgcgaaacgttatttaactggctggctccggtaatggtagacgcccattgtctggattgctttgccggcagcggcgcgctgggtctggaagcgctatcacgttatgcggcccaggcaacgttactggaaatggatcgcg+ STM3572 100 STM3765 58.416 STM3572 100
4822210 atgccgttggagaatgtcatgactgatttaaaagcaagcagcctgcgtgcgctcaaactgatggatctgaccactctgaacgatgacgacaccaatgaaaaagtgatcgcgttgtgtcatcaggcaaaaactccggtcgggaatacggcggcgatttgtatttacccgcgttttatcccgattgcgcgtaaaactctgaaagaacaaggtacgccggacatccgcattgcaacggtgactaacttcccgcatggca+ STM4567 100 STM3541 63 STM4567 100
1347384 atgacgctgtccataccgccctcgattcaatgccaaacggaagcggcatgtcgcctgattactcgtgtcacaggcgatacgttgcgtgctattcatttatatggttccgctgtcgcgggcggtctgaagccaaacagcgacattgatctgctggtgacaatatgccagccgctgacggaggcccaacgcgcaacgctgatgcaggaattgctggcgctttcatcgccgccgggggcgtcggcagaaaaacgcgctc+ STM1264 100 STM3323 55 STM1264 100
1368358 atgattaataaaatttttgccctcccggttatcgaacagcttacccctgtcctttcccgtcgtcagcttgatgacctggatctgatcgtcgttgaccatccgcaggttaaagcctcttttgcattacagggcgcgcaccttctctcctggaaacccgttggcgaggaagaggtattgtggctcagtaataatacgcctttcaaaaccggcgtggcgctacgcggcggtgtaccgatctgctggccctggtttggac- STM1289 100 STM1289 100
4826470 atgaaatccaacagcaaatggttggggattgctatatgttgtatcttcaccgcactactccccccatcagcccgggccgacgatgactgccaaataacgttttcttcgccaaacgtcagctttggctggcttaagcaagatgatatcgtcaattctcagcaaggctggaatcaaatgtcttcacaggaggttcacgttagtgtgagttgcccagaaagccagaatattgctctttttgtgcaggcctcagcggggg- STM4571 100 STM3690 50.495 STM4571 100

2799 atgcgagtgttgaagttcggcggtacatcagtggcaaatgcagaacgttttctgcgtgttgccgatattctggaaagcaatgccaggcaagggcaggtagcgaccgtactttccgcccccgcgaaaattaccaaccatctggtggcaatgattgaaaaaactatcggcggccaggatgctttgccgaatatcagcgatgcagaacgtattttttctgacctgctcgcaggacttgccagcgcgcagccgggattc+ STM0002 100 STM4101 76 STM0002 100
2887356 atggaactcagaagaatatctgtaaataatttgttcggaattttaaactatgatattgatttagggaactcagaaacaattattattaccggaccaaatggttacggaaaaaccatgcttttaaagataattgacaacattttaaataaaaatatagattttttctttgatttgcgatttgaagaaataaaatttgaacttgacaccatattactatgtatagagaaacaaaaaaataagaatgttgcagttacg+ STM2746 100 STM4495 61.468 STM2746 100
2904897 atgttaataatcattgctctgctttggtgtaaaaaggatattagagattctttttatcaacttatcaaaacatttttccataaacaaattttgacagtattaggatttgcggttgtttggacgtctatttgtattgtgcttttttatgaaattggtgtttggagtacagataatcttaagaccactttggtatgggtaattacatatgctttcgtaacaatctttgaaacacataaaataaagagcagtaagtat- STM2762 100 STM2762 100
4807986 atgagtctgcaatctgtacggcaatttctggccgatcatgctcccgatattgaaattatcgaattaaatcaaagtacagcgactgtcgaactggcagccaaagcgcacaacgtagagccagggcagatagctaagacgctctcgcttaaagtaaaagacaccattatcctggtggtcgcgaaaggcgatgcccgcctggataataagaagcttaaaaccactttcggcgcaaaagcccgtatgttgagcagcgatg- STM4549 100 STM1179 68.317 STM4549 100



4846346 atgcgcatcggaatgcgtttgctgctgggctactttcttattgtcgccgtcgccgccgtgtttgtgctgtctatcttcgttcaggagataaagccgggcgtccgccgcgcgacggaagggacgctgattgacaccgcaacgctgctggcggcgctggcccgcgacgatctcctttccggcaacccgactgacggccagttggcgaaggcattcgcccaactgcaacatcgcccgtttcgcgccaatatcagcggg+ STM4589 100 STM4230 70 STM4589 100
329476 atgatggcagtaagactgacttttgacgggcaaaagctgacatggcctggtatcgggatatttaaggcgaccacggggttaccggatttacagtggccagataaacagtgtgtgccggatgcggcgataccggaagggaattataaattgtttattcagtttcagggggaggcaccgataagaaatgctgcggattgtgatctgggaccatcatggggctggagtaccattccgcgaggccaggctgccggaacat+ STM0288 100 STM0657 64.151 STM0288 100

2906919 ttgcaggcggcagctgaacggtatccacgatacggttttccgaagctttttcaggttctgcggcggcagggatacatgtggaatcacaaaaggatccaccgtatttattgtctgctgaagctggattttcgccgtaagggcaaacaacggctgccggtgcgtaacccctcgccactggccacgccggaagcgctgaaccagagctggtctgtcgattttatgcatgatgccctggtctgtggccgtcgttttcgca- STM2764 100 STM0298 77 STM2764 100
2938818 atgattctgatgaatgcactgactgccgtaaaagcgaacacagatgatttagcccaacgccatactggtttcacccttgccccttcggcgcagtcgccgcgcctgctggcgttaacgtttacggcggataccacaaaacaatttcttcatcaggttgcgcagtggccggtgcaggcgctggaatacaaatctttcttacgttttaaaatcggcaagatcctcgacgatctgtgcggcaatcagctacaaccgctg+ STM2789 100 STM3058 92 STM2789 100
1183644 atggttaagttatcaatgacgctgcgcctgacaatttcttttatcgccatccttatcctcgcctgtaccggcattagctggacgctctataacgcgctgagcaaagaattaacgtatcgggatgatatgacgctaataaatcgggcggcgcaaatgcagcaactgttactggatggcgccaggccggaaaatctgccgctctatttcaatcggatggtggatacgaagcaggacatcttattgatccattcagca- STM1095 100 STM3183 62.857 STM1095 100
2501562 atgcgtcaggctttaccgttggtcacccgccagggcgatcgcattgctattgtcagtgggttacgaacccccttcgctcgtcaggccactgcatttcatggtattcccgctgttgatctcggcaagatggtggtaggcgagctgctggcgcgcagtgaaattccagccgatgccattgagcaactggtttttggtcaggtagtacaaatgccggaagcccccaatattgcgcgcgaaattgtgctgggtacgggg- STM2389 100 STM3982 63 STM2389 100
2538784 atgaaactttttcgtatccttgaccctttcacgctgacacttatcaccgtggtactactggcctcttttttcccggcggaaggtggctttgtgcctgtcgttgaaggcattacgacagcggctatcgctctgctgttttttatgcatggcgcgaacgtttcgcgtgaagcgatcatcgctggcggcagccactggcggttgcatctgtgggtcatgtgcagcacttttgtgctctttcctgtcctcggcgtactg+ STM2425 100 STM2253 64.356 STM2425 100
2589166 atgaaatttactctcgttgcgacggttctactgacgttttccctttcagcttttgccgttgagtatcctgtattgaccaccgcgagccctgatcaggtggggtttgatagccaaaaacttcaccgacttgatggctggattcaaaatcaaattgatgccggatatcccagcatcaatcttctggtgataaaagataatcatattgttctacaaaaagcctggggctatgccaaaaaatatgacggttccacgctg+ STM2478 100 STM3158 62 STM2478 100
1028356 atgtcaagtcctgctaattttaatggtttgcgcccggtaattgatgttaacgattccgtgatgcttttaatcgatcatcaaagcggtcttttccagaccgtaggcgatatgccaatgccggaattacgcgctcgcgccgcggcgttggcgaagatggcgacgttagcgaaaatgccggtcattaccacggcatccgtaccgcaaggtccgaacggccctctgatcccggagatccacgctaatgcgccacatgcgc- STM0950 100 STM3761 85 STM0950 100
1067464 atgactgaatcttttgctcaactctttgaagaatccttaaaagaaatcgaaacccgcccgggttccatcgttcgtggtgttgttgttgctatcgacaaagacgtagtactggttgacgccggtctgaaatctgagtctgccattccggctgagcagttcaaaaacgcccagggcgaactggaaatccaggttggtgacgaagttgacgttgctctggatgcagtagaagacggcttcggtgaaactctgctctct+ STM0981 100 STM3282 62 STM0981 100
1110556 atggcgcacgaattacaactcatcaagcagtcatctggaattctgatccccgctacgccggagaccagcgaaattctgcagtcaaaaattaaactcggtgccgtgctggtggctgagttccgtcaggttaggaatcctgcattccatcgccgctttttcgcgttgcttaatcttgggtttgaatactgggaacccaccggcggcaccatttctgccaatgaacgcaaactggtaaacggttatgcaaagtttctcg+ STM1020 100 STM2620 100 STM1020 100
1031581 atgcgtctggttcagctttcccgacattctatcgccttcccttcgccggaaggcgctttacgcgagcctaacggtttactggcgctgggcggcgatctcagccctgcccggttgttaatggcctaccagcacgggatttttccgtggttttcgccgggcgacccgattctgtggtggtcgcccgatcctcgcgccgtgctgtggcctgaaaagtttcacctcagtcgcagtatgaagcgctttcacaacgcatccc- STM0955 100 STM2123 61 STM0955 100
2707616 gtgagcgacacgttgaagcgctggtctgttttcccccgttctttacgacaattggtcatgctggcctttttgctgatcctgctgccgttgctggttctggcctggcaggcgtggcaaagccttaacgcgttaagcgatcaggctgcggtgactaaccgcagcacgcttattgacgcccggcgcagcgaggcgatgaccaacgtcgcgctggagatggagcgaagctaccgacagtattgcgtgcttgacgatccg- STM2564 100 STM4058 67 STM2564 100
4240403 gtgcatgttatcagccgaaaaccgttcaatgaagcgatgctcatgtatccaaaccatgagcttgctctcactgagttgctgaatgttctggagaaaaaaacattcactcagcctgaagagatgaagcggtatattccttcactggataattttaagtacagagataaatggtgggtgattgatgtttctggtaacagcctgagactcatttcctacatagatttcaggttacataagatatttgtgaaacatatcg- STM4031 100 STM1285 87 STM4031 100
4324480 atggaactctatctggataccgctaacgtggcggaagttgaacgtctggcgcgcattttcccgattgccggcgtcaccaccaatccaagcattgtggcagccagcaaagaatctatctgggatgtgctgcccaggctgcaaaacgccatcggcgaagaaggcactttatttgcgcagaccatgagccgcgacgcgaaagggatggtggaagaagccaaacgactgaataacgccatccccggcattgtggttaaaa- STM4109 100 STM4589 64 STM4109 100
3013791 gtgataccgggtacgattccgacttcttatttggtcccgacagcagatactgaagcgacgggtgtggtttcgttgagtgccagggccgctatgctgaataatatggatagcgcgcctttaagcaatggcggcgacgttgatctttatgatgcattctaccaacgacttttggcgcttcctgagtcagcctcttctgaaacgcttaaagatagcatttatcaagagatgaatgccttcaaagatcctaacagtggtg- STM2868 100 STM2477 54 STM2868 100
4573198 atggtcgtcgcagacggccatgacttacaggagagtcctttgcgctggataccctttttagctgtctttctctatgtttacattgagatttctatctttatccaggtcgcccatgtgcttggtgtcctgatgacgctaatcctggtgatttttacgtctgttatcggtatgtcgctggtacgtaaccagggttttaaaaactttttgctgatgcaacaaaaaatggcggccggtgagagcccggcggcagaaatga+ STM4327 100 STM4050 67.925 STM4327 100
2602817 atgcaaaagcaagctgagttgtatcgtggtaaagcgaaaaccgtatacagcacggaaaacccggacctgttggtgctcgaattccgcaatgatacgtcagcaggggatggcgcgcgcattgaacagtttgatcgcaagggcatggtaaataacaaattcaaccatttcattatgaccaaactggccgaggcgggcatcccgacccagatggaacgtttgctgtctgataccgagtgtctggtgaagaagctggaga- STM2487 100 STM2487 100
2676017 gtgattcctatgtccgaaactaaaaatgaattagaaatcttgctggagaaagcggcgactgagcccgcgcatcgtccggcatttttccgtaccttactggagtccaccgtctgggtgccgggcagcgctgccgaaggcgaggcgattgtggaagacagcgctctggatttgcagcactgggaaaaagaagacggcacgaccgtcattcccttctttacttctctggaggcgctgcagcaggccgtggaagacgaac- STM2535 100 STM3201 63.551 STM2535 100
2716568 atggataagacggcagcgctcgccagcgacattttacgtggtatcggcggagagcaaaatattctgcgcctggaaaactgtatgacgcgagtcagggtggaggtacaggacgacagccaactggatattccgcgcttaaaagcgttgcctggcgtcagtggatacgtaaagcaaggggagcaacatcagctgatcgttgggccggggaaggctgcgcaggtggttgatgcgatgcgcgtgcagattgccgcaggt- STM2570 100 STM0168 61.386 STM2570 100
4254955 atgagctttatgttggcactgccaaaaattagcctgcatggcgctggagcgattgccgatatggtgaacctcgtggcgaataagcaatggggcaaagcgctgatcgttaccgatggtcaactggtaaagctgggcctgctggatagcctgtttagcgcactggatgaacatcaaatgtcttaccacctgtttgatgaggtgttcccaaacccgacagaagagctggtgcagaaaggttttgcggcgtatcagagc- STM4044 100 STM2461 75 STM4044 99.74
4295850 atgactgaaaaaaaatatatcgttgcgctcgaccagggtaccaccagctcccgcgcggtcgttatggatcatgacgcgaatatcgtcagcgtatcacagcgtgaatttgagcaaatttatcctaagccaggctgggtagaacacgacccgatggaaatttgggcgtcccaaagctcaacgctggtagaagtgctggctaaggccgatatcagttccgatcagattgccgctatcggtatcaccaaccaacgtgaa- STM4086 100 STM0685 60.784 STM4086 100
4341301 atgatgaatccattaattatcaagctgggtggcgtattactggatagcgaagaggctctggaacgtctttttaccgcgctggtcaactatcgtgagtcccatcagcgtccgctggtgattgttcacggcggcggttgcgtggtggatgagctgatgaaagggcttaatttgccagtgaaaaagaaagacggcctgcgcgtgacgcctgccgatcagattggcatcattaccggcgcgctggcgggaaccgctaaca+ STM4122 100 STM3789 59 STM4122 100
2391864 atgaaaactcgcgactcgcaaacaagtgacgtgattatcattggcggtggagcaacaggcgcagggatcgcccgcgactgcgcgctgcgcggtttacgtgtcattctggtggagcggcatgatatagcgaccggcgcgaccgggcgtaaccacgggctgctgcacagcggcgctcgttatgcggttaccgacgcggaatccgcgcgcgagtgcattagtgaaaaccagattttaaaacggatcgcccgccattgc+ STM2284 100 STM3319 82.178 STM2284 100
4751839 atgaaaaacgacaaggcatggattggagacctgctaggcgggccgctgatgagcagggaaagtcgaatcatcgctgagctcatgcttaccgctcccaatgaacaaacctggcaagagcagatcgtgggtcataacattctccaggcttcctctgccaatacggcgaagcgctatgctacaacgataaaactacgcctgaatacgcttgataaagtggcgtggtcgcttattgctgaagggagcgagcgcgagcgtc- STM4498 100 STM4018 64.356 STM4498 100
4784268 atgaacaaatctaacttcgactttctcaaaggcgtcaacgacttcatttacgccatcgcctgcgcggcggaaaacaactatccggacgatcctaataccactctgataaaaatgcgcatgtttggcgaagccaccgcgaaacatctcggccagttgctggatataccggcctgcgaaaaccagcatgacctgctgcgcgaactgggcaagattgcgtttattgatgacagcatcctttctgttttccataagctg- STM4526 100 STM2463 70.297 STM4526 100
2020127 atgaaaaatcaggctcatcccattgtcgtcgtaaaacgccgcaggcacaaaccgcacggcggcggggcgcacggttcctggaaaattgcctacgccgattttatgacggcgatgatggctttttttctggtgatgtggctgatttccatctccagccctaaagaattaattcagattgccgaatattttcgtacgccgttggccaccgcggtaacgggggggaatcggattgccaatagcgagagcccgatacca- STM1922 100 STM1922 100
1403693 atgacgtatcaacaagctggacgcattgcaatcctaaaaagagttgttgggtgggttatttttattccggcactgctttccacgctcatctcagtccttaaatttatgtatgcgcacagtgaaaagcaggaggggataaatgcggtaatgctggattttacccacgtaatgatagacatgatgcgcgtgaatacgccgtttctgaatgttttttggtacaactcgccgacgccgaattttcagggaagcctgaata+ STM1323 100 PSLT042 61.905 STM1323 100
421647 atgtctacccaagaactgaacatccgcccagactttgaccgtgaaatcgttgatatcgttgattacgttatgaattacgagatcacctcaaaggtggcgtacgacaccgcgcattattgcctgctcgacacgctcggttgtggtctggaagcgctggaatacccggcctgtaaaaaattgcttgggccaatcgtgccaggcacggtggtgcccaacggcgcacgcgtgccgggcacccagttccagctcgatccg+ STM0370 100 STM0370 100

4459857 atgaaagcgttaacggccaggcaacaagaggtgtttgatctcatccgggatcacatcagccagacaggtatgccaccgacgcgtgcggaaatcgcgcagcgtttggggttccgttccccaaacgcggcggaagaacaccttaaagcgctggcgcgcaaaggggtgcttgaaatcgtttccggcgcatcgcgaggtatccgtctgttacaggaagaagaggacggattaccgcttgtcgggcgtgtcgcggcgggtg+ STM4237 100 STM0797 62.376 STM4237 100
3007285 atgacgaatctacatcgtctgaaaacactcctgattgccggtattgtcgcgatactcgcgctatcgccagcctatgcaaaagagaaatttaaagttatcaccacgtttaccgttattgccgacatggcgaaaaacgtggcgggcgacgcagcggaagtcagctcgattaccaaacccggcgctgaaatccatgagtatcagccaacgcccggcgatattaaacgagcgcagggggcacagcttatcctcgcgaat+ STM2861 100 STM3328 54 STM2861 100
1520835 atgattaaacgtgtactggccgtttcactgatggggttatccctagcggggtgtgttaacaatgatagcctttcgggtgatgtttataccgcatccgaggctaaacaagttcagaatgtaacgtacggtactatcgttaacgttcgtccggttcaaattcagggcggtgatgattctaacgtgattggcgctatcggcggcgcggtgttgggcggattcctcggcaacactatcggcggcggtacgggtcgttcac- STM1445 100 STM3645 62.376 STM1445 100
4636257 atggtagatcaggtaaaagtcgcagccgacgaacaggctccggctgaacagtcgctacggcgcaatcttacaaaccgtcatatacagcttatcgctattggcggcgctattggtaccggtctgtttatgggatcgggtaaaacgatcagtctcgccggaccgtcgatcatttttgtgtatatgatcatcggttttatgctttttttcgtgatgcgcgccatgggggaattgctgctctcgaatctggaatataaa+ STM4398 100 STM0400 78 STM4398 100
4668919 atgactttaaaagcaggtattgtaggtatcggcatgatcggctccgatcacttaagacgtctggccaacaccgtgtcgggtgtagaggttgttgccgtatgtgatatcgtcgcgggtagggcgcaggcggcgctggataagtatgcgatcgaagccaaagattataatgactatcacgatctgattaatgataaagacgttgaagtggtcatcattaccgcatcaaatgaggcgcacgccgatgtagccgttgcc+ STM4425 100 STM2514 60.194 STM4425 100
4691370 gtgcgattccccaaccaacgtttagcgcagctatttgcgatgctgcaaaacgagacgctgccgcaggacgagctggcgcagcggttgtcggtctccacgcgtaccgttcgggcggatatcgccgcgctgaacatgttgctgacgccgcatggcgcgcaatttactctcagccgcggcaacgggtatcagctcaaaattgatgatccggcacgttatcaatccctgcaaacgcagcaatctcccgccctggcgcgc+ STM4448 100 STM4448 100
4641503 atgattaagtttagtgcaacgcttctggctacgctgatcgccgccagcgtgaatgcggccaccgtcgatctccgtatcatggaaactactgatttacatagcaacatgatggatttcgattattacaaggataccgcaaccgaaaaattcggattggtacgtaccgcaagtttgattcatgccgcccgaaatgaagtcaaaaacagcgtgctggtggataacggcgacctgattcaggggagccctctgggcgat- STM4403 100 STM1832 63.366 STM4403 100
4671193 atgatgaagctgggatttaatgaagcgacctgtatgcgaaactccacgctggcacaggatgttgtgttggcggaacgttttggctatgactacatcgaaatccgtctggatatgttgcaggagtggttgcagaaacatacgttaagcgagctggcagacattttcgccgtcggccaccttaagccctggggctacaattcgctggaagacattacgttttgtgatagcgaaagctgggcggagaaactgcggcagt+ STM4427 100 STM2928 76 STM4427 100
4698219 atgagcaaagtaaaacaagccgatatcgaccggctgattgacctggtcggcgggcgcgacaacatcgccacggtgagccactgcattactcgcctgcgctttgtgctccaccagcccgcgaacgccaggccaaaagagatcgaacaattaccgatggttaaaggttgtttcaccaacgctggtcagtttcaggtggtgattggcaccgacgttggcgattactataacgcgctgctggagaccaccggcaaagcg- STM4454 100 STM2810 60.396 STM4454 100
4746939 atgaataccaataacatcaaaaaatacgctccacaggcccgtaaccagttccgcgatgcggtgatccaaaagctaaccacgctggggatttccgctgataaaaaaggcaatctgcaaattgcggatgccgagctcgtcggcgaaaccatgcgctatggtcagttcgactaccccaaatccaccctcacccgccgcgatcgtctggtaaaacgcgcccgcgagcagggctttgacgtgctggttgagcactgtgcc- STM4495 100 STM4023 64 STM4495 100
4795832 atgattgtttttttacgggtggatcatcgtttattacatggacaggtcgccttttcctggacgcagtacgttggcgcagactgtattttaattgccaacgacagcgtacctaatgatgacctgcgtaaaaccaccattaagatggcgaagccgcccgcggtgaagctggttattaaaaatattgccgattcaattgaagcgataaaaagcggcgttaccgataaatataaactttttattgttgttgaatccgtgg+ STM4536 100 STM3493 62.376 STM4536 100
1341731 atgaaattgttcttcagtcattttttgcggctgattattctgttggtgctggtggctgccggcaccttcattttgcttagcttttcgcccgttgatcctatccgtgcttatattggcaacgatctgctccatgttccgccagaacaatatgcgcggattgcggcgcgctgggggcttgaccagccgctgtgggagcgtttcggtcactggttttggcgtctgctccagggcgacatggggtattccatgctgttc+ STM1256 100 STM4147 63.725 STM1256 100
1571230 atgagattcaaaaaacacctgttgggatggcttgccgcaacgctgttgttcagtagccagacgcaggccgcgccgctggttctcgccaccaaaagctttaccgaacagcatattctttccgctatgaccgttcagtatttgcagaagaaaggctttcaggttcagccgcaaaccaatatcgccgcggtgatttcacgtaatgcgatggtgaataaacaaattgatattacctgggaatacaccggtacatcgctga- STM1493 100 STM2165 61.682 STM1493 100
4004435 atgcacgctcaaatctgggtagtgagcacgctgctgatcagcatcgtgttaatcgtattgaccatcgtgaagtttaaattccaccccttcctggcgttactgctcgccagtttctttgtcggcgcgatgatgggcatggggccgctggagatggtcacggcgatagaaaacggaataggcggtacgctcggttttctggccgccgttatcggtcttggcaccatcctcggcaaaatgatggaggtttccggcgcg+ STM3801 100 STM4482 68 STM3801 100
4029187 atgtcaacgccttcactgacccgcagattatggctggccttcgccctgatggcggcgctcaccctgctcagcaccgtgatcggctggataagcctgcgcgtcattagtcaggtggagcaaaccaatacgcaagcgctgctccccacgatgaatatggccaggcagttaagcgaagccagcgcttacgagctcttttccgcgcaaaatctgaccaatgccgacagtgagggcgtttggctggcgcaggggaagatg+ STM3826 100 STM2271 73 STM3826 100
410169 atggagtttgatgccttctttttagcgagactccagtttgcctttaccgtctcttttcatattattttccccgcgattacgattggcttagccagttacctggtggtactggaaggtttatggctaaaaacgcgtaatcctgtctggcgctcgctctatcagttctggctcaaaatttttgccgtcaacttcgggatgggcgtggtctccggtctggtcatggcttaccagttcggaacgaactggagcggtttt+ STM0360 100 STM0740 68 STM0360 100
91747 atgtccgaagatatctttgatgccatcatcgtgggtgcaggtctggccggttcggttgcggcgctggtgcttgctcgcgaaggtgcacaggtgctggttatcgagcgcggcaattctgctggcgcgaagaatgtcaccggtgggcgcttgtatgcacatagcctggaacgcatcattcccggctttgcggatcaggcccccattgaacgcatgatcacccacgaaaaactcgcctttatgaccgacaacggggcg+ STM0077 100 STM1352 73 STM0077 100

176080 atggcctacagcaaaatccgccaaccaaaactctccgatgtgatcgagcagcagctggagtttttaatccttgagggaacattgcgtcccggagaaaaactcccaccggaacgtgaactggcaaaacagttcgacgtctcccgtccctccttgcgcgaggcgattcaacgtctcgaagcgaagggattgttgcttcgtcgtcagggcggcggaaccttcgtgcagagcagcctgtggcagagctttagcgacccgc+ STM0151 100 STM1541 64 STM0151 100
4461360 atgccgctttttacctcctctgataaagctctctggcgtcttgcgttgccgatgattttttctaacatcaccgtccccttactggggctggtcgatacggcggtgattggtcatctggacagccctgttttcctgggcggcgtggcggtgggcgcgactgccaccagctttcttttcatgctgctgctatttctacgtatgagcaccaccggcctaacggcgcaggcatttggcgccaaaaatccgcaggcgtta+ STM4238 100 STM1693 56.731 STM4238 100
2441063 atgataaatgcaaatcgtccgataattaacctcgatctcgatctgctgagaacgttcgtggccgttgccgatctgaacaccttcgccgcggcggcggcggcggtatgtcgtactcagtctgcggtcagtcagcaaatgcagcgtcttgagcaactcgtgggaaaggaattgttcgcccgccatggccgtaacaaacttttgaccgaacacggtatccagcttctggggtacgccagaaaaatcctgcgttttaat- STM2330 100 STM1487 62.745 STM2330 100
1421943 atgtctcaattgatgcaattaaaggatgtcgccgagagcacccgcctggggccgctttccggcgaagtaagcgcaggagagatccttcatcttgtcgggccgaacggtgccgggaaaagcacgctactggcgcgtatggcggggttaacctccggcgaggggagcatcaggtttggcggagcgccgctggaggcatgggcgacggcaacgcttgcccaacaccgcgcttatcttgcgcaacagcaaaatccgccgt+ STM1342 100 STM0771 75.248 STM1342 100
938182 atgctggaaaaccttaacaactcgctgttttattttattaacgccacgcctgattccgcgcagtggataatttcgctcgctatctttatcgccaaagatgtcatcaacatcgtcccgctcttagccgtggtactctggctgtgggggccccgcgatcgggtctgcgcccagcgccagctgatcgttaaaatcggcatcgcgctgattatcagtctggcggtctcctggacaatgggacaccttttcccgcacgacc- STM0865 100 STM0875 64.762 STM0865 100

1534348 atgaatactatctggattgccgttggcgccctgacccttctgggtctggtgttcggcgccattctgggttatgcctcccgccgattcgcggttgaagatgatccggttgttgaaaaaatcgatgcgattttgccgcagagccagtgtggtcagtgcggctatcccggctgccgcccctacgccgaagccgtgggtctccagggcgagaaaatcaatcgttgcgcgcccggcggcgaagccgtcatgctgaaaattg- STM1458 100 STM3666 65.094 STM1458 100



1579393 gtgatgcccggagaaaagcaacaaacaggcgttagccgcaggacgttagtgaaatcagcggcgcttggctcactggcgctggctgccggaggcgtatctttaccgtttgggatgcgtaccgcggccgcggcggtgcagcaggctatgcgcaacgaagaagataaaatcgtctggggcgcctgttcggtcaactgcggcagtcgctgcgccctgcgtctgcatgtaaaagataatgaagtctggtgggttgaaact- STM1499 100 STM0964 84 STM1499 100
1580669 gtgatacgtgtgaagaaaccccttttactgacgttattgtgcatgatactggcaggttgtgataacccgaaatcccttgagtcttttacgccggaaatggccagtttttcgaacgaatttgattttgatccattacgtggtccggtaaaggatttcagccagacattgatgagtgagaatggcgaagtggcgaagcaggtcaccggtacgctttcacaggaaggctgttttgatacgcttgagttacacgatctgg+ STM1501 100 STM0662 66.019 STM1501 100
3992232 atgacaacacgtattacattatggcgggagctttttagcgagcagccgcgtatcttgctggaaaatgatgattttacggttacggcgtttcgttacgccagcggcgtggaaggactgaaaatacaaaacagccgcggtcatctggtgattctgccctggatggggcagatgatttgggacgcgcagtttgacggtcatgatctgactatgcgcaacatgttccgccagccgaagccggctgcggaagtggtggca- STM3791 100 STM3455 71 STM3791 100
2720610 atgtcggcatcaatcaaccgctggggaatgcttgccgctcacgtgtgcatcaattttgtgctcgggggcgtctacgcatttagctatttcaaaacaccactcatggcgcaatatcactgggatccggctacgctggcgttagcattctctatcaacatggggatcattcctttaccgatgatttggggtgggagaatgatcgacaatggtaaaggaaagcaggcgatagttatcggcggtatcctgttttcttta- STM2574 100 STM1576 61.165 STM2574 100
460624 atgcgcgttaccgatttttcctttgaactacccgaatccctgattgcccactacccacagccggaacgcagtcgctgccgtttgctgtcattagaggggccgacgggcgcgctgacgcacggtactttcaccgatctgctcgataagctcaaccctggcgatttgctggtcttcaataatacccgcgtgatcccggcgcggctctttggccgtaaagccagcggcggcaagatagaagtgctggtcgaacgtatg+ STM0404 100 STM1548 66.337 STM0404 100

4415432 atggcaaaactgaccttacaagagcaactgctacaagcgggattagtgaccagcaaaaaaatggccaaagtccagcgcacggctaaaaaatcacgcgttcaggctcgtgaggccagagaggcggtggaagaaaataaaaaggcgcaacttgagcgtgataaacaactcagtgaacagcaaaaacaagcggttttagcgaaagagtttaaagctcaggttaagcaacttattgaaatgaatagaatcaatgtatcta+ STM4192 100 STM2482 62.136 STM4192 100
2481274 atgtccggacagcaatcatcggcggtctataaaattgcgctgggtattgagtacgacggcagcaagtattatggctggcagcgtcagaatgaagtgcgcagcgtgcaggaaaagctggaaaaagcgctctcgcaggtggcaaatgaacctattaacgtgttctgcgccgggcgtaccgatgccggcgttcacggcaccgggcaggttgtccatttcgaaacgaccgcattgcgcaaagatgcggcatggacgctgg- STM2368 100 STM2323 67.925 STM2368 100
391697 atgataaattcactatcggaacaacttccgttaaaaacgataggtatagttttaacggatgattattatacttatttaggcatcgcttcactctttgaggatgggaagtgctttatgttcccactcaatggagaatataattcgtgtcagatatcagctagcgaagatatcataattattattgatggacgagttttgattcagggggtctggaaaggttttaaggcgctcatgcagcattatccacatgctcgtc+ STM0347 100 PSLT097 63.462 STM0347 100

2661485 atggttaacctgacgatcgatccggcggtagacgtgacgcaggcctgcgtccgtcgtcgctttcgtttttcttcctgccgcgcttgcgccgatgtttgtccggcgcaggcgttttcgctggcgcaggggcaggtcagcatagatacgacgcgctgcatagcctgtggcgactgtctgtttgtctgtcctgttgacgccattaccggtatcaaaccggttaaacgctttgtgcagggggatacgttggtggggccgt- STM2527 100 STM3666 61.386 STM2527 100
518538 gtgcgattatttgctcaattaagctggtactttcgccgggaatggcgtcgctatcttggcgcagtggccctgcttatgcttattgcgatgctacagctaatcccgcccaaagtggtggggattgtcgtggatggcgtaaccgcacagcagtttactccaggccgaatagcgatgtggattggcaccattgccctgatcgccgtagtggtctatttgttgcgctatgtctggcgcgtgctgctatttggcgcctct+ STM0460 100 STM2020 64 STM0460 100
622619 atggataaatatcttcgtctgttaagtcagggggatcggctggggttaacattaattcgcctgagtatcgccatcgtttttatctggattggactactaaaatttgtgccctatgaggcagacagtattaccccgtttgtggcgaacagcccgtttatgtcttttttctatgaacatccggaagaatatcgtcagcatctgactcatgagggcgaactaaaaccggaggaacgcgcctggcaaaccgccaataata+ STM0566 100 STM1749 62.617 STM0566 100

1408534 atgttgaaaaatggtgttgaaaaacatgcgtcagatattattgaatatccatttttcattcgctatctgagtgcgagaaattattggcttcacgattatgcatataatacgatgttttttggtatcaatatgaatatcacgttgtattcttttgagctcattttctatgatggcttcgatgtttatctgttattaatttttaccgtgatagtgttgtctttaatgatgagaatatctaacggctgtcagggtaata+ STM1329 100 STM4522 59.434 STM1329 100
4645840 atgagtttatttgataaaaaacatctggttactcaagcagatgcgttaccaggacgcaacaccccgatgccgatcgccactctgcatgcggtaaatgaacactctatgaccaatgtccctgccgggatggagatcgcctacttcgctatgggctgtttctggggcgtagaacgtttattctggcaattgcccggcgtatatagcaccgcggcagggtatgcaggcggttacacgcctaatccaacctaccgggaag- STM4408 100 STM3772 51.485 STM4408 100
4720350 atgacaacgcatttaaatccaccacaagaagccccatatatgaaaaatgcgacgttctatcttctggataatgacaccaccgtcaacggtttaagcgccgttgaacaactggtgtgtgaaattgccgcagaacgttggcgcgcgggcaagcgcgtgctgatcgcctgcgaagatgagaagcaggccattcggctggatgaagcgctgtgggcaagaccggcggaaagttttgtcccgcacaatctggcaggcgaag- STM4476 100 STM3616 62.136 STM4476 100
2788450 atgaacgatgaattaaaaaacaaaagcggcaaagtcaaagtgatgtatgtccgtagtgatgatgactctgataaacgcacccataacccgcgtaccgggaaagggggaggccgcccagcaaagtctcgcactgacggtggacgtcgccccgcccgtgatgagcgaaataatcagagccgtgaccgtaaacatgaaacttcgccgtggcgcaccgtgtcccgcgcgccaggcgatgaaacgcctgagaaagtcgat- STM2648 100 STM0821 61.165 STM2648 100
3362099 atggatgatgtttttggcatattgccatcatggatgtttaccgccatcgttgcggttatcgtcttactaattatcgggatcatttttgctcgcctctatcgccgcgcatctgcggaacaggcatttgtccgtaccgggcttggcgggcaaaaagtggtgatgagcggcggcgctattgtgatgccaatctttcacgaaattattccgatcaatatgaataccctaaaacttgaagtcagccgtgctaccgtcgac+ STM3199 100 STM2253 61.386 STM3199 100
3408726 atgaaggtaaatatcgataccagcgatatgctgtatgccgaagcatggcgtgattttaaaggtacggactggaaagaagaaattaatgtccgtgattttattcagcataactatacgccctatgagggggatgaatcttttctcgccgacgcgacgccagcgaccacggcgctgtgggaaaaggtgatggcgggaatacgtatcgagaacgcgacccatgcgccggtggatttcgataccaacatcgcgacgacg- STM3241 100 STM0973 88 STM3241 100
3441268 atggagctgctctgccctgccggaaatctcccggcgctgaaggcggccatcgaaaacggcgctgacgccgtttatatcgggttaaaagacgataccaatgcccgtcattttgccggccttaactttaccgaaaaaaaattgcaggaagcggtgagttttgttcaccagcatcgccgcaaattacacatcgccattaatacttttgcgcatccggacggctatgcccgctggcagcgcgccgtggatatggcggcg+ STM3274 100 PSLT033 67 STM3274 100
4309448 atggctgaatggagcggcgaatatatcagcccatacgctgagcacggtaagaagagtgagcaagtcaaaaaaattacggtttccattcctctgaaggtgttaaaaatcctcaccgatgaacgtacgcgtcgtcaggtgaacaacctgcgccacgccaccaacagcgagctgttgtgtgaagcatttctgcacgcctttaccgggcaacccttgccggatgatgccgatctgcgaaaagagcgcagcgatgaaatcc- STM4099 100 STM4099 100
1463998 atgaatgatacttatctctatggcgaaatgttttctgaaaacatattgacaagctatcggatttatggagacagaaaatcattactcacgccgctcattatccttcatggcggcccttctggcggctttgattatttattaaattatcgccgtctggctgatgacgggcgcatggtaatattttacgatcaatatggctgcggtcgttcaacgcattttcctcatgctgacgcgtctttctggactattgcgcgtt- STM1380 100 STM0861 52.427 STM1380 100
527284 atgacagagatacagcgcctgcttagcgaaactattgatgacttaaacatccgtgaaaaacgcgataacaggccgcgttttagtatcagttttatccgcaagcatcctgggttatttatcgcgatgtatgcagcctggtttgcgacgctggcggtcatgctgcaatcagaaacgctggtggggtcagtgtggctgttagtggtgttatttatcgcatttaatggcttcttctttttcgacatcgccccgcgttatc- STM0471 100 STM0471 100

2941582 atgcaacttaacgactctaccctgttccgccagcaggcctttatcgatggcgactggcgcgacgcgcgcggcggcgatgtcatccccgtgagcaaccccgccaacgggaaaccgcttggcaatgtgcccaaaatgggggcggaagagacgcgcgacgccatcaacgccgccaatcgcgccctgcccgcctggcgcgcgctcaccgccaaagagcgagccaatatcctgcgtcgctggttcaatctgatgatggaa+ STM2791 100 STM4519 71.845 STM2791 100
2753832 gtgcaacgtaatctctcgcacatcatcagccaggcaaccagtgctccgttgctgcttgaacccgcctatgcgcgggttttcttttgcgcgctgggcagggagtcaggcattaacagcctgcacattcccggtaataacgaaagtctggatcagtcggatatggcactggtcacaggcgattttatggcgaccggaaagccgcaggcacgtttttatcaggtagtgaacggtattgcggtattacccgtgaccgga- STM2605 100 STM2062 62.376 STM2605 100
2779396 atgcagaaagaaaaactttccgctttgatggatggcgaaacgttggatagtgagctgctcaaagcgcttacgcacgacccggaaatgcagaaaacctgggagagttatcacctgatccgcgattcaatgcggggggatacgcctgacgttctccatttcgatatatccgctcgcgtgatggccgctattgaaaacgagccagtacgtcaggtgtcgccattaatccctgaggcccaacccgctccgcagcaatggc- STM2639 100 STM2639 100
3355467 atgtttgaccaataccggaaaacaatacttgccggtgccgtcgcactgacatgcggactcaccgcagccagtacgtttgccgcaggttttcaaccggcacagcccgcaggaaaattaggcgcagtcgttgtcgatccttacggaaatgcccctctcaccgcgctggtggaattagatagccatattatttcagacgttaaagttactgtacatggcaaaggggaaaaaggcgttcctgttacttataccgttggg+ STM3191 100 STM4098 74 STM3191 100
3803466 atgagcgccctttcccggtggctgcttatcccgccggttagcgcgcgtttgagcgagcgctatcagggttaccgccgccacggcgcgtcgccgtttagcgcagcgctcggctgcctgtggacgattctggcgtggatagtgtttccgcttgagcatccgcgctggcagcgtattcgcgacgggcataaagcgctttatccgcatattaacgccgcacgcccgcgcccgctggacccggcccgttacctcattcag- STM3619 100 STM0285 63 STM3619 100
3438270 atgagtaagaaaattgccgttttgattaccgatgaatttgaagattcagaatttacctcgccggcagcagaattccgtcaggccggccatgaggtcatcaccatcgaaaaagaggcgggtaaaacggtgaaaggaaaaaaaggcgaggccagcgtcaccattgataaggctattgatgacgttcgtcccgacgagttcgacgccttgctattgccgggaggtcattcgccggactacctgcgcggcgacagccgtt+ STM3269 100 STM2212 90 STM3269 100
1499391 atgtctttacccgattcgcctttgcaactgattggtatattgtttctgctttcaatactgcctctcattatcgtcatgggaacttctttccttaaactggcggtggtattttcgattttacgaaatgctctgggtattcaacaagtccccccaaatatcgcactgtatggccttgcgcttgtactttccttattcattatggggccgacgctattagctgtaaaagagcgctggcatccggttcaggtcgctggcg+ STM1419 100 STM1979 72 STM1419 100
2614110 gtgaccgataagacctctcttagctataaagatgccggcgtcgatattgatgcgggtaacgctctggttgatcgaatcaaaggcgtagtgaagaaaactcgccgcccggaggttatgggcggtctgggcggtttcggtgcgctgtgcgcgttgccgcaaaaatatcgtgaaccggtactggtttccggcactgacggcgtaggtaccaaacttcgcctggcgatggacttaaagcgtcacgacgctatcggtatt+ STM2499 100 STM1177 63.636 STM2499 100
1213488 atggctattagcacaccgatgttggtgacattctgtgtctatatttttggcatgatattgattgggtttatcgcctggcgctcaaccaaaaactttgatgactatattcttggcggtcgcagtctggggccgtttgttacggctttatcagccggcgcgtcggatatgagcggctggctgttaatggggctgcctggcgctatctttctgtcggggatctctgaaagctggatcgccattggcctgacgttaggc+ STM1125 100 STM0911 63.107 STM1125 100
2955596 atgaaattatctcgtattagcgccatcaactggaacaagatccaggacgacaaagatctggaggtatggaaccggctgaccagtaacttctggctgccggaaaaagtgccgttatcgaatgatattccggcctggcagacgctgagcgccgccgaacagcagctcaccattcgcgtgtttacgggacttacgctgctcgacactatccagaacatcgcaggcgcgccgtcgttaatggcagatgccatcacgccg+ STM2808 100 STM3056 66.99 STM2808 100
310826 atgaaacaagacatgtgggaattacggaaaatacagtcgcagggtataacggataacgcacagtatcccgcagggacatacatcgtatttactgccgccgccccctacattccgctttttgagcaacatgggaaagacgatatcgcgctcagtcttgttcgccacgaagaggcgtggtggattgttaatcactctgatgaactgtgctgtgccgtcaatgagcaggtgatggaacctcatcaccgtatgcggctga- STM0271 100 STM3570 60.55 STM0271 100

3026736 atggttacaagtgtaaggactcagccccccgtcataatgccaggtatgcagaccgagatcaaaacgcaggccacgaatcttgcggcgaatctttccgcagtcagagaaagtgccacagcgacgctgtcaggggaaattaaaggcccgcaactggaagattttcccgcgctgatcaaacaggcgagtctggatgcattgtttaaatgcgggaaagacgctgaggcgttaaaagaagtttttaccaattcaaataat- STM2882 100 STM2882 54 STM2882 100
3659609 atgaggcgaatgcgcttctcaccgcgaagttcatttgcccgcacgctgttgctcatcgtcaccttgctgttcgtcagcctggtgacgacctacctggtggtgctgaacttcgcgattttgccgagcctccagcagtttaataaggttctggcttacgaagtccgtatgctgatgaccgataagctgcaactggaggacggcacgcagttagtcgtgccgcctgcgtttcgccgggaaatctatcgcgagctgggg- STM3501 100 STM2130 65.049 STM3501 100
1787166 atgccttacgatagcgtatacagcgaaaagcgcccgccaggcaccctgcgcactgcctggcgtaaattttatagcgacgcgcctgcgatggtgggtctgtatggatgcgccggtctggcgttgctgtgtatttttggcggctggatcgcgccctatggtatcgatcagcaatttctgggctatcagctactgccaccctcctggtcacgctatggcgaagtctccttttttctggggactgacgatctggggcgcg+ STM1694 100 STM3628 65 STM1694 100
4258777 atgacttttcgccattgtgtcgcggttgatctcggcgcatccagcgggcgcgtgatgctggcgcgttacgacagcaaacaccgtaccctgacgctacgtgaaattcaccgttttgtgaactgcctacaaaaaacagacgggtttgacacctgggacatcgacagtctggaaaaggatatccgtcttggtctgaagaaagtctgcaatgaaggcattcttatcgacagcatcggcatcgacacctggggcgtcgat- STM4047 100 STM3685 74 STM4047 100
612214 atgcgcagcgtaccacgcagggaaagacaccgccgtttaagaaatgctaaagactgcgcctgccgttatcactctccaacgccgcagatatttgatcgccttgagttactgaaccaacagctcaattatgccttgccggttggtatcatttctcaggcaataattacaactgacaactacctcggctattcattgagtcactacttattttccggaaaacgtaccgcagcattccgctcattagatgacatttctt- STM0550 100 STM1950 61.165 STM0550 100

1310854 atgccgattactatagggaatggttttttaaaaagtgaaatccttaccaactccccaaggaatacgaaagaagcatggtggaaagttttatgggaaaaaattaaagacttctttttttctactggcaaagcaaaagcggaccgttgtctacatgagatgttgtttgccgaacgcgcccccacacgagagcggcttacagagattttttttgagttgaaagagttagcctgcgcatcgcaaagagatagatttcag- STM1224 100 STM1602 62.136 STM1224 100
1249561 atgactgcaccatcccaggttttaaagatccgccgcccggacgactggcacgttcaccttcgcgatggcgacatgttaaaaacggtcgtaccctataccagcgaaatttatggtcgcgctatcgtgatgccgaacctggcgtcccccatcacgaccgttgatgcagcgatcgcctaccgccagcgtattctcgatgcggtgcccgccgggcatgatttcacgccgttaatgacctgctatttaacggattcgctc- STM1163 100 STM0971 62.376 STM1163 100
3620956 atgagcgataaatttggcgaaggacgcgatccgtacctctatccggggctgaatgtgatgcgtaatcggctggggattcatcaggcccagcgactggcgcaagcggcatacgaaatgaccgcgctccgcgccgctacgattgaactggggccgctggtacgcggcttgcctcatctgtgcgcgattcatcgccagctctatcaggatattttcgactgggcagggcaactgcgggaggtcgatatttaccagggcg- STM3470 100 STM3028 60.377 STM3470 100
4248839 gtgaacaatatactgtctgaagaagtcctaaatgtgactgatttcacaacctcacgccagttgactctctggaaacgcgaggatttgcagtccccccaacttgatgatgttgccgaggaagtgccagtggcactggtgtataacggcatttcgcatgtcgttatgatggcctctccgaaagatctgacgcattttgcaatggggttttctctgtcggaagggatcattgacagcccgcgtgaaatctatggcatgg+ STM4038 100 STM3010 66.981 STM4038 100
703924 atgaaacgacaaaattcttttcgtgactatacggctgagtccgcactgtttgtgcgtcgggcgctggtcgcctttttgggtattttgctgctgaccggcgtactgatcgccaatttgtataatctgcaaatccttcgttttaccgattaccagacccgctcgaacgaaaaccgtatcaagctggtgccaattgcgccaagccgcgggataatctacgaccgtaacggcattccccttgcgctgaaccgcactatc- STM0640 100 STM1910 79 STM0640 100
296807 atgaaagccacctccgaagaactcgcaatttttgtcgctgtcgtggaaagcggcagcttcagccgggcggcagagcagcttggacaggccaattccgctgtcagccgggcagttaaaaagctggagatgaagctcggcgtcagtctgcttaatcgtacgacccgacagctgagcctgactgaagaaggagagcgatacttcaggcgcgtgcagcagatactgcaagaaatggccgccgcagaaacggaaatcatg- STM0256 100 STM2424 66 STM0256 100

1533777 atgcttaaactattttccgctttcagaaaagataaaatctgggatttcgacggtggtattcatccgcccgaaatgaagacccagtcaaacggcacgccgctgcgccaggtgcctttagcgccgcgctttgttatccctttaaaacagcacattggcgctgagggcgagctgtgcgttagcgtcggcgatcgcgtgctacgcggccaggcgcttacccgtggacgtgggagaatgctgccggtacacgcgcccacc- STM1457 100 STM2053 62.136 STM1457 100
3029086 atgttaattagtaatgtgggaataaatcccgccgcttatttaaataatcattctgttgagaatagttcacagacagcttcgcaatccgttagcgctaaagatattctgaatagtattggtattagcagcagtaaagtcagtgacctggggttgagtcctacactgagcgcgcctgcgccaggggtattaacgcaaacccccggaacgatcacgtcctttttaaaagccagtattcaaaataccgacatgaatcag- STM2884 100 STM0521 62 STM2884 100
1257041 atgactcgtttgtcagaaatacttgaccagatgaccaccgtcctgaatgacctgaagacggtgatggacgccgagcaacaacagctttccgtaggccagattaacggcagccagctacagcgtattacagaagaaaaaagctcgttgctggcgacgctggattatctggaacaacagcgccgtctggagcagaatgcgcagcgtagcgcaaacgatgacattgcagagcgctggcaggcgattaccgaaaaaacgc- STM1171 100 STM0078 49 STM1171 100
4476038 atggataagatcgaagttcggggcgcccgcacccataatctcaaaaatattaacctcgtcatcccccgcgacaaactgattgtcgtgaccgggctttcgggttcaggcaaatcctcactggctttcgacactctgtatgccgaagggcagcgtcgttacgttgaatcgctctccgcttacgcgcggcagtttttgtcgctcatggaaaaaccggatgtcgaccatattgaggggctatcgcccgcgatctcaatt- STM4254 100 STM0891 66.038 STM4254 100
2826966 atgacgaagaaaaaagcacataaaccgggctcagccaccatcgcgctgaataagcgcgcccggcacgaatactttatcgaagaagagttcgaggctggtctcgccctgcaaggctgggaagtaaaatctctgcgcgcaggaaaagccaatatcggcgacagttacgttatcctcaaagatggcgaggcctggctgtttggcgcaaactttacgccgatggcggtcgcctcgacacatgttgtatgcgacccaaccc+ STM2688 100 STM3706 57.143 STM2688 91.48

41624 atgaaaagaacagtcgttgccagtatgatagggttggcgctatgcgctggatgcgtattatcaaccgcgcaagcggcaaccgcaaagcgtcctaacttagtcattattctggcggatgatttagggtatggcgatctcgccacctacgggcaccgcatcgttaaaacacctaacatagacaaattggcgcaggagggggtgaagtttaccgactattatgcgccagcgcctctgtgttctccttcccgcgcgggc+ STM0035 100 STM0035 100
4359644 atgagtataaaagagcaatcgttaatgacgccttacctacagtttgatcgcagccagtgggctgcgcttcgcgattctgtgccgatgaccctgaccgaggatgagatcgcgcagttaaaaggcattaatgaagatttatcgctggaagaagttgcagaaatatatttacctctctcccgtttgctaaatttctatatcagttcaaatctgcgtcgtcaggctgtcctggaacagtttctgggcactaacggccag- STM4139 100 STM4139 100
3879358 atggcaaaaataggtgagaacgtaccacttcttattgataaagccgtcgattttatggcgtccagccaggcgttccgtgaatacctgaataaaacgccgccgcgtgattatgttccttccgaggtgccgtcggagagcgcgcccatttatttgcagcgtctggaatattaccggcggctgtaccgaccaaaagaagaagaaagaggttaa- STM3688 100 STM3688 100
4075493 atggctactggaaagattgtccaggtaatcggcgccgtggtcgacgtcgagttccctcaggatgccgtaccacgcgtgtacgatgcccttgaggtgcagaatggtaatgagaagctggtgctggaagttcagcagcagcttggcggcggtattgtgcgtaccatcgcgatggggtcttctgacggtctgcgtcgcggtctggatgtaaaagatctcgaacacccgatcgaagtcccggtaggtaaagctacgctg- STM3865 100 STM3865 100



449381 atgaaaattctcagtttgcgtctgaaaaacctgaactcgctgaaaggagaatggaaggtcgactttaccgccgaaccgtttgccagtaacgggttattcgccattaccggcccgaccggcgcgggaaaaaccaccttgcttgacgccatctgcctggcgctgtaccacgaaacgccgcgcctgaatacggtatcgcaatcgcaaaacgatttgatgacgcgcgatacagcggaatgtctggccgaagtggagttt- STM0395 100 PSLT104 71.569 STM0395 99.9
3033645 atggatgatttagtgtttgcaggtaataaggcgctctatcttgttttgatcctgtcagggtggccgacgattgtcgcaacgattatcggcctcctggtagggttattccagacggtaacgcaattacaggaacagacgctgccttttggcattaaattacttggcgtgtgtttatgcttgtttttactgtctggctggtatggcgaagttttactctcttacgggcgtcaggtgatattcctggcgttggctaagg- STM2889 100 STM1420 63 STM2889 100
2138660 atgaatcatttaacgaatcagtacgtcatgctgcatgatgaaaaacgttgtatcggctgccaggcgtgtaccgttgcctgcaaagtgcttaatgacgtaccggagggatttagccgcgtacaggtacaaattcgcgcccctgaacaggcatccaacgcactaacccattttcaatttgtccgcgtctcctgtcagcactgtgaaaatgcgccatgtgtcagcgtttgtcctaccggagcgtcatatcgtgatgaaa- STM2064 100 STM1385 67 STM2064 96.98
2013739 atgagtaaaatcagggtattgtcagttgatgattccgcgctaatgcgccaaatcatgactgaaattattaatagccatagcgatatggagatggtggcgactgcgccggacccgttggtcgccagggatctcatcaaaaaatttaatccggacgtattgaccctggacgttgagatgccgcgtatggacggcctcgattttctggaaaaactgatgcgcctgcgaccgatgccggtggtgatggtctcttcgctg- STM1917 100 STM4005 70.588 STM1917 100
1802999 gtgaaatatttactcattttcttactggtattggcgatttttgttatttcggtgacgctgggcgcgcagaatgatcaacaggtgacgtttaactacctgctggcgcaaggggagtatcgtatctccacgttgcttgctgtgctgttcgccgtcggttttgcgattggctggctgatttgcggcctgttctggctgcgggtccgcgtttcccttgcccgcgctgaacgtaaaattaaacgactggaaaacaagctct- STM1709 100 STM3589 57.547 STM1709 100
1476805 atgaaagaatataagatcttattagtagacgatcatgaaatcatcattaacggcattatgaatgccttattaccctggcctcattttaaaattgtagagcatgttaaaaatggtcttgaggtttataatgcctgttgtgcatacgagcctgacatacttatccttgatcttagtctacctggcatcaatggcctggatatcattcctcaattacatcagcgttggccagcaatgaatattctggtttacacagcat- STM1391 100 STM1767 60.577 STM1391 100
3917862 atgagagttgccttttgcttatataaatattttccttttggcggtctgcagcgtgattttatgcgcattgcccaaaccgtggcggcgcgagggcatcaggttcgtgtttatactcagtcatgggaaggggaatgcccggataactttgaattaatccgcgtgccggttaaatcccggacgaaccacggtcgtaacgcagaatattatgcctgggtgcaacaccatttgcgcgaccaccctgtcgatcgggtggtt- STM3722 100 STM3722 100
391932 atgaaaaagttaacgatgagagagtgtgaaagcatcaatcctactatgctgcttgccattaagatacttatctcggcgcttgacgaaaaaacaaaaataagactcagagagcatattgaaaaaactgaacaagaaatagcctcaagcatacatgatagcatcatgacagagacttttcttcagcaaatgaaagacattcgttacatcttaaatatagttccttga+ STM0348 100 STM4522 61 STM0348 100

4379863 atgaatgaccatgattttatgcgttatagccgccagatcctgctcggcgatatcgcgattgaaggccagcaaaagttgctcaatagccatgtattgattgtcggcttaggcggattgggttcgcctgccgcgctgtatctggcgggagcaggcatcggcaaactaacgctggtagacgatgacgatgttcacttgagcaatctccagcggcaaattctgttcaccaccgacgatatcgcccacccgaaggcgcagg- STM4162 100 STM0845 66 STM4162 100
4195124 atgcattttcgcgccattacccgaatcgttggactactggttatcttattttcggggacaatgattctcccgggactggtagcgctaatatatcgtgatggcgcaggaagagcgttcacgcagaccttttttgtcgcgctggcgatcggttccatactgtggtggccgaaccgtagggaaaagggcgagctgaaatcccgcgaaggatttcttatcgtggtgctgttctggaccgtgctgggcagcgtgggtgcg+ STM3986 100 STM0851 60.185 STM3986 100
2656145 gtggcaaaaaacattcaagccattcgcggcatgaacgattatctgcctggcgaaaccgccatctggcagcgcattgaaggcacactcaaaaacgtgctcggcagctacggttacagtgaaatccgcttgccgattgtagagcagaccccgttattcaaacgtgcgatcggtgaagttactgacgtagttgaaaaagagatgtacacctttgaggatcgcaacggcgatagcctgacattgcgccctgaaggtacg- STM2522 100 STM2522 100
4133658 gtgcaggtaaaagtgccggctgaaaacatcgcctggctgtcggcgttgcaatcgctgggattctctttggttgaaggcgaggtggattttgcgttgccggtaaaagggcatcgcgaccagcatggcgcggaaattgcacaccttacggacattcctgctttgcgtcagttggccggagaggcgtttacgcagagtcgttttcgcgcgccgtggtatgcgcccgacgccagcgcccgtttttacgcccagtggattg+ STM3924 100 STM4036 62.136 STM3924 100
4115384 atggcggaatctcaacctctgtcagtcgcgccggaaggggcggagtatctgcgcgcggtgctacgcgcgccagtatacgaagcggcgcaggtgacaccgctgcaaaaaatggaaaagctctcgtcacgtctggacaacgttattctcgtcaaacgcgaagaccggcagccggtacatagctttaagctgcgcggcgcttacgcgatgatggccggattgaccgaagaacaaaaagcccacggcgtgattaccgcg+ STM3905 100 STM3244 66 STM3905 100
1856884 atgattgaactcgtcattgtttcgcgtctgctcgagtacccggatgctgccctgtggcagcatcagcaggagttgttcgatgcgctcgcgtcatctgagaacctggataaagaggatgcccagactctgggcgttttcctgcgcgatttaaccgcgcaggacctgctggatgtacaggccgcttatagcgaactgtttgaccgtggtcgcgccacatcgctgctgctgtttgaacatgtacacggggaatcccgcg- STM1762 100 STM1579 77 STM1762 100
1890318 atgagcaacgccttttttcatctgctggggccaggtacgcagcctgatgacgccagtttctcgatgaatcccttaccgctcacctgtcaggtcaatggcgacccaagtatggcggcgctggagcgctgcgctcacagcccggcggtgatggcattgttgaccgatctgcgaggtcagcttgcccggcgcatcccggaagtcggcgacgtgctgggatgggagttatctcccctgaatgccgatgatctctcattcc+ STM1791 100 STM1533 64.706 STM1791 100
1830638 atgaagcagtttctggattttttaccgctggttgtcttttttgcgttttataaactttatgacatctatgcggcgacctccgcactgattgtcgcgacggcaatcgtgctgatttatagctgggtgcgctatcggaaaatagagaagatggcgctgattacctttgttctggttgccgtcttcggcggtctgacgctcttcttccataacgatgaatttattaaatggaaggtgacggttatttatgcgctgttcg+ STM1735 100 STM3149 62.136 STM1735 100
169266 atgccgcctcgccgttataacccagacgaccgacgtgacgcgctactggaacgcattaatctcgatatccctgccgccgttgctcaggcgctgcgtgaagatttaggtggagaagtcgatgctggcaacgatatcaccgcgcaacttttgccggcagatacgcaagcccatgccacggtgatcactcgtgaagacggcgttttctgcggcaagcgctgggttgaagaggtcttcatccaactggcgggcgatgatg- STM0145 100 STM0789 80 STM0145 100
480157 atgctaatttggtcacctaaaggacgcgcagcggcgggcgttgtggctagcgtactgtttatcgtgttctttttcctgccgctggcggtgattctgatgtccagccttagccagcagtggaacggtattctgccgagtggcttcacgctgaaccactttgttaacgctctgcacggtgcggcatgggatgccctacttgccagcctcacgattggcttttgcgccagcctgtttgcgctgctttgcggcgtttggg- STM0426 100 STM0479 60.194 STM0426 100

4243846 atgaaacgacgtgacaccatcgtgcgctatacggcgccggaacgcatcaaccactggatcgtcgctttctgcttcgtgctggcggcggtgagcgggctgggctttttattcccatccttcaactggttgatgcatatcctgggcaccccgcaactggcgcgaattctgcacccgtttgtgggcgtggttatgtttgcctcgttcatcatcatgtttttccgttattggcaccacaatctaatcaatcgggatgata- STM4035 100 STM1568 74 STM4035 100
1483087 atggcatatctcatggttaatccaaagagttcctggaaaatacgttttttaggtcacgttttacaaggccgggaagtatggctgaatgaaggtaacctgtcactgggggagaagggatgcgatatttgtattccgctggctataaatgaaaaaattattctgagagaacaggcagatagtttatttgttgatgccgggaaagccagagttagagttaatggccgcagatttaatccaaataagccgctaccatcc+ STM1395 100 STM1181 93 STM1395 100
609682 atgaaaatatactcagcgctattgctggcggggaccgcgctctttttcacccatcccgcgctggcgacggtttgccgtaattcaaacgggacggcgaccgatatcttttacgacctgtcagatgttttcaccagcggcaataatcagccgggacaggtggtgacgctgccggaaaaatcaggttgggtcggcgtaaacgcgacgtgcccggcggggacaacggtgaattatacctaccgaagctatgtatcagaa+ STM0547 100 STM0024 64 STM0547 100

4153790 atgaagcaaccagaggaagaactacaggaaacgctcacggaactggacgatcgagcggtcgtcgattacctgcgccaccaccctgagttttttatccgtaacgcccacgccgttgaagcgatgcgtgttccacatcccgtgcggggaacggtttcgctcgttgagtggcatatggcccgcgcgcgtaatcacatcaatgtgcttgaagaaaatatgacgctgctgatggaacaggctcatgccaatgaaagcctgt+ STM3948 100 STM3009 53.846 STM3948 100
4118852 atggctaactactttaatacactgaatctgcgccagcagctggcgcagttgggtaaatgccgctttatgggccgcgacgaattcgccgacggcgcgagctaccttcagggtaaaaaagtggtcatcgtcggctgtggcgctcagggtctgaaccagggcctgaacatgcgtgactccggtctggatatttcctacgccctgcgtaaagaagccattgctgagaagcgtgcttcctggcgtaaagcgaccgagaac+ STM3909 100 STM2465 59.406 STM3909 100
215292 atgacactaccgaggtgcgctatttttacccgagtcgctaatttttgccgtaaggtgttaagccgcgaggagagcgaggcagaacaagccgtcgcccgtccacatatgacgattatcccgcgtgaacagcacgctatctcccgcaaagatatcagtgaaaatgccctcaaggtactgtacaggctgaacaaagcgggctatgaagcctacctggtcggcggcggcgtccgcgatctcctgctcggcaaaaagccg- STM0184 100 STM2641 57 STM0184 99.78

1930354 atggagattaccactcttcagattgtgctggtgttcatcgtcgcatgtatcgcgggtatggagtcggtacttgatgaatttcagttccaccgtccgctgatcgcctgtaccttaatcggcgccgttctgggggacatgaaaaccggtattatcatcggcggtactctggaaatgatcgctctgggctggatgaacatcggtgctgccgttgcgcctgatgccgcactggcgtccatcatctctaccgttctggtca+ STM1831 100 STM0575 65.049 STM1831 100
1882909 atgggattcaaatgcggtatcgtcggtctgcccaacgtcgggaaatccaccctgttcaacgcgctgacaaaagccggtattgaagcggcaaactttccgttctgcactatcgaaccgaataccggtgtcgtgccgatgcccgatccgcgtctggaccagttggctgagattgttaaaccgcaacgcattctaccaaccacgatggagttcgtggatatcgccggtctggtaaaaggcgcgtccaaaggcgaaggg+ STM1784 100 STM0239 66 STM1784 100
3040457 gtgctgctttctctacttaacagtgctcgtttacgacctgaattactgattctggtactaatggtgatgatcatttctatgttcgtcattccattacctacctatctggttgatttcctgatcgcactgaatatcgtactggcgatattggtgtttatggggtcgttctacattgacagaatcctcagtttttcaacgtttcctgcggtactgttaattaccacgctctttcgtctggcattatcgatcagtacc- STM2896 100 STM1913 76 STM2896 100
528751 atggacgaatactcacccaaaagacatgatatagcacagcttaaatttctttgcgaaaccctgtatcatgactgtcttgcaaaccttgaagaaagcaaccatggctgggttaatgacccgacctcagcagtcaacctgcagctcaatgagctgatagagcatattgcaactttcgcgcttaattataaaattaagtacaatgaagacaataaattgattgcgcagatagatgaatacctggacgacacctttatgt- STM0474 100 STM3113 61.261 STM0474 100

1614904 atgcaaacacaagatacattttatcaagttatgcgtagacacggcgtgacaaggcgtagcttcctcaagttttgcagccttaccgcaacgtctttaggcctgagcagttcgatgattcctcaaatagcttatgccctggagaataaaccgcgtacgccagtgatatggctgcatggtcttgaatgtacctgctgtaccgaatctttcattcgctctgcgcacccgttggcaaaagatgccattttgtcgctcatt- STM1539 100 STM1786 87 STM1539 100
1595601 atgaatccaggattgagacgttcgacgttggctctactcgcctcatcgctgttattgacaattggacgcggcgccacgctcccctttatgaccatctatcttaaccgtcagtacggtttaggcgtggatctgattggctacgcgctgaccagcgcgttaacgatcggcgtcatctttagtcttggctttgggattctggcggacaagtttgataaaaagcgctacatgttactcgcgattatcgccttcgcctgc- STM1516 100 STM0086 62.857 STM1516 100
1049258 atgggaagtggatggcatgaatggccgttgatgatcttcacggtctttggtcagtgcgtggccggtggttttattgttctggctctggcgctgatgaagggcgacctgcgcgcggaaacgcagcagcgggtgatcgcctgtatgtttggtctgtgggtgctgatggggattggctttatcgcctcgatgctgcatctgggctcgccgatgcgcgcgtttaactcgcttaaccgcgtgggtgcttccgcactgagca+ STM0966 100 STM1496 89 STM0966 100
675983 atgagtaatgagacgggacatctgaacagacgttcttttttaaaggggatagtggcactgggcgccgttgcggctttacccggaggattactgacctcccgatgcgcgcttgcgcagccgcctgttccctttaaccctaaaacgtacaaaatttatcgtaacgcgtgtccgcgtaactgctatgacacctgtagcctcaagacatgggtaaaggacggggtcattactttcgtggaaggtgcgccggaatcaaca+ STM0611 100 STM0964 78 STM0611 100

1624148 atgacaagatacaccactacagatgtactgatctgcggcgctggcgttaccgggcttactttagccatcgaactggcgcgtcacggggtctcatttcgcctgattgagaaaagaacgacgccttttatcggctcccgcggtaaaggtattcagccgcgaacgcaagaaatcttcgaggatcttggaatactcaataaagtggtcgccgccggcgggctctatccccgactacgaacctaccgtcacgacggaagc- STM1546 100 STM0366 60.952 STM1546 100
1650428 atgtctatggaaacgcaggacattattaaacggtccgcaacaaacgccatcacgccgcctccgcaggcgcgtgattacaaagccgaagtcgcgaaactgatcgacgtctcctcctgtgtcggctgtaaagcctgccaggtagcctgttctgaatggaacgatattcgcgataacgttggtcattgtgtcggggtgtacgataaccctgccgatctcagcgccaagtcctggacggtgatgcgctttaccgaaaccg- STM1569 100 STM4036 84 STM1569 100
1693131 atgccaattactatcgggagaggatttttaaagagtgagatgttttctcaaagtgctatctctcaacgctctttctttacgttactatgggaaaagattaaagattttttttgtgacacgcaaagatccactgccgatcaatatataaaggaattatgtgatgttgcctctccgcctgacgcgcaacgtttatttgatttattttgcaagttatatgaattatcatcaccgtcatgcagaggaaatttccatttt+ STM1602 100 STM1224 62.264 STM1602 98.75
1717504 atgggcaacacattctcgatgcaagcctcgcataaactgggcttcctgcatcatattcggctggttccgctgttttcctccattctcggtggcatccttcttctttttgctttgagcgccgggctggcaggctattttctgttacaggccgatcgcgatcagcgtgatgtcacggacgagattcaggtacggatgggattatccaacagcgctaaccacttacgtaccgcacgtatcaatatgatccacgctggc- STM1626 100 STM3152 84 STM1626 100
1741539 atgaagaaaatcgtcacgctggtcgccctgagcatcataatgacagggtgtgtgagcagtggaaaagtgtccgtcaaacgcgagcaactggagcaccaccgctttgttctggaaagcgtaaacggtaaaacggtcaccggcccggagctcagctttggcgaggacatgacggtatccggcaaaatgtgcaatcaattcaccggcgaaggaaaactgtcggacggcgaattaaaagtgaaaaatttagcgatgaccc+ STM1648 100 STM3861 88 STM1648 100
1789691 atgcgctatttttttatggcagagccgataagggcaatggagggggatttactgggtgtcgaaatcactacccattttgcatcgtcgcccgctcgtccgctacatcctgagtttgttatctcgtcatgggacaattcgcagaagcgccgttttctgcttgatctgttgcggacaatcgcggccaaacatggctggtttctacgccacggcctattctgtatcgtaaatattgatcggggtatggcgcagcttgtcc- STM1697 100 STM3459 55 STM1697 100
569536 atgatagctcgctggttctggcgcgaatggcgctcgccgtcgctgattattgtctggctggcgttgagtctggcggtggcctgcgtactggcgctcggcagtatcagcgaccggatggaaaaagggttaagtcagcaaagccgcgagtttatggcaggcgatcggacgctgcaaagttcgcgggaggtaccgaaagcctggcttgaagaggcgcgtaaacgcggccttaacgtgggcgagcagttaacctttgcg+ STM0508 100 STM0508 100
572995 atgattgaaatagaaaaagtctgcgtcgattttaccgccggtcgcggtacccccacgcgcgcggtggatgatgtgagcctgcatatcgccgcgggcgagatttttggcattgtcggtaccagcggcgcaggaaaaagcactctgctgcgtaccctgaacgccttaacgcgtcccagtcaggggcgcgtcaacgtcaacggcgtggaaatttcggcgctggacggaaaagcgttacgccaggcgcggcagcgtatt+ STM0511 100 STM0247 71 STM0511 100
598962 atggttactttccacactaatcacggcgatatcgtaatcaaaacctttgatgataaagcgcctgaaacagttaaaaacttcctggactactgccgcgaaggtttttacaacaacaccattttccaccgtgtgattaacggttttatgattcagggcggcggctttgagccgggcatgaaacagaaagccaccaaagaggcgatcaaaaacgaagccaacaatggtctgaaaaatacccgtggtacgctggcgatgg- STM0536 100 STM3472 71 STM0536 100
657430 atggatatgtcactggccgaggacgctcaggagacaatggcaacgcttgctcccgatcgctttttcttcatgtcgccgtatcgcagttttaccacttccgggtgcttcgcccgttataccgagcctgcggttgccggagattcgccggatagccctttccagcagaaattgcgccagcagtttgccgaggccaaatcgcagggcatcgccaaccctatcctggtgggggcgatcccctttgatactcgtcagccg+ STM0595 100 STM2310 64 STM0595 100

2857993 atgaatgcacaactgaccgaaattatgcgccttatcaccaacctgatccgcaccggcaccgtgaccgaagtggaccgggaaaactggctgtgccgggtgagagtgggcgagcttgaaaccaactggattaactggctgacgctgcgtgccggtggtgcccgtacatggtggtgcccgtcgccggatgagcaggtggtggtactgagcatgggcggcaatctggaaactgcttttgcgttgcctgccatctactcca- STM2710 100 STM4040 53.846 STM2710 100
1868146 atgtcattcctcttatcttttgttgtagaagttgccgacacgttgagccgtattgtttttcgttcattctcactctcgcttctcttgctggctgccagcggtacgatccgtgcgcaggcgcaagatcctttcacgcaaaaccgtctgccggatttaggcatgatgccggaatcccacgaaggggaaaagcattttgccgagatggccaaagcgtttggcgaagccagcatgaaaaataacgatctggatactggt- STM1768 100 STM2517 66.038 STM1768 100
1908372 atggagatctcatggggtcgcgccatgtggcgcaactttttaggccagtcgcccgactggtacaaactggcactacttgtctttttaattgttaacccattcattttcttagctaatccctttattgccggttggctgctggtggcagagtttatcttcactctggcgatggcgttaaagtgttaccccctgctgcccggcgggttactggccattgaagccgttatcatcggtatgaccagcgccgcccatgta+ STM1806 100 STM1294 63.366 STM1806 100
2872697 gtggcagtgagtaaattcacattacataatgcaccaaccaccggcggttcgaatgaggccgccgtggtctttccatggaataccccaaaaaaagcggttaacccgtatctggacccagcggaagttgcgccggagtctgcgctttcaaacctgatcgctctttacgctgcggataacgagcaggagcagttgcgccgtgagacgctgagcgatgaggtctgggaacgctatttcttcaatgaatcccgtgatcct- STM2729 100 STM0580 60.577 STM2729 100
3172685 atgatggcgacaatgctggatgtttcccgccatgcgggcgtatcaaaggccaccgtctcacgagtgctgaatgggacggggcaggtaaaagaaagcacgcgccagaaagtgtttacggcgatgcaggctctgggctatcgccccaacctgctggcacgctcgctggcgaatcgcaccagcaacagcatcggtctggtcgtctctacgtttgacggcttctatttcggcagtttgttgcgccgggcgtcgcgccag+ STM3012 100 STM3011 80 STM3012 91.91
3874084 atgacaagcgaaacgcgtacactctacagccagcttcctgctatcgatcgtttattgcacgatagcgcctttctttctctgcgcgatcggtatggccatacccaggtggttgatctgcttaggcggatgcttgacgacgcgcgcgacgtcatccggaatacgcaaacgcttcccgactggtacgcagactgggcgcaagaggcgaaactccggctggaaaatgcggcgcaaagcgcgctgcgcccggtgattaac- STM3683 100 STM0285 59.813 STM3683 100
3949331 atgagttataaatatgttggtaagcatggctgtgatgttgcattgcggatgggctataaagaatgccccgatgaaaatgcttatggtgatgcctattatattaaagatgggttaaaatggatatttaatataacaggcttaaaaaaacggcttggcgtatacagcgacgacgatctccgtaaacagaactatgatgtagatacctattatcgagttgaaaaccaaccggaagaaagtgcagatgatgaaatgcaat- STM3752 100 STM3752 50 STM3752 100
3331109 atgagcgctatctccctgatccaaccggatcgcgaccttttctcctggccgcagtactgggccgcctgctttgggccggcgccgtttttgccgatgtcacgtgacgagatggatcaacttggctgggatagctgcgacattattctggtaaccggcgacgcctacgtcgaccatccgagcttcggcatggcgatttgcggtcgtatgctggaagcgcagggcttccgcgtggggatcatcgcccagccggactgg- STM3168 100 STM1383 66 STM3168 100
3164076 atgtccgctctttgtccgctactgactccgcctgcttcggaagcattgctgttagcccaggcgcggcagctttccggctatacgttaggcgagctggcggcgatggccggcattaccacgcctaaagatttgaagcgagacaaaggctggatcggtgtcttgctggagatctggctcggcgccagcgccgggagcaagccggagcaggatttcgccgcgttaggcgtagaactgaaaaccatcccggtggatagtc+ STM3005 100 STM1185 59.813 STM3005 100
3248783 atgagcaaatttaaatttaatgccgtcattgttggcttgtttttgctgttaggcggttgttccagcggaatgcaatctaataatggctcttcatccgacgtcggcaccgcttggggcggcgacgtgcattcatcggtacaaagcgtttcggtagaacgtgccgatcgagaacctgccgaaatggtgataataaattactccactcaatatccgtcaggttacgataaagtttatagtatacgtatcagcgatcttg- STM3085 100 STM3085 100



3300319 atggctacgtttatgactgaagattttctactgaaaaacgacattgcccgcacgctgtaccataaatacgccgcgcccatgccgatttatgacttccactgccatttaagtccgcaggaaatcgccgacgatcgccgtttcgataacctcggtcagatctggctggaaggcgaccactataaatggcgagcgctacgaagcgcaggcgtggatgagtcgctgatcaccggcaaagagaccagcgattatgaaaaa+ STM3137 100 STM0758 62.376 STM3137 100
2958210 atggctgatcaaacgaatccgtgggataccgcacaggtggccgatactacgacgcaaacggctgatgcctggggaacaccggcaggcgtagccacggacggcggcagtaccgactggttgaacagcgcgcccgcgccagcccctgaacacttttctcttctggacccgttccataagacgctgatcccgctggatagctgggtcacagagggaatcgactgggtcgtcacccatttccgtcccctttttcagggg+ STM2810 100 STM0543 67.327 STM2810 100
2948774 atgttctctccacagtcacgcttgcgtcatgccgtagcagacacgtttgcgatggttgtttactgttctgttgtgaacatgttgatcgagatattcctctccggaatgagctttgagcagtcgctttcttccaggctggtggcgatacctgtcaacattttgattgcatggccatacggcgtttaccgcgatctgattatgcgcgtcgcgcgtaaggcaagcccggcgggatgggccaaaaacctggcggatgtat+ STM2800 100 STM3513 60 STM2800 100
3553717 atgcagcttgaggtcattctaccgctggtagcctatctggtcgtggtcttcggggtctcgatttacgctatgcgcaagcgtaccgccggcacctttttaaacgaatattttcttggcagccgttcgatgggcgggatcgtgctcgcgatgacgcttaccgccacctatattagcgccagttcatttatcggcggtcccggcgcggcttataaatacggtctgggctgggtcttgctggcgatgatccagcttccc+ STM3382 100 PSLT034 60.577 STM3382 100
1125929 ctgaataatgagcttcattttgtccggcaactggcccgggagttccggcggcctgactggcgccggatgctggacgaaatgagttcaactgaacttagtgagtgggctgatttctttcgggaaaacagtttcagtgatgccctgctggatgcggagttttccacgctgaaagcgcaggtgttcatgctggtgacggggaaagaaatcgatgcagcggacttcagtttgctgacattacccggagcggtacagagca+ STM1040 100 STM2595 80.198 STM1040 100
3216682 atggcccaacagacgcctttgtacgaacaacacacgctatgcggcgcccgcatggtcgattttcatggctggatgatgcccctgcattacggctctcagcttgatgaacaccacgctgtgcgcaccgatgccgggatgtttgatgtatcgcatatgaccattgtcgatcttcatggcagccgcacacgagagtttctacgttatctgctggcaaacgacgtcgcgaagctaacgaagacgggtaaagccctctac- STM3055 100 STM2551 63.366 STM3055 100
3251637 atgacagaagattctaccatgagtctgaaggttgctgacactggcagtctgagtgttaatcagtatggatggattaacatctggacggctattttaggtcacttcttcgcccaatttccagctttttttgaaggccgtcgcaatgtcggtcaaaatcaggcggtaaacgtttctgataatgctgacattatgcgcatttatgctttgctttttttctgcgttctgggtataaaacgcgacgcgcggctcatacaaa- STM3089 100 STM2213 86 STM3089 100
3284773 atgtcagccttatcaactactggccataatgacgggatcactctccattgcttacagagcattgcgcaactcattcctctgtcgtcggcggttttttatcgtgttaatgcttatttaaagccagaagcctatgttttacataacatttctaatagcacacaccaacaatatctggagcattttcaaccattagacccgctatcgccttcccggttcggccaacaggttgttaccgtagcgacgatgacgcccggta+ STM3124 100 STM2246 64.423 STM3124 100
526127 gtgacaacacgacatctggtcagcctggtaacgggagtgcttatcctgtctgtccttttcccgataggattgagtctgtggctggcgcaccgtcaagttgaaaagaggtttaatgaagagctggatatcttctcgtcccgggtggcgctacgtacagaaagggtcagtgaccaggcaaaagccgcgttaacgcatattgcctcctttaaaggcgagccctgcagcagtgcccatttactcgccatgcgccgcgtg- STM0468 100 STM4264 68 STM0468 100

3784374 atgcaagcaaccgccacaacactcgaccatgagcaggaacatgttccggtaaactcacgcaataaagtcgttattgcctcgcttatcggcaccgcgattgagttcttcgacttctatatttacgccaccgcagcggtgatcgtgttcccccttatcttcttcccccagggcgatcccactgcggcaacgctacaatcgctcgccaccttcgctatcgcgtttgtggcgcgtccgattggctctgcgctattcggt+ STM3609 100 STM4290 88 STM3609 100
4673217 ctggtggatatcgcaaatgaagtcggcgccagtgaatccgcgatcccccccctgaagatgctactgctagaaggggcacgtcaggcggcgcttgaggccggtttacagaataatagcggcatccttgccgataccacctttggtcagcaggcgcttaacgacgtgaccggccagggatggtggattggccgaccggttgagatgcccggttcgtatccgctgaagctggaacatggcgatattggctctcagcttg- STM4429 100 STM0796 84 STM4429 100
4628953 atgctgtcgaaacaaattccgctcggcatctatgaaaaagcgctccctgccggggagtgctggctggagcgcctgcggctggcgaaaacgctgggttttgacttcgttgaaatgtcggtggacgagaccgacgcccgactggcgcggctcgactggagtcgcgagcagcgcctggcgctggtgagcgcggttgctgaaaccggcgtgcgtgtgccgtccatgtgtctgagcgcgcatcgtcgttttccgctcggta+ STM4387 100 STM3676 75.248 STM4387 100
4716871 atgaataacgttatcagtagtaaagataaccataatcacacgttggtgtttacaggcaagggcggaaagtattttgttatttgccttgtgaatttcttgttgacgtgtatcacgttgggaatctatgcgccgtgggcgatggtgaaatgtcgacgttatatttatactaacatgacgctaaacaatcagccttttgcttacaaagccacgggcggcgcattatttattagtgtgttgttagtttttattatttat+ STM4474 100 STM4118 49 STM4474 100
4847753 atgttgaaatcccccctgttgtggaaaatgattacgttaggcggcgccatgatcctgctgttaattcccctgatgatggtacggcacaccatcgtggagcgtgctgattatcgaagccatgtagaagccgctattcgtcagagtaccagcggcccacaaaaggttgtcggcccgctggtggcgattccggtgacagagctctataccgtgctggaagaggagaaagaggtccagtataagcgcagctatctctat+ STM4590 100 STM4590 100
2987640 atgagtcgggggatcatcattattgggtcgggcttcgccgcccgtcagctcgtcaaaaatattcgtaaacaagatgcgcatgtgccgttaaccctgattgcggcggacagcatggatgagtacaacaagcccgatctcagccacgttatcagccagtcgcagcgcgccgatgatctcacccgccagttagcgggggaatttgctgaacagtttaatctgcgacggttcccgcatacctgggttgctgacattgat+ STM2841 100 STM3474 71.287 STM2841 100
2277790 atggcgaactgggcgcagaaattgaaattacatcacctgcaaacgctggttgcgctgggcgaacagggcaacctgacgcacgtcgcccggatgatgaatatctcccagccggcgctatcgaagtggctatctcaactcgaagatgagataggcatcacgctttttgagcgccacagtaaaggactacgcccctcggaaggcggtaaattactgctccagcacgcccagcgcctaattaacgatctggagcgttcac+ STM2180 100 STM1713 69 STM2180 100
2163866 atgaacgtagttaataatagccgtgatgttatttattcatcaggtattgtgtttggaacgagtggggctcgcggtcttgtaaaagattttacacctcaggtatgtgctgcttttacggtttcatttgttgccgttatgcaggaacatttttcctttgataccgtagcattggcaatagataatcgtccaagtagttatgggatggctcaggcgtgtgctgctgcattggcggataaaggcgttaactgtattttt- STM2083 100 STM2088 61 STM2083 100
2949159 atgtatttacgacctgacgaggtggcgcgggtactggaaaaggcagggtttaccgtcgatgtggtgacgaataagacgtatggttatcgacgcggcgagaattatgtttatgttaaccgcgaggcgcgtatggggcgtaccgcgctgatcattcaccccagattaaaagaccgtagctcatcactggctgacccggcttcggatattaaaacctgcgatcattaccaaaactttccgctctatttaggcggcgaga- STM2801 100 STM2162 61.538 STM2801 100
2291112 atgccatcactcagtaaagaagcggccctggttcatgacgcgctggttgcccgggggctggaaacgccgctgcgcccgcctatggatgaactggataatgaaacgcgaaaaagccttatcgcagggcatatgactgagattatgcagttgctgaatctcgatttgagcgatgacagtctgatggaaacgccgcatcgtatcgctaagatgtacgttgacgagattttcgccggcctcgactatgccaatttcccga- STM2193 100 STM3773 49 STM2193 100
2186966 atgacaaatctaaaaaagcgcgaacgagccaaaaccaatgcatcgttaatctctatggtgcaacgcttttcagatatcaccatcatgtttggcgggctgtggttcatctgtgaagtcagtggactgccattcctgtacatgcacctgttggtggcgctgattacgctggttgtttttcaaatgctgggcgggataaccgatttttatcgctcctggcgcggcgtcaaaatgtcgacagagttaacgctgttactg- STM2103 100 PSLT016 60.577 STM2103 100
2273623 atgaagctgtacagtttctttaatagttcggcgtcttatcgtgtacgtattgcgctggcgttaaaggggattgattaccagacggtgggcgtcaatattcgtatcggccagcagaatgcgctggcctaccgacggatgaatccggtaggcctggtgccgacgctggtcactgatgacggcgaatcgttggggcaatcgctggccatcgtcgactggctggaccgacattttccgcaaacgccgctgctgccgacga- STM2176 100 STM3342 62 STM2176 100
1898627 gtgaaattaagatggtttgcttttttggtagtaatactggctggctgtagctcaaaacaggattacaggaatccgccgtggaatgccgaagtgcctgtaaagcgtgcgatgcagtggatgcccatcagtgaaaaagccggggcggcatggggggttgatccgcatttaatcaccgcgattatcgccattgaatccggcggcaaccctaacgcggtcagtaaatctaatgcgattggcctgatgcagttaaaggcgt- STM1799 100 STM3112 62 STM1799 100
3862459 atgagcaactactggctggggttagattgtggtgggagttggctaaaagccgggttgtacgatggcgcaggccgggaagtagcggtgcaacgcctgccgctgcacgctttaagcccgcagccaggctgggttgaacgcgatatgaccgagctgtggcaacagtgcgcctcggtcatcagcaaactgctggcgcacacgggggtgagcggctcacaaatccgcggtctgggtatttccgctcagggtaagggcctg+ STM3674 100 STM3674 64.706 STM3674 100
2340556 gtgagagcgttactgacccctgaaattgctcctcgtatgggcgttgtattgttcaggccgggatcggaactgatgcccctgtttatgcaggggcgtgttctgcttgaaccagagccggagcaattttcatctttcgccagcggcgcggtcccggcggtatcacagccgctggcggatgatcctgctgttcgtgatgtgttctgtaatgagtcggttatctatcgtgctggtggtctggatagtctggaaagctgg- STM2240 100 STM4154 68 STM2240 100
1938462 atggcaaacgcagatctggataagcagcctgattctgtatcttctgtgctgaaagttttcggcattctgcaggcgctgggtgaagagcgtgaaatagggattaccgagctatcgcagcgcgtcatgatgtcgaaaagcaccgtttatcgctttttgcaaaccatgaaaacgctgggctacgtggctcaggagggggagtctgaaaaatactctctgacgctaaagctgtttgagctgggcgcgcgagctttgcaaa- STM1842 100 STM2292 71 STM1842 100
3881184 atgcacaaaaatggaaaatttatccccctgcttgcgttgggattcacattctttttatctggttgtgattacttcgcagataaacaccttgttgaagaaatgaaagaacaacaaaaagaacaagaaacaaagataaacctgttagaaaaacaacaaaaagaacaagaagcaaagataaatctgttagaaaaacaacaagctacgattatcaacacaaccaaaaaggtcaccgaagtcgttggccgcgttgaacgca+ STM3690 100 STM4571 49.038 STM3690 100
3596530 atgcagaaccaaagaatccgtatccgcctgaaagcgtttgatcatcgtctgatcgatcaatcaaccgcggaaatcgtcgagactgccaagcgcactggtgcgcaggttcgcggtccgatcccgctgccgacccgcaaagagcgctttaccgttctgatctctccgcacgttaacaaagatgcgcgcgatcagtacgaaattcgcactcacaagcgtctggttgacatcgttgagccaaccgagaaaaccgttgatg- STM3441 100 STM1991 61.321 STM3441 100
4604492 atgaatgatgtaagcaaggcgagcctgcctaaggcgatatttttgatggggccgacggcctccggcaaaacggcgctggcgatagaactgcgtaaagttttgccagtagagttgataagcgttgattccgccctcatttatcggggaatggatattggcacggctaagccgaatgccgatgagctgaaagcggcgccgcatcgactgttggatatacgcgacccgtcgcaggcgtattcggcggcggattttcgc+ STM4360 100 STM2841 60.577 STM4360 100
3406362 atgattagcgcatttgatatttttaagattggcattggaccttcaagctcccataccgtagggccaatgaatgcaggaaaatgttttatcgatcggctgatcgacagcggcgacctgccgcgaacgacgcgcatcacggttgatctttacggatcgctatcgctgacgggcaaaggccacgcgaccgataccgccgtcattatgggcctggcgggcaatacgccgcaggatgtcaatattgatagcattccggcg- STM3240 100 STM1826 87 STM3240 100
3471391 atgaagtttgttgatgaagcatcgattctggtcgttgcaggcgatggcggtaatggctgtgtgagcttccgccgcgaaaaatatatcccgaaaggcggcccggacggcggtgatggcggcgacggcggcgacgtctggatggaagccgatgaaaacctgaatacgctgatcgattaccgctttgaaaaatcgttccgcgctgaacgtggtcagaatggcgcgagccgcgactgtaccggtaaacgcggtaaagac- STM3301 100 STM3655 64.423 STM3301 100
3384275 atgtcttctcatccctacgtcagccagctaaataccccgctggatgatgataccactctgatgtctacgaccgacctggaaagctatatcactcacgccaatgacacttttgtccaagtgagcggctatcagttaaacgagttactggcgcagccacataatctggtgcgtcatccggatatgccgaaagctgccttcgcagatatgtggtacaccctaaaacagggcgaaccgtggagcggcattgtgaaaaac- STM3217 100 STM1919 84 STM3217 100
3304203 atgagcaaaggaaccaccagtcaggatgcccccttcgggacattattgggttacgcccccggcggcgtagcgatctactcttcagattacaattccctcgatccgtgggacgacgacgacgcagcttttcgtagctacatcgacgatgaatacatggggcataaatggcagtgcgtggaatttgcccgccgttttctctttctgaattatggcgttgtttttactgacgtcggcatggcctgggaaatcttctcg- STM3139 100 STM3188 59 STM3139 100
3228224 gtgatatcttattattttcaagggtttgcccttggcgccgccatgatccttccgcttggcccgcaaaatgcgtttgtgatgaatcagggaattcgtcgccagtaccacctcatgatagcgctgctttgcgcgttaagtgatttagtcctgattagcgccggtatttttggcggtagcgcgttgctgatgcagtcgccgtggctgctggcgctggtcacatggggcggggtcgcgttcttgttatggtacggttttg- STM3066 100 STM4115 60.952 STM3066 100
1261795 atggatcacgcaatttataccgccatgggggcggccagccagacgcttaaccagcaggcggtaacggccagcaacctggctaatgcctcaacgccgggctttcgcgcgcagcttaacgcgctacgcgcggtgcccgttgatggcctctctttagcaacgcgcacgctggttacggcgtcgacgccgggggcggatatgaccccgggtcagttggactacacctcccgtccgctggatgtcgcgttacagcaggacg+ STM1178 100 STM1176 65.385 STM1178 100
3372563 atgagtgcaatcgcgcctggaatgatcctcttcgcgtacctctgcggctcaatttccagtgccattctggtttgccgcatcgccgggctgcccgatccgcgagaaagcggctccggcaacccgggcgcgacgaacgtattacgaatcggtggcaagggagcggctgtcgcggtacttatttttgacatccttaaaggtatgttgcccgtctggggcgcgtatgcgttaggcgttacccctttctggctggggctta+ STM3207 100 STM2981 64.078 STM3207 100
1473127 gtgagaggtaaaaccgtaaggcgcctggcggtgttggcggcagtagggctactttgtcatggcgcgtgggcagggacgtggaatatcggtattttggccatgcgcggcgaggcgtctacgcgtagccactggcaaccgttggcaaagacattaagccaacagcttccaggcgaaacctttcacatccagccgctggatctgcatcaaatgcaggaggccgttaaccagggaaccgtgcagtttgtgataaccaac+ STM1386 100 STM2397 73 STM1386 100
3951199 atgagaatcgacaaactttcactgcttaactttcgttgcttcagacagctcgatattacttttgatgagcacattacgattctggttgcaccgaatggcgcgggcaagacgacagtgctggatgcgatacgcctggcgctgtttccctttattcgtggttttgatgccagcctctacgtaaaagataaatcgctggcgatccgtacagaagatgtacgtctggttttccgccccgaagcgctgaacatggaaatg+ STM3753 100 STM3754 100 STM3753 77.44
3357680 atggattttattaagggattatggcgagacctacgcgcaagaccagtggatacgctggtgagatggcaggaacagcgctttctgtggctgttaatggccatcgcgatgggaggattaattatcctggcgcactcgttcttccaaatctacctctacatggcaccgtgcgagcagtgtgtttacatccgttacgcgatgtttgtgatggtaattggcggggtgattgcggcgataaatcccaaaaatatcgtgctga+ STM3194 100 STM4297 70.192 STM3194 100
3263121 atgcaaaaagttgttctcgcaaccggcaacgccggtaaagtgcgcgagctcgcgtcgctgttaagcgattttgggcttgatgtggtagcgcaaacggaactgggcgtcgattccgcggaagaaaccggcctgacgtttattgaaaacgcgattctcaaagcgcgccatgccgccaaaatgaccggcctgcccgccattgccgatgactccggtctggccgttgacgttttaggcggcgcgccgggtatctattccg+ STM3103 100 STM4305 63.462 STM3103 100
3210740 atgagaaaactcaccttgccaaaagattttttatggggcggcgcggttgctgcacaccaggttgaaggcggctggaataaagacggtaaaggccccagcatctgcgacgtgctaaccggcggcgcacacggcgtgccacgcgaaatcacccagaatgtcgttgctggcaaatactatccgaaccacgaggcggtggatttttacggacattacaaagaagacatccgtcttttcgccgaaatggggttcaaatgc+ STM3051 100 PSLT095 61.386 STM3051 100
823452 atgaaaatgacaaaactgactacgcttttactgaccgctaccctcggccttgccagcggcgcagcgttagctgctgaatctaacgcgcaatccagtaatggccaggcgaactcggcggcaaatgccggtcaggttgccccggacgcccgccagaatgtagcgccgaatgatgtgaataacaacgacatcaataccaacggcaatactaacagcacgatgcagcatccagacggttcaaccatgaatcatgacggaa- STM0759 100 STM3640 62 STM0759 100

3298895 atggaacagaatatcgccaccgcccaggtttccgtcgcccgcccaaactgggacaaatcacgtctggtatcccgtattgtgcatctgggctgcggggcgtttcaccgcgcgcaccaggcgctctttacccatcatctactggaaaagagcgacagcgactggggcatttgtgaagtgaacctgatgccgggtaacgacgcgcggctgatcgcgaacctgaaagcgcaaaatctgctgtacaccgttgcagaacgc+ STM3136 100 STM1508 80 STM3136 100
3234326 atggcgcgtcgcccgttttccagccagtccctggtgctgattgtcatcgctattgccatcaatatgattggcggacagcttattagcatgttgaagctgcctatttttctcgactcgatcggcaccttaattagcgcggtgctgttagggccgttcatcggcatgttgactgggcttctaaccaacttgctgtgggggctgcttaccgatcctatcgctgccgcgtttgccccggtagcgatggttatcggtctgg+ STM3072 100 STM4075 81.553 STM3072 100
1193162 atgctcgataaacagacccataccctgatcgcccagcgacttaatcaggctgaaaaacagcgcgaacagattcgcgcagtgtcgctggattatcccaacatcactattgaagatgcctatgccgtacagcgtgaatgggtcaatatcaagattgccgaagggcgcacgctcaaaggccacaaaatcggcctgacctcaaaagcgatgcaggccagctcgcaaatcagcgaaccggattacggcgcgctgcttgacg+ STM1105 100 STM2838 64.078 STM1105 100
842728 atggcttttcgttttccacaaataatactatttttactggcagctattttattttgccccagcagttatgctgagcaaaagccgaccgctgcgcaggaagcgcgtaaaaccgctgttgaggtcgctgttgaagacatgagtcgcgccgccgttgcgggtccgacaaagattagtttaggtgataaagccacgcttaatctgccggaaggatttacctggatacccgcaaaagaagcggcggtatttatgcgtgaaa- STM0777 100 STM2638 61.386 STM0777 100
884682 atgaaaaaacctgtcgttatcggactggcaatcgcagcgatcgtcgctgtgattgccggtggaacctggtggtatcaaagtcggcaggacgatgggctgacgctatacggtaatgtcgatatccgtaccgtcaatatcagctttcgcgtcggcggcaggctggcgtcgctgaatgttgatgaaggcgatactatcaaagccggacaggtgctcggcgaactggatcacgcgccatacgaaaacgcgctgatgcag- STM0818 100 STM4024 62.5 STM0818 100
936699 atgacgcaatacgcttcttcccttcgtagcctcgcggcaggttcggttctcttattccttttcgcttcgcctgtaaaggcagaggaacaaacgatcgcgccgccgggcgttgatgcgcgagcctggatcttaatggattacgccagcggtaaagtactggcggaaggcaacgccgatgagaaactcgaccctgccagtttgacaaaaattatgaccagctacgtggtgggccaggcgctgaaggcagggaaaatc+ STM0863 100 STM0637 80 STM0863 100
524346 atgctggtttcttgcgcatccgggctttcctccccccttattccagattatcctgaagcattaacgcaggattctattatggatattcaggacacatttcctcaacgcgtctggcaaatcgtcgcctcgatcccggaagggtttgtcacgacctacggcgatgtcgcccggcttgccggttcgcctcgggcggcgcgtcaggtcggcggagttttaaaacgtctgccggaaggcagcactttaccatggcatcggg- STM0466 100 STM2560 64.486 STM0466 100
442891 atgctacaaagcaatgaatacttttccgggaaagttaagtctattggatttaccagcagtagcaccggccgggccagcgttggtgtgatggcggaaggggagtatacatttggcaccgccgaacccgaagagatgacggttgtgagcggcgcgttgaaggtactgttgccgggaactgtcgaatggaaagtgtatacagccggtgaggtgtttaacgtgcctggccacagcgagtttcatctccaggttgctgagc+ STM0391 100 STM0006 62.264 STM0391 100

3287494 atgcaagcttttaaactcaatcaacctgttcctgaattacagccaatcgggagtgtcagcctgttgggggcgttgccaacagaaggcgatccccaggtcgccgttgcgatgatttacggtaaacctgaggacgtatttacctgtggactgttttcatcgacccgcggcggtttcactatgatttatccctttaccgagcacgcaaccgtgctggaaggggaagtggaactcactgttgcgggtcaggaaccgatac- STM3127 100 STM1057 56.436 STM3127 100
618919 atgctgcgcagagcgatcagtaatttactctctaatacgatgcgctatacgccgccgggtaaaaccattactcttcggataaaagaagcggacgaccagatacatattattgttgaaaaccccggtacgccaatcgcgccggaacatttgccgctccttttcgatcgtttttatcgcgttgatccctcccgccagcgtaaaggggaaggcagcggtataggcctggcaattgtaaaatccatcgtcactgcgcacc- STM0561 100 STM0398 61 STM0561 100
619207 gtgcggccaaaagccatgacggtagcggtgattatcgccggtctgctacctgttttatgggggaccggcgcgggttctgaggtgatgagccgtattaccgcgccattgctgtcgctgttcatcattccggcagcctacaagctgatgtggctgcgcaggcatcgtcgccttgcggcataa+ STM0562 100 STM3173 59.259 STM0562 100



2681094 atgtcgattacacttagcgacagtgcagcagcgcgagttaataccttcctggccaaccgtggtaaagggtttggtctgcgtctgggcgtgagaacctccggctgctcaggtatggcttatgtactggaatttgttgacgagccaacggcggaagacaccgtgtttgaagacaaaggcgttaaggtagtggttgacggcaagagcctgcaatttctggacggtacacagctggacttcgtaaaagaaggtctgaacg- STM2541 100 STM1369 70 STM2541 100
2068283 atgaaggtgaatgatcgggtaaccgttaaaacggacggcggtccccgccgaccgggcgtggtactggcagtggaagaatttagtgaaggcacaatgtacctggtttcgctggaggattacccgctcggcatctggttcttcaatgagtcaggtcaccaggatggtatttttgtcgagaaggcggagcaggactaa- STM1983 100 STM4275 91 STM1983 100
2331782 ttgctggacaaaccgctgtgtggtgacggtcttccggccattaggttcctgctgtatcgaagcataccaggctatttcaatattgatggtttgcccggagcaaaagatatcattctgggagaattgactaagagggttcaccggatcttccccgatgctgatgttcgggttaaaccgatgatgacactaccggcgatcaatactgacgccagcaagcatgagaaggaacagataagccgtactgttcaggaaatgt+ STM2231 100 STM1056 72 STM2231 100
2281188 atgatcatggatgtacagacgatatttgtcatattagcctttctgctactcccgcttttttgcttccgtgaggcctggaaaggctggcgaaccggcgcggtagataaagttgtcaaaaatgcgcgaaaaccggtttatgtctatcgccatgccgatcccgtacaatattggtcttatctttttctttataccggttgcggttttttatttactggaatgattatttatcttcttttttatcgttaa+ STM2185 100 STM2564 92 STM2185 100
891273 atggcatccggctgggcaaatgacgacgcagtgaatgaacaaatcaacaataccattgaagatgccgttgcccgcgctcgcggcgaacttccccacggcgaaagtcgcgatgaatgcgaatcttgcggcgatcctatccctgaagcgcggcgtaaagccgtgccgggcgttcggttatgcatagcctgccaacaggagaaagatttacataacgcaacattttcaggatataatcgtagaggttcaaaagacagcc- STM0825 100 STM4107 61.682 STM0825 100

4691964 atgacttatgaactggaattcgacccgagggccttaaaagagtggcataagctgggcgatacggtgaaggctcagcttaagaaaaagttggctgatgtgctattgaaccccagaatcgactctgcccgtttaaacggtcttcctgactgctataaaattaagcttaaatcgtccggttatcgtctggtgtaccaggttcgggatgacgttgtgattgtgtttgttgttgcggtcggcaagcgagaacattcagccg+ STM4450 100 STM1550 66 STM4450 100
4777379 atgactaccgtccattctattgcagatccgtgcgatccagaagtctccccaacaaataaccgtcaccttaccgtgagttatgcgagtcgttatccggattatacccgcattcccgccctcaccatgaagggccagtggctggaagccgccggtttcgccaccggtaccgaggtggatgtgagggtgatgaacggctgtattgtgctgacggcacagcagccgcaaccagaagaaagcgagttgatgcagtcgctgc- STM4523 100 STM2814 58.654 STM4523 100
3065449 atgatttgcccacgctgtgccgatgcacatattgaactcatggcgacttcgccggtaaaaggagtctggacggtatatcagtgtcagcattgtctgtatacctggcgcgataccgaaccgttacgccgtaccagccgcgaacactatccacaagcgtttcgcatgacgcaaaaagatattgatgacgcgccaatggtgccgagtatcccgccgctgctggcagaagacaaacggtaa+ STM2923 100 STM2923 100
1452683 atggaattgcattcagacacgtttaacccggaggacttcccctggcaagggctgacgctaacgccagcggcggcagcgcacatacgtgaactggcagaaaagcagccgggcatgttgggcgtgcggttaagcgtaaaacagacgggatgtgccggatttggctatgttctggataccgttcgggagccggataaagacgatctggtttttgaagccgaaggcgcaaagcttttcgcaccgttacaggcgatgcctt+ STM1369 100 STM2541 70 STM1369 100
1207538 atgaaacgaattttccttacctgcgcggcgttgttgatcagcagtcaggcgttggccgatgagtgtgccagcgccagtacgcagctggaaatgaatcgctgcgccgccgcgcaataccaggcggcagataaaaagctgaacgaaacctatcaaagcgcgcttaagcgtgcgcaaccgccgcagcgcgagctgttacaaaaagcacaggtggcatggattgccctgcgcgacgccgattgcgcgctgattcgctcag- STM1123 100 STM0353 62 STM1123 100
1459615 atgaatcgtactaaactggtactgggcgcggtaatcctgggttctactctgctggctggttgctccagcaacgctaaaatcgatcagctgtcttctgacgttcagactctgaacgctaaagttgaccagctgagcaacgacgtgaacgcaatgcgttccgacgttcaggctgctaaagacgacgcagctcgcgctaaccagcgtctggacaaccaggctactaaataccgtaagtaa- STM1377 100 STM1376 90 STM1377 100
3838496 atgctatacaaggggtgtctcatgaaatcagatgttcaacttaaccttagagctaaggaatcgcagcgggcgctcattgatgcagctgcggaaatccttcacaagtcacgtacagatttcattctggaaacggcctgccaggctgccgagaaagtgatccttgaccgccgtgtatttaactttaacgatgagcaatatgaggagttcatcaatctgcttgatgcaccggtcgcagatgatcccgttatcgaaaaac- STM3652 100 STM2525 56.863 STM3652 100
3897316 atgcaagaaattatgcaatttgttggccgtcatcccatactgagtatcgcctggattgcgttactggtggcggttttatttaccacgttcaaaggtctgacttcaaaagttaaggtgattacacgcggcgaagccacgcgccttatcaacaaagaggacgccgttgttgtggatttacgtcaacgtgacgatttccgtaaaggccatatcgctggcgcgaccaatttgctgccgagcgaaatcaaagccaacaatg- STM3703 100 STM0351 57 STM3703 100

44185 gtgaatatgttttctcacattaatgtcgatgcttgcaaaacgccaggctgcaaaaatctggggattctggggagcccagactatctaccgcaagggaaaaatgttctctgtcgagcgtgcggttttttgttccccattatctcagccagatcgcttaatctttttcgccaggcggcgaatcaaccctggaaaggtctggtgaagtcctgtccgcattgtggcgggacgtcgctgaaaaaatatggattttccact+ STM0037 100 STM1796 63.725 STM0037 100
84117 atggatatcgttggcggacaaaacttacgtcagatgtgggacgacctggccggggtgtacggagataaaacggcgttaattttcgaatcctgtgagggaatcgttcggcagtttagctatgcttcgctcaatgaagagattaaccgcacggcgaaccttttttattccttagggatccgcaagggtgatagggtcgcgctgcatctggataactgtccggaattcatcttttgctggtttggactggcaaaaatc- STM0071 100 STM1350 61.165 STM0071 100
46027 atgaatacgttaactacaacgtctgttgtccttcctgcgccgcgtccggcgattaatcagggtatcgatatcaataatgaaatggtgcttaaccataccgctatttatgaaaattgccttgcgcaggtcacgcaagagaatacggtagaaaatgcgctcatgttgttagacccttacggcacggcgcctttaagcgcttatgccggggtctggagtctggaaccggctgagatcatagtcacggtccaggatgcg+ STM0038 100 STM0032 80 STM0038 100

101318 atgatcagtctgattgcggcgttagcggtggatcgcgtcatcggtatggaaaacgccatgccgtggaacctgcctgccgatctcgcctggtttaaacgtaacacgttaaataaacctgtcgtcatgggacgtcacacctgggagtccatcggacgccccttaccgggacgtaaaaatattgttatcagcagccagccaggcaccgacgatcgcgtgcagtgggtgaagtctgtcgatgaggcgattgccgcttgcg+ STM0087 100 STM0096 63.551 STM0087 100
104470 atgagcagtgcgcaacgcgttgttatcactcccggcgaacccgccgggagtggccccgatcttgtcgtccaactggcgcaacgcgcgtggccgattgaactggtcgtctgtgcggacggcgcgctcctgacggagcgggccgccatgctcggcctgcctctctcgcttctcccttactcgcctgatgtccccgctgcgccgcagcccgcgggaacgctgaccctattgccggtctcgctgcgcgcgcctgccatc- STM0091 100 STM0163 66 STM0091 100
93837 atgcaaaaacgtcttatgaccgcactgtttaccgcagcaacactattcaccgtcgcaggatgctcttctaaccaggcggttgaaaccacggatggcaaaactattgtcaccgacgggaaacccgaggtcgataacgataccggtatggtgtcttacaaaaacgccgccaccgggaaaaccgaacagattaaccgcgatcagctgaaaaatatgagcgagctggataattaa+ STM0080 100 STM2983 71 STM0080 100

2770498 atgcttaaacaatgcggttactgccgcaaatccattgatgaaggcaaagaagtaaaaaacacccttctctatctcaacggctcgcaactggcgcgcaaagaaaaggaatattgttccaggcagtgcgctgaatacgaccagatggcgcacgaaagttaa+ STM2630 100 STM2525 55 STM2630 100
1722984 atgtatcttaaccgcttttgttatttactcctgatcttcgctgcggtcggaagcatttttacatcgcatcccgtcgcgatgtggttcctgctcgccaatgtgctaacgctggcgatctacggtatagacaaaacggcggcacgtaaaacctggcgcagagtgccggaatccactttgttggtgtttggggttgtcggtgggtggcctggggcgattgttggtcaacaactcttccgtcataaaacgcaaaagcagc- STM1632 100 STM1993 64 STM1632 100
1781687 atgagcgcgctatttctggccatcccgttaaccatttttgtgttgtttgtgttaccgatttggctgtggctgcattacagcaaccgcgccggtcggggagaactgtcgcaaagcgagcagcaacgcttactgcaactcacagacgatgcgcaacgtatgcgcgagcgcattcaggcgctggaagacattcttgatgcagagcatccgaactggagagagcgctaa- STM1689 100 STM1689 100
1767221 gtgccagggaaacgagaaatgcaaaaatgtagtcttattacggtacttagcttatcagtgttgatgctagccggatgtacaacgacctataccatgacgacccggacgggagagattattgaaacgcagggtaagccggaggttgacaccgcaaccggaatgacgaaatacgctgatgtttatggttatcatcgcgttatgaaaaccagtgaaatagtgcagacgacagaaggcgcatcgaagctggactggtaa- STM1673 100 STM1585 69 STM1673 100
1719098 atgccgcattcacctgaagataaaaaacgtatccttacccgtgttcgtcgcatacgcgggcaggtcgaagcgctggagcgggcgcttgagtctggcgaaccttgtctggcgattctgcaacagattgccgccgtgcgcggcgcgtctaatggcctgatgagtgaaatggttgaaatccatctgaaagatgagctggtcagcggggagactacgccagatcagcgcgcggttcggatggcggaaatcggccatcttc- STM1628 100 STM3023 66.337 STM1628 100
3359240 atggcgtccacatatcgcactacaataagagctaacacttaccagttcagggaaaccacaatgattgacccgaaaaaaattgagcaaatcgcacgccaggttcatgagtcaatgccgaaaggtattcgcgagttcggggaagatatcgagaaaaaaatccgtcaaacgctgcaatctcagctgacgcgtctcgatctggtgagccgcgaagagtttgatgtccagactcaggtcttgctgcgcacccgggaaaaac+ STM3196 100 STM2851 64.078 STM3196 100

P36777 atgagcagccggcgtagcgcgattccgtctgactccctgttgcaactacggcaacggctcgatcgcctgccgccaaaaagccctgaacgtgccaatcagattgccgctaccgcccagctgtatggtatttcagtcacgacggtttatcgcgctcttcaccttgttttgaaaccgcgaacggcccaccgcagtgatcatggtcaaccccggatactgccaccgtccgagctggagcattactgcgaactgattgct- PSLT044 100 PSLT043 68 PSLT044 100
P20621 atgcagtttaaggtttacacctgtaaaagggagagtcgctaccggctgtttgtggacgtgcagagcgacatcattgacacccccggacggcggatggctgtcccgctggtcagcgcccgtctgctgtcggaaaaggttccccgcgatctttacccggtgatgcatatcggggatgagccttaccgcctgctgaccacggatatgaccagtgtgccggccaccgtcatcggggaagaggtggccgatctcagcctcc+ PSLT028 100 STM1349 71.845 PSLT028 100
P72231 gtgaaatggcgggggctgacagccctgctgatatgggggcagagcgtggcggccgcagacctgggcacctggggcgatctgtggccggtgcaggagccggacatgctggcggtgattatgcaccggctggaagccctgcagcagtccggtgagatgggccgccggatggaggcctttaaggagcgggtgatccacaacagcctgcgaccgcctgcggtgccgggtatcgggcgcgcggagaaataccgcagccggc+ PSLT091 100 STM2104 75.248 PSLT091 100
P26917 atgagagtttctggtagtgcgtcatcccaagatataatatcacgtataaattcaaaaaatatcaataataatgattcaaatgaagtcaagagaattaaagatgcgctttgtattgaatcaaaagagagaattttgtatccacaaaatttgagtcgagataatttaaaacaaatggctagatatgtaaataatacatacgtccattactctgggaactgcgttttattatcagcgtgtttacattataacatacatc- PSLT037 100 STM3713 56.436 PSLT037 100
P53123 atgtacggaaccgtcagcaccatctgctgcgacttactgaaagtgtatgagaatcacgaaaaaatcgctgtcatcatctggtgtgaaggcgatgtgcgggaaatgggggcggagtttaatccgaccgctgatgacatacaggccgtactgcgcgccattggcgagtcggacagtgatgcgctctggcgtgatggtattggccagaattttgttgagggtgtattacgcgagttagtcgcactgcgcccaccgcgcc+ PSLT063 100 STM2458 87 PSLT063 100
P79850 atgcagggtaaaacgagaattaaaccgcttttcatattatgtacggcgctgatgaccgtcgcacccgccgtctctgccgatgtgaacagcgacatgaaccagttcttcaataagctgggctttgcttccaataccacacagccctccgtctggcagggacaggcggcaggatatgcctccggcggctctttatatgcccggacacaggtaaaaaatgtccagctggtctccatgaccctgccggatatcaatgcc+ PSLT100 100 STM0769 66.337 PSLT100 100
R27780 - STM3135 52.475 STM3848 47.115 STM3135 12.4
R28633 + STM1998 64 PSLT055 61 STM1998 46.98
R9475 + STM4153 63.462 STM0408 60 STM4153 6.7
R24551 - STM2451 41.346 STM3251 39 STM2451 8.37
R4184 + STM0487 48.039 STM0252 37 STM0487 17.24
P06538 atgatgtggagtccggtctcccctgtaacagaaaacataaccttcaccaccacgatgttcagatatttatgtaatcagaaagcagcactgctgaccgccattctcctgatggcggccggcgtgctcaccctgtgtttcccggagtcctggtacccgcaggaaacagaatggcatctcacggcagaaaaagaaattaccgggatacacggcggcctctccggcctgacatggaacccggacagcagaacgctgtttg- PSLT010 100 STM1154 59.813 PSLT010 100

STM0893 100 STM1005 75 STM0893 100
STM2771 100 STM1959 98 STM2771 100
STM0914 100 STM2600 74 STM0914 100
STM0916 100 STM2597 78 STM0916 100

994333 atggaaaagactatcctggtgcatgccgcagcgtgtgcaccggcagaatcgtgcggctatgtggtgaacacgtctgcaggggaacggtattttccctgccagaatctttccgctgaaccgacgatgtatttccggatggcgccggaagattatttgcgcgcgcaggcggcaggtgacgtggtggccctggtacacagccatcctgatggtctgccgtttctcagcgacgtcgatcgccgcctgcaggtgcaaagtg+ STM0922 100 STM1046 78 STM0922 100
3272711 atgaatcttaagctgcagcttaaaatactctcttttctgcagttctgtctgtggggaagctggctcactaccctgggctcgtatatgttcgtcaccttaaaatttgacggcgcatctattggcgcagtttatagttcactggggattgccgccgtctttatgccgaccttgctaggcattgtggctgacaaatggctgagcgcgaaatgggtctatgccctgtgtcatgtcgtcggcgccatcacgctattcatg+ STM3113 100 STM2421 73 STM3113 100

STM1922 63.208 STM0220 50 STM1922 23.09
STM3052 58 STM3052 34.48
STM2677 58.095 STM2677 6.97
STM1338 52.427 STM0002 52.381 STM0002 10.94
STM0437 98.02 STM4010 78 STM0437 92.16
STM1012 60.377 STM2628 60.377 STM1012 31.17



STM3629 59.804 STM0994 53 STM3629 25.91

PSLT047 39 STM1913 35 PSLT047 27.07
STM4213 87 STM2701 61.765 STM4213 69.56
STM1450 100 STM2435 59.406 STM1450 95.93

STM2293 62.5 STM0928 49.057 STM2293 12.34
STM2754 62.264 STM3845 60.396 STM4157 15.03
STM1009 79 STM1870 79 STM1009 24.88
STM1358 83 STM1368 65.347 STM1358 72.9

STM2701 58.095 STM2701 23.86

STM2738 69 STM2175 48.515 STM2738 22.11
STM2721 94 STM2721 83.6
STM2503 59.223 STM2584 56.863 STM2503 8.15
STM4448 58.416 STM4448 4.24
STM3690 64.423 STM4315 59.406 STM3690 6.68
STM0691 63.107 STM4114 62.745 STM0691 2.71
STM3655 100 STM1764 65 STM3655 90
STM0979 66.99 STM1057 58.824 STM0979 13.14

1314646 atggataaactacttgagcgttttttacactacgtatcgctggatacccaatcaaagtcgggtgttcggcaggttcccagcactgaggggcagtggaagttactacgtttgctcaaacagcagctcgaagagatggggctggttaacattacattaagtgaaaaagggacgttgatggcgacgctcccggccaatgttgagggggatattcccgccattggttttatctcccatgtggatacctctccggatttc+ STM1227 100 STM0233 51.456 STM1227 100
148716 atggctgattaccaggacaaaaacgtcgtcattattggtctgggcttaaccggactctcttgcgtggacttttttctcgcccgcggcgtgacgccgcgggtgatggatactcgcgtgacgccgccgggtctggataagctgccgcaagaggttgagcgtcacgttggcggcctgaacgacgagtggctcttagcggcggatttaatcgtcgccagccctggtattgctctggcgcatccctctcttagcgctgcc+ STM0126 100 STM4456 73 STM0126 100
189357 atgggaaccttaaagcttattcaatatccatctcaacttctttcattaactatctcagatataattaacaaacaaaatttatcccagctcatccaaaaatctaaaaaagatgacagtgaaaattgggaaggcaaggattggataattaaaaacacacctcaacaaggaataaattggataggagaacatcccaatatcaaagcagtaataataaaaacaaaggatggttcttacgctgatgatggctggaaaaata- STM0159 100 STM2036 60 STM0159 100
213277 atgaaacccaccaccatttcactgctgcagaaatgcaagcaagagaaaaaacgcttcgcgacaattaccgcctacgactacagcttcgctaagttatttgccgacgaaggtatcaatgtgatgctggttggcgactctctgggcatgacaattcaggggcacgactccaccctgcctgtcaccgtggaagatatcgcctaccacacccgcgcggtacgccgcggcgcgcccaactgtctattgctctccgacctgc- STM0182 100 STM0067 67 STM0182 100
275946 atgggattgcaaaaaacactggcgctcagcgccgtagcggcagggatcatgttgagcttatccggtgcgcaggccgcgccgctgcttagcagtagtgagccaatgaccattaacgccagcgatctggcggcgaaagagaaagcgctaacggattttccgttaatggaggccgtgaaatcctctattcagacgttggataacagcgcggtcgaacaaatcgaaccggggcgcgccgctaacccggcaaacgtaaaa+ STM0233 100 STM2502 55 STM0233 100

1592256 atggcagaacatcgcggcggttccggtaattttgcagaagataaagagaaagcctcagaagcaggtcgtaaaggcggccagcatagcggtgggaactttaaaaacgacccacaacgtgcatctgaagcgggtaaaaaaggtggccaaaatagccacagtggtggacggaaatccggcaattaa+ STM1513 100 STM1728 84 STM1513 100
229717 gtgagcagaaaacgtgaaatgccggatggcggcgcgaaaagcgtcttatccgacctacggttcgggcgctttgtaggccggataaggcgaagccgccatccggcgttgctgttattggcgctgtttgttgccgcctgctggctgacatgggttaacttctccgttgcgctaccgcgcagccagtggcaacaggctatctggtcaccggatatcgacatcattgagcagatgatttttcattacagccagctgcca+ STM0194 100 STM4281 63 STM0194 100
725526 atgttttggcgtaacaatagacctgaaatcagcctgctacagcacgatgtagcccatattacgttttcagtacgtaacggaaaagcattgcttcgtcccagcgttatccacgatcccgactctgacgccggtattcatacgctttcctggcatggctcgccgctgattcgtttttacactgaagcctggtgcccgacctgcgcagaatttgtttatgccggttttagcaatgatgatgaaggcgccgcggagttt- STM0660 100 STM0660 100
759006 atgaaattaaacatccgagcgcaatctgcacaaaacctgcacaataattcccccatcgttctcgttcatggcctgtttggcagcctggacaacctcggcgtactggcgcgcgatctggtgaccgatcacgacattattcaggtcgatatgcgcaatcatggtttatcgccgcgcgatccggtcatggattatccggcaatggcccaggatcttctggatacgcttgacgcgcagcagattgaaaaagcgacgttta- STM0696 100 STM2424 70 STM0696 100

4030550 atggtgagcggcctcgctatgcccagaatctggagacagatgacgatggatatttcagttacagcagcacagccggggcgtcgccgctatctgacgctggtgatgatctttattaccgtggtgatttgctacgtcgatcgcgccaaccttgccgtagcttccatgcatattcaaaaagaattcggcattaccaaagcggaaatgggctatgtcttctccgcttttgcctggctctatacgttatgccagatcccc- STM3827 100 STM3698 72 STM3827 100
4053275 ttgacggcaccttatcgctataaaatatataaaattgcaaaaagaaactcagataagaagagaactattgctcatccttcgaaagaactaaaatttatacaacgtgaaattactgagtatttaaccgataaattacccgttcatgaatgcgcatttgcatataaaaagggcagtagcattaagaccaacgctcaagttcatcttcatacaaaatacttgttgaagatggattttgagaattttttccctagcataa+ STM3846 100 STM2066 62.745 STM3846 100
4089246 atggctcacccacatttattagcggaaagaatttcccgtctgagcagcgcccttgagaaggggctgtatgaacgtagtcatgccatacgcctttgcctactggcggcgttaagcggtgagagcgtctttttgttgggcccgcccggtatcgccaagagtctgattgcccgccgcctgaagtttgctttccagcgcgcccgcgcttttgaatatctgatgacacgcttttccacgccggaagaggtttttggcccg- STM3879 100 STM1818 63.107 STM3879 100
4046422 atggcgccgccactgtcgcctggctcgcgggtcctgatagcccttattcgggtctatcaacgcctgatcagtccgctgcttgggccgcattgtcgtttcacgccaacgtgctcaagctacggaattgaggcattgcgcaggtttggagtgataaaaggcagttggttgacggtgaaacgcgtattaaaatgccaccctttacaccctggtggtgacgatcccgtcccgcccggaccatttgataccagagaacact+ STM3841 100 STM2309 73 STM3841 100
4068884 atgacaacccggcacactgaacaaaaatacttaaagctactccagcactatggcgacaagcctgttagcgtgacattacaggagctggcggatgtgttgttctgcacccgacggcatatgcgtaatctgttgcttcagatgcaggaggcaaagtggctcatctggcaatcacaggccggacgtgggcatcgcgcccggcttcacctgcgctataaaccagaacagctgttaagcgaaaaggcggagcagttactg+ STM3860 100 STM0109 76 STM3860 100

15961 atgggatcgaaaggtgccaacaagagctttgattataatttaatcaaaattcttgacgctgttattttgtcaggaaatgcggctatggcggcaaaaaagttaggcattacaccggctgccgtttctctggcgttaaagcgcctgcagagttattacccggaggaactgtttagcagagggaaaggcgggctcatccccacagctaaggctgtcgacattcaccaaaatttcagtcaggtgatgaaactggtggat+ STM0014 100 STM0030 63 STM0014 100
2513521 atgttaacaatattaaaaacagggcaatcggcgcataaagtcccaccggaaaaagtccaggccacatatggtcgatatcgtatacaggcattgttaagtgtatttctgggatatctcgcttactatatagtcagaaacaacttcacattatcgacgccttatttaaaagagcaattggatctcagcgctacgcaaatcggcctgctgagtagctgtatgcttattgcttacggaatcagtaaaggcgtaatgagc+ STM2399 100 STM3787 65.347 STM2399 100
840570 atgaccccatttaatcccatcgatcatccgcatcgccgttataacccgcttaccggccagtgggttctggtttcgccgcatcgcgcaaaacgcccctggcagggggcgcaggaaacgccgtctcagcaaatgctgccggcccacgatccggactgcttcttgtgtgcgggcaatacgcgtgtcaccggcgataaaaatcccgattacaaagggacttacgtctttactaacgatttcgcggcgctgatggccgac- STM0775 100 STM0096 64.423 STM0775 100
161941 atgaaaaaactgcaaatcgcggttgggattatccgcaacccgaacgacgaaatttttattacccaacgcgccgctgatgcgcatatggcgaacaagctggaatttcccggcggaaaaattgaagccggcgaaacaccagagcaggcgttgatccgggagctacaggaagaggtggggattacgccaacacaggtgacactattcgacactctggaatatcaattcccggatagacacattacgctgtggttttggc+ STM0137 100 STM1301 74.257 STM0137 100

STM2778 100 STM2779 100 STM2779 100
1174927 atggatcgtatcattacatcatcgcgtgatcgtagctcgctactgagtacgcacaaagtactgcgcaacacctattttctgttgagcctgacgctggctttatccgcaattaccgcgacagccagtacggtactgatgctgccctcccccggcctgattctgacgctggtcggtatgtatgggctgatgttcctgacctataaaaccgccaataagccggtcggtatcctgtctgcttttgcgtttaccggcttcc- STM1085 100 STM0125 56.481 STM1085 100
3574661 gtgaataataacctgccaataggatctatcgccgcagcggtagatctcctgaataaagaaaatgtcatcgcttatccaacagaagccgttttcggcgtcggctgcgatcccgatagtgaaacagccgttacgcgcctgctggcgttaaaacaacggcccgtcgataagggactcattttgattgccgccagctttgagcagttaaaaccttatattgatgacagcatacttaccgccgcacagcgtaaagcggtat- STM3402 100 STM4188 81 STM3402 100
3609567 atgtctcagccagcgaaagtcttgctgttgtatgcccatccggaatctcaggactcggttgctaaccgggtactgcttaaaccggccatacagcacaataacgtaaccgtgcacgatctttatgcgcgctatcctgatttttttatcgacacgccctatgaacaagccctgttacgtgagcacgacgtcattgtttttcagcatcccctttacacctatagctgtccggctttactgaaagaatggcttgatcgcg- STM3458 100 STM0085 59 STM3458 100
3653052 atgcatattgatattgactggcaaaacgtggataccgttttgctggatatggacggcacgctgctcgatctcgcgttcgataactatttctggcaaaagctggtaccggaaacctacggcgcgcagcagggtatttcgccgcaggacgcgcaggaatatattcgccagcagtatcatgccgtacagcatacgctaaactggtactgtctggattactggagcgagcgtctgggtctggatatttgcgccatgacga+ STM3496 100 STM3496 100
1337365 atgaaattagcgctcgtcaatcggcaggtcattttaccggaaagcggaaccgagtccttccagtgccatgcctctacgcttgttcgcttaccgtgcggtacgctcgtggccgcatggttcgcggggttgcgcgaaggaagcgaagatacagccatctggctatctcgctatgaacataatatctggacaacaccgcagcgagtggcggcacgcgagggggaagcgcactggaatccggtgttattttacccgtcg+ STM1252 100 STM1252 100
3603486 atgaaacgtattgcatttgtcttttccaccgcgccgcacggcagcgcctcaggtcgtgaagggctggatgcgctgctggcgacgtcagcgctaacggaagcgctgggcgtcttttttatcagcgacggcgtctttcagttattacccggacaaaaaccagacgctgtactggcgcgtgactatattgctactttcaagctctttgatttgtacgatattgatcaatgctggatctgcgcggcatcgctgcgcgagc- STM3450 100 STM1457 54 STM3450 100



3642748 atggcagagaaacgcaatatctttctggttgggcctatgggtgccggaaaaagcactattgggcgccagttagctcaacaactcaatatggaattttacgattctgatcaagagattgagaaacgaaccggagctgatgtgggctgggtcttcgatgttgaaggtgaagacggcttccgtaatcgtgaagaaaaagttatcaacgaattgacggaaaaacagggtattgtgctggcaaccggcggtggctctgtaa- STM3487 100 STM2404 61.538 STM3487 100
1321508 gtgattgtggcaaagaattattatgacatcaccctcgcgctgtctggcatttgccagtcggcacgcctggtgcaacaactggcgcaccagggacactgtgatgccgacgcgttgcacgtttcactcaacagtgtcattgatatgaatcccagttctactctgggcgtgttcggcggcagcgaagccaacctgcgtcttggtctggaaacactgctcggcgtgctgaatgccagcagccgacaaggacttaacgccg- STM1233 100 STM0643 82 STM1233 100
1354071 atgaaatttacgtggattgcgttgccaggcgtattgctgctgagcgcttgttcatcgtcgcaacccaacgcccccaggccgccgcgtattgggatgcctaatccggcagccgtctactgtgagcaacagggcggtacgctgatgccggtgcagaccccacaaggcgtgcgttccgattgcaaattgcccaatggcgaaatcattgatgagtggacattatggcgcagagagcaccctgatacgaaaaagtga+ STM1275 100 STM1212 61.765 STM1275 100
2188390 atgacaaaattaacctgtttcaaggcctacgacattcgcggcaggctgggcgaagagctcaatgaagatatcgcgtggcggattggccgcgcttacggcgaatatttaaaaccgaaaaccgtcgtgctgggcggcgacgtgcgcctgaccagcgaggcgctgaagctggcgctggcgaaagggttacaggacgcgggcgtcgacgtgctggatatcggtatgtccggcaccgaagagatttacttcgccaccttc- STM2104 100 STM2253 66 STM2104 100
2226730 gtggaatttctttcgcgtcaggaaggaacgcggctggaaactaaactacagcgtatcaactgctttaccgtgctggcaatgcgcgaagcggagcatcaaaaaatgcagcgcctgcgtgaacaaggttggtatccctccaacagcgaggcgctaaaaccggtgatgacggtgaataacggcgtactggttgagcttgatgcaacaaaccccggcctgcgcagtgagatggcgtatgaatcctggcatatgcaacact+ STM2133 100 STM3769 78.641 STM2133 98.33
3706098 atgacgcagcttgcgatcggcgaagcaacgccgcatggcgcaacgtatgacggtcatggcgtgaatttcacgctcttttccgcccatgcggagcgcgtagagctgtgcgtttttgattcccgagggaatgagcgtcgctatgacctgccaggacgtcgcggcgatgtctggcatggttatctggccggcgccaggccaggtttgcgctatggctatcgcgtacatggcccgtggcagccagcgcaggggcatcgg- STM3537 100 STM1558 74 STM3537 100
3741595 atgagtaagccaccgcttttcttcattataatcattgcattaatcgtagttgccgcgtcgttccgcttcgttcagcaacggcgggaaaaagccgctaatgaggcggcgccgttacagcaaaagcaggtcgtggtcagcaataaacgggagaagccggttaatgaccgacgctctcgccagcaggaagtgatcccggcgggaaccagtatgcgctatgaggtcagttttaagccgctcaatggcggtctggaaaaaa- STM3574 100 STM1646 58.491 STM3574 100
2229568 atggaacaggatgatcgtctgctcaacgctatgtttgagatgtgcaaccacaaaaatcccctcaatgacgggcaacgagagtggcatatcgccgatattcccggcctgctgcgcgaagaacgctatgacgaactggacgaacgctacaaccaggcgctgacggagagctttaccagccgcgaagcggaaaagcgctatttcttcgcctggaatcaaatggacaaccctttttacgatatggacacgctggttgag+ STM2135 100 STM2135 100
2868678 atgaaatcaagtggtacgataagaaaaattcgtcatttcgcaaagggatgtctcatgcatagaattgttaaggctcatcttgatagcttcgtaaagagttacggtattgaaaatcatgaagaggatgtgcagttcgagttgttctgtaacaaagccatgctatcttctcgaatcagtatggattttgaaatagatgatgtaacgaccggagctggtgatgatggcatggatggtattgctatcataattgacgaa- STM2724 100 STM0293 71.287 STM2724 100
340702 atggctcgattatgcgggatacttacatactcacgcgttgagagactttcagttcgtttgtacggtgaatggatgccgcaggcggggtttattaacgggatgcccgtcaaggtgcgggtaatgagggattgcatcgtgatcacgccgcagcatacccacggactctttggctgtattgaagggatgggcgtaacccgcattaataaacggagtgcagaacagtggttaaaaacatttccggggcgctga- STM0296 100 STM0517 58.252 STM0296 100
372641 ttgtgtatgaaaaataatattgaagagacaataggtaagtacttgcctattttaatgatattacctctggcgggtttggcagagttagcttctttatattcaatccaggctttattaccaaagttaagtgaggtttataatatcccattgaatcaggtagggatgattttatctgctgaggtggggtttctggcattagccatgttatttagcggcacgttatctgaccgttttgggcgaaagccaatcattttt+ STM0328 100 STM1486 65.385 STM0328 100

2212357 atgtttaccctgagctggcagccgccttacgactggtcgtggatgttgggctttcttgccgcgcgtgcggtggacggcgtggaaacagtaggcgagggcttttatgcgcgcagcctggtggtgggcgagcatcgcggactggtcagcgtgaggccccatctgcccacccacactgtgcaggttagcgtgagcgccggattacttcccgtcgcgccggcgtgtctggcgaaagtttcgcgtctgtttgatcttgact- STM2124 100 STM3335 64 STM2124 100
STM2713 100 STM2714 100 STM2714 100

2888729 atgcctgaagatggttgctgcccagagagggataattcctgcatgttcaggtgcaggattgcaatcgtgattggtaaaagattaaagatttcaagagtcagggctgatctgacgcaagcggaactgggtgcactcgctgggctggatgaagaatccgcaagcgcgcgtatcagttcgtatgaaaaggaagtccatgcacccgatttcaaactcgtctgtaagctggcagcagcgcttgatgtaccggaagcgtatt- STM2748 100 STM2748 100
374822 atggatacgtttaagcaaatcagcgggcgaattgcgccgatgctggaaccgaatatcgacactgatgtgattatgccaaaacagttcctgaaagggatcgatcgccaggggctggataaaggggtgtttttcgatcgtcgctttatggctggcggccaaccaaatcctgattttattctgaacatgccgggctggcagagcgcgacattcctgctggttggccccaattttggctgtggatcgagtcgtgaacacg+ STM0330 100 STM1981 53 STM0330 100

1156825 atggaacctaaaaaaggggaagccaaagtacaaaaggtgaaaaattggtcgcctgtctggatattcccgattgttactgcgcttatcggagcctggattctgttttatcactacagccaccagggaccggaagttaccttaatcaccaccaatgcggaaggcattgaaggcggaaaaacgacgatcaaaagtcgcagcgtggatgtcggcgtggttgaaagcgcgacgctgactgacgatctgacccacgtacaa+ STM1064 100 STM4062 70 STM1064 100
1552020 atgaaccgcattgtatttgttgaagacgacgctgaagtgggttctctcattgccgcttatctggcgaaacatgatattgatgtcattgttgagccgcgtggtgaccgggcggaggatcttatcctcaccactcagcccgatctggttttactggatattatgcttccaggtaaagatggcatgacgatatgtcgcgatttacgccaccgctggcaaggcccgattgtcctgctcacctcgctggacagtgatatga- STM1475 100 STM3502 67.308 STM1475 100
955869 atggagggcgttcagacgatgtttgccaaatttatagatgttattcaaacgtttttaactgaaccggcaatattaattgggatattagtcggtgttggctatgcgctggataaaaagacgcctataaaaattatcaccggtatgatcagcgcgatggtcggtttgatgatggtgttatttggcggctttcaattttcagccacttttaaaccggttgcagaggcagtcagcaaagcttatggcgtgcatggatac+ STM0884 100 STM4383 67.961 STM0884 100
976222 atgtggatgagagtgtttgtgatacaggagttgaacatgaaatcggttataatggctttgtttctggttccggggttattcatggcatctgctgttgcaaaacaaccagagtccgcagcggtttactcacccgggcggggcgtattatgtgatcagtatttttgcgctgactcaacaggtatttcgtttgttctgacaaagcactatgcaggttctgttcagttaaaaaaactgaaatctatgggggattttgatc+ STM0905 100 STM0905 100

STM0922 100 STM0923 100 STM0922 100
2662294 atgcatgagttaccgctgctgatttttacgctctgtttgcaagggtccgtgggcgtgacagtgtggctggcgttgggccgccagtacgccgtagagggacgcgtgcctgcacgcggcgcgcttcccgcgatggcgggggcgtttgtactggcctgcgtggggctgcttgcttcagcgctgcacatgggctatcccctgaatgcgctaaatgcgttacgtcatgtcgccagttcgtggctgagtcgcgaaatcgtct- STM2528 100 STM4307 61.386 STM2528 100
2705411 atgataagccgtaaaccggcgcacctgctgctggtcgatgacgatcccggattactgaaattgctcggtatgcgcctgaccagtgaaggatacagcgtcgtgaccgcagagagcggccaggaaggactacgggtactacatcgggaaaaagtggatctggtaataagcgacctgcgcatggacgaaatggatggtatgcaactgttcacagaaattcagaaagtacagccgggaatgccggttatcattctgacg- STM2562 100 STM0652 77 STM2562 100
1118995 atgatgacaacggtgacgaagggcaagaggaagagcaggaatagtttagcctctgccgttgttgccggatgtgatatctcatcgatgttcaggccgccgcgcaggatgaaaatatcggatgcggtcagaaaatatatgcgcgtaccacgcgatgcgggaaattctgtggcatgggaatccaccctgaccccctatgtggtggaagccatgaactgcctgtcatcacgcagctacgatgccgtggtatttgtcgcc+ STM1031 100 STM0910 86 STM1031 100
1053512 atgttatttagagctagccgaagcgatatgagtaacttaaccaattgtattacaaatgaaagtgttgcagtaactgctgataaaaagccggttattggtcgcattcactcctttgagtcctgtggcaccgttgatggcccaggcatccgctttattaccttttttcaaggctgcctgatgcgctgcctgtattgccataaccgcgacacatgggatacgcatggcggtaaagaaatcaccgttgaagacttaatga- STM0970 100 STM4565 63.107 STM0970 100
1086861 atgttgcttaataagatgtgtggtcgttgtctgtcggcaatcagtttatgcctggccgtaacattcgctccactgttcaatgcgcaggccgatgagcctgaaatgatacctggcgatagcgccgttgccgcgacggatctggctgggccgcagaagcaatcagccgcgacggcgattatggccgggattcagccgctgccggagggcgtttcagccgagaaagtccgggctgatttacagtcgcagcttccttcc+ STM0995 100 STM4357 66.019 STM0995 100
4272145 atgaatcaaacctatggacggctggttagccgggcggctatcgcggcaacggcgatggcatcagcgttacttttgatcaaaatttttgcgtggtggtatacgggatcggtgagtattctggcggcgttggtggactcgctggtggatattgccgcgtcattgacgaatttgttggtcgtgcgttattcgctgcaacccgcagatgatgaacacacgtttgggcacggtaaagcggagtcgctggcggcgctggcgc+ STM4061 100 STM1499 80.392 STM4061 100
4443933 atgatgaaaaggacgataagcgcgctggcgctggcctttgtcgcgtcatccgcctttgccagcggcactgttaccgtttttacccagggtaatagcgagcctaaaacgctgacagacgctgagcgtctgctcgatttagtcggacagccgcgcctggcaacgagctggtggcctgcggcggtgataggcgaagaacaggcgaccgtgacggcgcgtcagcagcaacaggaacttctcgggcggctggcggtgctca+ STM4224 100 STM2842 61.165 STM4224 100
3053282 atgaatccatataaagaagaaattattcatgcccatgcggcgattgagaactggcttagtaagggggtgggtagcctggaggcgttgatagcgcgtttcgctgctgattttacgatgataacgccaggcggtgtttgtctggattatccggcgctgggcgcttttttccaggcgcagcgcgcgtgtcgcccgggtctggttatcgtggttgagcacattgaccttgtggcggagtggccggaaggcgccgcgctgc- STM2910 100 STM1753 61.111 STM2910 100
4583989 atggctgagatgaaaaacctgaaagttgaggtggtgcgctataacccggaaaccgataccgcgccgcacagtgctttctatgaagttccttatgatgaaacaacatcgctactggacgcgttgggctacatcaaagataacctgtcgccagacctgagctaccgctggtcctgccgtatggcgatctgcggctcctgcggcatgatggtcaacaacgtccctaaactggcgtgtaaaaccttcctgcgcgattaca- STM4342 100 STM0735 72.277 STM4342 100
1002017 atgccttttaaaatgagcagcaaagcgcagactattaaaattttcaatctgcgttcagatacaaacgaatttattggggcaggtgatgcgtatatcccgccgcacactggattaccggcaaactgtactgatatagcccctcctgatattccctccagtcatattgctgtatttgacgctgaaacccagacgtggaacctgaaagaagaccatcgcggagaaacggtatacgacacaacaaccggtaatcagatgt+ STM0927 100 STM1050 95 STM0927 100
1058295 gtgaaagctgacaacccttttgaccttttactccctgcagcaatggccaaagtggctgaagaagcaggcgtctataaagcaacgaaacatccgcttaagactttctatctggcgattaccgccggcgtattcatttcaattgcctttgttttttatattactgcgacaaccggtactggcgcgatgccttatggcatggcgaaacttatcgggggtatctgtttctctttgggactgattctctgtgttatttgcg- STM0974 100 STM1584 62.857 STM0974 100
1099520 atggctaatgcatcatacccgacaggcgtcgaaaaccacggcggttcgctccgcatctggtttctgtataaaggtaaacgtgtcagggaaaaccttggtatccctgacactgcaaaaaatcgcaagatagctggcgaactgcgttcttcggtttgttttgcgataaggatggggaattttaactatgtggaaaaattcccaaactcaccgaaccttgcccggttcggtcaggatagaaaggaaattactgtgctg- STM1005 100 STM0893 81 STM1005 100
4412022 atgtctcatgttgcccgttgttctcttttccgccagcacgctttgtgccagtatggctcgttacgtggagcgttgtcgggagcgagtgtgagcagcaaagttgaacaactgcgtgcgcagttaaatgaacgtattctggtgctggacggcggtatgggcactatgatccagagctatcgtctacatgaagaagatttccgcggggagcgctttgccgactggccctgcgacctgaaaggcaacaatgacctgctg+ STM4188 100 STM3384 64 STM4188 100
4314281 atggaaggttttgagttatttccaaaaattaaaggcgcgatcaaatggatggccgagcacagtgactcggtaattcattttggctggaatgttgttgccgccatcattctacttttcatcggtaagttaatagctcgcttactatcgagggggctggaaaaattacttctcaggcggcaagtggatgccactattgtccactttttctccgcgctggttcgctacatcacgatagctttcacggcagtagccgctc- STM4102 100 STM3067 78 STM4102 100
4473081 atggaaaacaccatgaagttgccctacgcaatcacactactgctgtgcctgtttttatccgcctgtacgctgcctgaccgctttagcgccgtggcttttcaacaactaacgctattacaagcgcgctcaacccgcttcctgcaggacgcggcgcgaataccgtggcaaaaagagacactgctcaaggatgaccgcgatatccgccagatattttttcaggctgagcgggtcgcccgtcaaggtggggataaacacc- STM4253 100 STM1928 61.386 STM4253 100
4710545 atggaaaagcattttgtcggttctgaaatcggtcaattacgcagcgtaatgttgcatcggcccaatctcagcctaaaaagacttaccccttcaaattgtcaggaattactttttgacgatgtattatccgtagagcgcgctggcgaagagcatgacatttttgccaacacgctgcgccagcaagggatagaagtgttgctgttaaccgacctgctcacccaaacgctggatgtggctgacgctaaagcctggcta- STM4467 100 STM0143 60.952 STM4467 100
2446574 atgcctgaggaggctcgcgtgcagtgtaaaggttttctgtttgatctggatggaacgttggttgactcattacctgccgttgaacgcgcgtggtgtagctgggccgatcgttttaaccttgctcatgatgaggtgctgggctttattcatggcaaacaggcgatcacctcgttgcggcattttatggcgggtaaatcggaggcggaaattgccgctgagtttacgcgcctggagcaaatagaagccactgaaaccg- STM2334 100 STM3836 64.22 STM2334 100
2474300 atggcatccaccaatcaggagctggcctcggcgctcaggatgttttcccgctttttcgatttgattcatcagccgttggccgtcattaatgagcgtggtgaatacgtttactacaatcaggaaagcgcggatctggacggctatagtattgaacgggcaatgggaaaacatatgctggatgtctatccgggcatgaaagagacgcaaagtacgatgctttcatcgttaaaaaaaggcgtggaatacattggccat+ STM2361 100 STM2562 68.627 STM2361 100
1292596 gtgcggtccaacaacaataatcccttaacgcgcgacgagatcctgtcgcgctattttccccagtatcgtcccgccgtcgccacatcgcaggggctaagcggcgggagctgtattattgcccacgatactcaccgtgtcgtgctgcgccgtcatcacgaccctgacgctccaccagcccattttttacgtcattaccgcgccttatcccaattgccggccagtcttgcgccgcgagcgcttttttatactccaggct+ STM1208 100 STM1208 100
3280538 atggaactgcgccatattcgctattttctcgccgtcgctgaagagcggcatttcacgcgggctgcgacaaaattaggcataggtcagccgccgctaagccaacagattaaggatctggaaagagagctgggagcgcagctattccggagagtgcctcatggcgcggaattaaccgaggctggaaaagcattttatgatgttgttaaagggatgcctgctaccgcgacaagagccgtgctggcggcgcagcgtgtcg+ STM3121 100 STM1487 64 STM3121 100
1250998 gtgaagctttatatttacgatcattgccctttctgcgttaaagcccgcatgattttcggcctgaagaacatccccgttgaacttaacgtgttacaaaatgacgacgaggcgacgcccacccggatgattggtcaaaagatggtgcccatcctgcaaaaagatgatagtcgctaccttcctgaaagtatggatattgtacattatgtcgacaacctcgacggcaaaccgctgttaaccgggaaacgcaatccagcca- STM1165 100 STM2341 61.321 STM1165 100
4378155 atgaaaaccttcaccgaccgttggcggcaactggagtgggacgatattcgcctgcgcatcaatggtaaaaccgccgctgacgtggaacgtgcgctgaacgccgcgcatcttagccgggatgatttgatggcactgctctcccccgccgccgccgattatctggaaccgatagcgcagcgggcgcaaaggctgacccgacaacgctttggcaacaccgtcagtttctacgtgccgctttatctctcaaacctctgt- STM4159 100 STM1692 56.311 STM4159 100
1401466 atgaattttccattaattgcgaacattgcggtgttcgtcattctgctgtttgtactggcgcaggcccgtcataaacagtggagtctggctaaaaaagtgcttgtcggccttgtgatgggcgtggtctttggtctggccctgcacaccatttatggcgctgacagtcaggtgttaaaagactccattcagtggttcaatattgtcggcaacggctatgtgcaattgctacaaatgattgtgatgccgctggtattc- STM1320 100 STM1368 72 STM1320 100
4599914 atgatggaccataacatgaagaaaaaccctgtaagtataccacactccatttggcccgccgatgacatcaaacggctggaacgcgatgcggcggatgccttcggactcacactctatgaattgatgctgcgcgctggcgacgcggcatttcgggtagcccgtgacagttatcctgacacccgacactggctggtgttgtgtggtcatggcaacaacggcggcgatggttacgtcgtggcgcgactagcgcaagcg+ STM4356 100 STM2252 64.151 STM4356 100
2084931 atggcattaaccgataccgctggcggcacgcagaccgatccgggtacaggaaaaccgtcagaaaatccacccgccgctcccaataagcccactccaccgaaagaagaaacgccgcccggcgcgccggagaaatacgcgttcaccgcccctgaaggtcaggaactcgataccagcgcgctggcgcagttcgaaccagtggcgcgtgaactgaacctgacgcaggagcaggcgcagaagctggtggacgtctatccga+ STM2005 100 STM3655 85 STM2005 100
2359645 atggttgatttatcccgtcgaagcatgttgaccggcagttggcgcaacgccagcaatgggattcttccgccgtgggccagagaaacgacctattttctcgcacattgtctgcgttgcgacgcctgcatccaggcgtgtgaggccgacatcctgcagcgaggggcggggggatatccgagcgtagatttcaaacggggcgagtgcagcttttgttatgcctgtgcgcaggcctgtaccgaatcgctttttcttccgc- STM2261 100 STM3014 63.366 STM2261 100
2399431 atggagaatattatgactcttcctaaaattaaacacgttcgagcctggtttattgggggcgctaccgcagagaaaggggctggcggcggggattatcacgaccagggaggaaatcactggattgatgaccatatcgccactcccatgagcaaatatcgcgactatgagcagtctcgtcagtcttttgggatcaacgtgttagggacgctgattgtcgaagtagaggcggaaaataggcagacggggttcgccgtt- STM2291 100 STM3828 66 STM2291 100
2088615 atgcccctcccctatgacaaagagaaaaaattatggaaagtcaccggctggtatctggaatcctcagaagaaacaggggaggtgatgcagagtaaacagatagcctttgaaggctataccaacgaagaaaacttcgctaaccgacaacgtgtttctgtatttaaatctttctatgaaagcggcaatctcaaaagtatttatcattataatgcgcaaaataagcgtgacggaaaagctgaaacttactttgatgaa+ STM2007 100 STM1760 64.151 STM2007 100
2362405 atggaacttcttattcttgtctggcggcagtaccgctggccatttattagcgtgatggcgctgagcctcgccagcgcggcgctggggattggcctgatcgcgtttatcaatcagcgcctgattgaaacggtggacaccaccgtcatggtgctgccggaatttctcggtctgctcctgttactaatggtcgtcacattaggttcccaactggcgctcaccactctgggacaccatttcgtttaccgcctgcgcagc- STM2263 100 STM1696 64.356 STM2263 100
2402423 atgtttttggaatggtttcttagtgcattgattcctcagcgtctggcagtacaattctgccgttttggggagtttttctttatgtgcttgctggaaagggtaaaaatgaaaaaaagcatattattaggttttgccggaatgctgttcgtttctgcatcggcgcaggccatcagtattagcggccaggcgggcgaagattacaccaacattggcgtgggttttggtacggaatcgacgggactggcgctaagcggca- STM2294 100 STM3158 63.462 STM2294 100
2443209 atgtcccccattgaaaaatccagcaaactcgaaaatgtctgttatgacattcgtggccccgttctgaaagaagcgaaacgccttgaggaagaaggtaataaagttcttaaactgaatatcggcaaccccgcccccttcggattcgaagcgccggacgaaattctggtcgatgtcattcgtaatttgccgacggcgcaaggatattgcgactcgaaagggctttattccgcccgtaaagcgattatgcagcattat+ STM2331 100 STM0370 58.416 STM2331 100
2482287 atgtctgaaggctggaacattgccattctgggcgcaacgggcgccgtaggcgaagccctgcttgaaacactggctgaacgccagttcccggtcggtgaaatttatgcgttggcgcgtcatgaaagcgcgggcgagcacctccgttttggtggcaagtcggtcattgtccaggatgcggcggactttgactggacgcaggcgcagttggcgtttttcgttgccggcgcagaggcatcggctgcctggatagacgac- STM2369 100 STM2369 100



1393568 atgagtaacgttattgcttcacttgaaaaggtactccttccttttgctgtaaaaataggaaagcagccacacgttaatgcaatcaagaacggctttattcgtttaatgccattaacccttgcgggggcgatgtttgtattaattaataacgttttcctgagctttggggaggggtcgtttttttattccatgggcattcggcttgatgcctcaaccattgaaacacttaatggattgaaaggcatcggcgggaac+ STM1313 100 STM2528 59.406 STM1313 100
1495701 atgcgttcatggttaggtgagggagtcagggcgcaacagtggctcagtgtatgcgcgggtcggcaggatatggttctggcgacggtgttattaatcgctattgtgatgatgctgttacctttgccgacctggatggttgatatcctgattactatcaaccttatgttttcagtgatcctgctcttaattgctatttatcttagtgaccctctcgatttatcggtatttccgtctttattacttattactacatta+ STM1414 100 STM2896 75 STM1414 100
4085157 atggaaaattatcagatcgacaatctggaccgcggcatacttgacgccttaatgggaaatgcccgcaccgcctacgccgaactggccaaacaatttggcgttagccctggaaccattcacgttcgcgtcgagaaaatgaagcaggccgggatcattacgggcgcacggattgacgtcagccctaaacaactgggctacgatgtgggctgctttattggcatcatcctcaaaagcgccaaagactatccctccgcac- STM3876 100 STM3876 100
346568 atgtggatgaaaatacagcgagtgaaaacggttatctatagcgtaagcttactggtcgctgccagtagcttggtgccgatagcgaacgccgcagaaaaacttcagacaacgctacgtgtaggtacttactttcgggctgggcacgtgccagatgggatggtgcttgcgcaaggctgggtgacttatcacggcagtcacagcgggtttcgggtatggagcgatgagcaaaaggcgggtaacacgcctaccgtattgc+ STM0302 100 STM0046 61.321 STM0302 100
269524 atgatcgaatttgtttatccacacacccatttagtggcgggtgtggatgaagtgggccgtggcccgctggtgggcgccgtagtgaccgccgccgtgatcctcgatccggcgcgtccgatcgtcggtctgaatgattccaaaaaattgtctgaaaagcgtcgtctgtcattgtatgacgagattaaagaaaaggcgttaagctggagtctggggcgcgcggaagcgcatgaaattgatgagctgaatattttgcacg+ STM0230 100 STM0230 100

4456082 atggagtggagtctgacgcagagtaagctgctggcgtttcaccgtttgatgcgtacagataagcctattggcgcgttgctgctgctctggccgacgctttgggcgctatgggtggcgacgccgggtatgcctcagctgtggattttggcagtttttgtcgctggcgtgtggttaatgcgcgcggcgggctgcgtggtaaatgattatgccgatcgtaaatttgacggacatgtaaaacgtacggtcaaccggcctt+ STM4234 100 STM2253 61.765 STM4234 100
2500252 atgactaccacatcagcttttatgcttaacgtgcgtctggataatgtcgcggttgtcgctattgatgtccctggagaaaaggtgaacaccctgaaagcggagtttgccacgcaggtacgcgccatcctgaagcagatccgggaaaataaagcgttgcagggcgttgtttttatctcagccaaagcagataactttattgctggcgctgatatcaacatgataggtcactgccaaaacgcgcaggaagcggaaacg- STM2388 100 STM3983 66.337 STM2388 100
154363 atgtcgcaggctgcgctgaacacgcgaaacagtgatgaagagacgccttcttcacgccgcaataatggaacgcgtcttgcaggaattttattcctgctgacggtactgtgcaccgtgtttgttagcgggtgggtcgtgttagggtggatggaagatgcgcagcgtttaccgttatcaaagctggtattaaccggcgagcgtcactacacgcgtaacgatgatatccgtcaggcgatactggctctgggcgcgccgg+ STM0131 100 STM3773 66 STM0131 100

1384445 atgcgggtgattcgtcctgtcgaacatgcggatatcgccgcgctgatgcagcttgcaggcaaaacgggcggcggcttaacctcgctaccggcaaatgaagcgacgctggcggcccgcattgaacgcgcgctaaaaacctggtccggcgagctgccaaaaggcgaacaagggtatgtattcgttctcgaggacagtgaaacgggtgaggtcggcgggatctgcgccattgaggtcgcggtcggccttaatgacccc+ STM1304 100 STM1106 62.5 STM1304 100
1434487 atgaatcatttagctaacgtatgggtatttagcgataacgtagagcgttatgccgaattaatgaccggcgcgcggcagtggggagaaaaagtttacgccatcgtgcaaggaaacacggatatcgactacgtgaaagcgcttggcgctgatgagatagtcattcttgaatcgcatacggatttgcagcgcgtggaaaactatgccgaaacgctggcctcgttattaggcgaccaaaatgggctgctgctcatggcg- STM1353 100 STM0076 78 STM1353 100
1457834 atggctgcgctaccggataaagaaaaactgctgcgtaactttacgcgttgcgctaattgggaagagaaatatttatatattattgagttggggcagcgcctggcggagttaaatccgcaggatcgtaatccgcaaaatacgattcatggctgtcagagccaggtgtggatcgtgatgcggcgaaacgccaacggcattatcgaattgcagggcgacagcgacgcggcgatcgttaagggccttatggcggtggtat+ STM1374 100 STM2985 58 STM1374 100
1658297 atgtttcgtcagtggttaacgttagtcattattgtgctggtctatattcctgtcgccattgatgccacggtcttgcatgtcgccgcgccgacactgagtatgacactgggggccagcggcaacgagctgctgtggatcattgatatttattctttggtcatggctggcatggtgttgccgatgggcgcacttggcgatcgtatcggttttaaacgcctgctgatgctgggcgggacgctctttggcctggcgtca- STM1574 100 STM2221 67 STM1574 100
1497727 atgcgtattaccaaagttgagggaagtcttgggttgccatgccagtcttatcaggatgataacgaggcggaggcggaacgtatggactttgaacaactcatgcaccaggcattacccattggtgagaataatcctcctgcagcattgaataagaacgtggttttcacgcaacgttatcgtgttagtggcggttatcttgacggtgtagagtgtgaagtatgtgaatcaggggggctaatccagttaagaatcaatg+ STM1417 100 STM2160 61.165 STM1417 100
456022 atggaaagcaataataagctaaagcgtgggctgagcacccggcacattcgctttatggcattaggttcggcaatcggcaccggcctgttttacggctcggcggacgccatcaaaatggcggggccgagcgtgctgttggcctatattattggcggggtcgcggcatatatcattatgcgcgcattgggggaaatgtccgttcacaaccctgccgccagctcattttcgcgctatgcgcaggaaaacctcggcccg+ STM0400 100 STM4398 78 STM0400 100

2354285 atggaaaattctaaccgtaaacccggctggataaagcgcgtctggcgatggtggcgcagccccagccgcctggcgttggggacgctgctgttaatcggttttatcggcggcatcatcttctggggcggcttcaataccggaatggaaaaggctaacaccgaagagttttgtattagctgccatgaaatgcgcaacacggtgtatgaggagtatatggaaaccgtccactacaacaaccgtagcggcgttcgtgcca- STM2255 100 STM3823 68 STM2255 100
2718436 atgaactgtttgattcgtattcgccagcgttatccggatctcgcgcaaagcgacaggaaactggcggattatctgctcgcgcaaccggatacggcgcggcatctgagctcgcagcaactggcggctgaagcgggcgtcagccaatccagcgtagtcaagttcgcgcaaaaactggggtttaaagggtttccggcgttgaaactggctctcagcgaagcgttggccagcaatcctaatccgcattccgttcccgttc+ STM2572 100 STM3248 63.366 STM2572 100
2149255 atgaaaaaggtcgcaattgtcggtttaggttggttaggcatgccgctggcaatgtcgctggcagcgagaggctggcaggttaccggcagcaaaaccacccttgacggggtggaagcggcccgtatgagtggaattgaaagctatccgctgcgtctggagccggagttggtctgtgaggcggacgatcttgacgctctgctggatgtcgatgcgctggtgataacactgcccgcgcgccgtagcggtccgggagagg- STM2070 100 STM3827 55.446 STM2070 100
123371 atgcaagcactgctggaacactttatcacccaatccactctgtattcgctcatcgccgtgttgctggtcgccttcctggaatcgctggcgctggtggggttgattttacccggcacggtactgatggcggggctgggcgcgcttatcggcagcggcgagctcaatttttggcatgcctggctggtgggtattatcggctgtctgatgggcgactggatttcgttctggctggggtggcgctttaaaaagccgctac+ STM0105 100 STM2367 63.462 STM0105 100
168151 atggaaaaacaacgcggtttcacgcttatcgaactgatggtcgttattggcatcatcgccattttaagcgccattggcattccggcttaccagaactatctgcgtaaagcggcgctgacggatatgttgcaaacgtttgtcccctaccgtactgccgtcgaactctgcgctctggaacatggtgggacgagcacatgcgatgcgggcgtcaacggtatcccctcgcccgtcatcacccgttatgtttcgggcatga- STM0144 100 STM3000 61.386 STM0144 100

2376347 atgagcgaccttgcgagagaaattacaccggtcaacattgaggaggagctgaagagctcctatctggattatgcgatgtcggtcattgttggccgtgcgctgccggatgtccgagatggcctgaagccggtacaccgtcgcgtactttacgccatgaacgtattgggcaatgactggaacaaagcctataaaaaatctgcccgtgtcgttggtgacgtaatcggtaaataccatccccacggcgattccgcagtg- STM2272 100 STM3174 76 STM2272 100
2556441 atggccgttaacttactgaaaaagagacccctgacgctggcagcaatgctgttactggcagggcaggcgcaggcaacggagctgctgaacagctcatacgatgtctcccgcgagctgtttgccgcccttaacccgccgtttgagcaacaatgggcgaaggataacggcggcgataagctgacgattaagcagtctcatgccgggtcatcaaaacaggcgctggcgattttgcagggactgaaggcagacgtcgtc- STM2444 100 STM4063 72 STM2444 100
896120 atgcagtttgactggagcgccatctggcccgccattccgcttttgcttgagggcgctaaaatgaccctgtggatctcggtcctcggtctggctggcggcctggttattggactggcggcaggttttgcccgtacgtttggcggctggttcgccaaccacatcgccctggttttcattgaaattattcgcggcacgcccatcgttgtccaggtcatgtttatctactttgccctgccgatggcatttaatgatttgc- STM0829 100 STM0663 60 STM0829 100

2097225 atgcgtcgtatcacacctttttttccgtttttcgtcttgttggtaagccatttctcgctggctataagctatccgttgccgcccgaaggcagtcgtctggtaggacagcctgtcacaatcgccgtaccgcagaacaatactcagcccttagagtcatttgccgcccgctacggtcaagggctgagtaatatgcttgaagcgaatcccggcgtggatgtgtttttacctcagtctggttccacactggtggtgccg- STM2015 100 STM0837 79 STM2015 100
653572 atgtcatgctcgttttccgtgacgcgcgcgtttgccgtgcccggattgttgttattactgagtctcgccgcggttttaagcctggtcattggcgcgaaaccgctgcccgccgccgtcgtgctggaggcgttcaccggcgtgtgccaaagcgccgattgcaccatcgtcctggatgcgcgtttgccgcgtacgctggccggattactggcaggcggcgcgttgggcctcgccggggcgctcatgcaaacactcact- STM0592 100 STM0770 66 STM0592 100

2750054 atgaaagggcttgaaaatgcgatccggaatctgaacagccttgaccgacagatggttccccgggccagtatctgggctgtgaatcgcgtggcgcagaaagctgtttcagtggcaacccgtaaggtggcgcgggagactgtcgccggagataaccaggtaagaggacttccgctgaagctggttcgccagagggtgaggttatttaaagccggtacagacggtaaacgctctgcccggatacggattaaccggggaa- STM2600 100 STM0914 90 STM2600 100
2758721 atgaaattcaagagtattgctaaaactgtttttctttttgcactgctaacctcagctggctttgcaactggtaaaaacgtgaatgtcgaattcgataaaggacaaaatagcgcccgctattccggcgtaataaagggatacgattacgatacatataacttccaggccagaaaggggcagaaagtacatgtaagtatttcgaatgaaggcgcagatacctacctgttcgggccaggaattagcgattccgttgacc+ STM2610 100 PSLT047 91 STM2610 100
3946894 atgaaaattagcgacggaaactggctgatccagcctggccttaatttgattcacccggttcaggtgttcgacgttgaacagcacgggaatgagatggtgatctatgccgcgccgcgtgatgtccgcgaacgaacctggcaactggataccccgttgtttaccctacgctttttctcgccgcaggaaggagtgataggtgtacggatggaacacttccagggcgctttggataacggcccacattatccgctcaat- STM3749 100 STM3059 61.682 STM3749 100
3816029 atgagtatttccttgaagaagtcagggatgctgaagcttggtttgagcctggtggccatgaccgttgcagcaagcgtgcaggccaaaaccctggtttattgttcagaaggctcgccggaaggctttaacccacagctctttacgtctggcaccacctatgatgccagctccgtacctatctataaccgtctggttgaattcaaaaccggcaccacggaagtgatcccgggtcttgctgagaagtgggatatcagc- STM3630 100 STM3796A 65.686 STM3630 100
3727677 atgatatcgttacgacatacagctttaggactggcgctgagtctggcatttacgggtcaggcgttggccgtcaccactattccattctggcattcaatggaaggggagttaggcaaagaagttgattcactggcgcaacgtttcaaccaggccaatccggattacaaaatcgttccggtctataaggggaactatgaacagaacctgagcgccgggatcgcggcattccgtaccggcaacgcgccggcaatattg- STM3557 100 STM4466 60.396 STM3557 100
1030256 atgataaaaacggatctcaatgattttgcgtggtttgtgcatgtggtcgaagagggtgggtttgccgcggcggggcgtgcgcttgatgaaccaaaatcaaaactgagccggcgtattgcgcaactggaggaacggctgggcgtgcgattgattcagcgaaccacccggcagtttaacgttaccgaagtggggcaaacattctatgagcactgtaaagcgatgctggtggaagctcaggcggcgcaggatgccatt+ STM0952 100 STM2912 66.019 STM0952 100
2652929 atggtacctgtggtcgcgcttgtcgggcgccctaacgtcggaaaatccacgctatttaaccgtctgacccgcacccgagatgcgctggttgcggatttcccgggtctgactcgtgaccgtaagtacggtcgtgcggaggttgaaggccgcgagtttatctgtatcgacaccggcggtattgacggcaccgaagacggcgtcgaaacgcggatggcggaacagtcgctgctggcgattgaagaagcggatgtggtg- STM2519 100 STM1804 61.321 STM2519 100
534407 atggcacgaaaaaccaaacaacaagcgctggagacacgacaacacatcctggatgtggccctgcgtttgttctcgcagcaaggcgtatcggcaacctcgctggcggagattgcgaacgctgctggcgtgacgcgcggcgcaatctattggcatttcaaaaataagtcggatttattcagtgagatctgggagctatcagaatccaatattggtgagcttgagattgagtatcaggcaaaattccccgacgatccac+ STM0477 100 STM3389 75 STM0477 100
575776 atgtttgacccggaaacactgcgtacctttatcagcgttgccgaaacggggagtttctccaaagcggcggagcgcctgtgtaaaaccacggcaaccattagctaccgcatcaaactgctggaggaaaataccggcgtagggctgttctttcgcacaacgcgaagcgtctcgttgacggcggcgggctctcaccttctctctcaggcaaaagactggcttgcgtggctggacagcatgcctgacgagctacgccag- STM0514 100 STM2424 62 STM0514 100

4637031 atggcttatcgcgatcaacctttaggcgaactggcgctctctattccccgcgcatcggcgctgtttcgccagtacgatatggattactgctgcggcggaaaacagacgctggcgcgcgccgccgcgcgtcacgacgtcgatattgacatcatagaagcgcaactggcgcagttggctgaacagcccatcgaaaaagactggcgcgccgttccgctggcggacattattgaccatatcgttgttcgctatcatgacc- STM4399 100 STM2160 64.151 STM4399 100
4762839 atgaacacccttcctatcattctgactggcgatcgccccaccggctcgctgcacctcggccattatgtcggttcactgcgccagcgcgtcgcgctacagcaggatcaccaacagtatgtcctgattgccgacctgcagggactcaccgataacggcagtaatccgcaaaaaatccgcgataatattccgcaagtgttagctgactatctggccgtcggcatcgatcccacgctgacgacgatctgcctgcaatcc- STM4508 100 STM2489 62.5 STM4508 100
4838826 gtggctcaattcgtttataccatgcatcgtgtcggcaaagtggttccgccgaaacgtcatattctgaaaaacatctcgctgagcttcttccctggcgccaaaatcggcgtgctgggccttaacggcgccggtaagtctaccctgctgcgcatcatggcggggctcgataaagatatcgagggcgaagcgcgcccgcagcccggcattaagattggctacctgccgcaggaacctcagctaaacccggaacacacg- STM4581 100 STM0838 69 STM4581 100
3844738 atggacgatcacgttgcgcgcaggaaacggatattcggcctgggaatgttagttgtcggtgcagtggtatacctggtgggactgtggccaggctgtcatacattaagcgaaaagggatatttttttgcggcaatcgtcatgtgtggttttccagtcttaattcgccaggaacacacgggaaatggccgcttgctttctcgttgcaaatctttgctgttgcttggcatcggcatggtcgcggtcggcgtatttaacc- STM3659 100 STM3928 61 STM3659 100
3400908 atggctaaagagagagcgctgacgcttgaagcattgcgtgtgatggacgccattgaccgccggggcagttttgccgcagcggctgatgagttggggcgtgtgccctccgcgctgagttacaccatgcagaagctggaagaagagttggacgttgtactgttcgatcgctccggccatcgtacaaaattcaccaacgtcggacgtatgctgctggaacgcgggcgggtattgctggaagcggcagacaagttaacga- STM3235 100 STM2069 69 STM3235 100
3638672 atgaaacagtatttgattgccccctcaattctgtcggctgattttgctcgcctgggtgaagacaccgccaaagcgctggctgccggtgctgatgttgtacactttgacgtcatggataatcactatgtgccgaacctgactatcggcccgatggtgctgaaatccctgcgtcagtacggtattaccgcgcctattgatgtccacctgatggtcaagccagtcgaccgtatcgtgcccgactttgccgccgctggcg- STM3483 100 STM1617 66.99 STM3483 100
4041269 atgtcgaattcttatgactcctccagtatcaaagtcctgaaagggctggatgcggtgcgtaagcgcccgggtatgtatatcggcgacacggatgacggcaccggtctgcaccacatggtattcgaggtggtagataacgctatcgacgaagcgctcgcaggtcactgtaaagatatcgtcgtgactattcacgccgataactccgtgtccgtaacggatgatggccgtggcattccgaccgggattcacccggaa- STM3835 100 STM3181 80 STM3835 100
2156146 atgctggcaaaacgtataattccgtgtctggatgttcgtgatggtcaggtggtgaaaggcgtacagtttcgcaaccatgagatcattggcgatatcgttccgctggccaaacgctatgccgacgaaggcgcggacgaactggtgttctatgacattaccgcctccagcgatggtcgcgtagtcgataaaagctgggtggcgcgcgttgccgaggtgatcgacattccgttttgtgtagcgggcggcatccggtcaa+ STM2077 100 STM0450 64.078 STM2077 100
468400 atgaaaaaaactttactcgcagtcagcgcagcgctggcgctcacctcatcttttactgctaacgcagcagaaaatgatcagccgcagtatttgtccgactggtggcaccagagcgtaaacgtggtaggcagctaccatacccgtttctcgccgaaattgaacaacgacgtctatctggaatatgaagcatttgccaaaaaagactggtttgatttctacggctatatcgatattcccaaaacctttgattggggta- STM0413 100 STM4261 59.406 STM0413 100

1801324 atgacgtttactgcttcatcttcttcctgcgctattactgaatcgcctgtcgttgtggcgttggattaccatgaacgcgataaagccctggcgtttgtcgataaaatcgatcctcgcgattgtcgcttaaaagtgggcaaagagatgttcacgctgtttggtccacagctcgttcgggatctccagcaacgtgggtttgatgtctttcttgatctaaaatttcatgatattcccaacaccacggcccgggcggtcg- STM1707 100 STM1707 100
3579749 atgaaaaaacaaaacaatttacgtagtctggcagcacaggccgttgaacaggtcgtcgagcagggacaatcattaagtaatgtgctcccgccgctgcaacaaaaagtcgccgataaagacaaagcgctacttcaggagctgtgctttggcgtactgcgcaccctttcacagctggaatggctgatcaataagctgatgtctcgtccaatgaccggcaagcagcgtacagtgcattacttaattatggtcggcttt+ STM3408 100 STM1850 63.725 STM3408 100
3642170 atggagaggattacagtcactctcggggaacgtagttacccgatcaccatcgcggctggtttgtttaacgaaccagcttcattcttgccgctgaaatcaggcgatcaggtcatgttagtgaccaacgaaaccctggcgccgctttatctggacaaggttcgcggcgtactcgaacgggcgggcgttaacgtagacagcgtgattcttcctgacggcgagcagtataagagcctgacggtgctggatacggtgttt- STM3486 100 STM1075 63 STM3486 100
2050805 atggcttcaatttcatcattaggtgtgggatcaaacttaccgttagaccagttgttgacagacctgacaaagaacgaaaaaggacgcttaacgccaattaccaaacagcagagcgcgaattcggcaaagctaaccgcctatggcacattgaaaagcgcattagaaaaattccagacggcaaataccgcgttaaataaagcggatttatttaagtctaccgtggcgtccagcaccactgaagatctcaaagtcagt+ STM1960 100 STM0483 72 STM1960 100
2725507 atgaaccccatcgtaattaatcggcttcaacggaagctgggctacacttttaatcatcaggagctgttgcagcaggcattaactcaccgcagcgccagcagtaaacataacgaacgcctggaatttttaggcgattcaatcctgagcttcgttatcgctaacgcgctttatcaccgttttccacgggtggatgagggagatatgagccgtatgcgcgccacgttggtacgtggtaatacgctggcggaattagccc- STM2581 100 STM3302 61.165 STM2581 100
2574800 atgaatcaacaggatattgaacaggtggtgaaagcggtactgctgaaaatgaaagacagcagccagccggccagtactgttcatgagatgggcgtttttgcctccctggatgacgcagtggcggcagcaaaacgggcccagcaggggctgaagagcgtggcgatgcgccagcttgccattcatgccattcgcgaagcgggcgaaaaacacgcccgagaattagcggaacttgccgtcagcgaaaccggcatggga- STM2463 100 STM2051 74 STM2463 100
4202199 atgataccgctactcgccattgccgcgtggagcggcacgggaaaaacaacactgctgaaaaaactgatcccagcactttgtgcgcacggtattcggccagggctgattaagcatacccatcatgatatggatgttgataaaccgggtaaagatagctacgaattacgtaaagccggggcggcacagacgctggttgccagtcagcagcgctgggcgttaatgactgaaacgccggggcaagaagagttggatctgg- STM3993 100 STM2470 63.366 STM3993 97.18
3036699 atgcattcgctgaccagaattaaagtattgcagcggcgctgtacggtatttcattcacagtgtgagtcgatattacttcgctatcaggatgaggaccgcgggctgcaggccgaggaggaggcgatccttgaacaaatagcgggtctgaaattgttattagatacgctgcgtgcagaaaacagacagctcagtcgtgaggaaatttatacgttattacgtaagcagtctattgttcgccggcagataaaagatttag- STM2893 100 STM4065 49.02 STM2893 100
1329705 atgttcgtcgaactcgtttatgacaagcgaaatgttgaaggtttgccaggcgcacgcgaaatcatcctcaatgaactcacaaaacgcgtacatcaactttttcccgatgcgcaagtgaaagttaagccaatgcaggcgaacgcattaaacagtgactgtacaaaaaccgagaaagaacggctgcaccgtatgctggaagagatgtttgaagaggctgatatgtggctggtcgccgaataa- STM1241 100 STM1056 74 STM1241 100
3030895 atggtaaatgacgcaagtagcattagccgtagcggatatacccaaaatccgcgcctcgctgaggcggcttttgaaggcgttcgtaagaacacggactttttaaaagcggcggataaagcttttaaagatgtggtggcaacgaaagcgggcgaccttaaagccggaacaaagtccggcgagagcgctattaatacggtgggtctaaagccgcctacggacgccgcccgggaaaaactctccagcgaagggcaattg- STM2885 100 STM1571 62 STM2885 100



944394 gtgaatataaacgtcgcagatttgttaaatgggaattacatcctgttattatttgtggtcctggctcttggcctgtgtcttggcaagttacgtctgggttcagtccaacttggtaattccattggcgttttagtggtctctctattattagggcagcaacacttcagtattaacaccgacgcgctaaatctgggatttatgctgtttattttttgtgtcggcgtcgaggctggccccaactttttttcgattttt- STM0870 100 STM3186 62.037 STM0870 100
918090 atgaataaagcagtgattgcgattcacggcggcgcaggcgcgattgctcgcgcgcaaatgagccatgagcaggagctacgctatatccaggcgttgtcagagattgttgaaagcgggcaaaagatgctggaagcgggtgacagcgcgcttgatgtagtgacggaagcggtgcgcctgctggaagcgtgtccgctcttcaatgcgggtatcggcgcggtctatacccgagacgggactcatgaactggatgcctgc+ STM0847 100 STM0371 68.317 STM0847 100

3623252 atgactaacagcaaccgcatcaagctcacatggatcagctttctttcctacgccctgaccggggcgctggtgattgtcaccgggatggtgatgggaaatatcgcagactattttcatctgcccgtttccagcatgagtaacacctttacttttctgaacgccgggattttgatctcgatcttcctcaatgcgtggctgatggaaatcatcccgctgaaaacacagctacgctttggttttatcctgatggtgctg+ STM3473 100 STM0125 71.845 STM3473 100
2124437 atggataaagagcttctgcaatcaacggtccgtaaagttctcgacgagatgcgccagcggcctattccgctgggcgtctcaaaccgtcatatccacctgtccgcacaggattatgagcggctgtttcccggccatcccatcagcgagaaaaaagcgctgctgcagccgggacaatacgccgcggagcaaaccgtcactctggtgggaccgaaagggcagctcaaaaatgtgcgcctgctcggcccgctgcgctcgg+ STM2047 100 STM2144 65.347 STM2047 100
4530047 atgccgttaagtccctatctctcttttgccggcaactgtgccgacgccatcgcgtattatcaacaaacgttaggcgcagaactgctttataaactcagcttcggtgaaatgcccccctcggcggcggataacgaagagggttgcccgtcaggaatgcgctttcccgatacagctatcgcccacgccaacatgcgcattgccggcagcgatatcatgatgagtgatgccagcgcgtcgggaagggcgcattattccg- STM4288 100 STM0182 62 STM4288 100
1994526 atggcaggtcatagtaaatgggccaacaccagacatcgtaaagctgcgcaggatgccaagcgcggtaaaatcttcactaaaattattcgtgaactggtaacggcagctaaattgggcggcggcgatccggatgccaacccgcgtctgcgcgcggctgtagataaagcgctggccaataacatgacccgcgacactctgaaccgtgccatcgctcgcggtgtgggtggtgatgaagactcgaacatggaaaccatca- STM1899 100 STM3768 61.321 STM1899 100
3532905 gtgaaaacactaacaagaaaactctcccgtacggccattaccctcgtactggttattctggcctttatcgccattttccgcgcctgggtgtattacaccgaatctccctggacgcgcgacgcgcgttttagcgccgatgtcgtcgctattgccccggatgtcgcgggcctgattacccatgtaaacgtgcatgataaccaactggtgaaaaaggatcaggtcctgtttaccatcgatcagccacgctatcaaaaa- STM3365 100 STM4347 64.762 STM3365 100

52543 ttggctaatatcaaatcagctaagaagcgcgccgttcagtctgaaaaggctcgtaagcacaacgcaagccgtcgctctatgatgcgtactttcatcaagaaagtatacgcagctatcgaagctggcgacaaagctgctgcactgaaagcatttaacgaaatgcaaccgatcgtggaccgtcaggctgctaaaggtctgatccacaaaaacaaagctgcacgtcataaagctaacctgactgcacagatcaacaaac- STM0043 100 STM2509 59.223 STM0043 100
309116 atgagcacgtctcgttttacacccgctaaccacctgctgcccacgctgtttgatcggctgtgtgacaatgctccgtatcagaaaattgaccgggatatcagcgtcacgccggtacaactgaaggagatcattcgccgggatctctcctttttgctcaataccattagccacgagggtgacatcgacgcccggcgctatccgcaggcggcggcgtcagtgctcaactatggcctgccgccgctggcgggcagcttta- STM0269 100 STM2249 58.824 STM0269 100

1736488 atgacgtctgaaaaattatctgctgcctgccattgtggcagcgtcgtgtttaccgttcaacttagcgatggctttcataccgccaggcgctgcaactgttccttttgcaggatgcgcggagcggtggcagtgtctgcgccgctgtcgggtattaaagtgctaaaagggcaggataagcttaccgaatatcgcttcaatacgggcaaggcggtgcattttttctgttcggtatgcgggatatatacttttcatcagc- STM1643 100 STM1643 100
4231602 atgaggatggcagccatgcacagcggtggaaaaactattcagcttaatgcgggccattaccaggcgaaaatcgtcacggttggcgcaggtctggcggaactgacccatcatggacgccatgtggtcatcccgcataaaccggaagaaatacccatggcgcatctggggaaagtattgattccctggccaaatcgcgtgacaaatggctgctactcctataacggcaaggttttccagcttgccgttaacgacccgg- STM4020 100 STM0492 60.952 STM4020 100
869241 atgtttaatattactaatatacaatctacggcaaggcatcaaagtattagcaatgaggcctcaacagaggtgcctttaaaagaagagatatggaataaaataagtgcctttttctcttcagaacatcaggttgaagcacaaaactgcatcgcttatctttgtcatccacctgaaaccgcctcgccagaagagatcaaaagcaagtttgaatgtttaaggatgttagctttcccggcgtatgcggataatattcag+ STM0800 100 STM2241 69 STM0800 100

2126224 atggcgatttatacccgaacaggtgacgctggcaccacatcactgtttaccggccagcgggtgagcaaaacccacccgcgggttgaagcctacggcacgctggatgagctgaacgccgcgctgagcctgtgcgcctgcgccgctgcggatgaaaaccaccgcaccttactcgaggccatccagcagcaacttttttggtttagcgcagagctggccagcgacagcgagcagccatcgcccaaacagcgctacatc+ STM2050 100 STM3742 63.462 STM2050 100
4543753 atgatgacggcacccaaaattacctttatcggcgcaggttctacgattttcgtcaaaaatatcctcggcgatgtgtttcaccgcgaggcgctaaagtcagcgcatgtcgccctgatggatattgacgaaacccggctggaagagtcgcacattgtggtacggaaactgatggactcagcgggcgcttctggccggattacctgccataccaaccagaaagcggcgctacaggatgcggatttcgtggtggtcgcc+ STM4298 100 STM1255 58 STM4298 100
2000789 atgatcgagtttggtaacttttatcagctcattgctaaaaatcatctctcccactggctggaaacattgcccgcgcagattgcctcctggcaacgcgagcagcagcatggcttgtttaaacagtggtcgaacgcggtagaatttttaccggaaatgacgccctggcggctggatttactgcacagcgtcacggcggaaagcgaaacgccgctcagcgaaggtcagctaaagcgtattgatacattgctgcgtaat+ STM1906 100 STM3042 70 STM1906 100
2137197 atgctgttgaaacgccgtttgtttattgccgcttctttattcgcgatgcacctttctcctgcgcttgcggccgatgccgtaagttttgctccccaaccgccagccattgatgcaggcgcctgggtgttgatggattacactacgggacaggttcttaccgccggtaatgaacaccagcaacgtaatcccgccagccttaccaagctaatgacgggctacgtcgtcgatcgcgccatcgatagtcatcgtatcagc- STM2062 100 STM0863 63.725 STM2062 100
4481183 atgaagattaagatgttttttctgacgactgcttttattacacaaagcacatacgccagcgagcttccggtcattcctctaagagatttagttaatgccgcattaacgcatcagccctctgttgctgtttcatattatgagactgaaaagaaaaacagtgacttagatctttcacgggcagcactttatcctaccctggatctaacatctggccttaataataacaggaaagagtcatcaggtaccgagaggaac+ STM4259 100 STM3003 89 STM4259 100
2825868 gtgccggataaacttgtggttgaagtggcttatgcgctgccggaaaagcagtatttgcagcgcgtaacgctggaggagggcgcgacggtcgaagaggcgattcgcgcttccggcttgctggaattgcgcacggatatcgatctggcgaaaaataaagtaggtatctacagtcgtccggtaaaactcaccgatacggtgcaggatggcgatcgggttgaaatttaccgtcccttaatcgccgatccaaaagcattac- STM2686 100 STM2988 62.136 STM2686 100

53810 atgaagctgatacgcggcatacataatctcagtcaggccccgcatgggtgtgtgctgaccattggtaatttcgacggcgtacatcgggggcatcgcgctctactgcagggtttgcaggaagaaggacgcagacgcggtctgccggtggtggtcatgattttcgaaccgcagccgctggagctgttcgcgacggataaagcgcccgctcgcctgacgcgcctgcgtgaaaaactgcattaccttgcgcagtgcggc+ STM0045 100 STM3506 66.355 STM0045 100
4692432 atgcgctaccaccaatactaccccgtagacatcgttaacggccccggcacccgctgcaccctgtttgtgtcagggtgcgtgcatgaatgccctggctgctataacaaaagcacctggcggctgaactccggccagccgtttaccaaagagatggaagataagatcattgccgatctgaacgacacgcgcattcaccgtcaggggatctcgctgtcgggcggcgatccgctgcatccgcaaaacgtaccggatatcc- STM4451 100 STM0813 62.963 STM4451 100
1605698 atgggtataactattatgcaaaaaacgtcactattgttttcggccgccgcgataacgttaactctgatggcgtcatcggcatcagcggcaacgccaaccgccgcacaaaatgaagctacgtcgaccgttaaacaagaaattacagaaggcattaaccgttacctttattcaatagataaggcagacccaacgttaggcaagcagctcttttatgtttcaccggaaaccagttttattcatccacgcggtcacgaac- STM1528 100 STM1529 100 STM1528 100
4128176 gtgaagttactcaccgctttatctgagctaatcagtatttttttattcacgaccatttttatttttcttgcgcgaaaagtagccataaaaattggtttagtggataaaccaaactttcgtaaacgacatcagggcgttatcccattagtcggcgggatttctgtgtttgcaggaatctgctttatgtttggcctctcggattactacataccgcacttatcgctatatcttatttgcgctggtgtattggttttt+ STM3918 100 STM4556 76 STM3918 99.9
4166876 atgtttcagcagcaaaatgactgggaaacaagagaaaatgcgtttgccgcttttgctatggggccgctgaccgatttctggcgtcagcgggaagaggcggagtttatcggcgtgggtaacattccggtgcgctttgtccgttttcgaaatgattccaacgatcggacgatcgtcatttgtcctggccgcattgagagttatgtaaaatacgctgaactggcgtatgacctttttcatctcggttttgatatcttc+ STM3961 100 STM3323 63.366 STM3961 100
3133865 atgaataaagttgtattgctctgccgtccggggtttgaaaaagagtgcgctgcagaaattaccgataaagcgggaaaacgggaaatatttggttttgcacgcgtaaaagagaacgcaggctatgtcatttatgaatgctaccagccggaagatggcgaaaagctgatttcagaactgccgttcagttcgctgattttcgcccgccagtggtttgtggtgggtgaactgctgcaacatttaccgccggaagacaga- STM2980 100 STM0838 61.765 STM2980 99.73
4363533 atggctaagaaagtacaagcctacgtcaagctgcaggttgcagctggtatggcgaacccgagtccgccggttggtccagcactgggtcagcagggtgtgaacatcatggaattctgcaaagcgttcaacgcaaaaacggattccatcgaaaaaggtctgccgattccggttgttattaccgtttacgctgaccgttctttcaccttcgttaccaaaacgcctccggcagctgttctgctgaaaaaagcggctggta+ STM4149 100 STM4149 100
1263344 atgcaaaaatacgcgcttcacgcttacccagttatggccctgatggtcgcgacgctgacaggatgcgcctggatacccgctaaaccgcttgtgcagggggcgaccacggcgcagccgatacctggcccggtaccggtggcgaatggctccatatttcagtctgcgcagccgattaattatggctatcagccgctttttgaagatcgtcgaccgcgtaatatcggcgatacgctcacgattgtgttacaggaaaacg+ STM1180 100 STM3485 64.151 STM1180 100
3627456 atgtttacagacactatcaataagtgtgcggctaacgctgcgcgcatcgcacgcctgtcggcgaataatccgctcggcttctgggtcagttcggcaatggccggggcttatgtcggtctcggcatcattcttattttcaccctcggcaatctgctcgacccgtccgtacgtcctctggtgatgggagccaccttcggtatcgccttaacgctggtcatcatcgccggttccgaactgtttaccggccacaccatgt+ STM3476 100 STM0974 59.048 STM3476 100
3528498 atgcgaagctcggctaaacaagaagaactagtaagagcgtttaaagcgctcctcaaagaagaaaaattcagctcacagggcgaaatcgtcctcgcgttgcaggatcagggctttgaaaatatcaatcagtccaaggtctcgcgcatgttgactaaattcggcgcagtgcgtacacgtaacgcaaaaatggaaatggtgtactgtcttccggctgaactgggcgtcccaacaacatccagtccgttgaaaaatctgg+ STM3360 100 STM4463 65.347 STM3360 100
3101410 atgacaactaaccatcaaattgaccgtcttctcaccctcatgcagcgcctgcgcgacccggaaaacggctgcccgtgggataaagagcagaccttcgccagcatcgcgccttatacgctggaagaaacctatgaagtactggatgcgattgcgcgtgaggattttgacgatttgcgcggcgaactgggcgacctgttgttccaggtggtgttttacgcgcagatggcgcaggaagaaggccgcttcgattttaatg- STM2954 100 STM1258 60 STM2954 100
4301021 gtgacaacaatagtaagcgtacgccgtaacggccacgtggtaatcgccggtgatggtcaggccacactgggtaacacagtaatgaaaggcaacgtgaagaaagtccgccgcctctacaacgacaaggtcattgcgggctttgcgggcggtactgcggatgcattcacgctgttcgagctgtttgaacgtaaactggaaatgcatcaggggcacctggtcaaagccgccgttgaactggcgaaagactggcgtaccg- STM4092 100 STM1509 71 STM4092 100
4191499 atgctttataaaggcgacaccctgtacctcgactggctggaagatggcatcgccgaactggtgttcgatgctccaggctcggtcaataaactcgacaccgcaaccgtcgccagcctcggccaggcgcttgaggtgctggaaaagcaacacgatttaaaagggctgctgctgcgctctaataaagcggcctttattgtcggcgcggacatcaccgaatttctttcactgttcctcgtccccgaagagcagttaagc- STM3983 100 STM0070 67.647 STM3983 100
4173713 ttgtctcatggcgctggtgaaccttattttttaacggagatgtctgacatggcggtagcaggttgtcacgtaatggccaaacccggcggcgcgatctgcaatattgattgcacatattgcttctatcttgaaaaagaggcgctgtacccggaacgcaataaaaactggcggatgtcggacgagacgctggaacaatttatacgccagcatattgccgcgcagagtggcgaccgcattgactttgcctggcagggc+ STM3966 100 STM0036 72 STM3966 100
4155405 atgcgtttttaccggcctttggggcgtattgccgcgctcacctttgacctggatgataccctttatgataaccgtccggtgattttgcgtactgagcaggaagcgctcgcttttatgcagaattatcacccgtcgctacgttcgtttcaaaacgtcgatttacagcggatacggcaggcggtgcgtgaagcggagccggaaatctatcatgacgttacccgctggcgccatcgcgcgatagagcaggccatgcggg+ STM3950 100 STM0790 64.706 STM3950 100
4148913 ttgtacctctatattgagactctgaaacagagactggatgccataaatcaactgcgtgtggatcgcgcgcttgctgccatgggacccgcttttcagcaggtttacagtcttctgccgacattattgcactatcaccatccactgatgccgggttaccttgatggtaacgttcccagcggtatttgcttctacacgcctgatgaaacccaacgccactatctgaacgaacttgagctgtaccgcggtatgacgccg+ STM3939 100 STM2834 70.297 STM3939 100
1349039 atggctacttttagtattagcgcaatggcggcgcagtgtggtgtcacaacagcaaatatcaggtcctgggaacgctatggcctgcttcaacctaccaaagatgaagctggcaatcgtttttattgcatagaagatgctatcagaatacagcatattatcgacgcgttaagcaaaggcttttcattaaaagagattaaacctgccctctatggtgaagaaacgcattgccgctcgggatggttattctaccaggaag+ STM1266 100 STM1390 93 STM1266 99.65
4374236 gtgaaagatttattaaagtttctgaaagcgcagactaaaaccgaagagtttgatgcgatcaaaattgctctggcttcgccagacatgatccgttcatggtctttcggtgaagttaaaaagccggaaaccatcaactaccgtacgttcaaacctgagcgtgacggccttttctgcgcccgtatctttgggccggtaaaagactacgagtgcctgtgcggtaagtacaagcgcctgaaacatcgtggtgttatttgt+ STM4154 100 STM4337 61.165 STM4154 100
1792924 atgggttttctttccggtaagcgcattctggtcactggcgtggccagtaaactgtccatcgcctacggtatcgcacaggcgatgcaccgcgaaggagctgaactggcgttcacctaccagaacgacaaactgaaaggccgcgtagaagaatttgctgcccagctgggttccagcatcgttttaccgtgtgatgtcgctgaagatgccagcattgacgctatgtttgcggagctgggtaacgtttggccgaaatttg+ STM1700 100 STM2758 89 STM1700 100
2014602 atgacatcatctctgccctccgggcaaacgtcagtattgttacagatgacacagcgcctcgcgctgtccgacgcgcattttcgtcggatatgtcaattaatctaccagcgcgcagggatcgtgctggccgaccataagcgggatatggtttataaccgcctggtccgtcggctgcgtgccctgggactggatgattttggccgttatctcagtatgctggaggctaatcaaaacagcgctgagtggcaggctttta- STM1918 100 STM2689 63 STM1918 100
3116326 atgctggagatcctctatcaagacccgtggctggttgccgtgaataaacccgcaggctggcttgttcaccggagctggctggatcgcgacgaaaaagtcgtggtcatgcaaacggtgcgcgaccaaatcggccagcatgtttttaccgcccaccgtctcgacaggcccacgtcgggcgtactgttaatggggctgtccagcgaagcgggacgccgtctggcgcagcagttcgagcagcaccacatccgtaaacgct- STM2964 100 STM0703 64 STM2964 100
957716 atgaaagcgattattctgctgtttgacagtctgaataaaaactatttgccgccctatggtgatttgctaacgaaagcgcctaactttcaacgcctggcggcacatgccgccacctttgacaatagttatgtcggcagtatgccctgtatgccagcccgtcgggaactgcacaccgggcgctataatttcctgcatcgtgagtggggcccgctggaaccctttgatgattccatgccggaattattgaaaaaagcg+ STM0886 100 STM0886 100
579248 atggcaaaaatgagagccgtggatgcggcaatgtatgtgctggaaaaagaaggtatcaccacagcattcggcgttcctggggctgcaatcaaccccttctattctgcaatgcgtaagcatggaggcattcgccatatactggcgcgtcatgtggaaggcgcttcgcatatggctgagggctacacacgtgcggcggcaggtaatattggggtctgcctgggcacttccggcccggcgggaaccgacatgatcacc+ STM0517 100 STM0116 65.347 STM0517 100

1088344 atgaactatcgtattattccggtcaccgcgttctcccagaactgttcattaatctggtgcgaacaaacccggctggcggcgctggtcgatccgggcggcgacgcggaaaaaattaaacaggaagtggacgccagcggcgtgacgttgatgcaaattttactcacgcatgggcatctcgatcatgtcggcgcggcgagtgaactggcgcagcattacggcgttcctgttatcggtccggaaaaagaagatgagttct+ STM0997 100 STM0997 100
1666664 atgcaaatcctcaaagcgattggcctgttgatggagtatccggacgacgagttgtgggaatgtcgggatgaagcgctcacccttatccaacacgatgcgccaatgctggccgacttcactcgcgagctgctttatgcgccgttactggataaacaagcagaatggtgtgaagtgtttgaccgcgggcgcgccacttcattgctgttattcgagcatgttcatgcggagtcccgcgatcgcggccaggcgatggtcg+ STM1579 100 STM1762 77 STM1579 100
379739 atgcgcaattacaggcagtggttagttttcagtaaagtcatattaacgctacttgggttgacgggatggtatggcccggcacaagctgccgttaatattgacagaacccgaattatttttgcttcagatgaggtcgctcaatcgttgacattatccaacgataatacaacgccgatgctgttacaggtatggaccgacgccggaaacattgacgcctctccggataacagcaaaacgccgctggtggcgctgccgc- STM0336 100 STM0339 58.252 STM0336 100

1830042 atgtctatcacggcgaagtccgtttaccgtgacgccggaaattttttccgaaatcaatttattactatcttgctggtttcgttgctgtgcgcatttatcacggtggtcttaggtcatgccttttcacccagcgatgcgcaaatcgcgcaactcagtgaaggagaacatctggcaggcagcgctggcctgtttgagctggtacaaaatatgacgccggagcagcaacagatcctgttgcgcgcctctgccgcctcga+ STM1734 100 STM1734 100
1881701 atggatctactcaggacaaaaaacgtggcaattaaattgattgttggtctggcgaatcccggtgcggaatatgccgcgacgcgacacaatgcaggcgcatggtacgtcgatttactggcggagcgcctgcgcgcgccgttgcgtgaagagcctaaattctttggctatacctcacgcatcacgctggaaggggaagatgttcgcctgctggtacccaccacgttcatgaacctcagtggtaaagcagttggcgcaa+ STM1783 100 STM1172 59.223 STM1783 100
1916907 ttgaagaaggtttggcttaaccgttatcctgctgatgttccggcggagatcaaccctgaccgttatcaatccctggttgaactgtttgaacatgcggcgacgcgctatgccgatcagcctgcgttcgtcaatatgggggaggtaatgaccttccgtaaattagaagaacgtagtcgggcatttgcggcttatttacaacaagggctgggactcaaaaaaggcgaccgtgtggcgctgatgatgccaaacctgttg- STM1818 100 STM3983 70.588 STM1818 100
1945895 atggctctgaacacctcacacgtcacgccaacaaaaaagctaacgatcaggtcaattagcgaagcgctgccgcgcagccactaccagcgctgccctgaatgcgacatgctgttcagcttgccggagatgagcgctcatcaaagcgcttattgtcctcgttgccaggccaaaattcgcgatgggcgcgactggtcgctgacgcggctgaccgcgatggcggtaaccatgctgctattgatgccgtttgcctggagc+ STM1848 100 STM1063 64.423 STM1848 100
1971048 atgtcctcctggaaaattgctgctgcgcagtatgcgcccctgaacgcctcgccggcggagcatgtcgcccatcatctggaatatattgagcttgcggctcgtcaacagtgcgaactgctggtctttccgtcactgtcgctattaggctgcgacgaaaggaataaatcgttgcccgccccgcctgacgaggcgcttttacagccgctcactcatgcggccgatacccaccatatgactatcattgtgggtatgcctg+ STM1877 100 STM1877 100
537888 atgactatgttgcagctttataaacgttcacagcattttgtttttattacaattagcgtccttattatcctgctgtcctgtcagtctctggcatttgcccgggggcaaacgaatggcgacctgccgtcaaaagcggatgtgcaaaaccagctggatacgctgaataagcaaaaagatctctccgcccaggataagctcgtccagcaggaccttattgatacgttagctacgctggagaaaatcgagcgggtgaaa+ STM0478 100 STM4347 72 STM0478 100
676537 atgagacgtgcgtttttagtgaatagcgataagtgcatcggctgccgcggctgtgctatggcgtgtaaaagctttaaccaactggagccggatcgcttctggcgctacgtttatccgttggataaagacatctatccacatgaagagcgggcgttttactcgctggcctgtaaccactgcgaacatccggcctgcgtcgccgcctgtccggtcgaagcctataccaaacgtgaagatggcgtggtggtgcataacc+ STM0612 100 STM1385 78 STM0612 100
689688 atgtcctgtcagaaaaataaaaagctgtttcctttttttcggcaactcgcgtttccgttacgtatttttctgctcattctggtggtttctgttttcatcgtggcagcgttagcacaatatttgtctgccagtttcgaagattatctggcgtcccatgttcgtgatatggcgatgaatcaggcaaaaattattgcttctaacgacagcattatcgctgccgtaaaaaaccgggactataaacgcctggcgataatt+ STM0625 100 STM0053 67 STM0625 100



1072183 atgcataacgataaagatctctctacgtggcagaccttccgccgactgtggccaaccatagcgccttttaaagcaggtctgatcgtggcgggcatagcgttaattctcaacgcagccagcgataccttcatgctatcgctcctcaagccattactggatgatggtttcggtaaaacggatcgctcagtgttgctgtggatgccgctggtggttattgggctgatgatattacgaggcatcactagctatatctcc+ STM0984 100 STM0891 72 STM0984 100
666669 atgcaacaccgactcacaaccgaaataactcactttctctctgaactgcctgaagaggagaggatcgccgccattaatgaatttagaatggcgatacatagcgttagtccttttcgcgatgagcctgtcgattgtgtcctgtgggtgaaaaacgatcatatttcacctaatgactacaacccgaataacgttgcgccgccggagaaaaaactgctgcttaaatcgattgaacaagatgggtttactcagccgatcg- STM0604 100 STM4110 59 STM0604 100

1698958 atgaccgttcgtgacgaaaattactttactgagaaatacggtttaacccgcacgcattcggatgtgctggcggcggcaaaggttgtcgcgccaggccgaacgctggatttaggatgtggcaatggccgtaatagtctgtatctggccgcgaacggttatgacgttaccgcgtgggataaaaatccggccagtatggctaaccttgagcgtattaaagcggcagaagggctggataatctgcaaaccgaccttgtcg- STM1608 100 STM2882 65 STM1608 100
1656261 atgaaacttaagttagtggcagtggcagtgacttccctgttggcagcaggcgttgtaaatgcagccgaggtatataacaaagacggcaataaactggatctgtacggtaaagttcacgctcagcattatttctctgatgataacggaagtgatggtgacaaaacttacgcgcgtctgggctttaaaggcgaaacgcagatcaacgatcagttaaccggttttggccagtgggaatatgaattcaaaggcaaccgt+ STM1572 100 STM2267 82 STM1572 100
1696215 atggataacctgacacactatctggcgaccacgttaagaacgttacgccatcagcgaggctggagtttatcgcgtctggcggagatctccggcgtctcaaaagccatgttggggcagatagagcgtaatgaatccagtccgacagtcgcaacgctgtggaaaattgcgacgggcctgaacgttccattctcagtgtttatttcgccgccgcaggccgaatttcctccgaccttcgatccccagcagcaagcgatgg- STM1605 100 STM1664 60.396 STM1605 100
3793687 atggcaatggttgcggccgttgtcatgatgtttgtttttgtcttttgcaccgttttgttgttccatctggtacagcagaaccgctacaacacggctacgcaactggaaagcatcgcgcgatctgttcgggaacctctttcttccgcgattttaaaagcggatctccccggcgcggaaaccattctggaaagtattaaacctgcgggcgtggtgagtcgcgccgatgtggtattgccgaatcagttccaggcgttg- STM3615 100 STM1703 63 STM3615 100
3290972 atgatgacaccaaccattccggtcgcgctattcgacaggctcttggttgaggggataagcccacatgaattggtacgacgcaagttaatgtgtttattcaactcttgcgccgtgccaggtggcgagacattaccgccgctgctcactcggggtatgccggaatggcacgaggtgaatgtgggtgacaaacgggttctcaactggttttgccgtgagcttcgcgctgctattttacgttatgaaccgagcatcaata- STM3130 100 STM0826 65 STM3130 100
3894035 atgaacacaataataaagcgcacaaaagtgcgtcataccattcttatatttttatttcttgctaccgtatttaattatgcggatcgcgcaactctatccgtagttgccccaataatgagtaaagaattaggttttgatccggaagcgatgggcctggccttctcctcatttggtattgcctatgtcattatgcaactacccggcggttggctattagaccgctacggttcacgactggtttacggttgcgcattg+ STM3698 100 STM2962 74 STM3698 100
2995603 atgtctgaagaaaaattaggtcaacaataccttgcggcgctgcaccaggcgtttccgggcgtcgtgctggacgaagcctggcagaccaaagatcagctgactattacggtgaaagtaaactatctgccggaagtggtggagtttctttactaccagcagggtgggtggctgtcggtgctgttcggtaatgacgaacgccagttgtgcggccactatgccgtttattacgtgctgtcgatggagcagggcacgaag- STM2849 100 STM2849 100
3128188 atgggaaacacaacaatacaaacacagagttttcgtgctgtggatgcagagcaaagcaaaagcaagcgctacattattccattcgccttactttgctcgctattttttctgtgggccgtcgccaataatctgaatgacattttattaccgcagtttcaacaagcttttacgctaactaactttcaggccgggcttattcagtcagccttttatttcggttatttcgtcattccaattcccgctgggattttgatg+ STM2975 100 STM3792 67 STM2975 100
2842704 atgacccgcgccgcccccgatgtagaagaggtactcagtgagcgcgcgctaagccaatgggcgcaggccatcagctatgtcgccggtcattatcgcgttgcctgttctcccggttcaattcaggccaacgccccgtggcttaggggtaaaagcagaacgaccgccttaacgcagctcgcgcggcaggcgggtttatcctttcatgcgccggacatagacaaaacggcatttagtcagtggcgattgccgttggtt+ STM2691 100 STM2441 64.356 STM2691 100
469239 atgacaagacgttacctaagaattctcctggtgggaagtctcttgagcctgaccgcctgcgcgccgcagagcgaagttcgccagatgcatcaaagcattagcaccctgaataaagagatgacccaactgaatcaggaaacggtaaaaattacccaacaaaataagctgaatgcggagtcaacccgcggcgtctatttgttgcctggcgccaatacgcctgcccggctggagagccagatcggtacgctacgtatga- STM0414 100 STM0414 100
507896 atgaatcctgagcgttctgaacgcattgaaatccccgtattgcccttgcgcgatgtggtggtttatccgcacatggtcatacccttatttgtagggcgggaaaaatctatccgttgtctggaagcggctatggaccatgataaaaaaatcatgctggtcgcccagaaggaagcatcgacggatgagccgggtgtaaacgatcttttcaccgtcgggaccgtggcctctattttgcagatgctgaaactgcctgac+ STM0450 100 STM0747 68.317 STM0450 100

3751744 atgcaacgtgtcaccatcaccctcgatgacgatttactggaaacgctggacagcctgagccagcgacgcggctataacaatcgctccgaagcgatccgtgatattctgcgcggcgctctggcgcaggaggccactcaggaacacggcacacagggtttcgcggtactttcatatgtttatgaacatgagaaacgggatttagccagccgcatcgtctccacccagcatcatcatcatgatttatccgtcgccacgc+ STM3584 100 STM3584 91.78
3822267 atgagatacattaaatcgatgacgcaacagaaacttagtttcttgcttgcgctctatatcggtctgtttatgaattgcgccgtgttttaccgccgtttcggcagttatgcacaagaatttaccatttggaaaggcctctccgcagttgtcgaactgggcgccacggtgctggtcactttcttcttacttcgtcttctttcactgtttggccgacgcgtctggcgtgtgctggccacgctggtggtgctgttttcc- STM3635 100 STM4447 70.588 STM3635 96.74
3865636 atgctcgaattatccataacattaccgattaaagtccaaaacggcggattatttatttctcgcggtattgggcgtcatccagccaggcgtctgcaatcgtgggaaattatatttgtggaaaaaggctgcctgaaaattcaggaagaagaatgtgttttctgtgtcgaagccggggaaagcctgttgctttggccgcatcgccgccatattggcgttgaggagtttcccgccgatcttaaattttactggctccatt- STM3678 100 STM4117 61 STM3678 100
3900401 atgaggggaaaggcgattaacaccattcaacaggccgtgaaaccaagaacgttttcagtcaggcctttgttctacgccagcgtacttagcgctggcgtattgttgtgcgccttttccgcccacgcggatgaccgtgatcaactcaaatctattcaggccgatatcgccgcgaaagaacgcgacgtacgccagcagcagcaacaacgcgccagcctcctggcacaacttaaagcccaggaagaggccatctcagcc+ STM3705 100 STM3936 65.385 STM3705 100
299019 atgcgctatgttgccggacagcccgccgagcggattttgccgccagggtcgtttgcgagcattggccaggcattgcccgccggggaaccgctaagcaatgaagagcggatccgtatcctcgtgtggaatatattcaagcagcagcgagccgaatggttatcggtgctgaagaactacggcaaagatgcgcatctggtcctgttgcaggaggcacagacgacgcctgaactggtacagtttgccaccgctaactatc+ STM0258 100 PSLT092 61.386 STM0258 100
461948 atgaaatttgagttagataccaccgatggtcgtgcgcgtcgcggtcgtctggtgtttgatcgtggcgtagtggaaacgccagcctttatgcctgtgggtacttacggtaccgtgaaaggcatgacgccggaagaagtggaagcgaccggcgcgcagattattctcggcaacactttccacctgtggctgcgcccgggtcaggaaatcatgaagctgcatggcgatctgcacgattttatgcagtggaaagggccg+ STM0405 100 STM3686 54.455 STM0405 100

3307819 atgcatgagctgtctctttgccaaagcgccgttgaaattattcagcagcaggcagaacagcacggcgtggcgcgcgtcaccggcgtatggctggagataggcgcgctttcgtgcgttgaagagcgcgcggttcgtttcagttttgatatcgcctgccaggggactttagcgcaagggtgcgaattgcacatcgactacagaccggcccaggcctggtgctgggattgcagtcaggtggtggaaattctcaggcatg- STM3144 100 STM2854 67 STM3144 100
2964505 atgcaacagcaaaaaccgctggagggcgcgcagctcgtcatcatgacgatcgcgctgtcgctggcgacattcatgcaggtgctggactccaccattgccaacgtggcgattccgaccatcgccgggaacctgggttcttccctaagccaggggacatgggttatcacctctttcggggtggcgaacgctatctcgattcccttaaccggctggctggcgaaacgttttggcgaagtcaaactgttcatgtggtcg+ STM2815 100 STM1574 64.356 STM2815 100
3810229 atgcaggacgacacattaccattaaataacagtaacgctacgaccacaccgctttcaacgagattaccgtttacaaaatatgattttggctgggtgctcttgtgtatcggaatggcgatcggcgccggtaccgtcttaatgccagtgcaaatcggtctcaaggggatctgggtatttattaccgcttttatcatcgcctatcccgctacctatattgtgcaggatatttatctaaaaacgttatctgaaagcgaa+ STM3625 100 STM3239 71.845 STM3625 100
3870561 atgcagcaatatatcggtattgatgtgggaggaactcacgtcaaatatggcgtgattaacagtgacggcgaagaattaacccatcatcaattcgatacgccagaggacgcctccacgtttacccgcaaatggcaggatgtggtggcgcgttgccaacaggactatgacattgcggcaatcggggtcagtttccctggccatattaatccccataacggtcatgcggcaaaagcgggcgcgctggcttacctggatg+ STM3681 100 PSLT059 67.961 STM3681 100
3468406 atgcaagctattccgatgaccttacgcggagccgaaaaactgcgcgaagagctggattttctgaaatctgtgcgccgtcctgaaatcatcgccgctatcgccgaagcgcgcgaacatggcgatttaaaagaaaacgcggagtatcatgctgcacgcgaacagcagggtttctgcgaagggcgcattaaagatatcgaagcaaaactgtcgaatgcgcaggtgattgatgtcactaaaatgccgaacaatggtcgcg- STM3299 100 STM3503 63.462 STM3299 100
3379926 atgacgacatcatccgtacgctacccacagcgtgttcgtaatgagctgcgttttcgcgagctgatcgttctgcgggtagaacgtattagcgcaggatttcagcggatcgtacttggcggcgaggcgctggacggtttcatctccctgggctttgacgatcacacgaaagtttttttccctgagccaggctgtcgctttacgcctccgacagtcactgaggaaggcattatctggggggagggcgttcgcccggtct- STM3214 100 STM0141 79.412 STM3214 100
3295723 atgaagatgacaaaattaagatggtggattatcggcctggtctgcgtagggaccatcgtaaactacctgtcccgtagctcgcttagcgttgcggcgccagcgatgatgaaagaactccattttgatgagcaacaatattcctgggtggtgagcgccttccagctttgttacaccattgcgcagccgatcaccggctatttgatggatgtcatcggactgaaaatcggcttctttatctttgccttgttgtggtcg- STM3134 100 STM2318 62.745 STM3134 100
2974001 atgagcaagagcaccgctgagatccgtcaggcgtttctcgactttttccatagtaaagggcatcaggtagttgccagcagttccctggtgcctaacaatgaccccactctgttgtttaccaatgccgggatgaaccagttcaaggatgttttccttgggctcgataaacgtaattattcccgtgcaaccacttcccagcgttgcgtacgcgcgggaggtaaacacaacgatctggaaaacgtcggatacactgca- STM2827 100 STM0602 61.165 STM2827 100
2287616 atgaataagaaggtactgaccctttctgccgtgatggcaagtctgttattcggcgcgcacgcgcacgcggctgatactcgtattggcgtgacgatttataaatatgacgataactttatgtccgtggtgcgtaaggctattgaaaaagatggcaaatccgcgccggatgttcagctactgatgaatgactcgcaaaacgatcagtccaaacagaatgatcaaattgacgttttattggcgaaaggggttaaagct- STM2190 100 STM2191 75 STM2190 100
2327446 gtgagtaaaggaatacgtcagaggccgcctgttaatttcagtttatttcggcaggttttgtatgcgcacattgtcgcatttttgatgatgttgatgctcggcatggtgttcaccgttctctcgttggtactgttttatacttatggcaccaactggttactgagcttgttcatatgcccgctgttcttgttaagtggtttattcattactggatttgcttttaaatcaacctggtccagcatacgttactattacg- STM2225 100 STM2225 100
2984885 atgagtttttccgtggaggtattggcgggcatcgccattgagttacaacgcggcattgggcatcaggatcgttttcagcggctgattactacgctgcgtcaggtgctggcgtgcgacgcctcggcgctgctgcgctatgaatcacgacaatttattccactggcgattgatggcctggcgcaggacgtcctcggcagacgttttaccctggaagggcatccgcgcctggaagccatcgcccgcgcgggggacgtg- STM2839 100 STM1691 74.257 STM2839 100
2319128 atgggcgcctatcttatccgccgtctgttactggtgatccccacgctatgggccattattaccattaacttttttatcgtgcagatcgctcccggcggccctgtcgatcaggcgattgccgcgattgaatttggccagggcggcgcgttgcccggcgccagcggcgaaggcgttcgcgccagtcatgcgcaaaccggcgtcggcaatatcagcgacagccattatcgcggcggccggggactcgatccggaggtg+ STM2217 100 STM1745 62.745 STM2217 100
2339155 atgttagaaacactatcattcactgaacgtgacgagttccaacgaagaaacatcgctgaaaatatcatcaaattgctaaaaccagaggcagacatttcaccactggtaatagacggtgcatgggggacagggaaatcagaatttagtatcaaactgaagaatctcattatcgagcaagaaactgagtctaaagttgtctatgttgatgcctttaaaggggatcatgcagaatctccattacttctaataacatca+ STM2238 100 STM3118 60.396 STM2238 100
2257978 gtgaaacgactgtgtgatccgcttctctggcttattgttctgttcttgcttctgctgtttggattgccttatagccagccgttcttcgccgcgctgtttcccgatttaccgcgcccggtctaccaacaggagagttttgccgccctcgcgctcgcccatttctggttggtgggcatctcaagtttgtttgccgtcgtggtgggcgtcggcgcagggattgcggtcacgcgagaaagtgggaaagagtttcgtcccc- STM2162 100 STM2810 61.765 STM2162 99.86
1010068 atgattgatttacgcagtgataccgttacccgaccgggccgcgccatgctcgaggcgatgatgaccgccccggtcggggacgacgtatacggcgatgaccctactgttaacgcccttcagcgctacgccgccgacctttccggtaaagaagcggcgctttttttacccaccggcacccaggccaatctggtcgcgctgcttagccattgtgaacgcggcgaagagtatatcgtcggtcagggcgcgcataattat- STM0934 100 STM4042 54.455 STM0934 100
3591410 atgatccaagaacagactatgctgaacgtcgccgacaactccggtgcacgtcgcgtaatgtgtatcaaggttctgggtggctcgcaccgtcgctacgcaggcgtaggcgacatcattaagatcaccatcaaagaagcgattccgcgtggtaaggtcaaaaaaggtgatgtgctgaaggcggtagtggtgcgcaccaagaagggtgttcgtcgcccggacggttctgtcattcgcttcgatggtaatgcatgcgtta- STM3430 100 STM2970 55 STM3430 100
2243839 atgaaactctttctttttatcgtgatgttattgattttacctgaaacatacgcagcctgtacgggagaaattacttatcaggataatttaattattcgtgaggattttacgattaaccctaatcagtccgcaacttatagccataattttaacgatacaacttgttcagggacttataagataacgcgtatggatccttccgatatcatcgtgggattatacaatgatacagtaaaactgaagttaaaaatcgcc- STM2149 100 STM2149 100
2275386 atgtctgaaataaatcagaacgtaaaagatagccgtcagcagtattaccagcatatttccgggcagaatctgacgccgctgtgggaatcgttacatcacctggtaccgcagacgccaaacgccaactgcgcgccggcctactggaattatcaggaaattcgtccgctactgatggaaagcggcaatgtcattggcgcgaaagaggcgatccgccgggtgctggtgctggaaaatccggcattgcgcggtcagtcg- STM2178 100 STM2178 100
3587358 atggctaaacaaccgggattagattttcaaagtgccaaaggtggcttaggtgagctgaaacgcagactgctgtttgttatcggcgcgctgattgtgttccgtattggctcttttattccgatccctggtattgatgccgctgtacttgccaaactgcttgagcaacagcgaggcaccatcattgaaatgtttaacatgttctctggtggtgctctcagccgtgcttctatctttgccctggggatcatgccgtat- STM3420 100 STM1960 64.356 STM3420 100
3759992 atgctacatttgtttgctggcctggatttacataccgggcttttattattgcttgctctggcttttgtgctgttctacgaagcgattaacggcttccatgacacagccaatgcagtcgcaaccgtgatttacacccgtgcgatgcgttcgcagctggcggttgtcatggcggcggtgtttaacttttttggcgttttgctggggggtctcagcgtggcgtatgccattgtgcatatgctaccgacggatctcctg+ STM3589 100 STM2333 64.078 STM3589 100
3509938 atggacgttatgaacgcatttgattcgcaagcagaagattctccgacatccctcgggcgtagtttgcgccgccgcccgctggcgcgtaaaaaactgtctgaaatggttgaggaagagctggagcagatgatccgccgtcatgagtttggcgagggagaacagctaccgtctgaacgtgaattaatggccttcttcaatgtgggacgtccctccgtgcgtgaagcgttagctgcgctgaagcgtaaaggtctggtgc- STM3340 100 STM0151 76.471 STM3340 100
4785380 atggctgttccaacatatgacaaatttattgaaccagtgttgcgttttctggccactcgacccgagggcgctttggtcagagaagtgcgtgaagctgcagccgaaatgcttgggttagatgagcagcagcgtgcagaggtgattaccagtggacaactgacgtaccagaaccgcaccggttgggcgcacgatcgtctcaaacgcgccgggttatcgcagagcctatcccggggaaaatggtgtttaacaccagcg+ STM4527 100 STM1890 87 STM4527 100
4651562 atgagtttatggaagaaaataagcctcggcgtgttgattttcattgtggtgttactggcgagcgttgcgtttctggtcgggacgacgacggggctgcatctggtattcagtgcggcgaaccgctgggtgccggggctggagattgggcaggtcaccggcggctggcgggacttatcgttaaaaaatatccgctatgagcagccgggcgttgcggtgaatgcgggcgaaattcatctggccatcgggcttgattgc+ STM4410 100 PSLT046 73.267 STM4410 100
4812706 atgacatcccgacgagactggcagttacagcaactgggtattacgcagtgggcgctgcgacgtcctggcgcgctacagggcgagattgcgatttcccttcccgcgcacgttcgtctgatcgtggttgcagaggaattacctgcgctgaacgagccgctaatgcgcgatatcttacgcgcgttgaccgtgagtcccgatcaggttttaccgctgacgcctgagcgcgtcgccatgctgccgcagggcagccgttgta+ STM4557 100 STM0192 60.714 STM4557 100
4582367 atgcgcttgctgcccgtcgttgctgcggttactgcggcatttttggttgtcgcctgtagttcgcctaccccgcctaaaggcgttaccgtggtaaataactttgatgccaaacgttacctcggcacctggtatgagatcgcacgcctcgatcatcgatttgaacgtggactggaacaagtcacggccacctatagtctgcgtgacgatggcgggattaatgtcatcaataaaggctataacccggatcgggaaatgt- STM4339 100 STM1478 94 STM4339 100
4703419 atgagcaaaactattgcgacggaaaatgcaccagcagcaatcggcccatacgtacagggcgttgacctgggtagcatggtaatcacttccggtcagatcccggtcgatccgaaaaccggtgccgtagcggaagacgtatccgctcaggcacgtcagtcgctggaaaacgttaaagctatcgtggaagccgctggcctgaaagtaggcgacattgtgaaaacgaccgtattcgtgaaagacctgaacgatttcgcga- STM4458 100 STM1009 61 STM4458 100
3423459 atgttcattatttccagtaaaaatatgctccagaaggcccagcatgcaggctatgccgtgccagcctttaacatccataacctggaaaccttgcaggtggtggtagaaaccgccgcagaaatgcgctcaccgctgatcgttgccggaacaccaggcacgtttagctatgccggaatgggtaacattgtggcgatcgcgggcgatctggctcgtgaatacaatctgccactggccattcatctggatcatcatgaat+ STM3253 100 STM1378 64.423 STM3253 100
732608 atgagcgacgacaattcacacagtagtgacacagtaaacagtaaaaagggatttttttccctgctactcagccagcttttccacggtgaacctaaaaaccgtgatgagttgctggcgctgatccgtgattccgggcagaacgagcttatcgatgaagatacgcgcgatatgctcgaaggcgtaatggacatcgccgaccagcgcgttcgcgatattatgatcccgcgctcccagatgattaccctaaaacgcaacc- STM0667 100 STM2119 60 STM0667 100

3486762 atgataaataacgatacgactctacaactgagcagtgtacttaaccaggagtgtacgcgtagcggcgttcattgtcagagtaagaaacgcgcgctggaaatcatcagcgaactggcggcaaaacagctcagtttacctcctcaggtcgtgtttgaagccattctgacacgcgaaaaaatgggcagtaccggtattggtaatggtatcgccatcccgcacgggaaactggaagaagataccttacgcgccgtcggcg+ STM3322 100 STM2745 59.804 STM3322 100
3399973 atggattggtatttaaaggttttaaaaaattatctgggatttggcggccgcgcgcgacgcaaagagtactggatgtttattctggtcaatatcatctttacctttgtgttgggcctgctggacgccatgcttggctggcaacgcgccgggggtgaaggcgttctgaccaccatttacggcgttctgatctttttaccgtggtgggccgtgcagttccgtcgtctgcatgacactgaccgctccgcatggtggctac+ STM3234 100 STM0768 57.843 STM3234 100
216853 atgcaagaagggcaaaaccgtaaaacatcgtccctgagtattctcgccatcgctggggtggagccgtaccaggagaaaccgggcgaagagtatatgaacgaagcccagctatcgcacttcaagcgtattcttgaagcatggcgtaatcaactccgggatgaagtcgatcgcactgtgacgcacatgcaggacgaagccgccaacttccccgatccggtcgatcgcgccgcgcaggaagaggagtttagcctggagt- STM0186 100 STM0111 92.079 STM0186 100

1487959 atgatgatgaaagaagatcagaaaaataaaatacccgaagacattctgaaacagctattatccgttgatccggaaaccgtttatgccagtggttacgcctcatggcaggagggggattattcgcgcgccgtaatcgattttagttggctggtgatggcccagccatggagttggcgtgcccatattgcattggctggcacctggatgatgcttaaagaatacacgacggccattaatttctatggacatgccttga+ STM1403 100 STM1170 58 STM1403 100
3205321 atggaacaggatttagcgcgtattgagcagtttctggatgccctgtggctggaacgaaatctggcggaaaatacattaagcgcgtatcgtcgcgatttatcgatggtcgttgcgtggttgcatcatcgcggaaaaacgcttgcgacggcgcaggctgatgatttacaaacgctattggctgaacgtgtggagggcggatacaaagcgaccagctccgcacgcctgttaagcgctatgcggcgctttttccagcatc- STM3044 100 STM3949 63 STM3044 100



834037 atgaatgaaaccatagcatttcgtccggaaggccgggcatcgataaaagatgtggttgtcaattatacgctggcatcactggacgagcttgaacaactgcacccggcgctgaatctgctggcgcacccgtcaattgtccgtggcagccatgatttctttgtccgttgttatgacgcgggcgtacagcatgcgcaggccggggcggctgaaacggtagcggttttgcctgattcgctgccacaagaacggcaaagga+ STM0769 100 STM3350 72 STM0769 100
1484524 atgtcttcaggaaacatcttatggggaagtcaaaaccctattgtgtttaaaaatagcttcggcgtcagcaacgctgataccgggagccaggatgacttatcccagcaaaatccgtttgccgaagggtatggtgttttgcttattctccttatggttattcaggctatcgcaaataataaatttattgaagtccagaagaacgctgaacgtgccagaaatacccaggaaaagtcaaatgagatggatgaggtgattg+ STM1398 100 STM1637 60 STM1398 100
1178214 atggaaagtctattaaatcgtttatatgacgcgttaggcctggatgcgccagaagatgagccactgcttatcattgatgatgggatacaggtttattttaatgaatccgatcatacactggaaatgtgctgtccctttatgccattgcctgacgacatcctgactttgcagcattttttacgtctgaactacaccagcgccgtcactatcggcgctgacgcagacaatactgctttagtggcgctttatcgcttgc- STM1090 100 STM1879 51 STM1090 100
793671 ttggttagccggaggatttaccgtcccagagatttgttttcattaatgcaatcaactttagcaactgagaaattttttatatcagcgtacgagattggtattattgataatttcccagagataagagttcaggcggaagtaagtgccagagagaatagggtcaggcgttttggcggcgagccggaaatacttatatctgaaatatacgatgaaattttaaaaaagcatccgcagctttcaccagcgacagtaaaa+ STM0726 100 STM3124 64.078 STM0726 100
854002 atgacgcaatggtatccggcttctccggcgctctggcaggggcgcgatgacagtatagaagcgccggatgcgcggcgtctgtttcagaccgtcacgcgcagcgagaccttttcccccgaaaactggcagcaaaagatcgcgttaatgggatttgcctgcgacgagggggtaaaacgcaatgcagggcgtcccggcgcggcaggcgccccggacgcgttgcgtaaagcgctggcgaatatggccagccaccaggga+ STM0788 100 STM1216 74 STM0788 100
899180 atgccggggtcaacacgtaaactaccagtctggttgcccattttggttttgctcattgccatgtcctctattcagagtggcgcttcactggcgaaatcgttatttcctcttgtcggcgcgccgggcgtaacggcgcttcgtctggcgttgggaacgcttatccttatcgcctttttcaaaccctggcgtttgcgttttgccaaagagcagcggctgcctttattgttttatggtctgtcgctgggcgggatgaact- STM0832 100 STM2913 61.765 STM0832 100

3208673 atggtgcaaaaaccattaatgacgcagggatattcgctggctgaggaaatcgccaacagtattagccacggcattggattggtatttggtattgtcggcctggtgctgttgttggttcaggcggtagaggcgaatgcgggtatgacggctatcgccagctacagtttatatggcgggagcatgatcctgctttttcttgcctcaacgctttatcatgccattcctcatcagcgggcaaaaatctggttaaagaaat- STM3049 100 STM1904 62.136 STM3049 100
3102796 atgtttttgacgtacatttcatttccggtgtactcttatgtaagatttatacttacagtggaggctgttatggccagaacaatgaccgttgatcttggcgatgaactgcgcgagtttattgaatcgctcatagaatcaggtgattacagaacacaaagtgaagtgatcagagagtctcttcgtctgctgagggaaaaacaggccgagtcacgacttcaggcgttacgtgaacttctggctgaaggtctgaacagcg- STM2955 100 STM4174 57.143 STM2955 100
462303 atgagcttttttatttctgatgcggtagcggcaacaggtgctccagcgcagggcagcccgatgtctctgattttaatgctggtggtgtttggtctgattttctatttcatgatcctgcgcccgcagcagaagcgcaccaaagagcacaaaaagctgatggactccattgcgaaaggtgatgaagttctgacgaatggcggtctggtcggtcgagtgaccaaagtagcggaagccggctacattgccatcgcgctga+ STM0406 100 STM3225 61.165 STM0406 100
528349 atgtctgataaaccattaactaaaactgattatttgatgcgtttacggcgctgtcagacaattgacactctggagcgcgtcattgagaaaaataaatatgaattgtccgacaatgagctggctgtattttactcagctgcggatcaccgtcttgcagaattgacgatgaacaaactctacgacaagatcccctcttcagtatggaaattcattcgttaa- STM0473 100 STM2281 62.617 STM0473 100

3320743 gtgggtaataatttgatgcagacggatctttccgtctggggcatgtatcagcacgccgatattgtcgtgaagtgcgtgatgattggtttgattctggcgtcagtcgtcacctgggctatcttcttcagtaaaagcgttgaatttttcacgcaaaagcgccgcttaaagcgcgaacaactgcaattagccgatgcgcgctctttagatcaggcttccgacattgcggcaggtttcagcgcaaaaagcctcagcgcac- STM3159 100 STM0745 71 STM3159 100
3135763 atgaaaaagactgccgcaattatctctgcatgtatgctgacttttgccctgagcgcctgttccggtcctaattacgttatgcacaccaatgatggacgtagcattgtgaccgacggtaaaccccagaccgataacgataccggtatgatttcgtataaagacgctaatggcaacaaacagcagatcaatcgtactgacgtgaaagagatggtggctctggaaaactaa- STM2983 100 STM0080 70.874 STM2983 100
2079437 atgacgacgaaaatcactggtttagtaaaatggtttaaccctgaaaagggctttggtttcattacgcctaaagatggcagcaaagatgtgtttgtgcatttttcagccattcaaagtaatgaattccgcactctgaatgaaaatcaggaagtggagttttcagtagagcagggaccaaaaggtccatcagcggtcaacgttgtggcgctttaa- STM1996 100 STM3649 75 STM1996 100
4527497 atgaaaaaagtcgtcacggtttgcccgtattgcgcatcaggttgcaaaatcaatctggtggtcgataacggcaaaatcgtccgggctgaggcggcgcaggggaaaaccaaccagggtaccctgtgtctgaagggctactacggctgggattttattaatgatacccagatcctgaccccgcgcctgaaaaccccaatgatccgtcgccagcgtggcggcaaactggaatctgtttcctgggatgaagcgctcaat- STM4285 100 STM2974 65.714 STM4285 100
4472300 atgaccatttcggaattactgcaatactgcatggcaaaacctggcgcagagcagagcgtccacagcgactggaaagcgacgcaaattaaagtggaagatgtacttttcgcgatggtaaaagaagttgaaggacgcccggcagcctctctcaaaaccagcccggaactggcagagttgttacgtcagcagcacagcgatgtacgaccgagtcggcaccttaataaagcgcactggagcacggtctatctggacggct+ STM4251 100 STM0579 57 STM4251 100
4577354 ttgattatggggaataacatgcacgtgaaatatttagcagggatcgttggcgccgcgctgctgatggcgggttgtagctccagcaacgaactcaccgctgccggccaaaatgtacgctttgtcgaagataagccgggcgcggaatgccagcttattggtacggcaactggtaaacagagtaactggttttcaggccagcacggcgaagagggtggctcaatgcgtggcgcagcgaacgatctgcgtaatcaggcag+ STM4331 100 STM0995 58.491 STM4331 100
1206371 atggcaaaccatcgtggcggttccggtaattttgcggaagaccgcgaaagagcatcagaagcaggtcgtaaaggtggtcagcacagcgggggcaattttaagaatgacccgcagcgtgcatccgaagcaggcaaaaaagggggcaaaagcagtaaccgtaatagctag+ STM1121 100 STM1513 83 STM1121 100
3915916 atgagtgagacaaggatagacagaatgtctaacattaaaagttatatttcaaaccaaaaaaacataattcaacatgatgatttttttggaagaagactggacattgctctttgctttgatcatggttttataatgccagcaggtgtggcaatatattccattatcgaaaataataaagatattgactacgccttaaagcaaaaagagagatgtcaggtaaaaattactctatag- STM3720 100 STM1094 61.538 STM3720 100
2408075 atgaaagccgttatttttgcctatcacgatatgggatgtcagggggtgcaggccgtactggatgccgggtatgagattgccgcgattttcactcatgccgacaatcctgcggaaaacaccttttttggctccgtctcccggcaggcggcagaattagggattccggtttatgcaccggataacgtaaaccatcctatctgggtcgaccgcatcgctgagcttgcgccggatattattttttcgttctattaccgc+ STM2299 100 STM1184 64 STM2299 100
2352337 atgtggaaaacccttcatcagctggcggcgccgccccggctgtatcagatttgcggcaggctcgtgccgtggctggcggcggccggcatcattgtgctggccacgggctgggtccggggctttggtttcgccccggcggactaccagcagggggagggctaccgcattatgtacctgcatgtcccggcggccatctggtcgatgggtatctatgcggcgatggcggtggcggcgttcaccgggctggtctggcaga- STM2252 100 STM3817 100 STM2252 99.6
2874002 atgcgaaatattgaaacccgtatcactaaaaccggaccagatgatgctggccttaatcagctgctgactgatgcgcgcatggaagaacgccgtggacgcgctgatttgatggcagcacgtctggactctttggctgcccatatcgtgtcacgtcagcttaaccacacggaagcggctgagctgctgcgtcaagaagcggtgaagattcagaacgaagcgcaggagatccactga- STM2732 100 STM3591 60.194 STM2732 100
1705907 atgattaatgatgttaagtgggttcaggcgcaacgccatgccagcgactggcgacacgcgctggatatcgccgttcgtccgctgattacgttcggcgcggcggccccctgctacctggacggtattattgagaacacccttaaatgggggccatattatcttatcgcgccggggattgcgctgccccatgccagaccagagcaaggcgccaaccataatcaaatcagcgtcactacgctatcaacgccggtcgctt+ STM1616 100 STM2344 65.686 STM1616 100
1603929 atgaatgcgcttgaaccgctctttgcccgcctggcgcgatcgacatttcgttcgcgttttcgtctcgggataaaagaaagacaatattgctgggataaaggcgcggaggtgattgataaacacgccgccgattttatcgcccagcgactggcgccagctcacccggcgaatgatggtaagcaaacgccgatgcggggccatccggtatttatcgcgcaacatgcgacggcaacctgctgtcgcgggtgcctggcga+ STM1526 100 STM3644 68.932 STM1526 100
1746565 atgaacagaacgattcttgtacccatcgatatttcagattcagaattaactcaacgcgtgatttcgcatgttgaagctgaagcaaagattgacgacgctaaagtgcactttttgactgtaatcccgtctttgccctattacgcttcactgggactggcttattcagcagagcttcccgcaatggacgatttgaaagccgaagccaaatctcaactggaagcgattatcaagaaattcaaccttcccgcggaccgcg+ STM1652 100 STM0614 69.608 STM1652 100
1970284 atgaaaacaaatctggctcagcttgaacaagcggaaatggataaagtcaatgtggacctggcggcagccggggtggcatttaaagagcgctacaatatgccagttgtcgcggaggcggtcgaacgtgagcagccagagcatctacgcgcctggtttcgcgagcggctgattgcccatcgtctggcttccgtatcactatcccgactcccttacgaacccaaagttaaataa+ STM1876 100 PSLT064 64 STM1876 100
167704 atgaaagacgctcagctcaacaccttgtgtcaacgtcatcaggctgtactgatcaatagcgccagcaacagtatcactgttgcggtggtcgacgcgccctctcatgcgttactggacgctctgcatttcgccacgcaaaaacagattgatattgtgtgctggactcgccagcaaatggaaaatcatcggcataagccggatcaggcaccctcggcaaacgccgcgaaaggcggagaaaccgcagcccagcttctc- STM0143 100 STM3099 69 STM0143 100

3993560 atgaacgataaaaacatcgttcagatgcccgacgggtatctgaataagacacctctgttccagtttattttgttatcctgtttattcccattatggggatgcgcagccgcgttaaatgatattctgattacgcaatttaaaagtgtattttcgctgagcaactttgcttcggcattagtacaaagcgccttttatggcggttattttttaattgctattccggcctcgctggtcattaaaaaaaccagttataaa- STM3792 100 STM2975 67 STM3792 100
4087729 atgctggccgtcagcgaagagggaatggtcgaagagatgatcctcgcgctactggcttccccacaactggtcattttctttgaaaagtttccgcgtttaaaaaacgccgtgaccgccgatctcccgcgctggcgggaagcgctacgcagccgtcttaaagacgcacgcgttccgccggaactcacggaagaggtcatgtgttatcagcaaagccaacttctctctaccccacagttcatcgtgcaactgccgcaa- STM3878 100 STM1651 61.111 STM3878 98.14
471506 atgaacattattaaagctaacgttgcagcccctgacgctcgtgtcgccatcactattgcgcgtttcaatcagtttatcaacgacagcctgctggatggcgcggttgatgccctgacgcgtattggtcaggtaaaagatgataatattaccgtagtgtgggtgcctggcgcctatgaactgccgctggcgaccgaagcgctggcgaaaagcggtaaatacgacgccgtggttgcgctgggaaccgtgattcgcgggg+ STM0417 100 STM1207 69 STM0417 95.73

3251043 atgaaaaagaaaccggtcgcgcaggcggagcatcagcgctatctgctggaaaatccgcttgtctatgggttgttatcgcgtcttcggattgcgatagtagtcaactgttttacacttgctaataaaaattga- STM3087 100 STM3087 100
4476119 atgggtgcgggcgccccgaacttcgatcttatccattcacctttcccggtagagactcggatgcctggtttgtttgaaggacaaacggcagaaacggctaattatgacacaatttaa+ STM4255 100 STM3145 59.406 STM4255 100
1737153 atgaaaatgagtattgccatgctgtcagcgcttgcgtcatttatcgtggtggggtgcacgccacgtattgaagtcgccgcgccggaacagccgattaccatcaacatgaatgtaaagatcgagcatgaaatacatatcaaagtcgataaagacgttgaagaactcctgaaatcacgcagcgatctattctga- STM1645 100 STM1155 61.111 STM1645 100
1781081 atgaatactcgctggcaacgcgccgggcagaaggtgaagcccggcttcaaaatagcaggtaagctggttctgttgaccgcgttacgctacgggcctgccggcgtggcgggatgggcggtaaaatccgtcgcccgtcgtccgctaaaaatgttgctggcgtttgcgctggagccagtacttcgtaaggcggcgaataaaatttcgcagcgttacaaatag- STM1687 100 STM1687 100
3959221 gtgatattctcacctcaatacaaaacaggagacttaacgaacaagaaaaccaaacgtactttcacccctgagtctgctataatgagaaaagcggtgtctacgcttacctgttaa- STM3760 100 STM1061 49.02 STM3760 100
1937062 gtgaaaaaatttcgatgggtcgttctcggcatcgtggtggtagtatgcctgttgctgtgggcgcaggtgtttaatatcatgtgcgatcaggatgtacaatttttcagcggtatttgcgccatcaataaatttattccctggtaa- STM1840 100 STM4383 59 STM1840 100
2763714 atgaaaccagaactgatcgagatactccgcatgcgctggcagcgcctccgcatataccgccgtccggggtcggtgttggttgactaccgcatcctgcgcaattttgttcgtatttatcagttcacaggatttactcaatga- STM2618 100 STM1548 73.267 STM2618 100
812380 atgtggtatttcgcatggattctgggaacgcttcttgcctgtgcattcgggatcattaccgccctggcgcttgagcacgttgaagcgggtaaaaccggtcaagaagaaagctaa+ STM0742 100 STM1326 58.416 STM0742 100

P57756 atgatgcgtaacattattacccccgctgtattgagtacaatgatcccccaggaattcgaagactggcgcgacggcggcgaagacctgcgccgtgaactgacccacgccgcgatgcgtgacctgacatgtcccgcaggctgggacatgaacggcgaatatcgcagtgagtttggtggttttttcccggtgcagatccgtttcacgccatcccgcggcaatttcagcctggcggtatgcagtcccggggatatcagcc+ PSLT069 100 STM2249 59.406 PSLT069 100
P41307 atgagccaccccgatccagctcaggccagcctgactgacagcaccggaaagcgatatggttccgtaacgatttgtactgcagctgctgccggatcgatgccgactgtgggtttcaggcgggtctcaaatatcctctcaccgcgggcattcaccagaccgatttccagcgcctgcgcgccggcatcaagtccggtcgtttcggtatcgaggaagacggggcccagtgctaaccaggtatgtgccagcatggcgaacc- PSLT049 100 PSLT050 100 PSLT050 100
P78478 atgtctctcaataaggctttgctgttcctgttgcttctgatggggacgggggttaatgcctccacgcgggaagagattgaacggctgtataacccgcacgggatggccgcaccgtccgggcaaaagcagccagcagatacgcagggcgtgcagaaagtaacgccggcgccccgctggtttcgtctcagcaacggtaaaacggttaacctcgccgactggaaagtggtgttgttcatgcaaagaagctgcccctggt+ PSLT099 100 STM3632 49.505 PSLT099 100
P02789 gtgcaggcagaagtgactgacacccgaacactgttcactcattaccgacaggtcaaaaatccgaatccggaattcacgccgagagaagggaaaaagaccctgccgttctgtcgtaagctgatggcgaaagccgaagggttcacgtcccgttttgatttttccgtccatgtggcgttcgttcgttcgctgggaaagcgtcaccggatgccgcctttgctgcgccgtcgtgccatcgatgcgctgcttcaggggttgt+ PSLT006 100 STM2379 62.5 PSLT006 100
P59818 atgagactcgcttcccgttttggtagacagaattccattcgtcgtgagagtcctttggctgacgctgaattaatgcagactgtgccttcagttttttccggagacaaacatgaatcccggagcgaacgttatacttatattccaaccattaatatcatcaacaggttacgtgaggaaggttttcagtcgttctttgcctgccagagtcgtgtacgtgatttaagtcgccgggaatacagtaaacatatgctgcgtt+ PSLT071 100 PSLT071 100
P89881 atggcctgctgtgccggcgtgtgaagcccggctttctggcggctgatggcggtttccagcgatacctcaccggcacgcgcctttatctgctcagaaacgaccgtaaaagacgggtgacgggagagtttttcagcagtgcgggtctcatccagtgaggaatacagccggacatcccggccgctgcgggccagactgttcagggtggcgttgtccatcgccatctgtgtgacggaagcaaaaactttcgcactgtcac- PSLT108 100 PSLT109 100 PSLT108 100
R38570 + STM1653 66 STM2513 62.037 STM1653 49.82
R39403 + STM3506 59.091 STM4029 54 STM3506 14
R23211 - STM0933 64.151 STM2958 63.81 STM0933 41.94
R30828 + STM3229 59.223 STM4399 44 STM3229 12.21
R10392 +

STM1826 100 STM2971 79.208 STM1826 100
977773 atgaatgagttacaatttcagcaggcggctggtatcagcgccgggctttctgcgcgctggtttccacacattgatgcggcaatgagcgaattcggtattactgcgccactggatcaggccatgtttattgcacaaacgggacatgaatcagcaggatttactgttctgagggaaagcttcaattattcggtggaggcgctgaagaagacgtttggtaaacgcctgacgccgtatcagtgcgaaatgctggggcgta+ STM0907 100 STM0291 61.165 STM0907 100
983411 atgaattttctggataaagcgattggcgcgctggctccggggtggggcgcgtcccgcctgcgttcccggatggctatccgggcgtatgaagccatcacgcccacgcgtacccacagggtgaagcgtgaaaatcgaagtggagaccagcttatccagctggccggaaagtcgttgcgggagcaggcccggtggtttgacaacaaccacgacctggtgattggtgcgctggacaaaatggaagaacgcattatcggc+ STM0911 100 STM1032 81 STM0911 100

2926627 ttgtttgaaaaggaaaacgctatgcctggatgtataagtgcctgttcgtgcgttgtcagctcgacgcctcccgatcctaaggccccccctaagcctaagtggatagagttaaaaggttattgtgttacatgtactagtcaggaggatattcgtccacctaaagagggtgaaccaaagcaaaaaatgacacccagggatttagtgctgttacgcggtcttttaaaagacctgggggtaacacaaaatccctggcaag- STM2779 100 STM1270 55 STM2779 100



STM2961 100 STM2960 78 STM2961 100
STM3076 100 STM2474 85 STM3076 100
STM0964 100 STM1499 81 STM0964 100
STM0364 61.682 STM2338 47.525 STM0364 29.58
STM4362 54.455 STM4362 17.57
STM4211 70 STM3459 63 STM4211 9.01
STM3999 52.427 STM3159 50.485 STM3999 40.89
STM0073 55 STM0073 12.82
STM0196 78 STM3024 66.019 STM0196 26.87

STM4209 75 STM4209 64.78
STM2996 61.386 STM0141 60.194 STM0313 27.82
STM0384 60.577 STM0834 48.544 STM0384 23.25
STM0198 73 STM0199 59 STM0198 54.05
STM0083 47 STM2257 40 STM0083 25.25

STM2977 64.706 STM3478 56.311 STM2977 10.18

STM4508 64.423 STM2775 56.731 STM4508 11.91
STM4422 59.406 STM3845 59 STM3845 20.9
STM2739 73 STM3287 62.5 STM2739 53.49
PSLT108 62.376 PSLT108 13.59

STM2898 64.762 STM2898 8.14
STM0385 59.615 STM4023 58.252 STM4023 52.49
STM2088 86 STM4422 61.386 STM2088 64.4
STM3356 60.377 STM1614 60.194 STM1614 13.46
PSLT066 83 STM4256 80 STM4256 47.25

STM2128 63.366 STM2523 63 STM2128 8.13
STM1557 64.078 STM0785 60.396 STM0785 6.42

85397 atgaatcatttaccaatgccaacctttggcccgcttgctggggtacgcgttgttttttcaggaatcgaaatcgccggtccattcgccggacagatgttcgccgaatggggcgcagaggttatctggattgaaaacgtcgcatgggccgataccatccgcgtacagcctaactacccgcagctctcacgccgcaacctgcacgccctgtcgctgaatattttcaaagatgaaggtcgggaagcgtttctgaaactg- STM0072 100 STM0072 99.75
3481948 atgtcgcatttagcgttgcaaccggggtttgactttcagcaggcaggcaaagaggtcctggaaattgaacgtgaaggcctggcggagcttgatcaatatatcaaccagcatttcacgctggcctgtgaaaaaatgttcaactgcaccggaaaagtggtggtcatggggatggggaaatccggccatatcggacggaaaatggccgccacgttcgccagtaccggcacctcttccttttttgtacatccgggcgaa+ STM3315 100 STM2838 75.49 STM3315 100
3522864 atgactaaaaaaatcctgactacgccaattaaagatgaagatttagcggatattaaggctggcgatattatttatctcaacggtcatattgttacctgccgtgacgtagcccatcgccgtttaattgaaggtggtcgcgaacttccggtagatgttcgcggcggcgctattttacacgctggccccattgtccgcccaattaaaggcgaagacgataagtttgaaatggtctccgttggcccaaccaccagcatgc- STM3354 100 STM0498 70.874 STM3354 100
3560025 atgccggttagtgagtacaaccacatccttgtggcggtttcatttgctgtcgctatttttgcgtcctataccgcattaaatatggccggacgcgtagccggaagcgcccgatcaaacgccagaatatggctaatgggcggcggcttcgcgctgggcgtcggtatttgggcgatgcattttgtcgggatgctggcgatggatcacgcgatgaacatgcgcttcgatccgttcctcaccggcctctccatgctgatc+ STM3388 100 STM1703 76 STM3388 100
722511 atgaatatctgttgggaaatcctgggcattgaacctaccaccgatctggaatgtatccgtcaggcttatcttgccctgttgccctcattccaccctgagagcgatccgcagggttttaagcgattgcgccaggcctatgaagaagcgcagcactgggccgcctcgcctgcggaggacgcaaaaatggaagaggtgggcgacgaacatgaaatactggtggcgttcagggaattgctggcatcagagcgcgatcgc+ STM0658 100 STM0656 78 STM0658 100
756279 atggagcttcgccagttacgctatttcgtgcgtattattgaaaccggcagtatgggcagcgccgcacaggatcttgatattggcgtttcagcattaagtcaacagatgtcccgtctggaaaacgagctcgccatccgtctgctgcagcgcacttcgcgcggcgtaacgccaaccaacgccgggctggccttttattcacaggcgcaactcgccctgcgtcatgccgacgacgcgattctcgccgccagagaagcg- STM0692 100 STM3028 63.208 STM0692 100
259042 atgaagcaattaaccattctgggctcgaccggctctattggttgcagcacactggacgtggtgcgccataatcctgatagcttccgcgttatcgcgctggtggcgggtaaaaatgtcgcccgcatggcggagcagtgcctggagttctcgccgcgttatgccgtgatggacgatacgtcgagcgcagaacagctcaaaataatgcttcagcagcatggcagccgcaccgaggttctgagcggtcagcaggctgcc+ STM0220 100 STM0220 100

1583462 atgaagattgtaggggctgaagtttttgttacgtgtccagggcgtaacttcgtcaccttaaagataaccacggaagacgggatcaccggtctgggggatgccaccctgaacggacgcgagctcccggtggcctcgtaccttaccgatcacctgtgcccacagctcatcgggcgggatgctcgccgcatcgaagatatttggcagttcttctacaaaggcgcgtactggcgccgtggccctgtcaccatgtccgcc+ STM1505 100 STM3833 64.762 STM1505 100
1611296 atggcagaagtaacaatcttagggcttggcaacctgctttgggcagatgaagggttcggcgtcagagcggcggaaaagctgtttgaacagtatgccgataacgagaaagttgacgttgttgatggcggtacgcaggggctggcgctgctgccctggctgcaacagaccgaaaaactgttaatcatggatgctatcgattttggtatggcgccaggttcgctggcgatgtttcgtgatgaacaggttcccgcctatc- STM1536 100 STM1789 65.686 STM1536 100
4699304 atgcaaaaccggctcactatcaaagacatcgcccgcctgagcggcgtagggaaatcaaccgtttcccgcgtgcttaacaatgaaagcggcgtaagcgaacgtacccgcgagcgtgtcgaagcggtgatgaatcaacacggtttctccccgtcccgctccgcccgcgcgatgcggggacaaagcgataaagtggtcgctattatcgtcactcgccttgattcgttgtctgaaaacctcgcggttcagaccatgctg- STM4455 100 STM3886 66.667 STM4455 100
2111455 atgcattatatccagcagccccaaaccattgaggccaacagtttcaccattattagcgacattattcgcgaaacgcgtcctgattaccgtttcgccagtccgctccatgaggccattatcaagcgggttattcataccaccgccgatttcgactggctggacattttgtggttctctgccgatgcgctggagcagctttgtgatgcgttacgccatccgtgcattatttataccgataccacgatggcgctgtccg- STM2033 100 STM2463 62.617 STM2033 100

8618 atgacggacaaattgacctcccttcgtcagttcaccaccgtagtggctgataccggagatatcgcggcaatgaaactgtatcagccgcaggatgctacaactaacccttctctcattcttaacgcagcgcaaatcccggaatatcgtaagctgattgacgatgctgtcgcctgggcgaaacagcagagcagcgaccgcgcgcagcaggttgttgacgcgaccgataagctggcggtgaatattggcctggagatc+ STM0007 100 STM2473 84 STM0007 100
1821707 atggctgatattctgctgctcgataacatcgactcgtttacctggaacctggcagatcagctacggaccaacggtcataacgtggtgatttaccgtaaccatattccggcgcagacgcttatcgatcgcctggcgacaatgaaaaatccggtgctaatgctctcccccggtccgggcgttcccagcgaggcaggctgtatgccggagctgctgacccgactacgcggcaagttaccgatcatcggcatttgtctg+ STM1724 100 STM0848 76 STM1724 100



2103707 atgaaacttgaacagcagcttcgacagttgtctttcagtggactggctgcagcgctattgctgatggttgtcccgcaacaggcgtttgcgatgcatatcatggagggctttttaccgccagtgtgggcgctggcctggtggctactgtttttaccctgcttgtggtatggactggtgcgcttacggcgtattgtgcaggaggataatcatcagaaggtactgctggcgctgtgcggcgcgtttatttttgtcctgt- STM2023 100 STM2851 63.107 STM2023 100
1824272 atgacaacacttctcaacccctactttggtgaattcggcggcatgtatgtgccgcagatcctgatgcctgcgctgaaccagcttgaagaggccttcgtcagcgcgcaaaaagatcctgaatttcaggcgcaattcgccgatctgctaaaaaactacgcgggacgccccaccgcgctgacgaaatgccagaacattaccgccggtacgcgtaccacgttgtatttaaagcgcgaagatttactgcacggcggcgcg+ STM1726 100 STM1726 100

75435 atgcggttaattggcccttcagacgcatcggtacgggtcattacgttcaacgggaaaaaattactgcctgaactgacgttagtcatattcagccgcagcgccttaccgtatgcaaaaggcacctcgaccagactgataagactgatatccatcggagggggagtgctgttcctcgggggggcgttttatctcttttgcttcaataggttggcttttttatgctgtagtgaggctggttgtggtccaatcgtatgtg+ STM0065 100 STM0142 52.941 STM0065 100
112908 atgccttttacacttggtcaacgctggatcagcgatacagaaagcgagctgggacttggaaccgttgttgcgatggatgcgcgaaccgtcaccttacttttcccgtccacgggggaaaaccgcctgtatgcgcgcagtgattctcccgtgacccgcgtcatgttcaaccctggcgatacgattacaagccatgaaggctggcagctacatatcgatgaagtaaaagaagaaaatggcctgcttgtttatgtcggc- STM0096 100 STM2479 73 STM0096 100

3503091 gtgtcgcaggacaacaattatagccagggccccgtccctctggctgcgcggaagggcgtgattccactgacgtttgtcatgttgggtttaacgtttttttccgccagtatgtggaccggagggacactcggcaccggtctttcttataatgatttcttcctcgcagttctcttcggtaatctcctcctcggtatctacactgcatttcttggttacatcggcgcaaaaaccggactctccacccacctccttgca+ STM3333 100 STM4564 60.577 STM3333 100
1139495 atgacttttaaaatgagcgaacaggcgcagacaattaaaattttcaatctgcgttcagatactaacgaatttattggtgcaggtgatgcgtatattccgccgcacacaggactaccggcaaactgtactgatatcgcccctcctgatattcccgccagtcatattgctatatttgacgctgaaacccagacatggagtttgcatgaggatcaccgcggcgagatggtttacgacacaacaaccggcaatcaggttt+ STM1050 100 STM0927 95 STM1050 100
1184383 atgacaattatgtcatcttgttggagatttacggattcgctaacaagcctatggcatactgcgttgatgaagattttattgattgaagataaccagaaaaccattgagtgggtacgtcagggactcacggaagcaggctatgtggttgattatgcctgtgatggacgagacggattacacctggcccttcaggaacattattcattgattattcttgatattatgctgccggggcttgatggatggcaggttttac- STM1096 100 STM4292 67 STM1096 100
1218954 atgtcactattagccaggctggaacaaagtgtacacgaaaacggtgggctgattgtctcatgccaaccggtaccaggcagccctatggataaacctgaaattgtggctgcaatggcacaggcagcggcttcggcgggtgcggtcgctgtgcgcattgaaggcattgagaatctgcggactgttcgtccccatctttctgttcctattattgggataattaaacgtgaccttacagggtcgccagtccgtatcactc- STM1129 100 STM3337 79 STM1129 100
1253091 atgtttggctatcgtagtaacgtgccaaaagtgcgcttaaccaccgatcgtctggtggtacgtttagtgcatgagcgtgatgcctggcgtctggccgattattacgcggaaaatcgtcattttttaaaaccctgggaaccggtccgtgatgaaagtcattgttatccttcaggatggcaggcgcgtctgggaatgatcggtgaatttcacaaacagggctccgccttctatttcgcgctacttgatccggaagaaa+ STM1167 100 STM3944 68 STM1167 100
1294199 atgattatttatttacacggttttgattcaaatagtccgggcaaccatgaaaaagtgttgcaattacagtttatcgacccggatgttcggctggtaagctacagtacgcggcatcctaagcacgatatgcagcatctgctgaaagaagtggacaaaatgttgcagttgaatgtggacgagcgccctttaatctgtggcgtggggctgggcggttactgggcggagcggattggctttttgtgcgatatccgtcagg+ STM1210 100 STM0236 62.857 STM1210 100
1352824 atgaaactcgatacccgattaacttcgtcagcacttactcttgcgcttgccgctgtggtcatcccgtttacggcggactggcaattgcctttgcttaacggcgtggtggtccgatggattgaaaacggacaagcgttatggttactgtttggggcgctatttaccgcctggtatatacggccactttcccgtcccgaaggggcaaagcagttttggctatgggctgttgtctggtgggtggtgctattgggtagaa+ STM1273 100 STM3909 90 STM1273 100
1243536 atgacgaagttgcctaagttctccgtggccttactgcacccgcgctattggttaacctggttgggtataggcgcgctttggttggtcgtgcaactcccctacccggtcatctataaattgggttgcgcattgggccacctggcgcgacgcgtaatgaaacgccgcgcaaaaatcgcctatcgcaaccttgaattatgctttccggaaatgagcgcgcaggaacgccacaccatggtggtcaaaaactttgaatcc- STM1155 100 STM2401 70 STM1155 100
1286074 atgtttttagtcgactcacactgccatcttgatggtctggattatcaatctttgcataaggacgtggacgatgtgctggcgaaagccgccgcgcgcgatgtgaagttctgtttagcggtggcgacgacgctgccggggtatcgccatatgcgcaagctggtgggcaagcgcgataatgtggtcttttcctgcggcgtgcatccgttaaatcaggatgaagcatatgacgtagaagaactgcgcctccttgctgcag+ STM1202 100 STM4564 64.762 STM1202 100
3690239 atggaaaccaaagatctgatcgtgataggcgggggcattaacggtgcaggcatcgcggctgatgccgccgggcgcggtttgtccgtactcatgctggaagcgcaggatttggcctgcgcaacctcttccgccagttcgaaacttatccacggcggcttacgctaccttgagcactacgagttccgtctggtcagcgaagcgctggcagaacgtgaagtgctgttgaaaatggcgccgcacatcgccttcccgatg+ STM3526 100 STM4089 66.346 STM3526 100
3722204 atgaaaccaacgtttatgcgctgggtggcgatcgccgctctgctggccggggggacgtttagcgcggtggccaatcctcccgtcgcgccgccagtctcctatggtgttgaagaagatgtctttcatcctgtgcgggcgacgcaagggatggtggcctcggtggatgcaatggcgacgcaggttggcgtggatatcttaaagcagggcggtaatgccgtggatgccgccgtcgccgtgggctatgcgctggctgtc- STM3551 100 STM2249 75 STM3551 100
4802734 atgaatacagcgaaacatgttctgtgctgcgcggcgatcgccagcgtactgatttccaccagcggtattgccgccagtcagttaagcgctcagggcgcgaacgcacagcagggcgggatgtcgctttctgcgctaaccggtctgctcagcagaggtgcccagtcgctcagcgccgataatatgaataatgccgccggtattttgcagtactgcgccaaacagaaactggcgtccgctaccaacgtggaaaacgtta- STM4542 100 STM0546 65.385 STM4542 100
4841973 atgcaccaggttatctctgcgaccaccaatcctgccaaaattcaggcaattctacaggcatttgaagagattttcggcgaaggatcgtgccatattacgcccgtcgccgtcgagagcggcgtaccggagcagcccttcggaagcgaggaaacgcgtgctggcgcacgaaatcgcgtggataatgcgcgacgcctgcatccacaagctgatttctgggtagccattgaagccggaattgacgatgacgccaccttca- STM4584 100 PSLT108 74.51 STM4584 100
1354784 atgcgaatccagtgtaagcgcgtctatttcccggcggaaaaagacgatggttatcgggtattggttgacaggctatggccgcgaggcattaaaaaagcagcgctggtctatgatgaatggaataaggccattacgccctccaccgaattgcgcaaagcctttcatagcgaactgattgattttaaccacttcgcgcagcaataccgggcagaacttgcgcaacagcatcaagaaggcaaacgtctggcggatattg- STM1277 100 STM1226 61.165 STM1277 100
4805539 ttgcgtctggcggttgacgtttttatcaacaagaaattgatcttaaccaacgccatcatgcctgtgcttcgtgttaaaaaggaagcctctgtcatagtggcggcgcatagaatgtcttttcggacaggacgagtcatgcaagaagagcaatcaattcaacgagcagtaacacggttatgtattcaatgcgggctgtttttattgcagcacggggcggaaagcgcactggttgatgagctttccacccgactcggt- STM4546 100 STM4011 56.311 STM4546 96.51
4843535 atggatcaggctggcataattcgcgacctgttaatctggctggaaggtcatctggatcagccgctgtcacttgacaatgtggcggcaaaagcaggctattccaagtggcacctgcagagaatgtttaaggacgtgacgggccacgccattggcgcttacatccgcgcccgtcgtttatcgaaatcagcagtggcgctgcgtttgaccgcgcgtccaattctggatattgctcttcagtaccgcttcgattctcagc- STM4586 100 STM1519 70 STM4586 100
316007 atggcaaacagtaatatgcaggcaaccgacgcggttgctcaggataccgcctccgcatccggtgaatttgatgcgttgctgaatcaggccttccgacccaagactacccaggcggcaaaagccgtggaagccgcggtgcagacgctggcgcaacaggcgctggcgaacacgatcaccgtcagcgatgacgcctataaaagcatcagcgctattattgcgcagatcgactttaaactgaccgaacagatcaaactg+ STM0274 100 STM4301 57 STM0274 100

2893611 atgctggagtttcataatgtccctttaaaaaccattttaagaagagctattatgtccctccctacaaattttaatgatattcttcgtttttttgaaaaagattacgatacagccaaagaagataatgctttaagtgcacgcggccaatttctgcaactttacccccttaatcacctaaaaaaaatgacgcttgatgactatgtcatcggcaaaggtacagcttcattttgtgcttgtgttgaagtaaaaaccaga+ STM2754 100 STM1855 55.446 STM2754 100
2922580 atgagactgagcccgcccgtcgctcctgtcgctatacagaccgctacgcgccttcgccgtcaactcgccgccggaagccaggttgacgcttctcacttctggcgagaagcaaactcgctcgcactgccgctggtgacagccattaacggcgcagacgatgaacgggaagtcaccttcctgtggcgtgccgcctctcctctgcggggggtttatgttcgcctgaaccgtgtcaccgataaagataacgtggcgaaa+ STM2775 100 STM0586 68.317 STM2775 100
4829596 atgccagcagtgactaaacttccattattattactcagcgtcccctttgttttttcaacactcttttcacaggctaacgctgccggcatggtaccggaaactacgctactggtgattgaagaatccacacacagcggcgtaatgaatgttaaaaacaccgacagcaatccggctttgttatataccaccgtcgttgatttacctgacgacaatggtgtgaaactggatgtcactcaaccagttgttcgcgttgaag- STM4573 100 STM2112 59 STM4573 100
318168 atgaacagaccttcattcaatgaagcgtggttagcttttaggaaggtgaatcattccgtcgctgatgtgggtagcattattggtggaaacgttgggaaaaatataactggtggttattttcaaaatgcctgccctattcgaatgagctatgttttgaatgcgacagggttcccaatagcccgtaactctccgtatgcaaaggttagtggtgccgataataaattctatatttatcgcgtgaatgatatgattgatt+ STM0277 100 STM0757 88 STM0277 100
342721 gtggttattcaaatgaaaagcataaaaaaattgattatcgcaagtgcgttgagcatgatggctgctagttgttatgctggctcatttttgccgaactcagagcaacaaaaatcagtggatattgtgttttcctctccccaagatttaaccgtatcgcttattccagtgtcgggcttaaaggctgggaaaaatgctcctagcgcgaaaattgcgaagcttgtagttaattctactactcttaaagaattcggggtca+ STM0299 100 STM0972 58.654 STM0299 100

2925769 atgggtatgagagttaagaagttcatctggttaataaccgtggtttctacaggggttaatagtccattatcagcagcagaatctactgacgacaacggcgaaacgatggtggttgaatccaccgccgagcaagtattaaagcaacagccgggcgtttcgattattactcgtgacgatattcaaaagaatcctcccgttaacgatcttgccgatattattcgtaagatgcctggggttaatcttaccggcaatagc- STM2777 100 STM0585 83 STM2777 100
4217415 atgatggcgatgttacgcaaattttcgatcacaactttgcctcaggcattagaaatagcgcgttattgtacacggattaatcgcactacaaaacaggatcacaaacatcctccgcaaacaagtattgcagagtctctttgtgatcgctttcacggagcgttaaaagggtggcttgcgttctgttgcaccaatgtggtgcttaatgttcacattaaagcactattttggtgcaacatagtcaccgtggtgcagccct- STM4008 100 STM2272 70 STM4008 100
1193964 atgaaaaatgctttcaaagacgcgttaaaagcggggcgtccgcaaatcggtttgtggctggggcttgccaacagttacagcgctgaactgttagcgggcgccggcttcgactggctactgatcgacggtgaacacgcgccaaacaacgtgcagacggtgttgacccagttgcaggcgattgcgccttatcccagccagccggtggtgcgtccgtcatggaacgatccggtacagattaagcaactgctcgacgtcg+ STM1106 100 STM2289 72.277 STM1106 100
2522040 atgcaaaacccctataccgtggccgactatttgctggacagactggcaggatgcggcattggccatctttttggcgtaccgggcgattataacttgcagtttcttgaccatgtgattgaccacccgaccctgcgttgggtgggatgcgccaatgagctgaacgccgcttatgccgcggacggctatgcgcgcatgtcgggcgctggagcgctactcaccacctttggcgtgggagaacttagcgctattaacggt- STM2405 100 STM0994 62.136 STM2405 100
2560231 gtgacacatcgccattatgccattttttccgctacatcgcgtcagatattggctgaatcagatgtttgcgccataatcttggtttttccacccgaaaaggcaacgaataccatggaaatacgcgtttttcgccaggaagatttcgaagaggtgatcaccctctgggagcgttgcgacctgctgcgtccatggaacgatcctgaaatggatattgaacgcaaggtgaatcacgatgtcagcttgttcctcgttgcgg- STM2449 100 STM0951 60 STM2449 100
2605639 ttgttgtatgcaggttttttttatggtttccttaagattacctcaccgctcaaaggaataactggtttgacaccgtcatcacaacactatttggttatcactgcgctgggcgccgacaggcccggtattgtgaataccattactcgccatgtcagcagttgcggctgtaatatcgaagacagccgactggcgatgctgggcgatgaattcacgtttattatgctgttgtccggcacgtggaacgcgattaccttga+ STM2490 100 STM3791 89 STM2490 100
1050756 atgtccacctatacccgtcccgtcatgcttttgctgtgcgggctacttttgttgactctggccattgcggtactgaatacgcttgtgccgctgtggcttgctcaggcaaaccttccgacctggcaggtggggatggtcagctcgtcttattttaccggcaatctggtcgggacgttatttaccgggtatttaattaaacgcattgggtttaaccgtagctattatcttgcctcgctgatcttcgccgcgggttgt+ STM0968 100 STM1901 58.824 STM0968 100
1080209 atgtcattgacaaatattgaacaagtgatgccggttaagctggcgcaggcgctggcgaatccgttatttccggcgctggatagcgcattacgttcgggccgccacatcgggctggacgaactggataatcatgcctttctgatggattttcaggaatacctggaagagttttacgcgcgttataacgtggagttgattcgcgcgccggaggggttcttctacctgcgtccgcgttctaccacgcttattccgcgct+ STM0993 100 STM1378 60.396 STM0993 100
4224853 atgaataagcgatttaatattgattgggacaatgaattaacccaggaacagctcattaatttgattttaaccgatgaagatctgccaaagcttcgctcactgaccattggtaactggggtgattgttgggaagacgaaacctgccagcctattattgatatgattgtggagaacgcctcccgctttactcacctggaatcactgtttatcggtgatatggagagcgaagactgcgagatctcctggattaaacaag- STM4015 100 STM0429 60.784 STM4015 88.16
2684316 atgctgcaaaacattcgaattgtgctggtggaaacctcccacaccggcaatatgggctctgtggctcgcgctatgaaaaccatgggcttaactaacctgtggctggtaaacccgttggtgaaaccggactcccaggccatcgccctggcggcaggcgccagcgatgtgatcggtaatgcgcagatcgtcgatacgctggatgaagcgttggctggctgtagcctggtggtcggcaccagcgcccgttcccgcactt- STM2545 100 STM4600 67.327 STM2545 100
2734729 atgattaaattaattctttcagcacccgtgccagcaatggccgtggcttttgaacattcttttcagaataccgaaaatgtggaaattatccccggaccgtttgaaaccataccggaatttgactgcatggtcagtgcggccaacagctttggtcttatggatggtggtgtggatgctgctattacggcatatttcgggccgcaattacaggaacgggtacagcaacatatcctccgtgaatatctgggagaacagc- STM2587 100 STM1868 96 STM2587 100
4289399 atgactgttattttatttggaataatcagggggttaatgatgcacgttacgctggttgaaattaacgttcatgatgacaaggttgaacaatttatcgatgtttttcggcagaatcatctgggctcaattaaagagccgggtaacttgcgttttgatgttctgcaggatccgcaggtgcttacgcgattttatatttatgaagcctacgttgatgaacaggccgtcgcttttcacaagacaacgccacactacaaaa+ STM4079 100 STM4571 50 STM4079 100
4335042 atgcaatccacattactccagactaaacccgcgtttagctggaaagccctgggctgggcactgctctacttttggttcttttccaccctcctgcaggccattatttatctcaccggatacagcgggacaaacggtctgcgggattcgctactgtacagctcactgtggctgatcccggtctttctgtttccaggccgcatccgggttattgctgccgttattggcgtcgtactctgggccgcctcgctggcggcg- STM4118 100 STM1909 61 STM4118 100
4556384 atgccatgtaagcctgatcagcgtagcgtcatcaggcgaaatatttcaggagctattgctatgctttcccgtgctgttttgccgcgtatcctcggcgcactgttttactactcccctgagaggccggaggtgaaagcgttgttcgattgtttgccaacgttgcctgagctttacccctggcgcgatcgtggatctattgaatcactgtgtgcgtcatggtcgctaccggatgatgatgcgcttacatggcaatttt+ STM4308 100 STM0285 63.462 STM4308 100
3084028 atggacaatttttcacttttaacaacgccctggctccccgtccgtttcaaagacggttccacgggcaagctggcccccgtcgatctggcggatgaaaacgtggtggacatcgccgcaacgcgagcagatttacagggagcggcttggcagtttctgttgggattgctgcaatgcagtatcgcgccgaaaagatacaaaaattgggaggatatctggtttgatggattgcatgccgatgtgctccataaggcatta- STM2943 100 STM2459 62.5 STM2943 100
2620798 atgaaactaaataaaacttatataaatatcagagataaatggtggggactaccgctcattctcccttcgattttactgcctgttttaagtagcgcaaatacttatgcgcttaccagcactggaaatgtggttcttttttacctgccgttagcttttatgcttagcctgatgctctttttcggctgggcagcactgccgggcattgtgcttgctatcttctggcgcagatacccgcagacagggctgtatgaaacc- STM2503 100 STM2410 70 STM2503 100
2699867 atgagttctgtcaaaaagatcgggctatttgcctgtactggcgtcgttgccggtaatatgatggggagcgggattgcattattacccgccaaccttgccagtattggtggcattgccatctggggctgggtaatttctattattggggcaatgtcgctggcttatgtttatgcgaggctggcaaccaaaaaccctcaacagggtggccctatcgcttatgctggggaaatatctccggcgtttggtttccagacc+ STM2558 100 STM4294 68.932 STM2558 100

STM2590 100 STM2591 100 STM2590 100
4279743 ttgcaggttgataaaacgagctttactccgctttataagcaactattttttatcatctgtcagcagatccagaacgggtctttgcctttgggtagccaactaccgacgcaaaaagagattgccagatcctacaacgtctcgctgattgtggttaaacaggcctggagcgaattaatcaatgcgggcattatttcctcccagcgcggaagtggttcggtggtgtgctcggtgccggaaggcgtgagctacgggcaca+ STM4068 100 STM2449 63.303 STM4068 100
4328715 atgactaaaattattgcagtaaccgcgtgtccttctggtgttgcgcatacctatatggcggctgaagcgctggaaagcgcagccaaagcgaaaggttgggatgtaaaagtggagactcagggctcgattgggctggaaaatgaactgacggcagaggatgtggcgagcgccgatatggtgattttgactaaagatatcggcatcaagttcgaagagcggtttgcgggtaaaactatcgttcgcgtcaatatcagcg+ STM4113 100 STM3858 71.429 STM4113 100
3002476 atgcgttttgttgacgagtaccgtgcgccggaacaggtaatgcagctcattgaacacctgcgtgaacgcgccgcccttcttccttacactgccgaacgaccgctgcgcattatggaagtctgcgggggtcatacccacgcgatttttaaatttggtctcgatcagttactgcccgaaaacgtggagtttattcacggccccggttgtccggtctgcgtgctgccaatgggacgcatcgacagttgcgtggaaatc+ STM2857 100 STM0956 63.393 STM2857 100
4736564 atgatccgcggtgatggcggaaaattgtacgatgacttcagagacaagcaggttgttgctatcggctggtcgcagctcgctccctatgtgaaaccgggatgctcaagagagcagttgtttacccggtatcaggagcttgagccacagactaagtcaggcacagttcgttccggtgcttcgcaggtctggcgctttgtgaacgagatgcagaaaggtgactgggctatcacttattcaccttctaatcggacttat+ STM4490 100 STM3952 58 STM4490 100
4770464 atggttcatgctcagagcgcttcacctcgccatcccatttttacggcgcttttcggtatgatggtattgacgctggggatgggagttggccgctttctgtatacgcccatgctgccggtaatgctggcggaaaagcagctaacgtttaaccaactctcctggattgccagcgccaattatgcagggtacctggcgggaagcttactgttttcctttggcctttttcatctcccctctcgtctacgccccatgctg- STM4515 100 STM1041 58.654 STM4515 100
2130998 atggaaagacaaccgacaacggatcgcatgattcaggaatacgtgccggggaaacaggtcactctcgcgcacctgattgctaatccagggaaagatctctttaagaagctgggcctgcaggatgcagtgtccgccattggcatccttaccatcacgccgagcgaagcatcgattatcgcctgcgatatcgccaccaaatccggcgcggtggaaattggttttctcgatcgctttaccggtgccgtggtgctgaccg+ STM2055 100 STM2470 74 STM2055 100
1351768 atgcggcaaattccacaaaatcatattcatacacgttccacgccattctggaacaaagagacggcgcctgccggaattttcgaacgccaccttgataagggaacgcgacccgacgtttatcctcgtctctcggtgatgcagggggcggtcaaatatctcggatacgctgatgaacattgctctgagccggaagagatcatggtgatcaatgccggcgagtttggcgtgtttcctccggaaaagtggcacaatattg+ STM1271 100 STM0796 62.5 STM1271 100
1560928 gtgcaacaatttgaatggatacacggcgcctggcttgggctggcaataatgctggaaatcgcggctaacgttctgttgaaattttcggacggctttcgccgtaaatgctatggcatcttatcgcttgccgctgttctggccgccttcagcgcgctttcccaggcggtaaaagggatagacctgtcggtggcgtatgcgctatggggcggttttggtattgccgctacgctggcggcgggctgggtgctcttcggcc+ STM1483 100 STM1482 58 STM1483 100



1322740 gtgatagaatacgccgccttgaagttcaatgtcgcgagtattccaatgtcagaaagcccaaaaaaagtgatcgtcggcatgtccggcggtgtcgattcctccgtttccgcctggctgttgcaacaacagggttatcaggtagaaggcctgttcatgaagaactgggaagaggacgatggtgaggaatactgtaccgcggcagccgatctggctgacgcgcaggccgtgtgcgacaagcttggcattgaactgcat- STM1234 100 STM1234 100
1297186 atgacaacggataccacgagttgcgcgaagaaaagccgtggccgaccaaaagtgttcgacagggaagccgcgcttgataaggccatgactctcttctggcagcacggctatgaagcaacttcgcttgccgatctcgtagaggctaccggggcgaaagcgcctactctctatgcggaattcactaacaaaaaaggattatttcgcgctgtcctggatcgctacatcactcgctttgcctcaaaacacgaagcccagc- STM1213 100 STM2451 59.223 STM1213 100
3635028 atgaaccctatgcaaaagaaaaaacttatttctatcgctatcgctttaacgctacaaagttattacattccggccatcgccgcagaaaataacgatgatgaaaaagaatgtcccagtaatatctcctccctgcctaaagaaaaacgcgcaaaactctcaccgacctgccttgctacacctgaaaatgataatcactggggctgggttgctggcggcgttgctgcattggtcgcaggtgtggctattggcgttgaa+ STM3478 100 STM2513 71.698 STM3478 93.76
2034567 atgatgatgcaaaagaaaacctgggccgttttattgataccattgtgcctcaccgcttgccaccagacgacctaccgatcaacagccaaagatgaaattttcacagggagctatattgacccgacaaaaacacgctttccgttagcggattattcacagtcggttgataaatggatacctccggactcggctgattacactattccggttattgataatgctacccaacaacgctactttaacgcactaaaatct- STM1940 100 STM1197 63.107 STM1940 100
4659374 atgtctaaacatcaaactcaactttccttactgcaggatgatatccgcagtcgctatgacagccttagcaaacgtcttaaacaagttgctcagtatattctggataacagtaatagcgttgcttttgacacggtagcttccatcgcgcaacatgccgatgttcccccttcgacactgattcgttttgctaatgcgtttggttttagcggatttaatgaaatgaaacaggtatttcgccagcacctgatggaggaaa+ STM4417 100 PSLT081 72 STM4417 100
4679211 atgaaagaaatgcaggcaacgctgccccagacattttatataaaaccaggtaagtttatctggagctacctgggaacatttttatttatgttgggcggctgtattgagaacagctggttatctgcctggttaaatacgcaggggtttgatcaggcgcatatcgggcagatttttgccgggtatgggattgtggtcgcgattacctcctggctatccggcgtctgtgtggacgtttttggtcctaaaaaggtgatg+ STM4434 100 STM2207 65.094 STM4434 100
4728994 atggaagtaaaaactcaatcctgcgttgttgcgggtaagcgtgctgttgccgttacggaacaaaatattgaatggaataataaaggaactctcgtacaaattacccgtggcggcatttgtgggtctgacttacattattatcaggaaggcaaagtcggcaattttacagtaaaagcgccaatgattttaggtcatgaagtgattggcaaaatcgttcatagcgactcagatttattacgtgaaggacaaccggta- STM4484 100 STM0067 62.264 STM4484 100
4662753 atgtctcagagaagtaagtacaattcggcctatgtgtacgtcctgtgttgtattgcggcgctggctggattgatgtttggttattcaacggcggtgattaccggagtggtattgcctttacagcagtattaccaactgacgccaaccgagaccggatgggccgtttccagtatcgtgattggttgtatcatcggcgcgctggtcggtggaaaaattgccgataaactggggcgtaaacctgcgcttctgatcatt+ STM4419 100 STM4418 69 STM4419 100
4681124 atgaaaattgcttttgatgtcgatgttattaaacatttacccattacccaaatggtacggcaggtttccgagtgggggtataaatatattgagcagtcgccgcacccgcgtattaatccgttttataaacaccctaaagctggtcgcgataccatgcaggaatataaacgcgccttgcagaactacggtgtggaaatctcgtcatttattgtggtttatcgttggtccggccccgatgaagagcgtcggcgcgccg+ STM4436 100 STM4436 100
4730788 atgacgataataaaaagctatgccgccaaagaggcgggcggcgagctcgaactctatgaatatgacgcgggagaactccaaccggaagatgtcgaggtacgggtcgactactgcgggatctgccattccgatctgtcaatgatcgacaatgaatgggggttctctcaataccctctggttgccggacatgaggtcatcggtcgggtggccgcactcggcagcgcggcacaggataaggggctaaaagtcggccag- STM4486 100 STM1229 63.462 STM4486 100
2454925 atgaacgtaaccgaaatcacccaactggcgcgcgatattcgcgtcgccacgctcaaatccttaaaccatcttggctttggtcactatggcggcagcatgtcggtagtggagactctggcggttctgtacggcgcggtgatgaaaatcgaccctgccgacccggactggccggaacgcgattacttcgtactgtcgaaaggccatgcgggccccgcgttgtacagtaccctggcgattaaaggctatttcccgcgcg- STM2341 100 STM2154 65.049 STM2341 100
2022067 atgggaacaatgcatacatccgagttgctaaaacacatttatgacatcaatttgtcatatttactccttgcacagcgtttgatcgtccaggacaaagcatctgcgatgttccgcctcggtatcaacgaagagatggcaaacacactgggcgcgttgaccctgccgcagatggtcaaactggcggagacgaaccagttagtttgtcatttccggtttgacgatcatcagacgatcacccgtttgactcaggattcgc- STM1925 100 STM2941 62.5 STM1925 100
1421194 atgcaaaactcgcttcttaatactcacgttacgacgattgatggagaggtcactacacttgaaaaatacgccggaaaagtgctgctcattgtaaacgtcgcctccagatgtggcctgacgccgcaatatgaacagttggaaaatatccaaaaggcgtgggcagatcaggggtttgtcgtgttgggttttccctgcaaccagtttatggggcaggagccaggcagcgaagaggagattaaaacctattgtgccagca+ STM1341 100 STM4232 50 STM1341 100
2159124 atgaaaatcacgatatccgggacgggttatgttggcttgtctaatggtttgcttattgcacaacatcatgatgtggtggcgttagacattgttccttcccgtgttgaactgttaaatgatcggatatctccgattgttgataaagaaattcagcaatttttaaaggaagataacatcagattcagggcaacgctggataagtttgatgcgtaccagaatgcagattacgtcatcattgctacgcctacggattac- STM2080 100 STM4057 90 STM2080 100
4042371 atgtcactgacgcgccttttaatcaaagacttccgcaacatagaaaatgcggatctcgctttatcccccggctttaacttcctggttggcgccaacggcagcggcaaaaccagcgtgctggaagctatctatacgcttggccatggtcgggcgtttcgcagtttgcagcctggccgcgtgattcgtcatgagcaggaagcgtttgttcttcacgggcgattacagagcgaagagcgtgagacgtcgattggctta- STM3836 100 STM2334 63.725 STM3836 100
2714543 atgccgcccgctttcattaccggagttacctctttgtctgatgtcgaattagatcacgaatactggatgcgccacgcgctgacgctggcgaaacgcgcctgggacgaacgcgaggtcccggttggcgcggtattggtgcataaccatcgcgtcattggcgaaggctggaatcgacccattggccgccacgatcctactgcgcatgctgaaataatggcgctgcgtcagggcggtctggtattgcagaattatcggt- STM2568 100 STM0530 57.798 STM2568 100
242760 atgaaaatcggcatcattggcgcaatggaagaagaagttacgctgctgcgtgacaaaattgacaaccgtcagacgattacgctgggcggctgcgaaatttacactggccagttgaacggcaccgaagtggcgttgctgaaatccggtatcggtaaagtcgcggcggcgctgggcgcaacgttgcttctggagcactgcaagccggacgtgatcatcaataccggttccgcaggcggtctggcgtccacgctgaagg- STM0207 100 STM1387 92.308 STM0207 100
149960 atgcgtttatctctcccccgtctgagaatgccgcgcgtaccaggctttggcctcctggcctggctgtttgcggcgcttaaaggctgggtgatggcttcgcgcgataaagacgccgacagtctgatcatgtatgaccgcacgctgctatggctgaccttcgggctggcggcgattggttttgtcatggtgacgtcggcctccatgccagtcgggcagcgcctggcgaacgatccgtttttgtttgccaaacgtgat+ STM0127 100 STM0639 62.617 STM0127 100
126670 gtgttaaaaaaatatcttccacttttactcctgtgcgcggcgcctgctttcgccaaacccgttctcaccgtctatacctacgactcgttcgccgccgactgggggccaggcccggcggtgaaaaaagcgtttgaagccgattgcaactgcgagctgaaactggtggcgctggaggatggcgtttcgctgctcaaccgcctgcggatggaggggaagaacagcaaagccgatgtggtgttggggctggacaacaat- STM0108 100 STM2641 63.725 STM0108 100

2496594 gtggataaaattttcgtcgatgaagcagtaagtgaactgcataccattcaggacatgttgcgctgggcggtaagccgctttagcgcggcgaatatctggtatggacacggtaccgataacccgtgggatgaagcggtacaactggtgttgccgtctctttatctgccgctggatattccggaagatatgcggaccgcgcggctgacgtccagcgaaaaacaccgcattgtcgagcgagtgattcgtcgcattaac- STM2385 100 STM1775 63 STM2385 100
1402202 atgggttttatcatgacggcggaaggacatcttcttttttctatagccagcgcggttttcgccaagaatgccgagttaacgcccgtccttgcgcacggcgactggtggcatattattccttcggctattttgacctgtctgctgccggatatcgaccaccccaaatcttttcttggtcagcgcctgaaatgggtatcgaaaccgatcgcccgcgcgttcggtcaccgggggtttacccatagtctgctggcggtct- STM1321 100 STM0545 62.5 STM1321 100
2065326 atgatgaagacagaagccacggtttctcagcccaccgcgccagccggatcgccgctcatgcaggtgagcggcgcattaattggcattattgcgctcattctggcggcggcctgggtgattaagcgtatgggattcgcgccaaaaggaaatagcgtccggggactgaaggtgtcagccagcgcctcgcttggcccgcgcgaacgcgtggtgattgtcgaggtcgaaaatgcgcgcctggtactgggcgtgaccgcct+ STM1978 100 STM3459 86.275 STM1978 100
2241845 atgcagcctgacctgcactgccgcacgcttgcggcgcatacgttaaaacactttcgcgcgctctccccgcttacgcactgtatgacgaatgacgtcgtacaaacgtttaccgccaatacgttgctggcgctgggcgcttcacccgccatggtgattgatcctgtcgaggccagaccgtttgccgccatcgccaacgccttgctgattaatgtcggaacattaactgcctcacgcgctgacgcgatgcgtgcggcgg- STM2147 100 STM2147 100
1545403 atggtaacggtacgccgcgagaaagattcaatgggcgcgattgaagtcccggcagataaactgtggggggcgcagactcaacgttcgctggagcattttcggatttccacggagaaaatgcccgtctcgctcattcacgctctggcgttgaccaagcgcgccgctgcgaaggtcaaccaggacttagggttgttggcggcggaaaaagccagcgcgattatccaggcggctgatgaagtgctggcgggaaaacat+ STM1469 100 STM4326 65 STM1469 100
2170898 atgacctttttgaaagaatatgtaattgtcagtggggcttccggctttattggtaagcatttactcgaagcgctaaaaaaatcggggatttcagttgtcgcaatcactcgagatgtaataaaaaataatagtaatgcattagctaatgttagatggtgcagttgggataatatcgaattattagtcgaggagttatcaattgattctgcattaattggtatcattcatttggcaacagaatatgggcataaaacat- STM2089 100 STM0030 62.5 STM2089 100
2175669 gtgatgattgtgattaaaacagcaataccagatgtcttgatcttagagcctaaagtttttggcgatgagaggggattcttttttgaaagttataaccagcagacctttgaagagttgattggacgtaaagttacatttgttcaagataatcattcaaaatccaaaaagaacgtactcagagggctacattttcagagaggagaaaatgcacaggggaagttagttcgttgtgctgtcggtgaggtttttgatgttg- STM2094 100 STM1236 55.446 STM2094 100
4059905 atgtcccaaatcgaagcagtgttttttgactgtgacggcacgctggtcgacagtgaagtgatttgctcgcgcgcctatgtcactatgttccggcagttcggcattacgcttgagctcacggaagtattcagacgctttaaaggcgtaaagctctacgaaattatcgataccatcagtaaagagcatggcgttgcgctggcaaaggcggagctggaacccgtgtaccgcgcggaagtggcgcgcctgttcgataccg+ STM3852 100 STM3242 52.885 STM3852 100
257001 atggctaccaatgcaaaacccgtctataaacgcattctgcttaaattaagcggcgaagctctgcagggtacggaaggcttcggtattgatgcaagcatactggatcgtatggctcaggagatcaaagaactggttgaactgggtattcaggttggtgtggtgattggcggtggtaacctgttccgtggcgcgggtctggcaaaagcggggatgaaccgcgttgtgggcgaccacatgggcatgttggccaccgtca+ STM0218 100 STM2829 62.5 STM0218 100
476492 atgagttttgatatagccaaataccctaccctggcattggtcgactccacccaggagttacgactgttaccgaaagagagtctgccgaaactctgcgacgagctacgccgctacttactcgacagcgtaagccgttccagcgggcatttcgcttccgggctgggcacggtagaacttaccgtggcgctgcattatgtctacaacaccccgtttgaccagctaatctgggatgttggacaccaggcttatccacat- STM0422 100 STM0422 100
161394 atgctaatcaaattattaaccaaagtattcggtagccgtaacgatcgtacgctgcgtcgtatgcgtaaggccgtcagccttattaatgcgatggaaccggagatggaaaaactctccgatgacgaactgaaagcgaaaaccaacgaatttcgcgcccgtattgaaaaaggcgaaagcgtagagagcctgattccggaagcgttcgcggtggtgcgtgaagccagtaaacgcgtctttgggatgcgtcacttcgac+ STM0136 100 STM1776 63.551 STM0136 100

2430352 atggaattcgctttttatatctgtggcctgatagccatcctcgcgaccctgcgagtgatcacccataccaatccggtacacgcgctgttgtatctggtgatatcgctactggcgatttccggggtgttcttttcgctgggcgcttactttgccggtgcgctggaaattatcgtctacgcaggcgccatcatggtgctgtttgtgttcgtggtgatgatgctcaacctcggcggcagcgaaatcgaacaggaacgcc- STM2320 100 STM0591 64 STM2320 100
1142581 gtgtaccattttatgatagttaacctttaccaagataattattcaggctaccgccaacatgggggggcggaggttcaaatcctctcgtgccgaccaaaattccccttaaaaaccagcctgtcagggctgttttttttatggctcaatttcctacggggaagctatggggtgaaactggggaataaagccgtcgagattcgacgcaatttgcgattgattcatcagtttgctcactgctcagtttcggaattcatca- STM1054 100 STM0554 57 STM1054 100
1108337 atggcccgacctaaaacacaaagcgaacggatgattattcttgagcggattatcggtctggtgaaagagcaggggcgcatcacgacgaacgacgtcgttgcgatttttggcgtgcaccgaaccacggcggagaaatatctgcgtatcgcgctggagcgaggcggcttcattcgtcatggccgctgcggcattttccgagaccagcgtgcggtgattgattatgacctcaggcgatacagcagtagtcaggtaacgg+ STM1016 100 STM2624 100 STM1016 100
563163 atgacagaacgtagcatgttgcttgagttaaagcaggtcggttaccggactgcgacgacaaaaatagtgaataacatcagttttacgctgcaacgcggcgaatttaagttaattaccggtccttctggctgcggaaaaagtacgttgttgaaaatggtggcctcgttaataagccctgatatcggcgtgattctttttgaggggcaggatattactactctgagtccggaagcctatcgccagcaggtttcttatt+ STM0502 100 STM0878 82 STM0502 100
553461 atggccatgagtgaaccaacccagccgttagccggcgcgcccgcagcggccgctaaagcacgtacttcgtttggtattttgggcgcgatcagtctttcccatctgctgaacgatatgatccagtcgctaatcttagccatttatcccctgttgcaggcggagttctcgctgaccttcgtccagataggtttgatcaccctgacgttccagctcgcctcatcgctgctgcaaccggtcgtcggctactggacggat- STM0493 100 STM3764 68 STM0493 100

4583244 atgacgactaaacgcaaaccctatgtgcggccgatgacgtccacctggtggaaaaaactgccgttttatcgcttttatatgctgcgcgaaggcacagcggtgccggcagtctggttcagtattgaactgattttcggtctgtttgcgctcaaacacggcgcggaatcctggatgggattcgtcggctttttacaaaacccggtggtggtgatcttaaacctgatcaccctggcggccgcgctgctgcacaccaaaa- STM4341 100 STM2515 57.547 STM4341 100
2757517 atgatttccggagagcgcagggcgaataatgccaacagagccataactaacgggctgatagcgcttcatattcccgtaccgcttaccaccgtgcagtgggctgatgagtattactatctgccaaaagagtcctcctacacccccggcaaatgggaaacgctgccgtttcaggtagcgataatgaacgcgatggggtatgaactgatccgcgttgtaaacctcattaagtctgcccgcgtgggctataccaaaatg- STM2608 100 STM2608 100
1111376 atggctaaattaccgcgccgtaagtgcgcaaacaaagaatgccgccagtggtttcacccgatacgcgaggggcagatcgtttgctcgtaccagtgcgccagcgccgtcggcaaagaacagaccagaaaagctcgcgaagccgcgcaacgtaaggcgcaatcccttcagcgcgccgctgagaaaaaagaacgcgccgcctggcgccagcggaaagccgcggttaagccgctgaaacactggattgacttgacgcagc+ STM1021 100 STM2619 100 STM1021 100
3350042 atgcaaatgaagaaattgctccccatccttatcggcctgagcctgtcggggttcagcacactaagccaggcagagaacctgatgcaagtttatcagcaagcacgcctgagcaacccggaattgcgtaaatccgctgccgatcgcgatgctgcattcgaaaaaattaacgaagcgcgtagtcctttactgccgcaactgggtttaggtgccgactacacctacagcaacggttatcgcgatgcgaacggtatcaac+ STM3186 100 STM0870 61.905 STM3186 100
3386084 atgaaagcactaaaccgagaggtcattgactactttaaagagcatgtaaatccaggatttctggaataccggaaatctgttaccgccggcggggattacggagccgtagagtggcaagcgggcagtttgaatacgcttgtcgacacccaggggcaggagtttatcgactgtcttggggggtttggcatctttaacgtggggcaccgtaatcctgttgtggtatccgccgtccagaatcaactcgcaaaacaacct+ STM3218 100 STM0793 78 STM3218 100
3431358 atgaaatcagtggttattcacgctgagggagacgtgcgcgttgaagaacgtcccttaccacaactgcaagccgaggacgatgtgttggtcaaggtcgttagctcagggctttgcgggtcggatatcccgcgtattttcgcgcagggcgcccattattatcctattacgttaggtcatgaattcagcggctacgttgaatcctacggcacaggcgtaacggatatgcagcccggcgatgccgtcgcttgtgtcccg+ STM3261 100 STM1542 63.81 STM3261 100
2403672 gtgctggcatttaccctacgctttattaaaaacaaacgctatttcgcgattctggcgggggcgttggttattatcgccgggttgacctcacaacatgcctggagtggtaacggtctaccgcagattaacggtaaagcgctggcggcgctggcgaagcagcatccggtagtcgtgttattccgccatgccgagcggtgcgatcgttccgataatacctgcctgtcagacagcacggggattacggtcaagggtgcgc- STM2296 100 STM3789 63.462 STM2296 100
2541016 atggaaccaatcgaacaacaactgacagaactgcgaaccacgcttcgccatcatgaatatctgtatcatgtgatggatgcgccagagattcccgacgccgaatatgaccgcctgatgcgggaactgcgagagctggaggcgcaacgtccggaccttatcacgccggattcgcccacgcagcgcgttggcgcggcgccgctgacggcattcaaccagattcgccatgaagtaccgatgctgtcgctcgataacgta- STM2427 100 STM3406 64.078 STM2427 100
581016 atgaaactgggatttattggcctgggaattatgggctctccaatggctatcaatttggcacgcgccggtcatcaattacacgttacgactattggtccggtcgcggacgaactgctctcgctgggggcggtaaatgttgagactgcacgtcaggtaactgaatttgcagacattatcttcataatggtgccggatacaccgcaggttgaagacgtgttatttggcgaacacggttgcgctaaaacatcgcttcagg+ STM0519 100 STM3248 67 STM0519 100
32119 atgtattatcacgcgttaaaactttcccgactggcgatgttgacgttggcaggcgttgccgtatccgcctcggcaatcgccgccgattctgccccgacgtcgcaaattggtccgacggcggaagcctacatcgtcagtcatccggataaagtgggagaggtcgtggcaacgtatttggccgaacatccggaatttttggtcgccgccagcgagacgttgcatcagcgtcagcagattgcgcaacaacaggcgtatg+ STM0028 100 STM1139 67 STM0028 72.18

2747779 atgatgggaacaccaaacccactggtaaaaacgaaaggcgccggaaccacattctggctgtataccggcagcggcgatgcgtttaaaaatccactggctgatgatgactggctgcgactggcaggtattaaggatctgcagcccggagaaatgagtgcagatgcggaagacgatgactatcttgatgatgaaaatgccgactggaaaagcactacgcaggggcagaaaagcgtcggtgacaccacggccacgctgg- STM2597 100 STM0916 90 STM2597 100
2760192 atgaatgacaagactcctgaattctgggctgcggttttgaccggactcaaaaatgcgtggccccagatacttggggcgttaatggccggactcattgcctacggccgactgatatacgacggcgccacccgtaaaaataaatggcttgagggcgtcctgtgtggcgctctttccttatgtgtcaccagtgcgcttgatgtggtaggcctgccggtttccatttcgcctttcgttggcggaattattggctttgtcg- STM1027 100 STM2613 100 STM2613 100
2794010 atgttgtcaaaatttaagcgtaataaacatcaacaacaccttgcccaactccctaagatttctcagtcagttgatgatgtagatttcttttatactcctgctacttttcgggagacactgctggagaaaatcgccagcgcgacgcagcgtatttgtatcgttgccctgtatctggaacaggacgatgggggtaaaggtatactcgacgcgctctatgcggctaaacggcagcgtcctgaactggacgtgagggtg+ STM2652 100 STM4410 62.857 STM2652 100
3371391 ttgatgagcgatatgcactcgctgctgatagcggcaattttgggtgtggtcgaaggattgacggagtttttgccggtatccagcacgggccatatgattattgtgggtcatctgctggggtttgaaggcgatacggccaagacattcgaagtggtgattcaacttggatctattctggcggtcgtggtgatgttctggcggcggttgtttggtctcatcggtattcactttggccgcccgctacagcgtgaaggtg- STM3205 100 STM3799 66.346 STM3205 100
3755648 gtgagccagcattacggaaaaacggtcgcgctgaacaatatcacgctggacattcccgcccgtagtatggtcgggctgattggtccggacggggtgggtaagtcgagcctgctgtcgctgatttctggcgcgcgggtgattgagcaagggaacgttatcgtcctgggcggcgatatgcgcgatgcgaaacatcgccgcgacgtctgtccgcgcatcgcctggatgccgcaggggctggggaaaaacctttatcac- STM3586 100 STM0817 77 STM3586 98.14
3448125 atgatgagttatgtagactggccgccattaattttgaggcacacgtactacatggctgaattcgaaaccacttttgcagatctggggctgaaggctcctatccttgaagcccttaccgatctgggttacgaaaaaccatctccaatccaggcagagtgcattccgcatctgctgggcggtcgcgacgtgctgggcatggcccagaccggtagcggcaaaaccgcagcgttctctttaccgctgctcaacaatctt- STM3280 100 STM1655 68.627 STM3280 100
473002 atggcatgtggcgagttttccctgattgcccgttattttgaccgtgtaagaagctctcgtcttgatgttgaaaccggtattggcgacgattgcgcgctcctgaatattcctgaaaagcagaccctggcgatcagtaccgatacgctggtggcgggcaaccacttcctccctgatatcgatcctgccgatctggcttataaagcgttggcggtgaatttaagcgatctggccgcgatgggggccgacccggcctgg+ STM0419 100 STM1694 76.238 STM0419 100



2552562 gtgaatacattagaacaaaccatcggcaatacgccgctggtcaaattacaacgtctggggccggataacggcagtgaaatctgggtcaagctggaaggcaataatccggcaggatcggtgaaagatcgcgcggcgctatcgatgattgtcgaggcggaaaagcgcggggaaattaaaccgggcgatgtcctgattgaagcgaccagcggcaacactggcattgcgctggcgatgatcgccgcgctgaaaggttat- STM2440 100 STM2430 76 STM2440 100
915711 atggcggaacttagcgaccaggagatgctgcgctataaccgacaaattattctgcgcggcttcgattttgaagggcaggaagcgttaaaagatgcgcgggtattagtggtcgggctgggcgggctcggctgcgcggcaacgcagtatctggctggcgctggcgtcgggcaactgacgctactcgattttgataccgtttccgtttccaatctccagcgtcaaaccttgcacagcgacgccacggtcgggcagccga- STM0845 100 STM4162 66 STM0845 100
304133 atgagcactgcaattacacgacagattgtcctcgataccgaaaccaccggtatgaatcagataggcgcgcactatgaaggtcacaagattattgagatcggtgcggttgaggtgataaaccgtcgtctgaccggcaacaattttcatgtttacctgaagcccgatcgccttgtcgatccagaggcttttggcgtacacggtattgccgatgagtttctgctggataagccggtttttgctgatgtggtcgatgagt+ STM0264 100 STM0490 66.038 STM0264 100

1501489 atgagcgagaaaacagaacagcctacagaaaagaaattacgtgatggccgtaaggaagggcaggttgtcaaaagtattgaaataacatcattatttcagctgattgcgctttatttgtattttcatttctttactgaaaagatgattttgatactgattgagtcaataactttcacattacaattagtaaataaaccattttcttatgcattaacgcaattgagtcatgctttaatagagtcactgacttctgca+ STM1422 100 STM2887 60 STM1422 100
2463625 gtgattgagatcattcaggagtactggaaatccctgctttggacggatggctatcgttttaccggcgtggcgattacgctgtggctgttaatttcatcggtggtgatgggcggtcttctggcggtgattctggcggtaggccgcgtttccagtaataaattcatccgttttcccatctggctgtttacgtatatttttcgcggcacgccgctgtacgtacagctactggtgttctattcggggatgtatacgctgg- STM2352 100 STM0888 86 STM2352 100

14734 atggcgaaaagagattactacgagattttaggcgtttccaaaacagcggaagagcgtgaaatcaaaaaggcgtataagcgcctggccatgaaatatcatccggaccgcaatcagggtgataaagaggccgaagctaagtttaaagagattaaagaagcctacgaagtgctgaccgatgcgcaaaaacgcgcagcctacgatcagtatggtcacgccgcgtttgaacaaggcggtatgggcggcggatttggcggc+ STM0013 100 STM1112 68.317 STM0013 100
1831988 atgacccttgatttacctcgtcgctttccctggccgacactcctttccgtaggcattcatggtgctgtagtggcaggtttgctctatacctcggtacatcaggttattgaattgcctgcgccagcgcagcctatcacggtgacaatggtttcacccgctgacctggagccgccccaggcggttcagccgccgccggagccggtggttgaacccgaacccgaaccggagccagagccgatccctgaaccgcctaaag- STM1737 100 STM2364 59.434 STM1737 100
2565654 atgatcaatgccctgggattactggaagtggacggaatggtcgccgccgtcgatgcggcggatgctatgctgaaagcggccaacgtgcgtttgctcagtcatcaagtgctcgaccctggcaggctcacgctggtggtggagggcgatctggcggcgtgtcgtgcggcgctggatgccggaagcgctgccgcgcagcgcacaggccgtgtgattagtcgcaaagaaattggtcgtccggaagaggacacccagtggc- STM2455 100 STM2045 72 STM2455 100
4289026 atggctgatttagatgatattaaagatggcaaagattttcacaccgataaaccacaaactaacactttgttcgcattaaaaggctgtggcgcgctggattggggaatgcagtccagactggcgaggatttttaatcccaagaccagaaaaacggtcatgctggcctttgaccatggatatttccaggggccgacaaccggacttgagcgtattgatatcaatattgcgccgctctttgaatatgctgatgtcttaa+ STM4078 100 STM0618 65.766 STM4078 100

77028 ttgattaagtcagcgctattggttctggaagacggaacccagtttcacggtcgggccattggggcaacgggttcggcggttggggaagtcgttttcaatacttcaatgaccggttatcaagaaatcctcactgatccttcctattcccgccaaatcgtcactcttacttatccccatattggtaatgtcggcaccaataaagccgatgaagaatcctctcaggttcatgcgcaaggtttagtgattcgcgatctg+ STM0066 100 STM3469 59 STM0066 100
2571250 atgggaattaacgaaatcatcatgtacatcatgatgttctttatgctgattgccgccgtggacagaatcctgtcgcagttcggcgggtcggcgcgcttcctcggtaaattcggcaagagtatcgaggggtctggcggccagtttgaagagggctttatggcgatgggcgcgctggggctggcgatggtcggtatgaccgcgctggcgccggtgctggcgcatgtactggggccggttattatcccggtatacgaa- STM2460 100 STM4294 64.078 STM2460 100
4342795 atggcactttggggtgggcgttttacacaggcggcagaccagcggtttaaacaattcaatgattcgttgcgcttcgattaccgtctggcggagcaggatattgtcggttctgtggcctggtccaaagcattggtcacggtaggcgtactgactgccgatgagcaacgacagttggaagaagcgctgaacgtgctgctggaagaggttcgcgcgaatccgcagcaaatcctgcaaagcgatgcggaagatatccat+ STM4123 100 STM4203 77.451 STM4123 100
822955 atggcgcactcacactctcatgccgattcacacctgccgaaagataataatgctcgtcgcctgcttttcgcctttatcgtcactgccggatttatgctccttgaggtggtgggcgggatactctccggctctctggcgttgttggcggatgcgggacatatgctcaccgacgcggcggcccttctctttgcgctgctggcggttcaattttcccgtcgtcccccgactgttcgccacacttttggctggctaaga- STM0758 100 STM3137 64.151 STM0758 100
814552 atggccagaacgcgtggacgaggtcgtcgcgaacttaagtccgaaatcaatattgtaccgctgctcgacgtactgttggtgctgctgctgatctttatggcaaccgcgccgatcattacccagagcgtggaagtcgacttgcccgaggcgaatcagtcgcaggcggtcagtagtaacgacgatccaccggtcattattgaggtttccggagtagggcaatacagcgtagtggttgataaagatcgaatggatcaac+ STM0746 100 STM3158 66 STM0746 100

2954626 ttggcaacaactaccccggagcgcgtaatgcaggaaaccatggattaccacgccctgaacgcgatgctgaatctttacgataaagcaggccatattcagttcgacaaggaccagcaggcgatcgacgccttctttgccacccacgtccgcccgcattccgtgacgtttgccagccagcatgaacgtctggggacgctggttcgggaagggtattacgatgacgccgtcctcgcgcgttacgaccgcgccttcgtc+ STM2807 100 STM2806 46 STM2807 100
1597528 ttgagtatttgctcaagaaaattctgccgtagacaaaaaagaggtatgacgatgtccagacgcaacactgacgctattactattcatagcattttggactggatcgaggataacctggagtcgccgctctcactggaaaaagtgtctgagcgttcaggatattccaaatggcacctgcaacggatgtttaaaaaagagaccggtcattcattaggccaatacatccgcagccgtaaaatgacggaaatcgcgcaaa- STM1519 100 STM4586 70 STM1519 100
3024081 ttgcaagcacaccaggatattatcgctaatattggtgagaaattgggtttaccgctcacttttgacgacaacaatcagtgcttattattactcgatagcgatatttttacgtctattgaagctaaagatgatatctggttattgaacggtatgattataccgttatcgcctgtttgtggcgattctatctggcggcagattatggtgattaatggtgaactggctgcgaataatgaaggtacgttagcgtatattg- STM2879 100 STM1344 56.436 STM2879 100
1774528 atgactgtcacccgcccccgtgccgagcgcggcgcatttccgccaggcactgaacattatggacgttcgctactaggcgcgccgctaatctggtttccggcgcctgccgtcaatcgcgaaagcggcctgatactggctggcacccacggggatgaaacctcatccgtggtgacgctctcctgtgcgttacgcaccttaaatccaacccttcgccgtcatcatgtcgtacttgccgttaatcctgatggctgtcaac+ STM1680 100 STM1760 60 STM1680 100
3549702 gtgcgtctgacagcaaaacagataacctggctaaaagtttgtctgcatcttgccggttttttgccgcttctgtggctcttttgggcgataaatcacggtggactcagcgcagacccggtaaaggatatccaacactttaccggcagaaccgcgctcaaatttttgctcgccaccttgctggtttcaccgctggcgcgctacgctaaacagccattattgatacgcacacgccgcctgttaggattatggtgtttcg+ STM3378 100 STM1560 61.386 STM3378 100
281237 atggcgcttaaagcgacaatttataaagccgtcgtcaatgtggctgaccttgatcgcaaccggtttctggatgcggcattgacgctggcgcgtcacccttctgaaacgcaggagcgcatgatgctgcgcctgttggcatggataaaatatgctgatgaacggttgcagtttacacgtgggctcagcgcggaagatgagccggaggcctggctgcgcaacgatcatctgggcatcgatctctggatagagctggggc+ STM0239 100 STM1784 92 STM0239 100

1319363 atgatgcgcgtactggttgtagaggataatgcattattacgccaccacctgaaggttcagctccaggattcaggtcaccaggtcgatgccgcagaagatgccagggaagctgattactaccttaatgaacaccttccggatatcgctattgtcgatttaggtctgccggatgaagacggcctttccttaatacgccgctggcgcagcagtgatgtttcactgccggttctggtgttaaccgcgcgcgaaggctggc- STM1231 100 STM2785 65.347 STM1231 100
4385890 atggatctcgcgtcgctacgcgctcaacagatagaacttgcttcatcggtttgccgcgaagatcggttggacaaagatccgccagcgtttatcggcggggcggacgtcggttttgagcagggcggcgaggtgacgcgggcggcgatggtattgctgaaatatccgtcgcttgaactggtagagtacaaggtggcgcgtattgccaccaccatgccgtatatccccggctttctctcttttcgtgaatatcctgcgc+ STM4168 100 STM3725 64.151 STM4168 100
2487283 atgagttgggataaaagaatggcggttaattatgccaaaacgcatgcaggttctcattctcaaggccggtgtgcggaatttacccgaaaggcaattcaggcgggcggtatcacgctggggcatacatatcatgcgaaagattatggcccaatgttaagaagcgccggattcaccgctattggtacctatgaaatgccgcgcgagggtgacgtcatcattattcaaccttacgctggcggaaacccgagcggtcaca+ STM2375 100 STM3514 62.136 STM2375 100
4621236 atgtcctggcaaacacataccgtctttaatcaacctgctccgctcaataacagtaacttattcctgtctgatggcgcgctgtgtgaagcggtttcccgggaaggcgcgggatgggatagcgatcttctcgccagcattggccaacaactgggaacggcagaatcactggaactggggcgtctggcgaacgcgcatcctcctgagttgctgcgttacgatccccagggacagcgtttggatgacgttcgctttcat+ STM4377 100 STM1356 59.223 STM4377 99.81
1480400 atgtctgaggagggattcatgctggcagttttaaaaggcattccattaattcaggatatcagggccgaaggtaatagccgatcctggataatgactattgatgggcatcctgccagaggagaaattttctcagaagcattttctatttctttgttcttaaatgacctggaaagcttacctaagccttgtcttgcctatgtgacactactgcttgcagcacacccggacgtccatgattatgctatacagctcacag+ STM1393 100 STM1393 100
1278265 atgtatacgaagattattggtactggcagctatctgcccgaacaagtgcggactaacgccgatctggaaaaaatggttgagacctctgacgagtggattgtcactcgtacaggtattcgtaaacgccatatcgccgcgccgaatgaaactgtcgcgacgatgggctttaccgctgcgaatcgcgcgattgagatggcggggatcgataaagaccaaattggcttgattgtggtggctaccacatcagcaacgcat+ STM1193 100 STM3239 52.381 STM1193 100
1799664 atgaactcccgacaacaatcaattttgcaaatggtggttgataaaggccagatgagcgttgctgaactggcgaaaattaccggcgtatctgaagtcacgattcgtcaggatctgaataccctggaaaagcagagctatttacgccgtgcgcacggtttcgccgtttcgcttgagagcgatgacgtagagactcgcatgatgacgaactacacgctaaaacgccgactggcggagttcgccgcctcgctggtcagtc+ STM1704 100 STM1704 100
1999037 atggtaagcgcgctgtatgccgttttgggtgcgttattattaatgaagttctcttttaatgtcgttcgcttgcgaatgcagtaccgtgtcgcctatggcgacggcggttttagcgaattgcaaagcgccatccgtattcatggcaacgcggtggaatatattcctgtcgcgctggtgctgctgctgtttatggaaatgaacggcgccgaaacgtggatggtgcatatctgcggcatcattttaatcgccggtcggc+ STM1904 100 STM0267 63.725 STM1904 100

STM4261 100 STM2284 60.952 STM4261 99.7
1101293 atgtgcgccgccttgaagcgttgcgcgtacaggcataaggggaaaatcatggaaaacacaaatattgttaccactgagcagcaggcaccaaacaccatttctgccagtaacgcaatttttaacgttcaggcactgggtcagttaacagctttcgctaacctgatggcagactcacaggtgacggtaccggcacaccttgcagggaaaccagccgactgtatggctatcgtcatgcaggctatgcaatggggcatg- STM1008 100 STM2633 100 STM1008 100
1230378 atgtttaatgaagtccatagtagtcatggtcacacactattgttgatcacaaagccatctctgcaagctacggcattattgcaacatttaaagcaatcgctggccataaccggaaaactgcataatattcaacgttctctggaagatatctcggccggttgcattgttttaatggatatgatggaagcggataagaagcttatccactattggcaggataatttaagccgcaaaaacaataatataaaaacattat- STM1142 100 STM3606 63 STM1142 100
782989 gtgcagccgaaaagcagaaccggacagggtgtcagagagcagtgtttagatagggccagacgtcatttttcatacagacatggaatggctcccggtccacgaaagggtgcggacatgttgtttccacaacacgaagctgccgttgctggcgcagtgccgggtcggcaatggccagaggagaacaatctgatgacgcaagaatatgcggaaatgtccaccggaaggggggggaccagtaagtgccggtacagtatgg+ STM0717 100 PSLT041 60 STM0717 100

4387685 gtgaacagttttatcgaaggggctcatcagccccttttgtctgtctggcgtcgcgcgtttctgttttctggcgcgctgttgctgactgcctgcagtcataacgcttcaccgcctccgtttactgccagcggctttgccggcgatcacggcgcggtgcgtatctggcgtaaagatacgaacgatgaagtccatctgctttctgtttttagcccgtggcatagcggcagcacgacgaccagcgaatatcgttggcagg+ STM4171 100 STM2251 65.385 STM4171 100
4185076 atggacgccatgaaatatcacgatttacgcgacttcctgacgctacttgagcagcagggggaactaaaacgcatcacgctacctgtggatcctcatctggaaatcacggaaatcgctgaccgcacgctgcgtgccggtggaccggcgttgctgtttgaaaatcctaaaggttacgccatgccggtgctgtgcaacctttttggcacgccaaaacgcgtggcgatgggcatggggcaggatgatgtttccgcctta+ STM3978 100 STM2317 89 STM3978 100
4159554 atggacaaggattatattaatgatggttcgctatctgaaaaatggaaataccgtttttcattttacgatcaacatggtttccctggattttggaaagtaagcccagaatataaacaggcatttaaagcattaaagccccgacaacggttgactattcaaataaactttattgcctttttcttctcatggatttatttgtttgtactgggtctgtggaaaaaagcaattatagttattttattagggatcgttgcaa- STM3953 100 STM0030 60.194 STM3953 100
4125165 atgagcgataaaattattcacctgactgacgacagttttgacacggatgtactcaaagcggacggggctatcctcgttgatttctgggcagagtggtgcgggccgtgtaaaatgatcgctccgattctggatgaaatcgctgacgaatatcagggcaaattgaccgttgccaaactgaacattgaccagaacccaggtactgcgcctaaatatggcatccgcggtattccgactctgctgctgtttaaaaacggcg+ STM3915 100 STM2649 64.151 STM3915 100
1862156 atgagtaaattcctggaccggtttcgctacttcaagcagaagggcgaaacctttgccgatgggcacggccagcttctcgaaacaaaccgggactgggaggacggataccgccaacgttggcagcatgacaaaattgtgcgctcaacccatggggtgaactgcaccggttcttgtagctggaaaatttatgtcaaaaatggtctggtgacctgggaaacacagcaaaccgattacccgcgcacccgtcctgacatg- STM1764 100 STM1577 91 STM1764 100
1920903 atgtctatcgtgcgtattgatgccgaagatcgttggtcagacgtggtgatctacaataatacgctgtggtataccggcgtgccggaaaacctggacgccgatgcttttgagcaaacggcgaatactctggcgcaaattgatgcggtgctggaaaaacagggctccagtaagtcacgtattctggatgccactatttttctgagcgataaagcggattttgccgccatgaataaggcgtgggatgcgtgggtcgtcg+ STM1822 100 STM1822 100
1832508 gtgctgtatgttatttacgctcaggacaatgccaactcgcttgaaaaacgcctctcggtacggcccgcgcatctggcgcgcctgcaacttctgcatgatgaagggcgattattaactgccgggccgatgcccgcagtggacagtaacgatcctggggtagccggatttaccgggtcaacggtgattgctgaatttgaatctttagaagcagcgcaatcctgggctgatgcggacccctacgtcgccgcgggcgtct+ STM1738 100 STM1738 100
3170031 atgctgtttggatttttccgtaacctgtttcgcgtgctttatcgtgtgcgcgtcactggcgatgtccgggcgctacaggggaaccgggtcttaattacccccaatcacgtttcatttatcgatggtatgctactggcgctgtttttgccggtacggcctgtctttgcggtatatacctccatcagccagcaatggtatatgcgctggttaacgccgctgatcgattttgtgccgctcgaccccactaaacccatg- STM3010 100 STM4038 67 STM3010 100
3041600 atgattcctggctcaacctccggtatttcattttccagaatattgtcccggcagacatctcatcaggatgcgacccagcatactgatgcgcaacaggcggaaatacaacaggccgcagaggattcgtctccaggggcggaagtacaaaaatttgtccagtcgacggacgaaatgtcagcggcgctggcgcaatttcgtaaccgtcgcgattatgaaaaaaaatccagtaatttatctaacagttttgaacgcgtg- STM2897 100 STM2897 100
2849529 atgagcgacaagctgactgaaaagaccgtaaaactggatactcccatcatgcgcggtaaaactgaaattaccgaaattgtgctgcgcaagcctcagtccggcgcactgcgtggcacccgtctgcaggccattatggatatggacgtgggcgcaatgatgactgtgatcccacgaatctccaccccgacgctgaccgcgcaggaaatggcagagctggaccccgccgatctcaccgcgctgtcggtagaggtggtga- STM2699 100 PSLT101 66.99 STM2699 100
2123805 atggcgaataaggagcaccgcgtgaagcaatcactgggattacttgaagtttgtggtctggcactggctatcagctgcgccgatatcatggcgaaatccgcttctatcacgctgctcgccctcgaaaagaccaatggttcaggctggatggtgattaaaattaccggtgatgtggcctccgttcaggcggctatcaccaccggtgcgcatttcgccgaacagtggaatggcctggtggcccacaaggttatcgcca+ STM2046 100 STM1559 65 STM2046 100
1660596 atgacacgacaaaacgagaattataaccgttatctcttgagtgactggcgacccgaaaatccagccttctgggagaataaagggaaaggcatcgccagaagaaacttatggatttcagtaagttgtttgctcctggcattttgcgtctggatgttgtttagcgctgttgccgtcaacctcaataaaattggatttaattttaccaccgaccaactctttttattaaccgcattaccttctctttccggcgcaata+ STM1576 100 STM1765 81 STM1576 100
4150102 atggatgtttttataaaaggatattatatgtcaataaacaaccctattcttatttgcgtgaataagaaacgacaaataaaattagctctgttttattcagtggtagctatagctcttatgatgagcctctttctaaattatagtattatgctaaagatggtgtgtgtttttttaatactcctcatgatagcaggcgcaagtgcttactggtactccgccttttcaggaaagccacagctaacgttgaaccaggagg+ STM3941 100 STM0560 59.406 STM3941 100
4137121 atgactgtactgattcacgtcctgggatcggatatccctcaccataaccacaccgtgctgcggtttttcaatgatacgctggccgccacaagcgagcacgcgcgcgaatttatggttgccggcgaagataacggcttcacggaaagctgcccggcgctctcgcttcgtttttatggcagtaagaaagcgctggcgcaggcggtcatcgccaaagcgaaagcaaatcgtcgacagagattcttctttcacggtcag+ STM3927 100 STM1479 83.168 STM3927 100
4108833 atgacagcccttctacgagtgattagcctggtcgtgattagcgtggtggtgattattatcccaccgtgcggggctgcacttggacgaggaaaggcttag+ STM3900 100 STM3235 56.566 STM3900 100
2740794 atgggaaagggcggcggaaaagggcatacgccccgcgaggcaccggataaccttaaatccacgcagctgctgagcgtcatcgatgccatcagcgagggaccgatagaaggcccggtgaacggtctgcaaagtgttctggtaaaccagacgccggtggtggaccgcgacggtaacacgaatatccacggcgtgaaggtggtataccgcgtcggtgagcaggaacagaccccgctggagggatttgaatcgtccggc- STM0925 100 STM2589 100 STM2589 99.91
1909044 atgttgcgatttttaaaccagtgctcacggggtcggggcgcatggttactgatggcgtttaccgccctggcgctggaaatggtggcgctgtggttccagcacgtcatgttacttaaaccttgcgtgctatgtatttatgaacgttgcgccctgtttggcgtgatgggcgcgggtctggtcggcgcaatagcgccgaaaacgccgctgcgatacgtggcaatggttatctggatttacagcgcctggcggggtctac+ STM1807 100 STM3537 62.376 STM1807 100
1813043 atgcataaagagacgcaacctatcgatcgcgaaacactgttgcttgaagccaacaaaattattcgggaacatgaagacacgatggcaggtattgtcgccaccggcgtaacgcagagaaatggcgtgctggttttcagcggcgattactttttagacgagcaagggttaccgacccctaaaagcaccgcggtgtttaacatgtttaaacacctggcgcatgtgctgtctgagaagtatcacctggttgattaa+ STM1715 100 STM3264 59.615 STM1715 100
3074381 atgaacaccatacttgcacaacaaatcgccaatgaaggcggcgtcgaagcctggatgattgcccaacagcacaaaagcctgctgcgttttttaacctgtggcagcgttgatgacggtaaaagtacgctgataggtcgtttgctgcacgatactctgcaaatttatgaagatcagctctcttctctgcataatgacagtaaacgtcatggcacgcagggagaaaaactcgatctggcgctgctggtagatgggcta- STM2934 100 STM0659 57.843 STM2934 100
1974728 atggctaactggttgaaccaattacaatcacttcttgggcaaaaaggcgcttccgcatcgccttccggtgaacaggggttaaataaactgctggttcccggcgcgctgggcggtctggctggactgttggtcgccaataagtcttcgcgcaaattattaaccaaatacggtactggcgctttgctggtgggcggcggcgcggtggcgggttccgtattgtggaataagtacaaagataaagtacgcgccgcgcatc- STM1880 100 STM2314 62.376 STM1880 100



680795 atgaacacaatatggcattacagtccgctgctggctgccctcttaaccccgatttttgccgccaacgccgacgaacttcaggcgcaacagtacggtgatttcactgactatgtgctggcgctttcctggcaaaccggtttttgtcaaagccagcatgaacgccgccatcgggagcccgatgagtgccgtctgcaaaaagagccagccaacaaagcagactttctgaccgtccacggcctgtggccaggattaccca- STM0617 100 STM4103 60.396 STM0617 100
1622650 atgaatactaatgtctatgagaacaccgacagcgaaactatcaccccgctcaacaagcggcgtattttgcctgttttcctgcttgtcggcctttacgccgccagtaccgcggctgtaatgtcggtactgcctttttatatccgcgagatgggcggttcgccgcttatcattggaatcatcatcgccactgaagcttttagccaattttgtgcggcgcccctgattggccacctttccgatcgcgttggccgcaag- STM1545 100 STM3917 68 STM1545 100
660676 atgaccggctttgatttttcagacaaaacggtatgggtgaccggggcggggaaagggatcggttacgcgacggcgctggcgtttgtcgacgccggggcgcgggtgatcggcttcgatcgcgaatttacgcaagagaattatccctttgctaccgaagtcatggatgtggcggatgccgcacaggttgcgcaggtgtgccagcgtgtgttgcaaaaaacgacgcggctggatgtgctggtcaacgccgccggtattt+ STM0598 100 STM1073 60.194 STM0598 100

1702916 atgaccttttctgtgcaggaaacgcttttttctttactgcggctaaacgggatttcaggacatgaaaacagtattgcaaacgttatgcagcacgcgtttgaacagcaggccaaagacgtctggcgggatcgcttaggcaatgtcgtcgcccgttatggcagcgataaacccgacgcgcttcgcctgatgatttttgcgcatatggatgaagtgggttttatggtacgcaagatcgaaccctccggttttttacgt+ STM1612 100 STM3838 62.857 STM1612 100
1633137 atggcgacaataaaggatgttgcatccatggccggtgtatcaaccgcgactgtatcacgcgtcattaaccagaccgcgtgggttgaacccgtcacgcgcgaacgtgtagagaaagccatgcgcgatctcaattatcgccggaatgccgccgctatcgcgctggcgaaacgcagcggcgatatgctcggattgttaaccggcaatctggctgatcctttttttgcccgccttgctcgcggcgtagaagatgtttct+ STM1555 100 STM3011 66.019 STM1555 100
1676030 atgaaaattatttccgttagacagcgactttatcccgccctcttattgcctctgaccttctccccggtccttcaggccgccagcgcgcccaatgaacaaaccatgatagtcaccgcaacgccgcaaaccgtatccgagctggatacacctgccgccgttagcgtcattgagggagaagacatgcgtctggcgacgcctcgcgttaatttatctgagtctttaaccagcgtcccgggattgcaggtgcagaaccgg+ STM1587 100 STM3504 61.905 STM1587 97.92
1705338 atgagttggctaaaagaggtaataggaacagaaaaagccgttatcgccatgtgccatttacgggcgttgccgggcgatcccgggttcgataccaggaaaggcatgaactgggtaattgaccgcgcccatgacgatttaatggcgctacaaaatggcggcgtggatgcggtgatgttctccaacgaatttagtctgccttatttaacgaaagtcagaccggaaacgaccgccgcgatggcaagaatcatcggtcagt+ STM1615 100 STM0725 59.434 STM1615 100
1725306 atgtcatcaggtaatatgctggctatcttttatttcctattggaagggattggtaatacgctgcttgtaacatttacctgttttctctcagcgtttttgaccgggcttacagtcgccgtattacggcgactatcccctcttccactacagaagatactcgacgtactggtctttattcttcggggaattccaatacttattgctgtttttcttgtttattttggattgccatcgattggcatatatgtttcaccac+ STM1634 100 STM3658 58.824 STM1634 100
1988193 gtgaaatgtgatattataacattctatcacttctgcaagcctaaaattaacatgacaagtttagtttcactggaaaacgtctcggtctcatttggtcaacgccgcgtcctctctgacgtgtcgcttgaattgagccccggaaaaattttaacgcttctcggccctaacggcgcggggaagtcaacgcttgtacgcgtggttttaggactggtagcccctgatgaaggggtgatcaagcacaacgggcaactccgta+ STM1892 100 STM0783 76.699 STM1892 100
962516 atgcgctattctaaactctctttgctcatcccgtgcgcgcttctgcttagcgcctgtacgaccgtcactcccgcctacaaagataatggcccgcgtatcggcgcgtgtgtggaaggcggcccggacagcgtggctcaacaattttacgactaccgtattcaacaccacagcaatgatatcgccgcgcttcgcccctacttgagtgataacctggcgaaattgttaaccgacgccagccgcgatacggagcaccgcc- STM0892 100 STM0892 100
583879 atggtcggcggtttttttatactggggctatcaacatttaatatcatgttggccattattatcagcgcattatttattgcggcggcgatggtaatgaatggcgcggcaggcagcaaatatggcgttccttttgctatgatattgcgaggttcttacggtgtccgcggcgcgctattccctggattattgcgagggggaatcgcggcaattatgtggttcggcttacagtgttacgcgggatcgctggcatttctt+ STM0522 100 STM0521 94 STM0522 100
585319 atgtcttttgatttaattattaagaacggtactgtcatcttagaaaacgaagcgagagttatcgatatcgccgtccagggcggaaaaatcgccgcgattggcgagaacctgggggaagcgaaaaatgtgctggatgcgacgggattgatcgtttcgccgggcatggttgacgcgcatacccacatttctgaaccgggccgtacccactgggaaggctatgaaaccggtacgcgcgcggcggcgaaaggcggtatt+ STM0523 100 STM4445 63 STM0523 100

1042180 atgatgaaaaaaatggcaatcgcctgtgcattactttcaagcgttgtagccagcagcgtatgggctgacgccgccagctctctgaaaagccgtctggataaagtgagcagctttcatgccacctttactcaaaaagtcaccgatggcagcggtgccgcggtgcaggagggacagggtgatttatgggttaagcggccaaatctattcaactggcatatgacgcaacctgacgagagtattctggtttctgacggca+ STM0961 100 STM3626 57.426 STM0961 100
1731270 atgaatacaacgccatttccggcgctctctgcggaaacattgctggcggtgaataccgtcggacagtggctggcgcaaaatgatttttccggcgaacaaccttattcgtcggattgcgtcgtcctggcgggcaatgcggtgatccccactatcgacgcggcctgtcgcatcgccaaagcgcaaggcgttcctttactgattagcggcggtataggtcattcgacgccgtttttgtacgccgtgattgcccggcatc- STM1640 100 STM1295 63.81 STM1640 100
1841621 gtgcagcactggtggtgtactgccaggtctgtcactgcttttgctatcaccgactttatttattctgacgattcgttcgatcgcctttcgtcgattcggtatacgacgtacctgcccacgtcgcacgttatttctgacaaccatctaaatgaaaatacttatcaacaatgtgaaatcttctacaaaaatgtttggccgaaaagtatcaaatgcgtttctgaaccgccaattcattttacaattttgttaaccaatt+ STM1747 100 STM1586 60.194 STM1747 100
1891937 atgtgggatgtcattgacttatcgcgctggcagtttgcgctgaccgcgctgtatcactttttatttgttcctcttacgcttgggctgatttttttgctggccgtcatggagacgatctatgtggtgacggggaaaaccgtctaccgcgatatgacgcgtttctggggcaagctcttcgggatcaattttgctctcggtgtggctaccggcctgaccatggagtttcagttcgggactaactggtcgctctattcc+ STM1792 100 STM0740 87 STM1792 100
1928060 atggaattattaatggatccctcaatttgggtgggtttactcacgctcgtcgtcctggaaattgttctgggtatcgataacctggtctttatcgcgatcctcgccgataaattgccgccaaagcagcgtgacaaagcgcgtcttatcgggctctcgctggcgctgattatgcgtctggcgctgctgtccattatttcgtggctggtgaccttaacaaagccgctctttaccgtctgggattttaccttctccggc- STM1828 100 STM2119 89 STM1828 100
3235699 atggttacgttagagcagtttcgttatcttccgtccgatgcgacacgcccgccggcatgttttgatttccactattcaacacccggaatagtggcgatagtcggcgataacggcagcggaaaaagtacgctggcgcaactgatggctggctggtatccggattatctccccggtgatattgacggcacaggcttactgcttggcgtccctatcgggcggctcccgctggtagaacagtcgcccaccatccaattgg+ STM3074 100 STM2441 68 STM3074 100
3859961 atggccgtggtgatatttctctgctgcctgctcggcgggatcgcgataggtttacccatcgcctggtcgctgctgctttgcggcgctgctctgatggcatacctggatatgtttgacgtgcagattatggcgcaaaccctggttaacggcgcggacagtttctccctactggccattcccttttttgttttggccggtgaaatcatgaacgcgggcggcctgtcaaagcgaattgtcgacctgccgatgaagctg+ STM3672 100 STM3171 64 STM3672 100
1629597 atgttcaccgtgaaaggaatcaaccgcctcaaaatccttcaggatgccatcgaccgcaatttacatcccggtcaggctgctgagatgctcggcattacgccacgccattgcagacggctgctgaaacgttatcgccaactcggaccacttggcatgaacaaccatagtcgtggccgcgttggtaaccatctgttgccaacttcactgatagatcaggcactctgtataatccgggagcactaccgtgattttggcc- STM1553 100 STM2136 47.525 STM1553 100
4001885 gtggtaaaaattttagggggcgtcgtgtttaaaccgcttattgcctctctcatgctgaccagcgcggtcgtctatgcgaaaccgatgcctttgacggcggcgcgctatgcgcagcagcttggcgttgggatggatgttgactgggcgcgaacggaacggggtatccgcgagtttgatccgctggtcgtgcgggattttaaggcaaaagggttaacgcatgtccgtattcgtgtggcaggcgcgccgacggaagcg- STM3799 100 STM3798 74 STM3799 100
3138791 atgtttgtggtactggcatttatattatgggggttaacacctttatattatcaatatttatcaggggggaatctcgcacaaatattgatataccgggtgttctggtcaattccattattactggcagtaagattgttatttcggcagcgaacgcgatttcatgatgcctggaaagataaaaaatcttttttcttctgcatgatcgccggacttttgatgattgtctcatggtcatcttttatttatgcgctaaccc+ STM2986 100 STM3955 68 STM2986 100
3227495 gtgaagttcaaagtgatggccctggcggcattagtgggtttaagtgcaatgtcggcgcaggcaagcgaattgccggaaggcccgcacatcgtgacttccggtacggcaagcgtcgatgctgtgcctgatatcgccaccttagcgattgaagtgaacgtcgcggcgaaggacgcggcgacggcgaagaagcaggccgatgagcgcgtggcgcaatatctttccttccttgagcaaaatcagattgcgaaaaaagaca- STM3065 100 STM0747 59.406 STM3065 100
3279568 atgcccgatatttctcatacaccgacacgtagctggctttttaccccagcaattcgaccagaacgtttcataaaagcagttgaaagtgcggcggacatttctattatcgatcttgaagactccgtcaccccgaatgacaaggcgcaggcccggaaaattgcgatgcagttcctttcatcccgaccaaactcatcgctgaaaatagcattaagaattaatggaatgaatactcatgctggcattgaagacctgcata- STM3120 100 STM3060 60.396 STM3120 100
3317563 atggagcctgctatgaacagtattttttattctgttattatattgctattactgaccggcgcgatactcttcctgatgtgggaggttaataaaaaacgtcctggtggaaaaatcgtaaatttaaatcaaactgaacccatgacaaaggaagagggcgaagatcatttctcagtattaatgaattcgataacgccggtatggtactggcgcgttaaccatgaatatatcgatttccttcatgcaacgataaaacgaa- STM3154 100 STM0464 63 STM3154 100
2986510 atgtctattctggttaaaaataatattcattgggttggccagcgcgactgggaagtacgtgattttcacggcactgaatacaaaacgctgcgcggcagcagctataacagctatctcattcgtgaagaaaagaatgtgctgatcgataccgtcgatcataagtttagccgtgagtttgtgcaaaacctgcgcagtgaaatcgacctcgcggatatcgactacatcatcattaaccatgccgaagaagaccatgca+ STM2840 100 STM1533 65 STM2840 100
3250903 atgtctgacgacatgtctatgggttcgccttcgtcagcaggcgaacagggtgtactacgctccatgcaggaggttgcaatgagctcccaggaagccagcaagatgctgcgcacttacaatattgcctggtggggcaataactactacgacgtcaacgagctgggccatattagcgtatgccccgatcccgacgtaccggaagcgcgtgtcgatcttgccaaactggtgaaagcgcgcgaagcgcaaggtcagcgt- STM3086 100 STM4213 62.376 STM3086 100
4407200 ctgaaattatactggcaggagaagtacccacaggccttctgttggtctttcggtgattcgccggcgctggccgacgagctggcggcgctagtggtcgccggtaaaaagcgtggcacctgtagctcgctggttagctatcagaaagagcaaccccctgtcacgcccgggtcatatcacattgtgctcaacggcacaggcgacgccgtgtgcgtcatacgcacgctggcgctcaggctgatccgttttaacgagatga- STM4186 100 STM4185 55 STM4186 100
3839618 ggtactgccagacttgatgcgggtaccaatccggttcttcattcagatcagggctggcaataccgtcattgatggtaccagtatcagttacgagagtttggcatcatccaaagtatgtcccgcaaaggcaactgccttgataatgcctgtgcagaatgttttttcgggactttaaaatcagaaagtttttacaccagtaaatttaaggatattgatgaacttaagatagctattgaggattacatacgatactaca- STM3654 100 STM0555 59 STM3654 100
3242287 atgctatatggaaatatagagcagcttactttattaccttacgttaaccacattattaaaaaacttatcatcgaagcggtgaagatagctgaagatcagcctgctggtagatatgaactttctttcccggagtcatttcttatgataagcgaaggagaaacacactcttcgttaaaccgcaaagctgaacttcataaaaaatatatcgatgttcagattttactaagcggttatgaggagattggctattccaaca- STM3080 100 STM4468 65 STM3080 100

STM3114 100 STM0701 86 STM3114 100
512365 atgaaacgcgccgttgttgtatttagtggaggtcaggactccaccacttgtctggcgcaagcgcggcatcagtatgatgaagtgcattgtgtcacgtttgattatggtcagcgccaccgcgcagagattgatgtcgcgcgggcgctggcgttaaaacttggcgcacgcgcgcataaagtgctggatgtcactttgctgaacgaactggcggtcagcagcctgacgcgggatagcattccggtgccggactatgaac- STM0455 100 STM0209 67 STM0455 100

3760467 atgataagcaccgtctcactattctgggctttatgtgtcgtttgcattgttaatatggcgcgctatttctcatcgctacgcgcactgttagtggtacttcgtggttgcgatcctttgctctatcaatatgtcgatggcggcggcttctttaccacgcatggtcagcccaacaaacaggtgcgcctggtatggtatatctacgctcagcgctatcgcgatcatcatgatgaagaatttattcgccgttgtgaacgcg- STM3590 100 STM4037 60.577 STM3590 100
3267811 atggcaaagaaccgtagtcgtcgtctgcgtaaaaaaatgcacattgacgaattccaggaattaggattttcggtggcatggcgttttccggaaggtacatctgaagagcaggtcgataagactgtcgatgactttattaatgacgttattgagcctaataaactggcgtttgacggcagcggctacctggcctgggaagggctgatttgtatgcaggaaatcggtaaatgtaccgaagaacatcaggcgattgtgc- STM3108 100 STM2381 60 STM3108 100

STM0555 100 STM2509 96 STM0555 100
4683179 atggcatttgcaatgaaagtaatctcacaagttgaagcgcagcgtaagattctggaagaagcagtttcgacagcgctggagttagcctcaggcaaatcggatggggcggaagtcgccgtcagcaagaccaccggcattagcgtcagcacccgttatggtgaagtagagaatgtcgaatttaatagcgacggcgcgctgggtattacggtgtatcaccagaaccgcaaaggcagcgcctcttcgacagatttaagc+ STM4438 100 STM0087 61.765 STM4438 95.15
4816496 atgactatgacaagactgaagatttctaaaactctgctggccgtaatgttgacctctgctgttgcgacaggttctgcctttgcagaaaacgcaacaacggacaaggcgcaaagcggaaccgaaaccgcagggcaaaaagtcgatagctctatgaataaagtcggtaacttcatggatgacagcgccatcactgcgaaagtaaaagctgcgctggtagaccatgacaatattaaaagcaccgatatttctgtcgaaa+ STM4561 100 STM0055 62.376 STM4561 100
2960624 atgacgaaacccactcatgagcttagcccggcgctgatcgttttaatgtctgtggccacgggtctggcggtcgccagcaactactatgcccagccgctgcttgataccatcgcgcatcacttttcgctttccgccagctccgcagggtttatcgttaccgccgcgcagttgggctatgccgctggcctgttgtttctggtgccgctcggcgacatgtttgaacgccgaacgctgattgtctccatgacgttgctg+ STM2812 100 STM2690 62.376 STM2812 100
2221728 atgcgctttttcgcccttttcatctaccgcccggtcgccaccattttgattgccgccgccattacgctgtgcggcattctgggctttcgtctgctgccggtcgccccgctgccgcaggtcgatttcccggtgattatggttagcgcctcgctgccgggcgcctcgccggaaaccatggcttcgtcggtggcgacgccgttggaacgctctttgggacgcattgcaggcgtcaatgaaatgacctccagcagctcg+ STM2128 100 STM2127 73 STM2128 100
2316112 atgctaacacgcgactcctcttccggtcggaaaatcctgcttacctgtatcattacggggatagcggcagcattacttattggtagcctgcaatttttcctgtcgtggcataaacgggatgttaaatacaatacgctcctttctgatgtacaacattacctggccagctatttcgccgacctgaaagccaccaccgatattcttcaaccgttgacgatcaacacctgtcagcaggttggcgcagaactcacctca+ STM2215 100 STM0343 67 STM2215 100
2181431 atgcccgcgactaaattctcccgacgtaccctcctgacggcaggttctgcgcttgctgttcttccttttctgcgcgccttgccggtacaggcgcgtgaacctcgcgagaccgtcgatattaaggattatccggcggatgacggtatcgcctcgttcaaacaggccttcgccgacggacagaccgtggtcgtaccgccaggatgggtgtgtgaaaatatcaatgcggcgataacgattccggcgggaaaaacgctg- STM2099 100 STM0516 61.905 STM2099 100
2225259 atgactgaattacccattgatgaaaacacgccgcgcattttgattgttgaagatgaacccaagctgggacagctgcttattgactacttacgcgcggcgagttacgcccccacgctcatcaatcatggcgacaaggtactgccgtatgtgcgtcaaacgccgccggatctgatcctgctggatctgatgctgccgggtaccgatggtctgacgctatgccgggagattcgccgtttttccgacatccccattgtga+ STM2131 100 STM3502 74 STM2131 100
2303516 atgaaatacatcggagcgcacgtcagcgctgctggcggtctggctaacgcccctgcccgcgcggctgaaattggcgcaacggcctttgcgcttttcacaaaaaaccagcgtcagtggcgtgccgccccccttactccccaggtcattgatgactttaaaatcgcctgtgaaaagtatcatttctcggcggcgcaaatccttccccacgatagttacctgattaatctgggccatccggtcagtgaagcgctggaaa+ STM2203 100 STM2203 100
2208199 atgactgatcagtctcatcagtgcgtcattatcggtatcgctggcgcatcggcttccggcaagagtcttattgccagtaccctttaccgcgaattgcgtgaacaagtgggtgacgaacatattggcgttattcccgaagacagttattacaaagatcaaagccatctgtcgatggaagaacgcgtaaaaactaactatgaccatccgaatgcgatggatcacagcctgctatttcagcatcttcaggcgctcaagc- STM2122 100 STM2933 48.039 STM2122 100
1943888 atggaaaatcaacctaagttgaatagcagtaaagaagttatcgcgtttctggccgagcgttttcctcactgttttagtgcggaaggcgaagctcgcccgctgaaaattggtatttttcaggatctggtagagcgagttgggggcgaaatgaacctcagcaaaacgcaacttcgttccgctttacgtctttatacttcaagctggcgttacctgtacggcgttaagccgggcgcaacgcgcgtcgaccttgatggca- STM1846 100 STM3869 59.615 STM1846 100
3890064 atgcttaacatcgtactcttcgaaccagaaatcccgccgaataccggcaacatcattcgtctttgcgccaataccggctttcgtctgcacatcatcgaaccgatggggtttacctgggatgataagcgcttacgccgcgcagggctggactatcacgaattcgccgcggttcagcgccatcacgattatgccgcctttgtcgccgccgaaaatccgcagcgcctgtttgcgttgacgacaaagggcacgcccgccc+ STM3695 100 STM3176 61.905 STM3695 100
3833468 atgaaaaaacgtgtatttgtgattgctgccatcgtgagcggcgccctggcagtatctggctgcacaacaaacccttacaccggcgaacgcgaagcaggtaaatccggcattggcgcgggtattggatcgctggtcggcgcaggcatcggcgcactctcctcctccaaaaaagatcgcggtaaaggcgcgctgattggcgcggcggctggcgcggcgctgggcggcggcgtgggttactacatggacgtacaggaag+ STM3645 100 STM1445 62.376 STM3645 100
2290429 atggagcgtaatgtcacgctggattttgtacgtggcgtcgctatcctcggtatcctgcttcttaacattagcgcctttggattgccgaaggcggcttatctcaatcccgcctggtacggcgcgatcgttcccgaagacgcctggtcctgggcgattctcgatattgtggcgcaggctaagtttcttacgctgttcgcgttgttgtttggcgcggggctacaaatgctgcttccgcgtggtaaacagtggattcag- STM2192 100 STM0775 62.376 STM2192 98.45
1873331 atggattttcagcactggctgcatgaggcggtaaaccagctccgggacagcgacagcccccggcgcgacgccgagatcctgctagagtacgttacgggcaaggggcggacgtatatcatggcctttggcgaaacgccgcttaccgacgtccagcaacaacagctcgcggacctgctgcagcggcgtaaacagggcgaacctattgcgtacctgacgggcttacgcgaattctggtcgctgccgctcttcgtttctc- STM1775 100 STM2642 65.347 STM1775 100
3858069 atgaaaaataataccggttatattatcggtgcgtacccttgtgcaccctcatttcaccagaagagtgaagaggaagagacggaattctggcggcaactctctgatactccggatatccgggggctggagcagccttgtcttgaacatcttcacccgctcggcgacgagtggttattgcgccatacaccagggaactggcaaatcgtggtcaccgcgataatggaaaccatgcgccgccgtagcgaaaacggcggt+ STM3670 100 STM2690 65 STM3670 100
1966381 atgggttgttggggtgttatcaggcacatattcgtaccagtccggatcgcgaacgccatgaacggcaagaaagctttcgcaccacgttcggcgaagatcaggattaccgggctggagaattacaccagatgtggcgttgcactgaaactggatctagtggcgaatccaggacagcttgagctagaacgtcatgccgcccgatccgcagcgtggctttttgtgactaaagggtgtctgaaatattccggcgacctgg- STM0907 100 STM1869A 99 STM0907 100
4618363 atggcaaaaaaacgaaaatccagaagcacatccggcgtaggccattcggcaataagacgaatagccgaaccggtcaatccctttgagcggcaacgaaatcgctacacgccaaaatgcctgacgctggcgattatgggtggagcggccttttttctcctgaaagggtgcggtgatggcggcaatagtgacaacgacggcgatgggacgttttacgccacggtgaacgactgtattgacgatggcaatagcgccagcg+ STM4375 100 STM2228 69 STM4375 100



3347290 ttggaaagcctgttaaccctacctctggctggtgaggcccgagtcaggattttacaaattacagatactcacctgtttgccgaaaagcatgaaacgctgttaggcgtcaatacctgggaaagttaccaggccgtgctggaggctattcgggcgcaacagtatgaatatgatctgatcgtggccaccggcgatctggcgcaggatcaatccgctgcggcttatcagcattttgctgagggtatcgcaagctttcgcg- STM3183 100 STM1095 63.462 STM3183 100
3440056 gtgttagataaactgcgttcacgcttagtccatgctggcccgtctctgatgagtgtaccggttaaactgacgccctttgcgctaaagcgccaggttctggaacaggttctgagctggcagtttcgtcaggcgctggccgatggagagctggaattcctcgaaggtcgttggttaagcattcatgttcgtgacatcgacttaaaatggtataccacggttgaaaatgaaaagctgatcgttagccagcaggcggatg- STM3273 100 STM3925 65 STM3273 100
3320002 atggcaatgcgtcttaacgagaacctggatgacaacggcgaaatgcatgaaatcaacgtgacgccgtttatcgatgtcatgttggttctgctgattatctttatggtggctgcgccgctggcgacggtggacgtcaaggtgaatctgcccgcttctaccagtacgccacagccgcgtccggaaaaaccggtttatctgtcggtgaaagcggataacaccatgtttatcggtaacgatccggtgacggatgatacga- STM3158 100 STM0746 66.355 STM3158 100
3229284 atggaagatttgaatgttgtcgacagcataaatggtgcgggcacctggctggtacgcaaccaggcgttattgctcagctatgctgtgaatattgttgcggctatcgctattatcatcatcggcttgattgtagcgcgcgtgatctccaatacggtaaatcgtctgatgcgtgcgcgtcatattgatgcgacagtggccgactttctttctgcgctggtgcgctatggggttatcgcttttacgctgattgcggctc- STM3067 100 STM4102 78 STM3067 100
3488812 atgatcctcttatcgaaacagactccgctgggcgccggtcgacatcgtaaatgctatacgcatccggataatgcccggcgttgcataaaagtcatttacaaccgtgaccacggcggtgataaagagattcggcgtgaactgagctactatgcgcatctgtcccgctacctgacagactggagcgctatcccccgttattacggcacggtagaaaccgattgcggcaccggctatgtctacgacatgattaccgatt+ STM3325 100 STM3615 60.748 STM3325 100
3959055 atgtcctgctacgcagccacagcatcagactatactcagtggtgtctattaaccctctccaactacgttatgttttggcatggtaacaatgcgatgttatggataattaacgataatattgaatttaatccagaaatgaatcgcctggcttcattatcgaggccagatctcaacattattctgacaacgcccgccagccgctgcttgcgccttctgctggaaaacgccccctccgtcgtctcacaacaaacattct- STM3759 100 STM4414 60.952 STM3759 100
3325300 atgaacaatttcaaattacatacccctacccgcattctgtttggtaaaggcgctatcgtcgatcttcgcgatcaaatcccgcaggacgcccgcgtgctgattacctatggcggcggtagcgtgaaaaagaccggcgtactggcgcaagttcaggaagcgttaaaaggactggatgttcgggagtttggcggtattgaaccgaacccgtcctatgaaacgctgatgaaggccgtgcagcttgtgcgcgacgaaaat+ STM3164 100 STM2461 54 STM3164 100
1755126 atgttaaaattgacaaatatcaattacggcttgagcagacctatgatcccggaaaagcgaattatacggcgcattcagtctggcggttgtgctatccattgccaggattgcagtatcagccagctttgcatcccgttcacacttaacgagcatgagcttgatcagcttgataatatcatcgagcgcaaaaagcccattcagaaagggcaaactctgtttaaagcaggtgatgaactgaaatcgctctatgctatcc+ STM1660 100 STM3700 63.551 STM1660 100
3964268 atgactgacatgaacattgaaaaccggaaactcaatcgcccggcgtcagaaaatgataagcagcataaaaaagtatttccgatcgaagcggaagcttttcatagcccggaggagacactggcgcggctgaacagccatcgtcagggcctcacgatagaagaggccagcgaacggttgaaagtgtatgggcgcaatgaagtggcgcatgagcaagttcctccggcgctgattcagcttctgcaggcattcaataac- STM3763 100 STM4456 78 STM3763 100
3318456 atgaaagaagttgaagacaataacgtttatttggctttagacaaccataaaagtgatgaatttatcttaaagcaaaatcttgcagcactaatcgccagcaaaaatgccaccctggaaaaggtaacgcaggaggtggtatccataccggcggcgttagtacgcctgaagtggcaaaaccgacgggagatgtatgcgttacaggtcaaagaggagatttatggcgcgaccatcaatgccattatcgagcagcatcctg+ STM3156 100 STM3156 100
3239418 atgaaaattcgcgctttactgcttgctttgggcatggcgacggtgctgaccggttgccagaatatggactctaatggactgctttcttcgggcgctgaagcttttcaggcctatacgttaagcgatgcgcaggtaaaagcgttgagcgatcaatcctgtcaagagctcgacagtaaagcgaaaatcgcgccggcgagcagcgaatacactaaacgactggcaaaaattgccgccgcgctgggggataacattaacg+ STM3077 100 STM0979 82 STM3077 100
1173855 atgtcgaacgtctgcattatcgcctgggtttatggtcgcgttcagggagtcgggtttcgctataccacgcagcatgaggcgcagcggctggggttaaccggctatgcgaagaatatggatgacggaagcgtagaagtggtggcctgtggcgacgcggcgcaggtggaaaaactcatcaagtggctgaaagagggcgggccgcgctctgctcgtgtggacaaaatcctcactgaaccgcacagccctcgcgagacgt+ STM1083 100 STM0019 68.932 STM1083 100
850176 atgaaacaaacagtctataccgccagccctgagagtcagcaaattcacgtctggagcctgaaccacgaagggacgctgacgctggtgcaggtcgtggatgtgcccggtcaggttcagccgatggtggtcagtccggataaacgctacctctatgtcggcgtgcgcccggagtttcgtgtcctggcgtatcgtattgcgccggatgatggcgcgctgacgtttgccgccgaatccgccctgccgggtagcccgacc+ STM0785 100 STM2180 50.962 STM0785 100

3259081 atgagcggcaccttactggcctttgacttcggcacaaaaagcatcggcgttgcaataggacaacgcattaccggcaccgcccgtccgcttccggcaatcaaagcacaggacggcacgcccgactggacgctcattgaacgtttgctgaaagagtggcagccggacgaaattattgtcgggctaccgctcaatatggatggcactgaacagccgctgacggcgcgcgcacgtaaattcgccaaccgtattcatgggc+ STM3097 100 STM3306 56 STM3097 100
1155180 atgtgtgaacatcaccatgctgcgaagcacatattgtgcccgcaatgtgacatgctggtggctttaccccgcctctcgcatgggcaaaaagcagcatgtccacgatgcggcgcaacgttaacgaccgagtgggacgcgccccggcagcgtcctaccgcctatgcgttagcggcactatttatgttgctgctttctaacctttttcccttcgtgaatatgaatgtcgcgggcgtcaccagcgaagtcacgcttctg+ STM1063 100 STM0544 66.981 STM1063 100
817256 atgaagcaggcattacgagtagcatttggttttctgatgctgtgggcggcggtgctgcacgcagaagtccgtatcgagatcacccagggggtggactcggcgcgaccgattggcgttgtgccttttaaatgggccggaccgggcgctgcgcctgaagatatcggtggcatcgtggcggcagatttacgcaatagcggtaaatttaatccgctagaccggtcccgactgccgcagcagccagccaccgctcaggaa+ STM0748 100 STM0748 99.77
862364 atgagttggcaacaacgcgtcgacgatgcgctgacggcgcgtcgggtgacggatacgttgcgccgccgctatgtggtatcgcagggtgccggacgctggctggtagcgaacgggcgacagtatcttaacttttccagcaatgattacctcggcttaagtcaacatccgcagattattcgcgcctggcaacaggcagcgacgcgttttggcgtcggcagcggcgggtcgggtcatatcagcggttattccgtggcg+ STM0795 100 STM2461 69 STM0795 100
911269 atgaccgttaacgttgtcgttacagatatggacggcacttttctcgacgatgccaagcagtacgatcgtgtacgcttcatggcgcaataccaggaactgaaaaaacgtaatatcgaatttgtggtcgccagcggtaatcagtactatcagttgatctccttcttccccgagctgaaagacgaaatttcctttgtcgcagaaaatggcgcgctggtgtatgaacatggcaagcagttgtttcacggggagctaaccc+ STM0842 100 STM0840 88 STM0842 100

1690724 atggtaaaatgcgtatcttctttcctcctgttcagcctgttgtccgttcaggcaatgtcagctgaaaaccatattgatctccaccagccaaaagactttgtcgatattactacggtcgcccccgacgtacaggtagacatgcgatacttcagttcccataactttattggtcgccccattaaaggctataacgcgcctgtttgcctgttaacacgaccagccgcgaacgcagtgaagcaggtcgccgatcgtttac- STM1599 100 STM1599 100
494585 atgagtcattctaccgagagcggcggcgcatcccacggcagcgtaaaaacgtacatgaccggctttatcctgtcggtcatcctgacggttattccattctggatggtgatgaccggcgctgcctctccggccgttattctgggatctatcctggcaatggcagtggtgcagattttggtgcatctggtgtgtttcctgcacatgaacaccaaatctgatgaaggctggaacatgacggccttcatctttaccgtgc- STM0440 100 STM0440 100

3195781 atgcacacaacacttttttttagtaaccggacccaggcagtcagattgcctaaatcgatatcctttccggaggatgtgaaacatgtcgaaatcattgcggttggcagaagcagaatcattactccagtcggagaatcctgggacagctggttcgatggcgaaggcgccagtactgattttatgagtaccagagaacaacccgcagtacaggaacgggaaggattttga- STM3034 100 PSLT105 74 STM3034 100
3262520 atgagtgctgtgactcgctgcgaagacggtctggtgttacggctttatattcagccgaaagccagccgcgatagtattgtgggtttacatggcgacgaggtgaaaatcgccattaccgccccaccggttgacggtcaggcaaacagccatctgaccaagtttctcggtaaacagtttcgcgtggcgaaaagtcagatcgtcatcgaaaaaggcgagctgggccgtcacaaacaggtaaaaattattcacccgcaac+ STM3102 100 STM3241 88 STM3102 100
543210 atgtttggaaaaggcggtctgggcaatctgatgaaacaggcccagcagatgcaggaaaaaatgcagaaaatgcaggaagagattgcgcagctggaagtgaccggcgaatccggcgcgggtctggtgaaggttaccatcaacggcgcgcataactgccgccgcgtggaaattgacccaagcctgctggaagatgacaaagagatgctggaagatctggtcgctgcggccttcaacgatgcggcgcgccgcattgaag+ STM0485 100 STM2272 65.421 STM0485 100
645465 atggaattcagtaatcccttcgataatccgcagggacagttttacatcctgcaaaatgcgcagcgtcaattcagcctttggccagcggcatgtgcgcttcccgcaggctgggacgtggtatgcgaaccgcaatcgcaggacgcgtgccagcagtggcttaatacgcgctggacaacactgaatccggcgcattatgccgataagcaggaggcgaaatga+ STM0587 100 STM0587 100

2612659 atgaagatcgtggaagtcaaacacccactcgtcaaacacaagctgggtctgatgcgtgaaaacgacattagcactaaacgctttcgtgaactcgcctcagaagtaggcagcctgctgacgtatgaagcgacagccgacctggaaacggaaaaagtcaccatcgaaggctggaatggcccggtggaaatcgaccagatcaaaggtaaaaaaattaccgttgtgccgattctgcgcgcgggtctgggtatgatggaag- STM2498 100 STM3003 60.748 STM2498 100
1123161 gtggctaagaattacgtggaagacggcaaaacgattgaaattgtggcgaccacgtcactaaagagcggagatctggtacaggtcggcgatatgttcgctgtggctgttaccgatattgccgccgggagcgccggaaccggcatcgcagaaggggtattcagcataccaaaactgacaacagaggatattgccgtcgggaaaaaagtgtatctgaaggataacgtggttcagacggatgcaaccggcagcctgccgt+ STM1034 100 STM0913 74 STM1034 100
2242569 atgaaaagtaagttgctgccttgcgcgctgttgcttgcaaccagttttgcatgggccgcccccgcgacaacgggcattgatcaatatgagttaaaaagctttatcgccgacttcacccacttcaagcccggcgataccgttccgcaaatgtaccgcaccgatgagtataatattaaacagtggaaattacgtaatctgcccgcgccagatgccggtactcactggacctatatgggcggcgcgtatgtactgatta+ STM2148 100 STM2255 56.436 STM2148 100
401596 atgcagttccatattgatgacatgacctgcggcggctgcgccagtacggtaaaaaagacgattctgactctcgatgctaatgcgacggtgagaactgacccggcgacgcgtctggttgacgttgaaacgtcgctatccgcggagcagattgccgccgccctgcaaaaggccggtttcccgccgcgcgagaggtaa+ STM0355 100 STM0353 58.491 STM0355 100
466908 atggctatcatcccaaaaaactacgcgcgcctggaaagcggctatcgtgaaaaagcgctgaagctgtttccgtgggtgtgcggacgttgttcccgtgagtttgtgtattcaaatctgcgtgagctgacggtgcatcatatcgatcatgaccacaccaataacccggaagacggcagcaactgggagctattgtgcctctactgccacgatcatgagcattctaaatataccgaagccgatcagtacggttcgacgg+ STM0411 100 STM0411 100

3896798 atggccaatattgaaatctacaccaaagcaacctgcccgttttgccatcgtgcaaaggcgctgttaaacagcaagggcgtgagtttccaggaaattgcgattgacggcgacgccgtgaagcgtgaagagatgatcaaacgtagtggccgaacgacggttccgcaaatttttattgatgcacagcacattggcggttgtgacgacttgtatgcgctggatgcgcgtggtggactggatccgctgttgcgttaa- STM3702 100 STM0369 61 STM3702 100
4622016 atgattatcaggaaacgagatagagttatgcgtcggtttgcttcattgatagcagcgctgttattaagcgcgtgtagcgtgctgcagggtacgccgcaacctgcgccgcctgtcgccgatcacccgcaggaaatccgtcgcgatcaaacgcaaggactacagcggatggggaccgtaagcgcgctggttcggggctccccggatgatgcaatagatgaaatcagagcgaaagccgtcgctgcgaaagccgattatt- STM4379 100 STM1008 58 STM4379 100
3001358 atgtgcataggcgttccgggtcaaatccgcgccattgacggcaatcaggcaaaagttgacgtctgcggcattcagcgcgacgtcgatctcacattagtcggcagttgtgatgaaaacggtcagccgcgtctgggtcagtgggtgctggtccatgtcggattcgccatgagcgtcattaacgaagcggaagcgcgcgacacgctcgacgcgctacaaaatatgtttgatgttgagccggacgtcggcgcactgctgt+ STM2856 100 STM3143 71.845 STM2856 100
1205202 atgccaactcaagaagcaaaagcgcaccgcgtcggcgaatgggcaagcctgcgtaatacgtcgccggaaattgccgaagccatttttgaagtcgctcactatgacgagaaactggcagaaaaaatatgggaagaaggtagcgatgaggtgctgatcaaagcctttgagaaaacggacaaagactcgctcttctggggcgaacaaatcatcgaacgtaaaaacgtataa- STM1118 100 STM1712 62.162 STM1118 100
1334389 atgatgaaacgtaaattgatcccatttaccctctttctcgctgcgcttagcgccagtaccacctctatagcagcttcgcaggagatttctaaatctatatacacctgtaatgataaccaggttatggaggtgatttacgtcaacaccgaggctggaaacgcctatgcgattatcagtcaggtaaacgagatgatcccgatgcggttaatgaaaatggcctccggagcaaattacgaagccatagacaaaaattata- STM1249 100 STM0762 60.784 STM1249 100
1393966 atgtttgatcttgaaaatgttgtagataaccagaccgcggctgaggaactcgaagaagtcgttatggggcttatcatcaattctggtcaggcgcgcagcctggcatatggcgcgctcagaaaagcgaaagaaggcgattttgaggcggcgaaagcgatgatggaccagtcgcgcatagcgctcaatgaagcgcatcttgtgcagacaaaactcatcgaaggcgatcagggcgaaggcaaaatgaaagtcagtctgg+ STM1314 100 STM4261 63.725 STM1314 100
3972330 ttgactaccacacaaccgttgccccacatcctgctgctgacgcatggcggctggggacaaccgctttgcaacagcctgcgtatggtcacgggcgaaattaaaggcgtgacggaaatcgcgctaatgcctgtcgatacgctgggcgagttttatcaacgcgtcgaggccgtggtgaaaacgctgccggaaggctcgctgatcctgacggattttgtcggcggcacaacgtccaacgtcgcggcgcggctaagcgccg- STM3772 100 STM2689 62.5 STM3772 100
3975347 atgagacgtattgagatcgtactgggagagctggaacggctgacgcgcgggctatgtcttgccgatttggcgcaggagacggcgtttacggcggaggcgataggtttcaatcttgggctggcgcgtaactccgtcagcaaagatctcaatcagttatggaatgacggcctggcaatcaaaagccgtggccgcccggtctattttctgcatcgccaggcgctggaaacgttgctgggacgacagctggaagagtct- STM3773 100 STM0571 72.277 STM3773 100

66893 atgaacgaagctgtactactgggtgaaggtttcaccctgatgtttttagggatggggttcgtactgagctttctgttcctgctcatctttgccattcgcggcatgtctgccgtgattactcgcttcttcccggaacccgtcgccgcgcccgcaccgcgcgccgttcccgtcgtggacgacttcacccgcttaaagccggtgattgccgccgccattcaccatcaccgccaccacgtttaa- STM0056 100 STM0766 83 STM0056 100
19966 atggctacaagcaaactgattcaaggcgatacaattactgaaactactcatgcagcgaatggttttgaccctgcaacaagcgatgataaaataagctatacttccgctcgtgttgcgaaaccggtatacaataaatataaaaattccacgactaaaccgaaggtattcggttattacaccgactggtcacagtatgacagccgtctgcaaggcaatatgtcccaaccgggccgtggttatgatttaaccaaagtt+ STM0018 100 STM0018 100
68392 atgaccaacatgacccaggcttcggcgacggagaaaaagggggctagcgatttactcagattcaaaatctttggtatgccgctaccgctttatgcctttgcattaattactttattactttctcatttttataatgctataccgactgacttagtaggtggttttgcccttatgtttgtgatgggggccatttttggtgaaatcggcaaacgtttaccgatcttcaataaatatattggcggcgcaccggttatg- STM0057 100 STM3512 60.396 STM0057 100
23054 atgaccatttccattcacgccagcgcatttgacgtcaacagctggtatcaaaaaattaccttaactttcatcaatgagagcggtaatgcggtcgatatgaaccatgccgcaatatcattcacggcttccgggcacatcgatccatggggaaatagcggcggtacgctcaaagggaacctgccgcttacgctgaatgagagttcgtatggcacgctggaaactaacaacatcatcattaataacagcgatgcatta+ STM0019 100 STM1169 61.538 STM0019 100
32994 atgagacaatatactattaataacgaatttatttataatgagtcgttaagagaaataatatcattacatgataaaaaagtgctaaaggtgacgctaatgcgtgcgcgttgtttaagctatctttttgaaaatgcctacaagaaactgattacgcgggagatgatttcacacgcagtttggggagagcgaagtcaatttgttagcgatgctaatttgacgcaacttctttatctgctgcgacgagatttacaacaaa- STM0029 100 STM0031 65.686 STM0029 100

108170 atgaaaaaacgtattcccactcttctggccaccatgatcgccagcgccctttatagtcatcaggggctggcagccgatctcgcctcacagtgtatgttgggcgtgccgagctacgatcgtcctctggtaaaaggcgataccaacgatctgccggttactatcaatgccgataacgctaaaggtaactacccggacgatgccgtttttaccggcaacgtggacattatgcaggggaatagccgcctgcaagcggat- STM0093 100 STM0093 100
1232924 atgtccgtaatcaagaaaaatatccctgccataggcctgtgtatctgcgctttttttatccattctgcggtagggcaacaaacggtacagggcggcgttatccattttcgcggcgcgattgttgagccactgtgcgatatttctactcacgccgaaaatattgatttaacctgcctacgcgaaggtaaaaagcaaatgcaccggattgaccttcggcaggcatctggattaccgcaggatattcagtccattgcga+ STM1146 100 STM0231 55.882 STM1146 100
1703194 atgatgaaaaagatccttgtggcatgtggtaccggcatgtcgacatcaaccatgattgcacaaaaactgcaggactttcttgcggagcaaggcattgcggcaaccacggcgcaatgttgtctgaatgagatcccgttgaactgtaacggtatggatctcatcgtaacgtccatgcgtacgcacagtgactatggcatcccgacgctcaacggcgccgccctgctgacaggcatcaacgacgacgcattaaaacaag+ STM1613 100 STM0612 59.615 STM1613 100
1756533 atgatcatgatgaagctgaaatcggcgaaggggaaaaaatttctgttatgcctgctggcagtgtttatcgttgcggcatcggtggtaacgcgcgcgactatcggcggtgtgattgagcagtatcatattccactgtccgagtggacaagctctatgtatgccattcagtcggcaatgattttcgtttacagtctggtgttcactattctgctggcgattcctttggggatctatttcctcggcggagatgagtaa- STM1662 100 STM0706 62.745 STM1662 100
1693635 atgcttacaaaaacgttatcagtagttttactgacctgtgcgctgttttcaggccagttactggcgaaacagcaagaccacgcattcgtatggtttgcgacgggagggcaccagcttagacacgaagccgacagcgatgaattacgggcggcagcggaagaatccgcggaaggcttgcgcgagcaccacaactggcagaaatcgcgcaaaccagaaagctattttcgttaa+ STM1603 100 STM2996 66.667 STM1603 100
1627087 atggcatttcaaattttaacgactactgcagcaagcattacagaactgaaacgtgatccaatgggaactttcaatgccggagatggcgctccagttgccattcttaaccgcaatgaaccggctttctactgtgtgcctccggcactttatgctcatcttatggatattcttgaggatgaagaactcggtcgtattatcgatgagcgtgcgaatgaacgcgtcattgaggtcaacattgatgacttataa- STM1551 100 STM2643 51 STM1551 100
3401902 atgagcaaaaaatcggcgaagaaacgtcagcccgtggtaaaacctgccgtacaggaggcgatgagcgccgctgtgccgctgggctatgaagagatgctaaccgaactggaagccatcgtggcggacgccgaagcccggctggcagaagaagaggccgcagcctga+ STM3237 100 STM3852 62.5 STM3237 100

P66646 atgggaaataaccggctgaacaacctgaagggacgtgccgttttatatcgtattgccggtcttctgcgctggctgatatggggcgtgaaatatgccgttatctggccgctggccacaacagccattgttgtcattctgctcttccggacgggggataccacgccgggacaacagatggcgcaggaaatcggacgggtgagggcaatggccccgtccgggatgtttccggtccgggactgccctgacccggctttca+ PSLT082 100 STM0282 69.811 PSLT082 100
P58490 atgatccactcttcacacgccctggttaccctgaagccagcccgtcaggcggcattacaggccattctgacggtggaagaatcccgccgccgtggagcacgtctgcccgccctgccacatgcgcgtacttttttgcgcgtgctgagcggcagcagccggattaacacgacagtggcacagcgtattcccggtctgaactgggagccgaagaaccggctgaccagcctgaaacaggtggaagaggcgctggatcgcc+ PSLT070 100 STM4525 71.429 PSLT070 100

PSLT108 100 PSLT109 100 PSLT108 100



P22248 atgagtcagccaccgttacctgctgtctgtacgcaggcagcgtccgccctgctgccggtggccattgattacccggcggccctcgcactgcgccagatggcaatgcagcatgacgactacccgaaatatctgctggcaccggaggtaagtgccctgctccactacgtccctgatctgcatcgcaggatgctgctggccactctatggaataccggcgcacggattaacgaggcgctggccctgacacggggagact+ PSLT031 100 PSLT021 68 PSLT031 100
P67381 atgaaccggatttcatgcctgatccctttctgtggcgcgcttctgctgtccggatgcgccggaacgaactccgactttgaatgtaccgccaccacgtcagacacctgtatgacgatggagcaggccaatgaaaaagcgaaaagacaggagcaacctgagacggtaaagccgggtgcggtatcactgccgcgcctggctgagggtaactttcgcacgacgccggtacaggtagtcagtaccgtcactctacccgtcg+ PSLT084 100 STM2516 57.282 PSLT084 100
P25659 atgttaagagccacgaaagtatgcatatatccgacaccggaacaggcggagcaccttaacgcccagttcggtgcagtccgttttgtgtacagcaaatctctgcatatcaagaaacacgcttatcaacgacacggcgtaagtttaaccccgcgtaaagacattaaaccgcttctggctgtagcgaaaaaattccgtaaattccgtaaatacgcatggctaaaggaatatgactctattgcgttgcaacaggcggtga- PSLT035 100 STM0670 54.455 PSLT035 100
R45735 + STM2182 54.902 STM3189 48 STM2182 15.74
R46145 + STM0489 61.386 STM3905 59.615 STM3905 23.86
R29886 + STM1997 71.569 STM2022 64.423 STM1997 55.31
R42021 - STM2326 52 STM2199 44 STM2326 14.32
R25333 - STM2927 61.386 STM2031 50.495 STM2927 27.27
P17625 ttgtttgtagaggtggataaatcctccggtgaaatcgtaaatctcactcctaatgccagtaataccgtgcagcctgtagctctgatgcggcttggagtatttgttcctacgcttaagtcactgaaaaaccgtaaaaagaacacgctttcgcgtactgatgcgtcggaagaactgacgcgtctgtctctcgccagggccgaggggtttgataaagtggagatcactggtccccgcctggatatggataatgacttc- PSLT023 100 STM0267 80.198 PSLT023 100

2859456 atgaatcgtttactggcagtggttctggcgctggtacttgcggcgctgggctggcagtcgtggcggcttaacaatgccagccacaccatcgagacgcagggcgcggtgctgaaaagcaaaacgcaggagctgacgaagaaaaacagccagctgatcggcctgtccattctgaccgaaaccaacagccgggagcaggcgcggctttatgcggcagcggaacagaccaccgcacttctgcgcagccgccagcaccgga- STM2714 100 STM2252 51 STM2714 100
STM2777 100 STM0585 71 STM2777 100
STM0915 100 STM2598 69 STM0915 100
STM0918 100 STM2594 77 STM0918 100

994908 atggcaacgccgcacacactcgatatggcgacaccgggcatggcacgagtctgccttcacggggatttacaacgatttggccgccgctttagcttcagtataaaaacgggggccgaggctatttacgcgctggccgtgcagataccgggcttccggcagaaaatgaacgagggctggtatcagatacgcatcgccggtcaggatgtggatgaaaccagcgtgtcagcccgtctgcatgagccgctgccggacgggg+ STM0923 100 STM2590 80 STM0923 100
3274908 atgaaatcaatgaatattgccgccagcggtgaactcattccccgtctctccacccaccgaaacgtagtggcgctggacagtaccgactttaccgatgtggccgcagtcgtcattaccactgccgacagccgtagcggtattctggcgttgcttaaacgcaccggttttcacctgccggtgtttatgcttgcggatgaacccgtcagcgcgcctgtcggcgttacggcggtaatagtcgggaacgcgcaggaatgg- STM3114 100 STM0701 79 STM3114 100

STM2238 61.538 STM1855 59.406 STM4503 25.58
STM0705 100 STM0353 77 STM0705 69.32

STM4235 63.551 STM0007 62.617 STM4235 31.05
STM1095 62.376 STM2384 62 STM2405 34.46
STM2237 90 STM0906 70 STM2237 55.24
STM2754 58.252 STM1671 54.808 STM2754 29.87
STM1009 60.952 STM2632 60.952 STM1009 23.81
STM0547 65.385 STM0122 59.615 STM0122 17.32
STM3474 61.905 STM2458 60 STM2458 14.95

STM1709 62.376 STM3727 62 STM3727 8.75
STM4207 78 STM4207 45.29
STM3506 53.465 STM0968 39.604 STM3506 7.4

STM0158 62 STM0200 59 STM0200 45.3
STM0216 26 STM0216 10.84
STM3478 47.525 STM1712 43.564 STM3478 26.96

STM1056 98 STM1241 74 STM1056 66.68
PSLT097 61.765 STM1046 59.804 STM1046 22.86
STM0056 99 STM3353 94 STM0056 87.29
STM2729 100 STM2729 83.08
STM2714 94 STM2713 93 STM2714 82.1

PSLT104 62.037 STM0747 59.434 STM0747 4.91
STM4524 97 STM3523 60.194 STM4524 19.84
STM2725 92 STM3336 77.228 STM2725 56.17
STM2994 64.151 STM2994 6.97

1608015 atgcatgaattagccctggcgcaaaatattatcgaattgctggaggaacaggcagtaaatcaccagttcagcaaggtaaagcaagtctggctggagattggcgttatggcctgtgttgaggtgccggcgctgcattttggcctggacgtcgccgctcgtcatacccttgctgacaatgcgcgtttccacattactatcgcaccggcgcaaggttggtgtctgtcctgtaatcaacccttcacctctcaaacatcca- STM1531 100 STM3144 66 STM1531 100



4024537 atgcgaaaactctggagagcgctactcaggccaagcgcccgttggtcgatactggcgctggtcattgtcgggattgtgatcggcgttgcgctgatcgtgttacctcacgtcggtatcaaactgaccagtacgacagagttttgcgtcagctgccatagtatgcagccggtgtatcaggaatataaacagtccgtacatttccagaacgcttccggcgtacgcgcggaatgccacgattgccatatcccccctgat- STM3823 100 STM2255 76 STM3823 100
487691 atgaaaattactgtactgggatgcggagccttaggacaactttggctttcggcactgtgcaaacacggacatgacgtacagggctggctacgggtgccacaaccttattgcagcgtaaatctgatcgataccgatggttcctttttcaacgaatcactgacggcaaacgatccggattttttggcgaagagcgaactgttattagtcacgctgaaagcgtggcaggtttccgacgcagtacgaaccctggcgtca- STM0434 100 STM4413 59 STM0434 100

2101202 atgacgcaggcagttatgttgcaggggacggcatccgacgtcggcaaaagtgtgctggcggcgggtttatgccgcattttttatcaggatggtctgcgtaccgcgccgtttaaatcgcaaaatatggcgcttaattctggtattacgccggatggtaaagagatggggcgggcgcaaatttttcaggcggaagccgcggggatcacgccagatgtgcgtatgaacccggtgctgctcaaaccgaccagcgatcgc- STM2019 100 STM0162 59.804 STM2019 100
47356 gtgaaacatctgcaccgattttttagcagcgatgcctctgggggcatcattctcatcatcgccgctgcgctggctatgctgatggccaatatgggcgcgaccagtggatggtatcatgattttctggagacgccggttcagctacgggttggggcgcttgagatcaacaaaaacatgctgttgtggatcaacgatgcgctgatggccgtgtttttcctgttgattggcctggaagttaagcgcgaactgatgcaa+ STM0039 100 STM0039 100
89454 atgaagataattacttgctacaaatgcgtacctgatgagcaggatattgcgattaataatgctgacggaacactcgatttcagcaaagcggatagcaaaatcagccaatatgatctgaatgcaattgaagctgcttgccagttaaaacagcagttgggagacgctcaggttgtcgccatgagcgttggcggcaaagcgctgactaatgcaaaagggcgcaaagatgtcctctctcgtggccctgatgaactgattg+ STM0075 100 STM1354 74 STM0075 100

4261933 atgagtaacgcgattacgatgggtattttctggcatttgataggggcggccagtgcagcctgcttctatgccccgttcaagcaagtgaaacagtggtcatgggaaaccatgtggtcagtgggcggcatcgtctcatggcttattctgccgtggacaattagcgctctgttactgcctgatttctgggcctattatgggcagtttaacctctccacccttttaccggtttttctgttcggcgccatgtggggcatc- STM4050 100 STM3099 61 STM4050 100
3336690 atgctatatatttttcgtcttattgttaccgttatttactccattctggtctgtgttttcggttctatttactgccttttcagcccacgtaacccaaaacacgtggcgacgtttggacatatgttcggccgtctggccccgctgtttggcctgaaagtggagtgccgcaaacccgccgacgcggaaaactatggcaatgctatctatattgctaaccatcagaataattatgatatggtcacggcggcgaatattg- STM3173 100 STM1714 71.287 STM3173 100
3490265 atgaaaaaaattggcgtagtgctcagcggatgcggcgtctatgacggcaccgaaattcatgaggccgttctgacgctgctggccattgcccgcagcggcgcgcaggctgtctgcttcgcgccggataaaccacaagcggatgttattaatcacctgaccggcgaagcgatggcggaaacgcgtaacgtcctgattgaggcggcgcgtattacgcggggcgatattcgtcccctgtcccaggctcagccagaggagc- STM3327 100 STM3327 100
3533116 atgagtctgtttcccgttatcgtggtgtttggtctttccttcccaccgatatttttcgaattgcttttgtcactggctattttttggctggtgcgtcggatgcttgtgccgacgggcatctatgattttgtctggcatccggctctgttcaataccgcgctgtattgttgtctgttttatttaatatcgcgcctgttcgtttga- STM3366 100 STM0149 87 STM3366 100
3565386 atggcaaacttttttattagacgtcctattttcgcctgggttctggccattatcctgatgatggctggcgcactggcaataatgcaacttcccgttgcgcagtatccaaccattgcgccgccagcggtttctatttctgcaacctatcctggcgcggatgcgcagacggtacaggatacggttactcaggttatcgaacaaaatatgaacggtatcgataacctgatgtatatgtcctctaccagcgactctgct+ STM3391 100 STM0475 92 STM3391 100
717039 atgaacaaggttgctcaatattaccgtgaactggtggcctcattaagcgagcgtttacgcaatggcgagcgcgacattgatgcgctggtggagcaggcgcgccagcgcgtgatgcaaacaggggagttaacgcggaccgaggtggacgaactgacgcgcgctgtcagacgcgatctggaagagttcgccatgagctacgaagagagccaggacgatagcgtcttcttacgggtgattaaagagagtctctggcagg+ STM0653 100 STM0593 50.485 STM0653 99.37
182431 atgagtactgaaatcaaaactcaggtcgtggtacttggggcgggcccggcaggctattctgccgctttccgttgcgctgatttaggtctggaaaccgtaattgtagaacgctacaacacccttggcggtgtttgtctgaacgtcggctgtatcccttctaaagcgctgctgcacgtagcaaaagttatcgaagaagccaaagcgctggctgaacacggtatcgtcttcggtgagccgaaaaccgatatcgacaag+ STM0154 100 STM0564 62 STM0154 100
209733 atgctgggatgggtcatttcctgtcatgacgatcgggcgcaggaaatgctcgaaggtcttgaaaagaagtatgggccgttggcgcagtgtcgggcggtcaatttctggcgtgggttaagcgtaaatatgctcagccgcatgatgtgtgacgccctccatgccaccgactccggtgaaggcgtgatatttttaaccgacatttccggcgcggcgccttatcgtgtagcgtcgctgatgagccataaacattctcaat+ STM0178 100 STM0178 100
247229 atggctggctggcatcttgataccaaaatggcgcaggatatcgtggcgcgcactatgcgcatcatcgataccaatatcaacgtaatggatgcccgcgggcgcattatcggcagcggcgatcgggaacgtattggtgaattgcacgaaggcgcgctgttagtgctgtcgcagggccgggttgtggatatcgacgacgccgtggcgcgacacctgcacggggtgcgtcaggggattaatcttcccttacgtcttgag+ STM0210 100 STM0210 100
282393 atggtgagaacagcaatattgtcagtagcggcagcctgtacgctatttgcattgatagggtgtaataaccgtgcggaagttgacgccctgcaacctgcgcaggcggcggaattaaaacccatgcagcaaagctggcgcggcgtgctgccctgtgcggattgtgaaggtattgaaacgtcactatttctggaaaaagacggcacatgggtgatgaacgagcgctatcagggcgtgcgcgaagaaccttcctcttttg+ STM0241 100 STM0241 100

1603570 gtggccagggccatggataatgcaattttagagacgattttacagcgcgttcgccccctcattggccagggcaaagtcgctgactatattccggcattagcgtccgtcgaaggttcaaagctggggatagcgatttgtaccgtggacgggcagcattatcaggcgggcgatgcgcacgaacgcttctctattcagtctatttcgaaagtgctcagtctggtggtggcgatgcgtcattatccggaagaggagatc+ STM1525 100 STM0832 59.804 STM1525 94.21
3823012 atgaaaaaccttcatgctttgatgccagcgtgtttactgcttaccgcttccgcgatggcggcaccgtcgaatatcggttctgctggtgatatccactttaccattactattaaggcggctacctgtgaactggaaaacgacagtatcgacgtcaatatggagaccgtggtgcttcagcgcccggtaaaagtgggtaaagagctgaaccagaaaaactttagcatcggcttaaaagattgcgcgtatgccacaaagg- STM3636 100 STM3640 56 STM3636 100
3713162 atgaaaaagaaaagacccgtacttcaggatgtggccgaccgtgtgggcgtgaccaaaatgacggtcagccgttttttgcgtaatccggagcaggtctccgtcgcgctgcggggtaaaattgcggctgcgcttgatgagctcgggtacattcctaatcgcgcgcctgacattctttccaacgccaccagtcgcgccattggcgttctgctgccgtctttaaccaaccaggtctttgcggaagtgttacgcggcatt- STM3543 100 STM4481 66 STM3543 100
4798537 atgtcaccaaccatgctgacctatattaacgaagagtctgacgtcctggcgaatattattcgccgccatcgccagtctctggaagaagtatcgcggttcgccagccaaaaaacgttacgacgaatcctgatattagccaccggatcgtcattgaatgccgccttttgcgcccgttatttctttgagcgctgcggtatctctatcgatattaaagagccgtacacctttagccagtatgagaatagcgatccgcaa+ STM4539 100 STM2101 61.765 STM4539 100
4849494 atgaatatgaacagatttgctgcattagccgccctgttaacgttcacgggtctggcattatggtcgccctcgatcagcgcggcatacaataccgcagatgccgtaggcattaacgttacgggattaatttatgccgatccgtgtaccgtgacggtccccgacacgctctctcttggacaatatgcccgggcggatatcgccgtggccggtggcaataccgccaccattcctttcaccataaaaatgacgaattgcc- STM4592 100 STM2388 49 STM4592 100
2881637 gtggtaaattacccctatttttcagtgaatgttttgtcagggagtattaatttcgtggaaaacgataaggtgaagttaggaagaaatgataaatgctggtgcaaatcaggacttaagtataaaaaatgccatctcgatcgagaccgtgaaatgccggtatctaaagccgaagccctgaaattttcaaagtctaattcgcagagaaaggcgtgttatgcaccagcatccatgcacgaagattgtgacaaacgtatc+ STM2742 100 STM2099 63.107 STM2742 100
369997 atgttggcttccacaccaccgacttcaactggggtatttaaccgggcgcttagctcgctggcgatagcctgcatctgtaagcggtacgtctggcatcagcgtcgtcatcagataaaccggcgtcagcggttccaccttgtctgtgataacgtcttccgggaagcattcagtgacgcaaaacaacgctatggtgcgccacgcctgacggatgagcttcgtgctcagggttaccagttcaacgtgaaaaccgtggcgg- STM0324 100 STM0325 100 STM0325 100

1141455 atggacactatcacagatgacagagtccacagcccggcgcaaacacggctgtcggtcaggaaagagaaaagccagtcgctgtacgactggatacaggcgcagttgaaaacattgtcggtgcatgcggagatggcgaaggagttcggttacatgctgaagcagtgtgatgcgttgagcgtgtcctctgctgcgacggtcgggtggagatcgacaacaacatctgtgaaaacgccttacggtgcgtggcgctgggccg+ STM1052 100 STM0260 63.551 STM1052 100
2857072 atggcagtcattgacctttcccggttaccgccgccacagatagtggacgtgccggattttgagacgctgctggctgagcgcaaggccgcttttgtggctctttatcctgtggatgaacaggacgcggtgcggcgcacgctggcgctggaatctgaacccgtcaccaagctgctgcaggaaagcacataccgcgaaatcctgctgcgccagcgtattaacgaggctgcgcaggcggtgatggtggcctattcgatgg- STM2708 100 STM4046 53.333 STM2708 100
2875089 atgactaaacaaagctccgaatatttccagttgcattactgctattaccttgagcttatgacagcgacacttcacggtagggctgacaaattgatgactgctattcagattattagcggtactgctgtcatagccgataccgggctggaatgggtattcgctttgcccgttgttgtaatcgcaacaattcaacttgtgtggcaacccgcaattatttccgagcgtgctagcgtacaaagccgtcagtacggtgaat+ STM2734 100 STM2735 71 STM2734 100
356839 atgtgcgaactgcttgggatgagcgccaatgtgccgacggatatctgctttagcttcaccggactggtgcagcgtggcggcggaaccgggccgcataaagacggctggggaattaccttttacgaaggaaagggctgtcgcacgtttaaagatccgcaaccgagctaccattcgccgattgcgaaactggtacagaattacccgatcaagtcctgctcggttatcgcccatatccgtcaggctaatcgcggtgaag+ STM0311 100 STM0004 61.321 STM0311 100

2932226 atgaataatcatactaaacgacggggaatagcattaaccgtctttcttgtcggggttaacatcctggcctggatttgggcgttctgtgtttttcatcaccatgccgtcatgctaagcgcagccatactggcgtatagctttgggctgcgtcatgcggttgatgccgatcatatcgcagccatcgataccgtcacccgtaaactgatgcagcagggtaaaacgcctttaggcgtgggggcgtttttttcattgggt- STM2783 100 STM1626 68.571 STM2783 100
1189510 atgaagggtactgttttcgccgttgcgttaaaccatcgcagccagcttgatgcctggcgagaggctttctctcagcctccctataatgcgccgcctaaaaccgcagtgtggttcatcaagccgcgtaatacggtgattcgtcacggcgaacccattccttatccgcagggagaaaaggtactgagcggcgcgacagtggcgctcattgtggggaaaaccgccagccggatacgccctgaagcggcggcggactat+ STM1101 100 STM2177 67.327 STM1101 100
1226004 atggagataattttttatcacccgacatttaacgccgcctggtgggtaaatgcgctggagaaggctctcccacatgcgcgcgttcgtgaatggaaggtcggtgataacaaccccgcagactatgcgcttgtatggcagcccccggttgaaatgctggccggaagacgcttaaaagccgtctttgtgctgggcgcgggggtggatgcaattctgagtaaattaaatgcgcatccggaaatgctggacgcctccatt+ STM1135 100 STM3646 66.99 STM1135 100

STM1046 100 STM1047 100 STM1046 100
1180418 atgccagcaaagccccggacaagtaagaccgtgacgaagaatattcgtttttcctattccatgcttgaacagatagaattcgcgttgaaatctgaaaagacgcggaatttttcagcatgggtaaaagaggcctgtcgggaaaagttatgtaacacgggacataagctgtag+ STM1092 100 STM1092 100
1215169 gtgtgtgcgcataatcgcgttcaagagaacgcgggtgatgtatacctacaactcaaggtgctatccatgggaagacaaaaagcagtgatcaaagctcgtcgtgaagcaaagcgtgtgttgagacgagattcgcgtagtcataagcaacgtgaagaagaatcggtcacgtcactggtacagatgggcggagtagaagccattggcatggcgcgcgatagtcgcgatacctctcctgttaaggcgcgaaatgaagcac+ STM1126 100 STM0669 64 STM1126 100
1246004 atgcaatttaaaaatactccacagcgttatggcgtggtttccgccgcgctccactggctgaccgccctggtggtctatggcatgtttgcgttgggcttatggatggtcacgctcagttattacgacggctggtatcaccaggcgccggaaatacataaaagtattggcatattactgatgatggcgctgatcgtgcgtattatctggcggctttattcgccgccgcccgttgcgttgaccagctattcccgtttaa- STM1158 100 STM3980 60.577 STM1158 100
1291139 atgatcaaaggatgcatcgcggtttctctgggcttgctgctgcttaccggctgccggtcacaccctgaaattccggtaagcgacgcgcagtcgctggtgatggagtccacggttctggcggcgggcgtcaccgcagagccgcctgaactgacggcgtctgatatccagccatcagcctcttcccgcgtctataacgaaaggcaagagcccataaccgttcattatcggttttactggtatgacgcgcgggggctgg+ STM1206 100 STM1206 100
3693603 atggttactaccgcgatctttccgtcacgatatgttcagggtaaaggagcgttgacaacgcatctcccgcaggaattggccgcactcggtcataaggcgctgattttgcaggatcctgttgttcacaacacctaccgggatacagttgcaacagcactgcacggggtgattgaatttgatatcgaagtgttcagtagcgagtgctgtgatgaggaaattgctcgcatctccgcacgcgcgcaggaaattggcgcc- STM3529 100 STM4108 76 STM3529 100
3574084 atggaaacctatgctgtttttggaaatccgattgcgcacagcaaatcgccatttattcatcagcaatttgctcagcagctagatattgttcacccctatggtcgcgtgctggcccctattaataatttcattaatacgcttgatgcctttttcgcggcagggggaaaaggcgcaaacatcacagtaccttttaaagaggaggcgtttgcgcgttcggatgagttaacggaacgagcatcgctggcgggagccgtca- STM3401 100 STM0528 64.486 STM3401 99.64
1250226 atgaaaaagtttttttttgccgctgcgctggtagttagcggcctgttagtgggttgtaatcaacttacgcaatacaccattagcgaacaagaaatcaatcaagcgcttgaaaaacggaataatttctcaaaagatattggtctgcccggcattgccgacgcgcatatcgtattgactaaccttgtcagccagattggtcgggaagaacctaataaagtcacccttactggcgatgccaggctggatatgaattccc- STM1164 100 STM4448 89 STM1164 100
3666454 atgaaaaaattaaccattggtttaattggtaatcctaattccggcaagaccaccttatttaaccaactcaccggcgcgcgtcagcgcgtggggaactgggcgggcgtcaccgtcgagcgtaaagagggccagttcgcgacaactgaccaccaggtcacgctggtagatttacccggcacctattctctgacgaccatctcgtcacaaacctctctcgacgaacagatcgcctgccactacatcctgagcggcgac+ STM3506 100 STM0045 65.714 STM3506 100
3695274 atgatgagcattgaaatagagaaaccgaccacacgagggcgctggctgcatattattccagccacgatcctcgtttatatcgtggcctatatggacaggaccaatatcgccattgggatcgcaggcggcatggatgaagatttaggcatgacggcttcttttgccggtctggtagccgggatcttctttattggttatatcttcctgcaaattcccggcggtcagatagccgagcgctaagcgccaaaaagttaa+ STM3530 100 STM3832 75 STM3530 100
3747589 atgactccgtttacacaatcacagcgcataaaagcgttgttctggctatcgctattccatttactggtgatcatttccagtaactatctggtgcagctccccatcactatttttggtttccacacgacctggggcgcgtttagttttccttttatttttctcgccaccgatcttaccgtgcgtatttttggcgcaccgctggcgcgccgcattatcttcgccgtcatgatccctgcgctgctggtgtcatatgtgg+ STM3579 100 STM3579 100
4283245 atgagcgataatacgttggtatctgattatggaatgtgcgaagaagagcaggtggcgcgtattgcctggttctactatcacgatggattgacgcagagtgaaatcagcgagcgtctggggctaacccggctaaaggtttctcgtctgctggagaaagggcatcagtccggtattattcgcgtacaaatcaactcccgcttcgaagggtgtcttgagtatgaaaatgccttgcgcaaccacttcgcattgcagaat- STM4073 100 STM3925 62.963 STM4073 100
1125603 atgtttttaaagaaagagacgtttacccggggggatgcgtcggtggcattgttcgagttatccggcctgcaacgtattgagtacctggagttcatccagaaacgtactgcgaaatatgacacggatatggatggtacgacggaagcggataagcgcgtggcttatatgcaaatggcactggaaattaatgcctggctggtatcccgctcgcttctgaatggtgattcttctcaggatgcagacacgctttatcagt+ STM1039 100 STM2596 69.608 STM1039 100
4425993 atgaacactatgctcaagatattaccgaaaacggcgatgatactactggcttttttggccatttttcttattgaatggtatacccctattcactctgatgattaccgctattaccttttaggaatttcgccggaatcacattttcatcattatatgacatggagtggcaggattatagctgattacaccagcgcactcatcctgtatacacgttctcaactcgtgtattccatcagcgcagccgtttcgacactg- STM4204 100 STM0557 66 STM4204 100
4468006 atggcaggaaataaacccttcaacaaaccacagactgatgcccgcgaccgcgatccgcaggttgccgggataaaagtgccgccgcactcgattgaagcggaacagtcggtgttgggcggtttaatgctggataacgagcgctgggacgatgtggccgagcgcgtggtggcggaagatttctatacccgcccgcatcgccatatctttacggagatggggcgcttgcaggaaagcggcagtcctatcgacctgatt+ STM4246 100 STM1288 62 STM4246 100
4524326 atgaaaaatttgaaagtcagcctggcctggcaaattttgctggctatggtgctgggcattctgttgggcagctatctgcattatcacagtgacagtcgtgaatggctgattgccaacctgctgtcgcctgctggcgatatctttatccatctgattaaaatgatcgtcgtgccgatcgtgatctcgactctgattgtcggcatcgccggcgttggcgatgcaaaacagctaggccgtatcggcgccaaaaccatt+ STM4283 100 STM3614 68.932 STM4283 100
3070745 atgcgaattggacacggttttgacgtacacgcgtttggcggagaagggccgattattattggcggcgtgcgtatcccttatgaaaaagggctattggcgcattccgatggcgatgtggcgttacatgcgctgaccgatgcgctgctgggcgcggcggcgcttggcgatatcggcaagctcttcccggataccgatccggcatttaagggagcggatagccgcgaactactgcgtgaagcctggcgtcgtattcagg- STM2929 100 STM3095 76.238 STM2929 100
945042 ttgaaacataaacacgggtgggcaagcgttgtctgctgctttgtactctttattgtggtgtgtctttcattaactatgcatgtacaaggcgcttttcgcgcggcagggcatcctgagattggactgttattttttacgttgcctggtgcggtggccagcttttgttctcaccggcgcgaggtgatccgaccgctgatcggggcgatgctggcggcgccgttttgcctggtgttaatgcgcgtggtatttatgccta+ STM0871 100 STM2382 56.863 STM0871 100

2491996 ttgcgccatcaggcacacatcgttaagatcgcgataccgcccgtcagacgagtaacttacgtgaaacaatacgccatacaacccgccacactcgaatttaacgctgagggtacacctgtttcccgagattttgatgatgtctatttttctaatgacaatggactcgaagagacacgctacgtttttcttggcggcaatcgtcttgcggagcgatttcccgtacattcacatccattatttatagtcgcggaaagc+ STM2379 100 PSLT006 61.765 STM2379 100
979581 atggacggcgaactgaagaacctcaaatgcaatatcagtcagcttgccgctattacggggttacatcgccagacggttgtcagtcgtctctcgggcgttcccctggcaccgggaagcaatgaaaaaaataagctgtatctcctgaccgatgtgatccgtgtactgatggaagcgcccgtttctcaggctgctgaacatcaggatccgaataaaatgactccaaaagagcgtaaggactggtttgactccgaaaagg+ STM0909 100 STM1030 64 STM0909 100
999026 ttgatgacaaaccgcctctgggcggttttgtcgtttcagagggaacagattatgggtaagggtggtggcagcagtaagacgccgcatgaggctcctgacgacctgaaatccagtcagatgctgaccgttgttgatgccatttgcgaggggccgatcgaaggcccggtggacgggctgaaaagtgtcagaataaacaaaaccccggtcctcgacagtgacggtaacgcgatggttcacggtgtcaccgtggtttac+ STM0925 100 STM2589 100 STM0925 100

2672697 atgaaacatttacgcgtggtggcctgcatgatcatgctggcgctggcgggatgcgataacaacgataaaaccgccccgacgactaaaagcgaagcgccagccgtagcgcagccctcgcccgcgcaagacccggcacagctacaaaagctggcgcagcaaagccagggcaaagcgctcacgctattagacgcctccgaagcgcagctcgacggcgcggcgacgctggtgctgacgttttcaattcctttagatcct- STM2532 100 STM0002 66 STM2532 100
4404976 atgaaaacccgtactcaacaaatcgaagaattacagaaagagtggacacaaccgcgctgggaaggcatcacccgcccgtacagcgcggaggaggtggtgaaattacgcggctcggttaacccggaatgcacgctggcgcagctcggcgccgcgaaaatgtggcggctgttgcacggtgaagcgaaaaaaggctatatcaacagccttggcgcgctgaccggcggtcaggcgttgcagcaggcgaaagccggtatt+ STM4184 100 STM0368 84 STM4184 100



4428331 atgaaaggcgttacccgccagacgggtattatcagcgatattgatgaggcggtcgtgcgcgtcagagtcactctaccggagtgcgataacctgcgcagtaactggcttgcggtgctgcaacgcaacacgcaggacaacaaagattactggttgccggatattggcgaacaggtggaagtttcgctcgacgacaacggcgaggatggggtggtgctgggcgcggtctactccagcgtggataccgcgccgctggcct- STM4207 100 STM4526 61.905 STM4207 100
4518218 atgacagcgcaagcgctttatccggcctacagaagtcttgtaggccttaaagctgcgcgccatcaggcattatgtaatggagtgaatatgagcgtattacgttcgttattaactgctggggtgctggcgtcaggcctgttctggagcctgagtggaattactgccacgccaacgccgcaggagtcggatcaacgctggacggtcacccagcagcgtaatccggatgctgcctgtctggactgtcacaagccggaca+ STM4278 100 STM2368 62.5 STM4278 100
4561757 atgctaaaagtatttaatccctcacctgtccaggtggggagcattgaatgtttacaatcagcgcaaaactggcagaggaaatccttatcacttcagggattaaatttactgcagtccgtactcatcaagctcaccacgggtaaaatttcaattacgacatcgtccggggagtatattacggcatcagggccaatgttaatatttttagctaaagatcaaaccattcatatcactatggaagagactcatgaacagt- STM4315 100 STM2867 68 STM4315 100
4592559 gtgcgcctgattatcgcttttctgatggcctggtgcctcagcacgggggcgttcgccgcaacggcccccgacgccaaacaaatcacgcaggaactggagcaggcaaaagcggcgaagcccgctcagccggaagccgttgaggcgctccagactgcgttaaacgcgcttgaagagcgaaaaggctcgcttgagcgcgcgaaacaatatcaacacgttattgataatttccctaagctatccgccaccttgcgcgcc- STM4347 100 STM0478 72 STM4347 100
2515481 atgtttcctcaaagcaaattttcacgcgcgtttttgcacccgcgctactggctgacgtggtttggcgttggcatcctctggttactggtgcagcttccctacccggttttgcgttttctgggcacccgcaccggtaaactggcgcgccccttcctgaagcgacgtgagtcaatcgcccagaaaaatattgaactctgttttccgaccctctcccgggaagaaagggaaaaactgatcgccgagaatttccactct+ STM2401 100 STM1155 70 STM2401 100
2558527 atgtctcaggttcaaagtggcattttgccggaacattgccgtgcggcaatttggattgaagccaatgtgaaaggcgacctggacgccctgcgcgcggccagcagaacatttgccgataaactggcgaccttcgaagtcaaatttccggacgcccatcttggggccgttgtggcgtttggcaacaatacctggcgtgccctgagtggcggcgtcggggcggaagaactgaaagattttattccttatggtaaagggc- STM2446 100 STM0621 59.813 STM2446 100
2604026 atggcttactcagtacaaaagtcgcgcctggcgaaggttgcgggtgtttcgcttgttttgctgctcgctgcctgtagttccgattcgcgctacaagcgccaggtaagcggcgatgaatcctatctggatgccgcgccgcttgctgaacttcacgccccggcaggaatgatcctgccgataacgaccggcgactacgttattccggtcacgaaggggagcggcgcggttggtaaggcgttggatatccgtccgccg- STM2488 100 STM3316 56 STM2488 100
1374766 atgcgaaccctgtggcgatttattgccggattttttaaatggacgtggcgagtgttgaacttcgtccgtgaaatggtactcaacctgttctttatttttctggtcctggtgggcgttgggatctggatgcagatcggtaacggcagcaacagtgagcaaaccgcgcgcggcgctctgctgctggatatttccggcgtcattgtggataaaccctccaccaatcatcgtctgggcgcgctgggtcgccagttattt- STM1295 100 STM1640 64.423 STM1295 100

29432 atgaaaatacctcttttatttgctctgctggcgggaagtgtcgtatcgcagtacgccttcgcagacgtgtgtaaaaacgttaacggcgtgccttccagtattaattacgatttaacgaccactctgacggcagaacaaaaccaggtgggaaagacggttcaactggaaaaaagccaggaagttaatgtacaggcggtgtgtcccgccggcgcgtcgacctatagccagacttatcgctcctatgtgtcgccatat+ STM0024 100 STM0547 64 STM0024 100
4617715 atgcatatactggacgcattactggctttctgcgcctatttttttattggcgcggcaatggtcattgtatttctttttatttactcaaagataacgccgcataatgaatggcagttgataaaaaataacaatactgcggcatcgctggcctttagcggtacgttgctgggctatgtcatccccttatccagcgcggcgataaactcggtcagtatcccggactattttgcctggggcggcattgcgctggtgattc+ STM4374 100 STM3951 61.765 STM4374 100
4651909 atgcgaatatttgtctatggcagtttacgacagaaacaaggcaacagtcactggatgaccaatgcccaattgcttggcgattaccgtatcgataactaccagttgtatagtctgggccactatccaggcgcagttccgggaaacggagcggtatacggtgaagtttatcgaattgataacgccacgctggccgaacttgatgctttgcgcaccaggggcggtgaatacgcacgccagttaatccagacgccttacg+ STM4411 100 STM0658 61.321 STM4411 100
2377959 atgaaaattacgtctattgaagtttttgactgtgaattaaaaaaaagagatcaaacgatgtcctcctataatccagtacttatccgggtgaataccgactcaggattaagtggtattggcgaagtaggactggcctatggcgcaggcgctaaagctggcgtagggatcatcagagatctggcgccattgattgtgggtgaagatccactaaatatcgaaaaaatttgggagttctttttcagaaagactttttgg- STM2273 100 STM3833 74 STM2273 100
2429801 atgatccccttaacacacggactgatcctcgctgcgattttattcgtcctgggtttaaccggtctggttatccgccgcaatctgctgtttatgctgattgggctggaaatcatgattaacgcctccgcgctggcctttgtggtcgccgggagctactggggccagaccgatggtcaggtgatgtacattctcgccatcagccttgcggctgcggaagcgagtattggacttgcgctgttgctgcaactccatcgcc- STM2319 100 STM1340 61.905 STM2319 100
2419089 atgagaatgtcatatcaatttggtgaatcacgtgttgatgatgatctgactttgctcagcgaaacgctggaagaggttttacgttcctcaggcgatcccgccgatcaaaaatacattgagctgaaagcccgcgcggaacaagcgctggaagaggtgaaaaaccgcgtaagccatgcgtcggatagctattattaccgggcaaagcaggccgtttataaagcggatgactacgttcatgaaaaaccctggcagggta- STM2311 100 STM3229 66 STM2311 100
2453100 atgtctgtcgttacagaatcaaaaacagccagaaaatgggcaatgcccgatacgctggtcatcatcttttttgtcgccattttaaccagtatcgccacctgggtcgtccccgttgggatgtttgatagccaggaagtgcagtatcaggtcgatggtcagacaaaaacccgcaaagtcgtcgacccgcactcttttcgcattgtgaccaacgaggccggggaagcgcagtatcatcgagtacaatttttcactacc+ STM2339 100 STM3300 60.952 STM2339 100
2133614 atgcgcgcacactattcgtacctgaaaggtgataatgtggctgttgcgcaatgccccgcctcatgcggggaacttatccagggatggattctgggcagtgagaaactggtctcctgccccgttgactggtacagcaccgtagcagtcacggctgcgccgccgttgataaacgagcgcccattgtcgcgggcgatggtggagcgcgttctggcgcactggcagtatcctgcgcactggagtaacgagattcgcgtcg+ STM2058 100 STM2532 50 STM2058 100
3409968 atgaatgaatttccggtcgttctggtcattaattgcggatcatcttctatcaaattctctgtactggatgtcgctacctgtgatgttttaatggcgggaatagcagatggaatgaatactgaaaacgcctttttatctattaatggcgataagccgataaacctcgcacactctaattatgaggacgcgttaaaagccattgcctttgagctggaaaaacgtgatttaacggatagcgtggcattaattggtcac- STM3242 100 STM2057 83.333 STM3242 100
234730 atgatgtcattaaaacgttataacctggccgctgttttgctgcttttgctgggcggctacggtagcgcccaggccgccatcgcgcccgatcgcacccgcctggtgtttcgcggcgaagataaatcgataagcgtcgatctgaaaaacgccaacagcaaactgccctatctggcgcagtcctgggtggaagatgagaagggcgtcaaaatcacctcgcctttaatcgtcgtcccaccggtccagcgcattgagccgt+ STM0197 100 STM3027 65.686 STM0197 100

1236146 atgagctctgtacccgcgccgcgtgaatattttcttgactctatccgcgcatggctgatgttgttagggattccctttcatatctcgttgatctattccactcacagttggcatgtcaatagcgccgcgccatcgtggtggctaaccctgtttaacgattttatccacgcttttcgtatgcaggtgttttttgttatttctggttatttttcgtacatgttatttttacgttatccattaaaacactggtggaaa- STM1149 100 STM1149 100
235734 atgaaaaaaatagttttgacgatgttaatggggggcagccttgccgcacaggcagccgataatcttaagtttcacggcacattaatttcaccgccgaattgtacgattaacaatgatcagacgatcgacgttaagttcggtaacctgctgattaataaaatagatggtacgcgttatgcgcagaatgttccgtatgagatcacctgtgattcaacggtgcgcgatgagacgatggcgatgaccctgacgctaagcg+ STM0199 100 STM3904 60.396 STM0199 100
417712 atgacgactgcccacagcgctccgcgcgataatagcgataaaccggtgatctggacggtctccgtaacgcgtctgttcgaactgtttcgggatatcagcctggaattcgatcatctggcgaccatcacgcctattcaactcggctttgaaaaggcggtgacctacattcgcaaaaaactggcgaccgagcgctgcgacgcgattatcgcggcgggttcgaatggggcctatttaaaaagccgcctgtcaataccg- STM0367 100 STM2562 73 STM0367 100

1361705 atgacctggttcatagaccgacgtcttaacggcaaaaataaaagcacggtgaatcgccagcgctttttgcgtcgttataaagcacaaattaagcagtcgatttccgaagcgattaataaacgctctgtgaccgatgtcgacagcggagagtccgtctctattccaaccgatgatattagcgaaccgatgtttcatcaggggcgcggcggtctgcgccatcgcgtccatccgggtaacgatcactttatccagaat- STM1284 100 STM0820 55 STM1284 100
1506878 atgcaacctggaaaaggttttttagtctggttagccggccttagcgtgctgggatttctggctacggacatgtacctacccgcgtttgccgccatacaggcggatttacaaacgcctgccgccgcggtcagcgccagcctcagcctgtttttagctggctttgccgtcgcgcaactactttggggaccgctatcggatcgttatggccgtaaaccgattttactgctggggttatctatctttgcgctcggaagt- STM1428 100 STM3290 63.366 STM1428 100
4626630 gtgactcagcaacctcgtctaccggagatcgttatggagatcctctacaacatctttaccattttctttaatcaggtaatgaccaatgccccgctattactgggtattgtgacctgcctgggctatatcctgctgcgcaaaagcgtcagcgtgatcatcaaagggacgatcaaaaccatcattggcttcatgctgctacaggccgggtccggcattctgaccagcacctttaaaccggtggtggcgaaaatgtct+ STM4383 100 STM0884 67.647 STM4383 100
4663915 atggccaacttgctgagtacctgtacctctgagtcgggaaatatccaacacatttcccctcaaaatgcaggctgggagtatgtcggttttgatgtctggcagttgaaggctggagagtcgataaccctgccgtccgatgagcgtgaacgctgtctggtgctggttgccgggctggccagcgttaaggccgccgacagttttttctatcggattggtcagcgcatgagtccgtttgaacgcattccggcttattcgg- STM4420 100 STM4420 100
2467151 atgaaacgactcattgtaggaattagcggcgccagcggagcgatttatggcgtgcgcttattacaaattttgcgcgatgtcgatagcgtggaaacgcatctggtgatgagccaggcggcccggcaaacgctggcgctggagacccatttttcgctgcgcgaggtgcaggcgctggccgatgtgacgcacgatgcgcgcgacattgccgccagcatttcctcgggctcttacccgacggcgggaatggttatcttgc- STM2356 100 STM2921 68 STM2356 100
1416661 atgtcacatctcgcagagctggttgccaatgcagcggccgccattaaccaggcgtcagatgttgccgcgttagacaatgtacgcgtcgaatatttgggcaagaaagggcatttaacccttcagatgacgaccctacgcgatctgccgccggaagagcgtccggcagccggggcagtcattaacgccgcgaaagagcaggtacaacaggcgcttaacgcgcgtaaagccgagctggaaagcgcagcgcttaacgcc+ STM1337 100 STM1358 61.905 STM1337 100
1456188 atggctggcttaccgaacagcagtaaagcgctacagcaatggcaacatctctttgaagaaaaaggagaaagtcgaactgagcaggcaagacaacatttacaacagatgttacgtctgggattgccgacgcgtaaacatgaagactggaaatacacgccgctggagggcttaacccatagccagtttatccagcagtgtgcgactatcagcgccgcacagcgtgatgcgttggcgctgcaaatcgatgccgtgcga+ STM1372 100 STM1472 71.287 STM1372 100
4815477 atgacgttgtctccttatttgcaagaggtggccaaacgccgcacttttgccattatttctcacccggacgccggtaaaaccaccattaccgaaaaagtgttgctgttcggacaggcgattcagaccgccggtacggtaaaaggccgtggctccagccaacatgcaaaatctgactggatggagatggaaaaacagcgtggtatctctatcactacctcggtgatgcagttcccgtatcacgactgtctggtgaat+ STM4560 100 STM0400 58 STM4560 100
1571969 atgcacaccctcaccctaaaacgtgtacttgggttcactatcgtcattttgctgttactggcgctgtttatctggggaatcggtctggagacgctgaaagcgcgtcaggtcgatctgctgtatctcggacaacggcatttgatgctggtctttacgtccatgttttttgctttactggtcggtatcccgagcgggattttactcagccgacctgcggcaaaaggatttgctgaatatgtcatgcaaatctttaatg- STM1494 100 STM1492 67.327 STM1494 100
3978578 atgaatgaaaatatcgcagaaaaattccgcgctgatggggttgccaggcctaactggtcagccgtttttgccgtggcgttttgtgtcgcctgcctgattaccgttgagtttttgcccgttagtctgttgacgccgatggcgcaggatctggggatctccgagggcgtcgccggtcagtcggtcaccgttacggcgtttgtcgcgatgttttccagcctgttcattacccagattattcaggcgaccgacaggcgt- STM3776 100 STM0257 63.366 STM3776 100
4451990 atggcgagcgtacagctacgaaatgtaacgaaagcctggggtgacgtggtggtatcgaaagatattaacctcgatatccatgacggggagttcgtggtgtttgtgggaccgtcaggctgtggtaaatcgaccttgctgcgtatgatcgccgggcttgaaaccatcaccagtggcgacctgtttatcggggaaacccgtatgaatgatattccgcctgccgagcgcggcgtgggcatggtattccagtcttatgcg+ STM4230 100 STM3554 76 STM4230 100
4093591 atggacgcattactgcaactcaaagggatcgataaagcgttccccggcgtgaaggctctctccggcgccgcgttaaacgtttatcctggccgcgttatggcgctggtgggggaaaacggcgccggaaaatccaccatgatgaaagtattaaccggcatctatacgcgagatgcgggatcgttgttatggctgggtaaagagaccacctttaatgggcctaaatcgtctcaggaagccgggatcggcattattcat+ STM3882 100 STM2189 74 STM3882 97.1
288810 gtggcaaagtttgtacccgcaatttttctcgaccgtgacggcaccattaatgtggatcacggctacgtacatgaaatcgatgcatttgagtttatagacggcgttattgacgctatgcgcgagctaaaaaaaatgggctatgcgttggtggtggtgacgaaccagtccggaatcgcgcgcggcaaattcactgaggcgcagtttgaaacgttaaccgaatggatggactggtcgttggcggatcgcgatgttgatt+ STM0248 100 STM4454 61.111 STM0248 100

2074348 atggcggacgttcacgataaagccacgcgcagtaaaaatatgcgcgcgatagcgacccgcgatacggctattgaaaaacgtcttgctggcctgttaagcgcacaggggattacgtttcatactcaggacgcgacattaccgggcaagccggactttgtggtgaatgattatgattgtgtgatttttactcacggctgcttttggcatcatcaccactgttatctgttcaaagtgccggccacgcgaacggctttct- STM1991 100 STM0790 61.682 STM1991 100
4462315 atggaaaagaccacaacgcaagagttactggcgcaagctgaaaaactctgcgcgcagcgcaacgtgcgcctgacgcctcagcgcctcgaagtgctgcgcctgatgagtctgcaacagggtgccatcagcgcatacgatttgctcgatttgctgcgcgaaacggaaccacaggccaaaccgcccaccatttaccgcgcgctggattttttgctcgaacagggttttgtccataaagtggaatccaccaatagttatg- STM4241 100 STM4241 58.824 STM4241 100
1385920 atgacgctatggataaacggcgactggataaccggtcagggcgaacgccgccgcaaaacgaacccggtgagcgcggagatactttggcaggggaatgacgctaatgcggcacaggtcgccgaggcctgtcaggcggcgcgcgcggcgtttcctcgctgggccagacagccttttgccgcacgacaggctatcgtagagaaatttgccgccctgctggaggcacataaagccgagctcacggaggtcatcgcacgt+ STM1305 100 STM1524 81.308 STM1305 100
1389042 atgcgtaaactgactgctctatttgttgcctctaccctggcgatgggtgctgcgaatctcgctcatgccgctgagactaccaccgccgcgccagcggatgcgaagccaatgatgcagcataaaggtaaatttggcccacatcacgatatgatgtttaaaaacctgaacctgacggacgcacagaagcaacaaattcgcgacattatgaaagcgcagcgcgagcaaatgaaacgtccgctgctggaagagcgtcgcg+ STM1308 100 STM2689 56.731 STM1308 100
1437854 atggatttttcattaactgaagaacaagaactattactggccagtattcgcgagttaatcaccagcaattttccggaagagtatttccgtacctgcgatcaaacgggcacctatcccaaagaatttatgcaggcgctggcggaaaacggtatttcgatgctgggcgtcccggaagaattcggcggcattccggctgactatgtaacgcaaatgctggcgctgatggaaatctcaaaatgcggcgctccggccttt- STM1356 100 STM0073 73 STM1356 100
1519482 atgtctgggcctcgttttactgatcgcgtggtaaatatgtcgttaaaaacaataaaatatttttctactctcattgtcgccgtcgtcgccgttctggccgcgtggtggttatggaattactatatgcagtcaccgtggacgcgcgatggtaaaatccgcgcggaacaggtcagcgtaacgccacaggtttctggcagcattacccaactcaatatcaaagataatcagttcgtcaacgccggggacgttctctttg- STM1442 100 STM1523 64.486 STM1442 100
1259781 atgtctattgccgtaaatatgaatgacccgaccaacacgggcgtcaaaacgacgaccggcagcggatcgatgaccggaagcaacgctgccgatctgcaaagcagtttcctgaccttactggtcgcgcaattgaagaaccaggacccgactaacccattacaaaataatgagttaacgacacagttggcgcaaatcagtaccgtgagcggcattgaaaaactgaatacgacgctgggggctatttccgggcaaatcg+ STM1176 100 STM1178 65.347 STM1176 100
2176548 atgaaaacgcgtaagggcattattttagcggggggctccggcacccgtctttatccggtgaccatggcggtaagtaagcaattgctaccaatttatgataaaccgatgatttactatcccctttccacgcttatgctggcaggcattcgggatatcctgatcatcagtacgccacaggacacgccgcgttttcaacaactgctgggagacggcagccagtgggggctgaatcttcaatataaagtacagccaagcc- STM2095 100 STM3923 59.223 STM2095 100
364929 atgacgttaccgagtggacacccgaaaagtagattgatcaagaaatttaccgcgcttggcccctatatccgggaagggcagtgcgaagacaatcgtttttttttcgattgcctggcagtttgcgtcaacgtgaagcccgcgccagagaagcgtgaattttggggctggtggatggagctggaagcacaagagaaacgcttcacttatcgttatcagtttggtttgtttgataaagagggcaactggaccgtagtgc+ STM0319 100 STM2408 60.577 STM0319 100

4767739 atgacgactcaggtacgtaagaatgtcatggatatgtttatcgatggcgcacgccgcggttttaccatcgccacgaccaacctgttacccaatgtggtcatggcatttgtcattattcaggcgctgaaaattaccggtctgctcgactgggtaggccatatctgccagcccgtgatggcgttgtgggggcttcccggcgaagcggctacggtgcttctggcttcgctgatgagtatgggcggcgccgttggcgtgg- STM4513 100 STM2249 61.765 STM4513 100
4854404 atgaagcagttaaacggcgggaatgtgtatcgtcccacagggaaagaaaaaaacctgcaagccattttaaatattcatcggcacgttattcaaaacatctcccctgtcactattacagccggtaaaacactggatatcaagattgataatcaatcccacatcctgttaatcactaaaggcgctattaaagtatgtcggcgtatcgacagcattgtaatgggctgcggtgtctcaccaatgattttaggccttgtag- STM4596 100 STM0020 65 STM4596 100
3798527 atgatgactatgctgcgcggatggataacgatgctcgtcatgctgacggcaataaatgcgcaggcagcctgtagctggcctgcgtgggaacagttcaagaaagattacattagccagcagggacgcgttatcgatccgggcgatgcgcgaaaaattaccacctccgaagggcaaagctacgccatgttctttgccctggcagcgaacgatcgaccggcgttcgcgcaactgtttaactggacgcaaaacaatctg- STM3617 100 STM2981 63.366 STM3617 100
3438693 atggacacacttaccgctattggccgttggctggcgaaacaacacgtggtgacctggtgcgtacaccatgagggagagctgtggtgcgccaatgcgttttatttgttcgatgcgcaaaacgtcgcactgtatctgttaacggatgataaaacccgccatgcgcaaatgtccggcgcgtgcgcgccagttgcgggaacggtcaatgggcagccgaaaacggtggcgcgcattcgcggcgtgcagtttaaaggggaaa- STM3270 100 STM1453 60.748 STM3270 100
2413999 atgcgtagcgcgcaggtataccgctggcagatccccatggacgcgggggtggttctgcgcgacaggcggttaaaaactcgcgacgggctgtatgtttgtctgcgtgacggcgagcgtgagggatggggagagatctctccgctgccgggcttcagtcaggaaacgtgggaagaggcgcagacggcgctactaacatgggtgaacgactggcttcaggggagcgagggattacccgagatgccttcggtcgcgttt- STM2306 100 STM4600 65.049 STM2306 100
2394300 atgagcgacacacgttttgaaagttgtataaaatgtacggtgtgcaccaccgcgtgcccggtcagccgcgttaatcctggctaccctggccctaaacaggccggaccggatggcgaacgcctgcgtctgaaagacggcgcgctgtatgatgaggcgctgaaatattgcattaactgcaaacggtgtgaggtcgcctgtccgtcggacgtgaagattggcgatatcatccagcgcgcccgcgcgaaatacgatacg+ STM2286 100 STM2286 100
2606109 atgaatccactgaaagccggtgatatcgcaccgaaatttagcttgccggatcaagacggggaacaagtaaatttgaccgacttccagggacagcgcgttctggtttatttctacccaaaagccatgacacccggctgtaccgtgcaggcctgcggcttacgcgataacatggacgagctcaaaaaagcaggcgtggacgtgctgggcatcagcaccgataaacctgaaaaactctcccgtttcgctgaaaaagagc+ STM2491 100 STM1426 61.165 STM2491 100
565699 atgcaaaaatcggtcttaataacaggatgttccagcggaatcggtctggacagcgcgcttgagcttaaacgccagggctttcaaatcctggcgggctgccgcaaacctgatgatgtcgcccggatgaacagtatgggatttaccggcgtgttgatcgatctcgactcccctgaaagcgtggatcgtgccgccgatgaagtgatcgccctgaccgataatcgtctgtatgggatctttaacaatgccggctacggcg- STM0505 100 STM1675 64.078 STM0505 100

2746590 ctgaaccgggagctggcgtttgtgatgcggctcgcgcgtgagttccggcgaccagactggcggcagatgctggcggaaatgagtgcgacagagctgggtgagtgggcggagcatttcgggaagaacagcttcagtgacatgttgctggatgcggagtttgcaacgctgaaatcgctgatttccggactggttacaggcacgcatcacgatgcagaaatgttcagcctgatcactgatcctgagtcgttgcacgaaa- STM2595 100 STM0917 84 STM2595 100



2759409 atgtttgttggcctgttgctcgtctcgctaattgttgccggtcggctggcaaatcactaccgcaataacgctatcacttacaagtaccagcgtgatactgctactcacaacctgaagctggcgaacgagacaattaccgatatgacgaagcgccagcgtgacgttgccgccctcgatgcaaaatacacaaaggaactagctgatgcacaaaacaggaatactgatttgcagcgccgccttgctgctggtagccggg- STM2611 100 STM1029 91 STM2611 100
3941024 atgtttgaactcgataccttatcgacccttgtcgccgccacgctggtgctgctactgggtcgcaagctggtccagtctgtctccttattgaagaaatatacgattccggaaccggtggcggggggattactggtcgcggttgctctgctggtactgaaaaaaagcgtcggttgggaggtcaactttgatatgaccctgcgcgatccgttgatgctggcgtttttcgcgacgatcggccttaacgctaaccttgcc- STM3746 100 STM3908 65 STM3746 100
3814265 atgttgcagttcattctccgacgtttgggactcgttatcccgacgtttatcggtattacccttctcacctttgcctttgtccacatgatccccggcgatccggtgatgatcatggcgggtgagcgaggtatttcccctgagcgtcatgctcaactgctggctgaactcggtcttgataaaccgatgtggcagcagtacctccattatatctggggggtgatgcatggcgatttaggcatctcgctgaaaagccga- STM3629 100 STM1745 67.925 STM3629 100
3811343 atgagtacgcatgaggccaccttgcaacagccgctgttgcgggctatcgacctgaaaaaacactatccggtgaagaaggggatcttttctccggaacggctggtaaaagcgctggacggcgtgtcgtttaatctcgaacgcggtaaaacgctggccgtagtgggggagtccggttgtggaaaatccacactgggtcgcctgctgacgatgattgaaacgccaaccggcggcgagctttattaccaggggcaggat- STM3626 100 STM0848 71.287 STM3626 100
3715148 atgaccttacactgcgcatttattggattcggcaaaagtaccacccgttaccatctcccctatgttctgaatcggaaagatacctggcatgtcgcgcatattttccgtcgtcacgctaaaccggaagagcaggcgccgcagtattcgcatattcacttcaccagcgatctggatgaggtgttgggcgatccgcaggtaaaactggtgatcgtctgtacgcatgctgacagccatttcgaatacgctaaacgcgcg- STM3545 100 STM1462 72 STM3545 100
1129325 atgatgaaaacctttcactggaaagttgacccggacatgggggtggattcggaaccacaggtgtcggtggtgaggttcggtgatggctacgagcagcggcgtgcatccgggatcaataatgacctgaaaaaatacagtgtgactatccgcgttgaccgggaggatggtccgggactggagggctttttgtcacagcataacggtgtgaaggcgtttttgtggactccgccttacggataccggcagattaaggttg+ STM1042 100 STM0919 68 STM1042 100
1107227 atgagtatgtcaaataccgctgaaatatacaaattccctgcgccgataccgacgcaacaggagtgccgtatggctgatctggaaaatggctatttacgtttagctaatcagatccaggacgccttgtgtatcgttgaactatcggggcgtgagttccgtgttttgaatgcgattatccggctgacttatggctggtcgaaaaaatcagatcgtattgccaacagcctcattgcagataagacaacactgaaggta+ STM1014 100 STM2626 100 STM1014 100
4713333 atggcaaacccggaattactggaagagcagcgtgaagaaacgcgcttaattattgaagagttacttgaggacggcagcgatccggatgcgctgtacactatcgagcatcacctttccgctgacgatttcgaaacgttggaaaaagccgcggtagaagcctttaaactcggctatgaagtgacggagccggaagagctggaagtggaagagggcgatacggttatttgttgcgacatcctcagcgagtgcgcgttga+ STM4470 100 STM0963 61.468 STM4470 100
3088101 atgccagtcactttaagcttcggtaatcatcaaaattatacgcttaatgaaagtcggcttgctcatctgttaagcgcagataaagaaaaagcaatccatatggggggttgggataaagtccaggatcattttagagcggaaaaaaaggaccatgcgctggaagtgttacactccatcattcacgggcagggccgtggtgaacctggagagatggaagttaacgtagaggatataaataaaatttacgcctttaaa+ STM2945 100 STM0972 69 STM2945 100
4704905 atggctaacccgctatatcaaaaacatatcatttccataaacgacctcagccgcgacgatcttaatctggtactggcgacggcggcgaaattaaaagccaacccgcagccggagcttttgaaacataaagtgatcgccagctgctttttcgaagcctccacgcgtacccgcctgtcgtttgaaacttcaatgcatcgcctgggcgccagcgtagtgggcttctccgacagcgccaacacgtcgctggggaaaaaa- STM4460 100 STM1886 63 STM4460 100
4313308 atgagtgtgattgcgcaggcaggggcgaaaggtcgtcaactgcataaatttggcggcagtagtctggcggatgtgaagtgttacctgcgtgtcgcaggcattatggcggagtattcgcagcctgacgatatgatggtagtgtccgccgcaggcagtaccaccaaccagttgattagctggctcaagttaagccagaccgatcgcctttctgcgcatcaggtattacagacgttacgccgctaccagtgcgatctg+ STM4101 100 STM0002 75 STM4101 100
774035 atggccgcgcaaggatttttactgatcgccagttttttactgattttattggtactggcgaaaccattgggttcgggcctggcaaggctcatcgccgccgttccgttgccgggcgtggctggcattgagcgtatcctctggcggactcttggcattaccgaccacgaaatgaactggcgtcagtatttactggcgctactgacgctcaatctgctgggactgggcatcctgttttgcctgttgttctggcaggag- STM0706 100 PSLT092 65.347 STM0706 100
780389 atgctgaatattattcgcgcggggatttatacctccgtgcaggatagcgggcgtcacggctttcgtcagtcggggctgagtcactgcggtgcgctggataaacccgcctttcagaccgctaatctcctggtcgggaacgatgcgaatgccccggcgctggaaatcactctcggtcaactggttgtcgaatttgaaaatgagacctggttcgctcttaccggcgcaggctgcgaggcgcagttggatgatcaaccg+ STM0713 100 STM2126 70 STM0713 100
605281 atgataaggaaaggcgcggcgctagcggggcttgttttgatgtcgcccgtcattgcgcagccggtaatggtggagagcgggcgtgttcacctgcgcggacaactggtcaatggcggctgcgctgtcgccacagaaagccagaatttgcgcgtattgatgggacagtaccgcacgaatgcgtttaccggtcctggcagcttcgctcccgtcagcgttccattttcgttacggttaatctcctgtagcgcggaggtct+ STM0544 100 STM1063 67.327 STM0544 100

2712141 atgatggaaattctgcgtggttcgcctgcactgtctgcattccgtatcaataaactgctggcgcgctttcaggctgccaacctccaggtccacaatatatacgctgagtatgtccattttgctgacctgaacgccccgttaaatgatagcgagcaggcgcagcttacccgtctgctgcaatacggcccggcgcttagcagccatacgccggcgggtaaactcctgttggtcacaccgcgtcctggtaccatctcc- STM2565 100 STM2219 64.423 STM2565 100
4260902 gtggcaaatcagttaatccttttgaaaaaagatttttttactgatgagcagcaggccgttacggttgccgatcgctatccacaggatgtttttgcggaacatacgcatgagttttgtgaactggtgatggtctggcggggcaatggcctacacgttcttaatgagcgcccatacagaattacccgcggcgatctgttttacattcgtgctgaagacaaacactcctatacttccgttaacgatctggtgctgcaaa+ STM4049 100 STM2129 65.094 STM4049 100
707487 atgaaatcgttacaggctttattcggcggcacctttgatccggtgcattatggacatcttaaacctgttgaaacgctggcgaatctgatcggcttatcgcgggtgattattatgcctaacaatgtgccgccgcatcgcccccagccggaagcctccagcgcgcagcgtaaatatatgctggagctggctatcgccgataagccgctttttacgctggatgaacgcgagctacagcgaaacgcgccctcttacactg- STM0645 100 STM0646 86 STM0645 88.07
308606 atggatccacggctactggagtattacaaccgcgaactgagctacctgcgggagaccggtgctgagttcgccaccctccatcccaaaattgccgcccgactggggatgcagggaaccgatattgccgacccgtatgtggaacgcatgatcgaggcgttcagctttctgagcgcccgcactcagctaaaaattgacgccgagtttccccgcttcacacagcggttactggaagtcgtcagccccaattacgtcacc- STM0268 100 STM0796 60 STM0268 100

2702094 atgaacgttattgctatcatgaaccacatgggcgtctactttaaagaagagcctattcgtgaactgcatcgtgcactggaaggtttaaatttccgtatcgtctatccaaacgaccgagaagacctgctgaagctgattgaaaataactcccgcctttgcggcgtcattttcgactgggataaatataaccttgagctttgcgaagagattagcaagctgaacgagtatatgccgctgtacgccttcgccaacagc+ STM2559 100 STM0234 83 STM2559 100
3660325 atgcaagagaattataagattctggtggttgatgacgatatgcgtctgcgggcgctactggaacgttatctgaccgagcagggcttccaggttcgaagcgtcgctaacgctgagcagatggatcgtctgctgacccgtgaatctttccatctcatggtactggatttaatgctgccaggtgaagatggtctgtcgatttgtcgtcgcctgcgtagtcaaagtaatccaatgccgatcattatggtcacggcgaagg- STM3502 100 STM2131 74 STM3502 100
1788158 atgccgttactggatatccgcaatctcaccattgaatttaaaaccagcgaaggttgggtaaaagcggtcgatcgcgtcagtatgacattaagcgaaggtgaaattcgcggcctggtaggtgaatcgggttccggaaagagcttgattgctaaagctatttgcggcgtcgcgaaagacaactggcgagtcactgccgaccgtatgcgttttgatgatatcgatctgctgcgcctctcctcacgtgaacggcgtaag+ STM1695 100 STM0848 66 STM1695 100
129662 atggcagagaaatttacccagcataccggcctggttgtcccactggatgccgccaacgtcgataccgatgcaattatccctaaacagtttttgcagaaggttacgcgcaccggttttggcgcccatctgtttaacgactggcgtttcctggacgaaaagggccaacagccaaatccggaattcgtgttgaactttccggaatatcaaggcgcgtcgatactgttggcgcgggaaaactttggctgcggctcgtcac- STM0110 100 STM4569 65.347 STM0110 100

1845806 atggctgttactaatgtcgctgaacttaacgcactcgtagagcgtgtaaaaaaagcccagcgtgaatatgccagtttcactcaagaacaggtcgacaaaatcttccgcgccgccgctctggctgccgctgatgcccgcattccgctggccaaaatggccgtcgccgaatccggtatgggtatcgtggaagacaaagtgattaaaaaccacttcgcttctgaatatatttacaacgcctataaagatgaaaaaacc+ STM1749 100 STM2461 69 STM1749 100
3036256 atgggcgatgtgtcagctgtcagttcatccgggaacattttactgccgcagcaggatgaggttggcggtttatcagaagcattaaaaaaagcggtggaaaaacataagacagaatattccggtgataaaaaagatcgcgactatggcgatgctttcgtaatgcataaagaaacggctttaccgttattactggcggcatggcgacatggcgcgccagcgaaatcagaacatcacaatggcaacgtttctggtctg- STM2892 100 STM0468 63.208 STM2892 100
2570027 gtgaacactcgccagctactgagcgtcggtatcgatatcggcaccaccaccacgcaggtgatcttctcgcgcctggagttggttaaccgtgcggcggtgtcgcaggtgccgcgctacgaattcatcaaacgcgacattagctggcaaagcccggtcttctttacgcccgtggataagcagggcggtctgaaagaggtagaacttaaagcgctgattctggcccagtatcaggccgcaggcatcgcgcctgaatcg- STM2459 100 STM3789 66.355 STM2459 100
4239634 atgagtcagcttccggcgtggccgcggataacaagagagagtacggctatgtatcaccttcgagttccgcaaacagaagaagaattagaacgttactaccagtttcgctgggagatgctgcgtaaaccgctgcaccagccgaaagggtcggaacgggatggctgggatgcgttggcgcaccatcaaatggtggtggacgaagaaggaaatttagttgcagtgggccgcctttatatcaatgcagataacgaggcg+ STM4029 100 STM4029 100
696986 gtgagtgataataatcaggcagaaagacaaccggccgatcaacacctacaggacaaaccgcaaattttcagaacactgagaaatattgacctcaatctgttgacgattttcgaggccgtatatgtccataaagggatcgtcaatgcagcgaaaattcttaacctgacgccgtcagccattagccagtccattcaaaaattacggactatatttcccgatccgctgtttattcgcaaaggccagggcgtaacgccc- STM0634 100 STM0030 67 STM0634 100

4383238 atgctaaaccagctggaaaacctgacggagcgcgttggcggaagcaacaaactggtcgatcgctggctggatgtacgtaagcacctgctcgtggcttactacaatctggttggcattaagcctggcaaagaatcgtacatgcggctgaatgaaaaagcgctggatgatttttgtcagagcctggtcgattacctttccgccgggcacttcagtatttatgaacgtattctccataaattggaaggaaacggtcagc- STM4165 100 STM4165 100
4233741 atgaacaactacaccatcaaagacattacgcgagcgtccggcgggtttgccatgctggctgtcgatcagcgcgaggcgatgcgtttaatgtttgctgctgctggtgcgaaaacacccgttgccgatagcgtgctgacggatttcaaagtgaatgcggcgaaaattctttccccgtatgcctctgccgttctgctggatcagcagttctgttatcgccaggccgtagaacaaaacgcggtcgctaaaagctgcgcca- STM4022 100 STM4022 100
4210348 gtgagtttaccccaaaagagtaaagtaatgcacatagcgaggacgctaacaggatcaacgactcaggatgagggtcaggagcgccaggaggcgaagacacaggattgtcaggaagacaaacgtccggagacgttagtaaaaggaaatggaaacaacatggaatgttccaggctaagggaaaaacagggcgtgttgatagccaacagggatggtggaacccgttaa+ STM4002 100 STM0343 42 STM4002 100
1597065 atgaaaatgctgtttcccgccctgccgggtctgttacttatcgcctccggatatggcattgcagaacaaactttgttacctgtggcgcaaaatagccgcgatgtgatgctgctgccctgtgtaggcgatccgccaaatgaccttcaccccgtgagcgtgaacagcgataagtcagatgaattaggcgtgccctattataacgaccaacacctttaa- STM1518 100 STM1518 100
1276019 atggccgtacaacagaataaaccaacccgttccaaacgtggcatgcgtcgttcccatgacgctctgaccgcagtcaccagcctgtctgtagacaaaacttctggtgaaaaacacctgcgtcaccacatcactgccgacggttactaccgcggccgtaaggtcatcgctaagtaa+ STM1191 100 STM2221 86.139 STM1191 100
1776090 atgtcacagactgtacatttccagggtaacccggtcaccgttgccaacgttattccgcaggctggtagcaaagcacaggcttttactcttgtcgcaaaagatttgtctgacgtttccctcagccaatatgcaggcaaacgcaaagtgctgaatattttcccaagcattgatactggcgtatgcgccgcatcagttcgtaagtttaatcaactggccacagaagtggagaataccgtcgtattgtgcgtttctgctg+ STM1682 100 STM0371 76.238 STM1682 100
2617003 atgggtcaggaaaagctatatatcgagaaagaactgagctggttagcatttaacgaacgcgtgttacaggaagcagcggataaatccaacccgttgattgagcggatgcggttcctgggaatctattctaataacctcgacgagttctacaaagtgcgtttcgctgaactgaaacgacgtattattatcagcgaagaacagggttcaaattctcattcacgccatttgttaggcaaaattcagtcccgcgtgttg+ STM2501 100 STM2501 100
3529496 atgaaaacgaaatacattatcgcatcactcggcctggccactctgctctctttcggcgcaaatgccgcagtacatcaggtcaacgcggaacaggcgcagaatctgcaaccgatgggcaccatttccgtctcgcagattggtagtacgccaatggatatgcgccaggagatcgtcgctaaagctgaaaaagcaggcgctaatagctatcgcatcatcgaattaaaagaaggtgataactggcacgccaccgccgagt+ STM3362 100 STM3361 63 STM3362 100
3915613 atgaaaatagcttttattggcgaagcggtatccggttttggagggatggaaaccgttattagcaacgttatccatacgtttgaaaatagctctccgaagatcaactgtgaaatgtttttcttttgtcgtaatgacaaaatggataaagcatggctaaaagagattaaatatgcgcaatcattctcaaatataaaattaagttttcttcgtcgagctaagcatgtttataattttagtcagtggctgaaagaaacg- STM3719 100 STM4155 60.194 STM3719 100
349889 atgatgccgactgacggaaatgataatacccggaaacaggacggggctgtttttgggcagccggaagttaagcccataccagaaacgttgcagtgtactgaaaaatggcgccaggttgcacctgttcaaagattttctgaaggcgcaggagtattcattactgatatcctccattgcgccttcgggaacccacaggaccagctattttaccgatag+ STM0305 100 STM3494 59.615 STM0305 100

4378922 atgttacgtattgccgacaaaacgtttgattcacatctgttcaccggtaccgggaagtttgcctcatcgcaactgatggtcgaggcaattcgcgcctccggcagccagttggtgacactggcgatgaagcgcgtggatttacgtcagcacaacgacgctatcctggcgccgctgattgaagcgggcgtcacgctgctgcccaatacctccggggcgaaaaccgccgaagaggcaatcttcgccgcccaactggcgc- STM4160 100 STM1725 68 STM4160 100
3975837 atgaaacgaaaaacgcttctgcttattgccacacttgtcgcgctaccgggcgtcacgtatgccgactctccgtttagctcactccagtcggcgcatgaaaaaaatacgattttaaaggatttgcgcaaaatgtgtacgcccaaaggcgcgctaaccgatgaagcctgggagaaaaaaatcatggcgagcgaggggaaccagcagcatattcgggaggcgatgatcgcgatagagcgcaacaatcagcataactact+ STM3774 100 STM1041 59.406 STM3774 100
2039370 atgcatcacgcggcaacgtttattttgtgggtaacccctccgctttttgatcaaaaaacaaccactgctatttttagcgtagcttatggtatactccgccgccttaacatctgctatcgcacattttcactgaaacataacgaggaaaataaatga+ STM1948 100 STM1850 75.728 STM1948 100
4079305 atggaaaacctgaatatggatctgctgtacatggctgccgctgtgatgatgggtctggcggcaatcggtgctgcgatcggtatcggcatcctcgggggtaaattcctggaaggcgcggcgcgtcaacctgatctgattcctctgctgcgtactcagttctttatcgttatgggtctggtggatgctatcccgatgatcgctgtaggtctgggtctgtacgtgatgttcgctgtcgcgtag- STM3870 100 STM2071 61 STM3870 100
2116321 atgaatgattctctaaaggcgcaatgtggtgcggaatttttaggcaccggactctttttgttttttggtatcggttgtttgagcgcgctcaaagtcgcaggcgccagcctcggattatgggagatttgcattatttgggggcttggaatttcactggccgtttaccttactgccggaatctccggcggacatcttaaccctgcggtgacgattgcgctgtggctgtttgcctgcttccccaaacagaaagtattgc- STM2037 100 STM4087 79 STM2037 100
4537498 atgtcttcggatgctgatgctcacaaagtgggcctaatccccgtcaccttaatggtatcggggaatattatgggttcaggggtattcttactccctgctaacctggcggccactggcgggattgcaatctacggatggctggtcactatcatcggcgccctggcgctgtcgatggtttatgccaaaatgtcgtccttagatcccagtcccggcggttcctatgcctacgcacgccgctgcttcgggccgtttttg- STM4294 100 STM2558 70 STM4294 100
2007583 atgatggtttatccagtcaaacacagtccgctattgcgtcagcctgagcattttatcgccagagatgaactaaaagccctggtgcaaaaggtgacgcataacctggtcaatattaaagatgagacaggcgaatttttattgcgactggacgacggacgcgtgatcgatactaaaggctgggccggatgggagtggacgcacggcgtgggcctgtacggaatgtatcactattaccaacagaccggcgaccagacg- STM1911 100 STM1911 100
1807430 atgtcgtcaaccctacgagaagccagtaaggatacattgcaggccaaagataaaacgtatcattactacagtctgccgctggctgccaaatccctgggcgatatcgcccgtttgcccaaatcacttaaagtgttactggaaaacctgttgcgctggcaggacggcgaatctgtgactgatgaagatattcaggcgctggccggttggcttaaaaatgcccatgccgatcgtgaaattgcctggcggcccgcccgt- STM1712 100 STM0111 61.765 STM1712 100
2812545 atgcaaaaagacgcgctgaataacgtacgtatcaccgatgaacaggtattaatgacgccggagcagcttaaagcggcctttcccttgagcctggcgcaggaagcgcagatagcgcagtcccggggaatcatttctgacattattgccgggcgcgatccgcgtctgttggtggtatgcggtccttgttctattcacgatcctgaaaccgctctggaatatgcccgtcgatttaaagcccttgccgcagaggtcagc- STM2670 100 STM0760 81.188 STM2670 100
3111879 atgagtactcaatttacgacgcctgtagtgactgaaatgcaggttatcccggttgcgggtcatgacagtatgctgatgaacctgagcggcgcgcacgccccgttcttcacgcgcaacatcgtcattattaaagataactccggccataccggggttggcgagattccgggcggcgaaaaaattcgcaaaacgctggaagatgcgatcccactggtggtgggaaaaacgctgggtgaatataaaaatgtcctgacc- STM2960 100 STM2961 86 STM2960 100
482132 atgctgatgaaaacgaccaccgttcacgcccctgcatcgcaggggacatcggggatagtcctcgactcgctgcgcgttgcgtatcacggcaacgtggtgcttaaaccgctctctttgacgattgaacctggcgaagtgctggcgctgattggcccatcaggatctggaaaaacgacggtgctgcgtgcggttgcgggctttgtgcaacctgcaggcggtcgtattctgattggcgatacggacgtcacccatctg- STM0428 100 STM1226 74 STM0428 100

4183412 atgcaatcctggtatttactgtactgcaaacgcgggcaacttcagcgtgctcaggaacacctcgaaagacaagcggtaagttgcctgacaccgatgatcaccctggaaaaaatggtacgcggaaaacgtacctccgtcagcgaaccgctctttcctaattatctgttcgttgaatttgatccggaagtgatacataccactacaatcaacgccacgcgcggcgtcagccattttgtgcgctttggcgcgcatcctg- STM3977 100 STM1008 56.436 STM3977 100
4159125 atgctgagcgcatttcaactggaaaaaaaccgactgacccggctggaagtcgaggagtcacaaagcctgattgatgccgtatgggtcgatttggtcgaaccggacgacgacgagcgattgcgcgtacaatctgagctgggccagagtctggcgacgcgtcctgaactggaagatatcgaagcatccgcgcgcttctttgaagacgaagacggactgcatatccactccttcttcttcttcgaagatgcggaagat+ STM3952 100 STM4490 58.824 STM3952 100
4133003 atgaaaggcatcattctggcgggaggttccggtacccggttgcatcccattacgcgcggcgtatcaaagcgccagggcttcaaaattgcctgtctggaggagattgcctggcgcaacggctggctggatgatgatggtttgaaacgcgccgccagtcagcttgaaaaaaccggctatggccaatatttactggagttgctccgtgcccgtccgcgccagtattga+ STM3923 100 STM2095 59.223 STM3923 100
1979432 atgaatcctaatttgttacgcgtaacacagcgtattgtcgaacgctcgcagcagacccgagaagcctatcttgcccgcattgagcaggcgaaaaccgccacggtccaccgatctcaactggcctgcggcaacctggcgcatggcttcgctgcctgtcagccagaggacaaagcctcgctgaaaagtatgttgcgcaataatatcgccattattacctcctacaatgacatgctctctgcgcatcaaccgtatgaa- STM1885 100 STM3622 65.094 STM1885 100



4121787 atgcgtttaaatcccggccaacaacacgctgtcgaattcgtcaccggaccctgcctggtgctggcaggagcgggttctggtaaaactcgcgtaattaccaataaaatcgcccacctgatccgcggatgcggctatcaggcccggcatattgcggcggtgacgtttaccaacaaggcagcgcgtgagatgaaagaacgggttgggcagacgctcggccgtaaggaagcgcgcggtttgatgatctccacctttcat+ STM3912 100 STM3951 66 STM3912 100
125711 atggcaacgcgccgtcagccgttaattcccggctggctgattccggggctgtgcgccgccgcgctgatgataaccgtctcgctggcggcctttctggcgctttggctgaatgcgccgtcgggcgcgtggtcgacaatctggcgggatagctacctgtggcatgtggtgcgcttctcattctggcaggcgtttctgtccgcagtgctgtctgtggtcccggcggtttttctcgcccgcgcgctttatcgacgccgt- STM0107 100 STM3312 67.327 STM0107 99.94

1842651 gtgattcaaccgctttttgattttcctgtttactttaagttctttatcgggctctttgcgctggttaacccggtggggattatccccgttttcatcagcatgaccagctaccagacggccacggcgcgtaataaaactaacctcaccgcgaatctgtcggttgcgattatcttgtggagttccttattcctcggcgatggcatcctgcaactctttggtatttctattgattcgttcagaattgcgggcggtatcc- STM1748 100 STM1748 100
1888486 atgactggaaagctatctccacgcgtcggggaggcgcgtgatactgccgtcagccactatgtgtttgaagcgccggtacgcctgtggcactggctaacggtggcctgcatgttggtactgatggtaacaggctacttcattggccggcccttgccgtcggtgagtggcgaggcgacctatctgttttacatgggctatatccggctgatccactttgccgccgcgatgatctttaccgtgttactgctggggcgaa+ STM1788 100 STM1537 77.228 STM1788 100
3158811 atgaaacagtatttagaactgatgcaaaaagtgctggatgaaggcacacagaaaaacgaccgtaccggcaccggcacgctttccatttttggccatcagatgcgttttaacctgcaggaaggctttcctctggtgacgacgaaacgctgccatttacgttcaattattcacgaactgctatggtttttgcagggcgataccaacatcgcttacctgcacgaaaataatgtcaccatctgggacgaatgggccgatg- STM3001 100 STM3001 100
1837631 atgagcttatcagaaaccgcaactcaggcgccgcaaccggcgaatgtactgctggaggtaaacgatcttcgtgttacgttcgctacgcctgatggcgatgtgacggcggtcaacgatctgaactttacgcttcgcgctggagaaacgttaggtattgttggcgagtctggatcggggaaatcgcaaacggcgttcgcattaatgggactgctggcgacgaatggtcgaatcggcggttccgcgaccttcaacgga- STM1743 100 STM3627 78 STM1743 100
4252758 atgaaacactatttttcctgtctcaagggagacacgataaaagcgatatttttagtgtgcctggccgtgggcgtcgtcggcatgtcctatggctcactggcgatggcctacggtttcccactgtgggtgccgtttgtcctctctatttttgtgctggcgggcgcgtccgaatttatgtttatcggcattgttgccagcggcggcaatccgttagcggcggcggcggcaggactgctggtgaatgcgcgccacgtgc- STM4042 100 STM0834 67.327 STM4042 100
4160947 atggacgcaaaacaaacacggcagggcgtattactcgctcttgccgcctattttatttgggggatcgcccccgcgtatttcaagctgatctattacgttcccgcagatgagatcctgacgcaccgcgtgatttggtcatttttctttatggtggcgctgcttagcgtcagccggcagtggcgacaggttaagcgcttactgaaaacgccaaagaagattttcctgctggccctgtccgccgtactggtcggcggta- STM3955 100 STM2986 68 STM3955 100
4116323 gtgattgccaaaactgatagtgatattcgccatgtgacgccatctggcggtaatgtttttgctgatttggggtttcataagcaggacgcagaaaagttttacgctgattccctgaatgaaatcgaaaacacgttagccattaaacaacagctaatggaagaaattaccctctggattacgcaaaaccagatgaagcaagccgaggttgctacagttttgcatatatcccgaccgcgcgtttcggatgtcgtcaaca+ STM3907 100 STM3907 100
2750465 atgtcgcagtccgaaaacctgtttgataccgcgatttctcaggctgatgatgccatcctccgggtgatgggaacggtagcaacaataacctccggcgttctggcaggggccacgcttacgggcgtatttgacgatcctgaaagtgtgtcgtatgccgccggaggtgtccggattgagggagacaagcctacattttttgtcaaaacatccctgacagtccatctgaagcgcccggacacactaaccattctcggtg- STM2601 100 STM2601 100
1905842 atggcaatgattgattccatgaacaaggacaccacacgtttgagcgatggacccgactggacatttgagctgctggatgtctatctggcagagatagaccgcgtggcgaagctctaccaactggatacttacccgcaccaaattgaagtcatcacttccgaacagatgatggacgcctactccagcgtcgggatgccgatcaactatccgcactggtcgtttggcaaaaagttcattgagacggaacgtctgtat+ STM1804 100 STM0571 64.706 STM1804 100
1852410 atgcaatcactacaacgtaaagttctgcgtactatttgtcccgatcaaaaaggccttatcgcgcggattaccaacatttgctataagcatgagcttaatattgtgcaaaacaatgaatttgttgaccatcgcaccggacgcttttttatgcggaccgagctggaaggcatcttcaatgattccactcttctggccgatctggacagcgccttaccggaaggctctgttcgtgaactcaatcccgccggacgccgtc+ STM1756 100 STM2500 59.406 STM1756 100
1688279 atgacgatatgggaaaatgctatgcaatatcaattactgattaatggcgtgctggtggacggcgagggagaaaggcagtctgtttataacccggcgacaggcgaggtcatacttgagattgcggaagcgtcgcccgcgcaggttgacgccgcagtgcaggccgccgataacgcgtttgccgaatgggggcagaccacacccaaagcacgggcggaatgtctgttaaaactggcggacagcatcgagcaaaacgcc- STM1597 100 STM3680 77 STM1597 100
1943182 atgaacactttttttaggcttaccgcgttagctggcctgcttgcattagcaggccagtccttcgccgtggaagatattacgcgtgccgatcaaattcccgtactaaaggaagagacgcaacatgcgacggtgagcgagcgcgtaacgtcgcgttttacccgctcccattatcgccagttcgatctggatgaggcattttcggcaaagatttttgatcgctatctgaatcttctcgactatagccacaacgttttg- STM1845 100 STM0481 55.66 STM1845 100
1986399 gtgcaacagatagcccgctctgtcgccctggcatttaataatctgccccgaccccaccgcgttatgctggggtcacttaccgttctgacactggccgtcgccgtatggcggccctatgtttaccacccagaatccgcgccaatcgttaaaactattgaactggagaaaagcgagattcgttccctcttaccggaggccagcgaacccatcgatcaggccgcgcaggaagatgaagctattcctcaggatgagctg- STM1890 100 STM4527 60 STM1890 100
564869 atgtccgtacagaacattgtcaatattaatgaatccaacctgcagcagaccttagagcagtccatgaccacgccggtactgttctatttctggtctgaacgcagccaacactgtctgcaattaacgccagtgctggaaagcctggctgcccagtaccacggtcagtttattctggcaaagctggactgcgacgccgaacagatgatcgccgctcagtttgggctgcgcgccatcccgacagtctatctgttccaga- STM0504 100 STM2649 73 STM0504 100
589958 atgataaagcattttcgccacgcgatagaagaaacattgccctggctctcttccattggagccgatcctacaggcggaatgacgcgtttactttattcgcctgagtggctggaaacacagcagcagtttaaaaagcgaatggcagaaagcggtctggagacacgctttgatgacgtcggaaatttatatggccgcctttgcggcacacaatttccggagcaggtgattttaagcggttcgcatattgatacggtc- STM0527 100 STM0527 100
595114 atgaaacgtatccatcctcttatggcaagccgacaatcggcggattatcggcaaccctggcagatgtcaggggtatggcgtcgctctattaattttgtggcgaaaagcggtgagttattaacgcttcaccgtcgggggagcggcttcagtccgggagggtggatactgcgcggcggcgattttgacgccttgcgcgatgtgctcaccgatggcgaaaaaccgcagtcaaccgctgccggtattcagattggcgagt+ STM0531 100 STM2318 59 STM0531 100
638146 atggacggtcaaacactgcacgcctgggcaaaacgctttgcgctggaactgccttttaccgaacactgctggcctttcggcccacagtacgatgtgtttaaagtcggcggcaaaatattcatgctgttcactgaacatcactgtcgcccagtggtgaacctgaagtcggatccccaaaagtccctggtaaatcaacaaatttaccccagcattgcgcctggctatcacatgaataagaaacactggatttcagtct- STM0579 100 STM1703 59.804 STM0579 100
679754 atgtccagacccactattatcattaacgaccttgacgccgaacgtattgatcgtcttctggaacagcctgcgtatgcggatctgccgattgccgacgcgctcaacgccgaactggatcgcgcgcaaatgtgttcgccacaagagatgccgaacgatgtcgtcaccatgaacagccgcgttaaattccgcaatttgagcgatggtgaaacacgcgtgcggacgctggtgtaccccgccaatatgacggacagcagta- STM0616 100 STM0616 100

1626394 atgacgcaacgtatcgcggtttttcctgctgaccgccattctctgtatgaggaacatgggtattccgcagccatccgttctggtgatttactgtttgtttcaggccaggtaggcagtcacacagacggaacgccggagcctgattttcaaaaacaagtgaggcttgcttttgaaaacctgaaagcaacactgactgcagcaggatgcacattcgatgacatagtggatgtcaccaccttccataccgatccagagc- STM1549 100 STM3186 60.194 STM1549 100
1884333 atgaaaaataacatcagatttgacttatccgattatttgattcatttttttcgggacgttaatttagagaccggtagccatatttatttgcctgagcactgtggttttaataatcagcaccacgcatgtttcattgatgctaaatatttacttcgattatctttacgcagtcataaaattttctcgtcctggtcataccgaaatgggcaacgaaccgtatatggtgactccccggtggtatgctttacagatatg- STM1785 100 STM4157 63.063 STM1785 100
1706551 atgatcctgcacccttcactggcctccgccgatccgctgcgctatgccgaggcgttgaccgctttacacgatgcgcctctcggctcgctgcatctggatatcgaagataccagtttcatcaataatattaccttcggtatgaaaaccattcaggcggtcgcacaatacactcgccatccgctctcatttcacctgatggtctcatcgccgcaacgctggttaccctggcttgcagctatccgccccggctggattt+ STM1617 100 STM3483 66.99 STM1617 100
1709044 atgaaaactcatcacctcattcgggtagtggcctcgctggcaatgttggcaacatcaggcctggcttatgctgaagagtacaaagccagtacggacgaaaaagcaataaaaatgacgaacgtagcctccctggaagcgcgcgttcaggccaaaatggagaaaggggcatttggttatattcgcggtggagccgaagatgagaataaccttcgcagcaacaccgaaagctttgacaaaaaatatattatgccgcgc- STM1620 100 STM1620 100
1746953 atgactaaagaagctgtaatctttctatttatcgccatcgtggtagaagttatcgccacgatctcattaaaattatcagatagttttacgcgtctggtaccgagcctcgttactatcatcggatattgtattgcgttctggtgtcttaccatcccaatgcgaaccatccctgcgggtatcatttatgccatttggtctggggtagggattgttcttattggattgataggatggttgtttcttggccaaaaactgg- STM1653 100 STM2723 61.111 STM1653 74.83
1775468 atgagatctgttaaggtatatgaggaaacctggccgttacatacgccttttgttattgcgcgtggtagccgaagcgaagcgcatgttgtcgttgtcgaactggaagaagaggacgtgaaaggcatcggggaatgtacgccatatccacgttatggtgaaagtgatgcctcggtcatggcgcaaatcatgagtattgtgcctcagttggaaaacgggctgactcgcgaagcattgcagaaactgttgccggcaggc- STM1681 100 STM1185 87 STM1681 100
560446 atgtctcaaactatcgacctgaccctggacggtttgtcctgcggtcattgcgttaaacgcgtgaaagaaagtcttgaacaacgtccggatgttgagctggcggacgtcaccgtaaccgaagcgcacgttaccggtaccgccagtgcggacgcgttaattgaaaccatcaaacaagccgggtatggcgcgacgttaagccacccaaaggctaaaccgctgacggagtcatcaatcccgtcggaagcactggcagcg- STM0498 100 STM0353 81 STM0498 100

1600092 atgacaatcaatccagtttcccgcaaggtcgcgtggctacgggtagttacgcttgctattgccgcttttattttcaataccacagaatttgtgccagttggtttgctatcagacattgctgaaagctttcatatgcaaaccgcgcaggtcggcatcatgctaaccatttacgcctgggtagttgccgtcatgtcgctgccttttatgcttcttaccagtcaaatggagcgccgtaagctactcatttatctgttt- STM1522 100 STM0257 74 STM1522 100
1642501 atgagttcaaaaattttttgcaaaagctggggggctgaatatatcgccgctgatgttgtccgctttcgtctttgggccaccggtcagcaaaaggttatgctcaggcttgcgggtaaagatcaggaaatgcaggcgaacggtgacggctggtttacgctggacgtcgccggggtgacgccaggtacggagtataactttgtactcagcgatggcatggtggtccccgatccggcttcccgcgcccaaaaaactgac- STM1560 100 STM4453 72.549 STM1560 100
3245838 atggacaccatagctcgccagttagacgccgcaaggcaccaattcaaaacgacttattcacgtcagggaatggaagccaacatcgtacatattggatttggcgcctttcaccgtggtcatcaggctgtttataacgatctcacgaatgagataaccggcaaccgctgggggatttttgaactgaatctgttcggcgatgcggagctggtggatgcgctaaatgcgcaacaggggctgttttcagtggtggaaacg- STM3083 100 STM1508 77 STM3083 100
488308 atgaagggagaagaaaagatgccatctttcgatattgtttctgaagttgatctgcaggaagcgcgtaacggtgtggataacgcggttcgcgaggttgagtctcgttttgacttccgtggcgtagaggcgactattgaactgaacgatgccaataaaaccatcaaggtgctgagcgagtccgatttccaggtcaatcagttgctcgatattctgcgcgccaagctgcttaaacgcggtattgaaggcgcttcgctgg+ STM0435 100 STM3742 50.98 STM0435 100

3750621 atggcaaccgctcaacccgacaaaacgggtatgcatattctgctgaaactggcctccctggttattattctcgccgggattcatgccgcggcggatattattgtacaactcttgctggcgctctttttcgccattgttcttaatccattagtgacctggtttattcgtcggggcgtgaagcgaccgctggcgattactatcgtggtggtcgtcatgctgatcgtgcttaccgcgctggtgggtgtgcttgccgca+ STM3582 100 STM1481 78 STM3582 100
4252099 atgggcaatatgacgctatttattatcggtattgctcttttgtctgcgggaacctatttgatgcgcctcggcggcgcgaaacttggcagccgtctggcgctgtctgagcgttcacaggcgctgctctcggatgcggcaacggtgctgctattctccgtcgcgctggcgaccaccttttacgaaggcgaacattttgccggaatggcgcgcgttcttggggttggcttcgccgtatttttagcctggcgtaaaatgc- STM4041 100 STM4042 100 STM4041 76.6
3860959 atgaaattacacgttattgctcgttcattattgatagctggtctgacggttttcagcgtgtcgtctctggcggcgcaatctttacgttttggttatgaaacaccgcaaactgactcccaacatattgccgcgaaaaaatttaacgaactattaaaagaaaaaactaacggcgaattaacgctaaaactctttcctgacagcacattaggtaacgcccaggcaatgatcagcggggtgcgcggcggaaccattgat+ STM3673 100 STM3169 64 STM3673 100
3925881 atggcagaaaaacaaactgcgaaaaggaatcgtcgcgaagaaatacttcagtcactggcgctgatgcttgaatccagcgatggaagccaacgcatcacgacggcaaaactggcggcctcggtcggcgtttcagaagcggcgctataccgccattttcccagcaagacccgcatgttcgatagcctgattgagtttatcgaagatagtctgattacccgtatcaatctgattttaaaagatgaaaaaaacaccagca+ STM3732 100 STM0112 66.355 STM3732 100
3932841 atgagattatggaaaagtatggcgtggggaattttattgtggcattcgcagagtggggcgctttgcccggcctggccgccagcaagggccgctgaagaaatcgcccgtttacagcaacagctcgctgactggaatgacatctactggaaacaaggggttagcgcggttgacgatagtgtgtacgaccaactcagcgcaaggctggttcagtggcaacgctgtgttggtcaggatgtttcatctactccggtttca- STM3739 100 STM2838 91 STM3739 100
3131514 atgaaacaagacgttatcctggttctcgactgcggtgcgacaaacgttcgggcgatcgccgttgatcgccaggggaaaattgtcgcccgcgcctcaaccgctaacgccagcgacattgccgcagaaaatagcgcctggcatcagtggtcgctggacgccatcctgcaacgtttcgccgattgttgcaggtcactctccagcgccctgtcggagtgtgttgttcgcggtattacggtgactacgttcggcgtcgat+ STM2977 100 STM1576 72 STM2977 100
2845814 gtgaactttaattctgatctcctgaatctgaacagcaaaagcccggctttcagtatcaccatcgaaggcaaagacgtgacgacggtgatggacgcgcgcctgatgagtctgacactgacggataaccggggctttgaagcagaccagcttgatctggagctggacgacgccgacgggcagatcgttctgccgcgccgtggtgctgttattcatctggcgctgggctggaaaggccagccgcttttccctaaaggg- STM2695 100 STM2318 58.252 STM2695 100
450580 atgcgcatcctccacacctctgactggcatctgggacaaaatttctacagtaaaagccgcgccgcggagcatcaggcttttctggactggctgctggagaccgcgcaggcccatcaggtggatgccattattgtcgctggcgatatttttgataccggttcgcctccaagctatgcccgagaactttataaccgtttcgtcgttaatttacagcaaacgggctgtcatctggtggtgctggccggtaatcatgat- STM0396 100 STM1806 52.427 STM0396 96.39

3301677 atgtttaaaaaagtattaggcttgcgccactggaataataatgttgtcaaaataccgccgccagcagcagaatctggcgctaatgcgtctgacgtggtggtggatactcctgagccttatgagcggatactgtgtcaaaaaattctgatggggatctcgacgatcgatatcattcgtaatgccatcattaaatcctgtgagcagctcaacattgaaaaagaacgcattaatgaacttaatgaacagaatgataaa- STM3138 100 STM1626 66 STM3138 100
3774353 atgatgggtatgaaagagacagttagcaatattgtgaccagccaggcagagaaaggaggcgttaaacacgtctattacgtggcgtgcggcggttcttatgcggcgttctatccggcgaaagcatttttagaaaaagaagcgaaagcgttgactgtcggtctgtataacagcggagaatttattaacaacccgccggtagcgctgggagaaaatgccgttgtggttgtcgcctcccacaaaggtaatacgccagag- STM3601 100 STM0572 77 STM3601 100
3891136 gtgaagagaaccaaatcacctcgtgcgccgacgctggaagatgtagcacgtagcgccgggctgtctccgatgacagtcagccgggcattgaattcgccacaactggttcgccccaaaacggttgagaaagtcatgcaggcggttcgcgtcacaggctacatacccaacgcgttagccggtggtctggcgtcgcgacggagtaaattaatcgctgtcgtcgtgccgcaaattaacaacaacatgtttgtcgatacc- STM3696 100 STM2539 62.136 STM3696 100
3984421 atgcaggatattcattttcgccgtcattatgttcgacacctccctaaagaggtgagtcagaatgacataatcaaggctcttgccagtccgttaattaacgatggtatggttgtatctgattttgccgatcacgtcattacgcgagaacagaattttccaacgggtctaccggttgagcctgtaggcgtcgctattccacatactgatcacaagtatgttcgccaaaacgccattagtgttggaatactggcagaac- STM3784 100 STM1209 59.406 STM3784 100
2839053 atgcgtctactcgccgtggtttcgaaattgactggcgtctccaccactgtggaatcctcagcggtcactcttaacgccccgtcaattgttaaattatcagtggcccgggaggaaattagtcaacttacgcgcattaatcaggatctggtggtgaggctccattccggcgaaacgatcacgattaaaaacttttacgttaccaacgatctgggcgcaagccagttagtactggcggaaaacgatggcacgttatgg+ STM2689 100 STM1278 64.078 STM2689 100

61792 atggatagcattacgacactcatcgttgaagacgaaccgatgctagcggaaatcctggtggacaccatcaagatttttccccagttttcaatcgtcggcatcgcagacaaactggaaagtgcgaagaagcaaatacgcctctatcaaccacagttaattctattggataattttttacccgatggcaaagggatcgatttaattcgtcataccatcagcaccaactacacggggcgaattattttcattaccgccg- STM0052 100 STM0053 80 STM0052 89.45
477415 atggactttacgcagcagctacaggcttgcgtaacgcaagcgaatcaggcgctgagccgttttatcgcgccactgccctttcagaacactcccgtggtcgaagccatgcagtatggcgcattattaggcggtaaacgcctgcggccatttctggtttacgccaccggtcaaatgtttggcgtcagtacggcaacgctggatgcgccagctgcggcggtcgaatgcattcatgcctattcgctgatccatgacgacc- STM0423 100 STM0423 100

3326233 atggctaatccaaccattatcaggctacaggatggcaacgtaatgccacaacttgggctgggagtctggaaagcaagcaatgaagaggtgatcgcggcgattcataaagcgctggaggtgggctatcgatcgattgataccgccacagcatatcagaatgaagaaggcgtcggcaaagcgctaaaagcagcgagcgtagcgcgggaagagctgtttatcaccaccaagttgtggaatgacgatcaaaaacgtcccc+ STM3165 100 STM0255 71.028 STM3165 100
2337184 atgagtgaacgtgaaattcgctgttacagcggcgaggtgcgcgcagaaacgcacgacagcgagcccagccggatcatcgggtatggttcggtctttgacagtcgttctgaactgattttcggttcgtttcgcgaaatcatccggcccggtgcgtttgatgaagtgctgaatgacgatgtacgggcgttgttcaaccatgaccccaattttatcctgggtcgcagaagtgcgggcacgctggcactgacggttgatg- STM2236 100 STM2236 100
2253697 atgctgagtaacgatattctgcgtagcgtgcgctacattttaaaagctaataataccgatctggcgcgtatcctggcgctgggtaacgttgatgctacgccggagcagattgcaatctggttgcgcaaagaagaggaagaggggtttcagcgttgcccggatatcgtgttgtcctcatttctcaatggcctcatttatgaaaaacgcggcaaagatgaggcggcgcctgcattgacggcggaacgtcgtatcaaca- STM2157 100 STM2157 100
1015658 atgttttcaggacttttaatcattctggttccactgattgtgggctatctcattccactgcgacataaagccgcattacaacttattaaccggctactgagctggatcgtgtaccttattctcttttttatgggaataagcctggcgtttttggataacctcgccagtaatctggtggcgatttttcattattccgccgtcagtattacgattattttattgtgtaatatcgccgccttattgtggctggaacgta- STM0938 100 STM0938 100
3837364 atgtcgaaatcatcatggttattacttttgggtttatgcgccagcggctccgcgcttgcggcatcctcagaatccgcttttctggcgcaacatgggctggcgggaaaaacggttgagcagatcgtggatacgattgatcagacgccgcagagccgtcctttgccttactccgcgtcgattaccagtaccgaactcaaattatctgacggagagcagatttatacgctgccgttaggcgacaaattctatctctctt+ STM3650 100 STM1881 56 STM3650 100
4581817 atgtcctggatcattctattaatcgctggtttacttgaagtggtatgggctgtcggcctgaagtatacccacggtttttctcgtctgacccccagtattatcaccattacggccatggttatcagtatggcgttactttcctgggcaatgaaaacgctgcctgttggaacggcgtacgccatctggaccggcatcggcgccgttggggcggcaatcaccggtatccttctgctgggcgagtctgcctcaccggcgc+ STM4338 100 STM1220 58 STM4338 100



4683664 atgcgtaaaagcctgttagctattcttgctgtgtcatcgctggtattcggttcggctgtttttgctgccgatcttgaagataatatggatattctcaatgataacctgaaagttgttgagaaaacggatagtgcccctgaactgaaagcggcattaaccaaaatgcgcgcggccgcgctggatgctcaaaaagctacgccgccaaagctggaagataaagcgccggatagcccggaaatgaaggattttcgtcacg+ STM4439 100 STM4212 52.941 STM4439 100
3594944 atgattcgtgaagaacgtctgctgaaggtgctgcgcgcaccgcacgtttctgaaaaagcgtctactgcgatggaaaaaaccaacaccatcgttctcaaagttgctaaagacgcgaccaaagcagaaatcaaagctgctgtgcagaaactgtttgaagtcgaagtcgaagtcgttaacaccctggtcgttaaagggaaagttaaacgtcacggacagcgtatcggtcgtcgtagcgactggaaaaaagcttacgtca- STM3438 100 STM1622 71 STM3438 100
4600347 atgatgaatcgagtaattccgctacctgacgaacaggcgacgctagacctggggcaacgggtagccaacgcctgcgatggcgcgaccgttatttatctgtatggcgatttaggtgccggtaaaacgacgtttagccggggatttttacaggcgttaggccataacggtaatgtaaaaagccccacctatacgctggtagagccttatgcgattgataacatgatggtatatcacttcgacttataccgtcttgcgg+ STM4357 100 STM0995 65.385 STM4357 100
3453389 atggcgaaagaatttggtcgccctcagcgcgtagcgcaagagatgcaaaaagagatcgcaatcatcctgcagcgcgaaattaaagacccgcgcctgggcatgatgactaccgtctccggtgtcgaaatgtcccgtgacctggcctatgccaaagtgtttgtcacctttttgaacgacaaagatgaagacgcagtaaaagcgggcatcaaagcgttgcaggaagcgtctggtttcatccgcagcttgctgggtaaag- STM3285 100 STM1538 51.429 STM3285 100
3363992 atgaaagtaaatctgccagcgtttgaacgtgcaggcgtcatggttgtgggtgatgtaatgctggatcgctattggtatggccccacttgccgtatttcaccggaagcgccggtgcccgtggttaaggtaaataccgttgaggaacgcccgggcggcgcggcgaacgtggcgatgaacattgcgtctctgggagcgaacgcccgtctggtcggcctgacgggtattgatgacgccgcgcgcgcgctgagcaaaacg- STM3200 100 STM3073 63.462 STM3200 100
3288810 atgaatacaaaaatcgatgcgttgaattactacggcgcgacgaaaaaatacccgttgcattttcctgctctgcaagacgatattgatgccgatgtggtgatcattggcggtggcttttcaggcatcaataccgcgctggaactggcggagcaggggatcactaatgttgtcgttctggaagcccgccatcttgggtatggcggcaccgggcgaaacggcggtcaggtgatggccggtataggtcacgacatcgaa- STM3128 100 STM0960 60 STM3128 100
2965924 atgaaggctaaatatttagcgctgatgatcggtgcttgcttttctcataacctttgggcagcgaataatatcactattgagcagcgtctggctgaactggagcaacgtgttgttaatgctgaaaaacgggcatccgatgccgaggcgcaaattcgctcgttgaaacagcagcaggtcgccgctacgccgacggtgaatgtccagtccgccgagcccattgcagcagataaaacgccgccgaagctgactttatcc- STM2816 100 STM1479 68.627 STM2816 100
4840972 atgatgctgcattggataacaattgaggaagtgcttgtggatagagccaaaccatttgtctggcgtctcgtcgccgccagcgtatgcctgctgaccttttgtcacctcgcgcgggccgactcactggaagagcagcgtaaccgctatgcgcagattaagcaggcctgggacaaccgccagatggatgtggtagagcagatgatgccgggtctgaaagattatccgctctacccgtatctggaataccgtaagatc+ STM4582 100 STM4123 62.376 STM4582 100
431579 atgtttaaatcttttttcccaaagccagggccgtttttcatgtcggcgtttgtttgggcgctgatcgccgtcattttctggcaggcgggaggaggagattgggtggcgcgacttgtaggggcatccgatgaagtgcctatcagcgcagcgcgcttctggtcgctggactatctgattttttatgcttattacctgatttgcgtgggattatttgcaacgttctggttcatctatagcccgcaccgctggcagtac+ STM0376 100 STM1742 65.049 STM0376 100

2312495 gtgaccaaaaccaatcttattactggatttctcggtagcggaaaaaccacctctatccttcatttattagctcataaagatccggctgaaaagtgggccgtcctggttaatgaatttggtgaagtgggtattgacggcgcgctgcttgccgacagcggcgcactgctaaaagagatccccggcggctgcatgtgctgcgtcaatggattgcctatgcaggtggggctcaacacgctgctgcgccagggcaaacct+ STM2212 100 STM4530 64 STM2212 90.63
2173345 atgattgataaaaatttttggcaaggtaaacgtgtattcgttaccggccatactggctttaaaggaagctggctttcgctatggctgactgaaatgggtgcaattgtaaaaggctatgcacttgatgcgccaactgttccaagtttatttgagatagtgcgtcttaatgatcttatggaatctcatattggcgacattcgtgattttgaaaagctgcgcaattctattgcagaatttaagccagaaattgttttc- STM2091 100 STM2091 100
2246344 atgctaaggatgacgcccatcgcttcgcttgttttattgactctgtttacctggcaaacgcaggctatcgcgacggaaacgtttgatacccattttatggtggggggaatgagagatcaaaaaataacaaatttccatctggatgagaataagccaattccgggacagtacgaattggatatttatgtcaacaatcaatggcgaggtaaatacgatatcattgttgccgatgatcccggtagcacgtgtatttca- STM2150 100 STM0023 67 STM2150 100
1935327 gtgaaaaagaaaagcgacggcgatacccgtaattttacgcccatacgttttgcactactttgcactgccattctgctcagtatggcattgttgttagggcgggtggcatggctgcaaattgttacgccgtcgaaactggtgaaacaagaagatatgcgctcgcttcgtgaagtgaccacggcctctccacgcggcatgatcaccgacagagaagggcgacccttagcggtgagcgttccggttaatgctgtctgg- STM1836 100 STM0122 79 STM1836 100

STM3113 100 STM2421 81 STM3113 96.32
3226483 atgaaacgtccggactacagaacactacaggcgctggatgccgttatacgtgaacgaggattcgagcgcgccgcccagaagctgtgcatcacgcaatccgccgtctcacagcgcataaaacagcttgagaatatgttcggacaacctttgttggtgcgtaccgttcctcctcgccccacggagcaagggcaaaaattactggctctgctgcgtcaggttgaactgctggaagaagagtggctgggcgatgaacaaa+ STM3064 100 STM3897 62.857 STM3064 100
818613 atgagcagtaacttcagacatcacctgttgagtctgtcgttactggttggcatagcggccccctgggccgcttttgctcaggcgccaatcagtagtgtcggctcaggctcggtcgaagaccgcgtcactcaacttgagcgtatctctaacgctcacagccagcttttaacccaacttcagcagcagctctccgataatcagtccgatatcgattctttgcgcggccaaatccaggaaaatcagtatcaactgaatc+ STM0750 100 STM0750 100
886950 atgtcttttgattccctgggattaaaccctgatatcctgcgcgccattgccgagcagggttaccgtgaacctacccctattcagcaacaggcgattcccgccgtgctggaaggccgcgatctgatggccagcgcccagaccggaaccggtaaaacggcgggttttaccctgccattgttgcagcatctgattacccatcagccgcatgctaaaggtcgtcgcccggtgcgtgcgttgatcctcacgccaacccgc+ STM0820 100 STM1655 74 STM0820 100

3204401 atgaaaaagcgttttatgatgttcactttactggcggcggtgttttcaggcgtggcccatgcggatgatgcggctatccgtcagtcgctggctaagctgggcgttcagagtacggaaattcaggcctcgccagtggcagggatgaaaaccgtcctcactcacagcggcgtactgtacgtcactgatgacggcaaacatattattcaagggccgatgtatgacgtgagcggcgcgcatccggtaaacgtgacgaaca- STM3043 100 STM1875 58.095 STM3043 100
1262591 atgatcagttcattatggatcgccaaaaccggtctggacgcgcagcaaaccaatatggatgtgattgccaataacctggcaaacgtcagcaccaatggttttaagcgtcagcgcgcggtatttgaagatctgttgtatcagaccatccgccagccgggcgcgcagtcgtccgagcagacgacgctgccttcagggctgcaaatcggtaccggcgtgcgtccggtcgccacggagcgtctgcacagtcaggggaacc+ STM1179 100 STM1178 62.617 STM1179 100
858736 atgaaacttatcagcaacgatttgcgcgatggagataaacttcctcatcgccacgtttttaacggtatgggctatgatggcgataatatttcgccgcatctggcctgggacaacgtgccgatgggcaccaaaagttttgtcgtgacctgttacgatcccgacgcgccgaccggctccggctggtggcactgggtggtggtgaacctcccggcggatacgcgcgtactgacccaggggttcggctcaggcctggtgg- STM0792 100 STM1081 70 STM0792 100
933603 atgtattcattactgatgctggtcgcttatcgtggttacagtgtgatcctttttgctccgctggtagcacttggcgcagttctgttcacccgtccagtgacggtcgccccggttttcagtgatatatttatggataagttgatcggttttgtaaaactttattttcctgtctttctgctgggtgcagtatttggcaagctgattgaacttgctggtttttactactcaattgtcagtgctgtgacctgtatggtgg- STM0860 100 STM2377 61.682 STM0860 100

3483107 atgagtaaaaccagacgttgggttatcattctactgtcgctggccattctggtactgattggtatcaatctggcggataaagacgatcctgctgccgtgatggtcaacagcaacgatcccacgtataaaagcgagcatacggataccgtcgtgtacagtccggaaggcgcgttgagctatcgtctgatcgcgcagcacgttgaatatttttccgatcaggcggtctcatggtttacgcaaccggtattaaccacct+ STM3317 100 STM3369 61.111 STM3317 100
3965183 atggaggaacgtatgttaatgtttccttatattttaaatttactggccgctatgctgttgggcgcgctgattggcgcggaaagacaatggcgtcaacgtatggcgggattacgcactaatgcgctggtggcgacaggcgccgccgtttttattctgagctccatgacgacatcgccagacagccccgggcgaattgcggcgcagattgtctctgggattggctttctgggggcgggcgtcatcatgcgcgaaggga- STM3764 100 STM0493 92 STM3764 100
3262233 atgaatacgttgaccttcctgctctcaacggtaattgagctgtataccatggtgctattattgcgcgtgtggatgcagtgggcccgctgtgacttttacaaccctttttcccagttcgtggtgaaaattacgcagcccatcatcggaccgctgcgtcgtattatcccgccaatggggccgattgacagcgcttccctgctggtggcgtttattcttagcgttattaaggcgatagtgctgtttaaggtaattacgt+ STM3101 100 STM2293 67.327 STM3101 100
2038903 ttgatcaacgttcttcttgttgatgaccacgaactggtgcgcgcagggatacgacgcattcttgaagatataaagggcattaaagttgtcggtgaagcgtgctgcggagaggatgcggtaaaatggtgccgtactaacgccgttgacgtcgtgctgatggatatgaacatgcccggtattggcggccttgaggcgacgcgtaaaattgcccgctcgacagcggatatcaaagtgatcatgctgaccgtccatacgg- STM1947 100 STM2072 79 STM1947 100
3498983 atgttgtacgataaatcccttgagaaggataactgtggtttcggcctgatcgcccacatagaaggcgaacctagccacaaggtagtgcgtaccgccatacacgcgctggcccggatgcagcaccgtggcgcgatccttgccgacggtaaaaccggcgacggttgcggcttgctgttacaaaaacctgaccgtttctttcgcatcgtggccgaagagcgcggctggcgcttagccaaaaactacgccgtcgggatg+ STM3330 100 STM0670 69 STM3330 100
3424384 gtgatctacacgctaacacttaatagcgcgattgatatgaatatatttagcgatcctttacagccaaatattgtcaatcgcactcaccacaccgagttttgcccaaatggtaaaggggtaaatgttgcgctggttctggatcactttcaaatacctgcgcatatattaggcatttttggtggtttcaccgggcattatattgtagaaagcctgcgtacccgaaaaatgccagtcacaccagcatgggtagaagaa+ STM3254 100 STM1382 62.376 STM3254 95.91
3378248 atgccgcatatcgatcgggaagcccccgacagccgcagtgagaggcagcggccaaaatataagtatgccctcgctttaaatgtcgacagctataccgtcgacaccaatcaaacgaataagtgtggataccgtcttatggagcaaaacccgcagtcacagctgaaacttcttgtcacccgtggtaaggagcaaggctatctgacctatgctgaggtcaatgaccatctgccggaagatatcgtcgattcagatcaa+ STM3211 100 STM2924 68 STM3211 100
1484994 atgaaaaaagacccgaccctacaacaggcacatgacacgatgcggtttttccggcgtggcggctcgctgcgtatgttgttggatgacgatgttacacagccgcttaatactctgtatcgctatgccacgcagcttatggaggtaaaagaattcgccggcgcagcgcgactttttcaattgctgacgatatatgatgcctggtcatttgactactggtttcggttaggggaatgctgccaggctcaaaaacattggg+ STM1399 100 STM2956 64.078 STM1399 100
2333959 atgatctacaagaaattcagactcgatataaatgggctaagagcttttgcattgataagtgttgtgctgtatcacttcggtgtaccttatgtgtcaggtggctttataggtgtagatgttttctttgtaatttctggttttcttatgactggaattgtccttgaacgcgtagaccacaaaggagtacttgatttttatattgcaagattcctaagaattgtaccagctctggtatttgcaattctcttgttgatg+ STM2232 100 STM2232 100
827343 ttgttaggtaacttaaccagagttgctgagcggcattttgtttctcaacctaatatcaccattgctattaagaagttagagactgaattaggggtgacattatttgatagaaagaaaaataaacttgtccttactgaggagggcatgtttttcttacaaaaaattgaacctatccttattgcgttaaaaaatagcgtagcggaaatgaaagattatcgtaatgaaaatggtggcatagtaactttggggatcccac+ STM0763 100 STM1401 61.905 STM0763 100
811097 atgttagatatagtcgaactgtcgcgcttacagtttgccttgaccgcgatgtaccacttcctgtttgtgccgctaacgctcggtatggcgttcctgctggccattatggaaacggtatacgtcctttccggcaaacagatttataaagatatgaccaagttctggggcaagttgtttggtatcaactttgctctgggtgtggctaccggtttgaccatggagttccagttcgggacaaactggtcgtactactcc+ STM0740 100 STM1792 87 STM0740 100

3016317 atggcaacaccttggtcaggctatctggatgacgtctcagcaaaatttgatacgggcgttgataatctacaaacgcaggtaacagaggcgctggataaattagcagcaaaaccctccgatccggcgctactggcggcgtatcagagtaagctctcggaatataacttgtaccgtaacgcgcaatcgaacacggtaaaagtctttaaggatattgatgctgccattattcagaacttccgttaa- STM2873 100 STM3307 77 STM2873 100
2947626 atgaatttgatgttacagaacttaaataatatccgcacgctgcgcgctatggctcgcgaattctccattgacgttcttgaagaaatgctcgaaaaattcagggttgtcactaaagaaagacgcgaagaagaagaattgcagcaacgccagcttgccgagaagcaggagaaaattaatgcctttctggagctgatgaaagcagacggtattaacccggaagagttatttgccatggattcagcaatgccgcgttctg- STM2799 100 STM1751 68 STM2799 100
3922205 atggctaaaggtattcgtgagaaaatcaagctggtttcttctgctggtactggtcacttctataccactacgaagaacaaacgtactaaaccggaaaaactggaactgaaaaaattcgatccagttgtccgtcagcacgtgatctacaaagaagcgaaaatcaaataa- STM3727 100 STM1187 46.602 STM3727 100
2816888 atggtaactattcgtttagctcgtcacggcgctaaaaagcgtccgttctaccaggttgttgtcaccgacagccgtaatgcacgcaacggtcgcttcattgagcgcgttggtttcttcaacccaatcgctagcgaaaaagaagaaggcacccgcctggatctggatcgcatcgctcactgggttggccagggcgcaaccatttccgatcgcgttgcggcgctgatcaaagaagtaaaaaaagcagcttaa- STM2676 100 STM1559 52 STM2676 100
602700 atggcgacattctctttaggcaagcacccgcacgtcgagctgtgcgatctgctcaagctggaaggctggagcgaaagcggcgcgcaggcgaaaatcgccattgccgacgggttggtgaaggttgatggcgcggttgaaacgcgtaaacgctgcaaaattgtcgccgggcaaaccgttagctttgaaggccaaagtgtgaacgtcgtggcctga- STM0541 100 STM0541 100

1800587 atgagcgattccaatagtcgtctggtttattcaacgcagacggggcgcattgaagaacctaaaacggcgccggttcgtcccaaaggggatggtatcgttcgcattcagcgtcaaaccagtggccgtaagggtaaaggcgtatgtttgattaccggtatcgagatgaatgatgcggaattaaccaaactggcggctgaactgaagaaaaaatgcggctgtggcggggcagtaaaagaagggattattgaaattcagg- STM1706 100 STM1103 83 STM1706 100
1792018 atgtccataacatcgctaataggtgaggtaaaccatttggatgaatattcaggcttcctacagaacctttatttgtctggtggaaagcgcatcgctatcgtacttgctatccgtcccggtgtctctggttggatgaggcgaaccttacaccagctggtatactgcaccgtagggcctgtcccattagactctttgatttgccagtttggccctggggagtgctcaaaatcctcagggacttcgttaccgtgtggtt+ STM1699 100 STM2502 58.929 STM1699 100
2055237 atgaaaaatatcgtccctgattaccgtctggatatggttggcgaaccttgcccgtacccggcggtcgccactctggaagcgatgccgcagctaaaaaaaggtgagatcctggaagtggtgagcgactgtccgcaatccattaataatattccactggatgcgcgcaatcacggctatacggtgctggatatccaacaggatggcccgacaattcgttatctgattcaaaaataa+ STM1966 100 STM3075 93 STM1966 100
1679547 atgtcgcacctggaggaagtgagcgcccgcgtggatgccgccatcgcggagagcgtaattgcccatatgaatgaattgctgattgccttgagcgatgacgctgaattacgtcgcgaagatcgttatgtgcagcagcagcgtttacgcacggctatcgcgcatcacggcaggcaatatcaagaagatcgggacgcgcgccgcgagcagctcaccaaaggcggcacgatcctgtaa- STM1592 100 STM1592 100
4151326 atgccaaaaatgacgccgctaaaccgttttgcgcacttgattaaacatttgaaaaacgcccttcggggcgtggggatcggttcatgcatttacgtcattattgaaagcattatgcacggcacgataaacggtgttgaagctgccggagtcctgacgataagcgcggtactcggtctgcttagcgctcttttggatatcaaagcaaagccgcgcgcccccttaatcctgttgcattttctcctctgcggcggctgcg- STM3944 100 STM1167 74 STM3944 100
4119225 atggcaaaaatggcagcagcactgcatattcttgtaaaagaagagaaactggctttagatcttctggagcaaattaaaaacggcggcgattttgagaagctggcgaagaagcattctatctgcccatccggtaaaaaaggcggtcatttaggcgaatttcgtcagggccagatggttccggcattcgataaagtagtcttttcctgcccggtactggagccaaccggcccgctgcatacccagttcggttaccaca- STM3910 100 STM0092 50.495 STM3910 100
1067904 atgaccaagtcagaattgattgaaagacttgcaacccagcaatctcacattcccgctaaggcggttgaagacgcggtaaaagagatgctggagcatatggcctcgactcttgcgcagggcgagcgtattgaaatccgcggtttcggcagtttttctttgcattaccgcgcgcctcgtaccggacgtaaccccaagaccggcgataaagtggaactggaaggaaaatacgttcctcactttaaaccgggtaaagaac+ STM0982 100 STM3755 61.386 STM0982 100
3078540 ttgatgagtatggtggttgtggtcacggaaaacgtaccgccgcgcctgcggggacgtcttgccgtctggttactcgaggttcgtgcaggtgtttatgttggcgatacctcgaagcgtattcgggaaatgatttggcaacagatcacacagcttggcggagtcggaaacgtagtaatggcctgggcaacaaatactgagtctggttttgagttccagacctggggtgaaaacagacgtattccggtagatttggatg- STM2937 100 STM3201 62.264 STM2937 100
3863118 atgagccgaccattactgcaactggcgctcgaccacaccagtctggaagcagcccaacgcgatgtcgccctgctacaggatcatgtcgatatcgttgaggccggaaccatcctttgtttaaccgaaggccttagcgcggtgaaagccctgcgagcgcagtgcccggaaaaaatcatcgtcgccgactggaaagtggccgatgccggtgaaaccctggcgcagcaggcttttggcgctggcgctaactggatgacta+ STM3675 100 STM4386 67 STM3675 100
1440375 atgaaaaccgtaactgtaagagatctcgtggttggcgaaggcgcgccaaagatcattgtgtcgctaatgggaaaaaccattaccgatgtgaaatcggaagcactcgcctaccgtgaagcggatttcgatattctggagtggcgcgttgaccattttgccaacgtgacaacggcggaaagcgtacttgaggccgccggcgccatccgggagattattaccgataaacccttgctatttaccttccgcagcgcgaaag- STM1358 100 STM1337 62.376 STM1358 100
1432212 atgagttcggacaataaggtgaatgttgacgtcaaattgggcgtaaataaattttacgtagatgaaggacacccacatatcattttgcgctcctcgcctgacatgcaggagtttaataaattaataaaagcctgccctgccggactctataagctggacgatgcgggaaatattcattttgactccgcgggctgcctggaatgcgggacctgcagggttctctgcggcaatactcttctcgaaaaatgggaatacc- STM1351 100 STM0078 77 STM1351 100
4151836 atgcaatatcgtaatttgttttgccttttttcgctttcacttctgctgcctcccgcctggggatgccggctgagtgaatctccgcacaatgtttatcagcggcaaggcagcggcgtggtttatctccagccagaagaggagaacaatctttcgttgccggaggtgagtttcaaacgcctgcgtcggttacccaattcattgattaacccggcaactcagggctggaactggatagcgcaacccccttcctgaaccg- STM3945 100 STM4514 59.804 STM3945 100
4580625 atggttaaaaagacaattgcagcgatcttttctgttttggtactttccactgtattaactgcttgtaataccacgcgcggcgtgggcgaggacatctcggacggtggtagtgcgatctctggcgctgcaaccagagctcagcagtaa+ STM4336 100 STM4335 56 STM4336 100
4856322 atgactaaagtacgtaattgcgttcttgatgcactttccatcaacgtcaacaacatcattagcttggtcgtgggtactttccctctggacccgacagtgtcaaaaacggctgtcatcctaaccattttaacagcaacataa+ STM4599 100 STM4413 59 STM4599 100

255 atgaaccgcatcagcaccaccaccattaccaccatcaccattaccacaggtaacggtgcgggctga+ STM0001 100 STM4234 60.606 STM0001 100



4705162 atgtcgtacacactgaaccatgcttcctcccggcaaattgtccgcgattatactcagctctgttttgggatcaagcgattaatgcatgatttactcatcgcaaacggttcttatgaatttaaattcattttaagcaaataa+ STM4462 100 STM4463 49 STM4462 100
1818455 atggcagcgacatttgcattacacggttggtggcgcacttcctga+ STM1722 100 STM3622 68.889 STM1722 100
1357720 atgtacgatccaccgtttcttgaagcgctgatgattacggcgtcgtttttcgccatttttatcattatcgttgtgtcggtattgctccttgaagggggaggggactaa+ STM1281 100 STM0532 46 STM1281 100
3359523 atgctgatgaacaacaataacgtctattcattaaataatttcgattttctggcgcgcagttttgccagaatgcaggcggaggggcgtcctgttgatatccaggcggtaaccggcaatatggacgaggagcatcgcgactggttttgcaagcgttacgcgctttactgccagcaggcgactcaggcgaaaaggttagaattagaacactaa- STM3197 100 STM3807 59.406 STM3197 100
3462184 atgtacgaagctcttttagttgttttccttattgtggcaattggccttgtaggtctgatcatgctgcagcaaggtaaaggcgctgatatgggagcctccttcggagcaggcgcttccgctacgctatttggttcaagtggttctggtaacttcatgacccgaatgacggcggtattggcgacgctgttcttcatcatcagtctggtgttgggtaatatcaatagcaacaaaaccaataaaggaagcgagtgggaaa- STM3293 100 STM2116 70.192 STM3293 100
945797 atgcgcacgattggcgtgttacccaaaagcgtactgatactggaatacctcggtatgattttgctggcgcttgctctgctatcgcttaatcattaccttacgctgcccgcgccgttcaatacgccgctggctggcgtattgatggttttcctcggcgtcgtgttgatcctccccgccgcggtggcgatgatgtggcgtattgcgcagttactggcgccgcagttgatgaaacgtccacccgacatttcttcccgtt+ STM0873 100 STM3832 89 STM0873 100

1053930 ttgcgcgttgaatgcgacgccaggcgctggacagcgcataacgttctttggacacatctgaattatgttgagaattattttcgttctgaccacaacaaaacggcgccaaccattcgaaaaaagaggcggatcataaacagtaaaaccagggcgctatggatgatacacttgcagtatgtattgcggttgaggcgttacgagctgatgaatgagccagaatttctggcggtgcgagttatgcagcatagatttgccg- STM0971 100 STM1163 63.208 STM0971 100
964207 atgcaaacaattatctatcaaatagcccccaatgattgggtgacggatgaggtgttaatggcgtcaacaggacttaagccaggaaccatattacgcgcacgtaaaaaggcgtggttcgtcggacgtgagtataagcacatgacgcttgatggtaagccaaaggcaaacggtgaatgcctgtaccacctgccaacgataaacaggtggattagaaatatgcccgatccggatgtcgatctttga- STM0894 100 STM1006 65 STM0894 100
785168 atgcaacgtaaaaagatactaattgtaggtgcgggcctttcaggcgcagtaatagcacgccagttagccgagcagggacatgtagtcaatattattgatcaacgttcacatatcggtggtaacgcttatgatgcccgagatgagcacacgggtattatggtgcacgtttatggtcctcatatttttcatactgataatgaaactgtatggaattatgtaaataaatacgctgagatgatgccttatatcaataag+ STM0719 100 STM2530 61.165 STM0719 100

P22808 atgcatttttcagcctttcgcctgcaacaggccatccggaaccgggagtttacgccgttttatcagcccattgtctgcgccacaggaggggaggtggtgggctgcgaaatgctggcccgctggctgcatccgcagaagggcctgctgagcgccgggaactttattcccgccattgaagccaccggcctcggcggagcgctgctgcgcggactggccgacgaggtctgcggggacgggcaggaccttgcccgcagtg+ PSLT032 100 STM0468 61.765 PSLT032 100
P73547 gtgtttatgcgaattatttataagagacagcattatctgtccgttatcaggtggggggcggttgctgtcgtgcaggtcctgaatgagagtgtaaaactgtttccgtttgcgctggtgatgtttgcgctgatggctttttattttcttccggaacgcatcatctctgatgttgttaattcgtggatggaaacagacacgaccggaaaaatatcgctcatcagactttacctggaagtgacatttatgctgtccctcg+ PSLT093 100 PSLT093 100
P48755 atgttcagagtgacctgtatcgacctggaaaatggcgagtttgcgctttatatcaacggacattatctgtccagtgaagacggcagcggcgagaagctgtacctgggggatattctggaacgtttatcccgtctgcctggtgtgaccacggaaaccgtggagcgaccagtaccagacagtgatgagtggagctggaacgatgtggcagacagtgtttttccggcctgtatcacgctgtcccgcaatatgacagtcg+ PSLT056 100 STM2759 70.588 PSLT056 100
P83179 gtgggaatgaaaaatttagctcagattgttctggtgacagtggtacagtttattgcctgttatctagctgagtggggagtcgctgaaacagggattatcctgttatttgtcctgctgtggcaggggctgtttatctggttatttattcaaattcgtaaaaaaaataacatatctgatgagttcaagtttagtaaaggaatttggtatgtaattatgcccgtatgctcattactctcgccattattaagtttaatga+ PSLT102 100 STM1668 61.468 PSLT102 100
P64639 atgagaaaaaataagccgtataagccatttttactggcggccggatggttattttccggtctggtgatggcgtcgggttccggtacgctggccccggtggtggtgtccctggctaacggcggtcaggcgaacattgctgtcagcaacaccgacccgaacctgtttacggtaccgggtgaccgtatcactgcggtcagcggtctggacggcatgctgacaaacagtgagcagacaggcacgggcggcgtggtggtgg+ PSLT080 100 STM4028 63.366 PSLT080 95.98
P04725 atggagctggataaatatcttctttttttcctggcaggaggatcaaccttcaatcagggaaaggcattttcatttcgttgcgctcaggacagtattgtcctgacgaaagtgcatcagacagagatgcatttttaccggtggtaccatcatgtggtgataacaagggaaacgctgtgccggtttgcccggcagctggatgtggatgttcttaaattttatatcccgaaagacatcccccggtaccttgtgcagcctt- PSLT008 100 STM4295 62 PSLT008 97.56

STM1828 100 STM0037 63.462 STM1828 100
P92540 atgatgagtattgcgcaggtccggtcggcgggaagtgccgccggttattacagcgacagggataactactacgtgctgggcagcatggaagagcgctgggccggaaaaggcgcggagcagctggggttgcagggcaccgtcgataaggaggtgttcacccgggtactggaaggcagactgcccgacggggctgatctgagccggcagcaggatggcggcaacaaacaccgccccggctatgatctgaccttctct+ PSLT108 100 STM0747 61.386 PSLT108 100

37057 atgaataagaaaagttcgtcaatggttaacatgcccgcaccgcgtgagccgattaaccagaaaatcgataccaataacgcactggttttaaaccataacgccatatatgaacaacgattagcggagatcacgcaatctaatacctgtgacaaggccattgtcaccgtaaatccctacgggaccgccccgttgagtctctatctgggggtttggatggatgaagctgccgcgcttgagatcaatgttgttgatagc+ STM0032 100 STM0038 76 STM0032 100
STM2043 100 STM0326 72 STM2043 100
STM2119 100 STM3853 60.194 STM2119 100
STM2210 100 STM3148 63.462 STM2210 100
STM0966 100 STM1496 89 STM0966 100
STM3181 100 STM3835 70 STM3181 100
STM3240 100 STM1826 77.451 STM3240 100
STM3331 100 STM2479 80 STM3331 100
STM1041 100 STM2594 100 STM1041 100

STM4514 59.615 STM4514 18.11
STM2197 48.544 STM3757 31 STM2197 16.67
STM2089 65.686 STM2208 62.5 STM2089 19.85
STM2711 93 PSLT104 63.551 STM2711 85.2
STM2937 85 STM0113 55.238 STM2937 76.5
PSLT018 59.615 STM1237 57.282 STM1237 21.28
STM3679 48 STM1922 41 STM3679 4.88
STM2733 93 STM2733 84.8
STM2717 96 STM1201 64.423 STM2717 92.2
STM2700 95 STM2700 89
STM1604 55.882 STM1604 7.55
STM0046 51.485 STM0046 11.23
STM2731 93 STM3305 81 STM2731 87.7
STM2715 89 STM2460 60.784 STM2715 82.7

aSTM1957; aSTM2471; aSTM3032; aSTM3479; aSTM4311 STM0946 98 STM1957 98 STM0946 91.58
STM1631 59.813 STM2767 59.804 STM2767 14.38
STM3381 60.784 STM3883 56.863 STM3883 35.3
STM4217 63 STM4217 52.82
STM2513 44 STM2517 38 STM2513 27.68
STM2786 100 STM0827 61.468 STM2786 84.84
STM3688 98 STM3501 57 STM3688 96.7
STM2731 100 STM2289 63.81 STM2731 98.2
STM4318 94 STM4318 87.57
STM2003 66 STM3759 64.762 STM2003 10.24
STM2162 43.689 STM3789 34 STM2162 6.75



STM2297 61.111 STM1316 60.784 STM0221 10.84
STM0591 66.038 STM2204 61.386 STM0591 2.79
STM0354 61.468 STM1703 61.111 STM0354 30.22
STM4501 90 STM3330 48.515 STM4501 76.77

769697 atgaacgacgaacccttgcgtcctgatccggatcgcttgttggaacaaacgcccccgccccaccgggggaagttgaaaattttcttcggcgcctgcgcaggtgtcggaaaaacctgggcgatgctggcgcaagcgcagcggctgcgagcgcaggggctggatgtggtgatcggcgtggtagagacgcatggccgtaaagagaccgccgcactacttgacgggctgaccattctgccgccaaaacgtcactcgcac- STM0703 100 STM2130 79 STM0703 100
4037825 atgatgaaaattaccagcgttgatattattgatgtggcgaacgattttgcgtccgccaccagcaaatggcgtccggtggtggtaaaaattaataccgatgagggcatttccggttttggcgaagttgggctggcttacggcgtcggcgcttctgcgggcatcggaatggcgaaggacctgtcggccattatcatcggcatggacccgatgaataacgaagctatctgggaaaaaatgctcaaaaaaaccttctgg+ STM3833 100 STM2273 74 STM3833 100
4063449 atggctgcaaccaagcctgcttttaacccgccgggtaaaaaaggcgacatgattttcagcgcgctggtaaaactggctgcgctgattgtgctattgatgttgggcggtattatcgtctcattgatcatctcctcctggccaagtattcagaaatttggtttctcatttctttggactaaggaatgggacgcgccaaacgatatctacggcgctctggtgcccatttatggcacgctggtgacctcctttatcgca- STM3856 100 STM2964 64.356 STM3856 100
4099651 atgcctttaagcgcacaacaattagccgcacagaaaaatctatcctatgttctggctgaaaagctggcgcagcggatattaaagggtgactacgcccccggtacgattcttcccggcgaaatagaactgggcgagcagtacggcgtaagtcgaacggcagttcgcgaagcggtgaaaacgttgacggctaaaggtatggtgctacctcgtccgcgcattggtacgcgggtgatgccgcagggaaactggaactttc- STM3888 100 STM0784 60.396 STM3888 100
1876647 atgaccctgcccgattttcgcctgattcgtctactgccgttagcaagcctggttctcaccgcctgtacgcttcctgggcataaaggcccgggcaagagcccggattcccctcagtggcgccagcatcagcaagaggtgcgtcatctgaatcaataccagacgcgcggcgcctttgcttacatctcagatgatcagaaagtctatgcgcgtttcttctggcaacagaccggacaggatcgctatcgcctgctgctca+ STM1778 100 STM3524 63.107 STM1778 100
131073 atggccaaaacgttatacgaaaaattatttgatgcccacgtggtctttgaggcgccaaacgaaacgccgctgctgtacatcgaccgccacctggtgcatgaagtcacctctccgcaggcgtttgacggtctgcgcgcgcaccatcgtccggtacgtcagccagggaaaaccttcgctacgatggatcacaacgtctcgacgcagactaaagacattaatgcttccggtgaaatggcgcgtatccagatgcaggag- STM0111 100 STM0329 74 STM0111 100
51824 atgagttctgtcattgaggatacccagccttccgggtcagcatcattgtctttactacagcgtattagctacggctctttggatgtggcgggtaatctgctgtactgcttcagttcaacgtacattttatatttctacacagacgttgcgggcattagccttgccgtagcaggcgttatcctgctgctggcgcgtattatcgatggcatagacgcccccatatgggggatcatcatcgataaaacacgttcacgc- STM0042 100 STM0722 48.077 STM0042 100

140405 atgttccggggggcaacgttagtcaatctcgacagtaaagggcgcctgaccgtgccgacccgttatcgggagcaactgatcgagagcgctaccggtcaaatggtatgtaccattgacatccatcacccatgcctgctgctttaccccctgcctgaatgggaaattattgagcaaaagttatctcgtctgtcgagcatgaacccggtagaacgtcgcgtacagcgtttactgttgggccatgccagcgaatgtcaga+ STM0119 100 STM0351 73 STM0119 100
174753 atgatggacagtcagcagcacggcgagcagctcaagcgcggcctgaaaaaccgccatattcagcttatcgcattgggcggcgcgatagggacaggcttgttcctgggaagcgcctccgttattcagtcggcggggccaggaattatcctgggctatgcgattgcaggctttattgcctttctgattatgcgccagctgggggagatggtggttgaagaaccggtcgccggctcttttagccacttcgcctataaa- STM0150 100 STM0568 79 STM0150 100
208335 atgaattcattggctaaagcagggttgctttgttgcctgttgtgcggttcgctggcgcatgccgcagggataaacatcggcacaacgcgggttatttttcacggcgatgccaaagatgcgtccatatcgataagcaatagcgacaacgttccctatttaattcagtcctgggcgcaatcgatcagtgaaaccggggcgagcggtgatgcgccgtttatggtcaccccgccgctttttcgccttaatggcgggcaaa- STM0176 100 STM4594 75 STM0176 100
237103 atgaaaataatacggactttatttttgctgctgattgccgtttatggcagttcggtagtggccaaacccatgctgaaagcgacgttttcaagcaccacgatgtattatggtattggccctaatagcgacaaatctattgtggcggaggtgacgatagcgactccggagggagtgtactatggctcctggaacctttcgggacatcgtaaaggagaaacgctaaccgcagactcctggtctgggccagaacctgcgc+ STM0201 100 STM1327 62.963 STM0201 100
280512 atgctgacaggagggcatgtggaaaaatattgtgagttagtacgcaagcggtatgcggaaatcgccagcggagacttagggtatgtcccggatgcgctgggttgtgtattgaaagtgcttaatgaagtggcggcagatagcgccctttcagagtcggtcagggaaaaggcagcttatgctgccgcgaacttactggtgagcgattatgtcaatgaatga- STM0238 100 STM0238 100

3514669 atgcaaagcctttcccctacatcgcgttatctccaggcactcaacgaaggcacccatcagcctgacgacgtacagaaagaggcggtcgaccgtctggaaaccctttatcaggcgctcaccgcgaaaaaatcgtcggctacgccacccggcggtctgatagcgcgactggggaaattattaggcaaaaacgaaccggacgcgcaaataccggttcgcgggctgtatatgtgggggggcgtgggtcgcggcaaaacc- STM3346 100 STM2298 63.636 STM3346 100
3552276 atggacgctcgttttgttcaggcccataaagaggcgcgctgggcgctgtggctgaccctttgctatctggcggcatggttagtggctgcttacttacctggagactcgccgggaatcaccggtctgccgcactggttcgagatggcctgcttattgacgccgctggtctttattttgctgtgctgggcgatggtgaaattcatttatcgcgatatttcgctggaggatgacgatgcagcttga+ STM3381 100 STM2784 63.366 STM3381 100
709110 gtgcgatatctggtaacactgttgttatctctggcggtgctggtcaccgccggatgcggctggcatctgcgtagcactacgcaggttccggcttcaatgaaaacgatgatcctcgattccggcgatccgaacggtccgctaagtcgtgcggtacgtaatcagttacggctgaataacgtaaacctgcttgataaagacacaacgcgcaaagacgttccgtctctgcggcttggaacggtgactattttgcaggata- STM0647 100 STM3215 88 STM0647 100
737230 atgacaaatcaaccaacggaaattgccattgtcggcgggggaatggtcggcggcgcgctggcgctgggtctggcgcagcaagggtttacggtgatggtaatagaacatgccgcgcctgcgccgtttgtggcggacagccagcctgacgtgcggatttcggccattagcgcggcatccgtggcgctgctcaagggactgggcgtttgggaggcggtgcaggggatgcgtagccatccttatcggcgactggagacc+ STM0671 100 STM3056 72 STM0671 100
763382 atgagtaaacctaaatccaataaaatgggtgtcgtgcagctcacaattctgactatggtcaacatgatgggctccgggatcatcatgctaccgaccaaactgtctgaagtcggcacgatatccattatctcctggctggtcaccgccgtcggctcgatggcactggcctgggcgtttgcgaaatgcggtatgtttagccgtaaatccggcggcatgggcggttacgccgaatatgccttcggtaaatccggcaac- STM0700 100 STM2558 65.347 STM0700 100

2051595 atgacctcaaccgtggagtttatcaaccgttggcagcgtattgcgctgctcagtcaatcgctgcttgaacttgcgcagcgaggtgaatgggatctcttactgcaacaagaggtctcctatctgcaaagtattgaaacggtgatggaaaagcaaactccaccgggcattacgcgaagtattcaggatatggtcgccggatacatcaaacaaacgctggacaatgagcagctcctgaaagggctgctgcaacagcgac+ STM1962 100 STM4303 65 STM1962 100
1363762 atgaatatattcgatcactatcgccagcgttacgaagctgccaaggacgaagagttcacactgcaggattttcttaccatttgtcggcaagatcgcagtgcttatgccaacgcggcagagcggctattaatggctatcggcgagcctaatatggtcgacactgcccaggaaccccgactttcccgactcttctccaaccgggttattgctcgctatcctgcgtttgaagagttttacggcatggaagacgcgatt- STM1285 100 STM1285 100
2198813 atgacaacagacaatccgctgatctcaatttatatgccaacctggaacaggcagcagttggctatccgggcgattaaatcagtactacgtcaggactaccgtcactgggagatgatcatcgtggatgattgctcttcatcttatcagcagctacaacaatttgttgaggagctgaacgacccgcgcgtccgttatacccataacgccaggaataccggcgcctgcgcggttcgcaaccaggccattatgcaggcgc- STM2115 100 STM2115 92.43
2861209 atgaagtttgttgcgcccgaacaggcaccggaacaggcggaggtcatcaaaaatacgccgttctggcctgatgtggacctgtcggaatttcgcagtgtgatgcgcactgacggcacggtgacgcagccgcgtttaaagcaggtcgtgctgacggcgatctctgaggttaacgctgagctgtacgacttccgcaaccgtcagcagatgctgggctggcggacacttgctgaggttcccgcagaaatgctggacggta- STM2718 100 STM2305 63.725 STM2718 100
2889742 atgtttctggtctccctggctgaaggctttatccacctgttccaggccgcaggcaaaatctttctcgacatgatgaccgggcttatcccgatgctcatctgcctgctgctggccatcaatttcctgatgaagctggtcggtaccgtcagaatggagaaggtcgctgccctgctcggccgctcgcgcattctcacctacggcgtgttgccggtgctcggctggttctttatgagcagccccggcgcgctgacgctcg+ STM2750 100 STM2832 61 STM2750 100
2908423 atgagcctttactttttcaataacgtgccagcagaatatcttgacaagttttgtgctgtaagggatgcattttctaacctagaaaatctgcttgttaccgcagagatattaaacacatgtcatgagtcctggaataaagaaacaaaggatttcgatttattaataagcacaggtacacataagcgtatattggtaaaaaaaacagatggtttttttactatgaacttaccttttcaggtaatcgagtatgaaagca- STM2766 100 STM0437 62.264 STM2766 100
2942880 atgaataccaataacgctttaatgcagcgccgtcataacgccgttcctcgcggcgtggggcagattcacccgattttcgccgagcgggcggaaaattgtcgggtgtgggatgtcgaaggccgtgagtatctcgatttcgcgggcggcattgccgtcctgaacaccggtcatttacatccgggcattgtttcagcggtcgaagcgcagttgaagaaattgtcccatacctgttttcaggtgctggcctatgaaccg+ STM2792 100 STM3468 65.347 STM2792 100
4855103 atgaaaaaatcaccattatgctgctacctgttttgtgcagcgatgtcagcttcatcagccgcgctggctgctaccgcgccggtctccgcaggcgttattcatttcaaaggccagattgtcgaatatggttgtaatcttgcgcctcacgatcgcaatatcgaggtatcatgtttgcggaataatatcccccatttgcagacagtcgccacaccgtctggaaacgctatttcgttgatgaatggaatcgccacggtac- STM4597 100 STM1146 58 STM4597 100
323827 atggtctgtctgttggtgggtgttcctgccatttcttatgcgcacgattatgggtgtgctacggttggagcatcaatggagtcatcattatttgatgccataaaaaatgacctgaatatagatgtcgctactattataaaggataaaacaaaggtagagattcttgatatctcacctgtatctaaggtctatgcagaatctctggccaggatggattatgaaaaagataaggccaaaaataaagtggcaatattag+ STM0284 100 STM2086 63.366 STM0284 100

2901314 atgtcgcgactggcgcaggatatgaaaaaactggcgcaccgcgcaggtggcagccacaaaaccgtccacgaccgcgaacagatggcgcagcgttttgcccgtcatttgctggcgcagaatattcaggtcaccagcacctgccagctcaaagccagacacatcgcgggatatattcatgaatggctggcgcagggtatttctctgcgaacgctacagaatgagatggcaatggtgcgctctattctggctgaagccg+ STM2760 100 STM2006 71 STM2760 100
1146753 atgacacaacagccacaagccaaataccgccatgactatcgcgcgccggattaccagattactgatattgacttgacctttgacctcgatgccgaaaaaaccgtggtcaccgcaataagccaggctgttcgtcatggcgcgcctgatgcgcctcttcgccttgatggggaagatttaacgctggtatctatccacgtcaacgatgcgccgtggacagcatataaagaagaagagggcgcgcttgtcatcagcgac+ STM1057 100 STM3515 62.376 STM1057 100
1572888 atgaccacttttttacaacgtgatgattttgcagtaacggcgcgtgttcttggcgcgttgttttattattcgccggaaagccacgaaaccgctcctctggtccaggcgctattaaacgacgactggcaggcgcagtggccgcttgatgccgaggcgcttgcgcctgtggcggctatgtttaagacccacagcgaagagtcgttgccacaggcctggcagcgtctgtttatcggcccttacgctctgccgtctccgc- STM1495 100 STM4308 63.462 STM1495 100
3604594 atgtccaggtcgcttttaaccaacgaaaccagtgaacttgatttgctggatcagcgtcccttcgagcaaaccgacttcgatattctgaaatcctacgaagcggtagtggacgggttagcgatgcttataggttcccattgtgaaatcgtattgcactctttgcaggatctaaaatgttcagccattcgtattgccaatggcgaacatacgggccgtaaaattggctcgccgattaccgacctggcgttgcgtatgt- STM3452 100 STM3452 100
1149785 gtggcgacgttatcacggctctttattcatccggtcaaatccatgcgcggcattggcctgactcatgcgctggcagatatcagcggcctggcttttgatcgcatcttcatggtgaccgagcctgacggcacatttattaccgcccgccagtttccacaaatggtacgttttaccccctctcccttacacgacggccttcatttgaccgcgccagacggcagtagcgcgctggttcgctttacggatttcaccccg- STM1060 100 STM4208 61.386 STM1060 100
1531569 atggtattcagaatcgcaagctcgccttatacccataaccagcgccagacatcgcgaatcatgttgctggtattaatcgccgctctgccggggattgccgcgcagacgtggttttttggttggggaacgcttttccagatcgttctggctgctatcacggcgctcgtcgcagaagccattgtcctcaggctgcgcaaacaatcggtcgccagtcacctgcaggattattccgcgttattgacggggcttttgctg- STM1456 100 STM3190 78.431 STM1456 100
3587800 atgcgtttaaatactctgtctccggccgaaggctccaaaaaggcgggtaaacgcctgggtcgtggtatcggttctggcctcggtaaaaccggtggtcgtggtcacaaaggtcagaagtctcgttctggcggtggcgtacgtcgcggtttcgagggtggtcagatgcctctgtaccgtcgtctgccgaaattcggcttcacttctcgcaaagcagcgattacagccgaagttcgtctgtctgacctggcgaaagtag- STM3421 100 STM0386 62.136 STM3421 100
3618413 atgtggcgaagactgatttatcacccagagattaattacgcactacggcaaacgctggtgctgtgcctgcctgtggctgttggtttattaataggccagctacacctgggcttgcttttctctctcgttcccgcctgctgcaacattgcaggtctggataccccgcacaaacgcttttttaaacgcctgatcatcggcgcgtcgctgttcgccggatgcagtctggtaacgcaacttctgctggcggaatccatc+ STM3467 100 STM2558 63.208 STM3467 100
3658182 atgcgcgttaacaatttaaccccgcaagatctcaaggcttatggtatcaacgacgtccaggatatcgtttacaatcccagctacgacaccctttatcaggaagaacttaatcctggtctggaaggctatgagcgtggcgtgttaactaacctgggcgctgttgccgttgataccggtatttttaccggtcgttcgcctaaggataagtatattgttcgcgacgacaccacgcgtgatacgctgtggtggtccgat+ STM3500 100 STM3134 53.465 STM3500 100
1348122 atgactggttccgcatcatctgttttaaagacagatacaagactattgagcgaaaacctgtttcttaattatggtctggagtccttatttaaggacgtcgcaataatagctggcaacgtaaattatattatttttgatatcgacgattactacaccgtacagcagtatattacttccacatttaaaacggtactcattggaattgttacccataatgaatataactttattgatgaacatcatgtcatatatcgaa+ STM1265 100 STM1265 100
1217937 atgattacacattctttcggcatcgttaattatcttgtattatttggctacctcctggccatgatgttagtcggtgtctatttttccagacggcaaaaaacagcagacgattattttcgcggtggtggccgggttcctggttgggcggctggggtcagtgtatttgctactacgttaagctcaattacatttatgtcaattcctgccaaagcgtttacttccgactggacgtttatcattggtcagtatctggct- STM1128 100 STM3109 52.475 STM1128 100
1283634 atgaaaaaattgtcaggcgttttccttctgctgttggttgtgctgggtattgccgtgggcgtggggatgtggaaagttcgccatctggcgaacagcacgttacttattaaagacgagactatctttacgctcaaggcgggaacggggcggctggcgcttggtgaccagctttatgatgaaaaaatcattaatcgcccccgggtatttcagtggctgctgcgcgtggagcctgagttatcacactttaaagcggga+ STM1199 100 STM2441 62.5 STM1199 100
1304572 atgaataagatcctgttgcaatgcgacaacctgtgcaaacgctatcaggaaggcaccgtacaaaccgacgtgttgcacgatgtcagcttcagtatcggcgaaggcgaaatgatggcgatcgtcggcagttccggttcgggtaaaagtacgttgctgcatctgttaggcgggctggatacgcccacctccggcgatgtgatttttagcggccagccgatgagcaaactctcttctgcggcaaaagcggaattacgta+ STM1218 100 STM0891 72 STM1218 100
3712028 ttgagcacgactaatcatgatcaccacgtttacgttctgatgggcgtatcaggcagcggtaaatccgctgtcgcaagcgccgtggcgcatcagcttcatgccgcgtttctggacggcgattttctgcatccgcgctgcaatattgaaaaaatggcttccggcgagccgttgaatgatgatgaccgcaaaccgtggttacaggcgctgaacgacgccgctttcgcgatgcagcgtaccaataaaatctcgctgatcg- STM3542 100 STM4485 69 STM3542 100
1116159 atgtttgttggcctgttgcttgtctcgctaattgttgccggtcggctggcaaatcactaccgaaataacgccatcacctacaaagagcagcgcgataccgttactcataggctgacgctggcgaacgcgacaattaccgacatgactaagcgccagcgtgacgttgccgccctcgatgaaaaatacacgaaggaattagccgatgcgaaagctgagaatgatgctttgcgcgatgatgttgccgctggccgccgtc+ STM1029 100 STM0908 96 STM1029 100



4423932 atggcgatagccgaacccgactttattgaccgcgaccccgcgcaaatcaccagcgagatgattgcgcaatatgaagaagccagcggtaaaaaactctacccggcgcaggctgagcggctgctcattgacctgtttgcttatcgtgaaaaccttgtccgcatcgccatccaggaggcagcgaagcaaaacctggtcgcgtattcccgtgcgccgatgctggattatttaggcgagctggttggcgttcaccgtctg- STM4202 100 STM0597 67 STM4202 100
4268325 atgactgaagctgaaaatgcggtggcgatcgtaaaagaatttttggtggcctcgatgattcccgatgctgaacgcgccgcaacgtatatgcacccggaggtgaaaattaccttcaccggaggccgggcaatggctggcgcggcagatatcgcgcagtttaacggcgctcgctacaagtgggtgaagaaggcgctgggcgagtttgatgcggtgcagcatgatcattacgttgtgatttattccaacggtacgctgt+ STM4057 100 STM0730 63.462 STM4057 100
4299083 atgactgaacaacaacaaattagccgcacccaggcctggctggaaagcttacgacccaaaaccttacccctcgccttcgcggcgattatcgtcggtacggccctggcatggtggcaaggctatttcgatcctctggtcgcgctgctggcccttatcaccgccgggctgttgcaaattttatccaacctcgccaacgattatggcgacgctgtcaaaggcagcgataaaccggatcgcatcgggccgctgcggggg- STM4090 100 STM1965 54 STM4090 100
4347736 atgacccccgaacatcttccgacagaacagtatgaggcgcagctggccgaaaaagtggcgcgcttgcagagtatgatggcgccgttttctggcctggttccggaagtatttcgctcgccggtcagtcactatcgtatgcgtgcggaatttcgcctgtggcatgacggcgatgacctgtaccacattatgtttgatcagcagaccaaaagccggattcgcgttgacaccttcccggcggccagccaactgattaat- STM4129 100 STM4129 100
3049427 atggaattaattcgttatgctgacatcaacagcgatctctatcgccacatttgggtcgttggtgatattcatggatgttactccttattgttaaccagactggctcaattaaatttctctcctgataccgatctcttgatctccactggagataacattgatcgaggaaaagaaaaccttgaaacactgagactgttaaataccccatggtttatttctgtagtgggtaatcatgaagctatggcgcttgacgctt+ STM2907 100 STM1853 67.647 STM2907 100
4581243 atgttgaaaattttagtgatagaccgatgccactttacccgtacgggcatggaggcctggcttaatcacactgatgtgctcagttcttcactgctggtatccgggatgaataaccttatactggcgaaagaacatattctgcaatggaagccccacctggttatcgctgatttatatggttttctcaacgatgccttacccgaacagcctatcaatgcattttttgccgcctgcaggatgacgccgttggtattat- STM4337 100 STM4154 88 STM4337 100
2503702 atggtcatgagccagaaaaccctgtttacaaagtctgctctcgcagtcgcagtggcaatcatctccacccaggcctggtctgcaggctttcagttaaacgaattttcttcctctggccttggccgggcctattcgggtgaaggcgcaatcgcagatgatgcgggtaacgttagccgcaacccggcgttaattaccatgtttgaccgcccgacgttttcagcgggcgcggtttatattgatcctgatgttaatatt+ STM2391 100 STM2815 64 STM2391 100
961771 atgagtattcaattaaacggcattaattgcttttacggcgcgcatcaggcgctgttcgatatcacgctggattgccccgaaggcgaaacgctggtgttgcttggcccaagcggggcgggtaaaagttcgctgctgcgtgtactcaatctgcttgagatgccgcgctccggcactctgactatcgccgggaaccattttgactttacgaaaacgccgtccgataaggcgattcgtgagctacgtcaaaatgtcggaa- STM0891 100 STM0828 80 STM0891 100

2582258 atggatgagcagttaaaacaaagcgcccttgatttccacgaatttccggtacccggtaaaattcaggtttctccgactaagccccttgccacccaacgcgatctggcgttggcttactcgccaggcgtggcggcgccctgcctggaaatcgaaaaagatccgctggcagcctacaaatacaccgcgcgcggcaaccttgtcgcggtcatttccaacggtacagcggtactggggttaggcaacattggcgcgctg- STM2472 100 STM2466 63.725 STM2472 100
2609434 atgttcaggcagttgaaaaaaaacctggtggcaaccctcattgcagcattggctctcggtcaggtcgcgcccgcatttgccgaccctgccgacacgctgcccgatatgggaacctcggcaggaagcacgctttctatcggacaagagatgcaaatgggcgacttttatgtgcgccagctacgcggcagcgcgccgttaatcaacgatccgctgctggtgcaatacattaacgcgctgggtatgcgtctggtctcg+ STM2494 100 STM1990 72 STM2494 100
2690319 atgtcagtaattttttctcaacgcactccggggcggcgctggctctcgctgtggccattggcgttattcctgctgctgatgctggttggcggtctgtggatgtggcaggcctggccgcaggtgatgttgaaaagcgctctttggcagcgggacgtgaatcagcagttgagcgcgctgcttaacgcggtggcgacgcatcctgagcgggcgggcggatcgttgcttctgctgagttttatgtatggcgtgcttcat- STM2551 100 STM3055 63.725 STM2551 100
4276938 atgaaactttctatcgtggaaaaaatcggcttcggcgcgggagatatggcgataaacgttgtgattatcgccatgcagctgctcctcgcctatttctataccgatatctacggcctgagcgccgctgatgttggcgtactgtttgtggttgtgcggatgattgatgccattatcgatccggccatgggggttctgaccgataaactgaatacgcgctggggacgttaccgcccgtggctgctgtggtttgccatt+ STM4065 100 STM0149 67 STM4065 100
4308674 atgttatttacaaggaaagtcttacctgtattatgctgcctgtgtttgagcggcagcgttttggcctcaggcgttttagacccaaacaggccaatggtcgcatcagcagatgtcattccagtccatgaagggccattaggtatggtcgatgtcgctccctacggcggcgttttcccattaacagcaatcattaataaagccaatcataatgtacaggacgtgaaggttaccgttttagggaaaggggaaaaaggc- STM4098 100 STM3981 79 STM4098 100
3046643 atggaagaagttaactctgaattcacaatcgttgttgagtctgatctggataaatatgagttaattgattttttatcccaagggattccagacataataaaagtgaacttattatatttaagatacgaaaatacaatgattacaatagaaagaaattatgactgtaatcctaagttgataaatgagaatgatggttggctgtattataaatatgaattaacggtattttccatggagaatacctcgtatgaatatc- STM2903 100 STM4258 63.208 STM2903 100
3068484 atggtaagtggacgtgtacaggctcttcttgaacaattgcgcgcgcagggcatcagagatgagcaggtgcttaatgcgcttgctgcagtgccgcgcgagaaatttattgatgaagcgtttgaacataaggcctgggaaaatatcgctttgccgataggccagggtcagacgatttcgcagccctatatggtggcgcgaatgacggagctgctcgaactgacgccgcaatccagggtgctggaaattggtaccggtt- STM2926 100 STM2926 100
3100382 atgacaacgaactatatttttgtgaccggcggggtcgtatcctctctgggtaaaggcattgccgcagcctccctcgcagccattctggaagcccgtggtctcaacgtgaccatcatgaaactggatccgtacatcaacgtcgatccgggtactatgagcccaatccaacacggggaagtgttcgttactgaagacggcgctgaaaccgacctggacctggggcactacgagcgtttcatccgcaccaagatgtct- STM2953 100 STM2953 100
964881 atgaacgtgctcaaacaacaaattacagcatcaatagcgaaagatattgccttcaggctgggcgctgaactgaacgatgaagaggctgatattttcgccgatggttacaacgccgccatgcttcaaaattgcaacgttgtcacctcaggtaaaccgttgaccataaccctgccagacaccagctcaaaggcgttctggagcagtacaggaaagaacgaaactttccatcctgaaacctataaacgccaggtgaaag- STM0895 100 STM0895 100

STM0911 100 STM0912 100 STM0912 100
1003326 ttgaccagacatctacttaactgcagaatactgtatatgcatccaccactggatatgcatacacacccattcattaaggaaggaaagagtatgactgtagaaaaatccgtggtttttaaagctgaaggtgagcattttactgatcaaaaaggcaacactattgtcggtagcggctctgggggaacaaccaaatattttcgaattccagcaatgtgtacaacctcaaaaggtaccattgttgtatttgctgatgcg- STM0928 100 STM0557 63.208 STM0928 100
1390946 atgactctgcagcaagagataatccaggcgcttggcgcgaaaccgcatatcaaccctgaagaagaaattcgccgcagcgtggattttcttaaagcgtacctgaaaacctatccctttttgaaatcgctggtgttaggcatcagcggcgggcaggattcgacgctggccgggaaactcagccagatggctatcgccgaattgcgagaagagaccggtgataatgcgctgcagtttatcgccgttcgtctgccttatg- STM1310 100 STM0007 55.882 STM1310 100
1514681 atgaataagcaaaccgaacacgatacccgcgaacatctgctggccaccggcgagcagctttgtatgcaacggggttttaccggcatggggcttagcgagttgctcaaaaccgcccaagtgcctaaagggtcgttttatcactactttcgctcgaaagaagccttcggcgtcgccatgcttgagcgacattacgcctgctatcatcagcgtcttacggcgcacttcacctccggtcccggtaatcatcgcgatcgtc- STM1437 100 STM0386 61.538 STM1437 100
2068639 atgaaaacggcaaaagagtacagtgatacggccaagcgcgaagtgagcgtcgatgtagatgcgctactggcggccatcaatgaaatcagcgaaagcgaggttcaccgtagccaggaagatcctgagcgggtgagcgtagacggacgggaatatcatacatggcatgaattagctgaagcattcgagctggatattcatgattttagtgtaacagaagtaaaccgttaa+ STM1984 100 STM0086 61.682 STM1984 96.2
4666710 ttggcgtatgtgagtcaggtcagtgagagcaatggtccgtttgtccggttcatgcatatgcacccacagaccgttgaactgattcttatcaccgaaggagacggggagtatttcattggcgatcgcatctacccagttcgtaaaggcgacctggtcatttataacagccaggtggtgcatgatgagtatctggaaagcgggcggccaattggcactatttgttgtgggattaacaatatttcgtgtccgggtctac+ STM4423 100 STM1355 60 STM4423 100
2393113 atgaaatttgatacggttattatgggcggcggtctcgccggtttgctatgcggactgcaactccagcagcatggattacgctgcgccatcgtcacccgcggacaaagcgcgctgcatttttcctccggctcgctggatctactcagcgccctgcccgacggccaaccggtgactgacattaccgccgggcttgatgcgctgtgccgccaggcgcctgaacatccttattcgcgtttaggcgcgcaaaaagtcctt+ STM2285 100 STM3645 68 STM2285 100
4753390 atgtttccagtgggacgtaaatgggcaaatattgttgctaagaaaacagctaaagacggtgcaacgtctaaagtatatgcaaaatttggtgtagaaatctatgctgctgctaaacaaggtgaaccagacccggaatcaaactcagctttaaaattcgttattgaacgtgcgaaacaagcacaggttccaaaacatgttattgataaagctattgataaagccaaaggtggcggagatgaaacgttcgtgcaagggc- STM4499 100 STM1899 56 STM4499 100
4742193 atgcggaaaatggccagcgttaagcaaattattcgggacattaaagaacaaaaagtggccacaaccggcagacgggtactgctggttgaaggtacagatgatgtcacggctttccagaatttcctcagcagaaaatttccggcatgggaacaagattggatccttgcaccagcaggttctaagaaaaatgtgcttgaggcgttagcccttgaagccaactggctgggcgtggttgatcgtgacgcatggactgacg- STM4493 100 STM4493 100
4774277 atgaaaaaatcgacgacctcaacaccgcatgatgcggtgtttaaaacctttttgcgccacccggaaaccgcccgcgattttatggagattcatctgccggtgtcgttacgccagctttgcgacctgctgggactggttgaacgaattgcttcgctgttagttactggttgcgctaatgacaggcagcttaaagcgctgtttaattatcttatgattcagcacggacatacgcctcgtttcaccacgtttattcgtg+ STM4518 100 STM3766 77 STM4518 100
1226825 atgtatcccgttgacctgcatatgcataccgtcgccagcactcatgcctacagtactctgagcgattatatcgcggaagccaaacgcaaaggcattaaactttttgcgattaccgatcatggtccggacatggaagatgcgccgcatcactggcattttattaacatgcgcatctggccgcgtctggttgacggcgtggggatactgcgtggcattgaggcgaatatcaagaatattaacggtgaaattgattgtt+ STM1136 100 STM3744 62.136 STM1136 100
1375491 atggatgcactagaactgctggtcaaccgtcgtagcgcctctcgtctcgcagaaccggcgcctgtcggagagcaattacagaacattctgcgggcgggaatgcgtgttcccgatcataaatctctacagccgtggcgtttttttgtgattgaaggagaggggcgcgaccgcttcagcgccgtacttgaacaaggcgctgtcgctgccgggggggatgagaaggcgatcgaaaaagcgcgtaatgcgccgtttcgcg+ STM1296 100 STM1674 72.816 STM1296 100
1522228 atgaaatcgggccgttttattggcgttatgtccggaaccagccttgatggcgtggatgttgtactggcggcaattgatgaaaccatggttgcgcaacaggcaagtctcacctggcccattcccgttcatctgaaaaaaggcattctcgatatttgccagggacagccgcttacgctctcgcaactcggccagcttgatacccagttaggccggctttttgcacaggcggttaatgcgctgttagcgcaacaacgt+ STM1446 100 STM4512 62.376 STM1446 100
1546329 atgtcccgctacgatctcgttgaacgcctgaatggcacttttcgccagatagaacaacacctggcggcgctgacggataatctacagcagcattcgctacttatcgcccgtgtcttttcactgccgcaggtgaccaaagaggcggaacatgcgccgctggatactatcgaggtaacgcaacatctggggaaagaggccgaagcgctggcgctacgtcactatcgccatttgtttattcaacagcagtccgaaaac- STM1470 100 STM1614 59.048 STM1470 100
1552482 atgggactcgtgattaaagctgccctgggggcgctggtcgtcgtattgattggtctgctgtcaaaaacgaaaaattattatatcgccggattaattcctctgtttccaacgtttgcgcttatcgcgcactatatcgtggccagcgagcggggcatcgacgcgatgcgtaccaccatcgcctttagcatgtggtcgatcattccttatttcatttatcttgcaacgctatggtatttcagcggcgtgatgcgcctgc+ STM1476 100 STM1476 100
1242461 atgtcaccctctgatgtccccataaactggaaacgcaatctaaccgttacctggctgggctgttttttaaccggcgcggcattcagcctggtcatgccttttctccctctctacgttgagcaactcggcgtaacaggccatagcgcgctcaacatgtggtccgggctggtctttagtattacgttcctcttttcagctatcgcgtcccctttttggggcggtctggcggatcgtaaagggcgtaagatcatgctg- STM1154 100 STM0382 76 STM1154 100
3009799 atgttcttaacaacgttactggaaccctttcagtttgattttatggtgaacgcccttatggtttcggtcattgtggcgattccctgcgccttactgtccgtgtttttagtgttaaaaggctgggcgttaatgggcgatgcaatgagtcatgcggtattccccggggtcgtgctggcatatattgtggggatccccctggcgattggcgctttcattgccggattattttgcgctatcgccaccggctatctggacg+ STM2864 100 STM2863 66 STM2864 100
1529192 atgaacaaagcaaaaaggctggaaattctgacgcgcctgcgcgacaacaatccgcaccccacaacggaactcaatttcacgtcgccgtttgagttgctgattgccgtgttgctttccgcgcaggcaaccgacgtcagcgtgaacaaggctaccgccaaactttacccggtcgccaatacgccagccgcgatgctggagctgggcgtagagggcgtgaaatcctatatcaaaactatcggcttatttaacagtaaag- STM1453 100 STM4202 62.136 STM1453 100
2073889 atgcgtttccggcagttattacctctttttggcgcgctttttgccttgtacatcatttgggggtctacctattttgttatccgcataggcgttgaaagctggccgccgctgatgatggcaggcgtacgttttctctcggcggggatgttgctcatggcgtttttgctgttgcgcggcgaaaaacttccgccgctgcgccagaccatcaacgccgcgctgattggtctactgctgctggcggtgggtaacggtctg+ STM1990 100 STM2494 71.569 STM1990 100
2154061 atgagtcagaagtatcttttcatcgaccgggacggaaccttaatttccgaaccgccgagcgattttcaggtagaccgctttgataaactggcctttgagccagaggtgattcccgtattgctgaagctgcaaaaagccggttttaagctggtgatgatcactaaccaggatggacttggcacgcaaagcttcccgcaggcggacttcgacggaccgcacaacctgatgatgcagattttcacctctcagggcgta+ STM2074 100 STM0190 76.471 STM2074 100
1378606 atgcggttgtttattgccgaaaaaccgagtctggggcgcgccattgcggatgtgctgccaaaaccgcaccgtaaaggcgatggttttattgagtgcggaaacgggcaggtcgtcacctggtgtattggtcatttgctggaacaggcgcagccggatgcgtatgacagccgttatgcgcgctggaatctggctgacctgcctatcgtgccggaaaaatggcagcttcagcctcgtccttccgtcaccaaacagctc+ STM1298 100 STM1714 70 STM1298 100
1520320 atgaaattggaatcgccactaggttctgatctggcacggttggtgcgcatttggcgtgctctgattgaccatcgcctcaagcctctggaattgacgcagacacattgggtcacgttgcacaatattcatcaattgccgcctgaccagtcgcagattcaattggctaaagcgataggcattgagcagccatcgctggtacgcacgttggatcaacttgaagataaggggctaatttcgcggcaaacctgcgccagcg+ STM1444 100 STM1598 64.762 STM1444 100
1511624 atgagcaccactatcgaaaaaattcagcgccagatcgctgaaaacccgattctcctgtatatgaaaggttcaccgaaactgccaagctgtggtttctctgcgcaggccgttcaggcgctttcagcctgcggggaacgttttgcctatgttgatatcctgcaaaacccggatattcgcgctgaattaccgaaatacgccaactggccgacattcccacaactgtgggtggacggcgagctggtcggcgggtgtgata+ STM1433 100 STM2511 59.223 STM1433 100
1540709 atgaaaaaaacactggtagctgcaggtgtagtaattgcacttggcatcgtctggacaggcggcgcctggtatacggggaaaaagctggagaaccatcttgcagaaatggtgactcaggccaatgaacagctcaagcgtactgcgccggaggccggtgtcgaattaagttatcaaaactaccagcgcggcgtgttcagtagccatctgcaactggttgtcaaaccggttgccggcgcagacaatacctggttgaag- STM1466 100 STM2981 75.238 STM1466 100
1496992 atgaagaatgaattgatgcaacgtctgaggctgaaatatccgccccccgatggttattgtcgatggggccgaattcaggatgtcagcgcaacgttgttaaatgcgtggttgcctggggtatttatgggcgagttgtgctgtataaagcctggagaagaacttgctgaagtcgtggggattaatggcagcaaagctttgctatctccttttacgagtacaatcgggcttcactgcgggcagcaagtgatggcctta+ STM1415 100 STM2894 71 STM1415 100
4084609 atggcagacattactcttatcagcggcagcaccctgggcggcgccgaatacgtcgcggaacatctggcggaaaagctggaagctgccggtttttcaaccgaaacggtgcacggtccgttattagaggatctgtcaacttccgggatctggctgataatcagctcaacgcacggtgccggagacattccggacaacctgacccctttctatgaagaccttcagacgcagaaacccgatctttccgcggtacgtttcg- STM3875 100 STM0124 59.804 STM3875 93.67
3983588 atgaatgatatagcacatactctctataccgttgtgcaatatgtcctggggtttggcccaacggttttattgccgctggtcctttttttcctggcattgttcttcaaagtaaaacccgctaaagcacttcgctcatcgttaattgtcggaatagggtttgtcggaatttatgccatctttgacatacttaccagcaacgtaggcccggctgcacaggcaatggttgagcgaactggtattagccttcctgttgtc- STM3782 100 STM1614 70 STM3782 100
2723173 atggctgaattactgttaggcgtcaatattgaccacattgccacgttacgtaatgcgcgcggcaccgactatccggatccggtacaggcggcgtttattgctgaacaggcaggcgcggacggcattaccgtacacctgcgcgaagatcgtcgccacattaccgatcgcgatgtgcgcattctgcgtcagacgctgcatacgcgtatgaatctggagatggcggtgaccgaagagatgctggcgatcgccgtagaaa- STM2578 100 STM1073 63.462 STM2578 100
452849 gtgctggaacggctgtcatggaaaaggctggtgctggagctggtgctctgttgcatccccgcgcttatccttagcgctttttttggttatctgccgtggtttttactggcggcggtgacgggactgcttgtctggcatttctggaatttgttacgcctctcctggtggctttgggtcgacagaagtatgacgccgccgccgggacggggaagttgggaaccgctgttatacggtttacaccagatgcagttgcga+ STM0398 100 STM0703 77 STM0398 100

4403640 atgaatccacaggcaaccacaactgatgaattaacctttaccaggccgcaaggcgagctggaaaagcaagtcctgaccgctgaagcagtcgagtttttgacggagttagtcacccgttttacgccaaaacgcaataaactcctggctgcccgtatccagcaacagcaggatattgataacggtaagttgcctgattttatttcggaaaccacttccattagagaaagtaattggcagattcgtggtattccggcg+ STM4183 100 STM2074 62.136 STM4183 99.81
81616 atgagctattacgcctttgaaggactgatcccggtggtgcatccggacgcgtttgtccaccccagcgccgtgctgattggcgatgtcatcgtgggcgccggtgtttatattggcccactcgcgtcattgcgtggggattatggtcgcctgatcctggaggcaggctctaatctgcaggatggctgcattatgcatggctactgcgataccgataccatcgtgcatgaaaacggccatatcggccacggcgctattt- STM0069 100 STM3399 59.804 STM0069 100

1403008 atgtcaaccccacgtcaaattcttgctgcaattttcgatatggatggactactgatcgattccgaaccgctctgggatcgcgctgaactggacgtgatggcaagtttaggcgtagatattactcggcgccatgagctgccagacacgcttgggctacgcattgatatggttgtcgatctctggtttgcgcagcaaccgtggaacggccccgatcgccaggaagtgacaaaccgtgttattgcccgcgcgattacgc- STM1322 100 STM2820 59.804 STM1322 99.55
1409385 gtgaacaagaccattaatttgctaaaattactgcccgtagtattattaagcgcatgtactacatcgtatcctccccaggatacaacatcggcacccgagttaccccatcgtaacgtactcgttcagcaacctgataactgtagcgttggctgtcctcaaggaggaagccaacaaacaatctatcgccatgtctatacgctcaataataatagcgtcacgaaatttgccaactgggttgcctatagcgtgacaaaaa+ STM1330 100 STM2403 62.5 STM1330 100
2067145 atgatccaggttacaagcgagcaatggctatactggctgcatctctatttctggcctttgctgcgcgtactggcgctgatttcaacggcgcccattctcagcgagcgcgctattcccaagcgggtaaaactggggttgggaataatgattacccttgttatcgcgccgtcgctaccggcaaacgatacgccgcttttttctattgccgccttatggctggcgatgcaacaaattctgatcggtattgcgctgggat+ STM1981 100 STM3294 65 STM1981 100
1537421 ttgatggtcaggacgctattgcggctaatcgcacgatggtgtggaatagcgatatctaaaaccggaggcagtgagatgaatgataaaatccgcgttgggttaatcggttatggctacgccagtaaaacctttcatgcgcccttaattatgggaacgccagggctagagcttgcggcggtatccagcagcgatgaaacaaaagtgaaagcagattggccggcggtttccgtggtctctgagccccgacatttattt+ STM1462 100 STM3545 72 STM1462 100



1567142 atgctgaagcgtttctttattacaggtacagacacttctgttgggaagacggtggtttcccgcgcattactacaagcgttagcgtcgagtggtaagagcgttgcagggtataaacctgtcgctaaagggagcaaagagactgcagaagggatgcgcaacaaagatgcgctggtattgcaaagcgtctcttcgctggagttgccgtatgaggcgattaatccgatcgcgttaagcgaagaagaaagcagcgtcgcgc+ STM1489 100 STM1490 63 STM1489 100
2484596 atgcatcccatctccggcgcccctgcacagcctccaggcgaagggcgtaatcctctttccgctgcgagcgagcagccgctttccatgcaacagcgtacggtactggaaaggctgatcacgcgcctgatttcactgacccagcagcaaagcgcggaagtatgggccggaatgaaacacgatctggggataaaaaatgacgcgccgctactgtcgcgccacttccccgccgctgaacagaatcttacccagcgtctg+ STM2371 100 PSLT101 65.385 STM2371 100
2719392 atgaaaattgcaatcgcaggtgcaggcgctatgggatgtcgttttggctatatgctgctggaggccgggcacgacgtgacgcttattgatggctggcaggagcatgtcgacgctattcgtagcaaggggttgtttgtcgaaacggaaacgactcagaagtattaccccatccctgctatgttggctgatgaatcccagggggagtttgagctggttattctgtttaccaaagccatgcagttggatagcatgtta- STM2573 100 STM3279 61.765 STM2573 100
2763577 atgaacactcaatacctccagtatgtacgtgagcagctaatggtagcgacagccgatttaagcggggagactaaagggcagcttttggcctggctggagaacgcgcaattcgacacgaaaaactatccccgaaaaaaacagcgtatctgggacgaggaaacagaaagctggataacgttaaataacccgccaatccccggcaagcagtcgctggcgaaaggaagcgctatcccgctggtgaagcctgtggaatatt- STM2617 100 STM2410 58.095 STM2617 100
3343837 atgcttaccgtcattgccgaaattcgcacgcgtccgggccaacatcaccgtcaggccgtcctcgaccagtttgcgaaaattattccaaccgttcttaaagaagaggggtgccacggttacgcgccgatggtggatcatgccgcgggcgtgagttttcagactctggcgcctgactcgatcgtgatgattgaacagtgggaaagcgttgcgcaccttgaggcacatctgcaaaccccgcatatgaaagcctacagcg+ STM3180 100 STM2370 61.111 STM3180 100
3738743 atgattcgctttgaacatgtcagcaaggcctatctcggcgggagacaagcgctgcagggagtgacattccatatgcggccaggcgagatggcgtttctgaccggccactccggcgcggggaaaagtaccctgctgaagctaatctgtgggattgagcggcccagcgccggcaaaatcttcttcagcgggcatgatattacgcgcttgaaaaaccgcgaagtgccgtttttgcgccgccagattgggatgattttcc- STM3570 100 STM0428 73.529 STM3570 100
3638002 atggataagttgcagaatattcggggcgtcgcctttgatcttgacggcacgctggtggatagcgcgccgggtcttgccgcggcggtggatatggcgctgtatgcgctggaactgccggtcgcgggcgaggagcgcgtgattacctggattggtaacggcgcagacgtattgatggaacgcgcgctgacctgggctcgcgaggagcgcgccacgctgcgtaagacgatgggtaaaccgcccgttgatgaagatattc- STM3482 100 STM1114 59.406 STM3482 100
390912 atgaaaagacggtcttcgttccttgtttttttaggtttattattagcgtcacctttagctttggctaacgatcagcacaccgtatcgtttggttatgcacaaactcatctcagttcattgaaaaatagcgatagcaaagatctgcgaggctttaattttaaatatcgttacgagttcaatgagacctgggggatgttaggctcattcaccgcgacgcgcaatgaaatggagaactacacctggaaagaggggaaat+ STM0346 100 STM0833 56.731 STM0346 100

1466032 atgtttaaagaagaaagacgtcatgccatcattaatttactgataaaggataatagtgttagcgtcagtaaactttcagacctttataaggttagccaggagactattcgttccgatctacgctatttccagaaatcaggtatgcttcagcgttgctatggcggagggattttaaaccgtgacgcgctgagtaagcttatcactgaaaataagattgatatctccagcactatcgccacgccaatccatcaggat- STM1382 100 STM3547 69.307 STM1382 100
523924 atgaaactcgtgcacatcgtaagtggtttagcggttgcgatatctctggcggcctgcgctgataaaagcgctgatatccagacgcctgcgccaaaccctaacatgtcgattacagctaaccagtctactattcagcaacccaatgtttccggtaccgtctggatccgccagaaggtcgctctgccgccagatgcggtgctgaccgtgacgctttcagatgcttcgctggctgatgcgccgtctaaggtgctgtcgc+ STM0465 100 STM0465 100
617722 atgttgaagttattcgctaagtacacatcgatcggtgttcttaacacgcttattcattggggcgtatttgctttttgtgtgtatgggatgcatacgcatcaggcgttggcgaacttttccggttttgttatcgccgtatcgttcagcttctatgccaatgcgcgcttcacctttaacgccagcaccaccacgcttcgctacatgatgtacgtgggatttatgggaacactgagcgccgttgttggctggatggctg- STM0559 100 STM4206 70 STM0559 100

4655271 atgagcttactcaacgtcccggcgggtaaagaactgccggaagatatctacgtcgttatcgagatcccggctaacgcagatccgatcaaatacgaagttgacaaagagagcggcgcgctgttcgttgaccgcttcatgtccacagcgatgttctatccgtgcaactacggttacatcaaccataccctgtctctggacggcgacccggtagacgttctggtcccgacgccgtacccgctgcagccaggcgccgtca- STM4414 100 STM2898 61.386 STM4414 100
4789715 atggatacgaaaaagatattcaagcacataccctgggtgattctcggaatcatcggtgctttctgcctctcggtcgttgccctacgtcggggtgaacacgtgagcgccctgtggatcgtggtcgcttccgtttccgtctatctggtggcttaccgctactacagcctgtacatcgcccagaaggtcatgaaactcgacccgacgcgcgcgacgccggcggttatcaataacgacggcctgaactacgtgccgact- STM4532 100 STM0600 89 STM4532 100
3352987 atggtgatgttaacaaaatgtctttccagtaaggataacatcatgtctttaacgtgtatgccagcattgtttttggggcatggcagcccgatgaacgtgctggacgataacgattatacccgcgcctggcggcgattgggggaagccctaccgcgaccacaggcgatagtggtggtgtcggcgcactggtatacccgtgggactggcgtcacagcgatggaaaggccgcaaactctccatgattttggcggttttc- STM3189 100 STM1723 70.297 STM3189 100
3388273 atgagctacccgtcgctgttcgccccgctcgatctgggctttactactctcagaaaccgtgtgctgatgggatcgatgcacacgggtctggaggaacatcctgatggcgctgagcgcctggcggcattttatgccgagcgcgcgcgacacggcgtagcgttaatcgtcaccggcggtattgcgcccgttccctccggggtcgtgatgaccggcggcgcgatgctgaacgatgccagccagttaacgcctcaccgc+ STM3219 100 STM3331 61.765 STM3219 100
3390073 atgacctcactaacttaccttcaggggtatccggaacatctccttgcccaggtgcgcgccttaatcgccgagcagcgcctgggagcagtgctggaaaaacgttatcccggcgcgcatgattacgccactgacaaagcgctatatcactatactcaggaactgaaaagtcagtttctgcgcaatgcgccgcccattaataaagtgatgtatgacagcaagatccatgtgctgaaaaatgcgctgggactgcataccg+ STM3221 100 STM3221 100
3645753 atggcgcattctgtcaatttgctcccctggcggcgccaacattacgtagcgcgtctgcggctgtggtgcgtggtatggggcgcgtccctgctgctgatagcaagcctcgcgacgatcgcccggttggttttttggcaggaggggaggattaacgagctgctactgacgacggaaaacggacgcacgacggcgcttgcggcgaacataccgcagttgcagcagcgtcagcggcagcaacaggcgcgattacaacgtc- STM3491 100 STM1221 70 STM3491 100
2451362 gtgtcccgtattattatgctgatccctaccggaaccagcgtcggcctgaccagcgtcagcctcggcgtcatccgtgctatggaacgcaaaggcgttcgtctgagcgtctttaagcctatcgcccagcctcgcgctggcggcgatgcgcctgaccagaccaccactatcgttcgcgcgaactctaccctgccggcggctgaaccgctgaagatgagccacgttgaatctctgctctccagcaaccagaaagacgtg+ STM2338 100 STM2466 68 STM2338 100
2692351 atgatgccgacaattgccccaccatctgtactttccgctccccagcgccgctgtcaggtattgctgacgcttttccagccggagccaattgccacggtggaaatcttcagcgcgcttaatggcgttgatgatgatactgcccgtgaggatatcactgagacaagcctggagatccagcgctatcatcgccttgccatcacaacatgccagaacggttgctatcggatcgaaggtacagcactcgatcagcgcctt+ STM2553 100 STM2553 100
593024 atgatccacgcctttattaaaaaagggtgttttcaggactctgtcagcttaatgattatttctcgaaagctgagtgagtccgaaaatgttgatgatgtatcggtaatgatgggaacgcctgcgaataagtcgctgctggaaactaccggtttctggcatgacgattttcatggcgctacgcccaatgacatttgcgtggcgattcgtaccgaagcggtagatgacggcattacgcaagtgattgtgcaacagctc+ STM0529 100 STM0529 100
591029 atgaaaatcagtcgggaaacactccatcagcttatcgaaaataagctttataaagccggactaaaacgtgagcacgccgccatcgtcgccgacgtactggtttatgcagatgccagaggtattcactcacatggcgccgtacgcgttgaatattatgccgaacgaatttcaaaaggcggcaccaaccgggagccgacgttccgcattgagaataccggtccctgtacggcgatactgcatgccgataatgctgcc- STM0528 100 STM3081 81 STM0528 100

3052846 atgaatgagtcatttgataaggacttctccaaccacaccccgatgatgcagcagtatctcaagctgaaagcccagcatccggagatcctgctcttttatcgtatgggagacttttacgagctgttttatgacgacgcaaagcgtgcgtcgcagttgctcgatatttcgctgaccaaacgcggcgcatcggctggcgaacctatccctatggcgggtatcccgcaccacgccgtagaaaactacctcgcgaaactg+ STM2909 100 STM1124 63.366 STM2909 100
4271095 atgcgcaaagttaccgctgctgttatggcctcaacgctggcattcagttttttaagccacgcagctgaagttgttacaagcgataactggcaccccggtgacggggccacgcagcgtagcgcgcaaaatcatatgtttgacggcataagtttaaccgaacatcagcgtcagcagatgcgagatcttatgcaacaggcaaggcacgaacagcctcctgttaatgttagcgaaatggagacaatgcatcggcttgtca+ STM4060 100 STM4060 100
728009 atgtacgaatttgactggagttcgattatcccctcactgccttacctactggccgggttggtcatcacgctgaagatcaccgtcaccgccgttatcgtggggatagtctggggaaccattctggccgtcatgcgcctctcaagctttgcccctatcgcctggtttgctaaagcgtatgttaacgttttccgttccatcccgttggtgatggtcttgctgtggttctatctgattgtacccggctttctgcaaaacg- STM0663 100 STM0829 74 STM0663 100

3577445 atgtcagttttgcaagtgttacatattccggacgagcgccttcgcaaagtcgcaaagccggttgaagaagtgaatgcagaaattcagcgtatcgtcgatgatatgttcgaaacgatgtacgcggaagaaggtatcggtctggccgcaacgcaggtcgatatccaccagcggatcatcgtgattgacgtttcggaaaaccgcgacgagcgcctggtactcattaacccggaattgctggagaaaagtggcgaaacgg+ STM3406 100 STM2427 64.078 STM3406 100
2726755 atggcgaacatgtttgccctgattctggtgatagccacactggtgacgggcattttatggtgcgttgataagtttgttttcgcgccaaaacgtcgggcgcgccaggctgccgcgcaaacggcgtcgggagatgcgctggataacgctacgctcaataaagtggcgcctaagccgggctggctggagactggggcgtcggttttcccggttctggcgatcgttctgatcgttcgttcatttctttatgaacccttt- STM2582 100 STM0931 60.185 STM2582 100
2156751 atgttaacagagcaacaacgccgcgagctggactgggaaaaaaccgatggcctgatgccagccatcgtgcaacatgcggtatccggcgaagtattgatgctgggctatatgaacccacaagcgctggacaaaaccattgaatccggccatgtcacgttcttctcacgcacgaaacagcgtttatggaccaaaggcgaaacctcaggccatgtgctgaatgtcgtcagcattgcgccagattgcgacaacgatacac+ STM2078 100 STM0837 50 STM2078 100
4219207 gtgatcgaaaatttgcgtaacatcgccatcatcgcgcacgttgaccatggtaaaactaccctggttgataagctgctccagcaatccggtacgttcgacgcgcgtgccgaaactcaagagcgagtgatggactccaacgatttggagaaagagcgtggtattactatcctcgctaaaaacaccgctattaaatggaatgattaccgtatcaacatcgttgatactcccgggcacgctgacttcggtggtgaagta+ STM4009 100 STM3445 65.686 STM4009 100
951681 atgagcacacttgaacctccggcacgcatcagtaaacctggcggcgcggcgctatggttggcgcgaatgcaaatgaaacatgggcgtaagctggttattgctttgccttatatctggctcattctgctgtttttattgccgtttcttatcgtctttaagataagcctggcggaaatggcgcgggcgatcccgccgtataccgatctgctggaatgggctgacggtcagttgtcgattacgctcaatctcggtaat+ STM0879 100 STM1225 67 STM0879 100

3581702 atgagttttattaaagaatttcgcgaattcgcgatgcgcgggaatgttgtggatttggcagtgggtgtcattattggcgcggcattcggtaagattgtttcttcactggttgccgatatcattatgccgccgttgggattgttaatcggcgggatcgactttaaacaatttgcttttacgttacgcgaagcgcagggagatattccggcggtcgtcatgcattacggcgtgtttatccagaacgtatttgattttg+ STM3410 100 STM3411 93 STM3410 100
2915414 atggctactattgggtatattcgggtgtcaacaattgaccaaaatatcgatttacagcgtaatgcgcttactagtgcaaattgtgaccgcatttttgaggaccgtatcagtggcaagattgcaaaccgccccggcctgaaacgagcgttaaagtatgtaaataaaggcgatactcttgtcgtctggaaattagacagactgggccgcagcgtgaaaaacctggtggcgttaatatcagaattacatgaacgtggag+ STM2772 100 STM2702 78 STM2772 100
1268097 atgcgtatcagtacccagatgatgtacgaacaaaatatgagcggcatcactaattctcaggccgaatggatgaagctgggcgagcagatgtctaccggtaagcgcgttaccaacccatctgacgatccgatcgccgcgtcgcaggcggtagtactctctcaggcgcaggcgcagaatagccagtacgccctggcgcgtacgtttgccacccaaaaagtgtcgctggaagaaagcgtactcagtcaggtgacgacg+ STM1184 100 STM2299 64.423 STM1184 100
2724830 atgagcactgacaaaacttactgcggatttattgccatcgtcggacgtccgaacgttggcaaatccaccttgctgaacaaactgcttgggcagaagatttcgatcacttcccgtaaagcgcagaccacgcgccaccgcattgtcggtattcataccgaaggcccgtatcaggcaatctatgtcgataccccgggtctgcatatggaagaaaagcgcgccattaaccgtttgatgaataaggcggcgagcagttcga- STM2580 100 STM3843 64.423 STM2580 100
3791556 atgaaaacctctctgttcaaaagtctttattttcaggtcctgacagcaatcgccattggtattctccttggccattactatcctgaactgggcgcacaaatgaaaccgcttggcgacgcgttcgttaagctcattaagatgatcatcgctcctgtcattttctgtactgtcgtgacgggcatcgcaggcatggaaagcatgaaagcggtgggccgtaccggcgcggtcgcgctgctttactttgaaattgtcagt- STM3614 100 STM4283 68.932 STM3614 100
2694934 atgttaaagcgtgaaatgaacattgccgattatgatgccgaattgtggcaggctatggagcaggaaaaagtacgtcaggaagagcacatcgaactgatcgcctccgaaaactacaccagcccgcgcgtgatgcaggcgcaggggtctcagctgaccaacaaatacgctgaaggttatccgggcaagcgctactacggcggttgcgaatacgttgatgtcgtagagcaactggctatcgaccgcgcgaaagaactg- STM2555 100 STM1815 58.654 STM2555 100
1211558 atgggaaccaccacgatgggggttaagctggacgacgccacgcgcgaacggatcaaaatggccgcgtcgcgtatcgatcgcacgccgcactggttaataaaacaggcaatctttagctatctggacaagctggaaaatagcgatacgctaccggagctacctgcgctgtttgtcggcgcggcaaatgaaagcgaggagccggtcgcgccgcaggatgagccgcatcagccctttctggagtttgccgaacaaatt- STM1124 100 STM2791 81 STM1124 79.35
1541987 atgcaaaaactcattaactcagtgcaaaactatgcctggggaagtaaaactgcgttaacggaactttatggcatcgccaatccgcagcagcagccaatggctgaactctggatgggcgcgcatcccaaaagcagctcgcgaatcaccaccgccaacggcgaaaccgtctccctgcgtgacgccatcgaaaagaataaaaccgccatgctgggcgaagcggtagccaaccgtttcggcgaactgccgtttctgttt- STM1467 100 STM1467 100
940596 atgagtatcaaattaatcgccgtcgacatggacggcacttttctgagcgatcaaaaaacctataaccgtgaccggtttatggcgcagtaccaacaaatgaagcggcaaggcattcgctttgtcgtggccagcggcaaccagtattaccagttaatctcgttctttccggaaattgcgcacgaaatcgcttttgtcgcggaaaacggcggctgggtggtcagcgaaggcgaggatatttttaacggcgagctgacaa- STM0867 100 STM0840 78 STM0867 100
903853 atgagtctggcctttttacgggcgctgcggcgtgaccgtttttttcagttgttgatcattgtggggatggcgttaagcctgtttgttccttttgcgccccgcgcctggcctggcgcgattgactggcacaccattattaccctcagtgggttaatgttgctcactaaaggcgttgagctgagcggctattttgatgtgctgggacgcaagatgacgcgccgatttcataccgagcggcaactggcgatgttcctg+ STM0836 100 STM0570 62.745 STM0836 100

1956065 atgaagtttgataacacgtggaatcagggcgtatggttcgctctccgttcagcaactggacgcccttctccccagcctttcagcgttgaagatttgccagcgctgggtgaagagtataggcgaattatgaaaatcatttctgccgtttatacttcgaaaaagacgttatcaaaaaggtggttcgcaagcgcggagttattaaacctttacttaacgaaatacggtttaagttgcttgaattgcagcagaaagaaaa+ STM1858 100 STM0637 59 STM1858 100
2270653 atgaacgattttgctgcaatacgcgccagcagccttcatgagttaaacgtcgccgcgcccaacaaagcagcagatggcttaatactttcctatactttgtttgtatttaccaataaagggacaaacaatgaaaattcttctatgggcaatcttaattatttttctgattgggctgttggtggtaacgggcgtgtttaa+ STM2173 100 STM4114 58.491 STM2173 100
791718 atggaaaagagtcttttagttattgtccgacataaacctgggcgtactcgtctattaatgcgggccttgcaatccattaatgaccagacgttcaaaaaaataaatatcatcattttctgcatggaggaagaattgaaatgtcacaatgtggatgatttttatctgaaagaactgtcaaatatatatagtgttatctacgacgaaagctgtatctttaatgctattaagatgtctgaatctaattatttatgcttta+ STM0725 100 STM0589 63 STM0725 100

4551524 atgaaacactccctgccatgccgggcgttacgcaaacgccccatgaaactcggcactaccgtcattctgatggtcagcgccgttttgttttcggtgctcgttgtggtccatctgatctatttttcgcaaatcagcagcatgacgcgcgacgcgctggcagataaagcgctggcggtggctcgctcgctggcggactctccggcagttcgcgaggggctgaaaaaaccgcctgcggaaagcggcattcagacgctc- STM4304 100 STM2512 63.107 STM4304 100
2032351 atgaaaatggaaccattaaacgagaacgagctggaatggctggatgatgtgctgacgaaatacaataccgatcaggccattttggatgtcgcggagctggacggtctgattactgcggtactaagttctccgcgtcccatcgacccggaacagtggctggtcgcgatatgggggggacccgcgtacgtaccgcgctggacatctgaaaaagaaatgacgcgatttatggatctggtgttccagcacatggcggaca- STM1938 100 STM0136 62.376 STM1938 100
1773610 atgaggcattctgtttcagtaacctgttgtgcgctgttggttagcagcttttccctggcatatgctgcggatgttcccggcggaacggtactggcagaaaaacaagaactggtgcgtcatatcaaagatgagcccgcttcgttagatccagcgaaagccgttgggctgcctgaaattcaggtgatccgcgatctgtttgaagggctggttaaccagaacgaaaagggtgaaattatccctggcgtcgccagccag- STM1679 100 STM1746 77 STM1679 100
1781463 atgggtggaatcaatctgaataaaaaactatggcgtatgccgcaaaagggcatggtgcgtggcgtttgcgccgggatcgccgactaccttgatgtaccggtaaaactggtgcgtattctggtcgtgctgtcgattttctttgggctggcgttttttaccgtagtggcctatatcgttctgtcttttgtactggaccctatgccggataatctggccgcaggcaaaccgcagccgaccagcggcgaactgctggata- STM1688 100 STM0482 60.194 STM1688 100
4501259 atggataaaaaactagaaccttattatttaagtgcggaaacggcattatctatagtgtctaaaaaattcaacataaaaattgacatcaaagaggatgatataaatttaagatttaaaaagtacgacagaaataacactgacgactctatacaaatgaagaatttctttttgtcgttagggctttctctacaggatatattatttaataatggtgaggatttactaaatgagcctatgccgattttactattaaca+ STM4262 100 STM0956 63.366 STM4262 100

57793 atgtctaaatccgtacagagcaacagcgcgatcctcgttcacttcaccctgaaactggatgatggctcaacggcggaatctacccgcaataacggcaagccagccctgttccgtcttggcgatacctcgctttccgaaggtctggagcagcagcttctggggttgaaagaaggggaaaagaaagcgttttcgctggagcctgacgccgcgtttggcgtccccagtccggacttgatccagtatttctcgcgccgtg+ STM0048 100 STM0070 59.804 STM0048 100
1113574 atgaaaaacaccgctctgggtaagttcatttttatcgtcggcaccgcgttactgctcggtggctgtagtggcatggtcatgcctccctatgccacccacggtacatcggtcggaatcattgcgccggcgggaggctatagcgagtggcacacggatagccgcaaccacaccacaggagacagtcacagccagtcacagggaaactgcacccaaagtgaagatagccagctcaacgaaaatggtctcacacggacac- STM1025 100 STM1149 57.407 STM1025 100
1741738 atgtccagcgccggcgaagcgaattgcgctatgattggcggttcgctttcagcggcccggcagcttgatggttcagtaattggtatgtgcgcgctacccaacggcaaacgttgtagcgaacagtcgcttgccgccggaagctgcgggagttattaa- STM1649 100 STM0591 53.922 STM1649 100
4230701 atgaattctctaccacaacggtcaaccgattttgaactgacaacatcacaggatggttttgcgcttagctggcaacagcgcctgattttacgccacagcaccgaaaatccctgtctgtggattggcgcgggcgttgccgacattgacatgtttcgcggcaactttagcatcaaagacaaacttaacgaaaagattgcattaacggaggccaccgtcagcgagctacctgacggctggctggtacaattcagccgt- STM4019 100 STM0041 61.765 STM4019 100
3735599 atgaagggtaaaacgttattggcaggatgtatcgccctgtcattaagccatatggcattcgccgacgacattaaagtcgcggttgtcggcgcgatgtccggtccggtggcgcagtatggcgaccaggaatttaccggtgcggagcaggcaattgccgatatcaatgcgaaaggcggtattaaaggcgataagctcgtcgcggtgaaatatgacgacgcctgcgacccgaaacaggcggtagctgtcgctaacaaa- STM3567 100 STM3564 88 STM3567 100



2870115 atgcaggactattttttggagtctttgaagctccagcgcattgatttttttcttaagcttgtagcggctagtgagtgtagtgatgaagagaaggggctggccctgcagtgggtttctgaactgacagatgaactcatggcaaaaatcagaacccacgaatacaaccgctcaatggatgtcatcaattga- STM2728 100 STM2727 62 STM2728 100
STM0291 100 STM0292 100 STM0291 99.93

2549795 atgatcgacggaaaaaccgctaacgaaatttttgacagtatccgtcaacacattatcgccggcacgttacgggcggaggattcgctcccgccggtacgggagctggcaagcgaattaaaggtgaaccgcaataccgtcgcagcggcgtataaacggctgataacggcgggactggcgcaaagtttaggccgcaatgggacggtgattaaaggcagtccgtctcccgtagcgctggaaggcggcgatccacatacg+ STM2436 100 STM1598 62.745 STM2436 100
1998589 atgatctacattggcttgccgcaatggtcgcacccgaaatgggcgcggctcggcatcaccagtctggaagagtatgcccgccactttaactgcgtggagggcaacaccacgctttacgcgctgccgaaagcggaaattgtcgatcgctggtatgcgcaaactacggacgatttccgtttttgctttaaatttcccgccaccatttctcaccaggccgcgctgcgccattgcgacgatctggtacaggcgtttttta+ STM1903 100 STM0790 60.577 STM1903 100
4482457 atgaatagaagacaaagcgatcatctcatgatgataattatttctttgacgatcttaattattatccttacctactttatagaaattaattcagtggttcatggtcagggcgttatcactactaaagataatgctcagttaatatctctttctaaaggagggacgatacaagatatttatgtagccgagggtgatactgtaaaaaaaggagaactccttgcaaaggtcgttaaccttgatctgcaaaaagaatat+ STM4260 100 STM4260 100
3180836 atgaaagaggttgtgatagtgggggctttacggacacccatcggctgttttcagggaacgctggcccgtcattccgccgtcgagctggggagcatggtcgtaaaagcgttaattgagcgcaccggcgtggacgctaacgctatcgatgaggtcatcctcggtcaggtactgacggctggcgccgggcagaatccggcgcgccagtcagccatcaaaggagggctgccgactaccgtttccgctattaccattaat- STM3019 100 STM3982 69.903 STM3019 97.52
3374270 atgccggtaattaaagtacgtgaaaacgagccgttcgacgtagctctgcgtcgcttcaagcgttcctgcgaaaaagcaggtgttctggcggaagttcgtcgtcgtgagttctatgaaaaaccgacgaccgaacgtaagcgcgctaaagcttctgcagtgaaacgtcacgcgaagaaactggctcgcgaaaacgcacgccgtactcgtctgtactaa+ STM3209 100 STM4291 58.824 STM3209 100
3022017 atgcattatttttttatcatcgtaatctggttgcttagcataaatacggcatgggctgattgctggcttcaggctgaaaaaatgttcaatattgaatccgaactactttacgctatcgcccagcaggaatcggcgatgaaacctggcgccattggtcataaccgagatggttcaaccgatcttggcctgatgcaaattaacagcttccatatgaaaaggctgaaaaaaatggggattagtgaaaaacagttgttac+ STM2877 100 STM0449 57.843 STM2877 100
4175625 atgtccaagtctgatgtttttcatctcggcctcaccaaaaacgatttacaaggggcccagctcgccatcgtccctggcgatcctgagcgtgtggaaaagatcgccgcgctgatggataagccggttaagctggcatctcaccgcgaattcacctcctggcgcgctgagctggatggcaaagcagttatcgtttgctctaccggtatcggtggcccgtctacctctattgccgtggaagaactggcgcaactgggta+ STM3968 100 STM4570 59.223 STM3968 100
4045024 gtgtcactttcgctttggcagcagtgtcttgcccgattgcaggatgagttaccagccacagaattcagtatgtggatacgcccgttgcaggcggaactgagcgataacacgctggctttgtatgcgccaaaccgttttgtgctcgattgggtaagagataagtacctcaacaatatcaatggattactcaacacattctgcggcgcggatgccccacaactgcgttttgaagtgggaacaaagcccgttacgcaa- STM3838 100 STM1612 62.857 STM3838 99.93
3225436 atgacgcaggatgaactgaaaaaagcggtaggatgggcggcacttcagtatgtacagcccggcaccattgtgggcgttggtacaggctcaacggccgcacactttattgatgcgctgggcacaatgaaaggccagattgaaggcgcggtctccagctcggacgcctcgactgaaaaactcaaaggcctcggtattcatgtgtttgatctcaacgaagtggatagcctgggcatctatgtcgacggcgcggacgaaa- STM3063 100 STM3587 62.963 STM3063 100
4139213 atgaccaataatgccgctgcgcccctttactcgctgcgtggattacctctgattggctggcgcgacatgtcacacgcgctgaattatctgtttgccgatggtcaactgaagcaaggcacgttggtggcgatcaacgccgaaaagctgctgacggcggaagataatccggaagtccgcgcgttgatagcggcggcggaatttaaatatgccgatggcatcagcgtggtgcgttcaatacgtaaaaaatttccgcagg+ STM3929 100 STM1836 64.151 STM3929 100
3261648 atgaacgatatcgcgcataacctggcatacatccgggacaaaatctccgccgcggcgacgcgttgcggccgctcttcagaagaagttacgttgcttgcagtgagtaaaaccaaacctgcgagcgacatcgcagaagccattgccgccggacaacgggcatttggtgaaaattatgtacaagagggggtggaaaaaatccgccactttcaggaagcgaaagtggaaggcctgcactggcactttattggccctttac+ STM3100 100 STM2360 61.765 STM3100 99.71
4365590 atgtctatcactaaagatcaaatcattgaagcagtatccgctatgtccgtaatggacgttgtagaactgatttctgcaatggaagaaaaattcggtgtttccgctgctgctgctgtagctgtagctgctggcccggctgaagctgctgaagaaaaaactgaattcgacgtaattctgaaagctgctggcgctaacaaagttgctgttatcaaagcagtacgtggcgcaactggcctgggtctgaaagaagctaaag+ STM4152 100 STM1400 51.456 STM4152 100
604672 atgaaacataaattaatgacctctactattgcgagtctgatgtttgtcgctggcgcagcggttgcggctgatcctactccggtgagcgtgagtggcggtactattcatttcgaaggtaaactggttaatgcagcctgtgccgtcagcactaaatccgccgatcaaacggtgacgctgggtcaataccgtaccgccagctttacggcgattggtaatacgactgcgcaggtgcctttctccatcgtcctgaatgact+ STM0543 100 STM0021 77 STM0543 100

2012672 atggcggataaagagcttaaatttttggttgtggatgacttttcgaccatgcgtcgtatcgtgcgcaacctcttaaaagagcttggatttaacaatgtggaagaggccgaagacggcgtcgatgcgctgaacaagctccaggcgggcggctttggttttattatctccgactggaacatgccgaacatggatggcctggagctgctgaaaaccattcgcgccgatagcgccatgtcggcgttacccgtgttgatgg- STM1916 100 STM2271 65.686 STM1916 100
4212544 atgtctgaacagcaaatagactgggatctggccctgatccagaaatataactattccgggccacgatatacctcgtacccaaccgcgctggagttttctgaagacttcgaggacgccgcattcttgcaggctgtggcgcgttatcctgaacgtccgctctcgctgtatgtgcatatcccgttttgtcacaagttgtgttatttctgcggctgcaacaagattgtcacccgccaacagcataaagctgaccagtat+ STM4004 100 STM4500 61.538 STM4004 100
3175010 atggctgccgttaatttacgtcacattgaaatttttcatgccgtaatgaccgccggaaatctcaccgaagcggcgcggctgctgcatacctcgcagcctaccgtcagtcgcgagctggcgcgttttgagaaagtgctgggattaacgctgtttgagcgcacacgcgggcgcttacatccgacggtgcaagggctacgcctgttcgaagaggtacaacgctcctggtatgggttggatcgcatcgtcagcgcggcg+ STM3014 100 STM0115 60.396 STM3014 100
4220859 atgagcgcccccgccctgcgcgatattcacacgctgttttatcgcggctatcttaaatcgtgtaattatcattgcggctattgcccgttccataaacacgcccgtaacgataaaaaacgcgacgaagccgcgctatggcgcatggttgaccatttgcctcttttaggtacgccgttgaatgtgatgattacgccttatggcgaggcgctacgcttgcgttattacatggcggcgctggcagaaattagccgctatc- STM4011 100 STM4546 54.717 STM4011 100
4153086 atgatgcaattctctaaaatgcatggccttggcaacgattttatggtcgtcgacgcggtaacgcagaatgtctttttttcgccggaactgattcgtcggctatccgacagacacctgggcgtagggttcgatcagctgctggtggttgagccgccctatgatcctgagttggactttcattaccgcatcttcaacgccgacggcagtgaagtctcgcagtgcggcaatggcgcgcgctgtttcgcgcgatttgttc+ STM3947 100 STM0175 67.961 STM3947 100
4108383 atgtcactggcgattgttcatacccgcgccgcacttggcgtcaatgcgccgcctatcactatagaggtgcatatcagtaatggattaccgggattaaccatggttggcctaccggaaaccacggtaaaagaggcgcgtgaccgggtacgtagtgcgattattaatagcggatatgaatttccggctaaaaaaataaccattaaccttgctccagccgatctaccgaaagagggtggaaggtatgacctgcctatt- STM3899 100 STM2936 88 STM3899 100
2049145 atggcacaagtcattaatacaaacagcctgtcgctgttgacccagaataacctgaacaaatcccagtccgctctgggcaccgctatcgagcgtctgtcttccggtctgcgtatcaacagcgcgaaagacgatgcggcaggtcaggcgattgctaaccgttttaccgcgaacatcaaaggtctgactcaggcttcccgtaacgctaacgacggtatctccattgcgcagaccactgaaggcgcgctgaacgaaatc- STM1959 100 STM2771 100 STM1959 100
3088923 atgtcccaactcgatctcaacgcattgaatgaattgccaaaagtcgatcgcgtaatggctctggcggaaaccaacgcccaactggaaaaactgagcgccgaagaacgcgtggcctgggcgctggaaaatctgcccggcgaatacgtgctctcctcaagctttggcatccaggcggcggtgagcctgcacctggtgaaccagattcgcccggatatcccggtgatcctcaccgataccggctatttgttcccggaaa- STM2946 100 STM2445 64.762 STM2946 100
1648804 atgaaagctgctgttgtcacacaagatcatcaggttgatgttactgagaaaacgctgcgtccccttcgccacggtgaagctttgctaaaaatggagtgctgcggcgtatgccataccgatctacacgtgaaaaacggcgatttcggtgacaaaaccggcgttattctgggacacgaaggcattggcgtcgtggcggaagtcggtcctggtgtcacctcgctgaaacccggcgatcgcgcgagtgtcgcgtggttt+ STM1567 100 STM1627 66.99 STM1567 100
1701045 atgaccaaatatcgactgagtgaagaacctcgtgcttttacttatcaggtagacggtgagaagaaaagcgtcttattacgacaagttattgccgtaacggattttaacgatgttaaagccggaacctccggcggctgggttgatgccggtaatgtgctgtcacaacagggggattgctggatttatgatgaaaacgcgatggcctttgcgggcacggaaattacgggtaacgcgcgtatcacgcagccgtgctcg+ STM1610 100 STM1610 100
1739789 atgaagggtaaatataaagccgcccttgcgctactgttactgctgattcttatccctctgacgctactgatgaccctcgggctgtgggttcccactctggcgggaatttggctacccgtcggtacccgtatcgctctggaacaaagtccacgcctgacacgtcatgggttagtgattcccgatcttcgctatctggtcaatgattgttcgttagcgcatattacccaggcggaactgacgcatcccagccgttgg- STM1646 100 STM1258 66.346 STM1646 100
1765253 atgatgatgaaaaaagccataataatctcagtattagagcaaatagaaaaaaatcttgaagagaggattgatattgaaaagctggttgttataacaggttattcgcgaaggagtttgcaggatttttttaaagaaaagtgtggcgtctctatcggaaaatatatcagacaacgcaagttgagcagaagcgccactctgctaaagctgacctctcagtcggtcacagatatcgcgttcagaatggggtttgattcag+ STM1671 100 STM1287 62.385 STM1671 100
1618345 atgaaagtcaaagctgtgttcattaataagcctggtgaagttgaaacccgctgggtggattatccccataagaaagaaaatgaagtattaattaaggttgatgctgcaggcatttgcggatcggatatcggggcttttcgtggaacgaacccactggttacttacccaagaattattgggcatgaagtgaccggaattgttcttcaggaaggcgccggaatgccggacaatattaaagaaggtgaccgcgtaatt- STM1542 100 STM1365 64.151 STM1542 100
1588672 atgaccgtcgaaacgcagcttaaccctacacagcctgtcaaccagcaaatttaccgtattcttcggcgtgatatcgtgcattgtcttatcccgcctggcacgccgctatcagaaaaagaggtctcaacccgttttaacgtttcgcgtcaaccggtgcgcgaggcttttataaagctggcggaaaatgggttgattcagatccgccctcagcgcggtagttatgtgaataagatttcgctttctcaggtacagaatg- STM1510 100 STM3357 60 STM1510 100
1092879 atgagcgttgtgcctgtagccgacgtactccagggccgcgtagccgttgaccaagaagtcaccgtgcgcggatgggtgcgtacccgccgagattcaaaagctggcatctccttcctcgccgtttatgacggctcctgctttgatcctgtacaggctgtcattaataattctctgcccaattataatgaagaagtattacacctgacgacaggctgctccgtggtagtaacaggtaaggttgtcgcgtcgccggga- STM1000 100 STM3593 68.317 STM1000 100
651579 atgaccgaatccgtagcccgtttgcgcggcgaccagttaacgctgggttatggcagctataccgtcgcaaaaaaccttaatgtttcgattccggacggccattttaccgccatcatcggccctaacggctgcggcaagtcgacgttgctacgtacgctaagccgtctgatgacgcctgttgacggccatgtctggctggatggcgaacaaatacagcgttacgccagtaaagaggtggcgcggcgcatcggattgc- STM0590 100 STM0192 78.431 STM0590 100
384341 atgaaaatggatacccgacattccgcattatattacttaatagtttttctattcctggccctacccgccacagcatcgtgggcgagcgttactattttgggtagccgaataatttacccatcaacagcctcctccgtagatgtgcagttaaaaaataatgatgcaataccttatatcgtacaaacctggtttgacgatggcgatatgaataccagcccggaaaatagcagcgcgatgccattgattgccacgccgc- STM0339 100 STM3639 66 STM0339 100

1835575 gtgtcactttctttgtcgtcggttcgccgtcgtctttatcataatctgttcgatttgactacgcgctcaggtcgccgttttgaagggttatgcgcgctgtttgcgctgcttagcgtactggtcatttttgttgaatcaggcgtaggaacggaatatcacctgacatttgatgaatggcatatttttgtctggctggagctctgcgttaccctgatatttaccggtgaatacttgctcagactgtttagctggcccg- STM1741 100 STM1283 58.416 STM1741 100
1678166 ttgatggattatgccaggcatgaggagaatagaatgaagcaacagaccaaccgaaatcgtcgttgggttttggcctcgcgtccccacggcgcgccgcagatggataacttccgcctcgaagaagatgacgtcgcgacgcccggtgaagggcaggtgctattgcgtaccgtttttttatcactcgacccttatatgcgtggccgcatgagcgatgaaccctcttatgcgccgcctgttgaacctggctgcgttatg- STM1589 100 STM0621 58 STM1589 100
1933516 atgtcgtttacctgtccgctttgccatcagccgcttacgcagattaataacagcgttatatgtccacagcgccatcagtttgatgtggcgaaagagggttacatcaatctgctgccggtacagcataaacgttcgcgcgatccgggcgacagcgccgaaatgatgcaggcgaggagagcgtttcttgatgcaggccattatcagccgctgcgcgatgccgtgattaacctgttgcgcgagcggctggatcagtcgg- STM1835 100 STM2221 65.049 STM1835 100
1720022 atgcctatttcgatttgtaaacatggtgctccttttgttgttcaacatgaaaatcggtacggttccggtgcaagtcagtcatcatcactttcaaaatcaatccgccatattagcaactctcatgaggaaataaaatttataagttgctatagtgcaaatggagcctgtttttccaatgcacagatgctagccaatgcctcagggaggcctgttataggttactatgggaaaataaataagttaacagccagtctgg+ STM1629 100 STM1629 100
1977583 atgaaaaactggaaaacaagtgcagaagcaatcctgaccaccggcccggttgtcccggtcattgtagtcaataaactggagcacgcggtgccgatggctaaagcgctggtggccgggggcgttcgcgttctggaagtgactttacgtacggcctgcgcgatggatgctattcgcgctatcgctaaagaagtgccggaagcgattgtcggcgccggaaccgttctcaatccgcagcagttggcggaggtgacggaag- STM1884 100 STM0125 60.194 STM1884 100
2027743 atggcagctgtaggaatggttcaaaagctcaacacgccaatgaaccttgagttttacgcatcaaatctttacctccatctaagcgaatggtgttctgaacacagtttaacaggcaccgccacctttcttcgtacccaggcgcaaggcaacgtgacgcaaatgatgcgcatgtttaattttatgaaaaacgccggcgccacccctatcgttaaagccattgacgttccgggtgaagagctctgctctctggaagaat+ STM1932 100 STM1935 70 STM1932 100
576485 atgaaacttgaggtattaccgttagatcagaagacgttcagcgcttatggcgatgttattgagacgcaggaacgtgaattttttcatataaacaacgggttagttgagcgatatcacgacctggcgaaggttgaagttctggagcaggatcgcacgctgatcagtattaacagggcgcaaccggccgcgatgcctattgtggtacatgaactggaacgtcatcctttaggtacgcaggcgtttgtgccgatgaacg+ STM0515 100 STM2777 77 STM0515 100
600520 atgttaaaaatttttaatacactgacacgccaaaaagaggaattcaaacccattcatgccggggaagtcggcatgtacgtgtgtggtatcaccgtttacgatctctgccacattggccacggacgcacgtttgtcgcttttgacgttgtcgcgcgctatttgcgttttctcggttataagctgaagtatgtgcgtaacattaccgatatcgacgataaaattattaaacgcgccaatgaaaacggcgaaagtttt+ STM0537 100 STM2155 68 STM0537 100
633173 atgtctgttgctcatgaaaatgcccgccgtattattagcgatattttaggtaaacaaaacattgaacgcgtctggtttgtcggctgcggcggttcattaaccggcttctggccaggaaaatactttctggactgtgaagcgtcaaaactggctgtcggttatatcaccagtaatgaatttgtccacgccacaccaaaagcattaggaaaaaatagcgtcgttattctcgcctcgcagcagggcaatacggcggaa- STM0572 100 STM3601 77 STM0572 100
444874 gtgcgtattggtatcgatttaggcggcacaaaaacggaagtcattgcgcttgatgatgcaggagagcagcggtttcgccatcgtctgcctacgccgcgggaggattatcagcaaacgatagaaaccatcgctacgctggtcgacatggcggaacaggcgaccggccagaccggtagcgtcggcattggcattcccggttctctctcgccttacaccggcgtggtgaaaaacgctaactctacgtggcttaacggcc+ STM0393 100 STM1220 62 STM0393 100

3313762 atgactggagataatactctcatcacttctcacggcattaaccgtcgtgatttcatgaagctttgtgcagcactggccgctactatggggctcagtagcaaagccgccgcagaaatggcagaatcggtatccaatccacagcgtccgcccgttatctggattggcgctcaggagtgtaccggttgtaccgaatcactgcttcgtgctacacacccaaccgttgaaaacctcgttctggagaccatctctctggaa- STM3150 100 STM1539 65.049 STM3150 100
2978054 atgttcaagcgtcgttatgtagcgttacttccactttgcgtattgcttgctgcctgtagcagcacgccaaaatcttccgagactcaagcgacgacgggcacgccttccggcggctttctgcttgagccgcagcataacgtcatgcaaatgggcggcgacttcgccaacaaccctaatgcgcagcagttcattgataaaatggtcagtaaacacggtttcgaccgtcagcagttgcaagagatcctctcgcagtct- STM2831 100 STM3666 66.346 STM2831 100
3819092 gtggcacacttaactcaggattcgactttcacccttggacgccgtctggcgggccttatctacgctgataaggcgaagagctttggcggctatacgctttttgcgccgcaaaccgccgaagggcgggtttacctggtggacgagcagggcgaagtcgcgcatcagtggcagcttccggttcgcgccgggcgtgatgcggtgctgctgccgaacggtaatctgggttataacggcagccaccgcacttcagcgaac- STM3632 100 STM0611 60.396 STM3632 100
4764087 atggctggaaaatggaacgttctttcattgttggcgttccgtccttgtcagcctgctttgccgcatgataatcacggaggggggatggacgccatctatttaaaactggacggtattgaaggcgaaagccggatcaaaggttttgaaaaccaaataaaacttattgcttacaaccacaacccgacaaaacgggagtccggcgaagcgagagggacatatattggagggttgacgctgacaaagccagtcgatcttg+ STM4509 100 STM3131 70 STM4509 100
2506993 atgaaaaaacatgctattgcagtaatgatgatcgccgtattttctgagtcggtttatgcggagtctgccttatttattccggacgtctctcctgatagcgtcacgacatccctttccgtgggtgtgttaaatggtaaatccagggagctggtttatgataccgacaccgggcggaagctgagtcaactggattggaaaataaaaaatgtcgccacgttgcagggggatttatcatgggaaccctattcgttcatg- STM2395 100 STM3685 64.423 STM2395 100
3966594 atgggttccaccagaaaagggatgctaaacgtcctgattgccgccgtattgtgggggagttcaggcgtttgcgcgcagtacatcatggagcaaagccgtatgtcgtcacagttcctgacgatgatacgtttgttattcgccgggctgatactggtgaccttctcctttatgcacggcgataagatattttcaattcttaaaaaccgcaaagatgccctgagtctgctgattttctccgtggtgggcgcgctcaccg+ STM3765 100 STM3572 58.333 STM3765 100
3144173 atgataaaggaacgtaaaaccgaactggtagaagggtttcgccattcagttccctatatcaacacccatcgcggaaaaacctttgtcattatgctcggcggcgaagccattgagcatgacaatttttccagcatcgttagcgatatcgggctactgcatagcctcggtattcgccttgtcgtggtgtatggcgcgcgaccgcaaatcgacgccaatctggccgcgcatcatcatgaaccgatttaccacaaaaac+ STM2992 100 STM2992 100
3187730 atgacagaatggatttttaatctgaaaacaaaactgaccgtgctggtgatgatgttgtgctctttatgtgtgactaaagtgtatgcggttgagctaggtataaatgaatgtgcagtcacttccggtcagaatattaatttaagaagtataaatttgacaaccgatgattttaaacctggcccggattcggttatctatacaatcaatcaggatgcagtttttaaatgttacatgggatatgacacgcaatttcca- STM3026 100 STM3026 100
3265348 gtggttcgacaatggattgctggcgcagcgctgtttgccctgatttcaggctatagttgggcagaggttgctcaaccctccgataacatcttaaaagaacagtttagtaagcagtaccacggcatacttaaactggattccattaccttaaaaaatcttgattcgacgggcaatcaggccacctggtctgccgaaggggatatttcttcccgtgaagatatgtataccggcgttggtatggcggcggattattat- STM3105 100 STM0452 60.952 STM3105 100
523140 atgagtcagacactgaataatttgctgacattattgaatctggaaaaaattgaagaaggactctttcggggccaaagtgaagacttagggctgcgccaggtatttggcggtcaggtggtgggccaggcgctctatgccgccaaagaaacggtgccggaagcgcgactggtgcattcattccacagttattttctgcggccaggcgacagccaaaaacccattatctatgacgtagaagtgctgcgcgatgggaata- STM0464 100 STM0464 100



2951065 atgccgcgctatcagcacatcgctcgtcagttaaaaacggccattgagcaaggagaactcgcgcccggaacgcgtttgccttccagtaggacgtgggcgcaggaactgggcgtttctcgcgccacggtggaaaatgcctatggcgagctggtggcgcagggctggctggagcgacgtggccaggcaggcacgtttgtgagcaacgctctacggtttgagacggcgccgccgatacccgctgtttttgccggagaa- STM2803 100 STM4028 63.462 STM2803 100
3921103 atgcaaaaacgggcgatttatccaggtacgtttgatccgattactaacggtcatctcgatattgtgacgcgcgcaacgcagatgttcgaccatgtcattctggctatcgccgccagccccagcaagaaacccatgttcaccctggacgaacgtgtggcgctggcgcaaaaagcgaccgcacacctgggtaacgtagaggtggtaggctttagcgacctgatggccaatttcgcccgcgacagacaggcgaatatcc+ STM3725 100 STM4168 64.706 STM3725 100
3124412 atgctcgcctccccccgccgtgaatgttaccctacgcgcaggtttgtaagggagaacaccgtggctgctcatctgcttatcgtcgacgcgctcaatttgattcgccgtattcacgccgttcagggatcgccctgtgtggaaacctgccaacacgcgctcgatcaattgattattcacagccagccaacccatgccgtagcggtatttgatgacgacgcgcgcagcagcggctggcgtcatcagcgtttgccggact+ STM2972 100 STM3999 60 STM2972 100
3179228 gtggacgtaaggcaaagtatccatagcgagcacgctaaaacgctggacacccaggcgctgcgacgcgagtttttaatagaaaatatttttgtcgctgatgaatatacgatggtctacagccatatcgaccgtattattgtcggcggcattatgcccgtcagccatcccgttgaaatcggcggagaagtaggtaaacagcttggcgtttcccgattactggaccgccgcgagctgggcgtcattaatattggcggcg- STM3018 100 STM0537 62.136 STM3018 100
3243333 atgtcaacaatattagtcaaagaaaatgaattgaaagcgctggcgtttaataaactcacccaggcgggtcttgacgcgcaaacggcgcagcaggtagccgacgttttggttcatgccgatattaccggcgttcactcccacggcgttattcgcgtagagcactattgtacccgcctgaacgcaggcgggctcaatccaaaagcaacattcagcatcgaacagatttcgccttcagtcgctattctggactctgat- STM3081 100 STM2272 65 STM3081 100
3285434 atgtcctccgtcccctggtttaagagcacattaatgaacatggtgttacgtgatttgagcggctggcgttgtgaaaaattgaccgaacatagcgccgtgctgcatctgaatgcatttacccaggttatctgccatgctcagcaaaaacggttattcatggccagtattcacagttgtgaattcagggtgaaaggcacaatcaattatcctttgcagggcaaaattcgcgttcatcagcccggatggctgaaacgtt- STM3125 100 STM3125 100
2975915 atggctatcgacgaaaacaaacagaaagcgttggcggcagcactgggccaaattgaaaagcaatttggtaaaggctccatcatgcgtctgggtgaagaccgttctatggatgtggaaactatctccaccggttcgctttcactggacatcgcactcggtgcgggcggtctgccgatggggcgtatcgtcgaaatttacgggccggaatcttccggtaaaacgaccctgacgctgcaggtgattgccgctgcgcag- STM2829 100 STM2858 59.804 STM2829 100
2201505 atgtttaacaaaatcttagtggtctgtgtggggaatgtttgccgttccccgacggcggaacgtttgctaaaacgctttcatccctcgctgacggttgcgtccgcaggattaggcgcactggtcggcaaaggcgccgatcctgcggcggcgagcgtggcgagcgcccacgatctgtctttggaaaatcactgcgcaaggcaaatttccgcgcgtctgtgccgggaatatgacctgattctgacgatggagaaacgtc- STM2117 100 STM0957 57 STM2117 100
2344711 gtgatttccctggaagatgcaagcctgacgaaaaaaggtatcgttaaattaagcagtgccacggacagtgacagcgaagcgctggcggccacaccaaaggcggtaaaaaccgttatgggtgaggtacggaccaaagcgccgctggacagcccggcattcactggaacgccgaccacaccgacgccgccaggcgatgctaaagggcttcagacaacaaacgcggagtttgtccgcaaactgattgccgcgctggttg- STM2243 100 STM0926 96 STM2243 100
3908250 atgcgggttttgatcgttaaaacatcatcgatgggcgacgtattacataccctgcctgcgcttaccgacgcgcaacaggcgattccggggattcaatttgattgggctgtcgaagaagggtttgcacaaattccgtcctggcacagtgctgtcgatcgcgtgattcccgtcgctattcgccgttggcgcaaggcctggttttccgcgcccatcaaagcggaacgcacagcctttcgtcgggcggtatgcgcaaac+ STM3712 100 STM3592 72.816 STM3712 100
3593786 atgccacgttctctcaagaaaggtccttttattgacctgcacttgctgaagaaggtagagaaagcggtggaaagcggagacaagaagcccctgcgcacttggtcccgtcgttcaacgatctttcctaacatgatcggtttgaccatcgctgtccataatggtcgtcagcacgttccggtatttgtttccgacgaaatggtcggtcacaaactgggtgaattcgcaccgactcgtacttatcgcggccacgctgctg- STM3436 100 STM1975 59 STM3436 100
3493851 atgcagttacagaaattagtcaatatgtttggtggggatcttttacgtcggtatgggcaaaaggttcataagctgacgcttcatggcggttttagctgccctaatcgcgacggcaccatcgggcgtggcggttgcaccttctgtaatgtcgcctcttttgccgatgaggcgcagcagcatcattcgattgccgagcagcttgcgcatcaggcgcatctggtgaaccgcgctaaacgctatctggcctatttccag- STM3329 100 STM3576 64.706 STM3329 100
3421427 atgaacataacaatcgcaacattgggtgaattgctcgtcgagtttctggcaaaaaaagagaaccagggattttcctcaccgggggaattttgggggccgtatcccagtggggcgcctgccatatttgccgatcaggttgctaaacttggttttcgttcattgttgtttagctgtgttggcaacgatgcctttggcgttatgaatattacccgattgtcgcgcgatggcgtaaatgtacagggaatttccgtactg- STM3251 100 STM1216 69 STM3251 100
3763083 atgaatacaactgcacctacgggcttgctgcagcaacctcgtccattcttcatgatcttttttgtagaattatgggaacgatttggctattacggcgtccagggcatcctggcggtctttttcgttaaacaattgggtttttctcaggaacaggcctttattacctttggcgcttttgcagcactggtttatggcctgatctccatcggcggctatgttggcgaccatctgttagggactaaacgcaccctggtc+ STM3592 100 STM1452 74 STM3592 100
1029236 atgaaacagattacaggcgtctataccgcacctcgcccgcactgggttggcgatggatttccggttcgttcactcttttcttatcagtcacatgcgcagcagttgagtcccttcctgctgctggattatgccgggccgcacacctttacgccgggtaatgaaaaacgcggcgttggggagcatccacaccgcggtttcgagaccgtgacgattgtttatagtggcgaagtcgagcatcgggactctaccggtcgcg- STM0951 100 STM0951 100
4686410 atggaagagaataaaggtttttggtatgccgactggtcgttcccgatctttgttggcctgctctcctccggcgttttcgccgggacgcatatgtactatctgtacggcatcggcgcatttaacgaagtcgcttttgtggcgatgttgaaagcggggatggataccggcgtctacggcgcggtcgccgctttcggcgccagctttttatttgcccgcattatcgaaggttcgctggtcggaattctggatatcggcg+ STM4444 100 STM0706 62.963 STM4444 100
4825860 atggcaactccacatattaatgcagaaatgggtgatttcgctgacgtcgtattgatgccgggcgacccgctgcgcgcgaagcacattgctgagactttcctcgaaaatgttcgcgaagtgaacaacgttcgcggcatgttaggtttcaccgggacttacaaaggccgtaagatctccgtgatgggccacggtatgggtatcccgtcctgctccatctacaccaaagagctgatcaccgatttcggcgtgaagaaaa+ STM4570 100 STM0067 60.377 STM4570 100
398283 atgcgtagaacattcaaaattatgttgatagccggcgtcatcgccgccatcgggggcgtgatttacatggccggcgaagcactatgggataaagacaacgccgtcggccccccggccagcgcgccgcctccaccgtcggtaccggttgctaaagcccttagccgtacactcgcgcctacggcggaattcaccggttttctggccgcgccggaaaccgtggagctgcgttcgcgcgtgggaggaacccttgacgcc- STM0352 100 STM2126 64 STM0352 100

1380493 atgcgccgaagcctcgtggtcgccgtgatggcgataatgccaatggtcgggctggcaaaccagaacagtcgtcctgatattcaggtgaatgtcccgccggaagttttcagcacgcgcggtcagtcgtcccagccctgcattcagtgctgcgtttaccaggatcagaattactccgaaggcgcggtaataaaagtggaaggcgtcttgctccagtgccagcgtgacgaaaaaaccatcagcacgaatccgttagtct+ STM1300 100 STM3369 64.078 STM1300 100
4574498 atgaatgaactaaaaaaagagcttgggttggttcagggcgttatcttgttaaccacatcattattagggactggcgtttttgcgcttccggagctggctgcgctggcggcaggcgacatcagcctttgggcatggccgctgctcattattttgattttccctattgcgattgtctttgctgtgctggggcgtcactttccacacgctggcggcgtagcgcattttgtcgggatggcatttggcccgcgtctgcaa- STM4328 100 STM4328 98.34
2968993 gtgagtgacggactgtcgctcctgtctctgtttgccagtagttttctcagcgcgacgctgttacccggtaattctgaggtggttttggttgctatgctggtctccggcgtcagccatccctgggtcttagtcttaacagcaacaatgggtaatagccttggaggggtaactaacgttattcttgggcgtttctttccgctgcgcaaaacgtcgcgttggcaggaaaaagcgactggctggctaaagcgttatggcg- STM2819 100 STM1577 63.366 STM2819 100
2294048 atggagagttgccttgatatattcaaaatagtaataggtccatccagctcacgtaccgtagggccgatgcgcgccgcctgtcactttatttcattgctcagagaacaagagacgttaccgctaattcgggaaattgaaatcgagctgtatggcgcgttatcgttaagccgcaagtgccacaatgtggataccgccctttatcttgggctgctgggttgccagccggagaatgtcgatctccgttcgtatatggcg- STM2196 100 STM2971 78 STM2196 100
2334456 atgagcataatatgtttttcctcgacatcaaacacatatttttcagaggagaacattccagcttataaggccagtgggttgtggtcgaatgatttttatgctctgaccgatgaagaagttgataagtattatatgaaaactccaccaaagggaatgtatctcggttcatcaaatggacgtattgcctgggtttgtattccacctccaacgcaagatgatttaatttctgccgcaaatcaggaaaagaagaagagaa- STM2233 100 STM0588 49.515 STM2233 100
2247041 atgaaaatattatctgcagtattattatctgccataattttgcctgcgcatgctggtattgttatttatggtacgcgtgtgatttacccggcagagaagaaagaagtcgttgtacaattggtgaatcagggcgagcaagcttcgctggtacagtcctggattgatgacggtaacacttcattaccgccagaaaaaattcaggtgccatttatgctgacgccgccagtggcgcgcgttgccgctgagtctggtcagc- STM2151 100 STM0339 61.905 STM2151 100
2276756 atgactcaacgacgtgatctacaagcccttattgatgccgcgcccgtcggcaaaatgcagtggcgcgttatcatctgctgttttctggtggttatgctcgacggtttcgacaccgccgcgattggcttcatcgccccggatattcgtacccactggcagctaagcgccagcgaacttgcgccgctgtttggcgcagggctgctggggcttacggccggcgcgctgctatgcgggccgctggcggatcgctttggc- STM2179 100 STM1106 67.273 STM2179 100
1486451 atgaatcgaattcacagtaatagcgacagcgccgcaggagtaaccgccttaacacatcatcacttaagcaatgtcagttgcgtttcctcgggttcgctgggaaagcgccagcatcgtgtgaattctacttttggcgatggcaacgccgcgtgtctgctatccgggaaaattagtcttcaggaggcaagcaatgcgttgaagcaactgcttgatgccgtacccggaaatcataagcgtccatcattgcctgacttt+ STM1400 100 STM4152 50.962 STM1400 100
1160893 atgaaatatcaacaacttgaaaatcttgaaagcggttggaaatggaaatatctggtgaaaaagcaccgcgaaggggagctgatcacccgctacgtggaagccagtgctgcccaggaagccgtcaatttgttgttggccctcgaaaatgaaccggtgcgggtaaatgtctggatagacaggcatatgaatcctgccttgcttaatcggatgaaacaaaccattcgggcaagacgcaaacgacacttcaatgcggaac+ STM1069 100 STM3584 62.136 STM1069 100
828327 gtgtataatgctacttatataaatgaaactcatccaatgctaataaggttgcagcttatgcaatatcggcatcacctcgaactaacatggctcgaagactgtctggctctaaaagaaacgttgaatttctcaaaagcgtctgcctcaagatatgtgactcaacccgcatttagtcgtcggatacaatctctcgaagaatgggtgggtacgcccctttttgaaagaagtaaacggggagtcacccttaccaaggcc- STM0764 100 STM4511 61.765 STM0764 100
901692 atgaattcaacccttatcgattcacttctggcccgtcgtcgggctgtaagcccgtgggcgggcctctactttttacagtcgctgctgattaacctcgcgctcggctacccctttagcctgctttataccgcggcgtttacctgcctgttgctgttgctctggcgctacctgccccgcggacaaaaagcgctgctcggcatctgttcgctggtagccgcttgctattttccctttggccaggcttacggcgcgccg- STM0834 100 STM4250 67 STM0834 100

1381748 atgaaatttgtctcttttaatatcaacggcctgcgcgcccgtccccatcagcttgaagcgattgtcgaaaaacaccagcccgatgtgatcggtctacaggagacaaaagtccacgacgaaatgttcccgctcgaagaggtcgcgaagctgggctataacgttttctatcatggacaaaagggccattacggcgtcgcgctgctaacaaaagccacgcccatttccgtcagacgcggtttcccggatgatggcgaag- STM1302 100 STM1302 100
3420240 atggccaatatcgaaattcgccaggaatcgccatcggcgttttatataaaagtacatgaaaccgataatgtcgcaattattgttaatgaccacggtcttaaagccggaacacgttttccggatggcctggaactgactgaacatattccgcaaggccataaagttgctctgacggatatccccgctcacggcgaaatcatccgttatggcgaagtcatcggttatgcggtacgcgacatcccgcgcggaagctgg+ STM3250 100 STM0650 67 STM3250 100
880719 atgtttcatcgcttatggacgttaattcgcaaagaactgcaatcgcttttacgcgaaccgcaaacgcgcgcgatcctgattctgccggtgctgattcaggtcatcctgtttccgttcgccgcgacgcttgaagtcactaacgcgactatcgccatctataacgaagataacggcaaacattcggtagaacttacccagcgctttgcccgcgcgaaagcgtttacccatgtgctattgctgaacagtccgcaggag- STM0815 100 STM0816 63 STM0815 100

3218339 gtgcaaagtgttgatgtagcaatagttggcggaggcatggtgggactggctgtcgcctgcggcttgcaggggagcggtttgcgcgttgcggtactggatcacgttgtcccccagccgttggcgaacgatgcgccgcctcagcttcgggtgtcggcgattaatgccgccagcgaaaaactgcttacccgtcttggcgtatggtcaaacattgtggcgcgacgggcaagttgctaccacggtatggaagtctgggat- STM3056 100 STM0671 72 STM3056 100
2047579 atgaaagaaatcaccgtcactgaacctgcctttgtcacccgcttttcctgttctggctcggcctgtcgcgaccactgttgtaagggctggaaaatcacgctggataagacgacggttaaaaaatatctcgccagtaaagacacgacgattcgtaccatcgcgcaagaccatattatcctgctgaaaaagaacaacagccactggggcgaaattaagctgccttcggcgctggggaattgcccttatctggatgag- STM1958 100 STM3273 63.81 STM1958 100
3393245 atgaatactgttggtacgccattattatggggtggattcgcggttgttgtggtgataatgctatccatcgacctgttgttgcagggacgccgtggcgcacatgcgatgtcgatgaaacaagcggcaggatggtcaatcctgtgggtaacgctctcgctactgtttaacgccgctttctggtggtatctggctgaaacgcaagggcgcgaagttgctgacccgcaggcattggcgttccttaccggctatctgatt+ STM3224 100 STM0600 83.168 STM3224 100
3236349 atgttgacgttaaatcaggtcgcttatcgctggccggatgccgcagccgactgtttgcacgctatctcgcttaaacttcgtgacggcgaatggctggcgttgaccggcgataacggcgcgggaaaatcaacgctgttacggattatggccggcctgctttcccccgcttccggctcggtaacgcttaatggagagccgattgcgcagcttaaaaatcgtcaacgcgccgccgctatcggcgtactctttcaggaag+ STM3075 100 STM2441 73 STM3075 93.59
1184863 atgaaacgatatatactggctaccgtgatagcatctcttgttgcagccccggcaatggcgctggccgctggcaacaatattctcagcgtacatattctcgatcagcaaacaggtaaaccggcgcccggcgtggaggtggtactggagcagaaaaaggataacggatggacgcaattaaacaccgggcataccgaccaggatggacgtattaaagcactgtggcccgaaaaagctgccgcgccgggggattatcgcg+ STM1097 100 STM0784 58 STM1097 100
3018765 atggaaaatgtaacctttgtaagtaatagtcatcagcgtcctgccgcagataacttacagaaattaaaatcacttttgacaaatacccggcagcaaattaaaagtcagactcagcaggttaccatcaaaaatctttatgtaagcagtttcactttagtttgctttcggagcggtaaactgacgattagcaataatcacgatacgatttactgtgacgaacctgggatgttggtgctcaaaaaagagcaggtagtt+ STM2875 100 STM4315 68 STM2875 100
3958187 atgttagcctgcctgacgctactgtgtctgggtgtagggcttggacatctttttcatttgtatacggaaaagaaccgggatccagagaaatgtacggcgcctgtgattgtgttttataacaacactcaggctaacctgacgctggattttatgtattcgctgaaaaaacgcactggggtggtttccatcagcggaacatattacgtcgataataaaatgagcggcgtgatccgccgtgatgtttcctatgtatgga- STM3758 100 STM2857 58.416 STM3758 100
3328383 atgacctgcattttctgtcaaatagttgaaggtaaagcaccttgtcataaagtttgggaagatgagcatcacctggcttttttgtcgatttttccgaataccgatgggtttaccgtagtgatcccgaaaaaacattaccccagctacgcgttcgatctaccgccgcaggcgttagcggacctgatgctggcgacccaaaaagtggcgaagaaactggataaggctttcccggatgtcagtcgtacgggaatgttct+ STM3167 100 STM3167 100
1489752 atggatattgcacaattagtggatatgctctcccacatggcgcaccaggcaggccaggccattaatgacaaaatgaatggtaatgatttgctcaacccagaatcgatgattaaagcgcaatttgccttacagcagtattctacatttattaattacgaaagttcactgatcaaaatgatcaaggatatgcttagtggaatcattgctaaaatctga+ STM1406 100 STM1781 66 STM1406 100
1195412 atgagcgacacatcatctgcacttccggaaagccccgagtctgtcagttcgcacaacgcgctcagcacgggtcaacaaaccgtcataaataaactgttccgccgactgatcgtatttttattcgtgttgtttatcttctcgtttttagaccgtatcaacatcggttttgccgggttgacgatggggcaggatctggggttaagcgccaccatgtttggtcttgccacgacgctgttttacgctacctacgtcatt+ STM1107 100 STM2290 75 STM1107 100
844374 atgtcatcgttgcaaatttcgcaaggcacgtttcgtctgagcgatacaaaaacacttcatctggattcgctgacgctcaatgcgggcgatagctgggcattcgttggggctaacgggagcgggaagtcggcgctcgcccgcgcgctggcgggcgaactgccgttattaacaggcgagcgccagtgtcggtttacccgcattactcgtctgtcctttgaacaattgcaaaagctggtcagcgatgagtggcaacgt- STM0778 100 STM0942 66.019 STM0778 100

2599049 atggactggctggcaaaatattggtggattctggtattggtgtttctggtaggcgtactgctgaatgtgatcaaagatctcaaacgcatcgaccataagaaattccttgccaataaacctgagctgcccccgcatcgcgattttaacgataagtgggacgatgaagacgactggccgaagaaagatcagccgaaaaagtaa+ STM2484 100 STM2484 100
2680047 atggccttattacaaattagtgagcctggtctgagcgccgcgccgcatcagcgtcgtctggcggcgggcatcgacttaggcactaccaactctctggttgcgacggttcgcagcggccaggcggaaactctgcctgaccacgaagggcgccacctgttgccttcagtggttcactatcagcagcagggccatacggtcggttacgctgcgcgtgacaatgccgcgcaggatacggccaacactatcagctctgtg- STM2539 100 STM0012 67 STM2539 100
2597690 atgattaccctctatggcattaagaattgcgacacgatcaaaaaagcgcgccattggctggaggaacatggcattgattatcgttttcacgattaccgtgtggatggcatagacctccctcttcttaatacctttattgccgaactcggctggcagcctttactgaatacgcgcggcacaacatggcgcaaactggatgaaggccaccgcagcgggattaccgatgccgactccgccgctgctctcatggttgaac+ STM2482 100 STM4192 62.136 STM2482 100
539102 atgtcgcttgaaaatgcccctgatgaagtcaaactggccgtggatttaattgtgctgcttgaagagaatcgcttaccggcacgaacggtgctacgcgcgctggaaatagttatgcgtgattatgaaaacaagttaaaaagtacggaagacgactcgcaaacagagtaa- STM0480 100 STM2323 61.165 STM0480 100

1897099 atgggaattatcgcctggattgtttttggtttgattgccggcgttatcgccaaattgcttatgccggggcgcgatggcgggggatttatcctgacctgtattctcggtatcgtcggggcggtcgttggcggatggctggcgacgatgtttggtattggcggcagtatcagcggctttaatctgcacagtttcctggtcgccgtggtgggcgcgatcgtggtgctggtgattttccgccttctgcgacgcggctaa- STM1797 100 STM1274 69 STM1797 100
4416617 atggcactcccccgcattacccaaaaagagatgaccgagcgcgaacagcgcgaactgaaaacgttgctggaccgcgcccgtattgcacacggtcgtccgctgaccaattctgagaccaacagcgtaaaaaaggagtacatcgataagctgatggcgctgcgtgaggctgaagcgaaaaaagcccgccagttgaagaagaagcaggcgtataaacccgatacggaagcgtcattctcctggtcggcgaatacgccga- STM4194 100 STM2941 62 STM4194 100
4787470 atgtttgatactttaggtcaggcaaaaaaatatctcggccaggcggcaaaaatgttgattggtattccggactacgacaactatgtcgagcacatgaaaaccaaccatcccgacaagccgtacatgacctatgaagagttcttccgcgaacgtcagcaagcacgttacggcggcgatggcaaaggcggtatgcgctgttgttaa- STM4531 100 STM0601 77 STM4531 100
3688532 atggaacaatttgaatgtatcactgtagaagaggcgtatcagaaactgcaccagggcgcggcggtgctggtcgatattcgcgatccgcaaagttatgccatgggtcatgcgccgcaggcgtttcacttgactaacgatacgctgggcgcgtttatgcgtgagcatggtttcgataccgccgtgatggtaatgtgctatcacggcaacagtagtaaaggcgccgcgcagtatctgctccagcaaggctatgatgcgg- STM3525 100 STM4049 65 STM3525 95.61
3734307 atgaagctgaccattcttcgtttagaacactttagcgctcaggatcagatcgatctgggcaaaatctggccggaatattccgcctcctcattaagcgtagatgaaacgcaccggatttatgccgcgcggtttaatgagcgtttgttgggcgccgtaagagtgacgctgagcggaacgcagggcgcgctggattccttacgcgtgcgtgaaatcacccgtcgccgcggcgtcgggcaatacctggtagaagaagtca+ STM3565 100 STM2147 61.682 STM3565 100



4560885 ttgagatatctgacaatgcagtataagaacaaagcaaaacatattaatataagagatgggattctgttgctcgctaaaaaattcgacctaacattgagcgaaaaaaaagttatttattacgtggcagcaggattatctgttaaaagttgctcaaatttattagatcgaaatataaaaacgatttcaacacaaaagagatcagcctataaaaaaatggatattactactgatgttgaattaatccatttgatgctga- STM4314 100 STM1461 64.762 STM4314 100
4437412 atgcgaaaaattattgttccccgactttccggctggctggttgcctctgtcgtactgtttgcgcttatcggctggacatcatcagcgcaaattccggtcgtcatctataaactcagcctggtttcgttatcagcggtgctgggttactggctcgaccgtagtcttttcccctgggcacgtcccgactccttttgcccctgggaagaatcgctgtgctgcgccgcggcgatgattcgtcgcgcgatcatcgttgcgg- STM4218 100 STM2404 48.544 STM4218 100
2873769 atggctgattcaatggacctcgtacagcagcgcgttgaagaagaacgccagcgccacatccataccgcccgcaataaaacgccgggcgtttcccgtgttctctgcattgattgcgatgcaccgatcccgccagcacgccgccgcgccattccgggcgtgcagtgctgcatcacctgtcaggaaatcgcagagctgaaaggcaaacactacaacggaggtgctgtatga- STM2731 100 STM3534 62.857 STM2731 100
3844362 atgcagcctaaaattaactggattgataacctgcgagggatcgcctgtttaatggtagtgatgatccatactacaacgtggtacatcaccaacgcccacagcgtcagcccgctaaactgggatattgcgaatgtcctgaattcggcttcgcgcgttagcgttcccctgttttttatgatttcaggctatcttttttttggcgagcgctgcgcgcaaccgcggcattttttacgtatcgccctgtgccttatcttt+ STM3658 100 STM3658 100
4830363 atgaaaaaaattttgcttattactgcaattgcagcttcctttgctacaaccagcgtgaatgctgacactactgccgtattaaaagtcaccggtcaactggttgttggtggttgtaccccagaactcagcggcggcggcgtggttgattacggtactatccgcctcgccacactttccgcaaccgatgtaaaccaactgggtactaaagatgtctctctgagtatctcttgtccgtctgcaaccaaagcagcatgga- STM4574 100 STM4575 64.706 STM4574 100
364470 atgacacaggctaacctcagcgaaaccctgttcaaaccccgctttaaacatactgaaacgtctacccttgtccgtcggttcaatcgtgggtcgcagccgcccatgcaatccgcgctggacggtaagaacgtcccgcactggtatcgcatgataaaccgcctgatgtggatttggcgcggcgttgacccacgagaaatccttgatgtgcaggcgcgcattgtgatgagcgacgcagagcgaacggatgatgattta+ STM0318 100 STM1187 67 STM0318 100

5020 atgaaactctataatctgaaagaccataatgagcaggtcagctttgcgcaggccgtcacgcaaggactgggcaaacagcagggacttttttttccgcacgatctgccggagtttagcctgacggaaattgatgagatgctcaaccaggactttgtcagccgtagcgcaaagatcctctcggcatttattggcgatgaaataccgcagcaaattctggaagagcgcgtccgcgcggcgtttgcgttcccggcaccg+ STM0004 100 STM1802 63.107 STM0004 99.76
1562342 gtggggttgaatgaaaaccaaatcgagggtatcaaaatgaaaaaagtattagctctggttgttgccgctgcaatgggtctctcttccgcagcattcgcggctgagactgcaacgcctgcgaaaaccgcagcgcctgccaaaacaacccagaccacccagcaccacaaaaaacagcataagaaaaccgttgagcaaaaagcgcaggcggctaaaaagcaccagaaaaaaggtggtaaagcgccagccaaaaccacgt- STM1485 100 STM1432 48 STM1485 100
1515023 gtggccgagcagttggagttttttcctgtagcaagcccatgtcgcggtatctgccagtctgatgagcgtggcttttgtcggggctgtatgcgcagccgcgacgaacggtttaactggcaaaaaatgagcgatgtcgagaaacaaaatgtactgcggctttgtcgccagcgtttcttgcgtaaaatacgcgcaaataagcctctcccatcggaagatcctcaacaaccttcactcttttaa+ STM1438 100 STM1641 59 STM1438 63.49

34368 atgcggccaataaaaaatgctaaaaaaattgactacaatctgatcaaagtgttcgatacggttattactgaaggaaatgcaaccagggcggcgaggaaactggatgtcacgcctgcggcgatctctcaggctcttcttcgtttacaaaatctttatggcgaagagttatttatcagaacccgcaaaggattagttccgtccagcaaaggtaaatcgcttcaccaggtatttcgccaggcaattgaatctatagaa+ STM0030 100 STM1204 64.486 STM0030 100
74838 atgcatgaagcacaaatccgcgtcgccattgccggcgccggtggccgcatgggacggcagttaatccaggccgccatggcgatggaaggtgttcagctgggtgccgcgctggagcgcgaaggctcttccttgctgggcagcgatgctggcgaactggcaggggcgggaaagtccggcgtgatcgttcaaagcagccttgaggcggtaaaagatgattttgacgttttcatcgattttacccgtccggaaggcacgt+ STM0064 100 STM2918 61.386 STM0064 100
34816 atgactatttatttaattaacagcacgcacacttacaatgataagaccaatgagctaaaaaagataaaaacgggaaagatgataaaaattgccgcaatgcgcataaagtgtctggaatatatgctgaatcatgcacaacaagagattatttataaaaaacaactcactaatgaactttggggggaaagaagtcaatttatcagcgacgccaacctgacccagatattatatctactgcggcgcgaccttaaaggct- STM0031 100 STM0029 67 STM0031 100
39534 atgaaaaataagaaatatattaatagtctactcgccgcatgtgttcttttctcttgctttaatggccaggcagcggaattgaaacgcgtatacggtaaacttagcttcggatatggcgactggaataaaggctttgtcaatgtcgatcgcggcgaagtgtggaaagcggtagccgatttcggcgccgtgtttgacaggggcgaatttgcatcattttatgaaatgaacgtgctcaaccatccggtagaaggccgta- STM0034 100 STM2423 66 STM0034 100

1246380 atgcgtcgtctctttcattttctgatgaataatattcgcgaacatttcatgctttacgttattctttggtcgctgctggcggtgatggatattgtttatctccttttcttctga- STM1159 100 STM0816 52.941 STM1159 100
2622272 gtggacgtacttctaatgagagatattgagaaagaaattatcgattttatcgatcaggaatataacactaaaaagtactttctctgtgggccaaagcgaatcatcacgcttgataccagtattagggatgatcttaaactcgtttttgaagatagtgaagaacttctacaaaagtacttcaagcgttggaatgtagattcagaaggatttgacatactcaactatctgaatccagagtactttggaagtaaagagc+ STM2508 100 STM2011 57.282 STM2508 100
3439538 atgctaattcgagtagaaattcctattgatgcgcctggtattgatgcgctgttacgccgttcattcgaaagcgatgcggaagcgaagctggttcacgatttgcgtgaagatggttttctgacgctcggactggtggccacggatgatgaaggtcaggtggtgggctatgtcgcctttagcccggttgatgtgcagggcgaagatttacagtgggtcggcatggcgccgctggcggtcgatgaaaagtatcgcgggc- STM3272 100 STM0571 63.107 STM3272 100
3398430 atgattctctccagcgataacaatgatgcgccaaaccgcgtcattgctcatgaaaatagcagcagccgccgaatcggccccctggagaataaaatgaaaaaattagaagatgttggtgtactgatagcgcgtattttaatgccagttctgtttattaccgcaggatggggaaaaattagcggctatgcgggcacacagcagtatatggaagcgatgggcgtaccaggattcctgctgccgctcaccatactgcttg+ STM3232 100 STM3616 61 STM3232 100
969841 atgaacacagatctgaagcaaaacttaatcgctctcctggaagagcaattcatccgctccgatgacaaagttgttttcgattatgtgatgcagaaaaaaatcaagtctcagggataccacctgcaacgcaatttcagcatcagcattagcggtggtcgtaaaggctttattgattgcctggttgcatcacctgacggccaacagtgtgccatcgaagttgacaaacgcacacctcgcagccgctcgctgttgaaac+ STM0899 100 STM0899 58.095 STM0899 100

1074667 atggatcatcgtctgcttgaaatcatcgcctgcccggtatgtaacggcaaactctggtataaccaggaacagcaagaattaatttgcaaactggacaatctcgctttcccgttacgcgacggcattcctgtattgctggaaaatgaagctcgcgccctgacatctgatgagagtaaatcatga+ STM0987 100 STM2223 53.398 STM0987 100
992115 atggagacatttcactggaaaatacgcccggatatgacaatggaggccgaaccgcaggtcattgctgtgaagatgggggacggatatgagcagcgtcgcccggcaggcctcaatagcaacctggcgaaatacaatgtgaccataaaagtgcgcaaaggcgagcatcagcggctggatgctttcctctcccggcatggcgcggtgaagtctttcctttggacgccaccgtatacctggacgcaaatccgggtggtga+ STM0919 100 STM2593 77 STM0919 100
822020 atggatttttttagtacgcacaacatactgattcatattccgattggcgctggcgggtacgatctctcgtggatcgaagcggtaggaaccatcgccggcctgctctgtatttggcttgccagtctggagaagatcagcaactacttttttggactggttaacgttaccctgtttgcgattattttctttcagatccagctttatgccagcctgttgctgcaactctttttctttgccgccaatatttatggctggt+ STM0757 100 STM3911 65 STM0757 100

P45996 gtgatgtcgaatgagagaagaaaaactattggcagacagttaaatacccaggcgtcaatggttgagatgactgacacccaaagaagtcaggtatttaccctaaaaaccggcaggaagataacgttcaggtttgttcgggtacctgcatcggacgttgaaagtaagacattcgtaaaccaggaaaccaacggaagagatcaacttgctctgaccagggagtccctgaaatctattatccagacgattaagtttcag+ PSLT053 100 STM4323 72.549 PSLT053 100
P82669 gtgaacgaagtctatgtcattgccggcggagaatggctgagtaataacctgaacgccattgcggccttcatgagcacccggacgtgggactccattgagaaaattgcgctgaccctgtccgttctcgcggtgtccgttatgtgggtacagcgacataacgtgatggatctgctgggctgggtggcggtgtttgtgctgatatcacttctggtgaccatacggacatcagtacagataattgataacagcgacctg+ PSLT101 100 STM4163 75 PSLT101 100
P54192 tgtcgcaacgtcaacggcaggcttgctgcgaccgttccggtcacgccgcccctggcgcgccgtttcctgcgcttttcgcaccccggcggtaaggctgccgggctgtaaggcgcaacgccgtttcgcgtgccgcgtcccgacgttgcggcgggttcctgctcatctccgcttctggtgccgttacccgtttaagtccctgtcgccgggggctgatacagccacaacccgccgcactggctgtccaaggtgaaatgaa+ PSLT065 100 STM2948 62.745 PSLT065 100
P62998 atgagcgctattttaagtgttcagggtgcttctgcgcccgttaaaaagaaatcgtttctgtctacgttcacacgtctgaacctgctgaaacttgcccgcgcagtgatcccggcggcagtactgatattctttttcccgcaactggcaatggctgccggcggttcgcaggacctgatggccagcggtaacggtacggtcaaggcgacatttggtaaggattccagcgccgtcaagtgggttattctcgcggaagtgc+ PSLT077 100 PSLT077 100
P13341 gtgtcatttcatcaccgggtatttaaactgtcggcgctgagtctcgccttattttctcacctatcttttgccagcactgactcagagctgaacctggatttcctgcagggaatgagcgccattccctccgtattaaaatccggctcggattttccggccggacagtattatgtcgacgtcattgttaaccaggaaaacgtgggtaaagcccgtttgtccattacgccacaggaagaatcagcaaatgccctgtgc- PSLT017 100 STM3028 64 PSLT017 100
P09423 atgttaaaattactaattgcttcagtcatcatcatggggggaacggtcatcacttaccctgctcatgcaaaaaccacaactgtatccacatatagtcaaggaatctaccaataccaaatgcaggcaagtaactttatgattaagtcagaccaagcagccctttctatggtaacaatgacttcattcagtcagtgcaacgtacaaattatatcgcgtacctgtaatggaacagctatggttatagcacccgatggaa- PSLT014 100 STM2102 61.165 PSLT014 100
P50166 atgtcccgtttaatcctggggaactgtgtcgatattatgtccggctttccggagcgcgccgtcgatttcattctgaccgacccgccttaccttgtcggattccgtgaccgttccggccgcagtattgccggtgacagaaccgacgagtggctgcaacccgcctgtaaccagatgtaccgcgtactcaaaaaagatgcgctgctggtcagtttctacggctggaaccgcgtggaccgtttcatggcggcctggaaaa+ PSLT059 100 STM3681 61.905 PSLT059 100

2016417 atgtttaaccgtatccgcgttgtcacaatgctgatgatggtgctgggggttttcgcactgctacagcttgtttccggtggtttgctgttttcttcattacagcataaccagcaaggttttgttatttctaacgaattacgtcagcaacaaagcgaactcacgtcgacatgggacttaatgctgcaaacgcgcattaacctgagccgctccgccgcacgcatgatgatggacgcttctaaccagcagagcagcgcc- STM1919 100 STM3577 62.745 STM1919 100
STM0038 100 STM0032 76 STM0038 100
STM0101 100 STM3677 77 STM0101 100
STM0234 100 STM2559 79 STM0234 100

336645 atgtatgaagcagcccgtgtggatgatcctatctaccacaccagcgcgctcgccgggtttcttatcggcgctatcatcggcatcgccattatcgcgcttgccgcctttgccttctttagctgcggttttcttgccgggctgattctgggttttatggccgatcaaatagcctccggggtattgcaactgggcgaggccatcgggcgctccatccaccacacggcaggaaaaatcctcaccggttcggagaatgtc+ STM0291 100 STM0291 100
STM0973 100 STM3241 79 STM0973 100
STM1005 100 STM0893 75 STM1005 100
STM1032 100 STM0911 79 STM1032 100
STM1038 100 STM0916 75 STM1038 100
STM3391 100 STM0475 80 STM3391 100

STM4467 58 STM2953 49.505 STM4467 38.43
STM3923 100 STM2095 77 STM2095 61.5
STM4426 60.396 STM3029 39.604 STM4426 23.19
STM2702 87 STM2772 76 STM2702 72.1
STM0481 47.573 STM0481 4.34
STM1515 100 STM3176 62 STM1515 88.83
STM2630 58.824 STM1670 50.485 STM2630 47.99
STM3136 60 STM2514 44.554 STM3136 10.76
STM2492 99 STM3247 79 STM3247 61.96
STM3640 61.538 STM0543 60.577 STM3640 33.6
STM1021 40.566 STM2619 40.566 STM1021 15.63

STM2767 61.765 STM2238 60.952 STM4040 38.71



STM0747 61.538 STM4517 61.321 STM4517 21.13
STM2702 87 STM2772 76 STM2702 71.22
STM2746 62.376 STM0272 61.765 STM0272 12.79
STM0296 83 STM0395 51.923 STM0296 50.14
STM0437 64 STM0045 59.804 STM0437 31.84
STM0598 64.423 STM0927 61.682 STM2586 32.23
STM4491 59 STM4491 6.45
STM1194 61 STM3104 60 STM1194 11.73
STM4280 64.706 STM4399 61.538 STM4392 11.74
STM4004 61.321 STM2490 59.223 STM4004 9.75
STM0926 63.366 STM4539 62.857 STM4539 3

STM4284 58.252 STM4284 10.52
STM3172 65.385 STM1009 61.321 STM3172 16.65

STM4287 62.264 STM2754 56.19 STM4287 15.05

3038376 atgcaacatttggatatcgctgaattagttcgttccgcactggaagtaagtggttgcgatccttcattaattggaggaatagatagccattcaacaattgttctggatttatttgcattgccaagtatctgtatcagcgtcaaggacgatgatgtatggatctgggcgcaattgggtgctgacagcatggtggtattacaacagcgggcttatgaaatcttaatgaccataatggaaggatgccattttgcccgcg- STM2895 100 STM2895 100
546685 atgcgtattattctgcttggcgctccgggcgcgggtaaaggaactcaggctcagttcatcatggagaaatatggtattccgcaaatctccactggcgatatgctgcgcgccgcagtgaaatcaggctccgagttgggcaaacaggcgaaagatatcatggacgccggtaaactggtgaccgatgaactggtgattgcgctggttaaagagcgtatcgcccaggaagactgccgtaacggttttctgctggacggtt+ STM0488 100 STM2224 61 STM0488 100

2106724 atgttgagcgtaattggtattggccccggttcgcaggcaatgatgacgatggaggcgattgaggcgcttcaggcggcggaaatcgtcgtcggttataaaacctacacccacctggtgaaagcctttaccggcgataagcaggtgatcaaaaccgggatgtgcagagagattgaacgctgccaggcggcgattgagctggcgcaggccgggcataacgtggcgctgattagcagcggcgacgccggtatttacggca- STM2027 100 STM2128 67 STM2027 100
3989042 atgctttcgtttttaaaagccccggccaacgcgccgctcatcaccgataagcacgaggttgacgcccgctatcgctactggcggcggcatatcctgatcaccatttggttgggttacgcgctgttctatttcacccgtaaaagctttaacgccgccgcgccggaaatccttgccagcggcattctgacccgcagcgatatcggcctgctggcgacgctgttttacatcacctacggggtgtcgaaatttgtctcc- STM3788 100 STM2198 68.317 STM3788 100

70869 atgagaccacgtcgcagtatgttgtttatccccggcgcaaatgcggccatgttgagcacctcgtttgtctacggtgcggacgcggtgatgttcgacttagaagacgccgtagcgttacgtgagaaagataccgcccgtcttttagtccatcacgcgcttcaacatccgttctatcaggatgttgaaaaagtggtgcgcattaatccactgaacacgccgtttggtctggccgatcttgaagccgtcgtgcgtggtg+ STM0060 100 STM0622 79 STM0060 100
103484 atgaataatcgagtccatcagggccatttagcccgtaaacgcttcgggcaaaactttctcaacgatcggtttgtgatcgacagtattgtttctgctattaatccgcaaaaaggccaggcgatggttgaaatcggccccggtctggcggcgctgacggagccggtcggcgaacgactggataagctcacggtcattgaacttgaccgcgatctggcggcgcgtttgcaaacccatccgtttttagggccgaagctga- STM0090 100 STM0090 100
273030 atgtctgaaccacgtttcgttcacctgcgggtgcacagcgactactctatgatcgatgggctggcgaagaccgggccgctggtgaaaaaggcggcctcattaggtatgcctgcgctggcgatcaccgattttaccaacctctgcggtctggtgaagttctacggagcgggtcatggcgcgggcattaaacccatcgtcggggcggactttaacgttcacaacgaactgctgggagatgagctgactcatctgacg+ STM0231 100 STM3263 75 STM0231 100

3474837 atggaaagcaagcttattgactggcatccggccgatatcattgccggactacgtaaaaaagggacttcaatggccgctgagtcacgtcggaatggattgagttcatccacgctggccaatgcattaacgcgcccatggccgaaaggagagttgattatcgcgaaagcattgggaacggaaccctgggttatttggccatcgcgttatcacgatccgcgcacgcatgagtttatcgacagaacgcggcttatgagag+ STM3306 100 STM2749 64 STM3306 100
3512798 atggctgaaaatcaatactacggcactggtcgccgcaaaagttccgcagctcgcgtgttcatcaaaccgggcaacggtaaaatcgttatcaaccaacgttctctggaacagtacttcggtcgtgaaactgcccgcatggtagttcgtcagccgctggaactggtcgacatggttgagaaactggatctgtacatcactgttaaaggtggtggtatctctggtcaggctggtgcgatccgtcacggtatcacccgcg- STM3344 100 STM0844 59.259 STM3344 100
3549102 atgaaaaagatacgtccattaacagaagccgatgtgactgcggaatcggctttttttatgcagcgccgacaggtgctaaaagcattaggcatcagcgcggccgccttatccttaccctcaacggcgcaggccgatctcttcagttggtttaaaggcaacgatcgtccgaaagcgcctgccggtaaaccgcttgagtttagtcagcctgccgcctggcgaagcgatttagcgttaacgccggaagataaggtgacg+ STM3377 100 STM4489 61.905 STM3377 99.7
702020 atgacggataatccgaacaaaaaaaccttctgggataaaattcatatcgatcccacgatgctactcattctgctggcgttactggtttatagcgcgttggtcatctggagcgccagcggccaggacatcggcatgatggagcgtaaaatcggtcagattgcgatggggctggtggtcatggtggtgatggcgcagatcccgccgcgcgtgtatgaaggctgggcgccctatctctatatcatttgtatcattttg- STM0639 100 STM0127 64.078 STM0639 100
727335 atgattaccctgaaaaatgtttcaaaatggtatggtcactttcaggtgctgaccgattgttcaacagaagtgaaaaaaggtgaggtggtagtagtctgcgggccatcgggttccggtaaatccacgctaattaagaccgtcaacggtctggaaccagtgcaaaaaggcgaaattaccgttaacggcattattgtgaacgacaaaaaaaccgatctggcgaaactgcgttcccgcgtgggcatggtattccagcact- STM0662 100 STM0891 75 STM0662 100
200610 atggcagaaaataacgcacgatcgccacgattactcgtgacgctgacggccctctttgcagcactttgtgggctgtatcttcttatcggaggtgtctggctggttgctattggcggttcctggtactaccccatcgcgggcctcgtgatgctggttgtggccggattgctatggcgcagtaaacgtgccgcactgtggctgtatgccgccctgctgctggcgacaatgatttggggcgtgtgggaagtcgggttc- STM0169 100 PSLT039 56.731 STM0169 100
218281 atgtctgagccaaaacggctgttttttgcgattgacttacccgacgacgcgcgcgcgcaaattatcgcctggcgcgccgcccattttgcgtctgaagacggacgccccgtggcagcggcgaacctgcacctgacgctggcctttttaggcgacgtcagtagcgataagcagcgcgcgcttgcgcaactggccggacgaattcgacagccgggctttacgctacatctggatgacgccggtcagtggctgcgttcgc- STM0188 100 STM4347 62.376 STM0188 100
264793 atggcgatgaaaaagttgctcatagcgtcgctgctgttcagcagcgccaccgtatacggtgctgaagggttcgtagtgaaggacattcatttcgaaggcctgcagcgagtcgccgttggtgcggctctcctcagtatgccggtgcgcacaggcgacacggttaatgatgaagatatcagtaacaccattcgcgctctgttcgccaccggcaactttgaggacgtccgcgtcctgcgcgatggtaatacccttctg+ STM0224 100 STM0224 100

1587535 atgcaaaacaggcttttatcggcaaaggcgacgcttcctgattacgatcgcgcggcgctggcggcgcggatggtccatctcggttttggcgcgtttcatcgcgcgcatcagggggtttacacagatattctggctgcggagcagcatagcgactggggctattatgaggttaatcttattggcggcgaacagcagattgccgatctaaagcagcaggataacctctataccgtggcggagatgtcggcggaagcc+ STM1508 100 STM3136 80 STM1508 100
1616424 atgatgaaaaaaagtaaagcaatgttatttatcgctccggcgctgttttcatacgccctggcggcacaggcctgcacgacccttgctattcaggataaacaaggcgatatttttcatgggcgtacgctggaatatatgcaggatttaccctcatggttaacgtattacccggcgggaacacagtttgataaaaaaacgccggatggcagccaggggataagctatcaggcgaagtatccgatactggccattact+ STM1540 100 STM0814 58.252 STM1540 100
4033944 atgactctcaataaaaccgatcgcatcgttatcacgctgggcaaacagattgtcagcggtaaatacgtacccggttcggcgctgccagcggaagcggatctgtgcgaggagtttgaaacgtcgcgcaacatcattcgcgaagtgtttcgctcgcttatggcgaagcggctaattgaaatgaagcgttatcgcggcgcgtttatcgcaccgcgtaaccagtggaattatctcgataccgacgtgctgcaatgggtgc- STM3830 100 STM3592 63.462 STM3830 100
3738082 atgaataggcgcgacgcgattaaccaaatcaggcagttcggcggacggctggatcgactgcgtaagtctcgcggcggaacaggcggcgggcgcaacgcgccaggacgccagaagccgacgccgaaaccgaactcacgtaaaacgaacgtctttaatgagcaggtgcgctatgcctggcacggcgcgctgcaagatctgaaaagcaaaccgctggcgacgtttctgacggtgatggtgatcgccatctccctgacg- STM3569 100 STM0192 90.099 STM3569 100
4813796 atgatgaagtgggactggattttctttgatgccgatgaaacgctgtttacgtttgattctttcaccggcttacagcggatgttccttgactatagcgtcacctttaccgctgaggatttccaggattaccaggccgtgaataagccgctatgggtggattatcagaacggcgcgattacctcattacaattgcagcacgcgcgctttcaaagttgggctgaacggctaaacgttgcgccggggctgctgaatgacg+ STM4559 100 STM0196 56.19 STM4559 100
298087 atgcctctcgctttatttgcactgacaataagtgctttcgctatcggtacgactgagtttgtgattgtcggcctggtgccgaccattgctcaacaactggctatctcgttaccttccgccggaatgctggtttcaatctatgcgctgggtgtggctattggcgcgccggtgctaaccgcgctgaccggacgcctgccgcgtaaacagttactggtcgcgctgatggtcttgtttacggcggggaatttgctggca+ STM0257 100 STM1522 74.757 STM0257 100
355041 atgatgattttgagtattatcgctacggttgttctgctcggcgcattgttctatcaccgcgtgagtttatttctcagcagcctgattctgctcgcctggaccgccgcacttggcgtcgctggcctgtggtccatctggctgttggttcctctggccattatcctcgtgccgtttaacctcacaccgatgcgaaaatcaatgatttccgcaccggtgttccgcggcttccgtaaggtcatgccgccgatgtcgcgc- STM0309 100 STM3920 66 STM0309 100
376629 atgagtacactgattgaatgcggcgcctctccgtttattccggggtttgcgctcaaggatgttcgtctggaaaatggtctgacggtaagagtggctatcggaggcagcggttcacctttggtactgctacatgggcatccgcagaatcatacaacatggcggaaagtcgcaccgacattggcgcaaaatcatacagtcattttgccggatttgcgtggctatggcgacagcgataaaccaacgagcgatccggcg+ STM0332 100 STM0332 100

1160255 ttgaccattacgaaacttgcatggcgtgatctggttccggatagcgaaagctatcaggagatatttgcacagccacacgcgactgacgaaaacgacaccttactcagtgatactcagccacgactgcaatttgcgcttgagcaacttatacagccgtgggcatcatcctcttttatgctgactaaagcgcctgaagagcaagagtatctcactttactttcagatgccgtccgcgctctgcaaaccgatgccgga- STM1068 100 STM1383 60.577 STM1068 100
2863042 atgaaaaagaaaacccgctttgcctttaacgcttacctgcagcagttggcgcgcctgaacagtgtggaggttgaagaactctccagcaagtttaccgtggagccgtccgtgcagcagacgctggaagaccagatccagcagtccgccgctttcctgacgctgattaacatcacgccggtcactgaacagtcaggacagttgctggggctgggcgttggcagcaccattgccggaaccaccgataccaccaccaaa- STM2720 100 STM2720 100
339275 atgctgcgttttgtgaagcccggagacatattttgttttaaattagatgaagatagatattgttttgggcgaattataacactaatgactgtcggacatctttctgaattatttgatataattaaaaaaccccctggaataacagagttagaaattagtaatgcaaggcgaattattgaaccaattatagtggatacatattctttatttgataagaaattagaaaatggaagtgactggagaattattggtcatc+ STM0294 100 STM1672 61.905 STM0294 100

2910980 atgacaaaaccagcattaaccaccaaaaagccacgcaagcagcacacgcctgaatttcgtcaggaagccctgaaactggctaagcgcattggtgttgccgctgcagcccgtgagctcagcctgtataaatcacagctccacaactggcgaagcaaacagcaaaatcagctctcttcttctgaacgcgagcaggagatgtccgctgagatcgcccgtctgaaacgtcaactggcagaacgggatgaggaactggcca+ STM2768 100 STM4367 62.136 STM2768 100
1165845 atgttaagtccgttgattcgccgttatacctggaacagtacctggctgtattacatccgcatttttatcgctctgtgcggcaccaccgccctgccctggtggctgggcgacgtcaaacttaccatcccgctcacgctcggtatggttgccgcggcgctaaccgatctcgacgatcgccttgccggacgcttgcgtaatttaatcattaccttaatttgcttttttatcgcgtcggcttctgtggagctgctcttt- STM1073 100 STM2578 62.857 STM1073 100
1205819 atggcaaagattctggtgctctattattccatgtacggacacattgaaaccatggcgcacgcggtggcggaaggggcaaagaaagtcgacggcgcagaggtcattataaagcgtgtgccagaaacaatgccgcctgaaatcttcgcaaaagctggcggtaaaacgcaaaacgcaccggttgccaccccacaggagctggcggattacgatgccattatttttggtacgccaacccggtttggcaatatgtcaggcc- STM1119 100 STM0041 48.571 STM1119 100



1244808 atgccagtgttacacaaccgcatctctaatgacgagctgaaagccaaaatgctggcggaaagcgagccgcgtacgacaatttctttttataaatatttcactatcgcctctccgcaacagacgcgggacgcgttgtatcaggtgtttacggcgttggacgtttttggtcgcgtttacctggcgcatgaaggcatcaatgcgcaaatcagcgtgccgcaaagcaagctcgagacgtttcgtcaacagctttatacg+ STM1156 100 STM1766 65.094 STM1156 100
4202780 gtgaatctggatgaagtaataaccggcgtggtgctggcaggcggtaaagccaggcggatgggaggtgcggataaaggtctgcttgaactgggcgggaaaccgctctggcgacacgttgccgacgcgctcgcgccacaacttgctacggtcgtcattagtgctaatcgccatctggatatctaccaggccagcggcctgaaagtcattccggattcaattgctgactttcccggtccgctggcgggtatgctttccg- STM3994 100 STM4256 72 STM3994 100
1192216 atgccgcactttattgctgaatgtactgaaaatattcgcgagcaggctgatttacccggcctgttcagcaaggtaaacgaggcgctggccgccagcgggattttccccatcggcggtatccgcagtcgcgcccactggctggatacctggcagatggctgacggtaagcatgattacgcgtttgtgcatatgacgctgaaaatcggcgccgggcgcagcctggagagccgtcaggaagttggcgaaatgctgtttg+ STM1104 100 STM3239 61.165 STM1104 100
1227986 gtgtgcgtgatctcattaatgtgccgcttttctgttatgatgcgcgccatgaacatacttctttctattgctatcacgacgggcatcctttctggaatatggggatggggggctgtctccctggggttactaagctgggccggttttttaggctgtacggcttatttcgcctgtccgcagggcggctttaagggattgttgatttccgcctgtacgctgttaagcggtatggtgtgggcgctggtcattattcacg+ STM1138 100 STM1138 100
1280349 atgagcactatcgaagaacgcgttaagaaaattatcggcgaacagctgggcgttaagcaggaagaagtaaccaacaatgcttctttcgttgaagacctgggcgcagattctcttgacaccgttgagctggtaatggctctggaagaagagtttgatactgagattccggacgaagaagctgagaaaatcaccaccgttcaggctgccattgattacatcaacggccaccaggcgtaa+ STM1196 100 STM0920 58.559 STM1196 100
1302341 atgcctgaaaaacaacgttacacgctgccgacaaaagcgggcgatcagcgccagttgggcgaacttaccggtgccgcctgcgctacgctggtggcggagatagccgaacgccatgccggtccggtggtactcatagcgcctgacatgcaaaatgctctgcgattgcatgatgaaatccgccagtttaccgatcagatggtgatgaacctggcggactgggaaacgctaccgtatgacagcttctccccgcatcag- STM1216 100 STM0788 74.51 STM1216 100
3708281 atgtccagtcgtatcgatagagacgtgattaatgcgctaattgcaggacattttgcggaccctttttccgtactcggaatgcaccagacccaagccggactagaagtccgcgccctcttacctgacgccaccgacgtatgggtgattgagcccaaaaccggacgtaaagtcggcaaactggaatgtctcgacgctcgcggttttttctgcggcgttttaccccgacgtaaaaatttctttcgctatcagctcgcc- STM3538 100 STM4465 66.038 STM3538 100
1237953 atgatgaaaatgcgttggttgggcgcagctattatgttaacgctctacgcatcatcgagctgggcgttcagcattgatgacgtggcaaaacaagctcaatctttagccgggaaaggctatgaggcgcctaaaagcaacttgccctccgttttccgcgacatgaaatatgcggattatcagcagatccagtttaacagcgataaagcctactggaacaacttaaagaccccttttaagctcgaattttaccatcag+ STM1150 100 STM1622 70.874 STM1150 100
3652319 atgagcaccattctgatttttatagctgctttgctggcctgctctctactggcaatatggcggttccgggtaaagtccagacgagggagcttaccgtggatcagcgcctttcaggacgcgcaaacgcgtaaactgttgcccgaagagcgcagcgcggtagaaaactatctcgataaccttagccagatccagcaagttccggggccgacaggcgccagtgctgcgcccatctcgctgacgctgaacgcggaaagc+ STM3495 100 STM4401 64.423 STM3495 100
3682580 atgatgaattacgaattaatgaccacccagaacgcaccggtaaaaatgtggaccaaaggcgtaccggtagaagacgatgcccgtcagcagctgatcaatacggcgaaaatgccgtttattttcaaacatattgccgttatgccggatgtgcatttggggaaaggatcgaccatcggtagcgtgatcccgacgaaaggggcgattattccggcggcggtgggcgtggatatcggttgtggaatgaacgcgctgcgt- STM3519 100 STM0314 62.136 STM3519 99.92
1359778 atgaatttgcatcataaagcgctcaggcactttatctcggcaagcgtcatcgttttgacatcgtccttcctgatttacgaacttattgccagcgacagggcaatgaatgcctatatgcgttatatcatggagagagccgattcgtcgtttttgtacgataagtaccagaatcagagcatcgccgcacatttgatgcgaacttttgaagcgccgggagaccccgtcaccgcagaaaaacaccgcgcgttttgcgac- STM1283 100 STM2672 83 STM1283 100
4222097 atgaataacaatgatatttatcgtcagtatatgtacagttatccgcataagacggcttatcgggagctggagaacgtcagctttagcgaagtaaaaccgcgcatttacgagcacgacacacatctgtatgttcatatgcccttttgtcaaagtcgctgcgggttctgtaatttatttacctgcactggcgcagataatacgttcattgatagctatatcgacgcgattattacccagggccgacaaatggcgctg- STM4012 100 STM4012 100
4296716 atgagtcaaacatcaaccttaaaaggccagtgcattgctgaattcctcggtaccgggttgttgatttttttcggtgtgggttgtgtcgctgcgcttaaagttgccggagctacttttggacagtgggaaatcagcgtcatctggggtctgggggtagcgatggctatctacctgacggcaggtgtttctggcgcacacctgaacccggcagtgaccatcgcactctggctatttgcctgtttcgacaaacgtaaag- STM4087 100 STM2037 79 STM4087 100
4418646 atgattattgtttctgtgctcagacaaagcaaagacttcaccacaaaacatgctcaatggttacataagcagctcaaaggttatgattctgtttgtttaacagatgcgctaaagataaaaggggtaaatacagcgcctcttttgtatgattggccaggatggtgggcaaaactagaacttttcaatccactgcatcctgttcttggtaatgaggatattctctatattgatatagatagcgttattgtgggagata- STM4196 100 STM2782 62 STM4196 100
4433964 atggctggaaaaattcaaattaaccgtattaccaacgccaatatttatcttgatggtaataatcttttaggtcgcgcgagtgaaattaaactgcctgatatcagcatgattatgcaggagcataaagcgctggggatggtcggtaaaattgaactgcctgccggttttgacaaactggaaggtgaaattaaatggaactcgttttaccacgacgtcatgcgtaaaacggcaaatccgtggcaggcggtggcattgc- STM4212 100 STM1000 63 STM4212 100
4507495 atgtctacgccttcagcgcgtaccggcggttcactcgacgcctggtttaaaatttcacaacgcgggagcaccgttcgccaggaagtcgttgctggcttaaccacgtttctcgcgatggtttactccgtcatcgtggtgccagggatgctgggtaaagccgggttcccgcctgctgccgtctttgtagcgacctgcctggtcgcaggcgtcggctctattgttatggggctttgggcgaatctgccgctggctatc+ STM4268 100 STM3851 65 STM4268 100
4554309 gtgacgctaagccaggcgattacgctgccttttgctaccactgcccaggcgcaggataccccgataccgaaggatgccaacggcgaaaccgtcaggcacagcgcctgtctggtcaactgtggcagtcgatgcccgcttaaggttatcgtgaaaaatgatcgcattgtgcgtattgagccggaagacgcgaaagatgacgcggtattcggcgagcatcagattcgtccctgcctgcgcgggcgttccagtcgctgg+ STM4305 100 STM1498 77 STM4305 100
3081901 atgacaacgtttattcagctccatttactgaccgcttaccccgccgctaacctgaaccgtgatgataccggtgcgccaaaaaccgtggtgcttggcggagcaacacgtctgcgtatctcctctcagagcctgaaacgcgcctggcgtacatctgagttatttgaacaggcattagctggccatattggtattcgtactggtcgcattgctcgtgaggcggcgcaaatcctcgttgatagcggcattgacgccaaa- STM2941 100 STM3056 63.725 STM2941 100
960287 atgaacgaattttttcctttagcaagcgccgccgggatgaccgtcggccttgccgtctgtgcgctgatcattggcctcgcgttagccatgttctttgccgtctgggagtccgtaaaatggcgcccgattgcctggataggctccgcgctggtcactattttgcgcggcctgccggaaattctggtggtgctgtttatctatttcggctcctcgcaactcctgcttacgctgtctgacgggtttaccctccatctcg- STM0889 100 STM2353 68.932 STM0889 100

2531578 atgaaaatcaaaactcgcttcgcgcctagcccgacaggttatctgcacgtcggcggcgcgcgtactgctctttattcctggcttttcgcacgtcaccacggcggtgagttcgtgctgcgtattgaagacaccgatcttgagcgttccacgccggaagccattgaagccatcatggatggtatgaactggctgaacctggaatgggacgaaggcccatatttccagaccaaacgttttgatcgctataacgcggtg- STM2415 100 STM2272 63.725 STM2415 100
988653 gtgatgcaactggcgcgggagttccgccgtccggactggcggcggatgctgtcagaaatgaccgcgtcagagctgggcgagtgggcggatcacttcgtccgcttcagtttcagcgatgccctgctcgatgcggagtttgcgacgctgaaagcgctggtgaccgggctggtgacaggtgaagcgcaggatgcggacgattttcgtctgttaagtgcatctgaatctgctccggagaaaactgatgaagaactgatgc+ STM0917 100 STM2595 84 STM0917 100

1017518 atgattctcgaacgcgttgaaatagtaggatttcgcggtatcaaccgactgtcgttgatgctggagcaaaacaacgtgctgattggggaaaacgcctggggcaaatccagcctgctggatgcgctgactctgttattgtcgccagaactcgatctctaccattttgtccgtgaggatttctggtttccgcctggcgacataaaaggacgcgagcatcacctgcatattattctgacttttcgcgaaacgcagcca+ STM0939 100 STM2481 60.377 STM0939 100
1095072 atgcatgagcttattaaatatcagtttaatacacgtcggaaaaaatatggtacaggagcggccttaagtttgcttaacggaaatgttgggcatgaggtgttagcatttcataaaaaattacccaattatgccgtcacgccgttacataatctggcgcatctaagccagcggcttggactagggtccatccatattaaagatgagtcctggcgttttggcctgaatgcttttaaaggtctgggcggctcttatgct+ STM1002 100 STM3905 81.373 STM1002 100
4420439 atgactcaatatgcatattaccatccggcaacctttgaggttatagactggattgatacttcttcattaaacgtagtgttacctgactcagtaatttctatagatgatgagcagtggcgactaagagataaaaattgttgggtgtgccttaaccctcttgaatttattactacaccgccacccggaaaattttaccgattacagggaaacgagtgggtatatgacgaagcgttatttgtctcagcacttgaaagtg- STM4199 100 STM1009 59.615 STM4199 100
4326992 atgcccctgattgtggaatttacctgtgaactgccgaatggcgtacatgcgcgcccggcaagccacgtagaaacgctgtgtaataccttcacgtcgcaaattgagtggcacaacctgcgcaccgatcgcaaaggcagcgccaaaagcgcgctggcgctgattggcaccgacacgctggctggcgaccactgtcagctggtgatttccggtgccgatgaacaggttgcctgtcagcgtctgagtcaatggctgcgc- STM4110 100 STM2432 83 STM4110 100
4532472 atgctgaaaaggaaaaaaataaaaccgattacactgggcgatgtgaccatcattgatgatggtaaacttcgcaaagcgattaccgccgcctcgctgggcaacgcgatggagtggtttgattttggtgtttatggatttgttgcctacgcgttgggtaaagtctttttccccggcgccgatcccagcgtccagatgattgccgcgctggccacgttttccgttcccttcctgattcgtccgctcggcgggttattc+ STM4290 100 STM0212 90 STM4290 100
4580176 atggcgacttactatagcaacgattttcgttccggtcttaaaatcatgttggatggcgaaccttatgcggttgaatccagtgaattcgtgaaaccgggtaaaggccaggcgtttgcccgcgttaagctgcgccgtctgctgaccggcacgcgcgttgagaaaaccttcaaatcgaccgattccgcagaaggcgcggatgtagtcgatatgaacctgacttacctgtacaacgacggtgagttctggcatttcatga+ STM4334 100 STM2211 61 STM4334 100
2494537 atgaaaaaaaccgcgattgcgctgctggcatggtttgtcagtagcgccagcctggcggcgacgccgtggcagaaaataacccatcctgtccccggcgccgcccagtctatcggtagctttgccaacggatgcatcattggcgccgacacgttgccggtacagtccgataattatcaggtgatgcgcaccgatcagcgccgttatttcggccacccggatctggtcatgtttatccagcggttgagtcatcaggcgc- STM2383 100 STM0447 73 STM2383 100
2536708 atgaaaaaaattcttactctgacgctttcttctttactcattattcccgcactcacccatgcggaatttaaaggcgggttcgccgatatcggcctccattacctcgactggacatcagacaccacggaaaaaaccagtaaaaaatcccataaagatgattttgggtacctggaactggaaggcggagcgaattttagctggggagaaatgtacgggttcttcgactgggaaaatttttacaatggccgccacgcta+ STM2423 100 STM0034 66 STM2423 100
2586964 atgcgctaccgcgttattcttttttgtctgtttggcctgttgccggtccagctactgtgggctgcgccagcgcaacggactttttccgactggcaggtcacctgcaataaccaaaatttttgcgtagcgcgcaatactggcgaacatcatgggctggtgatgacattaagccgcagcgccggggcgcgtaccgatgcggtactgcgtatcgaccgcggcggtttggcgccgcccgacgctaaagaagccgcaatt- STM2476 100 STM2476 100
2621402 gtgagtcaggccaacagtatgcgaaaacgacatcgatttaacactcgcatgacccgtatcgtactgcttatcagttttctcttcttctttggacgtttcgtctactcttctatcggcgcctggcagcaccatcaggataaaaaagaagcgcaacagtcatcgctttctgtcaccacgccgggacaacgttaa+ STM2505 100 STM2506 100 STM2506 100
3021517 atgccacattttaatcctgttcctgtatcgaataaaaaattcgtctttgatgatttcatactcaacatggacggctccctgctacgctcagaaaagaaagtcaatattccgccaaaagaatatgccgttctggtcatcctgctcgaagccgccggcgagattgtgagtaaaaacaccttactggaccaggtatggggcgacgcggaagttaacgaagaatctcttacccgctgtatttatgccttacgacgtatt+ STM2876 100 STM0608 61.386 STM2876 100
4596144 atgaaaaaaaaacttattgtcatgctgttagccagcctctccgttcacgccgcttccgtttccgccagaacattacattttggcacctccgccacctatgcgccctatgagtttgtcgatgccgataataaaattgttggtttcgatattgatgtcgccaacgcggtctgcaaagagatgcaagcggagtgctcattcactaaccagagctttgatagtctgatccccagcctacgcttcaaaaagtttgatgcgg- STM4351 100 STM0887 73 STM4351 100
4631230 atgaccaaccgtctggcgttgtccggcaccgtgtgcagggccccccttcgaaaggtcagtccatcaggaattccgcattgccagttcgtgcttgagcatcgttctgtgcaagaggaagccggctttcaccggcaggcgtggtgccaaatgcccgttattgttagcggacacgaaaaccaggccattactcacagtataacggtcggcagccgcataaccgttcaggggtttatttcttgccacaaggcaaagaacg+ STM4392 100 STM1712 61.321 STM4392 100
2358904 atgaaactcagtcgtcgtagctttatgaaagctaacgccgttgcggccgctgcggcggctgccggtctgagcgtgccgggcgtcgcccgcgccgttgtcgggcagcaggaagccatcaaatgggataaagcgccgtgccgtttttgcggaacgggttgcggtgtgttggtgggaacgcagcagggccgtgtggtcgcctgccagggcgaccccgacgcgccggtcaaccgtggtctgaactgcattaaaggctac- STM2259 100 STM2752 69.307 STM2259 100
4727112 atgccattaataattattgcggcaggcgttgcgctgctgttggttttaatgattggctttaaagttaacggctttatcgcccttgttctggttgccgccgtggtgggatttgccgaagggatgggcgcgcaagacgtcctgcactccatacaaaacggaattggcggtactctgggcggactcgccatgatcctcggttttggcgcgatgctgggaagattaatttccgataccggcgccgcgcagcgcattgcg- STM4482 100 STM3512 75 STM4482 100
2447061 atggaaatgaccaacgcgcaacgtctgattttgtctaaccagtacaaaatgatgacgatgctcgatcccaccaacgccgagcgttaccgtcgcttacaaacaattattgaacgcggctacggcctgcagatgcgcgagctggatcgcgagtttggcgagctgacggaagagacctgtcgtaccatcatcgatattatggagatgtaccatgcgctgcacgtctcctggaccaacctcaaagatacgcaagccatcg- STM2335 100 STM3282 62.617 STM2335 100
2438290 atggtgaacaatatgaccgacttaaccgcgcaagacgctgcatggagtacccgcgatcatcttgatgatccggttatcggcgaactgcgcaaccgttttgggccggatgcctttaccgttcaggcgacccgcaccggtatccccgttgtttgggtcaagcgtgaacaactactggaggttggcgatttcttaaagaaactgccgaaaccttacgtcatgctgtttgacttacacggcatggatgaacgcctgcgt- STM2326 100 STM3241 64.078 STM2326 100
4794832 atgcgcaaagatgccctgcttgctttcctgatgaaccaaacggatttttttgatccggaaaatgtcagtgaggtgtttaccgcgcgctatctggcgcagcgttttaatatgcagcgcaataccgccagccattatctgaaccaactggtggcgcagggcgtgctctgcaaaatcaatacccgtcccgtctatttcctgcataagcaggcatttagccaacagttttttaccctttcgcgtaatgaatacgccagc+ STM4534 100 STM4005 75 STM4534 100
2043990 atgaaattagcactgctgggacgtcaggcactgatgggagtaatggctgtagcgctggtggcgggaatgagcgcgaagagctttgccgatgagggtttgctgaacaaagttaaagaacgcggcacgctgctggtagggctggaaggtacctatccgccgtttagctttcagggcgaagacggcaaattaaccggttttgaagtcgatttcgccgaggcgttggcaaaacatctgggcgttaaagcgtcgttgaagc- STM1954 100 STM0890 60 STM1954 100
3597850 atgaaaggtgatgttaaaatcataaattatctcaataaactattgggaaatgagcttgtcgcaattaatcagtattttcttcatgcccgtatgttcaaaaactgggggctgacccggcttaatgatgttgagtaccatgaatccattgatgagatgaaacacgctgataagtatattgagcgtattttatttctggaaggcataccgaacctacaggatctgggcaagctgggcatcggtgaagatgtcgaagaga- STM3443 100 STM0447 63.366 STM3443 100
1166310 atgcgtaccgttctgaatattttaaactttgtactgggcggctttgccactacgctggcctggctgctggcgacgctggtcagtattgtgcttatttttaccctgccgttgacccgctcctgctgggagataaccaaactgtccctgttcccttacggtaatgaagccattcacgttgacgaacttaatccggcggcaaaaagcgtattaatgaatactggcggtaccttgctgaatattttctggttactttttt- STM1074 100 STM1074 100
1308724 atgaaaaaatggtcacgccacctgctcgcggcgggcgccctggcgctgggtatgagtgccgctcatgcctccgacaacgacacgctctatttctataactggactgagtatgtgccgccgggcctgctggaacagttcactaaagagactggcattaaggtgatttattcgacctacgagtcgaacgaaaccatgtatgccaaactcaaaacctataaagatggcgcgtatgacctggttgttccttctacatac- STM1222 100 STM0877 65.347 STM1222 100
2578045 gtgaaaaaacttatcacagctaacgatattcgtgcggcccacgcccgcggcgaacaggcgatgtcggtagtgctgcgcgccagcattattaccccggaggctcgcgaagtggcggaactactgggcttcacgattaccgaatgcgacgagtccgttccggcatccacatcggcgcaggcgtgtaaaagcgaaagccagcgcattcgggaagccatcatcgcgcagctcccggaagggcagtttactgaaagcctgg- STM2468 100 STM4252 61.538 STM2468 100
1312046 atgaagaacacaagtaaattccagaatgtagtgattgtcactatcgtcggttggcttgtgttatttgtttttctgcccaacctgatgatcattggcaccagctttctgacccgtgacgacgccagtttcgtcaagatggtctttacgctggataactacgcgcgcctgctcgatccgctctattttgaagtgctcctgcactctctgaatatggcgctgatcgccaccctctcctgcctggtgctgggctatcctt- STM1225 100 STM0879 67 STM1225 100
1408077 gtgaacaaatacagctattgcgcaacgatgattgccgccatactcagtacgaccacaatggccaatgccagtagccttgctatttcagtggcgaatgatgatgcaggtatatttcaaccatccttaaatgccctttatgggcacccggctgcagaccggggtgattatactgccgggctctttttaggctacagccacgatctcactgacgccagtcaactctcttttcatatcgcgcaagatatttattctcca- STM1328 100 STM0850 50.495 STM1328 100
4615573 atgggaattttaaaaagtttgttcacgttaggtaaatcattcgttgctcaggcagaggaagccattgatgaagcacagggtgtacgtatgctggagcagcatattcgcgacgcaaaagccgagctggataaagcgggtaaatccagagtggatttattggcgcgggtgaagctaagccatgacaagctgaatgatttacgtgagcgtaaagccagccttgaaacacgggcgttggcggcaatgagtaagaatgtcg+ STM4371 100 PSLT016 62.376 STM4371 100
4643058 atgaccttacgtaaaattctggcgatgtcgtgtctgctactccccataatggcttgtgcgcataaccttgaagttaaccaacgggtgccgccggtaggcattgccgaccgtggcgaactgacgttgaataaagatgagtttagttataaaaactggaatagcgcgcagctggcgggaaaagtgcgcgtcctgctgcacattgcgggtcgaacgtcagcgaaggaaaaaaacgccacgctgattgaagcgattaaat- STM4405 100 STM0221 61.765 STM4405 100
4672356 atgccagctctcacacaacattccacatcgatcacgctgtttcgcatcagcgccgcgatgtttctcaactatctgactattggcatcccgttagtcatgctgccgctgtacgttcagcagcagttgcatctgagcgatctgttgatcggtatcgcggtaggcagccagtttatcgccaccttgcttacccggggcgccgcgggtcgaaaagccgacacgtcaggcggacgtcggacggttatcaccggtcagttc- STM4428 100 STM2372 75 STM4428 100
1232473 atgcatactttattgctccttgccgcactttcaaatcagattacgtttaccacgactcagcaaggcgatatttacacggtgatccctcaggtcacattaaacgaaccctgcgtctgtcaggtgcaaattctctctgtgcgcgacggcgtcgggggacaaagccatacacagcaaaaacaaacgctatctttacctgctaatcaaccgattgagttgtctcgtcttagtgtaaatatatcttcagaggactcggtta+ STM1145 100 STM3538 48 STM1145 100
1960421 atgcgcaaggtgtcgatatctatattattcatgctagtttcactgacttgggggactacatggttggccatgcgaattgccgttgaaactatccctccagtgtttgcaaccggaatgaggtttatgtttgcagcaccttttttaatcatcattgcatggttaagaaaaaaaacactgttgtttcctcccggacaacgattattccagtttgtgatatgcatcttttatttttgcattcctttctcactaatgatt+ STM1862 100 STM2986 66.99 STM1862 100
1847696 atgagcgaagcacttaaaattctgaacaacatccgtactcttcgtgcgcaggcaagagaatgtactctggaaacgcttgaagaaatgctggaaaaattagaagttgtcgttaatgagcgtcgtgaagaagaaagcgctgctgctgctgaagtggaagaacgcactcgtaaactgcaacagtatcgtgaaatgttaattgccgacggcattgacccgaatgaactgctgaatagcatggctgccgctaaatccggta+ STM1751 100 STM2799 68 STM1751 100



1258090 atgcaaacgttaaaacgaggattcgccgtggcggctttgctgttcagccccctgacaatggcgcaggacatcaacgcccagctgaccacgtggttttcccagcgtctggctggcttcagcgacgaggtggttgtcacgctccgttcatcgcccaatctgctaccgagctgcgaacagccagccttcagcatgacgggcagcgcgaagctgtggggcaacgtcaatgtggtggcgcgctgcgccaatgaaaaacgtt- STM1173 100 STM2513 61.538 STM1173 100
2168620 atgcttatatcattttgtattccaacttataatagaaaagaatatcttgaagagttgttgaatagtataaataatcaggaaaaatttaatttagatattgagatatgtatatcagataatgcctctactgatggtacagaggaaatgattgatgtttggaggaacaattataatttcccaataatatatcggcgtaatagcgttaaccttgggccagataggaattttcttgcttcagtatcccttgcgaatggg- STM2087 100 STM0724 60.952 STM2087 100
3997605 atggcaagttcgggcacaacatctacacctcagcgctttacgggcgcggaatttattgttcattttctggagcgccaggggattcgtatcgtcaccggcattcccggcggttcgatcctccccgtttacgacgcgttaagccaaagtacgcaaatccgtcatattctggcgcgccacgaacaaggcgcggggtttattgcgcaggggatggcgcggacggagggtaaacctgctgtttgtatggcctgtagcggg- STM3796 100 STM3901 74 STM3796 100
4074090 atggcaatgacttaccacctggatgtcgtcagcgcggagcaacaaatgttctccggtctggtcgagaaaatccaggttacgggtagcgaaggcgaactggggatttacccggggcacgcgccgctactcaccgccattaagcctggtatgattcgcatcgttaagcagcacggtcatgaagagtttatctatctgtccggcggcattctggaagtgcagcctggcagcgtgaccgttctggcggataccgcgattc- STM3864 100 STM2406 60.55 STM3864 100
2782050 atgatgacaactcctgaactgtcctgtgatgtgttaattatcggcagcggcgcggccggactctcgctggcgctgcgtctggctgaaaagcataaggttatcgtcctgagtaaagggccggtgagcgagggctccacgttttatgcgcagggcggtattgccgccgtgtttgatgaaaccgacagtattgcgtcgcatgtcgaagatacgctgattgccggcgccggaatttgcgatcgccacgcggtggagttt+ STM2641 100 STM0734 68 STM2641 100
285003 atgagcagctttcagtttgaacaaatcggcgttattcgctccccctataaagaaaaattcgccgttccgcgccagcctggtctggtcaaaagcgcctgcggcgaactgcatctgatagcgccttacaaccaggccgatgccgttcgcggcctggaagcgttcagccatttgtgggtgcttttcgtttttcatcagacgatggacggcggctggcggccgacagttcgtccgccccgtcttggcggtaacgccagaa- STM0243 100 STM2644 61.765 STM0243 100
109236 atgcagtactggggaaagataattggcgtcgccgtagccctgatgatgggcggcggcttttggggcgtggtcctgggtctgctggtgggccatatgttcgacaaagcccgcagccgaaaaatggcgtggtttgccaaccagcgggaacggcaggcgctgttttttgccaccacctttgaggtgatgggccacttaaccaaatcaaaaggacgggtgacggaagcggatattcatatcgccagtcagttgatggatc+ STM0094 100 STM4220 64.762 STM0094 100

2493713 atggacaatttttatgatctgtttatggtctccccgctgctgctggtggtgctgttttttgtcgccgtactggcaggatttatcgattctatcgccgggggcggagggctgctcactatccctgcgctgatggccgccgggatgtcgccggcaaacgcgctggcgaccaataaattacaggcgtgcggcggctccctctcgtcttcgctctattttattcgccgtaaagtggtaaacctggccgagcaaaagctca- STM2382 100 STM4269 71.287 STM2382 100
1423511 atgattgcttcacttgatgagctttaccattccgaactctttttccttcccgtcatggatgaaaacgctcggcttgttggtttagagattattgcaacgtttgccgctgaagacggcgccgtgcggatgccgactgagttggtagcgcctcgcctttcggtggaggaacaatactgtctgtttgttgaaaaactggcgttgttagaaacctgtcagcacttttttattcagcataaacttattgcatggcttaatt+ STM1344 100 STM0426 63.366 STM1344 100
1427433 atggataatgttgttgatcgccatgttttctatatttctgatggtaccgccatcaccgccgaggtcctgggtcacgcggttatgtcgcagtttccggtgacgatcagcagcatcacgctgccattcgtggaaaacgaaagtcgcgcccgcgccgtcaaagaccaaattgacgccatttatcagcaaaccggcgttcgcccgctggtgttttactcgattgttttacctgaaattcgcgccatcatcttacagagcg- STM1348 100 STM0173 62.857 STM1348 100
1090872 atgatgaagcgcaaaatcctggcagcggtgatccctgccctgctggctgctgcaaccgcaaacgcagcagaaatttataataaagatggtaataagctggatctgtacggtaaagccgtgggtcgtcacgtatggacaacgaccggcgatagtaaaaatgccgaccagacttatgcccagattggttttaaaggggaaacgcagattaacaccgatctgaccggtttcggtcagtgggaataccgtactaaagca- STM0999 100 STM2267 78 STM0999 100
3731410 atgaaaccgatgcatattgcgatggctctgttctctgcggcgatgttcttcgttctggctggcgtcttcatgggcgtacaactggagctggacggcaccaaactggtggtggataccgccgccgacatccgctggcagtggatctttatcggtacggcagtggtttttttctttcagttgctgcgtccgatgttccagaaagcggtgaagcacgtctccggaccgaagtttattctgccggcgatcgatggctct- STM3562 100 STM3562 100
1493245 atggtgaagataaaagaggtagcgatgaatattaaaattaatgagataaaaatgacgccccctacagcatttacccctggccaggttatagaggaacaagaggttatttcgccttcaatgttagctctccaggagttacaggaaacgacgggggcagcgctctatgagacgatggaagaaataggaatggcgctgagtggtaaactgcgcgaaaattataaattcactgatgctgagaaactggagcgcagacag+ STM1412 100 STM3133 61.386 STM1412 100
2355729 atggcaaatcgtaaacgcgacgccgggcgagaagcgcgggcgaaaaaaggctggtggcgtagccaccgttggctggtgttacgccgtatcagccagtttatggtgctggggatgtttctcagcggcccgtggctgggcttttgggttttgcatggcaactacagcagtagtttgctgttcgataccctcccgttgaccgatccgctgattaccctggaaagtctcgccagtggacatcttcccgctaccgtggcgc- STM2257 100 STM0692 52.475 STM2257 100
319164 atgtcttatgacatttttctgaaaattgacggcattgacggcgagtcaatggatgacaaacacaaaaatgaaattgaagtactgagctggcgctggaatattcatcaggaatccaccatgcacgccggtagcggtctcggttccggtaaggtctccgtcactaatctttcatttgaacattacatcgatcgcgccagcccgaacctgttcaaatactgctcttccggtaagcacattccgcaggccattctggtta+ STM0279 100 STM0276 99 STM0279 100

4812166 atgtctgcttttaccccggcaagtgaagtcttgctgcgccacagtgatgatttcgaacaaagccgtattctttttgccggagatttgcaggatgacctgcccgcgcgctttgaatgcgccgccagccgcgcgcatacgcaacagtttcaccactggcaggtattaagccgccagatgggcgataacgtccgttttagcctggtcgcgcaagccagcgatgtcgctgactgcgatacgctgatctactactggccg- STM4556 100 STM0231 67 STM4556 100
3832653 ttgacccacgcaccatcgcgtcactcggtattgaccgccgcacactgggggccagtccgcgttgaaaccgacggagaacgcatttttgcctcgtatggcgaactcccgacggcacaccaaaactccctgcaaaccgttgtgcatgaccaggtgcacagtaaaacgcgggttcgcttcccgatggtgcgtaaagggttcctggcttctcccgataagccgcaaggcatacgcgggcaggatgagtttgttcgcgta- STM3644 100 STM3822 72 STM3644 100
3428100 gtgaaagaaataattgctcgtcataaagcaggagaacatctgggcatctgttcagtttgttctgctcatcccctggttatcgaatcagctctgcttttcgatctcaatactgacaacaaggtattgattgaagccacatccaatcaggtgaatcagtttggcggttataccggaatgaaaccggctgattttcgtgattttgtttatggcattgctcaggaagtgggatttccacgtgagcggttgattcttggt+ STM3257 100 STM1698 63.366 STM3257 100
3449137 atgaagccttttttgcgctggtgtttcgttgcgacagcacttacgcttgcaggatgcagtaattccgcctggcgtaaaagtgaagtcctcgcagtaccattgcaaccgactttacagcaggaagtgattctggcgcgtatggaacagattcttgccagtcgggctttaaccgatgacgaacgcgcacagcttttatatgagcgcggagtgttgtatgatagtcttggtttgagggcattagcgcgaaatgattttt- STM3281 100 STM3281 100
2530109 atgaaaagattacgcagtaaaatgaccactgaagagctggctgaatgcctcggcgtggccagacaaaccgtcaatcgctggatcagagaacaacactggaaaaccgaaaaatttcccggcgtcaaaggcggacgcgcaagactcatccatattgatgccagcgtgcgggagtttattctcaatattccggcttttcgcaaactgcctgcgttttatcaggcggaagaggctttcgcagaatatgcgaacgcggcgc+ STM2414 100 STM2979 63 STM2414 100
2654857 gtggaaatttacgagaacgaacacgaccaggtggatgcgattaaacgcttctttgccgaaaacggcaaagcgctggctgtcggagtgattttaggggttggcgcgctggttggctggcgttactggagcagccatcagacggagtccgcgcgtgctgcttctctggcgtatcaaaatgcggtgacggcggtaagcgccgataagccggatagcattcccgccgctgaaaaattcgcggctgagaataaaaacacct- STM2521 100 STM2522 90 STM2521 89.22
571942 atgggattgcgtcagagtttacgcattgcggccagcacgctattactggcctgcggattacagtttgcccatgccgatagttccccgcaaacgatcgtatttggcgtcgcgccagggccgtatggcgacatggtgaagcaggcgattgcgccgacattaaaagaaaaagggtataaggtcgtggtgcgcgagtttagcgactatgtccagcccaatatggcgttagctaatggcagcatcgacgccaacctctttc+ STM0510 100 STM0245 76 STM0510 100
668945 atggctaacctttacgaccttaaaaaatttgatcttaacctgttggttatatttgaatgtatctatcaacatttaagcattagcaaagcagcagaaacactctatattacaccttctgccgtaagccagtcattgcaacgcctgcgcacgcaattcaacgaccctctatttattcgttcaggcaaaggaattacgcctaccgtaacaggcattaatttacattatcatttagaaaataatcttaacagcctggaac- STM0606 100 STM0634 64 STM0606 100

2751921 atgggattgtttaccacccgccagttgctgggttataccgagcagaaagttaaatttaacccactcttcctgagcctgttttttcgccgtactgtgacatttcctacccaggaagtcatgctggacaaaattaccggaaaaacaccgattgccgcttatgtatctccggtggttggagggaaggttctgcgtaaccgcggcggggaaacgcgcgtactgcgtccggggtatgtcaaaccgaagcatgaagttaac- STM2603 100 STM2816 66 STM2603 100
4832429 atgacaacattacgcctgcttatttctgactcttacgatccctggtttaacctggcggtcgaggagtgcattttccgccagatgcccgccacccagcgcgtgctgttcctgtggcgcaacgcggatacggtggtcattggacgcgcgcaaaacccgtggaaagagtgtaatacgcggcgtatggaagaagataatgtccgtctggcccgccgtagcagcggcggcggcgcggtattccatgacctcggtaatacc- STM4576 100 STM2350 62.963 STM4576 100
3855409 atgagccagaacaacgataaagagaagcctgcggggagtcagagcctgtttcgtggcctgatgttgatagaaattttgagtaactacccgaacggttgcccgctggcgcacctgtcggagctggcggggctgaacaagagtaccgtccatcgtttgttgcaggggcttcaatcctgcggatatgtgacgccagcgccggcggccgggagctaccgtctgacgacaaagtttattgccgtcggccaaaaagccctgt- STM3667 100 STM4187 58.095 STM3667 100
3780070 atgcaggtaatcatgtttgacaggcagtcaatatttattcatggaatgaaaatcagtttgcagcagcacattccaggaataagtatccagagtgtcggtcaggcagaagaactctggcaaaaaatagaaagcgcgccggatgcgctggtcatgctggatagcggcctggatgctgagttttgccgcgaggtgttacaaagaaccgcgcagcaatttccggaggtgaagattattatcacggcgatggatggcagtc- STM3606 100 STM1142 63 STM3606 100
3775248 atgatcgagcaacccgacagtaaaagcgccaaaccgctttataagcagcttgaagccgccttaaaagaggctattgcgcgtggagagtataaaccaggccagcagatcccgacggaaaatgaactgagcgtgcgctggcaggtgagcagggtcacggtccgtaaggcgctggatgcgctgacgcgtgaaaatttgctgacccgtgtctccggcaaaggcacctttgtctctggtgagaaatttcagcgcagcatga- STM3602 100 STM0789 59 STM3602 100
3444037 atggggcgtaaaggactactcgctattgtattattgagcctgtttatcgcttttattttaaaatttttctggctcactccgtacgatgaagacgtttacctgccagtggaaaaacctgtcgcatcgtctttaaaaatcattcaccccggcgaccagttatttatccgcattctgaaagcggaagataagctggaactgtgggcaagcgccaataacaagccttacaaactctacaaaacctggactatatgcgcat- STM3277 100 STM0312 74 STM3277 100
4702958 atggtaagatcgcgttttaccgaggaacaaatcgccgattttctgcaacagtcgaaaaacggcgtaccgaataaggcgttgtgcgaagaatatggatttagcaacagcacgctccgtcgctggcaggagaaacatgctgaaagcatacgccaggaattaaaacagatagaatctaccgcgaagatagtctttttatgcttcattgtcgcagccatattgcttacccttatgtttcctaaacccactgccgccttag- STM4457 100 STM3334 51.456 STM4457 100
1463083 atgaaaaaagtcaaaaaattgtctcttaccgatttagtgctttatggtctggtgtttatggtgcctatcgcgccagtctctctttatggcgtcgtttataatctttcgcacggtatggttgcgctggtttatattattggcgcgatcgcgatgttttttaccgcgtacagctactctaccttatcgcagcatatctcctcgtcgggttcggcctatgcgtatgctggcgtatgcattaatcccgccgtagggttt- STM1379 100 STM2068 64 STM1379 100
4536027 atgttaaagcgctttcttaaaagacctgttcttgggcaaatcgcctggcttctgcttttttccttttatattgccgtctgcctgaacattgcgttctacaagcaggtactacaagacctaccgttaaactcgctgcgcaatgtgctggtgtttatttccatgccggtcgtcgcgtttagcgtggtcaatagtgtgctgacgctggcctcatttatttggctaaaccgactgctggcctgcgtttttattctggtc- STM4293 100 STM3635 61 STM4293 100
1254699 gtgagaacattacggattggcattgtcgggttaggcggtattgcgcagaaggcctggctgccggtattaaccaacaccgccggatggacgttacagggcgcctggtctccttcgcgggataaagccttacgtatttgcgaaagctggcgcataccgtatgtggattcgctggcgaatttagcgtccagctgcgatgcggtctttgtccactccagtaccgcaagccattatgccgtggtcagcgaacttctcaat+ STM1169 100 STM0820 65.714 STM1169 100
2568612 atgaaactaaagaccacattgttcggcaatgtttatcagtttaaggatgtaaaagaggtactggctaaagccaacgaactgcgttcgggggatgtgctggccggggttgccgcggcaagttcgcaggagcgcgtagcggcaaaacaggtactgtcggaaatgacggtggcggatatccgcaacaatccggtgattgcctatgaagaggactgcgtgacgcgcctgattcaggacgacgtcaacgaaacggcctat- STM2458 100 STM3200 62.376 STM2458 100
4238648 atgattgcattaattcaacgcgtaacccgtgccagcgtcaccgtggaggacgaggtgacgggtaaaatcggcccaggacttttggtgttattgggtgtcgaaaaagaagatgacgaacaaaaagcgaatcgtctgtgcgagcgcgtgctgggataccgtatcttcagcgatgctgacggcaagatgaatctgaatgtacaacaggctggcggcagcgtgctggtggtgtcgcagtttacgctggcggcagataccg+ STM4028 100 STM2803 64 STM4028 100
695827 atgagtaaacccattgtgatggaacgcggtgtaaaataccgcgatgccgataagatggctcttatcccggttaaaaatgtggtcacagagcgcgacgctctactacgtaaaccggaatggatgaaaataaaacttccggcggattctacccgtatccagggcatcaaagccgcaatgcgcaaaaatggcctgcattctgtctgcgaggaagcatcttgcccaaacctggctgaatgtttcaaccacggtaccgct- STM0633 100 STM4532 53.465 STM0633 100

1499654 atgaatgattctgaattgacgcaatttgtaacgcaacttttatggatcgtcctttttacgtctatgccggtagtgttggtggcatcggtagttggtgtcatcgtaagccttgttcaggccttgactcaaatacaggaccaaacgctacagttcatgattaaattattggcaattgcaataaccttaatggtcagctacccatggcttagcggtatcctgttgaattatacccggcagataatgttacgaattggag+ STM1420 100 STM1980 66 STM1420 100
2113801 atggcggcaaggcatcacgcatttattcttgcaggcacaggaagcggttgcggcaaaaccacggtgacgcttggtttgttgaggctgctgcaaaaacgcgcgctgcgcgtacagccgtttaaagttgggccagattaccttgataccggctggcataccgctatctgtggcgtggcgtcccgtaatcttgacagtttcatgcttcctcctcctgttctcaacgccttattttgcgaacaaatgcggcaggcggat- STM2035 100 STM2035 100
3894939 atgccgtgtgaagaactggaaatcgtctggaagaatattaaagctgaagcccgcgctttagctgactgtgagcctatgttggccagtttttatcacgccacgctactcaagcatgaaaatctgggcagtgcgctgagctatatgctggcaaataaactggcttcgcccatcatgcccgctatcgctatccgtgaagtagttgaagaagcctatgccgccgacccggaaatgatcgcgtcggcagcctgcgatattc- STM3699 100 STM2913 61.538 STM3699 100
877112 atggctaaatcgcatccgcgctggcggctggctaaaaaagtgctgacctggctgttttttattgcggtcgtcgttctgctggtggtttatgctaaaaaggtcgactggggcgatgtctggaccgtcatccgtgactataaccgcacggcgcttttaagcgctgtgggactggtgatcgttagctatcttctgtacggctgctacgacctgcttggacggctttattgcggccataaactggcgaagcgacaggtg- STM0811 100 STM1802 63.81 STM0811 100
848198 atgctggagcttaatttttcccagacgctgggaacgcactgtttaaccctcaacgaaacgctgccagccagtgggatcacggctatctttggcgtctccggcgcgggaaaaacctcgctgattaatgccatcagcggtttgactcgcccgcaaaaaggacgcatcgcgctgaatggccgggtgttgcatgacgcggaaaacggtatctgtttaacgccggaaaagcgccgcatcggttatgttttccaggatgcg+ STM0783 100 STM0891 71 STM0783 100

1461338 atgaaaaagacgaaaattgtttgtactatcggtccgaaaaccgaatccgaagagatgttaagcaaaatgctggacgcgggcatgaacgtgatgcgtctgaacttctctcatggcgattatgcagaacacggtcagcgtatccagaatttgcgcaacgtgatgagcaaaactggtaaaaaagccgctattctgcttgatactaaaggaccagaaatccgcaccattaaactggaaggcggtaacgacgtttcgctg- STM1378 100 STM1888 79 STM1378 100
2462907 atgatgtcagaaaataaattacacgttatcgatttgcacaaacgctacggcggtcatgaagtgctgaaaggggtatcgctgcaggcccgcgccggagatgtgattagcatcatcggctcgtccggctccggtaaaagcacttttttgcgctgtattaacttcctcgaaaaaccgagcgaaggcgcgattatcgtgaacggtcagaacattaatctggtgcgcgacaaagatgggcagctcaaagtggcggataaaa- STM2351 100 STM1951 82 STM2351 100
133738 atgagccagcaagtcattatttttgatacgaccttacgcgacggcgaacaagcgttacaggccagcctgagcgcgaaagagaagctgcagattgccctggcccttgagcgcatgggtgttgatgtcatggaagtaggcttcccggtctcttctccgggtgattttgaatccgtccaaaccatcgcccgcaccattaaaaacagccgcgtttgcgccctggcgcgttgtgtagaaaaagacatcgacgtcgcggca- STM0113 100 STM0113 100
245919 atgaaaaaaaccacattagcaatgagtgcactggctctgagtttaggtttggcattgtcgcctctgtctgccacggcggctgaaacgtcctcttcagcaatgactgcccagcagatgccaagcctggcaccgatgctcgaaaaagtgatgccatcggtggtcagtattaatgttgaaggtagcaccacggtgaatacgccgcgtatgccgcgtaatttccagcagttctttggcgatgactccccgttctgccag+ STM0209 100 STM3348 88 STM0209 100
508377 gtgaataaatctcaactgatcgaaaaaattgctgcaggggctgatatctctaaggctgcggctggacgtgcgttagatgcgattattgcttctgttaccgaatctctgaaagaaggggatgacgttgcactggtaggctttggtacttttgctgttaaagagcgtgctgcccgtactggtcgcaacccgcaaacaggtaaagagatcaccatcgccgctgccaaagtgccgagtttccgtgcaggtaaagcgctga+ STM0451 100 STM4170 76 STM0451 100

3581147 atgaaaattatcatactgggcgcagggcaagttggcggaacactggcggaaaacctggtcggcgaaaacaacgacatcacggtggttgataccaacggcgaacggttacgcagtttgcaagataagttcgatctacgcgtagttcaggggcatggttcgcatccccgcgtgttgcgcgaagcgggcgctgacgatgcggatatgctggtcgctgtcaccagttcagatgaaactaatatggttgcctgccaggta+ STM3409 100 STM1801 62.136 STM3409 100
3024660 atgaatatggatattgaagcaagagtcaaaaaagtgatcacctcttgtattgccgttgatgttgatagtatcaatggtcagacccatctggttgaggatctttacgctgactcattggatttaattgatattgtatttggtcttagtgaggagtttgacattagttgcaatgaaaacgatcttcctgatatgatgacctttgcggatatatgccgtgttgttaaaaaaagtcttgagtccagggtgtag- STM2881 100 STM1196 55.882 STM2881 100
608660 atgaagaagacaacctggtttgcagggcgatttcccggctatgtatcaccgttaagcagcgtggcgctgtcggtgctggcggcgctgtgtccgctgacgagccgcggcgaaagttatttcaaccctgcgtttttgtcggcggataccgcgtccgtggcggatttatctcgctttgaaaaaggtaatcatcagcctcccggtatttaccgggtggatatctggcgtaacgacgaattcgtagcgacgcaggatatt+ STM0546 100 STM0023 77 STM0546 100
795817 atgccgattctgcagtggtttttgttgttcctgttatcgctgctcatttcccttatttttctctatctgcaccttccggcggcaatgctgctcggtccaatgattgcgggtatcgtgttgagtttgcgaggtagtacgctacaacttccgcgcggtatttttctcgccgcgcaggcaattctcggctgtatgatcgcccaaaatctaaccggttcgatattgaccaccctcgccctctactggccggtcgtgctt- STM0729 100 STM2253 64.151 STM0729 100
807946 atgtccgttttaattaataaagataccaaggttatctgccagggcttcaccggtagccaggggactttccactccgaacaggcgattgcttacggtacgcagatggtgggcggcgtaacgccgggcaaaggcggcaccacgcatctggggctgccggtgttcaacaccgtgcgcgaagcggtagaagctaccggtgcgaccgcatccgttatctacgtcccggcgccgttctgcaaagactccatcctggaagcga+ STM0739 100 STM4416 64.486 STM0739 100

4391164 gtgatacgcggaaaaatcgatattctggttgtggatgatgatgtaagccactgcacgattttacaggcgctgcttcggggctggggctataacgtcgctctggcctacagtgggcatgatgcgttggctcaggtgcgtgagaaagtctttgatctggtactgtgcgatgtgcgtatggcggagatggacggtatcgccacgctgaaggagattaaagcgctcaatcccgccattccgattttgattatgacggca+ STM4174 100 STM1691 79 STM4174 100



3763933 gtgcaaatctgcttaatggatgaaacgggcgccacagacggcgccttatctgttctggctgcccgctggggactggagcatgacgaagacaacccgatggcgctggtgatgacgccgcaacatctggagctgcgcaagcgcgacgaaccgaagctcggcggtattttcgtcgattttgtcggcggcgcgatggcgcaccggcgcaagttcggcggcgggcgcggcgaagcggtggcgaaagccgtcggtatcaaag- STM3593 100 STM2565 62.5 STM3593 100
2119622 atgagatcgaaaagatttgaagcactggcgaaacgccctgtgaatcaggacggctttgttaaggagtggatcgaagaaggctttatcgcgatggaaagcccgaacgacccaaaaccgtcgataaaaatcgttaacggcgcggtaaccgagctggacggaaaaccggttagcgaattcgacctgatcgaccactttatcgcccgctacggcatcaacctgaaccgcgccgaagaagtgatggcgatggattcggtc+ STM2040 100 STM3638 70 STM2040 100
3027786 atgcttaatattcaaaattattccgcttctcctcatccggggatcgttgccgaacggccgcagactccctcggcgagcgagcacgtcgagactgccgtggtaccgtctaccacagaacatcgcggtacagatatcatttcattatcgcaggcggctactaaaatccaccaggcacagcagacgctgcagtcaacgccaccgatctctgaagagaataatgacgagcgcacgctggcgcgccagcagttgaccagc- STM2883 100 STM0498 64.356 STM2883 100
2431897 atgagttggattacaccggatctgattgagatcctgctgagcattctcaaagcggtggtgattctgctggtggtcgtcacctgcggggccttcatgagctttggcgaacgtcgtctgctgggtctgttccagaaccgttatggaccaaaccgcgttggctggggcggctcgctccagctggtcgcggatatgatcaagatgttctttaaagaagactggatcccgaaattctcggatcgcgtcatctttaccctg- STM2322 100 STM2850 61.765 STM2322 100
3531967 atgggcattttctccattgccaaccagcacattcgttttgcggtaaagctggcgtgcgccattgtgctggcattatttatcggcttccattttcaactggagacgccgcgttgggcggtgctgaccgccgcgatcgtggcggcaggcccggcatttgccgccggcggagaaccctattccggcgctatccgttatcgcggaatgttgcgtattatcgggacgtttattggctgtatcgccgcgcttatcattatt- STM3364 100 STM1441 62.376 STM3364 100
4478489 atggaagacgaaagtaatccgtggcctagttttgttgatacattctctacggtattgtgcatttttatatttcttatgttggtgtttgcacttaataatatgattattatgtatgacaactcaattaaagtttataaagcaaatatagagaataagactaaatctactgctcaaaatagcggagccaatgacgattcaaatcctaatgaaatagttaataaggaagtgaatactcaagatgtgtcggacggaatga+ STM4257 100 STM4258 100 STM4258 60.09
2811465 atggttgctgaattgaccgcattacgcgatcaaatagatgatgtcgataaagcgttgttgaatttactggctaagcgcctggaactggttgccaaagtcggcgaggtgaaaagccgttttggcctgcctatttacgtgccggagcgtgaggcctctatgctggcttcacgacgggcggaagcagaagcgatcggtgtcccgcccgatctcattgaagatgtcctgcgccgggtaatgcgtgaatcttactccagc- STM2669 100 STM0154 63.725 STM2669 100
1229301 atgcgtgttaaacatgcagtagtgctgctcatgcttttttcgccattaacctgggctggaaatatgacgttccagttccgtaatcctaactttggtggaaaccccaataacggttcctttttattgaatagcgcccaggcgcaaaattcatataaagaccccgcttatgataacgattttggtatcgaaaccccctcagcgttggataactttacgcaggctattcaatcgcaaattctgggcggcttgttgacca- STM1140 100 STM0041 53.465 STM1140 100
4235721 atggttcgtattgcttgtgtaggtattaccgtgatggatcgcatctattacgtggaaggattaccgacagaagggggtaaatatgtggcgaagcgctatacggaagtgggcggcgggcctgcggcgaccgctgccgtggctgcggcgaaattgggcgcacaggtggactttattggccgtgtgggcgatgacgacaccggaaacagcctgctggcggaactggaatccctgggggtaaatacccgctatacccgcc+ STM4024 100 STM1333 66.019 STM4024 100
4386522 atgttacaaaacccgattcatttgcgtctggagcggctggaaagctggcagcacgttacctttatggcctgcttgtgcgagcgcatgtacccgaactacgccatgttttgcaagcagacggaattcggcgacggacagatctaccgtcgcattctggatctgatctgggaaaccctgacggtgaaagatgcgaaggtcaatttcgatagccaactggagaagtttgaagaggcgattccggcagccgacgactatg+ STM4169 100 STM2791 60.377 STM4169 100
2992578 atgagcgaacaggtggtgttcagtcaactgagccgtaagtttattgatgagaacgatgcgacgcctgccgaggcgcagcaggttgtctattacagcctggcgattggtcaccacctgggggttatcgattgtctggaggccgcactcacctgcccatgggatgagtatctggcgtggatcgccaccctggaagccggtagcgatgcccggcgtaaaatggaaggcgtgccgaagtatggcgagatcgtcatcgatt- STM2846 100 STM2272 60.396 STM2846 100
4227191 atgtctaatcatgatccgctaacgctaaagttgagcctgcgggaaaaatgcgcctatggcgtgggcgatttcggctcaaatctgatgctgtgtatcggtacgctgtatctactgaagttttataccgatgaactcgggatgcctgcatattacggtggaattatctttctggtggcgaaattcttcaccgcttttaccgatatgctcaccggcgtattgctggactcacgccgtaatattggcgcaaaaggaaag- STM4017 100 STM4018 84 STM4017 100
735911 atgactaaaaaactccatattaaaacctggggctgtcagatgaacgagtacgattcatcgaagatggccgatctgctggacgccacccacggctatcaactgaccgacgtggcggaagaggcggatgtgctgctgttgaatacctgctcaatccgcgagaaggctcaggaaaaagtcttccatcaattaggtcgctggagactgttaaaagagaaaaatcccgatctgattatcggcgtcggcggctgcgtggct- STM0670 100 PSLT048 62 STM0670 100
514130 atgaggctactgaatcggcttaatcaatatcaacgcctctggcagccttccgccggggaaacgcaacatgtcaccgttagcgaactggccgaacgctgtttttgtagcgagcgccatctgcgaacgctgctgcgtcaggcccagcaggcaggttggctaagatgggaggcgcagtccgggcgcgggaaacgtggacggctccagtttctggtcacgccggaatcgctccgcaccgccatgatggaacaggcgctg- STM0456 100 STM0109 67.327 STM0456 100

4517540 atggcaaggaaaacactacgcgcacgccgtttcttcagccttatatttccttttttcttcattacctctgtttacgctgagcaaacgcctgaatccgcaaaaaccgttactgttgaagcgaaaaatgaaatgttcgcgcctcaacaccccgaccaatatcagtcatggaaagcgacgtcagaacagtctgcccgtgaagatgcgctggcggaagaccctcgtctggtgatcctgtgggcgggctatcccttctcc+ STM4277 100 STM0646 62.037 STM4277 100
1763182 gtggttttttctaaaaaacccattactaaatatataacctgggccattgttaccagtcagattccactgccggtcattgctgatagcgataatgaaattcagtcgtggattgcggggacggcatcgtctatttctccgcatctgcaggaggggacgctggaggattatgccaaaggaaaaataaaggcgttaccagggcaggccgctaatcatctggtgaacgaggggataaagagcgcttttccggagattatt- STM1669 100 STM2517 63.725 STM1669 100
3554610 atgccatggatccaattgaaactgaataccaccggcgcgaatgctgaagagctgagtgatgcgctgatggaagcgggcgccgtttccattacctttcaggatacgcacgatacgccggtttttgagccgttgccgggcgaaacccgtctgtggggcgataccgatgtgatcggtctgttcgacgccgaaaccgacatgaaagacgttgtcgcgattctggagcaacatccgctgctgggtgccggatttgcccata+ STM3383 100 STM3261 64.706 STM3383 100
3140856 atgaaaggacgttgggcaaaatatgtggcgacaggcgtaatgctggcaatgctggctgcctgttcatcaaaaccgaccgatcgcggtcagcaatataaggacgggaaatttacccagcccttctccctggtaaaccagccggacgcagtgggcgcgccgattaatgctggagactttgccgagcaggtcaaccagatccgttccgcgtcgccgcgtttatacaccaatcaaagcaacgtctataacgctgtccag- STM2988 100 STM1303 60 STM2988 100
3059451 atgacgatactggcaaaagaagagcacgctttgcgagaagagatggtcaggatagccgcctcgtttttccagcgcggctatgccaccggctcggcaggcaacctctcgctgttactgccggacggcaatattctggcgacgcccaccggttcgtgtctgggtaatctcgacccgcagcggctatccaaagtggacccgcagggcgaatggctcagcggcgataaaccgtctaaagaggtgcgttttcatctggcgt- STM2916 100 STM2974 50 STM2916 100
4269749 atgataggaagtttaaccgcgcgcatcttcgccatcttctggttgacgctggcgctggtgctaatgctggtcctgatgttgcccaagctcgattcacgccagatgaccgagctgctggacagcgaacagcgccagggattgatgatagagcaacatgtagaagctgaacttgcgaacgatccgcccaacgacctgatgtggtggcgtcgcctgttccgcgcgatcgataagtgggcgccgcctggacagcggtta- STM4058 100 STM2130 64 STM4058 100
937502 atggaaacgcgacgcgacgagcgtattggtcaattgctgcaggccttaaaacgcagcgataaacttcatcttaaagaagccgcgaccctgttgggcgtctctgaaatgaccattcgtcgcgacctgaaccataaaagcgcgcctgtcgtgttgctaggcggctatatcgtactggagccccgcagcgccagtcattatctgttaagcgatcaaaaatctcgtctggtggaagaaaaacgccgagccgctcagctgg- STM0864 100 STM3794 70 STM0864 100

4150867 atgaacgacagtgaatttcatcgcctggctgacgccctgtggctcaccattgaagaacgcctcgatagctgggacggcgacagcgatatcgactgcgaaatcaacggcggcgtgctgaccctcagctttgagaacggcagtaagatcattattaaccgtcaggagccgttgcaccaggtgtggctggcgaccaaacagggcggctatcatttcgatctgaaaggcgacgagtgggtttgcgatcgcagcggcgaaa- STM3943 100 STM2402 65.138 STM3943 100
4113837 atgcctaagtaccgttccgccaccaccactcatggtcgtaatatggcgggtgcccgcgcgctgtggcgcgccaccggaatgaccgacagtgattttggcaaaccgattatcgccgtggtgaactcattcactcagtttgtgccgggtcacgttcatctgcgcgatctcggtaagctggtcgccgaacagattgaagcttccggcggggtggcgaaagagttcaacactattgccgtggatgacgggattgccatg+ STM3904 100 STM3531 68 STM3904 100

86651 atggatttcaacttaaatgacgaacaggagctgtttgtcgccggtattcgcgaactgatggccagtgagaactgggaagcttattttgccgagtgcgatcgtgacagcgtctaccctgagcgttttgtaaaagcgctggcggatatgggtattgatagcctgctgatcccggaagaacacggcggtctggaagcgggttttgttaccgtcgccgccgtctggatggaactgggacgtcttggcgcgccaacttac- STM0073 100 STM1356 73 STM0073 100
4110879 atgcaacatcaggtcaatgtatcggcacgctttaatccagaaaccttagaacgtgttttacgcgtggtgcgccatcgtggttttcaggtgtgctccatgaatatggaagccgcgaccgatgcgcagaatataaatattgaattgaccgttgccagtccccggtcggtcgacttactgtttagtcagttaagtaaactggtagatgttgcgcatgtcgcgatctgccagagcgctgccacatcacaacaaatccgcg+ STM3902 100 STM2982 59.048 STM3902 100
2658405 atgaatactgaagccacgcacgaccaaaatgaagcacaaaccaccggcgttcgtctgcgcaatgcccgtgaacaactcggactcagccagcaggctgtcgctgagcgactttgcctgaaggtttctacggtacgcgatattgaagaagataaggcgccgtccgatcttgcttcaaccttcctgcgcggatatatccgctcatatgcgcgtctggtgcatgttccagaagaggaactgctgccggggctggaaaaa- STM2524 100 STM1491 63.462 STM2524 99.7
1912794 atgtcaaacacgccaatcgagcttaaaggcagtagcttcaccttatcagtggttcatttgcatgaagcggaaccagaggttattcgtcaggcgttagaagacaaaatagcgcaggctcctgcgtttttaaaacacgcccctgtcgttattaacgttagcggtcttgaaagcccggtaaactggccggaactgcataagatcgtgacctcaaccggcttacgcattatcggcgtgagcggctgtaaagacgccagcc+ STM1814 100 STM1814 95.93
1826913 atgaattatactgaacattatcatgactggcttcgtgacgcccatgccatggaaaaacaggcagaatcgatgcttgaatctatggccagccgtattgaaaattatcctgatataaaagccagaattgaacaacatattagtgaaaccaaacatcaaattaccatgctcgaagaagtgttggaccgtaatggcatttcccgttcggtgttgaaagactccatgagtaaaatggcagcaatggggcaatctatcggtg+ STM1730 100 STM1730 100
3126316 atggaacgaaatagactggcgcggcagattattgatacctgtctggaaatgacgcggttagggttaaatcaggggacggcaggtaacgtgagcgtacgttatcagggcggattgctgattacgccgacggggatcccctacgagaagctgacagagtcgcacattgtctttattgatgctgacggtcagcatgagcagggcaagctgccttccagcgagtggcgttttcatatggcggcataccagacgcgccctg- STM2974 100 STM4285 65.455 STM2974 100
3076596 atgttttccgcaacgcgccgctttgccgtcattctggcgctcggcgtaggctttatccttcctgcacaagcagcatcaccagggcctggtgaaatagcgaatactcaggcacgacatatcgccaccttttttcccgggagaatgacgggctcccccgccgagatgttgtctgccgattatttacgccaacaatttacccagatgggataccaaagcgatattcgaacgtttaatagccgatttatttataccacg+ STM2936 100 STM3899 88 STM2936 100
4168672 gtggcgctactcatcattaccactatcctgtgggctttctcctttagtttatttggcgagtatcttgccgggcatgtcgatagctatttcgcggtgctgatacgcgttgggctggcggcgctcgtttttctgccgtttttgcgtactcgcgggcacaacctaaaaaccatcagcctgtatatgctggtgggggcgatgcagcttggcatcatgtatatgttgagcttccatgcttacctctacctgaccgtatccg+ STM3963 100 STM3964 100 STM3963 100
4146005 atgacggtaacaagcatgttagacaatgttttaagaattgccacacgccaaagtccccttgcgctttggcaggcacattatgtcaaagacgcattgatggcaacccatccgggactgacggtagaactggtgccgatggtcacacgcggcgacgtgattctcgatactcccctggcgaaagtgggcggtaagggactgtttgttaaagagcttgaaatcgcgctgctggaaaaacgtgctgatatcgccgtgcac- STM3938 100 STM3938 100
4362400 atgagtgcgaataccgaagctcaagggagcgggcgcggcctggaagcgatgaagtggatagttgttgccatattgctgatcgtcgcaatcgtcggcaactacctctatcgcgacatgatgctgccgctgcgtgcgctggccgtagtaattctgattgctgcagcgggtggtgtcgcgctgttgacgacaaaaggtaaagcaaccgttgcttttgcccgtgaagcgagaaccgaagtccgtaaggtcatttggccga+ STM4147 100 STM1256 63.889 STM4147 100
1924743 gtgattagcctattcgacatgtttaaggtagggattggtccctcctcttcccacactgttggcccgatgaaggccggtaaacagttcgtcgatgacctggtcgaaaaaggattactggataacgttacccgcgtcgctgtcgatgtctacggctcgctgtcgctgacggggaaaggtcaccataccgatatcgccattattatgggtctggcgggtaatgaacccgctaccgtggatattgatagtatccccggt+ STM1826 100 STM2971 87 STM1826 95.99
1870353 atgacacatgcctgtgaggcggtgaaaacccgccataaggagacttcgcttattttcccggttcttgcgctggtagtgctgttcctttggggaagcagccagtcactaccagtggttattggcatcaatatccttgcacttattggtattttaagcagcgcatttagcgtggtccgtcatgccgatgtattagcgcatcgactcggcgaaccctatggatcgcttattttaagcctgtccgtcgttattcttgag+ STM1771 100 STM4189 62.5 STM1771 100
1880518 gtgatgcctttccgcgctctcatcgatgcttgctggaaagaaaaatataccgcctcccggttcacccgtgatgtgatagccgggatcaccgtcgggattattgctatcccgctggcgatggcgctggcaattggcagtggcgttgcgccgcagtatggcctctatacctccgctgtcgccgggatcgtgatcgcgctaaccggcggctcgcgctttagcgtttccggccctaccgccgcgtttgtggtgattttg+ STM1781 100 STM2913 86 STM1781 100
1931218 gtgagcgaaatggttgatatgactaaaactaccaccgagaaaaaactcactccgagcgatattcgcggcgtatttcttcgttctaacctgttccaggggtcatggaacttcgaacgtatgcaagcgctgggcttctgcttctctatggtgccggcgattcgtcgcctgtatccggagaataatgacgcgcgtaaacaggcgattaaacgtcacctggagttctttaacactcatccttacgttgcggcgccggtac+ STM1832 100 STM0574 67 STM1832 100
1969541 atgatgctgacattcgtctggataactctccgatttattcattttgctagtgtgatgctggtctacggctgcgcgctttacggtgcctggctggcacccgcatcaattcgtcgtttaatgacgcgtcgatttttacatctgcaacaacatgccgccgcctggagcgttatcagcgcggctttcatgctggcggttcagggcggactgatgggcggcggctggcccgatgtttttttcgtctcggtgtggggcgcgg- STM1874 100 STM2497 66.667 STM1874 100
1996883 atgcgtacagaatattgcggacagctacgtctgtcccacgtggggcagcaggtgactctgtgtggttgggtcaaccgtcgtcgtgatcttggcagcctgatctttatcgatatgcgcgaccgcgaaggtattgtgcaggtgttcttcgatccggatcgtgcggacgcgttaaagctggcctctgaactgcgtaatgagttctgcattcaggttacgggcaccgtgcgtgcgcgtgacgcgaaaaacgtcaatgcg- STM1901 100 STM3040 69 STM1901 100
580037 atgttacgtttctctgccaatctttctatgctgtttacggaatatgatttcctggaacgctttgataaagcggcgttgtcgggatttcgcggcgtggaattcatgtttccctacgataacgacatcgaagtgttaaaacgtaagctcagggataataatctggaacatacgttacataatttacctgctggcgactgggcggctggcgaacgtggaattgcctgtattcctgggcgcgaagaagagtttcgcgatg+ STM0518 100 STM2915 62.376 STM0518 100
602360 atgcctaccgttatcacccacgccgccgttcccctgtgttttggcgcaggcttaggcctgaaagttatccctcctcgcctgctgtttgccggtgttgtgctggcgatgctccccgatgccgacgtgctggcctttaaatttggcgtcgcctacggcaacgtatttggccatcgcggatttacccactctttacttttcgcattcgtcctccccctgttgtgcgtactcgcgggacgacgatggtttcgagctgggc- STM0540 100 STM3737 85 STM0540 100
623873 atgaataagatcatcaaacgtttagagatcatcaaaagcgccatcgaacttgaggacgaagagattatccgtcagcagctcatctacctgaaaaatgagccgcaggatgccgtaatcagcgcgattgcccaggcgattgaagctcgtcgattcagtgacgccatgcaagagatcgccgcctggctacaggctcaacgggcgctctcgacgtggcaagatccctctattgccgccagtaaactggagctgaaagcg- STM0567 100 STM0567 100

1672142 atgaaaacacagactacgcacgccgcagaacaacatgcggcgaaacgacgctggctgaacgcccatgaagaggggtatcacaaagcgatggggaatcgtcaggttcagatgattgctatcggcggcgcgattggcaccggtttatttttaggtgcaggcgcccgattgcaaatggccggaccggcactggcgctggtctatctgatatgcggcattttttcttttttcattttacgcgcgctgggcgaactggta+ STM1584 100 STM0568 69.307 STM1584 100
1707358 atgagccaacagcgccccgaccgtatcaaacagatgttgcattacctttggcaacacaggcacctctcaacacagcaagctattgagctttttggctatgcagaggcaaccgtgcgccgggattttcactatattgccagccgttatcccggtatggttcgcggccatggttgtattgacttcgacgacagtacggaagataaagaatatgttttcgacgttaagcgaacgttacaaagcgaggcgaaacgcgaaa+ STM1618 100 STM1117 68.932 STM1618 99.25
1638135 atgacaacaaacagggcttttgaaatcagatcaggatacagccatacgcttggcgcaaattatgacggcgaaggcgtgaatttcgctattttttccgcccatgcggaacgcgtcgagctttgcctttacgatccgagcggggagcatgaaatcgctcgtctggagttaccggaatatactgacgaaatatggcacggctatgtcccgaagttgcagcccggcgcgctgtatgggtaccgcgtttacggtccttat- STM1558 100 STM3537 74 STM1558 100
1903987 atgcgagttgtcatcctggggagtggcgtagttggcgtgaccagcgcctggtacttgagtcaggcggggcatgatgtcaccgtcatcgatcgcgaatccggcccggcgcaagaaaccagcgcggcgaatgccggacaaatttcaccgggatatgcggcgccctgggcggcccctggcgtaccgctgaaggcgataaaatggatgttccagcgccatgcgccgctggcggtgcgtctggatggcactccatttcaa- STM1803 100 STM3855 61.386 STM1803 100
1718791 atgaaatcacgtgcagcagttgcttttggtcccggtcagccgttaaaaattgtcgagattgacgttgcgccgccgaaaaaaggcgaagttctggtcaaaatcactcataccggcgtttgccataccgatgcttttaccctttccggcgatgatccggaaggcgtattcccggcagtcctgggtcacgaaggcggcggcgtggtagtcgaggtcggcgagggggtcaccagcctgaaacccggcgatcatgttatt- STM1627 100 STM1567 66 STM1627 100
1730353 atgggcaataagtattccggcctgcaaattggtattcactggttagtcttttttctggttattgtggcttacgccgcgatggagctgcgcggttttgcgccgcgtagttatcggccctggtttaatatgacgcacgtttcatgtggtatcactattttgcttttaatggtggcacgcttgtttattcggctgaaatatcccacgccgcccattgttcctcgtccaaaaccgatgatgaccggaatggcgcatttag- STM1639 100 STM1253 65 STM1639 100
1760250 atggctaaaataatacaaatgttaaaaggagaagtttttatgacgccaacaacaacacaggattatatctcattgggtcaggaacacgctgtcacctttggcaaaacgcaactgaccctcaaacccggtatactggctgaaggcgaaccattaccctgcacaaaggggctggtgagccataatttattaccgggttactgtatcccggggataaaaaagcagattattgtcgttccgtcactggatacgccagttt- STM1667 100 STM0370 89 STM1667 100
1798524 atgatgaaacagattcaggaacaaacggcgctaaatccccttcactctcactggcgtctggctgatgaccgcaacgtgctgtatctctccccgacaggtgaaacggatgcagaaaaaacggttgagctatcgccggaacaagccgggcgtatccgggaaataacggcgattacgtccagtctgctgataacgttgttgatagaaaaacaggttaccgctgtgcacctggtaggccgtaagattaataaccgtgaa+ STM1703 100 STM3388 71 STM1703 100
690337 atgacagaaccattaaccctattgatcgttgaggatgaaacgctgctggcggagatgcacgcagaatatatccgccatattcctagctttaaccagatatggctggcgggcaatctggcgcaggcgagaatgatgattgaccggttcaaacctggattaattctgttggataattatctgccggatgggaaggggattacgctgctgcatgaattaatgcagtcgcgctatcccggcggcgtcgtgtttacgaccg+ STM0626 100 STM0052 67 STM0626 100

1073157 atgattgcgcgtatctggtcgggtgaatccccgctatggcggttactgctgccgctctcctggctgtatggcctggtgagcggggcgattcgtctgagctataagcttggttttaaacgcgcctggcgagcgccggtaccggtggttgtggtagggaatcttacggctggcggtaacggtaaaacccccgtagtcatttggctggtggaaaagctgcaacagcgtggcgtgcgcgtgggggtcgtttcccgcggc+ STM0985 100 STM3695 72 STM0985 100



1045084 atgctcgatcccaatctgctgcgtaatgagccagacgcagtcgctgaaaaactggcacgccggggctttaagctggatgtagataagctgcgcgctcttgaagagcgtcgtaaagttttgcaggtcaacacggaaaacctgcaggcggagcgtaattctcgatcgaaatccatcggccaggcgaaagcgcgcggggaagatatcgagcctttacgcctggaagtgaataaactgggcgaagagctggatgcggcg+ STM0963 100 STM3094 63.551 STM0963 100
3259814 atgtcatcacaaccgaatcaaagcctgatagatggcattcgctgtctgcaatatctggtctccagcgaccgtgctatcggatgtcgcgagcttgcccggctgatggatattaataccacgcgcgttaatcgcctgttaatgacgatggcctctattggactcacgatgcaggatgagcaccgacgctatttacccgggccaggcattcatgctttggcggcgcaggcgattcgcggttcagcgctgttctcccatg- STM3098 100 STM3098 100
516154 atgatgagtagcaattgggttaaaaatgccattaatgaaattaacgctgaccaccagcgctcggcggatacgcatcttattcgtttgcccctgtcggcatttccaggtatccagctttacctgaaagacgaaagcacgcatcccaccggtagcctcaagcatcgtctggcgcgctcgctgttcctttatgggttgtgcaatggctggattaaagaaggcactccgattattgaagcgtcatcaggctcaacggcg- STM0458 100 STM2162 63.725 STM0458 100

3771035 atgaaaattagagttttcatggccaccgtgttgctgctcatcagccactgtgtatttagcacaacgtcactaccgcatattgttattctcgcgacaggtggtactatcgccgggacggcagccaataatacgcaaaccgccggatataaatctggtgaacttggcgtgcaaacattaataaatgccgtgccggaaatgaataatatcgctcgcgttgacggcgagcaggtggcgaatattggtagcgaaaatatg- STM3598 100 STM3106 72 STM3598 100
3207898 atggcttttatctcctttccaccacgtcatccttcatcgtcagcccgcctgccgctgacgctgatcgcgcttgacgactgggcgctgtcgaccattaccggcgtagacagtgaaaagtatattcagggccaggtcaccgctgacgtaagccagatgactgaacagcaacaccttctcgccgcccactgcgatgctaaaggtaagatgtggagcactctgcgcctgttccgtgagcgcgacggtttcgcctggatt+ STM3048 100 STM2099 60 STM3048 100
3874791 atgaaactcatcggtagctacaccagcccttttgtgcgcaaaatctctgttctgctgctcgaaaagggtattaccttcgaatttattaatgaactaccttacgaggcggataacggcgtggcgcaatacaaccctctgggtaaggtgccagcgctggtgacggagaaaggggagtactggttcgattcgccgatcatcgcggaatatattgaactgctggatatcgcgccagcgatgctcccgcgtgacccgatgg- STM3684 100 STM0652 65.686 STM3684 100
3952770 atggcagacaaatacttaacccaatccccggcaggcgaatttgttatgtttgccagcgatgacggtgaagttcgtgtggagtgccgctttgagcaagagacgctatggctccctcaggcaaccatcgccaacctttatcagatcactccccaggcagttacacagcacattaaagcgatctatgaagaaggcgaacttgagcaaaacgcaacctgtaagtcttacttacaagttcaacaggaaggtagccgtcag+ STM3755 100 STM2530 77.67 STM3755 100
3342803 atgaaattgacgcaacgtctcagcctgcgcgtcaggctgacgcttattttcctgattctggtctccatcacctgggcaatctccagttttgtggcctggagaaagacgacggataatgtcgacgagctgtttgacacacagttgatgttgttcgccagacggcttagcaccctcgatcttaacgagatcaacgccccgcagcgcatggcgcatacgccaaagaaattaaaacatgggcatatcgatgacgatgcg+ STM3178 100 STM4291 77 STM3178 100
2824925 atgttggcgcaactgaccatcagcaattttgctatcgttcgtgagcttgagatcgattttcagagcggaatgaccgtcattactggtgaaaccggcgcgggtaaatctattgcgattgatgccctgggtctgtgtctgggcggtcgcgctgaggccgatatggtccgtaccggagcgacccgcgccgatttgtgtgcccgctttgcgctgaaagacacgcctgcggcattgcgctggctggaagaaaaccagctt+ STM2684 100 STM4544 60.784 STM2684 100
3206421 gtggtcctgtggcaatctgatttacgcgtctcatggcgcgctcagtggatctcattgctcattcatgggctggttgccgcggtgattttattgatgccctggccgctgagttataccccgttatggatgatactactgtcgctggtcgtgtttgactgtgtacgtagccagcgcaggattaatacctgccagggagagatcaagctactcatggacgggcgcttacgctggcaggggcaggactggacgctcttgc- STM3046 100 STM3618 61.682 STM3046 100
3282325 gtgaaaaaagaagtaacacttgccacacttagcattatcttctccggtacggcgcacagtacgcaaaacgaacgtcctgatattatcgtgattatcgctgatgatatgggatattctgatatcactcccttcggtggggaaatcccaacgcctaatttgcaggcgatggctgagaacggcgtgcggatgagtcaatattacacgtctcccatgtctgctcccgcccgtgcgatgctattaaccgggaacaccagt- STM3122 100 STM1032 53.398 STM3122 100
3752958 atgcgcggattacgtaatatttataacctcggcgtcaaagaactgcgcagtctgctgggcgacaaagcgatgctggcgctgatcgtcttcgcctttacgatttcggtttactcctctgctaccgtcctgcccggttcgttgcatcttgcccctatcgccatcgccgatatggatcagtcgcagttgtcgaaccgtattgtgaatagtttttaccgcccgtggtttctgccgccggagatgattacggcaacggaa- STM3585 100 STM2253 63.81 STM3585 100
3806235 atgagggacactgtggaccccgtattttctctcggcatctcatcattatgggatgaactgcgccatatgccaaccggcggcgtctggtgggttaacgccgatcgccagcaagatgccatcagtctggtgaatcaaacgattgcgtcacaaacggagaatgcaaatgtcgccgtcatcggcatggaaggcgatcctggcaaagtaatcaaattagatgaatctcacggtccggagaaaatccgcttatttaccatg+ STM3622 100 STM1885 64.078 STM3622 100
3942643 atgtccgttaacgccatcgagccggcagatgcgcaaccggttgcgcagacgcaaaacagcgaattaatttaccgtcttgaagatcgcccgccgctccctcaaaccctttttgccgcttgtcagcatctgctggccatgtttgtcgcggtaatcacgccagcgctgttaatctgccaggcgttgggtttaccggcgcaggatacgcagcacattatcagcatgtcgctgttcgcctccggcgtagcctctattatt+ STM3747 100 STM2497 79.412 STM3747 100
2814716 atgaataaggaattttctctgtccaggccaacatttaaacgcacactacggcggattagtataatcagcgtgctgcttacaatgacattgatctggctattaatttgcgttgcgtctgtccttacgctcaaacagtatgcgcaaaagaatctcgatttgaccgccgccacaatggcccatagccttgaagcggcactggtattttccgataacgcggccgcagcggaaacgctcgccacactgggacgccaggga+ STM2672 100 STM1283 83 STM2672 100
2851941 gtgcaaattggctatgtacgggtgtcaacaaatgaccagaatactgatttacagcgaaacgcgctgaattgcgcaggatgtgaactgatttttgaagacaaaataagcgggaccaaatcagaaaggcccggattaaaaaagttgctcaggacgttatcagaaggggacacactggttgtatggaagcttgatcgcctgggtcgcagtatgcgtcatctggtcgttctggtagaggagctgcgggagcgtggcatta- STM2702 100 STM2772 78 STM2702 100
3252847 atggcaaaacacctttttacgtctgagtccgtatcagaagggcatcctgacaaaatcgcagaccaaatctctgatgccgtgttggacgctatcctgcaacaggatccgaaagcacgcgtcgcctgtgaaacctacgttaaaaccggcatggttttagttggcggtgagatcaccaccagcgcctgggtcgatatcgaagagattacccgtaatacggtgcgcgaaattggctatgtgcattccgacatgggcttt+ STM3090 100 STM1907 64.762 STM3090 100
500075 atgtcaagtcaatatttacgtattttccagcaaccgcgctcagccattctgctgatattgggttttgcctccggtctcccgctggcgctcacctccggtacgctacaggcgtggatgaccgtcgagaatatcgatcttaaaacgattggcttcttctcgctggttggtcaggcctatgtgtttaagtttctctggtccccgctgatggaccgctacacgccgccttttttaggtcgtcgtcgcggttggttactc- STM0444 100 STM0444 100

3767435 atgaaactacacattactgtactggcgtcatctctggcgctggcgatgccggcactggcgaaagatattcccctgtcccaggcggagtcgatagcgaaaagcgtgacgcccgactcggcgagcgtcgcctttaatgaccttgaggctcaatggctgacacagttgcgtaaggcattacaaggcgataccgccgcgttgactcgcgacgccctggctcagatgcgacagaattccatccaggcggataatgcctgg- STM3595 100 STM0325 65 STM3595 100
2218647 atgcaggtattacctccgggcagcacgggcggcccttcgcgtctgtttattctgcgccccgtggccaccactctgctgatggcggcgattttactcgccgggattatcggctatcgcttcctgcccgtcgccgctttgccggaggtcgactaccccactattcaggttgttacgctctaccctggcgccagcccggatgtcatgacctccgccgtcaccgcgccgcttgagcgccagttcggccagatgtcagga+ STM2127 100 STM2128 73 STM2127 100
2268763 atgaccaaagtcgcaattgtaacggcatcagattcgggaattggcaaagcgtgtgcgttgttattagcacaaaacggttttgatattggtatcacctggcattccgatgaacgcggcgcgcaggagacggcaaaaaaagcggcgcagtttggtgtgcgggcagagaccattcatcttgacctgagccagttacccgagggcgcgcaggccattgaacatcttattcagcgcctggggcgcgttgacgtgctggtca- STM2171 100 STM1383 62 STM2171 100
3582769 atgtggttacttgaccagtgggcagagcgtcatattatcgaggcacagcgtaaaggcgagtttgataatttgcctggccgtggcgagccgcttattctggatgatgattctcatgtgccggcggaacttcgtgcgggttatcgcttactcaagaatgcgggctgtcttccccctgaactggagcagcgcagagatgctattcagttacttgatatcctcaacagtatccgggaagatgaccctcgataccatcagg- STM3413 100 STM2223 61.111 STM3413 100
1021672 atgacggcattgcttgaactgtgcaatgtgagtcgtagctacccctccggagaagagcaggtggcggtgttgaaagatatctccctgcaaatccacgccggggagatggtggcgatcgtcggcgtttccggttctggaaaatcaacgctgatgaatatcctcgggtgcctggataaaccgaccagcggcacttatcgggtggcggggcgggacgtctcgacgctggacccggacgcgctggcgcagctgcggcgt+ STM0942 100 STM0891 76 STM0942 100
4629639 atgcaaaagctcaagcagcaggtatttgacgctaacatggatttgccccgttatgggctggtgacctttacctggggcaacgtcagcgctatcgatcgcgaacgcgggctggtggtgattaagccaagcggtgtcgcctatgaaaccatgaaggtagatgacatggtggtggtggatatggatggcaaagtggtggagggacgttatcgtccttcttccgataccgctacccatctggcgctgtatcaacgctatc+ STM4388 100 STM3677 78 STM4388 100
4723454 gtgataatcataagatatctggtgcgggagacgctcaaaagccagctggcgatactcttcatcttacttttgatcttcttttgtcaaaagttagtgaggattctcggcgcggcggttgacggcgatattcccgcaaatctggtgctctcgcttctggggctgggcgtaccggaaatggcgcagctcatcctgcctttaagcctgttcctggggctgctgatgacgctgggcaaactgtataccgaaagtgaaatt+ STM4479 100 STM3024 66 STM4479 100
1006517 atgaaagcgctactgtggctggtgggtctcgcgttgctgttaacaggctgcgcgagcgaaaaaggaattatcgataaagagggatatcagcttgatacccgacatcgggcgcaggcggcctatccgcgcattaaagtcctggtgattcactatacggcggaaaactttgacgtttcgctggcgacgttaacgggtcgcaacgtcagttcgcattacctgattcccgcaaccccgccattatatggcggtaaaccgc+ STM0931 100 STM2308 63.725 STM0931 100
4611026 gtgcagttaacgagtttcaccgattacggcttacgtgcgctaatctatatggcgtcgttaccagatggacgaatgaccagcatttctgaggtgacagaagtctacggcgtgtcccgtaatcatatggtcaaaattatcaatcagcttagccgggcgggctttgtcaccgccgttcggggaaaaaatggcggtatccgcctgggtaaaccggctaatactatttgtattggcgatgtggtgcgtgagctggaaccct+ STM4367 100 STM2768 61.682 STM4367 100
3413411 atgaatactcttgttctccctaaaacacagcatttggtggtctttcaggaagtcattagaagtggttctatcggttctgccgcaaaatcgttagggttaacccaacccgccgtcagtaaaatcattagcgatgttgaggcctattttggcgttgagctaattgtacgtaaaaataccggcgttacgttgaccgaagcgggacaggtactgctttcctggtctgaatctatcacccgcgaaatgaaaaacatgatc- STM3245 100 STM2281 55 STM3245 100
3310490 atgagccagagaattactattgatccggtaacccgtattgagggtcatttacgcattgactgcgaaattgagaacggcgtcgtatccaaagcatgggcgtccggcaccatgtggcgcggtatggaagagatcgtgaagaaccgcgatccgcgcgatgcgtggatgattgtgcagcgtatttgcggcgtttgtacgacaactcacgcgatctcctccgttcgtgcggcggaaagcgcgctgaatattgatgttccc- STM3147 100 STM1538 73 STM3147 100
2980213 atgagcgtgatttatcaaaccaccatcacccgtatcggccagagcgcgaaggaagcgctcggcgaacagatgctgattacgtttcgggaaggcgcgccggcggatatcgaagaattttgcttcatccattgtcatggcgaactgaccggcgcgctgcagcctggcgcgcggtgtgaattgggtcaacattgctatccggtcacggcggtcggcagcgtagccgagcaaaacctgcgtgaactggggcatatcactt+ STM2834 100 STM4363 64.078 STM2834 100
2989977 atggcgatagacacaccttccggcgtacagctacgcattcggggcaaagtacagggcgtcggttttcgtccttttgtctggcagctggcgcagcagttgcgattacacggcgacgtgtgtaatgacggcgacggcgtcgtcgttcggctgctggaagagccgtcgcaatttattgccgcgctctatcaggattgcccgccgctggcgcgcattgacagcgttgaacacgcgtcgttggtatgggagcgcgcgccg- STM2842 100 STM3169 65.686 STM2842 100
401324 atgaacatcggtaaagcagctaaagcatcgaaagtctcggccaaaatgattcgctactatgaacagattggtctgattcccgcggcaagtcggacggattccggctatcgggcctatacccaggctgatgttaatcaattgcattttatacgccgcgcgcgcgacctcggtttttcagttgctgaaatcagcgacttactgaatctttggaataaccagtcgcggcaaagcgctgacgtcaaacgcctggcgcaga+ STM0354 100 STM0499 59 STM0354 100

2993884 atgtttacctttatcaaaaaagttatcaaaaccggcacggcgacctcgtcttatccgctggagccgattgcggttgataaaaacttccgcggcaagccggaacataatccgcagcagtgcatcggctgcgccgcctgcgttaatgcctgcccgtcgaacgcgctgacggtggaaaccgatctcgcgaccaatgagctggcgtggcagttcaatcttggccgttgtatcttctgcggtcgctgcgaagaggtgtgcc- STM2848 100 STM2321 58 STM2848 100
2326717 atgtttactatcaacgcagaagtacgtaaagagcagggtaagggtgcgagccgccgcctgcgcgccgctaacaagttcccggcaatcatctacggcggttctgaagccccgattgctatcgaactggaccacgaccaggtgatgaacatgcaagctaaagctgaattctacagcgaagttctgaccctcgttgttgacggtaaagaagtaaaagttaaagctcaggctgtacagcgtcacgcttacaaaccgaagc+ STM2224 100 STM0488 59.223 STM2224 100
2194302 atgcaggatcttagcggctttacggtgccgaaggggttccgcggcgctaatgcgctaaaagtacaattatggtgggcggtacaggcgacattattcgccgggtcgccgcaaatattgtatcgctggcgagcctttttgctgcgtctgtttggcgccaaaattggaaagaatgtggttattcgaccgtcagtaaaaattacctatccgtggaaattaaccgtcggcgattatgcctgggtaggcgacgacgctgtgt- STM2110 100 STM3691 57.426 STM2110 100
2298542 atgtttaggtttaaccctttcgttcgggtagggctttgtatgtccgcagttacgttggcctggccggttgccgcggcaacggatgatggtgaaaccatggtcgttaccgcgtccgccatcgaacaaaatctgaaagatgcgccagcaagtatcagcgtcattacccagcaagatttacagcgcaggcccgtgcaaaacctgaaagatgtcctgaaagaggtgccgggcgtacagctcactaacgaaggggataac- STM2199 100 STM2777 71 STM2199 100
1871261 atgaaacaaaaagtggttaacattggcgacattaaggtggcaaatgacctgccgtttgtgctgtttggcggtatgaacgtgctggagtcacgcgatctggcaatgcgcatttgtgagcactacgtaaccgttacccagaagctgggtattccttacgtgttcaaggcctcttttgataaagccaaccgttcctctattcactcttaccgtgggccgggtctggaagaagggatgaaaatcttccaggaactcaagc- STM1772 100 STM3199 68.627 STM1772 100
3256919 atgccctggatagccaaacgccggggccatgacgcggatttttttattatgcgtattccccgcatttatcaccctgaattgttgacgtccggtacgcagatttcgttatgcgaagatgcggccaaccatattggtcgtgtacttcgcatgggaccgggacaagcgctacagctgtttgacggcagcaatcaggtattcgatgctgaaatcattagcgccagtaagaaaagcgttgaagtgcaagtgatgaaaggcg+ STM3094 100 STM0963 64.706 STM3094 100
783731 atgcagacgttaaccagagtactgccgcctctccggctgattatgttttgtcagtcaggcgaaaatcctacgcagtttccggataccggcggcctttgcgtggaggactgcgttcgtctcaggacaccagaagggctgctggatcggttgcgtcggtggcccggcgcgatggtgatatccgccggacggccatcaacccagcttctgctgtggcaacaggtttttctgcgttatccgcggacagtggttttttgca+ STM0718 100 STM2144 68.224 STM0718 100
866454 atgagtaaaccgttcaaactgaattccgcttttaaaccttctggcgatcagccggacgctatacgtcgtctggaagaggggctggaggacgggctggcgcatcagacgttattgggcgtgaccggctccgggaagacattcaccattgccaacgtcattgcggacttgcagcggccaacgatggtgcttgcgcccaataaaaccctggcggcgcagctctacggcgaaatgaaagagtttttcccggaaaacgcg+ STM0798 100 STM1385 51 STM0798 100
929883 atgaaaagtattgaaaaggataaatatcaggatattcgtgatgcggttcgttcattatgtagtgaatttgatgataaatatcaccgtaagatagatgaagcaaaagcctatcctgaagagtttgttaataaactaaccaaagctggttggctggctgcgctcatcccggaggaatttggagggtcagggcttggtttaactgaagcatctattatcatggaagagatcaatagatcgggtggaaactctggagcc+ STM0857 100 STM1356 57 STM0857 100

3487931 atgaccgtaaagcaaactgttgaagtcaccaataagctgggcatgcatgcccggcctgccatgaagcttttcgaactgatgcagggttttgacgccgaggtgctattacgcaatgacgaaggcaccgaagcggaagcaaacagcgtcatcgcgctgttaatgctcgactccgccaaagggcgtcagattgaaattgaagccaccggcccgcaagaagttgaagcgctggcggcggttatcgcgctgttcaattccg+ STM3324 100 STM3541 56.311 STM3324 100
3960519 atgtctacacccgcgaattttaacggtcaacgccctgccattgatgctaacgacgcagtaatgctgctgattgatcaccaaagtggcctgtttcagaccgtcggcgacatgccgatgccggaattacgcgcgcgcgccgcggcgctggctaagatcgccaccttatgcaatatgccggtcattactaccgcatccgtaccacagggaccgaatggtccgctgattccggaaatccatgcgaatgcgccccacgcgc+ STM3761 100 STM0950 85 STM3761 100
906628 gtgttagtttccagcaacgttaccatgcagttcggcagtaagccgctgttcgaaaacatttccgtcaaatttggcggcggcaaccgttacggcctgatcggcgccaacggtagcggaaagtccacttttatgaaaatcctcggcggcgacctggagccgacgctgggcaatgtttccctcgatccgaatgagcgcatcggtaagctgcgtcaggaccagttcgcttttgaaacattcaccgtacttgatactgtc+ STM0838 100 STM3459 71.287 STM0838 100

3516784 atgaaaaaacacacccagctgttaagtgcattagcgttaagtgtcgggttaactctttcggcgccgtttccagcccttgcatcgataccaggccaggtgccaggccaggcgacgctgccaagccttgcccctatgctggagaaagtgctgcctgctgtcgtcagcgtaaaagtcgagggaaccgccgcccagagccaaaaagtgccggaggagtttaaaaaattctttggcgaggatctgccagaccagccgtcc+ STM3348 100 STM0209 88 STM3348 100
3430271 atgtttagcgaaataatgcgttatatcctcgacttaggcccaacggtgatgctgcctctggtgatcatcgtgttctctaaactgctgggaatgaagcttggggattgttttaaatcgggtttgcatattggtatcggcttcgtgggtattggtctggtcatcggcctgatgctggattctatcggccccgcggcgaaagccatggcggaacatttccaaatcaatctccacgttattgacgtcggctggccgggt+ STM3260 100 STM1614 70.192 STM3260 100
3356988 atgtcatctaaatggattacctctttatttaaaagcgtagtattaaccgcagcattggtcactccttttgcggcatcggcttttaccgagggcacagattatatggttctggagaaaccgattcctaatgcggataaaacgctgattaaggtatttagctacgcctgccctttctgctacaaatatgacaaagccgtaacaggtccggtttctgataaagtagccgatctcgttacgttcactccgttccacctgg+ STM3193 100 STM3193 100
2365328 atgaaaatgactttttgccgggccgtgtgtctggcggcggcttttctacttatgggctgcgatgaggctcccgaaacgacaacagcgtcacctgccgctcaggtgctggaaggtaaaacgatggggactctctggcgggtgagcgtggttggtatcgatgcgaaacgcgccgcagagttacagactaaaatccagactcagcttgatgctgatgattggttgctttctacctataaaaatgactccgcgttgatg- STM2266 100 STM2830 61.818 STM2266 100
813431 atgaataagtatatgtttcgatggccaattcgagtttattacgaagacacggacgccggcggtgtggtttatcacgccagctatgtcgctttttatgaaagagcgcgcacggagatgctgcgtcaccatcacttcagccaacaggtgctgctggcggagcgggtcgcctttgtggtgcgcaagatgacgctggaatactatgcgcctgcgcggctcgacgatatgcttgaagttcaaacagaaattacgtcaatgc+ STM0744 100 STM2440 75 STM0744 100

3470087 atgcgattttccagatttatcatcggattgaccaccagtatagcgttcagcgttcaggccgcgaatattgacgaatacatcaaacagcttccggccggcgccaacctcgcgctgatggtgcaaaagattggcgcgcccgcgccggctattgattatcatagtcagcagatggcgcttcccgccagtacccaaaaggtgattaccgcgctggcggcgctgattcaactcggcccggatttccgttttacgaccacg+ STM3300 100 STM2339 61.321 STM3300 100
3397103 atgtcgaaagataacactacggaacatctgcgcgctgagttgaaatccctgaccgatacgcttgaagaagtgctgagctcttcgggcgaaaagtcgaaagaagagttgagtaagattcgtagcaaagccgagcgcgcgctgaaagagagccgttaccgcctgggcgaaacgggtgatgtgattgccaaacagactcgcgtcgccgccgcccgcgccgatgattatgtgcgcgaaaatccctggacaggcgtaggca+ STM3229 100 STM2311 66 STM3229 100
3836651 atgtccggtaaaatgactggtatcgtaaaatggttcaacgctgataaaggcttcggctttattactcctgatgacggttctaaagacgtgttcgtacacttctccgctattcagaacgatggttacaaatctctggacgaaggtcagaaagtttccttcaccatcgaaagcggcgctaagggcccggcagctggcaacgtaaccagcctgtaa+ STM3649 100 STM1837 81 STM3649 100



3233722 atgactgtatctcaccacaatgcctctacagcgcgcttttacgcgcttcgtctgcttcccggccaggaagtgttttcccaattacacgcctttgtgcaacagaaccaattacgtgccgcctggatagcagggtgtaccggcagtctgaccgatgttgcgctgcgttatgccgggcaagaggcgaccacatcgctcaccggcacgtttgaagttatctcgctaaacggcacgcttgaattgaccggcgagcatctgc+ STM3071 100 STM3071 100
797583 gtgtcaccagtaagggtgatttttgcctttgtatcagccatttacggtctccttagcgccttattgcttaagactgccggaactcagacttgccttctccacgtcatcttcctcgtcgttagtgcagggaagattctgtgtatgcatcaatcaaccgttaccagtttgttatttggctcgccgctctgtgaaagaggggatgacctgggtacagagcaatgggcgcttgcaggtaacgacttgattaatttcgaat+ STM0731 100 STM0898 60.185 STM0731 100
854772 atgtattcatcccgctcccgttctgcacctgcgcctttttacgaaacggtgaaacaggacatctgtaaaaaaatagccggcggcgtctggcagccgcacgatcgcattccgtcggaagcagaactggtcgcccagtatggctttagccgaatgaccatcaatcgggcgctgcgtgagctgacggatgaagggtggctggtgcgtttacagggcgtggggacgtttgtcgccgaaccgaaaggccagtccgcgctgt+ STM0789 100 STM0145 79.412 STM0789 100
812252 atgatcgattatgaagtactacgttttatctggtggctgctggttggcattttgctaattggtttcgctgtcaccgatgggttcgacatgggggtggggatgctcacccgtttcctcggtcgtaacgacaccgaacgtcgaattatgattaactctatcgctccacactgggacggtaaccaggtgtggttgatcaccgcgggcggtgcgttgtttgctgcctggccgatggtttacgccgcggcgttctccggt+ STM0741 100 STM1793 83 STM0741 100

3922462 atgtcccgagtctgccaagttactggcaagcgtccggtgaccggtaacaaccgttcccacgcactgaacgcgactaaacgccgtttcctgcctaacctgcactctcaccgtttctgggttgagagcgagaagcgttttgtcaccctgcgtgtatctgctaaaggtatgcgtatcatcgataaaaaaggcatcgaaacagttctgtctgaactgcgtgcccgtggcgaaaagtactaa- STM3728 100 STM0096 57.547 STM3728 100
3016056 atgtcgattgcaactattgtccctgagaatgccgttatagggcaggcggtcaatatcaggtctatggaaacggacattgtctcgctggatgaccggctactccaggctttttctggttcggcgattgccacggctgtggataaacagacgattaccaacaggattgaggaccctaatctggtgacggatcctaaagagctggctatttcgcaagagatgatttcagattataacctgtatgtttctatggtcagta- STM2872 100 STM1651 54.369 STM2872 100
1493671 atggattgggatctcattactgaacgtaatattcagctttttattcaattagcaggattagctgaacggcctttagcaaccaatatgttctggcggcaaggacaatatgaaacctatctaaactatcataacggtcgtattcacttatgtcagatactcaagcaaaccttcttagacgaagaactgctttttaaagcgttggctaactggaaacccgcagcgttccagggtattcctcaacgattatttttgttgc+ STM1413 100 STM1413 100
1921088 atgtttgcaggtttaccttcactcagtcatgaacaacagcaaaaagccgtagaacgtatccaggaattgatgtcgcaaggtatgagtagcggagaagcgattgcccaggtggcgggcgaacttcgcgccaaccataccggcgaacggatagtggcgcgttttgaggatgaagacgaataa- STM1823 100 STM4238 57.282 STM1823 100
622046 atgttaaaagttaccacacttattgcttcattattggctgcgccgctggcgttttccgcttccgcccagccgctaaccgacgttgaatatatcagcgtttctgcggtgtcagcaacgccgtcaatgcttgaagatgctattgccagactggcgcaaagtaaacaggcgtcgtcatggaaaattacgtcaatgcgtattgataatacgggttacgccactgcgatattatataaataa+ STM0565 100 STM2368 60.194 STM0565 100

4376871 atgggttcgcccctgattcccgttgttctggggcatcattttatggacaaaaacgatcagcagacacggttggaagaggggccgccagcgaaattacagtcaggaacgctgcccgaaaacttcaagttcaccgctatttcgataatccagtggccagcccccggtcgtcagttactgatgaaggggtga+ STM4158 100 STM4158 100
1475087 atgaataacaaacccgtagtcggcattagcggatgtctgactggcgccacggtacgctttgatggcggacataagcgtatggattttgtcatgaactctctggcgccgtgggtggcctacaaaccgatctgcccggaggtggcgatcggcctgcccgtgccccgccctgcgctgcgtcttatccagacgacctgtggcgacattcggatgcgctatagccatgccccgcacgatgacgtcaccgagcgaatgaat- STM1389 100 STM3524 57.843 STM1389 100
3666703 atggcttcattgatacaggttcgcgatctactggcgctgcgggggcgtatggaggcaacgcaaatcagccatacgctgcacgctccgcagcccatgatcgacgccatgctgaatcaactggagatcatgggtaaagcggtacgtatcccggaagaaccggacggctgcctttcaggcagctgtaaaagttgtccggaaggtaaagcctgcctgcgcgaatggtgggccttgcgttaa+ STM3507 100 STM4491 76.699 STM3507 100
4362947 atgtctgaagcacctaaaaagcgctggtacgtcgttcaggcgttttccggttttgaaggccgcgtagccacatcgctgcgcgagcatatcaaattacacaatatggaagagctgtttggcgaagtcatggtgccgactgaagaagtcgttgagatccgtggcggccagcgtcgcaaaagcgaacgcaaattcttcccgggttacgttctggtccagatggtcatgaacgacgcaagctggcacctggtgcgcagcg+ STM4148 100 STM4148 100
4106393 gtggagagcacagtggatacggaattgttaaaaactttcctggaagttagccggacacgccatttcgggcgggccgcagaagcactttacctgacgcaatccgcggtgagctttcgtatcaggcaactggagaatcaactgggcgtaaacctttttacgcggcacagaaacaatatccgtttaaccacggctggcgaaaaacttttaccgtatgcggaaacgctgatgaatacgtggcaggcggcacgtaaagagg- STM3897 100 STM1625 72.549 STM3897 100
4186830 atgaaatttaaatatgctttaacttctctcgcattatctgttgcaattttgtcatcagtaccttctactgctttcgccatcggcggcgccagcggcgctaaagtggactatcaggtccagggaaaaattggcgaagttgttatgaacccctatgatatcgcgccgctaaccgccgttattcgtaatggcggttaccagttacgtgacgtgcatgtacggattgtacccaaagaaaatggccaggagatcgcgtata+ STM3980 100 STM3191 63 STM3980 100

STM2712 100 STM2713 100 STM2712 85.71
1678860 atgacgattcgctttgccgataaagcagactgcgccgcgattaccgaaatctataaccatgcggtattacatactgcggccatctggaatgatcggacggtcgatacggataatcgccttgcctggtatgaggcccgtcaattactgggctatccggtgctggtaagcgaagaaaatggcgtggtgactggctatgcatcatttggcgattggcgcagtttcgacggttttcgctataccgtcgagcactcggttt+ STM1590 100 STM4558 60.377 STM1590 99.41
119579 atgacgatttttgataattatgaagtatggtttgtgattggcagccagcatttgtatggcgcagaaaccctgcgtcaggtcacccaacatgccgagcatgtggtcaacgcgctgaataccgaagccaaactgccatgtaaactggtattaaaaccgctgggcacctcgccggatgagattaccgccatttgtcgtgacgccaattatgacgatcgctgcgcagggctggtggtctggctgcacaccttctccccg- STM0102 100 STM0145 61.386 STM0102 100

1539082 gcattaggcggcacggaaaacatcgtgagtctggacaactgcatcccccctacgcctgtcagtgaaagatatgtcgtttgtcgatgtccaggcattgaaggacaatcacgcgacaggcatcgtacagctcaatcagcataatttgcaggtaattatcggcccgcaggttcagtcggtaaaagatgaaatggttggcctgatgaataccgttcaggcataa- STM1465 100 STM3225 63.366 STM1465 93.22
1333717 atgttcctcgcgaaccatattgactgtggtatggttcaccgggaggcacccggcaccgcaattttttataaaatgaaattcacaccctatggttcagagcggtgtctttttacatcaggtgggcaagcataatgcaggttaacttgaaagatacgatcaatagcagaaaccagtga+ STM1248 100 STM1248 100
3024368 atgaaaatcatcacacatgtagtacccggttcaggtatggctgcaatatatgatgatattgctgacagttcgcgttttgttattaaaggcaagttacgtcatgttgaaaatgatccgaaggagctgctgatatgtgttccgatgcgtagtgaatggctattctactggattaaaggagagaaatattgcgcccggcgatgggcgcgaaaaagtatcaagacattgtgtaaccagattaaatttgaagaagcaatct- STM2880 100 STM2880 100
2945858 atgggtttctggagaattgtatttacgattattttgcctccgctcggcgtacttttaggaaaagggttcggttgggcatttatccttaatatcctgctgacattactcggatatattccggggcttatccacgcattttgggttcagatgcgtcattaa- STM2796 100 STM2080 60.784 STM2796 100
133912 atgtcacatatcgttcgtttcactgggctactactactcaacgcatttattgtgcgcggtagaccggtgggcggcattcaacattaa- STM0114 100 STM2915 34.483 STM0114 100

2849212 gtggcggatatcgccaccatctttcactggtcgccatccatcactgacgttatgccgctgactgaggtgctggcgtggcggtataaggcaattcagcgaagcggggccagcgatgagtga- STM2698 100 STM2698 100
774124 gtgagtgcaggcgtgataaccggcatcgtgctggttttcttacttttaggttatctggtctatgccctgattaatgcggaggcgttctga- STM0707 100 STM0707 100

1605873 atgccttctgtaatttcttgtttaacggtcgacgtagcttcattttgtgcggcggttggcgttgccgctgatgccgatgacgccatcagagttaacgttatcgcggcggccgaaaacaatagtgacgttttttgcataatagttatacccatatggtctgtttttgagacgctttatctttcctgttacgttcacctttatactaaaggagcatggctcacgaacaataaaaaacatccttctataaaactacccc+ STM1528 100 STM1529 100 STM1529 100
3997810 atgaacccttccatgctgaacgcgaccctactaacaactgcgccatctcgcgcagtggtcgtcgtgcgtgtggtggtggtcgtcggcaatgcgccgtag- STM3797 100 STM0994 52.525 STM3797 100
3458265 atgattacagcgccagttgaagccttaggctacgagctggtcggcatcgaatttattcgcggtcgcacatccacactgcgcatctatattgatagtgaagatggcatcaatgttgatgattgtgctgatgtgagccaccaggtaagcgcggtgctggacgttgaagatcctatctccgtggcttacaaccttgaagtctcgtcaccgggtctcgaccgtcctatgttcactgccgatcattatgcgcgtttccagg- STM3288 100 STM3288 100
3463744 atgagtaatcgtaaatatttcggtaccgatgggattcgcggacgtgtaggcaatgcccccattacacctgatttcgtgcttaaactgggttgggctgccggaaaagtgctggcgcgtcatggctcgcgtaaaatcattatcggtaaagatacgcgtatttccggctatatgctggagtccgcgctggaggcgggccttgccgctgcgggactgtcggcctcgtttaccggacctatgccaacgccagccgtcgcc- STM3294 100 STM1484 64.423 STM3294 100
1112306 atgaatcttgagtccttaccgaaatatttttcacctaaatccatgatgcccggcgcagtaccatgcggaataacgtctgatacgctgactattactgacgtaatggcatctctcgggctacttactgcaaaagccgcagtgggtattgaattgtatctggcaaaagccggggttttatcttctgaaaatatcatcgcctacatcaggcaattagcagagcagcgtgcagaacggcatggggcattacggaaaatgg+ STM1022 100 STM1676 60.396 STM1022 100
1112690 atgcctgtgacgttacaagaattaagaacctcgcctcggcggggtttttgttttttttggtggtatattcccttggtgtcaaatcacagggggggcgatatggggttctattacgtttttcaatacaagccgaaagggatgtcgtcgggtaagcatttaaatgtttccgaggagttttcggaccggaatgaggcaaagagagcgaagtccaggcacatgattaatgatccagattgtgtcttctcgggaatcgtgc+ STM1023 100 STM1023 100
1026770 atgcaggccgataaaacgctgaatatcggacgggaccgtctgtttaatctgctgggtgaataccggctcctggtacccgtgaaacgggcatatcacaaaaccaccaacagccatcatcgcttttaccggcatcctaatctgctgaaacccggccctgaacaggttaccgcccttgagccagagcaggtctgggtcgccgatattacttaccttccactacgcagcggcacggcctgtctgagtctggtcaccgatg- STM0947 100 STM0242 60.377 STM0947 100
812798 atgaagtatatttatgcggtaatggacaagcgcccgttaagggcgctttccttcgtgatggcgatagtgctggcaggatgtatgttctgggacccgtcacggtttgccgccaggaccagcacgcttgaaatctggcacggattattgctgatgtgggcggtttgcgcaggcataatccacggtgtgggttttcgccctgaatccgtacactggcaagggattttttgtccgctccttgcggatatcgtccttatcg+ STM0743 100 STM3672 62.617 STM0743 100

P60599 atgtataaatggctcctgtctgtcctcctggtattaatgagcacggtagtccatgccgctgactgttttgatctggccgggagagactataaaatagatccggatttactgcgggcgatttcatggaaggaatcccgtaaccgggctaatgccgtcggtattaatccggttacgggatatggctcggggttaatgcaggttgactctcagcactttaacgaactggctcgttatggaataaaaccggaacaacttg- PSLT072 100 PSLT072 58 PSLT072 100
P93300 atgacgatggataacgccacacgtaacgattcgcgggcagtccgggtggatacccggctgcagcgactgctggcctggtcgccgggacagagagatctcatcaaaaccgtggcgctgctgctgatggtggctgaccatattaaccgtatcctgcacctgaaccaagagtggctgtttctggccgggcgcggggcgtttccgctgtttgccctggtgtgggggctgaacctgtcccagcatacgcatatccgccagt+ PSLT110 100 STM1170 64.423 PSLT110 100
P61394 atggctaaagtcaatgtatatataagtaatgaggtacacaataaaataactgctattgtggaaaaacgacgccaggaaggggcgagagataaagatatcagtttttctggtacatcttcgatgttgctggaattagggcttcgtgtctatgaggcacaaatggagcgtaaggagtcgccatttaatcagacagaattcaataaagtattacttgaaaatgtacttaaaacacagtcatccgtagccaaaattttag+ PSLT073 100 PSLT073 100
P07324 gtgacgatgaattatgcccgggatctgttttccctgaagggaatattattttcttttttgttagctggctgcgtctgtcctgtggttgcgcaggagtgggagtccataactcccccggtggttgatgcccccgctgtggtggagttcttttccttttactgcccgccctgctatgcgttctcacagacaatgggcgtggaccaggccatccggcacgtactgccgcaaggtagccggatggtcaaataccatgtca- PSLT011 100 STM3997 67 PSLT011 100
P05549 atgaaaaaaatcgttctgtcctcactgctgctgtccgcagccgggctggctgccgtaccggtggcacaggctgacacccattccgtgtcggtgggatatgcccagagccggatagagcattttaaggatatccgtggggtgaacctgaaataccgctatgaggctcagacgccgctgggactgatggcgtcgttcagttggcagtcaggtaagcgcggagagtccggtggcattcctggcggaatgagctggcgtg- PSLT009 100 STM1246 73 PSLT009 100
P62273 atgtgtccgacggatcgtagagaaagaacactcgccagtcaatctgtaaataaatacattctgagtattcaggatatctataaaaactcaccagtccctgtttgcgtccgtaatcaaagtcggaaaatcatttacgcaaatggagcctttattgaactcttctctaaagaggatcagcctctttcgggagatagttataatcgttatggggttgaagtttttctgtcatccctggaacttgaatgtcagtcgcttg+ PSLT075 100 STM0557 62 PSLT075 100

1958203 atgaaaatcgctctgccactttcgctcaaccttccttccatgggtttacgcctcagtacggtgattgagcgttgccgcctggtaagccgtagcgaataccttatcagcgctggcatacgcaaaaacagcccgaacgggagtattcatcctaatagcctgactaaaaaatttgttgcggcacgaaaattgaccggaataaatttcagtgaaaacccaccgccgtttcacgagatccgcagcttatccggacgactgt+ STM1861 100 STM1871 74 STM1861 100
STM0007 100 STM2473 71 STM0007 100

2078765 atgaacagaaaagttctggcactgcttgtcccggcgttattagtggcaggcgcagcaaatgcggctgaagtttataataaaaatggcaacaaactcgacctgtacggcaaagttgatggtctgcgttacttctctgacaatgcaggcgacgacggcgaccagtcctacgcccgttttggctttaaaggcgaaacgcagattaacgatatgctgaccggctatggtcagtgggaatacaacattaaggtaaacacc+ STM1995 100 STM1572 85 STM1995 100
STM2097 100 STM3922 79 STM2097 100
STM2204 100 STM3858 76 STM2204 100

2311296 ctgccctcagacattccgaagacaaggctggaaacagaagggacaacacagcacacttcccccctccgggcgacatgccatcgcgtattctcgttgaacgcggggcggaaagcgggcgaacagtatcaccttttttgcaccagcaaaagtgacaattccacttgcctggatggcccggcgcgagtagttttacgcgatattttagataatctctacaacaggatctcctcgatgccaagagcgaacgaaatcaaaa+ STM2211 100 STM3576 62.037 STM2211 100
STM3152 100 STM0998 74.757 STM3152 100
STM3216 100 STM3152 73 STM3216 100
STM3241 100 STM0973 79 STM3241 100
STM3348 100 STM0209 71 STM3348 100

1132118 atgattaacgatgacattctggcacatgcccgacagtgtgcgcctgcggaatcgtgcggttatgtggtcagaacggcacagggagagcggtattttccgtgtgaaaatctgtctgctgaacccacgatgtattttcgtatatccccggaggattacctgaatgcccggaaccgcggcgacatcgtggcgctggtacacagccatcctgacggtaagccctgtctcagcagtgcggatcgtaccctccagatacaaa+ STM1046 100 STM0922 78 STM1046 100

STM2563 58.333 STM2563 7.67



STM1861 80 STM1871 77 STM1871 56.3
PSLT075 61.765 STM2085 49 PSLT075 42.4
STM2698 89 STM2698 89.1
STM0150 59.813 STM2599 59.434 STM2599 16.44
STM1114 46.226 STM1114 10.24
STM3968 63.462 STM0995 63.366 STM3968 31.93
STM3719 47.525 STM3719 5.24
STM2709 88 STM3986 57.843 STM2709 82.2
STM2939 67.593 STM0624 55.34 STM2939 31.35

STM0604 60.194 STM3515 51.961 STM0604 10.99
STM2723 95 STM0149 60.396 STM2723 76.99
STM2707 93 STM4201 50 STM2707 87.1
STM2592 62.5 STM0024 61.165 STM0024 19.26
STM1228 58.333 STM4433 53 STM1228 54.07

STM2081 50.485 STM2081 11.26
STM2696 88 STM2696 76.1
STM2943 74.51 STM2163 61 STM2943 21.84
STM2722 100 STM2722 62.617 STM2722 95.2

STM2006 83 STM2760 76 STM2760 59.49
STM0778 65.385 STM0243 62.617 STM0778 13.13
STM2373 60.194 STM2373 17.37
STM1693 67 STM1045 63.462 STM1045 5.58
STM4525 99 STM4525 89.7
STM2729 100 STM4081 65.421 STM2729 81.46
STM0151 61.111 STM0151 4.12
STM2749 71 STM3306 66 STM2749 59.42

4533709 atgcgttttcagcgaagagcgatgacccttcgccagcgtttaatgctgacaattggtcttattctgctggtgttccagttaatcagtaccttctggttatggcatgaaagcactgagcaaatccaattgttcgagcaggcgctgcgggataatcgcaacaacgatcgccatatcatgcacgaaattcgcgaggcggtcgccagcctgatcgtccccggcgtatttatggttagcctgacgctgctaatttgttac- STM4291 100 STM3178 77 STM4291 100
4051053 atggcactttcagataccaaattacgcacacttgctcccagaaaccgcccctggcaacttgccgatcatgacgggttggtgattgaagttcttcccaccggacgaaaaatctggcgtttccgctaccgctttgacaacaaatcgcaacagatcacgctgggcgaatacccagctttctcacttgcagaagcgcggctctggcgtgaaaagtgccgctcactggttgcccatggcatcaatcccgcgcagaaaaag+ STM3844 100 STM2740 62.376 STM3844 100
4083787 atgttttatcaggatccttttgacgtcattattattggcgggggtcatgcaggcactgaggccgcgatggccgcagcgcgtatgggtcaacagactctgcttttgacacacaatattgacacgttgggacagatgagctgcaacccggcgatcggcggtattggaaagggacatctggtaaaagaggtggatgcgctcggcggtctgatggcgaaagcgatcgatcaggcaggtattcagtttaggatactaaac- STM3874 100 STM1216 69 STM3874 100
3485843 atgaagcaaggtttgcaactcaggcttagccaacaactggcaatgacgcctcagctacaacaggccatccgtctgttgcagttgtctacgctggaacttcagcaggaactccagcaagcgctggaaaataacccgctgcttgagcaaaccgatcttcatgacgaaatcgacacccagcaacctcaggataacgatcctctcgataccgccgacgcgctcgaacaaaaagagatgccggaagagctgccgcttgac+ STM3320 100 STM3320 100
3345854 atgacgcaaacttataacgctgatgccattgaggtactcactgggcttgagccggtacgccgccgcccggggatgtacaccgatacgacccgccccaaccatttgggtcaggaagtgattgataatagtgtggatgaagcactggcaggtcacgccaaacgcgtggatgtcattttacatgccgatcaatcgctggaagtgattgacgacggacgcgggatgccggtggatatccatccggaagagggggttccg- STM3181 100 STM3835 80 STM3181 100
3473089 atgtacgcggttttccaaagtggtggtaaacaacaccgagtaagcgaaggtcagaccgttcgcctggaaaagctggacatcgcaactggcgaaactatcgagttcgctgaagttctgatgatcgcaaacggtgaagaagtcaaaatcggcgttcctttcgttgatggcggcgtaatcaaagctgaagttgttgcccacggtcgtggcgagaaagttaaaatcgttaagtttcgtcgccgtaaacactaccgtaagc- STM3304 100 STM2432 61.386 STM3304 100

73837 atgaacgtgagcgttgtgactgaacggcgtacgccagcgtactcatcgctggcggctggcgaacttaatgggttggttgcaagagcgctgctgacggaagccaggctgacaccaaaacccggtctggtcgatattcgtaattcgggagcgcatagggatatggatctggcggcatttgaacgtagcactaccgccattgctccgtggatggaaaagttttttatcatgggcaacaacacggcggcgctggcggcag+ STM0063 100 STM0619 68 STM0063 100
157852 atgatcaaacaaaggacacttaaacgtatcgttcaggcgactggcgtcggtttacacaccggcaaaaaagtcaccctgacattacgccctgcgccggccaataccggggtcatctatcgtcgcaccgacttgaatccaccggtagatttcccggccgatgccaaatctgtgcgtgataccatgctctgtacgtgtctggtgaatgagcatgatgtacggatttcaaccgttgagcacctgaatgctgctctggcg+ STM0134 100 STM2776 59.406 STM0134 100
196330 atgaagacgtttttcagacccgtgttgtttggcagcctgatggccttatgcgcaaatagctatgcgcttactgaatccgaagctgaagatatggccgatttaacggcagttttcgtttttctgaaaaatgactgtggttaccaaaatttacccaacagccagattcgccgtgcgctggtcttttttgcccagcaaaatcagtgggacctgagtaactacgacaccttcgatatgaaatcgttgggcgaagacagct- STM0167 100 STM1452 59.406 STM0167 100
216374 atgacaggcgggagttttcccgccttattctttattgcccgcagcatgactgactcacactatattggccgtttcgcgccgtcgccatccggcgaactgcatttcggctcgttaatcgccgccctcggcagctatctacaagcccgtgcgcaacgcggaatttggcgcgttcgcatcgaggatatcgaccccccacgtgaagttcccggtgccgcagcgaccattctgcgccagctggaacattacggcctgcac- STM0185 100 STM2222 62.5 STM0185 100
260983 ttgctgaagtatcgcctgatttctgcttttgtgttaatacccgcggtcatcgctgcgctttttttattgccgccggtggggttcgccattattacgctggttgtctgtatgctggccgcgtgggaatggggacagttaagcggtttcgccgcgcgttcacagcgggtttggctggcggtgctgtgtggtctgttattggcgctgatgctatttttgttgcctgagtatcatcacaacattcgtcaaccgctggttg+ STM0222 100 STM2274 76.238 STM0222 100

1584492 atgaaaagcatcgtaatcgaaaaaccgaatacattaactatcgaaacgcgcgcgcttccgcagcctgcgccgggcgaagttcgtattaaagtgaaactggcgggtatctgcggttccgacagtcatatttatcggggacataatccctttgcaaaatatccccgtgtcataggccatgaatttttcggtgtcatcgacgcggtaggcgacaacgtcaatcacgaccggataggagaacgggtatccgtcgatccg+ STM1506 100 STM1041 65.094 STM1506 100
3539740 gtgaggcgattgccggggattttattgctcactggagccgcgctcatcgtcattgcagcgctgctggttagcgggctgcgcctggcgttgcctcatcttgacgcctggcgtccggctatcctgaataaaattgagtctgtgaccggcgtgccggtggccgccagccaactctccgcaagctggcaaaattttggccctacgctggaagcgcataatattcatgccgccctgaaagatggcggcgaactgtcgata- STM3369 100 STM1300 64.078 STM3369 100
694444 atgttcgttgcagccgggcagtttgtggtgagttctgtatgggaagagaatgcgcaagtttgcgtttcgttaatggctcaggcggcgggccgcggcgtatcgcttctggtgttgcctgaggggatattagcgcgagatgacatcgaccttgacctgccgattcgcgccgcgcagccgctggatggcgcgtttatgacgcggcttctggaagaaagcgctcataataatatgacgacgatattcactatccttgtcc+ STM0631 100 STM0681 61.682 STM0631 100
718905 atggataaagaatcacaatatttactctttgcactttcctcgccgatggaagtattgaacgaggactgtttaccttcacattcgtcaccgaaaatgtatttaggtgtaaaacgtttcgatcttgaatcgtcgtggggtattgaaaatcgcgatgaactgcttcagaccatttcccgcaggacggatgacggtcatgccacacaactggaatggctatatcgccgctggtttaggtatgcgccgcaggagtggcagg+ STM0655 100 STM0657 81 STM0655 100
750940 atgcgtacgtttagtggcaaacgtagtacgctggctctggctatcgccggtatcacagcaatgtcggggtggatcgttgttccgcaggcgcaagcctccggctttttcgacgactccacgttaacgggcggcatctattattggcagcgtgaacgcgatcgcaaagatgtgaccgacggcgacaaatataaaactaacctttctcatgcgacctggaacgctaacctggattttcagtctggttacgctgcggat+ STM0687 100 STM2039 62.5 STM0687 100
781113 atgaacattgatttaaatgcggatttgggcgaaggttgcgccagcgacagcgaattattaacgctggtctcctccgccaatatcgcctgtggttttcacgccggtgatgcgcaaaccatgctgacctgcgtgcgcgaggcgctgaaaaacggcgtggcgatcggcgcgcatcccagctttccggatcgggataattttgggcggacggcgatggttttgccgccggaaacggtatacgcccagacgctgtaccaaa+ STM0714 100 STM2249 62.617 STM0714 100



2511694 atgttcggttcttgccaggcgtacagccgcgagctggtgatggcaacgaccttttcacccagcgcgaccgcctggattatccagcgctggcagacggagccgggttccgtcatgattcgtacgctcaaccgtaccagcggttctttagagcaattacttgatacggcgaatgcggaaaatgtcgatctgatcctgacgtcatcccccatgctgttgcaacaccttcaggagcaccaaaagctggcgctattggat- STM2398 100 STM2398 100
2183939 atgaaattattaattttaggcaaccacacatgcggcaaccgtggtgatagcgccattatgcgcggtttgcttgatgccatccgtcaacaggcgccagaggcggagatggatgtgatgagccgtttcccggtgagttccgcctggttgcaggggcgcccgattattgccgacccgctgtatcagttaagccagaaacagcaggcggcggcagggcttaacggtcgggtgaaaaaagtattacgccgtcgttttcag- STM2101 100 STM1956 60.194 STM2101 100
4831100 atgaaaaaattattaatagcgacctctgtcataataggattatcaacttcagcgcaagcggttgaatccactgctgtattaaaactgactggcgttttaaccaacggcgcatgtataccagagttaagtgatggtggcgttgtagatttcggtactaaggccgttagcgatctgctgccaactcagacgaatcaactgggatacaaagatataacactcacgattcagtgccttgcaccggcaaaagttggctggg- STM4575 100 STM4574 65 STM4575 100
322415 atgacagacagtaccctgacgccgccagcggcggatatgatgtcctttttgtccaccacgccggaacataaggacagtgaatatgaaacgccggtacacaccagccagcgcacggaactcaatgtcatcgttgaagacggtccggacagcaaactccggctggctgaaatcagcgcggcggctaacccgttgctcgccgctgcccggcctttattgtgcgctctcgcagccatgcccgctaaactggatgcggcc+ STM0282 100 PSLT082 69.307 STM0282 100

2897420 atgaaaagattcaaccttctgcaaatgttacaaagcatcgggcgatcgttaatgatccccattgccatgctgcctgccgccggtattttgctggcttttggtgttagctttcaggatcccaatattgtcgccagcctgccgtttctcggcactgacgggctggttcacgtgctgaagctgatggcggaagcgggcagtgcgattttcgccaacctgccgctgctgtttgcggtcggcgtggcggtgggacttagt- STM2758 100 STM1203 73 STM2758 100
2927854 atggagcgttcactcgatagtctggctggtatggctaaatctgcttttggcgcggggacttctgctgctatgcggcaagctacctcgcccaaaaccattctggaatatatcattaacttttttacctgtggtgggatacgtcggagaaatgaaacacaatatcaggaattgatagagactatggctgagacattgaaaagtacaatgcctgacagaggtgctccgttgccagaaaacatcatcctggatgatatg- STM2780 100 STM1088 61.765 STM2780 100
1130586 atgaaatacacaatattgtcgctggtagctggtgcgctcatcagttgttcagcaatggcagagaataccctgactgtaaagatgaacgatgccctgtccagcggaacaggagaaaacataggtgaaatcacagtttcagagacaccttacggtctgcttttcactcctcacctaaatggtcttacgccaggaattcacggcttccatgtccacacaaacccaagttgtatgccgggaatgaaagacggtaaagagg- STM1044 100 STM0924 70.588 STM1044 100
313833 atggaaactcctgtttcacgcagtgcgttgtatggaaaactggccggcccactattccggtcgctggaatcggcaacggcattttgcaaactacgctctaatccctgggttgagctgactcactggctgcaccagttaacacagcagcccgataacgatattctccacgttcttcggcattaccagatccctctttctgatgtggagaaagcgttactccggcaactggatatgctgcccgccggggccagcgcc+ STM0272 100 STM2660 73.267 STM0272 100

2891090 atgaacacggtacttattcctcccggtcccggcggctacggtaaagggctttggctgcccgttgccagcggcaaaaaggtgctgtcactgaccgggcgcgagattcatccggtggcgatagaaatcggtgcgctcactgaatcggaagtggtgaacggcttctccgatatcccgcctgataacgacatcctgtgcgtggtgattaactgcgccgggtccctgcgctgcggcctgtatccgcagaagggcatcccg+ STM2752 100 STM2833 73.267 STM2752 100
378934 atgaaattgataataatcctccttctcgcgctattcccgttatgttcatctgccagcaatcattatgcccttgtttttgaaaataacacgatactgcttgttttaaatcttaaatgttctccctgtgatttaaactgcgcaaatattcaataccagattttcaataaagagacggagtctgttatttcaggggttgctaagcctgtgacaacgggcatcgaaaataattttcgtggttatatgatgcgtaataata+ STM0335 100 PSLT101 62.136 STM0335 100

1177325 atgccaataactaacgcgtccccagaaaatatattaagatatttgcatgcggccggtaccggtacgaaagaagcaatgaaaagtgcaacttcaccacgcggtatactggaatggtttgtcaatttttttacctgtggtggagtaagaagaagcaatgaaagatggtttcgggaggtaattggaaaactgaccacatcattattatatgtaaataaaaatgctttcttcgatggtaataaaatatttctggaggatg- STM1088 100 STM2780 62 STM1088 100
3582390 atgtatcgcattggtgagctggcaaagctggcagacgtaacgcctgataccattcgctactatgaaaagcaacagatgatggatcatgaggtacgtactgaaggcgggtttcgtctgtataccgaaaacgatctgcagcgtctcaagtttattcgttatgcgcggcagttgggtttcacgctcgactcgatccgcgagcttttatcgatccgaattgatcctgagcaccatacctgtcaggagtcaaaaagtattg- STM3412 100 STM0499 58.824 STM3412 100
3615337 atgcaagcgcgtgtaaagtgggttgaagggctcacgttcctcggagagtcctcctccggccaccagattttaatggatggcaactccggtgacaaagcgccgagtccgatggagatggtattaatggcggctggcggatgtagcgctattgatgtggtatcaatcctgcaaaagggccgtcagaatgtcaccaactgcgaagtgaagctgacatccgagcgccgggaagacgcgccgcgcctgtttacgcacatta- STM3465 100 STM3465 100
1171957 atgactgaatctacatttccgcaatatccccgtttagtcctcagcaaagggcgagaaaaatctttactccgccgccacccatgggtcttttccggcgccgtatcccgtctggaaggcaaagccaacctcggtgaaactatcgatatcgtcgaccatcagggaaagtggttagcacgcggcgcctggtcaccagcctcccagatccgcgcgcgcgtctggacatttgataaagcagaatccattgatattgcgttt- STM1080 100 STM2385 61 STM1080 100
1581270 atgacaagtgactacaaggtcagactgcgcccgcttgagcgtgaagatttacgatttgtccaccagcttgataataatgccagcgttatgcgttactggtttgaagagccgtatgaggcttttgtcgaactgtcggatctctacgacaaacacatccacgaccaaagcgaacggcgctttgtcgtcgaatgcgacggtgaaaacgccgggctggtagaactggtggaaattaaccatgtgcatcggcgggcggaat- STM1502 100 STM3359 62.857 STM1502 100
3606905 atgaaagtagcaaaagacctggtggtcagcctggcctatcaggtacgtacagaagacggtgtgttggttgatgagtctccggtgagtgcgccgctggattacctgcacggtcacggctccctgatctctggtctggaaaccgcgctggaaggccatgaagttggcgacaaatttgatgtcgctgttggcgcgaacgacgcttacggccagtatgacgaaaatctggtgcagcgtgtgcctaaagacgtctttatgg- STM3455 100 STM3791 59.223 STM3455 100
3646532 atggcttttaaaacctggcaaataggattgcatattcagcagcatgaagcgctggccatcgccgttattcacggcgcatcgggctggtctctgcaacgttggtggcgactgccgctgatgaacgcctccacggcagagggtacgattcctgacccgcaatcgctggctcacgtactgcgaccctggagccgcgagctgccgctacgtcaccgtatttatctctcttttcccgcaaatcggacattgcaacgcgctt- STM3492 100 STM1716 65.138 STM3492 100
1325635 atggaaagcaaagtagttgttccggtggaaggtaagaagatcaccctgcaaaacggcaaactcaacgttcctgagaatccgattatcccgtttattgaaggcgatggtatcggtgttgatgtcactccagccatgcttaaagtagtcgatgccgccgtcgagaaagcctataaaggcgagcgtaaaatttcctggatggaaatttacaccggagaaaaatccacacaggtttacggccaggatgtctggcttccc+ STM1238 100 STM3972 64 STM1238 100
1356982 atgattggtctgagactggacggttacgatcccgaccttcaccacgatgccgctgtggccttttgtattcgcgccagggatgatgaactgtttagccctcgccatcagcatcgcaagggacagttgattctcgctctgcacggcgcgattacctgcgaggtggaaaatgcgatgtggatggttccgccccagtatgccgtctggctccccggctcgctgccgcacagtaatcatgtgaccgcaggggcggagctgt+ STM1279 100 STM3359 63.366 STM1279 100
3609016 atggaaggtgctgatttattgaccgcgggagtgttgttcctcttcgcagcggtagcggcggtgccgttagccgccaggctgggcatcggcgcggtgctagggtatttgctggcgggaatcgccatcggtccgtgggggctgggatttatcagcgacgttgacgagatcctgcacttttccgaactgggcgtcgtgtttctgatgtttatcattggtctcgaactcaatccgtcccggctttggcaactgcggcgc- STM3457 100 STM0086 79.208 STM3457 100
1293632 gtgggcccagtaatgttgaatgtcgaaggatgtgagctggatgcggaggagcgcgagatactggcgcatccgctggttggcgggcttattctgttcacgcgtaattaccatgacccggaacagttgcgcgaattagtgcgccagattcgggcggcatcgcgtaaccatctggtggtggccgtcgatcaggaaggcgggcgcgtacagcgtttccgtgaagggtttacccgcctgcccgcggcgcaatcttttttt+ STM1209 100 STM3638 63.208 STM1209 100
1335983 atggcactcagaaccttgtcagcacttcccgtgtttgctgattctcttttctctgaccgtttcaaccgtattgatagacttttcagtcaattaacaggagatacgccagtcgctgcgacgccagcttacgatctgcaaaagcgcgatgcgaataactatctgcttaccgtgagcgttcctggctggaaagaggaagagcttgaaattgaaacggttggcggcaacctgaatattacgggtaaacacactgaagaga+ STM1251 100 STM4492 62.5 STM1251 100
3728528 atgtttatgcgtacggttaactatagcgaagcgcggcaaaatctggccgaagtcctggaaagtgcggtgacgggggggcctgttaccatcacgcgtcgtgggcataagtccgcagtgatcatcagcgccgaggagtttgagcgttatcagacggcgcgaatggatgatgagtttgctgccattatggcggttcatggcaatgagctcagggagctggcggataaatga- STM3559 100 STM0309 62.136 STM3559 100
4255909 atgcaaaatattaccgattcctggttcgtccagggcatgattaaagccacgtctgatgcgtggctgaaagggtgggacgaacgtaatggcggtaacctgacgctgcgtctggatgaagccgatatcgcaccgtttgcagctaatttccacgaaaaaccgcgctacatcgcgctaagtcaacccatgccgctgctggcgaatacgccgtttatcgttaccggttccggcaaattcttccgcaacgtgcagctcgatc- STM4045 100 STM3801 59 STM4045 100
4430534 atgtatgccgtattaggcgaaatagaatttgacgtcgtcgcttactgggacgaatttgaaagtacgatgggcgtggattacaccagccatgcccgtattgaagggaaaccgggcgtgcaatttatcggcgataagctggacaaaatcaccctgaaattcaactttcatagtcagtattgccagccgaccaccgagctgaaccgtctgcgggaagcgatgaccgcgcaccaggcgatggcgctggtgttcggcaac- STM4210 100 STM1651 62.745 STM4210 100
4287071 atgatgaatccatggcgacgctatagctgggaaattgcgctggcagccttattgatctttgaaattctggctttcggtctgattaatccacgtttattagatattaatgtcttactttttagcactagcgattttatttgtatcggtattgtcgctttgccgctaacaatggttattgtcagcggtggtatggatatttcatttggttctacaatcgggctatgcgcgattaccctgggtgtgctgtttcagctc+ STM4076 100 STM3883 63 STM4076 100
4322444 atgaaattcgcacaggcgcttatcggtattcttgctgctttttttattagccatatctctcatcattcgccacgctctgataccagaccaataaccgttcaggcgcaaactaatgctgcaatcgcccaaagtgccgggacgcaaataggtaagacgctattttatgatgctgcctatgttcgtctggattatccgaatggcgatcttccgctggagcgtggcgtatgtgcagatgtcgtcatccgcgcgctgcgca- STM4107 100 STM0992 63.725 STM4107 100
3006186 atgcctggtaaacgtatcgctcgtgaaaaactgacgatcaaaaaaatgatcgcgctgtatgaaagccagtgcccacaggcgtcaacggtgcaggggcattacgacgcgctgttcgcctacgcgcaaaaacgtcttgataaatgcgtatttggcgaggaaaaacccgcctgtaagcagtgcccggtgcactgctatcagccggctaaacgcgaggagatgaagcagattatgcgttgggcaggtccgcgaatgcttt- STM2860 100 STM2168 75.238 STM2860 100
3061627 atgacaacaggaaccgattttcatgtcggcattgtggggcttggctcaatgggaatgggcgctgcgcgttcatgcctgcgcgccgggctttccacatggggggccgatcttaacccgcaagcgtgcgcgaatctgctcgctgaaggggcttgtggggctgccgccagcgccagggagttcgccggcgtcgtggatgcgttagtcattctggtcgtcaatgccgcccaggtcagacaggtgttattcggtgaggat- STM2918 100 STM3248 63 STM2918 100
2488524 atgccaactaatacattagataaaattaggcatagtttgagttgtgtggctgttttatttggtttgttcggcatttttgtttttgcctcattttcgccttcctatgcctggctttatttgggaggtctggctgcgccttttatatatagtattgtttttgtctatgcgattgccgcctggagtatttattcaaagtattacccgtttttatcattgggtcgcttatcattcgtggagtgttttgttccggcgctgg- STM2377 100 STM2403 78 STM2377 100
2528747 atgccggataagtgtaacgtattaaaaaatataaaaatattcttactggccttctgcctgaccgttccggctattctgctatctcgtctcatttctccccgcgccacaattgattccagctatatctttctggcctggctaccgctctgcgtcatgttttccgtgctgtttttatttggccgccgtggcgtcgcgccgatggtaggcggaatgatgttgactaatgaatggaattttcatttacctctgccacag- STM2410 100 STM2503 70 STM2410 100
971582 atgctgcgccgcgactggaagtcgcataatacttttatggtgtatgcacccactggcagcggcaaaacggggttagcagcgtttatcgttgacggtttcgtcagtcgcggaatgcgggtgatgttctgcgtgccctaccagatactgatcacccagaccgccagccgtttcattgagtacggattatcgggtgacgaaatcgggtacgtatgggccagtcatccgaaccataatccggcgctgaaaatccagata+ STM0900 100 STM4526 60.748 STM0900 100

2601094 atgtctgatatcgatgcgctacaggcgttaacgtcgcaaatgacacaggaaggcattcgccgtttactggtcatcagcggcgatgcggcgtggtgccggaagcgggccgaggcgatacgcgctgcattgcccggtgactggctgtgggtcgcgcctgacgcgcccgcccagccgtgctgtacgccacaggcgttacaaacgctgctgggccgtgaattccgtcatgcgatatttgatgcctggcagggctttgac- STM2485 100 STM2485 100
1035114 atgaataaaacccgtcaaaaagagctgacccgctggttaaaacagcaaagcgtaatctcccaacggtggttgaatatttcccgcctgttggggttcatgagtggcgtattaattgtcgctcaggcctggatcatggcgcgtatcctgcaacatatgatcatggagaacattccacgggaagcgctgttgctcccttttatcctgctgatactggtctttgtcctccgcgcctgggtggtgtggttgcgcgagcgc- STM0957 100 STM1226 66 STM0957 100
2737098 atgccagtacttatttccggcgtactgaaagatggtacgggaacgccggtacagaactgcaccattcagctgaaggcctgccggaccagtacgacggtggtcgtgaatacggtggcatcggaaaatccggatgacgccgggcgctacagcatggatgtggagcaggggcagtacacagtcacgctcctggtggaagggtatcccccgtcacatgccggagttattacggtctacgatgattcaaaaccgggcacc- STM0926 100 STM1049 100 STM2588 100
4291741 atgaagccaggatgtactctgtttttactgttgttttctgctctcaccgccagcataacggcgcacgcgcagctctcttcatcgaccacgacagcgccctatctgctggcgggctcgccaacctttgatctttctattagccagtttcgtgagaactttaaccgccagaatcccgatctgccgctcaatgaatttcgcgccattgagaatagccgcgataaggcgaatctgacccgcgccgccagtaagattaacg- STM4082 100 STM4082 100
4446029 atgaaaaaaacacatctgctcagcgtgctggcgctgggtattagcgcggcctgccatgccgaaacatatccagcccctgttgggccttcacaatctgactttggcggcgtgggcctgctgcaaacgccgacagcgcgtatggcgcgtgaaggggagatgagcctgaactatcgcgataacgatcagtaccgctactactcggcttcggttcagcttttcccgtggctggaaaccacgttgcgctataccgatgtc+ STM4225 100 STM3222 61.538 STM4225 100
3057045 atgacaagtttaccgaccccaattatcggtctgatcgttgccgttttcgtgctggtatggctggtgttacgcacccgtgttcatgcgctgatcgcgatgctggcggcggcctgtattgccggtctgttggggggaatgggcattgataaaacgctctctgtcatcaccagcggattcggtacgacgctgggcagcattggcctggtgattggtctcggcgtaatgatggggcgcttgctggaggtttccggcgcg- STM2913 100 STM3512 70 STM2913 100
3079457 gtgacgttcgtgccgctcaacccgatcccgttaaaagatcgaacctcaatgatcttcctccagtacggtcagattgacgtgctggatggggcattcgtgctgatcgataaaacgggaatccgcacgcatattcccgttggttcggtcgcttgtatcatgctggaaccgggaacgcgggtttcccatgcggctgtgcgtctggcatcgacggtgggaacgctgttggtgtgggtgggcgaggcgggagtgcgggtt- STM2938 100 STM0712 89 STM2938 100
953070 ttgggatttataaagcaatcaacctcatcacatgcccgtttaaatgtgcctacgctggtgcaggttgcggctatggcgattattttgattcgcggtctcgatgtgctgatgattatgaataccctcggcatacgcgggatgggcgagtttattcatcgcagcgtgcagacgtggagcttaaccctggtctttctggccagcttagtgctggtctttgttgaaatttattgtgcgttttcgctggtgaaaggccgta+ STM0881 100 STM0056 53.465 STM0881 84.04
974219 atgaaactggaagcatcgctaaaacacttcagccctcaggggatgcacatcagcgacagtgtgaaagagacatcgccggatcggcttacaggtaccgatataatggtcgctattggtaccaccagcagccgtgcgcgcttcggcctggctgctttcttcggaaaggccgggatcagcaaaacggatgagcaactggcggttcaggcgctggtgcgtcacgcgatggatactgcaccgaagaacgtgcgcaaagctg+ STM0903 100 STM1022 58 STM0903 100
992760 atgaagcaggttctcattgcagtgttgatagtatcagtaacaggtggtttggctcaggctgctggggtaaaaaatacagtatcgctgggttatgcgtataccgatcttggtggcgcgttgtccggtaatgcgagagggctgaatctgaaatataacgcggaagacctgaacagtggttttggtggtatgggatctttcacattcacaactgcagacattcaatcctactctggaggcaaggccggtgatatggatt+ STM0920 100 STM1043 74 STM0920 100

2659863 atgtctgaacaaattgtcacacctgaaagcagtaccccggtagttcctaacaaagaaacaaaaatcaacctgctggatctcaaccgtcagcagatgcgcgagttttttaaaaacttaggtgaaaaacctttccgcgccgatcaggtgatgaaatggatgtatcactattgctgcgataattttgatgagatgaccgacatcaacaaagtgttgcgcggcaaattaaaagaggtcgcggaaattcgcgcgccggag- STM2525 100 STM2525 100
1446239 atggtaaatgttcgtcagcccagggatattgcgcaagtgctgctatcggtgctgtttttagccatcatgattgtggcctgtttgtggatagtacagccttttattttggggtttgcatgggcaggtacgattgttatcgcgacctggcccgttttgctgaaattacaaaaaatattgtggggccgccgctcgcttgccgtactggtcatgacgctgctgttagtgctgctcttcgttattcccgtcgccttgctg- STM1364 100 STM0790 60.396 STM1364 100
2031611 gtgaaaaacagaactctgggcagtatttttatcgtggcaggcaccactatcggcgccgggatgctggcaatgccgctggcagcggctggcgttggtttcagcgtcacgctgggattgttgattggtctgtgggcgctgatgtgttataccgcgctactattactggaggtatatcaacacgttccggcggataccgggctgggctcgttggcaaaacgctatcttgggcgttacggacagtggcttacgggattc+ STM1937 100 STM3279 64 STM1937 100
2076919 ttgagtaccagggaggacaacgccacccgtagcatgggcggcaaattagcgttatgggttttttataccttttgcggctacttcatctgggcgatggcgcgttgcgtgtggctgatgtccgccatacaaaccgagccggttctcggcccaatcagcactcctggcagcgcaacggaaaaatggcttaacgcgctttcgctgggcgtcgtctggcttattctggggagtattgcctggtatacccggcctcgcaaaa- STM1994 100 STM0203 52.381 STM1994 100
4676709 atggcggaagttgagcgcgtctatgctgtggaatatagcggagagggcttcaaacctgaaattgaggatcatatggatactcaaaaggtgtttgaagagtttaatgagattacgcggtcgtggctgacccagacgcgcgtgttgggtgtgcttaaccggatgttgccggaaaacgcgctggtggtggcggcggcgggcagcctgccgggcgacctccagcgtgtctggcaaagccgcggcgagaatgattaccacg+ STM4432 100 STM0928 62.136 STM4432 100
4738761 atgcaaacccatcatgacttacccgttccagctgtatccgaaggggaactcgtcgcagaaggttacgatctggacgccttgctgaatcagcattttcgtggtcgggtagtacgtaaggacctgactaaacagctcaaagaaggggcaaatgtcccggtctatgtgctggagtatctgctcggtatgtactgcgcttccgacgatgaccagatcgtcgagcaagggttgcagaacgttaagcgtattctggctgat- STM4491 100 STM0153 64.356 STM4491 100
4771955 atgaataaaatcgccgaactcaaacgcgccaaacgcctggcgctctcactgttgctgatagccgccgcgacgtttgtgaccacgcttttcctgccgcccagtttttgggtgctgggcgcaaaagctattgccgaagcggcgatggttggcgcgctggcggactggtttgccgtggtggcgctgtttcgccgcattcccattccgtttatttcacgacatacggcgattattccccgtaataaagaccgaatcggc- STM4516 100 STM4516 100
4755834 atgaatttatcccgtcaggaacaacgtaccttacacgttctcgccaaaggcggacgcattacgcacatccgcgatgcgtcaggccgcgtcaccgccgttgagtgctatagccgcgaagggctgttgctcgccgattgcacgctcgctgtattcaaaaaactcaaaaccaaaaagctgatcaaatccgttaacggtcagccctaccgcattaatacaaccgggctgaacaacgttcgcgcccagcctgacaatcgct- STM4501 100 STM4085 62.136 STM4501 100
2479604 atgagctggattgaacgaattaaaagcaacattactcccacccgcaaggctagcattcctgaaggggtgtggaccaagtgtgatagctgcggtcaggttttataccgcgctgagctggaacgtaatcttgaggtctgtcctaagtgtgaccatcatatgcgcatgtcggcgcgcaatcgcctgcatagcctgttagatgaaggttcccttgtggagttgggtagcgagctggagccaaaagacgtgctcaagttc- STM2366 100 STM2366 100
1315984 atgttacgcattgtggtgaagcgttttattatttatggcgggatattttccgccataaatttttctgcctggagcgccgaatatacgccttcctggtcccagcgccagcaacaatctgcagcatgttttatgactggcgatgaaacctgcatgacgtttattgatgatgcggtgaggctggcctcgcagcaatatggcaaacgctcaatacagcttgttcgtagcctgctattacaaagcgatatttatcaatgg+ STM1228 100 STM1228 100



1415376 atggctcgcgtaaaacgtggtgtaattgcacgcgcacgtcacaagaaaattttgaaacaagccaaaggctactacggtgcgcgttctcgcgtataccgcgttgccttccaggcagttatcaaagctggtcagtatgcttaccgtgaccgtcgtcaacgtaagcgtcagttccgtcaactgtggattgcgcgtatcaacgcagcagcacgtcagaacggtatttcttacagcaaattcatcaacggcctgaaaaaag+ STM1336 100 STM0282 63.107 STM1336 100
2547169 atgggtttgttcgataaactaaaatctctggtttctgatgataagaaagacaccggaactattgagattgttgccccgctctctggcgagatcgtcaacatcgaagacgtgccggatgtagtttttgctgaaaaaatcgttggtgatggcatcgctatcaaaccaaccggtaacaaaatggtcgcccctgttgacggtaccatcggcaaaatctttgaaaccaaccatgcgttctctatcgaatccgatagcggca+ STM2433 100 STM0685 71 STM2433 100
1356087 atgacgacagccctttcaccacgcggcaaacagggcgctttactgattgccggtattttgatgatagccactacgctgcgcgtaacatttaccggcgctgcgccgttgctggagacaatccgttcggattacggtctttccaccgcccagacgggcctgctaacaaccttgccgcttctggcgtttgcactggtttcgccgctggcggccggtattgcccgccggtttgggatggaacgcagtctgtttgccgca- STM1278 100 STM2689 64.078 STM1278 100
1169739 atgaaaaccggcgcgctagccaccttccttgctctctgtttgccggtgactgtttttgccacaacgctccgtttgtctaatgaggttgatctgctggtgctggacggcaaaaaggtgtccagctctttattacgcggcgcagagagcattgaactggaaaacgggccgcatcaactcgttttccgggtggaaaaaaccatccgcctgcccggtaatgaagagcggctttatatttctccgccgctggtgataagtt- STM1077 100 PSLT068 63.366 STM1077 100
3011722 atgagaaatgtaattatatacggtattaactggactaattgttatgccctacagtctatttttaagcaaaaatatccggaaaagtgcgttaaaacgtgtaactcattaactgcacttttgcattccctatccgatatgccggacgccgggctgattttagctttgaacccgcatgagcatgtttatctttttcatgcgttgctgacgcggttgcagaaccgtaaagttttggtagtggcagatcgcttgtattata- STM2866 100 STM0732 51.887 STM2866 100
2369977 atgagtcagtctgacacaacggtctctacccgattctcccttctaccgggaagcattacccgtttcttcttattgctgatcattgtgctgctggtaacgatgggcgttatggtacagagcgccgtcaacgcctggttgaaagacaaaagctatcaaattgtcgatatcacccacgctattcataaacgcgtggatacctggcggtatgttacctggcaaatttatgacaacatcgccgcgaccactacgccatcg+ STM2269 100 STM1082 62.376 STM2269 100
2038250 gtgagtgaaatatttgacgcaaaggcgtttttgaaaaccgttaccagccaacccggtgtctatcgtatgtatgacgccggcggtacggttatttatgtcggtaaagcaaaagacctgaaaaagcgtctttccagctactttcgcagcaacctggcttcgcgtaaaaccgaagcgctagttgcgcaaattcaacacattgatgtcacggtaacgcataccgaaacggaagcgctgctgcttgagcataattacatc- STM1946 100 STM0984 55.769 STM1946 100
2090402 atgaaatttaaattcgccacattactcacagccgccacggttttttactcttatcagagcgttgcacaaagtcagcaatcgcctgatgtctggtcagttgtcgaacagaaactgcaaaatgccgtccctttaaatgaaaacaccacttttaaatcgcaggcagcctggtttgaattacacagggaactgtttatgtacggcccgatgagccgtgcggatgcattactgaaaaagctggacacacaatcgaatgat+ STM2008 100 STM3577 59.804 STM2008 100
2363131 atgctggatctatttgctgatgaagcgccctggcaagagcccctggcgcctggcgcggtggtgttgcgccgctttgcgtttcgcgcggcgcagtcgctattagacgatatcgggtttgtcgccagtcagtctccgtttcgtcagatggtgacgccgggcggctacaccatgtcggtggcgatgaccaactgcggcgcgttagggtggactaccgatcgtcacggttattgttatgccgtgcgcgatccgttgactg- STM2264 100 STM0793 59.804 STM2264 100
1396299 atgagccagaaattaaaagtcgtcactattggtggcgggagcagctacacccctgaattacttgaaggctttattaagcgctaccatgaattacctgtcaccgaattatggctggttgacgttgaagacgggaaagagaagctgggcattatttatgatctctgccagcgaatgattgataaagcaggcgttccgctaaaattgtataaaacgctggatcgccgggaagcgctgaaaggcgctaattttgtcact+ STM1316 100 STM1316 100
1441286 atggatgttaccgcaaaatatgaattaattggtcttatggcgtatcctatccgtcatagcttatcgcccgaaatgcaaaacaaagcgttagaaaaagcggggctaccgtatacctatatggctttcgaagtggataacacgacgtttgccagcgccattgaaggactgaaagcattaaaaatgcgcggtacgggcgtctccatgccaaacaaacagctcgcgtgtgagtatgtcgatgaattaacgccagcagcaa- STM1359 100 STM3859 57.843 STM1359 100
1525681 atgaagaatatcctcgctatccagtcccatgttgttttcggacatgcgggcaacagcgccgccgaatttcccatgcgccgtcttggcgcgaatgtttggccgctgaataccgttcagttttctaaccacacgcaatatggtaaatggaccggctgtgtcatgccgcccagccatctgactgagattgtccaggggattgcggacattggccagttagcgcactgcgacgccgtacttagcggttacctgggatctg+ STM1450 100 STM2435 59.406 STM1450 100
1559832 atggcaaaaccgatcatcacgctcaatggtctaaaaatcgtcattatgctgggaatgctggtagttattctgagcggtatccgcttcgccgcagatatcattgttccctttattttggcgttatttattgcagtcgttctcaatcccgttgtgcaacggatgacccgatgccgaattccgcgcgttatcgccgtatcattgctcattgtgattattgttatgttaatggtactactactggcctatttggggaca- STM1481 100 STM3582 78.218 STM1481 100
4454518 atgaaaatgaagaaaagtctcgtcgccctctgtttaaccgcagggctgttcgccagcgtgccgggtatcagcctggcggaagtgaactatgtaccgcaaaataccagcgccgcgcccgttattcctgctgctgcgctacagcaattaacctggacgcctgtagatcagtcaaaaacgcagtctacccaactggcgactggcggccagcgccttgacgtcgccggcattaccggcccggtcgccgcttatagcgtt+ STM4232 100 STM1179 67 STM4232 100
4026372 atgcgcgcgcttatttcgttcttttttttgataatcatcgtctcgaatatagaaacggcgtcagccgaaaccggactgctacactggacgcgcgccgatcgggcgattccctggcggcaaacgtcagtcaatgcgagtaaaccctggaaactgtgcgcattataccccagcctgaaagattcttactggttgtccgtcaactacgggatgcaaaaagcggccaaattgtatggcgttgatttaaaagtgctggaa- STM3825 100 STM0060 55.14 STM3825 100
4006746 atgccggatagtcgtaaagcccgtcggcagaacgatccgggactgcaaccggagcgtacgtcgctggcctggtttcgcacgctgctgggatacggggcgttaatggcgttagccgtcaggcaccactggcatcaggcggggttcttgttctgggtgtcaatcagcgttctggcgatagtggcggtgattctttggcgttataccctgagtcgtaatttgatggatgtcgcgcatagcgatttttccgaaactcatg- STM3804 100 STM3263 63.81 STM3804 100
255022 atggcaactgtttccatgcgcgacatgctcaaggctggtgttcactttggtcaccagacccgttactggaacccgaaaatgaagcctttcatcttcggcgcgcgtaacaaagttcacatcatcaaccttgagaaaactgtaccgatgttcaacgaagctctggctgaactgaacaagatctctgctcgtaaaggtaaaatccttttcgttggtactaaacgcgctgcaagcgaagcggtgaaagaagctgctaaca+ STM0216 100 STM4082 66.667 STM0216 100
424652 atgacagaccttatccatcgccctcgccgcctgcgcaaatccgctgcgctgcgcgctatgtttgaagagacaacacttagcctgaacgacctggtgttgccgatctttgttgaagaagaactcgacgattacaaagctattgatgccatgcccggcgtaatgcgtatcccggaaaagcagctggcgcgagagattgaacgtatcgcaaatgctggcattcgttccgttatgaccttcggcatttctcaccatact- STM0372 100 STM3286 55.34 STM0372 100
155622 atgatcaaggcgacggacagaaaactggtagtaggactggagattggcaccgcgaaggttgccgctttagtaggggaagttctgcccgacggtatggtcaatatcattggcgtgggcagttgcccatcgcggggtatggataaaggcggggtgaatgaccttgagtcagtggtgaaatgcgttcagcgcgccattgaccaggcggaattgatggccgattgccagatctcctcggtatatctggcgctttccggc+ STM0132 100 STM0132 100

2439039 atggattatacgctcacccgcatagatcctaacggtgagaatgaccgttaccccctgcaaaaacaggagatcgtaaccgaccccctggagcaggaagttaacaaaaacgtgttcatgggcaaactgcatgacatggttaactggggccgtaaaaactcaatttggccctacaacttcggcctttcttgctgctatgtagagatggtgacctcttttaccgcagtgcatgacgttgcccgtttcggcgcggaagtgc- STM2327 100 STM2847 72.115 STM2327 100
1818289 atgggagccgccttgagcgacacgaattacgcagtgatttacgatctgcacagtcataccacggcgtccgatggactgttgacgccagaaacattagtacaccgtgcggtagagatgcgagtcggcacgctggcgattaccgatcatgacaccacagccgcgattcctgcggcaagagaagaaatttcacgttccggactggccctgaatcttattcccggcgtggagatttcaacggtctgggagaatcatgaga- STM1721 100 STM2594 63.107 STM1721 100
4043619 atgaaatttaccgttgaacgtgaacatttattaaaaccgcttcagcaggtcagcggcccgctgggcggccgtcctacgctgccgattctcggtaacctgctcctccaggtagcggacggtacgctttctctgaccggcaccgatcttgaaatggagatggtcgcgcgcgttacgctttctcagccgcatgagccaggcgccactaccgtgccggcgcggaaattctttgatatctgccgcggcctgccggagggc- STM3837 100 STM0208 64.486 STM3837 100
1479598 atgaatttgctcaatctcaagaatacgctgcaaacatctttagtaatcaggctaacttttttatttttattaacaacaataattatttggctgctatctgtgcttaccgcagcttatatatcaatggttcagaaacggcagcatataatagaggatttatccgttctatccgagatgaatattgtactaagcaatcaacggtttgaagaagctgaacgtgacgctaaaaatttaatgtatcaatgctcattagcg- STM1392 100 STM3826 64.356 STM1392 100
1550809 atgaaaagaaaagtattggcacttgtcatcccggctctgctggctgctggcgcagcacacgccgctgaaatttataacaaagacggcaacaaactggacctttacgggaaagtagacggcctgcactatttctctgatgactcttctaaagatggcgatcagacctatatgcgtgtcggctttaaaggcgaaacacagattaacgaccaactgaccggttacggccagtgggaatataacgttcaggctaacact- STM1473 100 STM1995 88 STM1473 100
606017 atgctgaatagtataaaagtaggctttattgttcttctcacgttatttacttcgctgaacgtacaggcggcgggggggattgcattaggcgccacgcgcgttatttatccctcggcggcgaagcagacttctctggcaatcagtaatagcgatactcaagaacgttacctcgtcaattcatggatcgaaaataacgctgggcagaaagaaaaaacgtttatcgttacgccgcctttattcgtcagcgagcccaaaa+ STM0545 100 STM0022 77 STM0545 100

4057105 atggcgactcactttgccagagggatacttacggagggacagttggtttcaattcgtctctcttcgtcttgccatattgaagccagaaacctgcctgctcaccgacgaacgcgttttctcgcctccagaggccttcttgccgaactgatgtttatgctgtacggaattagcgagctgccggaaatcattattcaggcgaaaggtaaacccgcgtttcgtgacaaaaatctgccaggcttttctatctcctatgccg+ STM3849 100 STM4445 67.961 STM3849 100
403142 atgtacacccccctgaactggacgacgacacaacgacatgtggcgtttgcctgctttaccagttggatgctggatgcgtttgatttctttatccttgtctttgtacttagcgatctcgccgaatggtttcacgcttccgtatcggacgtttccattgcgattatgctgaccctggcggtacgtcccattggcgcgctgctatttggccgaatggcggaaaagtacggacgtcgaccgatactgatgctcaatatt+ STM0356 100 STM3338 70 STM0356 100

2785154 atggatctgcgtcggtttattacgctgaaaacggtagtggaagagggctcgtttctgcgggcttcgcaaaagctgtgctgcactcagtcgacggtaacttttcatattcaacagcttgaacgtgagttttccctgcaactgttcgagaaaatagggcgccgaatgtgcctgaccaatgaggggaaaaagctgatgccgcatatccatgaactgacgcgtgtgatggagtcgattcgtgaagccgcaagacaggatg- STM2644 100 STM0243 62.963 STM2644 100
3380805 atgatgcaaaatcaacatgaagggtgttgcaaaaaccgggatcatatgcacgatggttgctgcaaagatcgagaacatcagcatgaaggctgccatagcgcgcatcagcatgagaacgccagttgcggcggcgagcaccgtcacggacacggctgtggtcgtcatggacagggcggtggtcgacgtcagcgattttttggccacggggaacttcggctggtcattcttgatatcctgacccgggacgccagccacg+ STM3215 100 STM0647 86 STM3215 100
3688130 atgttgatgattacttcctttgcgaatcctcgcgtggcgcaggcatttgttgattacatggccacccagggcgtcattcttactattcagcaacataatcaaagcgatatctggttggcagatgaatcgcaggccgaacgtgtgcggggcgagctggcgcggtttatagaaaatcccggcgatccgcgttatctggcggctagctggcagtccgggcagactaacagcgggctacgctatcgccgttttccctttc- STM3524 100 STM3937 63.551 STM3524 100
4374601 atgctggataccgaattccgggtcgcttgcctacaaggaaagaaaatgccagcgattatttcattaatctatttaatgtttagtcttttagtatttacaaaaaagataaccatttcaaacgttctgtccgcttttttattgtttctatcgttatatatacttcaccataaatcattacttatatttatttattgtcttattattattgtcgccaccgctattcttcatcgagtcaaaaccagcgcggataaaaaag+ STM4155 100 STM2086 62.5 STM4155 100
1143252 atgttaagacacattcaaaatagtttaggcagcgtttacagaagtaatacagcaactcctcagggtcagattattcaccatcgtaactttcaaagccagtttgataccacaggcaacaccctctacaataattgctgggtttgctcattaaatgttatcaaatccagagatggcaataattatagtgcattagaggacatcacttctgataatcaagcgtttaataatatattagagggtattgatataatagaat- STM1055 100 STM0031 63 STM1055 100
2770870 atgaaaaattcgccattaatttggcgtggcttcctacaccctgaatttaagactggagaaattatggaaatcgtaaaaatcgaaatgaacctgaaagcagttaataagagcattgctttattcaattgcgaaaagaaagtctcaggcgttattcactcaaattcaactggcgaaaccactgtgattctcgacggtggatatgtactcggaaagttcgactgtcctcattgtgctgtaaaagccatttcgctgctca+ STM1010 100 STM2631 100 STM2631 100
654927 atgaatcgacaatcctggctgctcaatctcagcctgttgaagacgcaccctgcatttcgcgcagtatttctggcccgttttatctctattgtctcgctggggctgcttggcgtggcggttccggtacagatccaaatgatgacgcactccacctggcaggtagggctgtcggtaacgttaaccggcggcgccatgtttattggcttaatggtgggcggtgtgctggccgatcgctacgaacgtaaaaaggtgatt+ STM0593 100 STM2179 62.376 STM0593 100

4623701 atgactgaagcacaaagacatcaaatactgctggatatgctggcacagttgggctttgttaccgtcgaaaacgtgattgagcgtctggggatctccccggcgacagcgcgccgcgacatcaacaagctcgacgaaagcgggaaacttaaaaaagtgcgcaacggcgcagaggccattacccaacagcggccccgctggacgccgatgaatctgcaccaggcgcaaaaccacgatgaaaaagtacgcatcgcgaaag- STM4381 100 STM1661 62.617 STM4381 100
4721959 atggagttcagtgtaaaaagcggtagcccggagaaacagcggagtgcctgcattgtcgtgggcgtctttgaaccgcgtcgcctttctccgattgcagaacagctcgacaaaattagcgacggatacatcagcgcattgctgcgtcgcggcgaactggaaggaaaaccggggcagactctgttgctgcaccatgttcctaacgttctttccgagcgaatcctcctcattggttgcggcaaagagcgcgagcttgat- STM4477 100 STM2536 70.297 STM4477 100
2789826 atgaccaataacgctgtccttcagttacgcgccgaacggcttgcgcgcgctactcgcccttttcttgccagaggcaatcgggttcgccgctgtcaacgctgcctgctgccgctaaaatcttgcctgtgtgatacgttaacgccttctcaggcgaaaagccgtttttgtctggtcatgtttgacactgaaccgatgaaacccagcaataccggccggctgatagccgatattttgccggataccgcggcgtttcagt+ STM2650 100 STM2381 57 STM2650 100
3368302 atggctcaggaaatcgaattaaagtttatcgtcaatcacgacgccgtagatgcgctgcgaaatcatcttcatacgctcggcggcgagcatcatgcgcccagccagttgctgaatatctacttcgaaacgcctgataactggctacgccgccatgatatggggctgcgtattcgtggtgaaaatgggcgctatgaaatgaccatgaaaattgccggccgggtaacgggggggctgcaccagcgacccgaatacaat- STM3202 100 STM3202 100
3411365 atgagtactactgatagcattgtatccagccaggcaaaacagtcgtcatggcgtaaatcggacacgacgtggacgctgggtttatttggtaccgccatcggcgccggggtgctgtttttccctatccgcgccgggtttggcgggcttatccccattcttctgatgctggttttagcttaccccattgcgttctattgtcaccgggcgctggcgcgtctgtgtttatccggatctaatccgtccggcaatattacg- STM3243 100 STM2970 72 STM3243 100
3418139 atgaataacgctattttcccgaataagtttaaagcggcgctagcggcgcaacaggtgcagattggctgctggtctgcactggcaagcccaatcaccaccgaagttctcggtctggcgggatttgactggctggtgctggatggcgaacatgcgccgaacgatgtgaccaccttaattccgcagctaatggcattgaaaggcagcgccagcgcgcctgtggtacgtgtgccaaccaatgaaccggtcattatcaaac- STM3249 100 STM2289 66 STM3249 100
2396843 atgaacgcattgttatcaaatccttttaaagaaggattacgtaaaggggatacgcaaattggtttgtggctcagttcaaccacctcttatatggcggagattgcggcgacgtcgggttatgactggttgttaatagatggcgagcacgcgcctaatacggtgcaggacttgtatcatcagttacaggccatcgccccatacgccagccagccggtgattcgcccgatcgagggaagtaaagcgctcattaaacagg- STM2289 100 STM1106 72.277 STM2289 100
2610585 atgtcatcctgggttgaggtatctctgaacacaccggcacagctctctttgccactttatcttcctgacgacgaaactttcgcaagtttctggccgggggataacgcctctctactggccgcgttacaaaacgtgttgcgccaggaacatagtggatatatctacctttgggcgcgtgaaggcgcgggccgcagccatttactgcacgccgcctgtgctgaactgtcgcagcgtggagatgcggtaggctacgtcc- STM2496 100 STM0285 52.885 STM2496 100
543815 atgcaaaccagtccgctgttaactcagcttatggaagcgttgcgctgccttccgggcgttggccctaagtcggcgcagcggatggcgtttaccctgttgcagcgcgatcgcagcggcggaatgcgcctggcgcaggcgctgactcgggcgatgtcggaaatcggccactgcgccgactgccgcacctttaccgagcaggatgtttgtaatatctgctcgaacccgcggcgtcaggaaaacggccagatttgcgtgg+ STM0486 100 STM3178 63.366 STM0486 100
527952 atgagtgacgaaaaacaaaaaatgatcgctggggcactgtattgcccgaccgatgaaactttatgccaggatcgactgcgggcgcgtcaactcatccatcaatacaattatactacgcctgatgaaataaataagcgtcaggcgattttacgcgacctgttgggtcgatgcgaagacgcctatattgaaccttccttccgttgcgactacggctataatatttttcttggtcactccttttacgctaacttcgact- STM0472 100 STM0226 61 STM0472 100
634283 atgaacgagacgccccttcgcctgctggagatgctgacgcagacgcgggaagatctctggcgcgcggcgcaggcgctaacggaacgcggcgtcacccgcattattctgacaggctccggcacgtcataccacggcgcgctgaccgctcgcacgtttatgcagcgctggtgcgcattaccagtggatgtctgctggccgtttatgcttgacgacgagacgcttgcccgcagcggcaaggcgctggttgtcggcatc- STM0573 100 STM0588 65 STM0573 100

4217008 atgtccgctgaacacgttttgacgatgctgaacgagcacgaagtgaagtttgtcgatctgcgcttcaccgataccaaaggcaaagaacagcacgtcacgattcctgctcatcaggtaaatgccgaattctttgaagaaggcaaaatgtttgacggctcctctatcggcggctggaaaggcattaacgaatccgacatggtgctgatgcccgatgcgtccactgcggttatcgacccgttcttcgcggactccacc- STM4007 100 STM3342 61.765 STM4007 100
914684 atgatcttcaatattcagcgctattctacccacgatggccccggtatccgtaccgtagtatttctcaaaggctgttcgttgggctgtcgctggtgccagaacccggaaagccgcgcccgcgctcaggatctgttatacgacgcgcggctgtgtctcgaaggatgcgacctgtgcgcgcaagccgcgccggacgtcattgagcgcgcgctaaacggcctgctcatccatcgcgagaaactgaccgacgcccattttt- STM0844 100 STM4115 69 STM0844 100
807077 atgaacttacatgaatatcaggcaaaacaactttttgcccgctatggcttaccggcgccggtgggttatgcctgtactactccgcgtgaagccgaagaagccgcgtctaaaatcggcgctggcccgtgggtagtgaaatgtcaggttcacgctggcggccgcggcaaagcgggcggtgtgaaggtagtaaaaagcaaagaagagattcgcgccttcgcggaaaactggctgggcaaacgtctggtgacctatcaa+ STM0738 100 STM2523 60.577 STM0738 100

4215324 atggcaagcggcatacagcccgatgctgggcagatcctcaattcgttaatcaacagcgtgctggtggtcgacgacgcgctggcaatccattacgccaatcctgccgcgcagcagttgctcgcgcaaagctcacgcaaactgttcgggacgccgttacctgaactgttgagctatttttcgttaaacattgacctgatgcgcgaaagtttagcggcagggcaaggctttaccgataacgaagtgacgctggtgatt- STM4006 100 STM4589 50.495 STM4006 100
2465273 atgaaaaaactggcgttatccctttctctggtgctggcattttccagcgctaccgcagcatttgccgctattccacaaaagattcgcatcggtaccgatcctacatacgcaccgtttgaatccaaaaatgcacaaggtgaattggtcggctttgatatcgatctggccaaagagctgtgcaaacgtatcaacacacagtgtacgttcgtggaaaacccgctggatgcgctgattccgtctttaaaagcgaagaaaa- STM2354 100 STM2355 85 STM2354 100
139341 gtgaaactggatgaaatcgctcggctggccggtgtctcgcgcacaactgcaagctacgttataaacggtaaagcaaagcaataccgcgtgagcgacaaaaccgtagaaaaagtcatggcggtagtgcgtgagcacaattaccatcctaacgctgtggctgccgggctgcgtgctggacgcacacgttccattggtctggtgatcccggaccttgaaaacacgagctacacccgtatcgcaaactatcttgagcgc+ STM0118 100 STM3178 66.019 STM0118 100
757658 atggcaatcactggcatctttttcggcagcgacaccggtaataccgaaaatatcgcaaaaatgattcaaaaacagcttggtaaagacgttgccgatgtgcatgacattgcaaaaagcagtaaagaagacctggaagggtatgacattctgctgctgggcatcccaacctggtattatggcgaagcgcaatgtgactgggatgacttcttcccgactctcgaagagattgactttaacggtaagctggtggcgctgt- STM0694 100 STM3045 64.078 STM0694 100



801221 atgatgaaactcgaattttcgatttatcgttataacccggatgtcgataacgctccgcgtatgcaggattacaccctggaaggcgaagaagggcgcgacatgatgctgctggatgcgttaatccagcttaaagaaaaagatcccagcctttctttccgccgttcctgccgcgaaggtgtgtgcggttctgatggtttgaatatgaacggtaagaatggtctggcctgtattacccctatttcggcgctgactcagc+ STM0735 100 STM4342 73 STM0735 100
267783 gtgattgataaatccgcctttattcatcctaccgccattgtggaagacggcgctgtaattggcgctaatgcccacattggtcccttttgtattgttgggccgcaggtcgaaattggtgagggaaccgtactgaagtctcatgtggtcgtgaatggtcaaaccaaaatcggccgcgacaacgagatttatcagtttgcctccatcggtgaagtgaaccaggatctgaaatatgcgggtgagccgacccgtgtggaaa+ STM0228 100 STM0226 59.223 STM0228 100

2816028 gtgtttattggcatagttagcctgtttcctgaaatgttccgcgcaattaccgattacggggtaactggccgggcagtaaaaaaaggcctgctgaacatccaaagctggagtcctcgcgacttcgcgcatgaccggcaccgtaccgtggacgaccgtccttacggcggcggaccggggatgttaatgatggtgcaacccttgcgggacgccattcacgcagcaaaagccgcggcaggtgaaggcgctaaagtgattt- STM2674 100 STM3807 56.863 STM2674 100
4604883 atggctaaggggcaatctttacaagatccgttcctgaacgcattgcgtcgggaacgtgttccagtttctatttatttggtgaatggtattaagctgcaaggtcaaatcgagtcctttgatcagttcgtgatcctgttgaagaacacggtcagccagatggtttataagcacgcgatttctactgttgtcccgtctcgcccggtttcccatcacagcaacaatgccggtggcggcgccagcaataactaccatcacg+ STM4361 100 STM4361 100
1875710 atgacccttttagcgctcggtattaaccataaaacggcacctgtatcgctgcgagaacgcgtaacgttttcgccggacacgcttgatcaggcgctggacagcctgcttgcgcagccaatggtgcagggcggggtcgtgctgtcaacctgtaaccgtacagagctgtatctgagcgtggaagagcaggataacctgcaagaagcgctgatccgctggttatgcgattaccataacctgaacgaggacgatctgcgc- STM1777 100 STM1777 100
2614748 atgaatattgtggtgctgatttccggcaatggaagcaatttacaggcgattatcgatgcctgcgaagcgaagaaaattaaaggcaccctcagggcagtattcagcaataaggccgacgcgttcggccttgaacgcgccagagaagccggtattccggcgcaagcgctgactgccgatcggtttgacagccgcgacgccttcgatcgcgagctgattcgcaagatagacgcgtatgcgcccgatgtggtcgtgctgg+ STM2500 100 STM1756 59.406 STM2500 100
916952 atgttcatggaattttccgccggattgatgccgcttgaaacggcgctgacccagatgctttcacgtattacccctctcaccgccgtagaaacgttgccgctggtgaactgctttggccgcatcctggcgaccgatatcgtatctccccttgatgtccccggctttgataattcagctatggatggttatgcggtacgtgtggcggatttgtccgccgataagccgctgcccgtcgccggcaaagcatttgccggt- STM0846 100 STM1305 59.259 STM0846 100

1328977 atgaataaaatacatgttacatataaaaatctcttacttccgattaccttcatcgcggcaactctaattagcgcctgtgataacgataaagatgccatggcggaagctgaaaaaaatcaagagaaatacatgcaaaaaatccagcaaaaagagcaccagcaatcaatgttcttttacgacaaagccgaaatgcaaaaagctattgccaatatcaacgcaaaaggtggagccaatcttgcgattattgaagtccgtt- STM1240 100 STM0482 59.406 STM1240 100
4273292 atgattaagaaaatcggtgtgttgacaagcggcggtgatgcgccgggcatgaacgcggcaatccgcggtgttgtgcgcgcagcgttgacggaagggctggaagtcatgggcatttatgacggctatctgggcctgtatgaagatcgtatggttcagcttgaccgttacagcgtatctgacatgatcaaccgtggcggtactttcctcggttctgcccgtttcccggaattccgtgacgaaaatattcgcgctgtc+ STM4062 100 STM1064 70.297 STM4062 100
728749 atgtcaatagactggaactggggtatttttttacaggaagcccccttcggcaataccacctatctcggctggctatggagtggttttcaggtcaccgtcgccctttcgattaccgcctggattatcgctttcctggtaggatctattttcggcattttacgtaccgttcccaaccgtttcctctccggactgggcacgttgtacgtagaactgttccgtaatgtgccgctgatcgtgcaattcttcacctggtacc- STM0664 100 STM0663 69 STM0664 100

3573036 atgtctgacacattacgtccttataagaatctttttcctggtatcggtcagcgcgtgatgatcgataccagcagcgtggttattggcgatgtccgtctggcggatgatgtcgggatctggccgcttgtggtgattcgcggcgatgtgaattacgttgcgataggggctcgtacgaacattcaggatggcagcgttcttcacgtaacccacaagtcttcatccaatccacacggcaacccattaatcattggcgaag+ STM3399 100 STM2114 76 STM3399 100
1691213 atggctatgaccagcagaccgaattatctcggttcgagggggattctatgtgtttgcacaactgcagtgaatcgtaatttcagtgcattatcgccgacaatcgacgtgttcctcactaattgccttcctgactatatagtggtcttatctttggcgaaacaatgttatttagttatggaaggcgacaacaactgtactactgattatcaaatgacctttctggtcaggtag- STM1600 100 STM0762 51.485 STM1600 100
2775284 atgcgcctaataaatcgcagtaagcaatcgccattgggccgtcgcgcatgtgatgttgcactggcggcgcatcatgaaaagttcggcgattacggcagacaaaagcacgttaccaattacaccgttgtagtggatggcgtaaaggtgcctgttgaagtagttaaccgggccaccagctacgtagccaccgcaatgatcggcgtccggaaacttagaaatctgccagcacaggcaaactga+ STM1007 100 STM2634 100 STM2634 100
2124925 atgaacggcgaaaccctgcagcgcattgtcgaggagattgtctcccggctgcatcgccgtgcccagagcacggcgacgctgagcgttacgcaacttcgcgatgccgactgtccagcactgttctgtcagcacgcgtcgctgcgcatcctgctcatcgacctgccgctgctgggtcagcttgcggatgcagaaaccggcgatgccgccgcccggaaaattcacgacgcgctggcgtttggcatccgcgtacagctca+ STM2048 100 STM2125 64.762 STM2048 100
4528760 atgttcgcagcaatcattatcggtatttttattatcagcgtcatttatgcgcattcacgcggggtggaaaaacaaaaactttcccgtcagctctttgaccactcgacgtttatggcgccgatcaatatgttcatgactcgcttctcaacgttaccggcaaagcagccgtactttgataccacggcatttccagagctgcagaagctgacggaaaactggcaggtgattcgtgaagaggcactacagcttcagcatc- STM4286 100 STM3583 51.887 STM4286 100
2039591 atgagtacgcctgatttttccaccgctgagaataatcaagaactggctactgaagtcaactgcctgaaagccatgttaacgctgatgctgcaggcgatgggccaggccgatgcagggcgcgtgattcttaaaatggaaaaacagatcgcgcagatggatgatgaagcacaagcggcggtattttccagtacggttaagcaaattaaacaggcttaccgccagtag+ STM1949 100 STM0160 53.398 STM1949 100

STM4261 100 STM0351 53.333 STM4261 100
3525940 gtgcagaagcctaagttagggaagattaagcttctttcagcgaaagaacaggtcgcggcagtgctgcgtaaagcgattctttcgagggagttagtggaagggcaggagattacgttagaaggcattgccggaatggtcggcgtgtccagtatgccagtgcgcgaggcgtttcagattctggcggcggatgggctgataaaagtgcgccctaataaaggggcggtggtgttgggcatcaatgaacaaacgatccgtg- STM3357 100 STM2794 69 STM3357 100

10805 atgaacgtcacctatttacacgacgaggatttagactttcttcagcattgtagcgaagaacaactcgccgatttcgcccgtttgctgacgcataacgaaaagggcaaagctcgcttgtcgagcgttcttagccataacgagctgttcaaagcgatggaaggtcacccggagcaacaccgccgtaactggcagctcattgccggcgagtttcagcattacggcggcgacagtatcgccaacaaattgcgcggacacg- STM0010 100 STM2255 63.81 STM0010 100
3730 atggtgaaagtgtatgccccggcttccagcgcgaacatgagcgtcggtttcgacgtgttgggcgcagccgtcacacccgttgacggcacgttgctgggcgatgtggtatccgttgaagcagcggaccatttccgtctgcataacctggggcgatttgccgataaactgccgccggagccgcgtgaaaatattgtttatcagtgctgggaacgtttttgccaggcattggggaaaaccatcccggtggcgatgacg+ STM0003 100 STM1588 63.107 STM0003 100

1409764 atggatacacaactcactgtcaataaattcattttctctttgtatgtgatcttgcgtaataagtacaatccttcattcacatccattctcgttcgtttaaacctgtttcaccagttccgcgtcattactggtaatagcggatatatatgtttcataccgttttacattgatccctttcgcgccgtaagatgtacgtacctaatctaa+ STM1331 100 STM1005 61.386 STM1331 100
1968238 ctgataacagacaaaacgccaggttttttcaatcaccttcgtcgcaaactggaaaacctggcgtcgtcatctattcttaaagggcaaggcgatttagcctgcattaatgccaacttttag- STM1872 100 STM1392 47.17 STM1872 100
3435369 atggtaccctcaacattttctcgtttgaacgccgcacgcgcgctgcctgtcgtcctggctgcgctacttttcgccgggtgcggcacccaggcgccagatcaaagcgcagcctatatgcagggttcagcgcaagctgactccgccttttacctgcatcagatgcagcaaagcgcagatgatagcaagaccaactggcaattactcgccattcatgcactgctgaaagaaggaaaaagccagcaggccgtcgacctg+ STM3264 100 STM3610 66.364 STM3264 99.85
2585793 atgaaaataaataatggccccgtattatgcccccattgtggctgcctgagcgcttattatgaaatagatcggctggcggcgataagagaaaaagtgaataaagaaggcggatcagcggcgtgggattcaacattgcaggcgcataaaaaaaaggccttttgcctgatgtgccataaatccattgatgaggtcgtcatcgggcagtcagatgcgcctgagtctacgaagtaa- STM2475 100 STM2204 63.551 STM2475 100
986134 atgattcactccagtgaaatctggtattttccgttgacgcgctgccagcgggtgacagtaaaatccagtccacgccagagcacggcctgctttctggcgggcctgtactgtgggctgaacacaatcaggtgtgtcccctccccggaaagcgcacccagttccgccataaacgtggcctccgcagcaacatactccgccccgtcaatcaggacaggccgcccgaagcgggcagccgtcacctcgtccatcctggtgc- STM0913 100 STM1034 74 STM0913 90.32

2284948 atgagtgcgttaaacaagaaaagctttttgacctggctgaaagagggcggaatttacgtcgttcttttagtgttgctggcgattattattttccaggacccgacttttttaagtttgctgaatttaagtaatattctgacgcaatcttcggtacgtattattatcgcgctgggcgtggcgggactcatcgtcacccaggggacagatctgtcggcggggcgtcaggtagggctggcggcggtcgtggcggcaaca- STM2188 100 STM3883 59.804 STM2188 100
629163 atgacccaaaagcgtaccctgctaaaatacggcatactctcgctggcgctggccgcgccattatctgcctgtgcgtttgactctcttacggtgattggcgatagccttagcgataccggtaataacggtcgctggacctgggatagtggtcaaaataagctctacgacgaacagttggccgaacgatatgggctggaattaagcccttccagcaatggcggctctaattatgccgccggcggcgcgacggcgacc+ STM0570 100 STM0570 100
225927 atggcgcgtcttaaaactgctcagccaaactcctcactgcgtaaaatcgcagttgtagtagccacagcggttagcggcatgtctgtctatgcacaggcggcggttcaaccgaaagaagaaaccattaccgtaaccgcagcgcctgccgcgcaggaaagtgcctggggaccggctccgaccatcgccgcgaagcgttccgccaccaccaccaaaactgatacacctatcgaaaaaacgccacagtcggtttcggtg+ STM0191 100 STM0364 88 STM0191 100

STM4261 100 STM2353 60 STM4261 100
2436485 atgcacgagaatcaacaaccacaaaccgaggcttttgagctgagtgcggcagagcgtgaagcgatagagcacgagaagcaccactacgaagacccgcgtgcggcgtccattgaagcgctgaaaattgttcagaagcagcgtggctgggtgccggacggcgcgatctacgctattgccgatgtgctgggtattccggcgagcgacgtcgaaggcgtcgccacattctacagccagatcttccgtcagccggtcggtc- STM2325 100 STM3341 63.81 STM2325 100
3165359 atgaaaaagtgggcagttgtaatttccgcagtagggttggcttttgcggtatccggatgcagcagcgattatgtaatggcgacgaaagatggtcgtatgatcctgaccgatggaaaaccacaagttgacgatgataccggtctggtcagctataccgatgcacagggaaacgagatgcaaatcaaccgtgacgaagtatcccaaatcatcgaacgttaa+ STM3007 100 STM2983 67 STM3007 100
4193634 atggacagttggttaatccctgcagcgccggtcaccgttgttgaagagatcaaaaaaagccgctttattacgctattggcgcataccgatggcgtagacgcggcgaaagcgtttgttgagtcagtcagagctgagcatcctgatgcgcgccaccattgtgtggcgtgggtggcgggtgcgccggacgactcacagcaactgggcttttcagacgacggcgaaccggcgggaacggcaggcaagccgatgcttgcgc+ STM3985 100 STM4495 57.843 STM3985 100
4165749 atgacctttgaatggtggttcgcctatctactgacctcaactctgctgagtctttctccgggttcaggcgccatcaataccatgacgacgtctatcaaccatggatatcgtggcgcagtggcttctatcgccggactccagaccgggctggggatacatatcgtactggtgggcgtcggactgggtacgctcttttcgcgctcgctcctcgcttttgaaattctgaaatgggctggcgcggcttatcttatctggc- STM3960 100 STM1270 61.765 STM3960 100
4143121 atgatgctaaaagtattattgctctttgtgttgttgcttgcgggtatcgtggtcggcccgatgatagccggtcaccagggctatgtgttaatccagaccgataactacaacattgaaaccagcgtcaccggcctggcgatcattctcatcgtcgctatggtggtgctattcgccattgagtggttactacgccgtctgtttcgtaccggcgcgcacacccgcggttggtttgccggccgtaaacgccgtcgcgcc- STM3935 100 STM0910 65.094 STM3935 100
4364241 atggctaaactgaccaagcgtatgcgcgtgatccgtgaaaaagttgatgcgaccaaacagtacgacatcaacgaagctattgccctgctgaaagagctggccactgctaaattcaacgaaagcgttgacgttgccgttaacctcggcatcgacgctcgtaaatctgaccagaacgttcgtggcgcgactgtactgccgcacggtactggccgttctgttcgcgttgccgtatttacccaaggcccgaacgctgaag+ STM4150 100 STM4150 100
4131679 atgagttttacgaccatttctgttattgggctggggtatatcggattaccgactgcggccgcttttgcttcccgccagaagcaggttatcggcgtggatatcaaccaacatgcggtagacattataaatcgcggtgaaattcacatcgtggagccggcgttgggcaatgtggtgaagatggcggtggagggcggctttctgcgtgcgacgacgacacctgtcgaggccgatgcgtacctgattgccgtgccgaca+ STM3921 100 STM0493 63.208 STM3921 100
4357700 atgacccactccctaaaaccctggaataccttcggcattgatcattgtgcaaagcacatcgtatgcgctgaaaacgaacaacaactactgagcgcctggcagcaagcaactcgtgagggactgccggttatgatcctgggtgaaggaagcaatgtcctgtttctggaaaattacgccggcaccgtgatccttaaccgcctgaaaggcattgaggtcaatgaaaccgcggacgcctggcacctacacgtcggcgca+ STM4137 100 STM0889 59.633 STM4137 100
2061279 atgaccacgcgcctgacccgctggcttaccgcgctcgacaactttgaagccaaaatggcgttattgccggcggtgcgtcgttatggacgtttaacccgcgccactggcctggtactggaggccaccggtctccagcttccgctgggcgccacctgcattattgagcgccaggacggccctgaaaccaaagaggtggaatcagaagtcgtcggttttaacggccagcgtctgtttctaatgccgctggaagaggtc+ STM1972 100 STM1415 67.327 STM1972 100
2544843 atgttccagcaagaagttaccattaccgctccgaacggtctgcacacccgccctgctgctcagtttgttaaagaagcaaaaggcttcacttctgagattactgtgacttccaacggcaaaagcgccagcgcgaaaagcctgtttaaactgcagactctgggcctgactcaaggcaccgtcgtcaccatctccgcagaaggtgaagatgagcagaaagcggttgaacatctggtcaaactgatggcggaactcgagt+ STM2431 100 STM1914 64 STM2431 100
122485 atggctgaaacgcaaaatgatccgctattgccgggatattcatttaatgcccatctggtcgccgggctgacgccaattgaagcgaatggatatctggatttttttatcgatcgtccgttgggcatgaagggatatattcttaacctgaccatccgcggagagggcgtcattaataataatggcgagcagtttgtctgtcggcctggcgatatattattgtttccgccgggcgagattcatcactatggacggcatc+ STM0104 100 STM0104 100

3098662 atgtccaaaatcgttaaagtcatcggtcgtgaaatcatcgactcccgtggtaacccgactgttgaagctgaagtacacctggaaggtggtttcgtaggtatggcggcggctccgtcaggtgcttctactggttcccgcgaagcgctggaactgcgcgatggcgacaaatcccgtttcctgggtaaaggcgtaaccaaagctgttggcgcggttaacggcccgatcgctcaggctattcttggcaaagacgctaaa- STM2952 100 STM4285 57.426 STM2952 100
4293123 atggccgattgggtaacaggtaaagtcactaaggtgcaaaactggactgacgcactgttcagcctgaccgttcacgcccccattaatccttttactgcaggccaatttaccaaactcggactggagatcgatggcgagcgcgttcagcgcgcgtattcctatgtcaatgcgcctgacaatccgaatttagagttttatctggtgacggtgccgcaaggaaagctcagcccgcggctggcggcgctaaaacctggcg- STM4084 100 STM1048 63.462 STM4084 100
2155388 atgattattccggcattagatttaattgacggcaccgtggtgcgtctccaccagggtgactacgcccggcagcgggattacggtaacgatcccctgccccgtttgcaggattacgccgcccagggcgccggggtgctgcatctggtagatctgaccggcgctaaagatccggctaagcgacagataccgctgattaaaaccctggtcgcgggcgtgaacgtgcctgttcaggtcggcggcggcgtgcgtaccgaag+ STM2076 100 STM2511 61.765 STM2076 100
4136045 atgtcgcttgctaaagcctccctgtggacggcggtcagtacgctggtaaaaattggcgccggactgctggtggtgaaactactggccgtctcttttggtccggcgggcgtcggacaagcgggtaacttccgccagatgattaccgtgctgggcgtattggctggcgccgggatatttaacggcgttaccaaacttgtcgcacaacatcatgataacccggcgcagttacgtaccgtggtgggaacctcctccgcg+ STM3926 100 STM3239 65.049 STM3926 100
4384104 atggatcgtataattgaaaaattagagagtggctggtggatcgtcagccatgaacaaaaattatggttgccgtatggggaattaccacacgggctggcggcaaatttcgatcttgtggggcagcgcgcactccggataggtgaatggcaaggcgagcccgtttggctggtgttacagcatcgacgtcatgatatgggatcggttcgccaggttatcgatcaggaggccgggttgttccaactggcgggacgtggcg+ STM4166 100 STM0255 63.889 STM4166 100
434637 atggcgaaattgcgggtaggaatagtatttggcggtaagtcggcggaacatgaagtgtctttgcaatcagcgaaaaatatcgttgatgcgatcgataaaacccgcttcgacgtggtgctgttagggatagataaggcgggacaatggcatgttaacgatgcggaaaattatttgcagaatgcagacgatccggcacatatcgcgctacgtccttcggcaatcagtctggcccaggtgcctggcaaacaccaacac- STM0380 100 STM0875 68 STM0380 100

2019193 gtgagcatggatattagcgatttttatcagacattttttgatgaagctgacgagctgttggctgatatggagcagcatctgctggatttggtgccggagtccccggacgctgaacaactgaacgccatttttcgcgcggcgcactccattaaaggcggcgcgggcacattcggcttcactattctgcaggaaaccacgcatttaatggaaaacctgctggatgaagcccgacgcggtgaaatgcagctcaatacc- STM1921 100 STM4304 63.725 STM1921 100
1896782 atgatacccccagagattcgccgttctgttctactgcagaaagccataaaactggcgctggcagggacgctgctgacgtttgcatcgttttcggcgactgccgcagacccgtcttccgacactgaaactccgcagccgccggatattttgcttggcccgctctttaatgatgtccagaatgcaaaactcttccccgatcagaaaacctttgctgacgccatacctaatagcgatccgctcatgattcttgcggat+ STM1796 100 STM3603 78 STM1796 100
1714602 atggcgaacaccatcacggcagatgagattcgggaacacttttcgcaggcaatgtcggcaatgtaccagcaggaagttccgcagtacggtacgttactggaacttgtggctgacgtgaatctggcggtgctggaaaataatcccaaactgcatgagcagttggctaatgccgatgaactggcgcgattgaacgtggaacgacatggcgccattcgtgttggcaccgcagaagaactttctaccttgcgtcggata- STM1624 100 STM1624 100
1753405 atgaaccttgacgataaagcgctgtttcttgacgccatggaggatgtccagccgctgaaacgccatactgatgtacactggcagccaacgcgtaatcttaaaacgccccagcgtatcgacacgcttcagcttgataatttcctgacgacgggctttctggatattctgcctctgaatgaaccgctggaatttcgtcgggaaggattgcagcagggtgtcatcgacaagttacgcagtgggaaataccctcagcagg- STM1658 100 STM3772 88 STM1658 100
958666 atgaaaaagttagttctggctgcattactcgcctctttcgccactggcagcatcgccgctgaaaaaatcaatttcggggtttccgccacctatcccccgtttgaatccctggatgcgagtaataaaattgtgggcttcgatatcgatctggcaaccgcattatgcaagcaaatgcaggcagaatgtacttttaccaatcatgctttcgatagtcttatcccggcgctgaaattcagaaaatatgatgccgtcattt- STM0887 100 STM0890 76 STM0887 100
683302 atgatgccgattcccgccaacccgactaacgcctccattcagcctcagtcgctgtatgacgtctgggccgatttggcctggcgcgccatgctgaccgaggtaaatttatcgccaaaacccggtctggtagaccgactaaactgcggcgcgcacaaagatatggcgctggcggattttcaccgcagcgcggaggcgattcgacactggctgccgcgctttatggaatatggcgccagctgcacgcgcctgccgccag- STM0619 100 STM0063 68 STM0619 100



1077270 atgctttttacgctaaagaaagtgattggcggtatgttattgccgcttccgctgatgttgctgatgattggcgtcggcctggcgctgctctggtttagccgctttcagaagaccggaaaagtatttatcagcgtaggttggctggcgctattgctattaagcctgcaacccgtctctgaccatctgctgcgtccgatagaaaaccgctaccctacctggcagggtccgcaaaaggtggaatatattgtggttctcg- STM0990 100 STM0990 100
3967578 atgaaaaaaagccccacgtccacgcctcatgatgcggtattcaaaacgtttttacgccatccggataccgcgcgggattttctcaatattcatcttccccattcgctaagaatacgttgcgatctgacgacgttgaaactggcgccggacagttttatcgagaaaaatttacgcgcgttttattccgatgtcctttggtcgctaaaaacgtgtgaaggcgacggttatatctatgtcgttatagagcatcagagt- STM3766 100 STM3508 84 STM3766 100
664764 atgaaccacactgagatccgcgtcgttaccggcccggcgaattatttttcccatgcaggaagcctcgaaagactgaccgactttttcacgccggaacagctttcccacgccgtttgggtgtacggcgaacgcgcgattgccgccgcccggccttacctgccggaagcgtttgaacgtgctggcgcaaagcatctgccgtttaccggccattgtagcgaacgccatgttgcccaactggcgcacgcctgcaacgac- STM0602 100 STM4108 67.961 STM0602 100

1816679 atgagcgaaaagttacaaaaagtgctggcgcgcgctggccacggctctcgccgtgaaatcgaatccattattgaagcgggacgtgtcagcgttgacggtaaaatcgccacgcttggcgatcgtgttgaagtcactcccggtttgaaaatccgtatcgacggtcacctgatttcggtgaaagagtcggcggaacaaatttgccgcgttctggcctattacaaaccagaaggtgaactgtgtacccgcaatgaccctg- STM1719 100 STM2222 61 STM1719 100
1653489 atggacgtcagccgcagacaattttttaaaatctgcgcgggcggtatggcgggaacaacggtggccgcactgggttttacccctaaaatggccctggctcaggcgcgaaactataagctgttgcgcgcaaaagagatccgtaactcctgcacatactgttccgtaggttgcgggctattaatgtatagcctgggagatggggcaaaaaacgcgaaagaagcgatttaccatattgaaggcgacccggatcatccg- STM1570 100 STM4037 93 STM1570 100
1920428 gtgacggacgattttgcagcagatggccaactggccaaagcgataaccggctttaaaccgcgcgaaccacagcgacaaatggcggttgccgtaacacaagcgattgaaaatgcgcagcctctggttgttgaagccggcaccggaaccgggaagacctatgcttacctcgctccggcgttgcgcgccgggaaaaaagtcattatttcgaccgggtcgaaagcgttgcaggatcaactctacagccgcgatctgccg- STM1821 100 STM2323 62.136 STM1821 100
1948497 atgcacatgagtcaggaaacgcccgcttcgaagactgaagcgcaaattaaaaccaaacgccgtatttcacctttctggctgctaccgcttatcgcgctaatgatcgcggggtggctggtatgggatagctaccaggatcgcggcaatagcgtgactatcgattttatgtcggcggacggtatcgtaccgggccgtactcccgtgcgttatcagggagtagaagtcggcaccgtggaagatgtcagtctgagcaaa+ STM1849 100 STM1703 68.519 STM1849 100
1967008 gtggaacaggacacaactgaacatcatccggacccacagccgctggagaatgaaccacctgtaagccagacagaagcaggctaccagaaaatacgggcagaactgcacgaagcacgtaaaaacattccacccaaaaacccggttgatgttggtaaacaactggcagccgcgcgcggtgaatatgtcgaagacatcagcgacccgaacgatccgaggtgggttcataacaattacagcgcctcaaatcagggtgaaa+ STM1870 100 STM1009 75.728 STM1870 100
1993226 atgaaaaaacattattctgtccaatatgaaaccggggatatcgtctttacctgtataggtgccgcgcttttcggccagatatccaccgcttcacagtgctggagcaaccatgttgggattattattggtcataatggtgatgactatctggtggcggaaagtcgcgtccccctctcaaccgtcaccacgctgtcactgtttatacaacgttcagccggacaacgttacgcggttcgtcgcctgtgcggcggcctga+ STM1897 100 PSLT110 68.317 STM1897 100
540089 atgcaacgtactattttaatcatcattggctggctggcggtagtattagggacattgggcgtggttttgcccctgttgccgactacgccgttcattttactggcggcctggtgtttcgcccgctcgtcgcctcgtttccatgcctggttgttataccgctcatggtttggcggttatctgcgccactggcagcgctatcgggccatgccgccgggagcgaaaccgcgagcgatcgcgttgatattgctgacctttg+ STM0482 100 STM0410 61.905 STM0482 100
586676 atgttccctgttattaaccgcgaaagtgtgttgtccggctttcagtggtttttctttattttctgtaacactgttgtggttccccctaccttgctatccgcttttcatcttcccgctgataacctgttaatgctcacacaatacgcttttttgaccaccgcgttggcctgcctggttcaggcattttgcggccatcgccgtgccattatggaagggccgacagggctgtggtggggcgctattcttacgattacg+ STM0524 100 STM2851 60.577 STM0524 100
616456 atgagaagaaaaatggttaacaatagattaaaaatggtaatcgctatccttatagttttctcgttggtgtattcaataggatttatcacaccaatgaactctgatgactatacttatgccctaagagagctttcgctttctagcgtaaaaatgcactatttgggatggagcggaagggttgtgtcagatacgatcagcacatctctattaaagtttttctccccgcatatttacaatgcaataaactcagcagcg- STM0557 100 STM4204 66.667 STM0557 100

1658993 atgagttaccttaaccgggatgaacgccgcgaagtgatcctgcaagcggcgatgcgcgtggcgctggcagaggggtttgccgccatgacggtgcgacgaatcgcatcagaagccgatgtcgccgccggccaggtgcatcaccacttcagctcggcgggcgagctcaaagcgctggcctttgtccatttgatccgcaccctgcttgatgccgggcaagttccgccgcccgccacctggcgtgcacggcttcacgcta+ STM1575 100 STM0692 63.303 STM1575 100
3278150 atgatgaatgttaatgcagtgtatgccgaaaaatgcgtgacgcctgacgaggcggttactttaattacctccggcagtcacctctctatgggaatgtttgcagcagagcctccagctttgctgaatgcgctggcaaagcgagcgaaaaggggagaaatcaacgatctgcgggtttactgttatgaaacagccagcattgccgggaacactattttccgttatgagctaagtgactatattcatctctacagtatg- STM3118 100 STM2238 65.049 STM3118 100
2396034 atgccggatggcacgtatgccttacgcatgcgttttagcgcctatcggtatagtctggcaatacgtcaggaggtttgtgcggtgatggcgctaaatatgctgcgccgttggcttaatggcgaggacattaccagcgagcatggctggatagacgtggttgaatcattgacggcatag- STM2288 100 STM2293 96 STM2288 99.44
2921226 atgcccgcgactcattcccccatgcccgctcgtgcctggatagttcgccttgcccgcgtgtgttgggaacgtaaaacactgagcatcattgtcatcgtagcatcagtatcgaccattttactggctgcgctgacgccgctaataacgcgtcaggccgtcaatgacgcgatagcaggcgatacgacccacctgccgttacttgcctgcggcctgctgttaattgccctttttgattttatcgggaattacgtgcgc+ STM2774 100 STM2219 68.627 STM2774 100
3841839 atgtctgagaaaacttttctggtggaaatcggcactgaagagctgccaccaaaagcactgcgcagtttggctgagtcctttgctgcgaacttcactgcggagctggataacgccggcctcgcgcacggtaacgttgaatggtttgccgccccgcgccgtctggcgctgaaagtggcgaatcttgctgaatctcagcccgatcgcgaagtcgaaaaacgtggtccggcgattgctcaggcgtttgacgccgaaggc- STM3655 100 STM3301 64.078 STM3655 100
815840 gtgtcaaaggcaaccgaacaaaacgacaagctcaaacgggcgataattatttcagccgtgctgcatatcatcttatttgcagtgctgatctggagttcgtttgatgagcatatagaggcttctgccggcggcggcggtggttccgctatcgacgcggtgatggtcgatcctggcgccgttgtgcagcagtacaaccgtcagcaggatcaacaggccagcgccagacgcgcggaagaagagcgtaaaaagctgcaa+ STM0747 100 STM0450 67.647 STM0747 100

4326954 ctacgggcgcggtaaatctgcggattcagctgggtcaacgacgccggaagcggctccagttcgctgtttttaatctccgccagcggcgcgtcgcagagtgggaattcatcgcgcagccattgactcagacgctgacaggcaacctgttcatcggcaccggaaatcaccagctgacagtggtcgccagccagcgtgtcggtgccaatcagcgccagcgcgcttttggcgctgcctttgcgatcggtgcgcaggttgt+ STM4110 100 STM4111 100 STM4110 100
3340182 atgaatgacctgatcagcgcggcttattccgaacgtctgcggcgcgtttgcgaccacattgagcgtcatctggatgagcctctgtcgattgaggcgttaagccggatggcgcacagctcgccgtttcattttcaccggcagtttaccacctggagcgggcttccgctctatcgctatatccagtggttgcgtttgcgccgcgcgtcatggcggctggcgtttaacccgcaggataaagttatcgatatcgcgctgg- STM3175 100 STM3175 99.66
3173957 atgtcattgccgcattatcacgctgaaactgaccttaacgctgaaaatttgctcagattgcctgctgaattcggctgtccggtctgggtctatgacgcgcacattattcgccgtcagatagccgccctgcagcagtttgacgtcgtgcgttttgcgcaaaaagcctgttcgaacattcatatcctgcgcttaatgcgcgcgctgggcgtcaaggtggattctgtttcattgggagagatcgaacgtgcgctggcg- STM3013 100 STM3013 100
3240439 atgagcaccttaggtcatcagtacgataactcactggtttctaatgcgtttggttttttacgtctgccaatgaacttccagccgtatgacagcgatgccgactgggtgatcactggcgtaccgtttgatatggcaacgtccggtcgcgctggcggccgtcatggcccggcggcgatccgtcaggtgtcgaccaaccttgcctgggaacatcaccgtttcccgtggaattttgacatgcgcgagcgcctgaacgtc- STM3078 100 STM3078 100
493272 gtggatattccgcaagcaataaagtactacgagcaggcttgtgatttggacggtgattatggttgctttaatgcggcttatttctatgaatatggcatcggtacccaaaaggacattacgcaagcgaaaacattagcaaaacagcttagagaaaaaattaatctatccaatatcaatctcgataaaaaggtgagtgaacgtataattgggagtgtttatagtaataaacttgaggcatatagagacctttcattt+ STM0438 100 STM0437 67 STM0438 100

2990668 atgaaccgtttcatcattgcagacgcgagtaagtgcattggttgccgtacctgtgaagtggcttgcgtcgtatcccatcaggaaaatcaggattgcgcatcgctgacccctgaaacctttttacctcgtatccatgtcatcaaaggcgtgaacgtttccacggcaacgctgtgtcgccagtgtgaagacgcgccgtgcgccaacgtttgcccgaatggcgccatcagccgtgacaaaggctttgttcatgtgatgc- STM2843 100 STM3666 72 STM2843 100
3830351 atgattcgcaaatcccagagtgaagacatggcgtctattctggcgctgtggatgaaaagtaccatttatgcccatccctttatcgaagaacgttactggcacgagagcgaagcaattgtacgcgacgtctatttacccgccgcgcaaacctgggtatgggaggaaaatggacaactgaaaggcttcgtcagcgtactggaagcccgttttgtcggggcgctgtttgtcgcccccgacgcgttaagacacggcattg+ STM3643 100 STM3274 83.168 STM3643 100
3971263 atggataccttactctttgcaagcctgatggggttgtattactggtttgcccgtttacgcctcggctacaccttctccgcgatgctgttacaaccggtggtgatcgcggtatttgtcgggcttttgcttggcaatatgcagactgcgatgatcatcggcgcagggatgcagctcgtttatttgggcgtgacctcaacgccgggcggcaacgtgccgtcggacccggcgctggcggcctgtatctccattcctatcg- STM3770 100 STM2511 62.264 STM3770 100
3156811 gtgaatcgggaacgtggcgcttcttcgctaatactggcgcttttaatactgattctgggcagtctgctactgcaaggcgtaaatcagcagcaggccagctatgccgcccgcgtgacgacgcagagcctggcgatacaacgccaggcgcttgtgcagtcggcgctggaatggggacgggggcagctatggtcaggcgtaaccgaaatggaatgtcggcgctattcctcttcaggagcgagagtctgtttgcggagat- STM2998 100 STM2915 60.577 STM2998 100
3193055 atgaaaagccatattatgccaggcgttgcgctgatggttatcctgttttcaggaaatattatggccgcaacaaacatgactgataacgttactctgaataatgacaagatatccggacaggcctggcaggccatgcgtgatatcggaatgtcgcgattcgagttgtttaatggtcgcacccaaaaggcggaacaactggctgcgcaagcagaaaaactcctgaacgatgacagcactgactggaatctgtatgtca- STM3030 100 STM0339 58.559 STM3030 100
3276040 gtggtaattggaccttttattaacgctggcgcaattttattcggcggcgttattggcgcgctgttaagtcagcgtctgccagaacggattcgcgtctcaatgacgtctatttttggtctgtgctctctgggaattggcattctgctggtgatgaagtgcgctaatcttccggtgatggtgctggcgacgctggtcggcgcgcttatcggcgagttttgtttgctggaaaaaggcattaatggcgcagtcgcgaaaa+ STM3115 100 STM2179 73.077 STM3115 100
3308300 atgtctgaaacgttttccggattcgacacggcgcccgtcgcccgggttcaggcggcgtttgaagagatagcccatcgttcgatgcacgatctttcgtttctgcatccgactatgccagtgcatgtctctgattttacgttatttgaaggacaatggacgggcacggtaattacgccgtggatgttaagcgcattaatcttccctggcccggaccagatctggcccaggcgtaccgtcggtgaaaaactcggtctgc- STM3145 100 STM3145 100
2863892 atgacagtgaaagcaaagcgtttccgcatcggggtggaaggtgccaccactgacgggcgcgagatccagcgtgaatggctggtacagatggctgccagctacaacccgacggtctataccgcgctgattaaccttgagcacatcaagtcttatctgccggagagcacttttaaccgctatggcagggtgacggggctggttgcagaagaaatccaggacggcccgctggcgggcaagatggcactttatgccgata- STM2721 100 STM2721 100
2258909 atgattgaatttaaccatgtcagtaaaaccttcggcgatcaacaggctgttagcgacctcaatttgcattttagcgaaggcagcttttcggtgttaattggcacctccggctcgggaaaatcgaccactctgaagatgattaaccggctggtagagcatgatagcggaacgatccgttttgccggggaagagatccgcagcctgccggtgcttgaactgcgccgtcgcatgggctatgccattcagtctatcggc- STM2163 100 STM1491 77 STM2163 100
1917693 atggcggttcaaaaacggttaataaaaggggcgctggcgtgcgcttttgcgcttatgctgagcggttgcgtgactatcccggatgccattaaaggttcgagtccgacgccgcagcaggatttggtgcgggtgatgaatgcgccgcagctctatatcgggcaagaggcgcgttttggcggcaaagttgtggcggtgcaaaatcagcagggaaaaacccggcttgaaatcgcgaccgtaccgcttgatagcggcgcgc- STM1819 100 STM1515 52.83 STM1819 100
3590699 atggcgaaactgcatgattactacaaagacgaagtagttaacaaactcatgactgagtttaactacaattctgtcatgcaagtccctcgggtcgagaagatcaccctgaacatgggtgttggtgaagcgatcgctgacaagaaactgctggataacgcagcagcagacctgacagcaatctccggtcaaaaaccgttgatcaccaaagcacgcaaatctgttgcaggcttcaaaatccgtcagggctatccgatcg- STM3428 100 STM3842 65.714 STM3428 100
3720417 atgaaaggtttcctgcaaaccgtaacaggcccggtggcgcatacggatatggggctgacgctaccgcatgaacatctgtttaacgatctgtcttcggtcgtagacgagccacattatgctttttcacagcaactggtgggaaagaaagtcagtgctgacctgcagtggggactgaaacacgacccatactgctgcgccgataacatggaccgcaaagagattgatgatgttatcttcgaaatcaataactttatg+ STM3550 100 STM1041 63 STM3550 100
3466624 atggcgaaaaacctaatactctggctggtcattgccgttgtgctgatgtcagtattccagagctttgggcccagcgagtctaatggccgtaaggtggattactctaccttcctgcaagaggtcaatcaggaccaggttcgcgaagcgcgtatcaacggacgtgagatcaacgttaccaagaaagatagtaaccgttacacgacttacattccgattaatgatccgaagctgcttgataacctgctgactaaaaac- STM3296 100 STM4543 51 STM3296 100
3373827 atgcgtgtactgggtattgaaacatcctgcgatgaaaccggcatcgctatttacgacgacaaaaagggtctgttagccaaccaattgtatagtcaggtgaaattacatgctgactacggcggcgtagtgcctgaactggcttcccgcgatcatgtgcgtaaaaccgtgccgctgattcaggcggcattaaaagaagccggtctgacggcgagcgatatcgacgcggtggcctataccgcaggcccgggcctggtc- STM3208 100 STM0214 66.337 STM3208 100
3718361 atgaacaatacgcagaaaaaactaaaggtgctctttattggagaatcctggcatattcatatgattcattcaaaaggttatgacagtttcacctccagtaaatatgaagaaggcgctacatggttactggaatgcttgaggaaaggcggcgttgatattgattacatgcctgcccacacggtacaaattgcctttccagagagtattgacgaattaaaccgttacgatgttattgttattagcgacattggtagta+ STM3548 100 STM1381 77 STM3548 100
3477581 atgtttaaacgactgatgatggtggccctgctggtcattgcgccattaagcgcagcaacggcagcggatcagagcaatccttataaactgatgaacgaggcggcgcagaaaacttttgatcgcctgaaaaacgaacagccgaaaattcgtgccaatccggattacctgcgagacgttgttgatcaggaacttctgccgtacgtgcaggtaaaatatgccggcgcgctggtgttgggccgctactacaaagaggcga- STM3310 100 STM0998 59.048 STM3310 100
4761825 atgaaatcaaacacttctcagcaaagaccttaccaggaagtgggcgcaatgatacgggatctgattgttcagacgccgtaccgccccggggagcgcttgccgccggaaagagagatcgctgagaggctcaatgtgacgcgtaccgtcgtgcgtgaagcgctgatcatgctggaaattaaaggtctggttgaagtccgccgcggcgccgggatctacgtgctcgacagcgcggataataacgagatggaaggcgctg+ STM4507 100 STM0994 64.762 STM4507 100
4569085 atggctcaacgcatctttacgctgatcctgctgctgtgcagcacatccgccttcgccggattattcgacgcgccgggtcgctcgcagttcgtccctgccgaccgggcgtttgtttttgattttcagcaaaatcaacacgatcttaccctctcctggcaggtaaaagagggttactacctttaccgtaaacaaatcagtatcacgccgacgaaagcggatatcgccgcagtccaactcccgacaggcgtctggcat- STM4323 100 STM2817 62.136 STM4323 100
428810 atgttatctttaagcaagccactacaggaattctacagactcgataaatgcctttctaagcatggtacgcgtttcgagtttgttaacgataaagagattatctgttcacctgatgaaagtaatacccatacctttgttattttagagggggttgtttcgttagttcggggtgataaagttcttattggtattgtgcaggccccttttatttttggcttagccgatggcgtggcgaaaaaagaggcacaatataaat+ STM0374 100 STM0374 100

2238543 atgaaagcagaacgtattctcggtgctctttacgggcaagcgttaggggatgcgatgggaatgccctctgagctgtggccgagaacgcgcgtcaaagcgcatttcggctggattgaccgctttctgcccgggccaaaagaaaataatgccgcctgctattttaaccgcgcggagtttacggatgataccgcaatggcgctctgcctggccgacgcgctactcgaatgcgaaggcaacattgatcccgagattatt+ STM2143 100 STM2323 60.784 STM2143 100
2981439 atggtttccactctgattaccgtcgccgttatcgcctggtgtgcgcagctggcgctgggcggctggcagatttcccgctttaatcgggctttcgataaacttagccaacaggggcgggtcggcgtcgggcgctccggcgggcgttttaagccccgggtggtggttgccgtggcgctggacgaacagcagcgggtgacggacactttattgatgaaaggccttacggtattcgccagaccggttaaaattgccgcaa+ STM2836 100 STM2316 60.952 STM2836 100
2251772 atgactcaagtcgcgaagaaaattctggtaacgtgcgcgctgccgtacgccaacggctctatccacctcggccatatgctggagcacatccaggctgatgtctgggtccgttaccagcgaatgcgcggccatgaggttaacttcatctgtgccgatgacgctcatggcacgccgatcatgctgaaagcgcagcagcttggtattacgccggagcaaatgatcggtgaaatgagccaggagcaccagaccgatttc+ STM2155 100 STM0537 68 STM2155 96.17
2323673 gtgaccacccggcagcactcttcctttgccattgtctttattcttggcctgttggccatgttaatgccgctgtcaattgatatgtatcttccagcgctgccggtgatttctgcgcaattcggcgtgcctgccggtagcgcgcagatgacgctcagcacctatattttggggtttgcgctgggtcagcttatctatggaccgatggcggatagcctcgggcgtaagccggtcatcctgggcgggacgctggtattt- STM2221 100 STM3847 79 STM2221 100
2345217 atgcctacaattaaaaagttagctgatgccagagacgttattttgcatgaactgattttgcatgaactgattggacatctttcctgtgcagtggtcacagtaaagtcaatgcaggcaactaacgtaaaccatgtttgtactaaaacagaaaaagcgcatctacaccctatactggaaaaaatgtttgcagtggcaggtaaatga+ STM2244 100 STM0926 97 STM0926 42.1
2266472 atgctgaaattccgagcttcattcctgagccttgctctgatgttggccgtaccttttgccccgcaggctgtggcgaaaacggcagcgacaaccgcggcgtctcaacctgagattgcctccggtagcgcaatgattgttgatctcaacaccaataaagtgatctattcgaaccacccggatctggtgcgtccgattgcctcgataaccaaattaatgacagcgatggtcgtgctcgacgcgcgattgccgctggat- STM2168 100 STM2168 100
299867 atgacaacgcattcccaccatgacaatgttgaaaagcagtttggttcacaggcgaacgcctatttacatagcgccgttcacgcagcgggtcgtgacttagcgcggctggcgcaaaggttgtctgatttttcccacgcgagcgtactggatatgggatgtggggctggacacgcgagttttgtcgctgcgcaacatgccaactcggtcgtggcatacgatttatccgccagcatgcttgaggttgtcgctggagcgg+ STM0259 100 STM0600 61.682 STM0259 100

1490020 atgtttgcgggcgttaaccatagcctgatttcccaggtacatgcgatgttaccagcgctaacggttattgttccggataaaaaattacagttggtatgtctggcattattgttggcgggtttaaatgagccgctaaaagccgcgaaaattttatcggatatagatttgccagaggctatggcgctgcgtctgttatttcctgcaccaaatgaggggtttgaaaattga+ STM1407 100 STM0925 56.731 STM1407 100
798722 atggtaagcaacgcctccgcattaggacgcaatggcgtacatgacttcatcctggtccgtgctaccgctatcgttctgacgttatacatcatctacatggtgggttttttcgccacgagcggcgaactgacctttgaagcctggaccggtttcttctcatcggccttcaccaaagtcttcaccctgctggcgcttttttccatcttgattcatgcctggatcggcatgtggcaggtgttaaccgactacgttaaac+ STM0733 100 STM4323 62.037 STM0733 100
876147 atgaacctgatgacgtggctaacaggaaaaacactggcggagctggtgaaaaaagggcagttgatcccgccagaaattaagttacctgtgtatccggccagccactacaaaaaaaactggtatgaacaaggtattcctcacggaggcgttattgggcttacggcgatcatgatgaccatgacatggatcgtcagtataaacatggttattgcgcagtttgagctgcacaataaaaagcatctggagctggtcttct+ STM0810 100 STM0603 31 STM0810 100



2819520 atgcccgtttttgctttacttgcccttgtcgcctactccttcagcctcgcgctgatcgttcccggactgttgcaaaaaaacagcggctggcggcgtatggctattctttctgcggtcatcgcgctggtgtgccatgctgtcgcgctggaatcgcgtattctgcccggcggcgacagtggacaaaacctgagcctgctgaatgtcggttcgctggtcagcctgatgatctgcacggtgatgaccattgtcgcgtcgc+ STM2678 100 STM2678 91.45
3439048 atgctgatggcgacaatgaccccctggtatctgtatctgattcgtactgcagacaatgcgctttacaccggaataaccaccgatgtggcgcgtcgttacaggcagcatcaaacgggaaaaggcgcaaaagcattacggggaaaaggcgagttaacgctggcgtttgcggcgcaggtcggcgatcgctcgctggccctgcgcatagagtatcgcatcaaacagctcacaaagcgccagaaagagcgccttgtgacgg+ STM3271 100 STM2993 65.741 STM3271 87.6
3396243 atgcttaaaccacgcataactgcccgacaactcatttggatcagcgcttttctactgatgctgaccatactcatgatgacgtggtcaacgctgcgtcagcaagagtcgacgctggccattcgcgcggttaaccagggcgccagtatgccagacggcttctcagttctgcatcatctggatgcgaacggcattcattttaaaagcattacgcctaaaaatgacatgttgctcattaccttcgattcccctgcgcaaa+ STM3227 100 STM3227 100
923438 atgcgattatttaactggcgccgtcaggcgattttacatgctatgccggtggtaaaacccgaccagatacgcacgccgtggcgggagttctggcgtcgttttcgccgccagcatgtcgcgttggtcgccgggggattcgtactggcgttaattctggtggcgatttttgcccgttggctgacgccctacgatgcggaaaactattttgactacgatagcctgaacaatggcccctctttgcagcactggtttggc+ STM0851 100 STM3628 74 STM0851 100

1471185 atgtggacgggagtcaatatggacagcagtaaacggcaatttctccagcagcttggcgtcctgaccgctggcgcctcgctggttccgctggctgaagcgaaatttcctttttcgccggagcggcatgaaggctctccccgacaccgttacgccatgcttatcgatctgcggcgttgtatcggctgtcagtcctgtaccgtaagttgcactattgaaaaccaaacgccgcaaggcgcgtttcgtacgacggtgaacc- STM1385 100 STM0612 67.961 STM1385 100
3399484 atgggacaactgatcgatggcgtctggcacgatacctggtatgacaccaaatcttccggggggaaatttcagcgttcagcgtcggctttccgcaactggcttaccgctgacggcgcgcccggaccttccggcgaaggcggattcgccgcagaaaaagatcgttaccatctgtacgtttcccttgcctgcccctgggcgcatcgcacgctcattttccgtaaactgaaaggtctggagccgtttattccggtttcc+ STM3233 100 STM2107 52.336 STM3233 100
3318065 atgcttcctgagcatctggtttcctctcattttcgcctgtcatcgccgccccctgaagccacagaaaacagtaaaaatttgcctaagggaaagacaaaactcagcgattacgagcccgatattttaattagcgctaacgctgccgggcaacacagaaacgtattatttgaagaacgcgaccgtcatattaaagaacgtctgtattgtgtggctaaaattgaaacgtttgcccgcctgataaacgcactacaggcag+ STM3155 100 STM4040 58.716 STM3155 100
3205955 atgaacatgggtcttttttacggttccagcacgtgctacaccgagatggccgcagagaaaattcgcgatatcctcggcccggagctggtgacattacataacctcaaggatgacgcccccgccttaatggagcagtacgacgtgctcattttaggcatccccacctgggattttggtgaaattcaggaggactgggaagccgtctgggagcaactggacgatctcaatctggaaggcaaaatcgttgcgctttacg+ STM3045 100 STM0694 64 STM3045 90.16
824824 atgaattatcagaacgacgatttacgcattaaagaaatcaacgagttattacctccggtcgcgctgctggaaaagtttcccgccacggaaaatgcagcaaataccgttgctcacgcgcgcaaagccatccataaaattctcaaaggcaatgacgatcgtctgctggtggtgatcggtccttgttcaattcatgatccggcagcggcgaaagagtatgccgcccgtttgctggcgctacgcgatgagcttcaaggc+ STM0760 100 STM1347 83 STM0760 100

1267129 atgtccagcttgattaatcacgccatgagcggacttaacgccgcgcaggccgcgttaaatacggtcagtaataacatcaacaattataacgttgcgggttatacccggcagacaactattctggcgcaggcaaacagtacgttaggggctggcggctggataggtaatggcgtttacgtttcaggcgtacagcgcgaatatgatgcgtttatcactaatcagctacgcggcgcgcaaaaccagagcagcggctta+ STM1183 100 STM3577 68 STM1183 100
2012272 atgatgcaaccatctatcaagcctgctgatgaaggctcagcaggagacatcattgcgcgcatcggtagtctgacccgaatgctgcgcgacagcctgcgtgaactggggctggaccaggcgattgccgaagcggcggaggcgatccctgatgcgcgcgaccgtctggattatgtcgtccagatgacggcgcaggcggcggaacgcgcgctaaacagtgtcgaagcctcgcagccgcatcaggatgcgatggaaaaag- STM1915 100 STM4247 58 STM1915 100
3290456 atgagcgacgtgacattacttgccgaagtaacgacttttttacgccaacgacacggacaatttattgcaggtgaacgtcaggccggaaacggcacgaacttctcggtcactaacccagccaccggcaaaatcatcgccgacgttgtgtcggcaacccctgcgcaggcagaagaggccatgcagagcgccagacgggcgtttgatgtctggcgtaaaatgccaacgttacaacgcggcgcattactgctgaaactg+ STM3129 100 STM1597 70 STM3129 100
1200516 atggcgaaacaacaacggatgggctggtggtttctttgccttgcatgtgtcgtggtaatggtttgtaccgcgcaacgcatggcgggcctgcacgccttgcagatgcaggcgacggcctctgctgcggtggtcagcgctccctcctcgacagatgacggctcgccggtcaccccctgcgaattaagcgccaagtcgctgctggcggcgcctccggtactctttgaaggcgctatccttgcgctttgtctactgcttt+ STM1113 100 STM0055 63 STM1113 100
817815 atgcaactgaacaaagtgctgaagggcctgatgattgccctgcctgttatggcaatcgcggcatgttcttccaacaagaacgccagcaatgacggtagcgaaggcggtatgctgaacggcgccggcactggtatggacgctaacggcaacggcaacatgtcatctgaagagcaagcgcgtctgcagatgcagcagctgcagcagaacaacatcgtttacttcgatctcgacaagtacgatatccgttctgacttcg+ STM0749 100 STM0749 100
863103 atggcgcaggtgaataagcaggctattgcggcggcgtttggccgggccgcatcgcaatatgaacagcacgcctctttgcagcaacacagcgcggatgcgctgctgacgctgttgacaggccgccagtttgccagtgtgttggacgcaggctgcggccccggacgtatgagtcgttactggcgagagcgggggagcgaagtgaccgccctggatctttctctgccgatgctgcaacaggctcgcgatcgtcaggcgg+ STM0796 100 STM4429 84 STM0796 100
661092 atgatctggaaacggcatttaacgctggatgaattgaacgctaccagtcagaacactctggtggcgcatctgggcattgtttacacccgtctgggcgatgacgtgctggaggcggaaatgcccgtcgatgcccgcactcatcaaccgtttggtctgctacacggcggcgcatcggcagcgctggcggagacgttgggatcaatggcgggttatctgatgacccgcgacgggcagtgcgtggtcgggaccgagttaa+ STM0599 100 STM1366 72 STM0599 100

2677848 atgggactcaagtggaccgatagccgcgagatcggcgaagcgttatacgacgcatatcctgatgtcgatcctaaaaccgttcgtttcaccgatctgcatcagtggatctgcgaactggacgattttgacgacgaccctaacgcatccaatgaaaaaattctggaggcgattctgctagtctggttggatgaagcagagtaa- STM2537 100 STM2537 100
2596760 atggcgaatttttttatcgatcgccccatttttgcctgggtgctggctatcctgttgtgtctgacaggggcgttagccattttctctttacctgttgaacaatatcccgatctggcgccgcccaacgtacgtattaccgcgaattatccgggagcgtcggcgcaaacgctggaaaataccgtaacccaggttattgagcagaatatgacgggcctcgataatctgatgtacatgtcatcacaaagcagcggaacc+ STM2481 100 STM0475 88 STM2481 100
2971136 atgctgattctgactcgtcgagttggtgagaccctcatgattggcgatgaggtcaccgtgacagttttaggggtgaagggcaaccaggtgcgtattggcgtgaacgccccgaaagaagtttctgtccatcgtgaagagatctaccagcgtatccaggctgaaaaatcccagcagtccagttactaa- STM2826 100 STM0152 60.377 STM2826 100
1124398 atgacccgacacagtgcagtacggcaggccattattgccgcattaaaaaagaccgatgatggctccaccacgttttttgacggtcgtccggtcgtggtggaggaggatgagttacctgcggtggcggtgtacctgagtgatgctcagtataccggtcctgaggtggacggtgatatctggagcgcggtgctacatgtggaagtatttctgaaagccactgcaccggacagcgccctggatgaacagatggagaaca+ STM1037 100 STM2598 69 STM1037 100
4438335 atgcgcaactggggcgggcaaagcatttattttcccaaaggtatctctggtcgggcttcggaacgggattatcagatttacagcgagtgcgatgggcgtaattatgcggagctggccaaaaagtacaatttgacactgcagtggatctataaaatcgttaagcgggtccacacggaaaaacagcaccagcggcgtatgctgtaa+ STM4219 100 STM1324 90 STM4219 100
3934051 atggcacgcgtaactgttcaggacgctgtagagaaaattggtaaccgttttgacctggtactggtcgccgcgcgtcgcgctcgtcagatgcaggtaggcggaaaggatccgctggtaccggaagaaaacgataaaactaccgttatcgcgctgcgcgaaatcgaagaaggtctgattaacaaccagatcctcgacgtccgcgagcgccaggaacagcaagagcaggaagccgctgaattacaagccgttaccgcta+ STM3741 100 STM2513 60.377 STM3741 100
3878552 atgaaagcattacattttggcgcaggtaatatcggtcgtggctttatcggcaaattgctggctgacgcggggatacaactgacgtttgcggatgtaaaccaggtcgtactcgatgccctgaatgcccgtcatagctatcaggttcatgttgtgggtgaaaatgagcaggtggataccgtttccggcgtcaacgctgtcagcagcatcggcgatgatgttgtcgacctgattgcccacgttgatttaatcaccact+ STM3686 100 STM2039 60.194 STM3686 98.71
4472639 atggcgtctattaacgaaatacattacctgataaccaccgcccaggccgaacaccctgtagcgtcctcggcgattgccgagtttatccagacgtataagcaggcaagagaagacagcgacgacgctatccgcgagtccgccgcgtttatcgcccgcgcgcttcaggaacatgctcgcggctggctggacgacgacgatatgattattctgctggaaggacagcgggacctcgccaggctacgcgccaataatgcgc- STM4252 100 STM2468 61.765 STM4252 100
4429581 atgcgctaccttgaacatgtcaccaccgacggcgaacgctgggataatctcgcctggcgctattacggcgatgcgctggcctacgaacgcatcatcgcggccaatccgcacgtcgctattatgccggttttaccgtcaggcgtgcggctgatcatcccggttatcagcgtcacgcaaacgaccccggagctaccgccatggctgagataa- STM4209 100 STM4209 100
2233451 atgaatgtcacttcaggcgtgaatgcgcaaacgccattgctccctccttctgaacggggtaatgacgaaaaaccggtagctgaaatcgttgattttaacgcttacggcaataaacccagatgtttaatgtgcctgggaaccacggcattgtttacaagtgttttcagtggggtatgctcaggggctgtcgccagtgtcagtagtggtgcggcatatactaccgctctgacggttttaggcgcatcgtttggcatgg- STM2139 100 STM3799 59.434 STM2139 94.92
2874411 atggctattgatggcccggtggcgacagttccactaagccccggcaaacgcctggatgggttgaatcatattgctgaattacgcgcaaaagtgttcggcctgaatattgagtcggagcttgaaaggttcattgaagatatgcgcgaccaaagggatgttaacaataaacaaaatgagagggcactggcagccatattctatatggcaaagattccagcagaacgtcatagcgtcaatattagtgatctgactactg- STM2733 100 STM0551 57.692 STM2733 100
3804419 atgtataacaatgaacctggcgctcagtccgatccaacgttgggctacacttttcaaaatgattttctggcattaagccaggcgttttcactacccgaaatagattataccgatatttcccaacgcgaacagttggcggcggcgattaaaagatggccgctcctggctgaatttgcgcaaccacattcattaaggaagccatga- STM3621 100 STM3621 100
314475 atggctatcaacaatagcgcgcagaaattcatcgcgcgcaaccgcgcgccgcgcgtgcagattgaatatgacgtagagatttacggttccgagaaaaaaatcgagctgccgttcgtgatggcggtgctggccgatctggccgggaaaccgcgtgaagaactgccgccggtgacggatcgcaaattcctcgatattgatattgataacttcaatgagcgcatgaaagccattgcgccgcgcgtggcgttcgctgtgc+ STM0273 100 STM4538 87 STM0273 100

1431829 atgagtgttacattaacgtttgacgccgcaaggcggaaaacctatcgcgagtccggctactggggcgatgcttcactgggcgactactggcggcaaaccgcacgcgccgtacccgataaaatcgccgtggtcgataatcatggcgcgtcctggacctacgccgcgctcgactacgcggcaagccgcctggcaaactggttactgtctcaggggattcaaccgggcgatcgcgtggcctttcagcttccgggctgg- STM1350 100 STM0596 67.327 STM1350 100
620112 atggatgcgcttagtcggctattgacgcttaacgcccctcagggctcaatcgacaagaattgcccgttaggcggcgactggcagttgccgcacgccgctggcgaactatcggtgattcgctggcataccgttacgcagggcgaagcgcaactggaaatgcctaccggcgacgccatgacgcttacgccgggaaaggtggtgattctgccgcaaaactccgcccaccgtttgcgccagtctggcgaatcaccgacac- STM0563 100 STM0646 64.762 STM0563 99.64

1444663 atgatgaacgcgttagaactacaagcactacggcgtatttttgatatgacgattgaagaatgcacaatctatatcacccaggataataattcggcaacctggcaacgatgggaagctggcgacatacccatctctccagaaatcattgccaggctaaaggaaatgaaagccaggagacagcgacgaattaacgccattgttgacaaaataaataaccgcatcggcaataatacaatgcgttacttccctgatttat- STM1362 100 STM4482 61.468 STM1362 100
1644668 atgacaatccataagaaaggtcaggcacactgggaaggcgacatcaaacggggtaaaggtactgtatcaacagaaagcggcgtgcttaatcaacaaccgtatggattcaatacccggttcgaaggcgcgcagggaaccaacccggaagagttaattggcgccgcacatgcggcctgtttctccatggcgctatcactcatgctgggagaggctggatttacgccgacatccattgacaccaccgctgacgtatcgc- STM1563 100 STM4469 62 STM1563 100

52864 ttgcagcactcgttgcgtagtgatggcgcaggattctaccagcttgcgtgctgtgaatacagcctttccatgagaaaaattgcattaagcggcgggttttggggcggagtttgccgcatggcgatgaaaagcatcttctttatgtttcatcagggcaatcgccggttaaccttaaccgctgtacaaggtatactcttgcgattttcactgttttga+ STM0044 100 STM2458 47.525 STM0044 100
4033258 atgacagctcgctacatcgcaattgactggggatcgaccaatctgcgcgcctggctttaccagggcgacaaatgcctggagagcaggcaatcagaagcaggcgttacacgcctgaacggtaaatctcctgacgcggtgttagcagaagtcacaacacactggcgcgacagcgccacccccgtggtaatggcgggcatgatcggcagtaacgtaggctggcaaaatgcgccttatctgccggttcccgccctgttct- STM3829 100 STM2833 65.049 STM3829 100
4019996 atgaaaaaaattaccctctatgcgacaacagttatcaccgttgggctgttatgttatttaggtttgtccgggtatgtatggtattacgacaaacagcgcagtaaaaaaagcgatgtgcaggcctcggttgtgggtgaaaataataaaatactgggttatttcagggagaaaggatgtgattattgtcatacgccttccgctgaattgcctttttattcctcttttccggtggcaaagcagctaatggattacgat- STM3820 100 STM3820 100
116601 ttgaacgtcgcgtgcgacggcccgtcagggcaaggcccatggatgggccgagtaatccgtagccaacacataagcaactcgaagtatgaagggtataatgatgctggtgtagacagcagatataattatcctataactgctaattttgaatcatttttatttacagtttttacccatgtattagccgttttgtgtcaagtctgttttcatacattaagtatttttcagaaaggcgcttgttcgaatctgttactta+ STM0099 100 STM3639 85 STM0099 100

1893187 atgtggtatttactgtggtttgtcggcattctgctgatgtgctcactgtcgacactggcgctggtatggcttgagtcgcgtcaacaataa+ STM1794 100 STM1794 100
2681509 atggcttacagcgaaaaagtaatcgatcactatgagaacccgcgtaacgtagggtcgtttgacaacaacgacgataacgtgggaagcggcatggttggcgcgccggcctgcggcgacgtcatgaagttgcagattaaagttaacgatgaaggtatcattgaagacgcgcgcttcaagacttacggctgcggttccgctatcgcctccagttctctggtaacggagtgggtgaaagggaaatccctggacgaagcgc- STM2542 100 STM2542 100
3436334 gtgctcgaaagaatcaaagtttgctttacagaaagcattcaaactcaaattgctgcggcggaagcgcttccggatgccatttcccgcgccgccatgacgctggttcattccctgcttaacggcaacaaaatcctctgttgtggaaacgggacgtccgcggccaacgcacagcattttgctgccagcatgattaaccgctttgaaacggagcgacccagtttacccgccattgcactaaataccgataatgtggtct+ STM3266 100 STM0310 62.5 STM3266 100
2755602 atggcaacaatcactgagctacaggaagcccgcgtcgcgctgcatgacctgatgacgggaaaacgggtggcgacggttcagaaagacgggcgacgggttgaatttaccgcgacatcggtaggggatctgaaaaaatatgtcgcggaacttgaggcgtcactgtgcaatggtcgccgccgggcacctgtgggggtgagactgtga- STM2607 100 STM3555 64.151 STM2607 100
947463 gtgaaaattgccatattgtccagggatggaacgctctattcttgcaaacgtctgcgcgaagcggcgatgcggcgcggccatctggtcgagatactcgatcctctttcctgctatatgaatattaatccggcagcgtcgtcgatccattacaaggggcgtcgtctgccccattttgacgccgttattccccgtattggttcggccattaccttttatggtaccgctgcgctacgtcagtttgagctattgggtagct+ STM0875 100 STM0865 64.486 STM0875 100

1022023 atggaaacgggtactgtaaagtggttcaacaatgccaaagggtttggtttcatctgccctgaaggcggcggcgaggatattttcgcccattattccaccattcaaatggatggttacagaacgcttaaagccggacagtctgtccggtttgatgtccaccaggggccaaaaggcaatcacgccagcgtcatcgtgcccatcgaagcagaggccgttgcatag- STM0943 100 STM1996 70 STM0943 100
1099813 atgagcaacattatccaactgacgccaaacaagtgggttagcgaaaaagttctgattgcggttaccgggcttaagcccggaaccattacccgcgccagaaaagaatcctggatgctgggccgcgagtacctgcacatttcaccagacggaaatccgaagccttcgagcgaatgcatatacaacagagaagccgttgatcagtggatcgaggcgcagaaaaaaaatcaaccaggtgcgaagacaacatga- STM1006 100 STM0894 65 STM1006 100
872887 atgcgcatgattaaagtgcttttcttcgcccaggttcgcgagcttacaggaactgacgcgctggatcttccagcagatttttccaccgttgagtcgctgcgacagcatctggcgacaaagagcgatcgttgggcgctggcgctggaagatggcaagctgttggcggcggtcaaccagacgctggtaagttttgaccatccgctgacggcgggcgatgaagtggcgtttttcccgccagtcacggggggctaa+ STM0805 100 STM0805 100

P67737 atgagcgatgaagccgatgaggcatattcagtgacagaacaactgaccgtgacgggaataaaccggatacggcagaaagtaaaccgtaaaggtattccggtttaccggtgtgaagcatgcggtaatcccattccggaggcgcggcgaaaaatatttcctggcgtgacgttgtgtgtcgaatgccagtcttttctggaaaaacagggcaggcattatgcataa+ PSLT085 100 STM2867 59.804 PSLT085 100
P16377 ttgccgatcacccgggcgctgtctgaaaaaatacaggcacgacgcgggcacctgccaaaagatgaggtccgtctggtcccgctaacagatataagctatgtcaggcagatggaaggctggatgatcaccacccgttccactggcgcgaacccttgtggaccgccaccgatgaaaccatgcataactgactaaagcaggcagtcaggcgggccgaagctgatggggacatttctcaattccggagacgctgtatacc+ PSLT021 100 PSLT022 100 PSLT021 100
P74170 atgcacaggaaaataaaatacctggccggactgattatggtcataagcgggacggtatcagccggcggagtcgctaatacccctgaaaaccgccagttcctgaagcagcaggaggaactgagccggcagttgcgcgaccggcctgatgctgaactgaaagcgtgggcagaccggcagattcaagcgaatcccctggtgcagtcagaccggcatttcctggatgaccttgcccgaaagcagcagacttctcaggcgg+ PSLT094 100 STM3488 65.741 PSLT094 100
P63324 atgtcgggagacgagaataaactcaggaaatatcgtttcccggaaacactgaccaaccagagccgctggtttggcctgccggtggatgaattaattcctgctgctgtctgtattggctggggattaatgacatcaaaacaacttttcggcatcagcgctgcggttctggtttatttcgggataagaaaactgaaaaaagggcggggaagctcctggctgcgtgacctgatttactggtatatgccgacagccctgc+ PSLT078 100 STM4412 63 PSLT078 100
P10940 gtgaataagatgatgaagtggggactggtgtccctgctgtccctggccgtcagcgggcaggccatggcagcctttgtgctgaacggcacgcgttttatctatgaggaagggagaaagaacacctcatttgaggtgaccaaccaggcggatgagacctttggcggccaggtgtggatagacaacaccacccagggcagcagtacggtgtatatggtaccggcgccgccgttctttaaggtcaggcccaaggaaaagc- PSLT016 100 STM3027 68.317 PSLT016 100
P10233 atgatgagacgaagtgaaatcaggtggatgaaacgtcatgtgtgtgcaggagcgctggttactgggctgctgttccctttggcgacagaagcggcttcgaaggaaaatataaccattccattcacgttaaccaacccgcaacagacctgcaaactgacctttgataacggcggtaatacgatgaactatcaactgggagtaatgaataaaggagtccggatgcaacacagaccgtttaccgtgaaagtggattgtg- PSLT015 100 STM2240 50 PSLT015 100
P54919 atggcagcacgtggcgtaaacaaagttattctggtcggtcatatcgggcaggacccggaagtacgttacatgcccaacgggggcgcggtggcaaatcttaccctcgccacgtcagaaacatggcgtgtcaggcaggacggggagatgcgcgaacacaccgaatggcaccgtgttgtcgtgtttggcaagctcgctgaaattgccagtgaatatctgcgtaaaggtgctcaggtctacatcgagggccagttacgca+ PSLT066 100 STM1049 61.165 PSLT066 100



STM1951 100 STM0891 71 STM1951 100
STM0061 100 STM0621 78 STM0061 100
STM0209 100 STM3348 70 STM0209 100

294336 ctaagcgtacacggtggatgccctggcagtcagaggcgatgaagggcgtgctaatctgcgataagcgccggtaaggtgatatgaaccgttataaccggcgatacccgaatggggaaacccagtgtgattcgtcacactatcattaactgaatccataggttaatgaggcgaaccgggggaactgaaacatctaagtaccccgaggaaaagaaatcaaccgagattcccccagtagcggcgagcgaacggggagga+ STM0252 100 STM2657 100 STM0252 100
337835 gtgcagcagcagggctggcggacatatctgtacgatgcggaacagccgtacacgccggtggcgagcgtgacgggaaagggagaaagcaggcaggtgtggtattaccacacggacgtgacgggcacgccgcaggaggtgacggcggcggacggaacgctggtgtgggcggggtatatcaaggggtttggagaaaatgcggcggacatcagcaacagcggggcgtactttcaccagccgctgcggctgccggggcagt+ STM0292 100 STM0452 55.882 STM0292 100

STM0979 100 STM3077 72 STM0979 100
STM1031 100 STM0910 79 STM1031 100
STM1033 100 STM0912 80 STM1033 100
STM1040 100 STM2595 60.396 STM1040 100

STM2941 61.165 STM1821 61.111 STM3462 13.51
STM2736 85 STM0193 64.423 STM2736 80.2
STM4155 61 STM2761 60.784 STM4155 8.75
STM3259 33.663 STM3259 9.05

STM3295 64.762 STM3668 60 STM3668 19.69
STM1959 100 STM2771 100 STM2771 73.3
STM1474 42.574 STM4261 35.294 STM1474 8.57
STM2700 95 STM2700 89
STM1289 61.538 STM0886 56.881 STM0886 14.86
STM4219 63.208 STM4219 30.55
STM4218 69 STM4218 31.55
STM0339 41.414 STM1533 41.414 STM1533 41.01
STM2951 42 STM3789 38 STM2951 22.23
STM2941 75 STM2941 61.56
STM4037 56.436 STM0074 55 STM0074 12.92
STM4291 60.952 STM2141 40 STM4291 2.75
STM2519 61.165 STM4551 60.952 STM2519 6.65
STM4299 65.714 STM3042 63.107 STM4247 25.17

3880011 atgaaagaagttgaaaaaaacgaaattaaacgcctgagcgatcgtcttgacgctattcgccaccagcaggcaggtctctctctggttgaatccgccgataaatacgcggagctggaaaaagaaaaagagacgctagaagcagaaattatccgtctgcgcgaagtacacagccagaaactgagtaaagaagcgcagaagctgatgaacctgccgtttcgccgcgcgatcactaaaaaagagcaggccgacatgggca+ STM3689 99 STM0322 57.944 STM3689 97.2
STM3460 99 STM1463 60 STM3460 94.62
STM1298 74 STM0786 60 STM1298 14.58
STM1557 43.564 STM1557 16.07
STM2761 61.111 STM0376 46.667 STM2761 18.47
STM0333 53.774 STM3079 53 STM0333 14.83
STM2760 59 STM2760 40.61
STM3635 100 STM1749 62.264 STM3635 50.07
STM3190 65.094 STM2068 59.223 STM3190 6.78
STM1298 60.784 STM0547 53.398 STM1298 17.29
STM1008 60.377 STM2633 60.377 STM1008 9.26



2ND_BEST_HIT_LT2_ENTIRE_FRAGMENT%ID (2) PRIMARY_CT18_GENE(3) SECONDARY_CT18_GENES(4) SINGLE_CRITERIUM_CT18_GENESGENE_STARTGENE_ENDGENE Description

STY2176 2019614 2019928 fliE flagellar_hook-basal_body_comple
STM0168 15.6 STY3349 3191970 3193382 sufI SufI_protein
STM0713 11.62 STY2224 2058754 2059431 cbiQ putative_cobalt_transport_protei
STM0492 18.76 STY0101 98592 100454 kefC glutathione-regulated_potassium-
STM2511 23.49 STY0163 167200 168243 guaC GMP_reductase
STM2252 7.88 STY0148 151371 152438 murG UDP-N-acetylglucosamine:N-acetyl
STM0651 61.57 STY0183 192388 193341 kdgT 2-keto-3-deoxygluconate_permease
STM0281 15.39 STY0208 217806 218285 folK 2-amino-4-hydroxy-6-hydroxymethy
STM2323 10.57 STY0238 249937 250731 map methionine_aminopeptidase
STM0511 40.95 STY0274 285321 286352 abc putative_ABC_transporter_ATP-bin
STM3744 13.27 STY1531 1486099 1486869 putative_ATP/GTP-binding_protei
STM1203 24.67 STY0723 721238 723190 nagE pts_system,_N-acetylglucosamine-

STY0751 753589 754332 conserved_hypothetical_protein
STM3763 29.53 STY4796 4655766 4658474 mgtA Mg(2+)_transport_ATPase,_P-type
STM4275 9.42 STY2237 2066412 2067551 cbiD CbiD_protein
PSLT055 45.91 STY2206 2044752 2045171 umuD UmuD_protein
STM1115 8.92 STY1010 1007350 1008552 pncB nicotinate_phosphoribosyltransfe
STM3373 4.49 STY3938 3802080 3803726 yidC putative_membrane_protein

STY3911 3771246 3772787 atpA ATP_synthase_alpha_subunit
STY0059 58943 60145 hypothetical_protein

STY0113 115278 117713
STM0525 10.83 STY3514 3357600 3358880 codA cytosine_deaminase
STM1185 44.08 STY3550 3393449 3394918 rnG ribonuclease_G
STM4477 34.52 STY1130 1095652 1096164 hpaC 4-hydroxyphenylacetate_3-monooxy
STM0557 10.3 STY1167 1129554 1130708 conserved_hypothetical_protein
STM4127 14.28 STY1206 1163401 1164048 conserved_hypothetical_protein
STM0760 21 STY4286 4161200 4161883 putative_competence_protein
STM1469 10.35
STM2677 13.69 STY4240 4105776 4107251 ftsY cell_division_protein
STM3647 16.23
STM1057 3.24 STY4281 4150971 4153676 malT MalT_regulatory_protein
STM3514 29.07 STY4276 4144568 4147015 glgP glycogen_phosphorylase
STM3006 32.63 STY4238 4104795 4105067 putative_membrane_protein

STY4919 4778898 4780220 deoA thymidine_phosphorylase
STM0977 7.09 STY4628 4494964 4496010 probable_capsid_portal_protein
STM4228 29.11 STY4255 4119439 4120326 ugpA glycerol-3-phosphate_transport_s
STM2270 8.12 STY4900 4762682 4763407 conserved_hypothetical_regulato
STM2131 46.94 STY4935 4795846 4796535 creB putative_two-component_response
STM3280 14.11 STY4644 4505609 4506241 cI phage_repressor_protein_cI
STM4386 19.41



STM1063 15.23 STY2893 2775687 2776604 iroE putative_exported_protein
STM3575 7.25 STY3766 3630256 3631380 hypothetical_protein
STM2829 6.29 STY2980 2855409 2856377 hypE hydrogenase_isoenzymes_formation
STM1033 9.38 STY3052 2918049 2918810 surE stationary-phase_survival_protei
STM2957 23.04 STY0915 907526 908653 ybjF hypothetical_RNA_methyltransfera
STM0750 20.96
STM3478 9.69 STY2727 2564354 2565232 dapA dihydrodipicolinate_synthase
STM0731 18.58
STM3331 47.53 aSTY2717
STM0954 27.05
STM0261 2.65 STY0984 978645 980909 ycaI putative_competence-related_prot
STM0911 41.11
STM1692 6.33 STY3793 3657306 3658328 putative_ABC_transport_protein,
STM3042 2.52 STY3754 3613296 3615947 ppc phosphoenolpyruvate_carboxylase
PSLT010 15.32 STY4511 4403286 4404191 putative_membrane_protein
STM1222 22.11 STY0910 902798 903910 potF putrescine-binding_periplasmic_p
STM1031 68.47
STM0738 9.41 STY2768 2620506 2621624 gcpE GcpE_protein_(protein_E)
STM2483 17.7 STY2799 2654421 2655059 putative_exported_protein
STM1952 8.29 STY0960 952706 954049 ycaJ conserevd_hypothetical_protein
STM2420 12.06 STY2821 2684813 2685724 putative_transcriptional_regula
STM2481 7.04 STY2200 2037938 2039368 dcm DNA-cytosine_methyltransferase
STM2146 16.02 STY2495 2326944 2327594 rcsB regulator_of_capsule_synthesis_B
STM3282 8.3 STY4870 4731750 4732421 putative_membrane_protein
STM2493 21.42 STY1142 1105511 1106407 hpaA 4-hydroxyphenylacetate_3-monooxy
STM0685 10.03 STY2576 2413430 2413984 conserved_hypothetical_protein
STM2248 13.03 STY2164 2008974 2009693 fliA RNA_polymerase_sigma_transcripti
STM0964 8.19
STM2221 12.97 STY1204 1161336 1162544 putative_membrane_transporter
STM1320 41.51 STY1755 1674560 1675906 putative_transporter
STM3188 25.1 STY4732 4593908 4595071 yjfC conserved_hypothetical_protein
STM3319 32.86 STY2984 2860176 2860997 sitB Iron_transport_protein,_ATP-bind
STM3342 16.49 STY1671 1600615 1601220 gst glutathione_S-transferase

STY2195 2035229 2035474 conserved_hypothetical_protein
STM1379 12.86 STY2277 2102617 2103981 yeeF putative_amino_acid_transporter
STM2288 13.87 aSTY2523 aSTY2518

STY2558 2394080 2394523 nuoA NADH_dehydrogenase_I_chain_A
STM1690 36.86 STY4779 4640018 4640356 hypothetical_protein
STM3844 50.3
STM2466 8.54 STY4861 4724051 4724716 hypothetical_protein
STM3646 13.26 STY2601 2437375 2438511 pdxB erythronate-4-phosphate_dehydrog
STM0463 8.97 STY1863 1771432 1772244 putative_inner_membrane_transpo
STM2816 6.07 STY1589 1535717 1537246 pntA pyridine_nucleotide_transhydroge
STM1752 8.94 STY0361 370276 371733 pepD aminoacyl-histidine_dipeptidase
STM2919 43.22 STY0186 195592 196359 putative_transcriptional_regula
STM1971 8.75 STY0236 246298 247122 dapD 2,3,4,5-tetrahydropyridine-2-car

STY0150 154025 154945 ddlB D-alanine:D-alanine_ligase_B
STM3468 64.56 STY1811 1729833 1731059 astC succinylornithine_transaminase
STM3280 3.63 STY1772 1693623 1696010 pheT phenylalanyl-tRNA_synthetase_bet
STM0075 49.16
STM1684 15.15 STY2375 2205844 2206644 thiD phosphomethylpyrimidine_kinase
STM4058 12.5 STY1651 1579435 1580739 rstB two_component_sensor_kinase



STY1702 1628054 1629022 ssaQ putative_type_III_secretion_prot
STM3660 8.56 STY3915 3775779 3776477 putative_membrane_protein
STM0183 5.57 STY0304 316373 317716 conserved_hypothetical_protein
STM3172 14.3 STY0242 254032 254589 frr ribosome_recycling_factor
STM1409 11.75 STY2190 2031045 2031668 rcsA colanic_acid_capsullar_biosynthe
STM2073 11.5 STY2642 2476613 2477851 putative_aminotransferase
STM2318 15.99 STY2547 2380843 2382372 nuoM NADH_dehydrogenase_I_chain_M
STM4343 3.65 STY1761 1682538 1684916 ppsA phosphoenolpyruvate_synthase
STM1409 22.42 STY2992 2867010 2867768 prgK pathogenicity_1_island_effector
STM2442 49.82 STY2680 2514808 2515641 cysU sulphate_transport_system_permea
STM2213 8.71 STY0549 556374 557153 putative_membrane_protein
STM2648 14.82 STY3878 3734345 3734860 yihI conserved_hypothetical_protein
STM4524 4.53 STY4708 4569160 4570128 psd phosphatidylserine_decarboxylase
STM2697 29.34
STM1467 32.37 STY3362 3204817 3205239 conserved_hypothetical_protein
STM4228 10.88 STY4256 4120323 4121168 ugpE sn-Glycerol-3-phosphate_transpor
STM1428 5.12 STY3470 3314668 3316077 argG argininosuccinate_synthetase
STM3140 29.7 STY2579 2415435 2416082 putative_glutathione-S_transfer
STM0246 51.18 STY0560 566212 566871 sfbC ABC_transporter_integral_membran
STM0960 13.3 STY4752 4608620 4609255 ytfB conserved_hypothetical_protein
STM3543 55.08 STY4819 4680830 4681828 regulatory_protein
STM1584 41.62 STY2913 2795905 2797305 gabP GabA_permease_(4-amino_butyrate
STM0764 13.93 STY4867 4729080 4729988 probable_transcriptional_activa
STM3639 47.29 STY4943 4803706 4804389 sthB putative_fimbrial_chaperone_prot

STY4142 4005668 4005970 putative_lipoprotein

STM0638 5.68 STY3760 3621018 3623198 katG catalase_(hydroperoxidase_I)
STY1954 1842770 1844134 pabB para-aminobenzoate_synthase_comp

STM0291 16.42 STY0595 601650 602168 fimF fimbria-like_protein_FimF_precur
STM1796 11.76 STY3851 3707114 3707986 rbn ribonuclease_BN
STM4188 28.33 STY0679 677946 678329 crcB putative_membrane_protein
STM4513 6.41 STY4390 4251094 4252041 fmt methionyl-tRNA_formyltransferase
STM1657 32.83 STY1880a 1782539 1782802 pagD putative_outer_membrane_virulenc
STM1168 14.37 STY3747 3604987 3605622 yijC possible_TetR-family_trancriptio
STM3711 6.1 STY0728 728712 729851 citB citrate_utilization_protein_B
STM0530 15.64 STY0775 772772 773161 sdhC succinate_dehydrogenase_cytochro
STM2723 6.78 STY0977 971986 973074 serC phosphoserine_aminotransferase
STM0985 15.4 STY0627 624926 625630 entD enterobactin_synthetase_componen
STM0282 19.1 STY4321 4203167 4203493 nirD nitrite_reductase_(NAD(P)H)_smal
STM2540 12.36 STY3722 3572043 3572678 thiE thiamine-phosphate_pyrophosphory
STM3567 73.57 STY4248 4112496 4113605 livK leucine-specific_binding_protein
STM2779 36.19 aSTY2895

STY1441 1392475 1393983 putative_esterase
STM3009 23.16 STY1211 1167321 1167614 flgM negative_regulator_of_flagellin
STM1827 11.36 STY3556 3400613 3401587 yhdH possible_oxidoreductase
STM4104 53.5 STY0040 37103 38674 putative_secreted_5'-nucleotida
STM3953 37.97 STY0096 95086 95280 putative_membrane_protein
STM1320 18.6 STY1873 1778669 1778896 hypothetical_protein

STY3857 3712481 3713722 yihS
STM0055 99.8 STY0064 aSTY3532 64859 66634 oadA oxaloacetate_decarboxylase_alpha
STM0546 44 STY0026 25807 28428 bcfC



STM0326 23.69 STY2248 2077627 2079459 pduG PduG_protein
STM1468 79.1 STY4499 4390482 4392128 fumB fumarate_hydratase_class_I
STM3264 13.92 STY2138 1989665 1990468 otsB trehalose_phosphatase
STM3913 35.61 STY2743 2580723 2582264 ppx exopolyphosphatase
STM2299 37.31 STY4461 4346662 4346943 putative_membrane_protein
STM2450 9.62 STY2858 2728865 2729383 putative_exported_protein
STM0620 44.88 STY0071 72396 72947 citX2 citx_protein
STM4517 18.81 STY3981 3847855 3849039 emrD multidrug_resistance_protein_D
STM3348 18.06 STY3589 3441457 3442212 ubiE ubiquinone/menaquinone_biosynthe
STM2874 11.52 STY3605 3459465 3459923 conserved_hypothetical_protein
STM2086 10.96 STY2295 2123019 2124080 rfbU putative_glycosyltransferase
STM2439 11.52 STY2625 2459776 2460717 yfdC putative_membrane_protein
STM4199 24.01 STY1946 1835235 1835501 minE cell_division_topological_specif
STM3567 15.2 STY1315 1274508 1274990 yciA putative_acyl-coA_hydrolase
STM3800 20.03 STY3122 2989810 2990727 gcvA regulatory_protein_for_glycine_c
STM0122 8.69 STY3039 2907509 2908459 conserved_hypothetical_protein

STY3773 3638730 3639392 hypothetical_protein
STY0620 621146 621799 nfnB oxygen-insensitive_NAD(P)H_nitro

STM0449 13.61 STY3779 3644950 3646281 hslU heat_shock_protein
STM1457 12.8 STY2258 2085537 2086865 pduS putative_ferredoxin
STM0145 5.96 STY3602 3457001 3457870 pldA detergent-resistant_phospholipas
STM3851 8.19 STY3627 3482496 3483854 rffT probable_4-alpha-l-fucosyltransf
STM1033 8.9 STY1858 1767478 1768128 conserved_hypothetical_protein
STM0197 36.05 STY3175 3044673 3045416 stdC probable_fimbrial_chaperone_prot
STM2051 26.26 STY3102 2970615 2971064 conserved_hypothetical_protein
STM2853 12.13 STY0469 475558 476277 phnR probable_regulator_of_2-aminoeth
PSLT048 32.61 STY3585 3438193 3438741 tatB sec-independent_protein_transloc
STM4187 43.14 STY0564 569787 570605 allR negative_regulator_of_allantoin
STM4538 53.96
STM0154 15.58 STY0612 611956 613281 ykgC probable_pyridine_nucleotide-dis
STM4532 40.43 STY0644 645392 647497 cstA carbon_starvation_protein_A
STM3782 46.63 STY1450 1401175 1402488 putative_phosphotransferase_enz
STM2023 5.37 STY1508 1466582 1467220 putative_transport_protein_(pse
STM2436 10.63 STY1466 1415872 1417296 putative_regulatory_protein
STM1954 19.7 STY1438 1389041 1389820 putative_periplasmic_amino_acid
STM0828 45.5 STY1436 1387631 1388362 ABC_transporter_ATP-binding_sub

STY2102 1954694 1955740 ruvB Holliday_junction_DNA_helicase
STM0086 20.92 STY0536 543376 545052 ybaL putative_transport_protein
STM4052 11.25 STY0676 675155 676540 dcuC C4-dicarboxylate_anaerobic_carri
STM4538 48.19 STY4016 3878285 3879142 putative_PTS_system_protein
STM1307 6.02 STY0647 649009 650169 putative_aminotransferase
STM1350 15.02 STY0640 641555 643168 entE 2,3-dihydroxybenzoate-AMP_ligase
STM0981 4.29 STY4645 4506245 4507270 phage_integrase
STM2975 10.89 STY1301 1259079 1259696 tdk thymidine_kinase
STM3247 4.87 STY1470 1419337 1421484 srfC putative_virulence_effector_prot
STM0189 15.36 STY1428 1378457 1382359 hrpA ATP-dependent_helicase_HrpA
STM2087 11.6 STY1396 1349331 1350164 putative_exported_protein

STY4746 4605780 4605986 hypothetical_protein
STM0272 20.55 STY2849 2717996 2720569 clpB ClpB_protein_(heat_shock_protein
STM2063 15.82 STY3169 3041128 3041988
STM0239 11.17 STY0413 426228 426941 hypothetical_protein
STM3836 12.6



STM1001 37.63 STY0502 509127 509585 ybaO hypothetical_transcriptional_reg
STY3249 3113788 3114351 conserved_hypothetical_protein
STY4104 3961570 3963225 lldP L-lactate_permease

STM0129 12.09 STY3971 3839541 3841202 yidE putative_membrane_protein
STM2868 4.06 STY3131 2999813 3001648 recD exonuclease_V_alpha-subunit
STM0196 27.26 STY3176 3045457 3047946 stdB probable_outer_membrane_fimbrial
STM0608 22.22 STY0440 450278 450880 probable_peroxidase
STM2106 7.62 STY4192 4056066 4056833 yhjH conserved_hypothetical_protein
STM1257 13.67 STY4151 4011055 4011540 putative_acetyltransferase

STY4114 3975401 3977251 selB selenocysteine-specific_elongati
STM3705 11.97 STY4065 3924952 3925617 radC putative_DNA_repair_protein
STM1830 46.63 STY4014 3876905 3877390 putative_PTS_system_protein
STM2556 10.83 STY0745 745574 746161 kdpC potassium-transporting_ATPase_C
STM3976 41.32 STY4915 4774545 4775318 conserved_hypothetical_protein
STM0524 9.02 STY2939 2814016 2814546 emrR putative_transcriptional_regulat
STM4589 26.8 STY2343 2181100 2182503 baeS putative_two-component_system_se
STM3352 6.18 STY2452 2282606 2284411 yejA putative_transport_system_peripl

STY2310 2139431 2140651 putative_glycosyltransferase
STM1493 35.76 STY2395 2225657 2226574 yehZ putative_periplasmic_protein
STM4578 33.4 STY2431 2260623 2261510 putative_hydrolase
STM2753 16.28
STM1101 34.2 STY2407 2239215 2239916 FAA-hydrolase-family_protein
STM0819 7.36 STY0929 919323 920756 conserved_hypothetical_protein

STY4160 4019343 4019924 tag 3-methyladenine_DNA_glycosylase
STM1382 45.13 STY4264 4128092 4129360 putative_ribokinase
STM3637 18.49 STY4129 3991757 3992221 yiaL conserved_hypothetical_protein
STM2909 16.92 STY4231 4097781 4098338 putative_lipoprotein
STM1345 7.57 STY3520 3362630 3363523 nanA N-acetylneuraminate_lyase
STM4272 7.75 STY3418 3259521 3260831 conserved_hypothetical_protein
STM1772 10.32 STY3312 3161255 3161968 hypothetical_protein
STM2479 21.14 STY2974 2851263 2851871 hycB formate_hydrogenlyase_subunit_2
STM2660 15.67 STY3382 3226045 3226659 putative_membrane_protein
STM2342 17.05 STY1719 1639676 1640263 sseD putative_pathogenicity_island_ef
STM1004 16.92 STY1151 1112538 1113161 scsC secreted_protein,_suppressor_for
STM3356 51.21
STM3274 10.13 STY0876 866783 867256 transcriptional_regulator_(iron
STM4174 32.31 STY1733 1652946 1653566 ttrR putative_two-component_response
STM0272 18.5 STY0804 800959 801711 gpmA phosphoglycerate_mutase_1
STM3586 39.08 STY0851 844634 845764 putative_inner_membrane_protein
STM1380 7.89 STY0894 887921 889042 yliI putative_oxidoreductase
STM0848 16.36 STY3495 3336495 3337061 conserved_hypothetical_protein
STM0852 23.92 STY2181 2024907 2025350 fliJ flagellar_FliJ_protein
STM2349 22.24 STY3311 3160321 3161187 possible_transferase
STM4076 10.27
STM1353 20.1
STM2791 28.72

STY4780 4640367 4640729 hypothetical_protein
STY0475 480564 481928 hpothetical_major_facilitator_f

STM1785 33.12
STM4531 71.1 STY0645 647561 647758 conserved_hypothetical_protein
STM0522 36.86 aSTY0569

STY0603 606216 606380



STM1519 53.49 STY0624 623134 623475 ramA transcriptional_activator_RamA
STM0431 24.9 STY0625 623481 623729 putative_membrane_protein
STM1538 42.34 STY1914 1807545 1809338 hydrogenase-1_large_chain_(nifE
STM2273 34.9
STM0981 23.64
STM0936 22.74 STY2508 2342588 2342842 yfaE putative_ferredoxin
STM1631 22.35 STY3323 3169843 3170130 conserved_hypothetical_protein
STM4130 15.83 STY0918 910323 910643 putative_phosphotransferase_enz
STM1652 21.36 STY0662 662201 662629 ybdQ conserved_hypothetical_protein
STM1298 36.66 STY4005 3869336 3869659 putative_DNA-binding_protein
STM1567 15.48 STY4087 3945229 3946254 tdh threonine_3-dehydrogenase
STM1474 18.88 STY4004 3868976 3869245 putative_PTS_system_phosphocarr
STM3809 56.36 STY3970 3838919 3839347 hslS heat_shock_protein_B
STM0168 34.63 STY3968 3837754 3838089 putative_lipoprotein

STM1121 65.74
STM4064 71.22 STY3800 3665275 3665415 cdh
STM0912 28.58
STM4355 37.22 STY4878 4740315 4740458 hypothetical_protein
STM1057 27.58
STM1223 49.28 STY1657a 1588293 1588424 malY
STM3361 59.5 STY0860 854264 854524 ybiJ putative_exported_protein
STM3103 23.34 STY0700 696693 697034 putative_hydrolase_N-terminus
STM4261 12.91 STY2142 1993043 1993378 putative_lipoprotein

STY2580 2416206 2417099 conserved_hypothetical_protein
STM2702 40.4
PSLT050 73.62
STM2746 22.22
STM2372 20.84
STM2774 11.94
STM3427 43.55
STM3176 56.7
STM1818 2.44
STM2043 58.47
STM2174 13.2 STY2523 2358062 2359258 conserved_hypothetical_protein
STM2355 67.4 aSTY2584
STM3113 62.52 aSTY2657
STM3076 70.44 aSTY2711
STM0475 66.2 aSTY2719
STM1976 14.89 aSTY0076
PSLT075 9.38 STY0307 319800 320294 hypothetical_protein

STY0349 357131 357586 tinR transcriptional_regulator
STY1017 1013315 1014100 betA bacteriophage_recombination_prot

STM0108 16.05 STY1044 1027660 1028037 hypothetical_prophage_protein
STY1060 1039212 1039664 putative_bacteriophage_protein

STM0573 13.07 aSTY0328
STM1457 23.35 STY0793 789404 790534 tolA tolA_protein
STM2621 95 aSTY1032
STM0407 36.7 STY2006 1886884 1887057 hypothetical_protein

STY2029 1901514 1902659 putative_bacteriophage_protein
STY3191 3056352 3057050 hypothetical_protein

STM0438 29.88 STY0477 483048 483593 conserved_hypothetical_protein



STM3275 13.08 STY1026 1018791 1019264 putative_methyltransferase
STY1048 aSTY1049 1030572 1032038 putative_bacteriophage_protein
STY1064 1042722 1043789 putative_bacteriophage_protein

STM1533 10.6 STY3089 2953664 2954134 steE fimbrial_subunit
STM2238 12.9 STY3288 3137348 3137878 putative_exported_protein

STY1028 1019934 1020200 putative_bacteriophage_protein
STY1050 STY2037 1032678 1033898 putative_bacteriophage_protein

STM2097 11.35 STY1066 1044292 1045023 putative_bacteriophage_protein
STY2042 1911880 1912092 hypothetical_protein
STY2058 1920237 1920791 putative_membrane_protein
STY3659 3516686 3516838 hypothetical_protein

STM0557 4.35 STY4838 4698333 4700849 sefC outer_membrane_fimbrial_usher_pr
STM3478 12.16 aSTY4615
STM0591 5.48 STY4522 4410683 4412047 DNA_helicase
STM2377 14.56 STY4669 4531179 4531631 putative_membrane_protein

STY4822 4685181 4686257 protein_kinase
STM1401 34.25 STY4842 4702716 4702925 probable_regulatory_protein

STY4570 4448011 4449489 putative_exported_protein
STM2532 10.47 STY4587 4464722 4465231 hypothetical_protein

STY4609 4481801 4482523 sopE invasion-associated_secreted_pro
STM3661 10.41 STY4649 4508645 4509535 Putative_methyltransferase

STY4666 4528781 4529794 probable_phage_integrase
STM3330 6.98 STY4571 4449482 4449925 putative_lipoprotein

STY3967 3836526 3837752 yidR putative_ATP/GTP-binding_protein
STM0784 12.84 STY3947 3815134 3815946 yidA conserved_hypothetical_protein
STM2351 20.96 STY3929 3792955 3793728 pstB phosphate_transport_ATP-binding
STM1947 15.58 STY3992 3857652 3858242 uhpA Two-component_system_response_re
STM2581 21.09 STY3481 3325929 3326894 putative_membrane_protein
STM1129 65.54 STY3518 3360298 3360977
STM3146 15.75 STY3497 3337638 3338156 conserved_hypothetical_protein
STM0765 51.13 STY3536 3377394 3378746 possible_membrane_transport_pro
STM0477 47.84
STM0161 61.18 STY0702 698273 699226 probable_permease
STM0054 11.88 STY0721 718897 720051 nagA N-acetylglucosamine-6-phosphate
STM3576 11.77 aSTY0746

STY1543 1495677 1496579 putative_membrane_protein
STM0175 28.61
STM4477 20.44 STY3939 3803950 3804390 rnpA RNase_P,_protein_component
STM1359 12.54 aSTY3924
STM3568 24.25 STY0011 10841 11245 yaaI conserved_hypothetical_protein
PSLT009 60.2 STY1878 1781177 1781734 pagC outer_membrane_invasion_protein
STM4247 10.52 STY2833 2695031 2695660 rpoE RNA_polymerase_sigma-E_factor_(s
STM1382 47.3 STY3892 3752664 3753593 rbsK ribokinase
STM3242 9.46 STY0078 80361 80756 caiF transcriptional_activator_CaiF
STM1836 59.31 STY0142 143140 144906 ftsI penicillin-binding_protein_3_pre
STM0157 4.8 STY0180 186995 188617 yacH putative_exported_protein
STM3214 9.95 STY3566 3410246 3411130 yhdJ putative_adenine-specific_DNA-mo
STM2163 34.92 STY1573 1522562 1523710 putative_ABC_transporter_ATP/GT
STM1974 20.88 STY4349 4226381 4226668 yheL conserved_hypothetical_protein
STM0484 8.14 STY1240 1193926 1194930 holB DNA_polymerase_III,_delta'_subun
STM4486 10.09 STY1269 1225509 1226630 conserved_hypothetical_protein
STM1797 61.53 STY1846 1760574 1760822 putative_membrane_protein



STY2314 2141948 2143426 wzxC putative_transmembrane_transport
STM3489 6.94 STY4308 4186144 4187382 hofQ type_II_secretion_system_protein
STM1301 23.81 STY1275 1232234 1232695 putative_mutT_family_protein

STY1842 1758799 1759110 hypothetical_protein
STM2084 36.89 STY2317 2146457 2147899 manC mannose-1-phosphate_guanylyltran
STM2043 7.78 STY2347 2184687 2185394 hypothetical_protein
STM3776 2.8
STM3070 47.77 STY1825 1743564 1744559 gapA glyceraldehyde_3-phosphate_dehyd
STM1987 7.39 STY2336 2166493 2169483 yegE putative_membrane_protein
STM0803 24.29 STY0008 8729 9319 mog molybdopterin_biosynthesis_Mog_p
STM0072 18.25 STY0316 327278 327694 probable_secreted_protein
STM2460 10.24 STY0359 368371 369510 conserved_hypothetical_protein
STM2590 38.43
STM0843 10.24
STM2249 31.98 STY4479;_aSTY44804364950 4366686 cytochrome_c-type_biogenesis_pr
STM2643 9.8
STM1049 14.64 STY2645 2479743 2480978 putative_membrane_protein
PSLT104 24.34 STY2685 2519474 2519923 conserved_hypothetical_protein
STM3429 16.81
STM2237 38.45
STM2590 41.13
STM4305 33.34 STY2775 2627135 2629512
STM1183 11.13 STY2810 2669495 2670259 yfhG putative_membrane_protein
STM2560 10.51 STY3848 3705233 3705679 ygjM conserved_hypothetical_protein
STM0558 71.46
STM3144 55.47 STY2976 2852688 2853044 hypA HypA_protein

STY3060 2923962 2924870 cysD ATP_sulfurylase_(ATP:sulfate_ade
STM1005 61.64
STM0007 64.93 STY2710 2542737 2543687 talA transaldolase_A
STM0609 10.22 STY0956 945765 946733 trxB thioredoxin_reductase
STM1993 11.57 STY0990 985175 985921 kdsB 3-deoxy-manno-octulosonate_cytid
STM0490 6.44 STY0975 969211 970980 conserved_hypothetical_protein
STM1046 76.77
STM1436 34.59 STY4764 4621690 4621962 ytfK conserved_hypothetical_protein
STM3787 43.4 STY2512 2346265 2347623 glpT glycerol-3-phosphate_transporter
STM0618 26.13 STY2573 2411356 2411628 putative_sugar_phosphotransfera

STY2132 1985091 1985978 motA motility_protein_A
STM2428 25.06 STY2595 2431710 2432384 dedD DedD_protein
STM4479 8.67 STY1259 1214060 1215304 ABC_transporter_integral_membra
STM2121 13.31 STY1696 1622537 1623178 ribE riboflavin_synthase_alpha_chain
STM4193 12.91 STY1277 1233033 1233698 rluB putative_ribosomal_large_subunit
STM0543 20.1 STY0030 29437 29982 bcfE fimbrial_subunit
STM4355 6.47 STY2193 2032567 2033382 conserved_hypothetical_protein
STM1610 19.78 STY1786 1707695 1707985 conserved_hypothetical_protein
STM1702 7.53 STY4725 4587425 4589863 rnr ribonuclease_R_(RNase_R)
STM3300 13.26 STY4759 4616552 4617400 ytfG conserved_hypothetical_protein

STM3542 47.91
STM2473 13.5 STY4858 4721482 4722090 hypothetical_protein
STM3367 16.67 STY2510 2344196 2345074 putative_transcriptional_regula
STM4369 4.53
STM4383 20.36 STY2572 2409944 2411335 putative_membrane_protein



STM3446 8.59 STY2133 1986106 1986690 flhC flagellar_transcriptional_activa
STM4213 15.55 STY4607 4480094 4481266 probable_major_tail_sheath_prot
STM0125 22.5 STY2703 2536769 2537566 putative_cobalamin_adenosyltran
STM3609 26.18 STY2847 2709975 2711276 kgtP alpha-ketoglutarate_permease
STM0741 15.82 STY0393 401742 402752 probable_terminal_oxidase_subun
STM0992 7.6 STY2220 2055131 2055874 cobS cobalamin_(5'-phosphate)_synthas
STM4101 32.23 STY4416 4283548 4284897 lysC lysine-sensitive_aspartokinase_I

STY2944 2819830 2821386 gshA gamma-glutamylcysteine_synthetas
STM0077 63.5
STM1419 19.78 STY2187 2028944 2029681 fliP flagellar_biosynthetic_protein_F

STY2995 2868356 2869534 prgH pathogenicity_1_island_effector
STM2896 18.7 STY2122 1973172 1975250 flhA flagellar_biosynthesis_protein_F

STY2303 2132127 2133110 rfbI putative_reductase_RfbI
STM2361 19.12 STY3897 3757125 3757544 rbsD high_affinity_ribose_transport_p
STM3296 13.14 STY0240 252164 253015 tsf elongation_factor_Ts
STM1151 18.34 STY0417 429218 429538 psiF phosphate_starvation-inducible_p
STM2222 16.09 STY4410 4277873 4278742 yjbC putative_pseudouridine_synthase
STM3501 5.66 STY0084 86503 88020 caiT probable_carnitine_transporter
STM1180 8.68 STY1804 1723228 1724136 conserved_hypothetical_protein
STM0683 3.66
STM2842 6.45 STY1658 1588650 1589651 add adenosine_deaminase
STM2623 100 STY1025 1018267 1018791 conserved_hypothetical_bacterio
STM1428 13.24 STY4812 4671074 4671589 putative_acetyltransferase

STY0588 594664 595530 folD FolD_bifunctional_protein_[inclu
STM0919 70.28
STM0588 12.75 STY4916 4775351 4776214 conserved_hypothetical_protein
STM3121 15.49 STY4094 3952633 3953100 secB protein-export_protein_SecB
STM1787 16.86 STY4287 4161921 4162691 bioH putative_biotin_biosynthesis_pro
STM2137 57.83
STM4278 21.55 STY1899 1793714 1794130 putative_regulator
STM2958 7.6 STY0561 566910 568004 ybbB hypothetical_ATP-binding_protein
STM1039 63.4
STM2612 98.9
STM2485 9.36 STY4758 4615506 4616471 ytfF putative_membrane_protein
STM1026 73.1
STM3301 14.07 STY2848 2711380 2711835 conserved_hypothetical_protein
STM3504 24.88 STY3385 3228987 3229349 folB dihydroneopterin_aldolase

STY4275 4143115 4144548 glgA glycogen_synthase
STM0205 41.14 STY4056 3917138 3917755 putative_membrane_protein
STM4416 14.09 STY2794 2650555 2651598 asrA anaerobic_sulfite_reductase_subu
STM0685 33.61 STY1242 1196033 1197466 ptsG PTS_system,_glucose-specific_IIB

STY3880 3735443 3736075 ATP/GTP-binding_protein
STY0870 861286 861789 dps DNA_protection_during_starvation

STM0419 9.9 STY0836 835204 836193 moaA molybdenum_cofactor_biosynthesis
STM2585 10.2 STY1699 1626296 1627075 ssaT putative_type_III_secretion_prot
STM1307 10.02 STY2691 2524275 2525327 yfeG ethanolamine_operon_transcriptio
STM3882 11.67 STY3796 3660392 3661927 putative_ABC_transporter_ATP-bi
STM0175 32.5 STY0693 689175 689492 ybeB conserved_hypothetical_protein
PSLT023 14.49 STY0288 303553 304548 hypothetical_protein
STM2402 13.14 STY2282 2108699 2109778 hisC histidinol-phosphate_aminotransf
STM2809 41.94 STY1355 1316752 1317558 sapF peptide_transport_system_ATP-bin
STM4551 22.17 STY0418 429630 430742 adrA adrA_protein



STM1339 48.53 STY1940 1831532 1831669 hypothetical_protein
aSTY2345

STM1126 31.18 STY0715 709980 711065 ybeZ PhoH-like_ATP-binding_protein
STY4488 4375285 4375620 phnA conserved_hypothetical_protein
STY2116 1966751 1967320 conserved_hypothetical_protein

STM0734 9.01 STY4459 4337507 4344277 large_repetitive_protein
STM3718 12.59 STY4078 3935641 3936651 waaJ lipopolysaccharide_1,2-glucosylt
STM2743 8.86 STY1987 1873610 1874331 sopE2

STY3718 3567325 3568389 hemE uroporphyrinogen_decarboxylase
STM4532 5.43 STY3912 3772838 3773701 atpG ATP_synthase_gamma_subunit
STM1473 67 STY2493 2322394 2323530 ompC outer_membrane_protein_C
STM0956 3.94 STY0847 840911 842152 ybhO putative_phospholipase
STM4211 13.32 STY0453 461599 462049 ybaD
STM3495 14.54 STY3816 3678271 3678891 sodA manganese_superoxide_dismutase
STM3024 17.8 STY2269 2094093 2094857 phsC thiosulfate_reductase_cytochrome
STM1827 25.16 STY1371 1327374 1328042 pspA phage_shock_protein_A
STM3146 12.29 STY2868 2737496 2738086 grpE heat_shock_protein_GrpE_(heat_sh
STM1945 11.34 STY4375 4241012 4241515 rpsE 30S_ribosomal_subunit_protein_S5
STM4491 10.93 STY4071 3929404 3930438 waaQ lipopolysaccharide_core_biosynth
STM1542 19.85 STY3573 3423822 3424367 hemG protoporphyrinogen_oxidase
STM3446 6.86 STY2829 2690859 2692658 lepA GTP-binding_protein_LepA

STY3613 3467268 3467471 yifL putative_lipoprotein
STM1545 7.37 STY3638 3494786 3496045 rho transcription_termination_factor
STM2345 17.22 STY2185 2028154 2028567 fliN flagellar_motor_switch_protein_F
STM4247 23.52 STY1930 1823207 1824277 dadX alanine_racemase
STM2947 6.44 STY2616 2449561 2450646 aroC chorismate_synthase
STM0066 17.34 STY2554 2389676 2391013 nuoF NADH_dehydrogenase_I_chain_F
STM0602 15.78 STY4061 3921697 3922338 pyrE orotate_phosphoribosyltransferas
STM0963 10.06 STY4606 4479569 4480084 probable_major_tail_tube_protei
STM1419 20.02 STY3013 2885671 2886345 spaP secretory_protein_(associated_wi
STM1570 12.8 STY3827 3688116 3689375 rhaA L-rhamnose_isomerase
STM0632 37.63 STY3586 3438745 3438999 tatA sec-independent_protein_transloc
STM2272 30.41 STY3351 3194450 3196780 parC topoisomerase_IV_subunit_A

STY2650 2485913 2487115 nupC nucleoside_permease_NupC
STM3796 34.95 STY3656 3512960 3514660 ilvG acetolactate_synthase_large_subu
STM3677 68.95 STY0118 118656 119351 araD L-ribulose-5-phosphate_4-epimera
STM4108 13.82 STY3058 2921921 2922526 cysC adenosine_5-phosphosulfate_kinas
STM2356 52.59 STY3046 2912765 2913358 possible_decarboxylase
STM0437 19.42 STY3870 3725331 3726065 conserved_hypothetical_protein
STM3247 57.93 STY0573 579922 581070 glxK glycerate_kinase
STM1497 95.5 STY0963 STY1567 958292 958909 dmsB anaerobic_dimethyl_sulfoxide_red
STM1830 45.83
STM4464 2.84 STY1434 1385267 1386817 putative_membrane_protein
STM1298 3.69 STY1336 1293319 1295916 topA DNA_topoisomerase_I,_omega_prote
STM4035 56.35
STM2839 16.97 STY1947 1835623 1836750 rnd ribonuclease_D
STM3646 13.33 STY1422 1372648 1373637 ldhA D-lactate_dehydrogenase

STY2002 1882219 1882833 putative_membrane_protein
STM1296 16.67 STY1390 1342585 1343175 putative_transcriptional_regula
STM3731 14.68 STY2103 1955713 1956324 ruvA Holliday_junction_DNA_helicase
STM0530 16.5 STY0582 590323 590832 purE phosphoribosylaminoimidazole_car
STM2729 22.39 STY0622 622264 622845 putative_tetR-family_transcript



STY1412 1362270 1363250 conserved_hypothetical_protein
STM4456 9.8 STY1482 1435416 1436048 hypothetical_protein
STM1827 25.53 STY0376 386985 388559 putative_rtn_protein
STM2107 21.3 STY1283 1237565 1237918 conserved_hypothetical_protein
STM0926 10.16 STY1458 1408209 1409447 putative_benzoate_membrane_tran
STM1861 31.22
STM2842 12.79 STY2106 1958187 1958780 ruvC crossover_junction_endodeoxyribo
STM1495 8.88 STY3977 3842953 3844275 dsdA D-serine_dehydratase
STM3492 14.93 STY3127 2994381 2995187 conserved_hypothetical_protein
STM3858 9.79
STM1805 10.11

STY3303 3148995 3149714 possible_hydrolase
STM3280 35.98 STY3640 3496937 3498202 rhlB putative_ATP-dependent_RNA_helic
STM4519 7.59 STY4137 4001081 4002403 xylA D-xylose_isomerase
STM0514 32.97 STY1226a 1182681 1182929 conserved_hypothetical_protein
STM3152 8.92 STY3107 2973418 2974266 conserved_hypothetical_protein
STM1061 16.36 STY2873 2741767 2742243 conserved_hypothetical_protein
STM4201 3.47 STY3209 3074659 3077532 gcvP glycine_dehydrogenase_(decarboxy
STM3598 33.47 STY3259 3121165 3122211 ansB L-asparaginase
STM3744 12.48 STY3743 3600451 3601233 murI glutamate_racemase
STM1128 5.56 STY3264 3124206 3124925 conserved_hypothetical_protein
STM3166 32.46 STY0667 665734 667239 citT citrate_carrier
STM4334 24.73 STY2447 2277111 2277683 yeiP
STM4189 20.39 STY2917 2798936 2799235 putative_transcriptional_regula
STM4005 45.03 STY1370 1326223 1327230 pspF psp_operon_transcriptional_activ
STM4448 16.53 STY3195 3061120 3061665 probable_isomerase

STY0397 406388 407020 RhtC-like_transporter
STM2546 11.75 STY4148 4010135 4010602 yafP putative_acetyltransferase
STM2461 8.62 STY2437 2267889 2268938 yeiH putative_membrane_protein
STM0906 40.9
STM4380 5.27 STY2389 2220042 2221727 yehU putative_two-component_system_se
STM4162 19.23 STY2428 2257799 2258656 yeiG putative_esterase
STM0691 10.39 STY2318 2147896 2149119 wcaI putative_glycosyltransferase
STM2162 19.57 STY2394 2224484 2225653 yehY putative_permease_transmembrane
STM1821 8.45 STY4102 3959610 3960800 lctD putative_L-lactate_dehydrogenase
STM2241 19.13 STY4358 4233316 4233945 rplC 50S_ribosomal_subunit_protein_L3
STM2991 17.42 STY4715 4576713 4578032 amiB N-acetylmuramoyl-L-alanine_amida
STM0447 13.62 STY4365 4237073 4237483 rplP 50S_ribosomal_subunit_protein_L1
STM2925 30.71 STY3194 3060097 3060849 possible_lipoprotein
STM3376 12.43 STY4736 4597742 4598491 yjfP conserved_hypothetical_protein
STM2270 12.44 STY4901 4763416 4764042 conserved_hypothetical_regulato
STM0768 11 STY4693 4555035 4556063 yjeK conserved_hypothetical_protein
STM2156A 29.87 STY2385 2217595 2218053 yehR putative_lipoprotein
STM4227 2.66 STY0711 706916 708454 lnt apolipoprotein_N-acyltransferase
STM2030 24.55 STY3245 3110497 3110994 conserved_hypothetical_protein
STM2994 5.97 STY1097 1075470 1077524 helD helicase_IV__(75_kD_helicase)

STY0814 810271 811044 modA molybdate-binding_periplasmic_pr
STM1255 6.35 STY0888 882339 883877 yliB putative_ABC_transporter_peripla
STM3961 10.2 STY3502 3341334 3342188 conserved_hypothetical_protein
STM1781 4.2 STY0819 814916 816199 ybhC possible_pectinesterase_precurso
STM3130 8.54 STY0863 855280 856201 ybiN
STM0244 19.84 STY3210 3077695 3078087 gcvH glycine_cleavage_system_H_protei



STY0284 300696 301163 rnhA ribonuclease_H
STY3403 3248471 3249505 possible_oxidoreductase

STM1842 17.77 STY1723 1642803 1643129 sseA putative_pathogenicity_island_pr
STM0933 15.65 STY0854 848481 849155 ybiH hypothetical_tetR-family_transcr
STM4517 49.92 STY0899 892908 894140 mdfA multidrug_translocase_MdfA
STM0452 25.48 STY0447 457512 457877 conserved_hypothetical_protein
STM2683 35.38
STM4363 14.75
STM3380 19.04 STY4886 4750002 4750289 hypothetical_protein
STM3109 20.51 STY4518 4407323 4407814 Putative_acetyltransferase
STM4123 39.98

STY4418 4287376 4287621 putative_exported_protein
STM0159 22.19

STY4399 4262945 4263382 yjaB putative_acetyltransferase
STM4272 17.14 STY2219 2054034 2055140 cobT nicotinate-nucleotide--dimethylb

STM2734 22.65
STM4310 25.31 STY4643 4505250 4505492 apl phage_regulatory_protein
PSLT110 32.21 STY3464 3307435 3307740 rpsO 30S_ribosomal_subunit_protein_S1
STM0153 13.11 STY3203 3068924 3069190 conserved_hypothetical_protein
STM2840 31.06 STY3442 3285768 3286052 gatB PTS_system,_galactitol-specific
STM2129 20.14 STY1474 1426254 1426730 putative_membrane_protein
STM2993 18.75 STY1529 1484622 1485032 hyaE2 hydrogenase-1_operon_protein_Hya
STM2956 17.49 STY1453 1404112 1404651 rimL ribosomal-protein-serine_acetylt
STM4307 15.62 STY3572 3416892 3417113 yhdV possible_lipoprotein
STM1351 66.7 STY0088 91561 91848 fixX ferredoxin_like_protein_FixX
STM1732 34.62 STY1563 1512377 1512686
STM0462 70.32 STY2808 2667746 2668084 glnB nitrogen_regulatory_protein_p-II
STM0555 32.39 aSTY0602a
STM4572 24.27 STY2689 2522340 2522669 putative_membrane_protein
STM3166 18.66
STM2246 46.2 STY2736 2573190 2573549 putative_arsenate_reductase_(ar
STM2212 35.39 STY2784 2641888 2642223 fdx ferredoxin
STM2087 6.05 STY0765 764172 765945
STM1345 31.21 STY0687 682792 683055 ybeD conserved_hypothetical_protein

STY2533 2368537 2368914 putative_membrane_protein
STM3974 14.1
STM4402 19.48
STM1323 8.16
STM0019 17.61 aSTY4843
PSLT010 100 STY4846 4704346 4705191 putative_outer_membrane_protein
STM4097 24.41
PSLT107 100
STM2189 35.03
STM2089 18.67
STM0498 51.31
STM3390 58.23 aSTY0520
STM0353 28.5 aSTY0544
STM1444 8.57 aSTY0569
STM4205 61.01 aSTY0606
STM4532 28.25 aSTY0644
STM1375 41.3 STY1255 1207444 1208235 putative_exported_protein



STM0142 8.3 STY1595 1540134 1540817 hypothetical_protein
STM3624 13.93 STY1612 1549208 1549534 putative_membrane_protein
STM0994 11.87 STY1628 1560870 1561205 hypothetical_protein
STM1268 34.82 STY1853 1764189 1764344 hypothetical_protein
STM1918 10.38 STY1068 1045516 1046268 putative_bacteriophage_protein
STM0498 17.99 STY1606 1546229 1546660 hypothetical_protein
STM0055 18.76 STY1622 1557389 1557835 conserved_bacteriophage_hypothe
STM2772 60.09 STY1643 1572347 1572919 DNA-invertase
STM0627 14.46 STY1062 1041830 1042417 putative_bacteriophage_protein
STM2977 14.08 STY2038 aSTY1049 1907613 1908143 conserved_hypothetical_protein

STY2054 STY2054A 1917389 1917544 hokW Similar_to_cell-killing_genes_to
STY1616 1551982 1553478 hypothetical_protein

STM0014 4.93 STY1632 1564930 1566084 putative_bacteriophage_regulato
STM2085 7.79 STY1889 1786795 1787337 conserved_hypothetical_protein
STM2703 3.97 STY1072 STY2014 1048497 1050008 hypothetical_prophage_protein
STM0896 18.42 STY2048 1914557 1915114 putative_bacteriophage_protein

STY2064 1924145 1924567 conserved_hypothetical_protein
STY1635 1567003 1568106 putative_bacteriophage_baseplat

STM1355 8.92 STY1891 1788274 1788687 putative_pertussis-like_toxin_s
STY2025 1897826 1898476 putative_bacteriophage_protein
STY3091 2954726 2955844 possible_secreted_protein
STY2066 1924903 1925322 putative_regulator

STM0980 7.18 STY2296 2124655 2125656 rfbV putative_glycosyltransferase
STM0090 23.81 STY4590 4466754 4467050 hypothetical_protein
STM3191 10.7 STY4629 4496059 4496754 hypothetical_protein

STY4652 4512573 4513877 vexD Vi_polysaccharide_export_inner-m
STM1436 6.65 STY4557 4438648 4439562 putative_membrane_protein
STM2589 13.96 STY4574 4452916 4453302 hypothetical_protein

STY4591 4467128 4467586 hypothetical_protein
STM2882 27.94 STY4826 4689323 4689562 bacteriophage_gene_regulatory_p
STM4026 1.81 STY4851 4712736 4716035 conserved_hypothetical_protein
STM2978 5.52 STY4625 aSTY3677 4491144 4492280 putative_major_capsid_protein

STY4528 4415909 4417252 hypothetical_protein
STM1005 3.82 STY4552 4435339 4436490 rci shufflon-specific_DNA_recombinas

STY4827 4689566 4690426 putative_phage_capsid_protein
STM1776 26.45 STY3197 3063268 3064366 prfB peptide_chain_release_factor_2_(
STM1386 7.26 STY2634 2468435 2470441 pgtB phosphoglycerate_transport_syste
STM0489 12.33 STY2234 2064488 2065261 cbiF precorrin-4_C11-methyltransferas
STM1919 59.6 STY4234 4099515 4101158 methyl-accepting_chemotaxis_cit

STY0143 144893 146380 murE UDP-N-acetylmuramoylalanyl-D-glu
STM2305 3.26 STY0181 189006 191603 acnB aconitate_hydratase_2_(citrate_h
STM2515 8.27 STY0170 174007 174957 putatuve_glycosysl_hydrolase
STM3513 9.18
STM3011 8.61 STY0220 231184 232074 fhuD ferrichrome-binding_periplasmic
STM2559 69.28 STY0259 273613 275754 ldcC lysine_decarboxylase
STM2830 35.59 STY1547 1499485 1500012 conserved_hypothetical_protein
STM0021 43.93
STM2364 11.61 STY0735 735177 735719 seqA seqA_protein
STM0353 8.76 STY2173 2017348 2018613 yedE putative_membrane_protein
STM3712 7.44 STY4084 3941839 3942885 waaF ADP-heptose-LPS_heptosyltransfer
STM2745 8.21 STY2228 2060434 2061147 cbiL precorrin-2_C20-methyltransferas
STM4160 7.26 STY1326 1282639 1283997 trpC indole-3-glycerol_phosphate_synt



STM2532 8.85 STY0093 93940 94362 probable_secreted_protein
STM2119 24.54 STY3930 3793743 3794468 phoU phosphate_transport_system_regul

STY0015 16094 16438 putative_phage_protein
STM0776 12.68 STY3265 3125080 3126132 mutY A/G-specific_adenine_glycosylase
STM2971 17.77 STY3491 3332682 3333464 putative_membrane_protein
STM2130 21.69 STY3527 3368465 3368869 conserved_hypothetical_protein
STM3973 47.04 STY0682 679335 679538 tatE sec-independent_protein_transloc
PSLT072 31.36
STM3201 31.88 STY1189 1150839 1151066 putative_lipoprotein
STM2293 20.68 STY4299 4177131 4177532 hslR heat_shock_protein
STM2562 15.27
STM1640 17.15 STY4267 4131687 4132382 conserved_hypothetical_protein

STY4894 4756264 4758555 mdoB putative_phosphoglycerol_transfe
STM1204 3.4 STY1244 1197551 1199726 fhuE
STM4572 10.07
STM0747 30.98 aSTY4259
STM2975 11.51 STY4898 4760729 4761220 putative_membrane_protein
STM0772 8.02 STY4932 4793635 4794282 gpmB probable_phosphoglycerate_mutase
STM2761 25.4
STM0498 22.43 STY4235 4101355 4103553 heavy_metal-transporting_ATPase
STM0301 7.8

STM2088 16.94
STM2740 45.74
STM3474 3.42 STY2908 2788919 2790433 putative_membrane_protein
STM2493 33.08 STY4440 4310250 4310492 yjbO putative_membrane_protein
PSLT008 26.91 STY4494 4382756 4383517 adiY putative_AraC_family_regulatory

STY0901 895006 896217 putative_membrane_protein

STM1578 12.46 STY2714 2547296 2547871 yffH conserved_hypothetical_protein

STM2991 44.75 STY2687 2520548 2521417 amiA probable_N-acetylmuramoyl-L-alan
STM0767 9.59 STY0932 923683 924654 hcr NADH_oxidoreductase_Hcr
STM4345 6.44 STY0967 961490 962911 ycaM probable_transport_protein
STM3374 2.75 STY0996 990720 995186 mukB cell_division_protein
STM2594 83.68
STM2588 29.07 STY3777 3643326 3644318 ftsN cell_division_protein
STM1000 16.99
STM0734 39.37 STY4703 4560475 4562265 frdA fumarate_reductase,_flavoprotein
STM3121 19.92 STY2655 2493002 2493886 xapR xanthosine_operon_transcriptiona
STM2594 31.13
STM1488 16.24 STY2779 2637127 2637969 sseA putative_thiosulfate_sulfurtrans
STM0399 19.88 STY2815 2678655 2679290 yfhB putative_membrane_protein
STM0710 58.7 STY2807 2666237 2667697 putative_transmembrane_transpor
STM2167 9.04 STY4709 4570220 4571296 yjeQ putative_membrane_protein
STM4063 9.27 STY2211 2048039 2049493 amn AMP_nucleosidase
STM2318 20.4 STY2546 2379379 2380656 nuoN NADH_dehydrogenase_I_chain_N
STM3100 7.81 STY2590 2426285 2427682 putative_amino_acid_decarboxyla
STM0682 9.07 STY1237 1191470 1192279 pabC 4-amino-4-deoxychorismate_lyase
STM2469 24.25 STY2261 2087777 2088229 pduV putative_propanediol_utilization
STM4146 98.92 aSTY3739 aSTY4353
STM0682 53.54 STY1576 1525912 1527072 putative_regulatory_protein



STM0179 5.69 STY0341 348682 349626 sinR LysR-family_transcriptional_regu
STM3364 6.45 STY1681 1608145 1610184 putative_membrane_protein
STM3453 32.88 STY4753 4609433 4610095 fklB probable_FkbP-type_peptidyl-prol
STM3064 13.4 STY0134 135983 136927 leuO probable_activator_protein_in_le
STM1224 20.35 STY2152 1999201 1999338 hypothetical_protein
STM2760 40.42
STM4533 6.61
STM3627 7.04 STY2544 2377251 2378168 putative_hydrolase
STM1956 6.18 STY2570 2408171 2409124 putative_transketolase_C-termin

STY4802 4661886 4663289 putative_membrane_protein
STM0447 1.89
STM0205 7.9 STY2589 2424773 2426194 putative_amino_acid_transporter
STM0097 14.83 STY1229 1184943 1185464 conserved_hypothetical_protein
STM2214 46.58 STY1767 1690203 1690667 nlpC putative_lipoprotein

STY1111 1083598 1083927 hypothetical_protein_in_helD-se
STM0175 48.22 STY0336 343633 346143 safC outer-membrane_fimbrial_usher_pr
STM0935 8.22 STY0255 269925 270884 accA acetyl-coenzyme_A_carboxylase_ca
STM0600 6.99 STY0485 489339 490295 cyoA cytochrome_o_ubiquinol_oxidase_s
STM0737 14.88 STY0176 182065 183954 aceF dihydrolipoamide_acetyltransfera
STM4220 12.79 STY1796 1716184 1716942 conserved_hypothetical_protein
STM1361 49.55
STM4196 9.23 STY2900 2782658 2783554 mig-14 putative_transcriptional_regulat
STM1117 23.11 STY1662 1591701 1592141 putative_membrane_protein
STM0328 44.42 STY1579 1528279 1529532 putative_membrane_transport_pro
STM3391 8.17 STY4425 4294450 4295640 malE periplasmic_maltose-binding_prot

STY0351 359306 360025 possible_outer_membrane_adhesin
STM1799 7.76 STY0409 423107 424201 yaiW putative_lipoprotein

STY0445 454536 456383 secD protein-export_membrane_protein
STM3965 10.87 STY0144 146377 147735 murF UDP-N-acetylmuramoylalanyl-D-glu
STM0797 21.71 STY2593 2430911 2431399 cvpA colicin_V_production_protein_(De
STM3177 53.18 STY2904 2786824 2787498 tctD transcriptional_regulator
STM3478 7.3 STY1753 1672269 1673756 conserved_hypothetical_protein
STM2351 50.36 STY4251 4115862 4116629 livG high-affinity_branched-chain_ami
STM0984 21.48 STY0504 511391 513172 mdlB putative_ABC_transporter_ATP-bin
STM0150 60.71 STY0617 615827 617221 pheP phenylalanine-specific_permease
STM2211 24.01 STY2446 2276572 2276976 conserved_hypothetical_protein
STM1368 7.54 STY4771 4631069 4632277 putative_sugar_transporter
STM3557 8.3 STY2838 2700857 2701444 yfiK putative_membrane_protein
STM4121 14.76 STY4161 4020081 4020785 yhjY putative_membrane_protein
STM2175 17.81 STY3458 3298444 3299322 yhbV conserved_hypothetical_protein
STM3533 41.08 STY2522 2357030 2357812 putative_transcriptional_regula
STM4163 15.22 STY2786 2644088 2644630 yfhE chaperone_protein_HscB
STM0176 36.52 STY0032 30509 31213 bcfG fimbrial_chaperone
STM1806 6.38 STY4774 4634604 4635620 fbp fructose-1,6-bisphosphatase
STM1015 52.79 STY4896 4759357 4760094 dnaC probable_DNA_replication_protein
STM0915 75.4

STY4903 4764702 4765490 ferric_iron_reductase_protein
STY4086 3944023 3945219 kbl 2-amino-3-ketobutyrate_coenzyme
STY4180 4039201 4039953 yhjQ conserved_hypothetical_protein
STY3451 3294153 3294788 conserved_hypothetical_protein

STM3553 9.11 STY2511 2345190 2346260 glpQ glycerophosphoryl_diester_phosph
STY2506 2339060 2341345 nrdA ribonucleoside-diphosphate_reduc



STM1415 36.29 STY3017 2888677 2889972 spaI secretory_apparatus_ATP_synthase
STM2554 30.8 STY3787 3653158 3653586 yiiR putative_membrane_protein
STM3982 14.86 STY0737 737499 737984 possible_5-nitroimidazole_antib
STM0153 23.13 STY0780 779343 780551 sucB dihydrolipoamide_succinyltransfe
STM4174 41.36 STY3876 3731061 3732470 glnG Two-component_system,_response_r
STM2142 10.11 STY4327 4209280 4209843 pabA para-aminobenzoate_synthase,_glu
STM2972 10.48 STY3881 3736421 3739270 polA DNA_polymerase_I
STM0321 16.01 STY0909 901973 902449 conserved_hypothetical_protein
STM0838 33.9 STY4339 4217765 4219672 yheS probable_ABC_transporter_ATP-bin
STM0581 53.99 STY4463 4349095 4349418 soxS regulatory_protein_SoxS

STY2825 2687272 2688000 recO DNA_repair_protein_RecO
STM1467 2.39 STY2085 1937444 1939495 opdB oligopeptidase
STM0107 17.33 STY3713 3564352 3564807 possible_exported_protein
STM0668 8.04 STY3862 3719625 3720317 conserved_hypothetical_protein
STM0768 3.26 STY1697 1623395 1624768 ydhE hypothetical_integral_membrane_p
STM0128 16.21 STY2675 2510629 2511348 putative_amidotransferase
STM1957 100 STY1844 STY0256;_STY0437;_STY1580;_STY1895;_STY31541759921 1760379 tnpA transposase_for_insertion_sequen

STY2850 2720699 2721430 yfiH conserved_hypothetical_protein
STM0661 37.66 STY0060 60161 61081 yaaF putative_nucleoside_hydrolase_(I
STM2634 99.6 aSTY1013
STM2150 47.39 STY1994 1877792 1877968 hypothetical_protein
PSLT002 42.32 STY3184 3052190 3052441 endonuclease_fragment
STM1684 10.1 STY4728a 4591934 4592185
STM2137 19.92 STY4859 4722451 4723362 hypothetical_protein
STM2463 31.13 STY2256 2082995 2084389 pduP putative_CoA-dependent_propriona
STM2316 10.01 STY4478 4364001 4364957 nrfD cytochrome_c-type_biogenesis_pro
STM3882 15.11 STY2113 1964037 1964780 conserved_hypothetical_protein
STM2734 19.79 STY4453 4323622 4325010 putative_integral_membrane_prot
STM3296 14.99 STY0009 9376 9942 yaaH conserved_hypothetical_protein

STM0876 6.44 STY0048 47414 48313 nhaR transcriptional_activator_protei
STM2079 6.64 STY3636 3492395 3493441 lipopolysaccharide_biosynthesis
STM0457 48.77 STY3597 3451801 3452610 yigL conserved_hypothetical_protein
STM0602 20.09 STY3622 3475920 3476660 hemD uroporphyrinogen_III_synthase
STM1290 45.58 STY3228 3095113 3096159 epd D-erythrose_4-phosphate_dehydrog
STM0910 8.03 STY1296 1254751 1255656 conserved_hypothetical_protein
STM1820 28.65 STY1917 1810671 1811075 hyaE hydrogenase-1_operon_protein_Hya
STM4483 36.97 STY3162 3034527 3035288 kduD 2-keto-3-deoxygluconate_oxidored
STM3247 63.15 STY3097 2964858 2966000 conserved_hypothetical_protein
STM1374 46.9 STY3125 2992699 2993142 conserved_hypothetical_protein
STM3170 31.9 STY3819 3680221 3680736 possible_membrane_transport_pro
STM3905 3.66 STY3108 2974380 2975744 ygdH conserved_hypothetical_protein
STM0490 16.37 STY3846 3703910 3704839 putative_lipase
STM0124 6.55 STY3594 3447467 3449731 metE 5-methyltetrahydropteroyltriglut
STM3044 18.41 STY3610 3464804 3465760 xerC integrase/recombinase
STM0309 8.03 STY3635 3491209 3492339 wecB UDP-N-acetyl-D-glucosamine_2-epi
STM4292 6.82 STY3741 3592550 3593512 birA bifunctional_protein:_biotin_ope
STM0671 4.66 STY3134 3008249 3011620 recC exonuclease_V_subunit
STM3626 54.01 STY1309 1269082 1270086 oppF oligopeptide_transport_ATP-bindi
STM0989 8.53 STY3789 3654396 3655163 tpiA triosephosphate_isomerase
STM1960 16.8 STY0527 533092 533643 apt adenine_phosphoribosyltransferas
STM4540 8.37



STM2777 17.94 STY0628 625677 627932 fepA ferrienterobactin_receptor_precu
STM0818 11.4 STY0976 971108 971800 putative_membrane_protein
STM0063 9.64 STY0338 347043 347864 conserved_hypothetical_protein

STY1514 1470680 1471168 putative_regulatory_protein
STM0189 4.71 STY1479 1431906 1432967 possible_ATP-binding_protein
STM3121 16.73
STM4381 7.28 STY1403 1354289 1355236 conserved_hypothetical_protein

STM2084 7.04 STY1353 1314180 1315562 hypothetical_protein
STM1804 7.22 STY0556 562946 564079 outer_membrane_protein
STM0459 37.39 STY1005 1003596 1004057 putative_transcriptional_regula
STM0957 27.54 STY0954 942163 943884 cydC transport_ATP-binding_protein_Cy
STM0062 44.88 STY0669 668145 668564 citX conserved_hypothetical_protein
STM2995 8.43 STY0652 653380 654126 dsbG thiol:disulfide_interchange_prot
STM1500 17.2 STY1319 1277177 1277815 putative_outer_membrane_protein
STM1573 25.07 STY1491a 1448758 1449193
STM3644 16.77 STY1443 1396054 1396629 putative_exported_protein
STM3280 44.5 STY1410 1360852 1362223 dbpA
STM3208 5.74 STY1376 1329465 1330862 putative_ATP-binding_protein
STM0882 20.34 STY3095 2960705 2962000 ygcA putative_RNA_methyltransferase
STM2119 57.35 STY3149 3020503 3021216 putative_membrane_protein
STM0858 10.69 STY3186 3052722 3053522 conserved_hypothetical_protein
STM0143 11.48 STY3252 3115630 3116610 pilT Type_II_secretion,_ATP-binding,
STM2383 7.43 STY0489 493813 495111 tig trigger_factor
STM2563 13.82 STY4228 4094749 4095327 conserved_hypothetical_protein

STY4117 3980242 3982197 conserved_hypothetical_protein
STM4447 46.53 STY4018 3880242 3880985 conserved_hypothetical_protein
PSLT020 31.65 STY3353 3197757 3198149 possible_exported_protein
STM3014 4.1 STY3159 3031938 3032645 ygeA conserved_hypothetical_protein
STM0232 5.3
STM3966 20.29
STM1694 46.63 STY4170 4029971 4030873 dppC dipeptide_transport_system_perme

STY4133 3994888 3996138 avtA valine--pyruvate_aminotransferas
STM2273 8.31 STY4099 3956485 3957681 putative_racemase
STM2811 5.14 STY4045 3904647 3906356 yicH putative_exported_protein

STY0389 396876 399850 res
STM0430 18.69 STY2975 2852017 2852478 hycA formate_hydrogenlyase_regulatory
STM0945 8 STY3302 3148033 3148956 conserved_hypothetical_protein
STM2683 11.04 STY2977 2853114 2853986 hypB hydrogenase_isoenzymes_formation
STM4272 48.21 STY2412 2243900 2244595 yohK puatative_membrane_protein
STM2105 36.97 STY2293 2120634 2122073 rfbM2 mannose-1-phosphate_guanylyltran
STM2253 21.83 STY2334 2164849 2165430 dcd deoxycytidine_triphosphate_deami
STM3813 100 STY2474 STY3965 2305384 2305941 dsbE1 thiol:disulfide_interchange_prot
STM1744 21.53 STY2454 2285515 2286540 yejE putative_binding-protein-depende
STM3235 11 STY2374 2205062 2205880 putative_gntR-family_transcript
STM2970 11.4 STY1975 1861658 1862539 htpX heat_shock_protein
STM3877 28.49 STY4380 4243770 4244126 rpsM 30S_ribosomal_subunit_protein_S1
STM1927 45.23 STY4212 4078877 4079311 uspA universal_stress_protein_A
STM2325 13.35 STY3522 3364558 3365058 sspB stringent_starvation_protein_B
STM3541 7.19 STY4191 4054908 4055837 kdgK 2-dehydro-3-deoxygluconokinase
STM4482 63.16 STY4284 4158873 4160189 gntT high-affinity_gluconate_transpor
STM2546 20.31 STY4762 4620142 4620882 cysQ cysQ_protein



STM1057 16.35 STY3360 3203384 3203965 conserved_hypothetical_protein
STM3523 43.05 STY2959 2834527 2835300 srlR glucitol_operon_repressor
STM3331 15.91 STY2416 2246976 2248217 putative_oxidoreductase
STM3226 62.1 STY3334 3178004 3178663 yghB DedA-family_integral_membrane_pr
STM2389 34.1 STY1712 1636450 1636698 ssaI putative_pathogenicity_island_pr
STM4343 40.59 STY0777 773502 775268 sdhA succinate_dehydrogenase_flavopro
STM3560 10.96 STY0835 833899 834807 conserved_hypothetical_protein
STM3036 5.34
STM4227 24.22 STY1214 1168942 1169346 flgC putative_flagellar_basal-body_ro
STM2792 20.29 STY0826 823390 824679 bioA adenosylmethionine-8-amino-7-oxo

STM3332 5.26 STY3512 3355140 3356243 conserved_hypothetical_protein
STY4032 3894205 3894822 rmbA conserved_hypothetical_protein

STM4376 24.93 STY3366 3208434 3209597 conserved_hypothetical_protein
STM3747 7.02 STY1716 1637973 1638755 sseF putative_pathogenicity_island_ef
STM0346 40.68 STY0872 863334 863849 ompX outer_membrane_protein_x_precurs
STM1320 14.85 STY4740 4602188 4602493 sgaB putative_PTS_system_IIB_protein
STM3793 9.29
STM0257 35.2 STY0428 436395 437567 araJ
STM1041 8.83 aSTY4883
STM3626 29.5 STY0495 502837 503211 ybaV putative_exported_protein
STM4355 28.74 STY0599 604191 604502 hypothetical_protein
STM0555 41.85 STY0602;_aSTY0602a605550 605735
STM2764 27.32 STY0329 340209 340913
STM0345 43.16 STY0375 386344 386673 hypothetical_protein
STM0341 26.01 STY0377 388659 389402 possible_transmembrane_regulato
STM2269 6.78 STY3106 2972804 2973349 syd syd_protein
STM2647 26.96 STY4516 4406494 4406712 hypothetical_protein
STM0233 30.93 STY3799 3664919 3665116 hypothetical_protein
STM1315 33.22 STY3999 3864845 3865132 putative_PTS_system_IIB_compone
STM2856 56.59 STY3314 3163093 3163341 hybG hydrogenase-2_component_protein
STM3587 23.17 STY1528 1484326 1484625 hydrogenase_isoenzymes_formatio
STM3025 13.73 STY1540 1494534 1494911 marR multiple_antibiotic_resistance_p
STM3058 34.48 STY3974 3841645 3841992 yidH
STM1532 5.64 STY4048 3909336 3911417 recG ATP-dependent_DNA_helicase
STM2065 23.97 STY4177 4036993 4037184 putative_membrane_protein
STM2006 18.48 STY3987 3852815 3853105 ilvN acetohydroxy_acid_synthase_I,_sm
STM3528 38.6
STM0599 60.45 STY1757 1676481 1676873 conserved_hypothetical_protein
STM0250 86.49
STM2702 60.3
STM4478 54.01

STM2223 48.44 STY3643 3501966 3502697 putative_membrane_transport_pro

STM0446 32.57 STY3487 3330734 3331027 conserved_hypothetical_protein
STM0503 18.69 STY2147;_STY21481996817 1996933 hypothetical_protein
STM1997 60.74
STM1998 45.81

STM1876 32.56



STM3766 59.02
PSLT023 84.1
STM3972 26
STM1811 38.24
STM2432 9.28
STM1473 39.88 aSTY2493
STM1951 30.91 aSTY2581
STM2354 69.25 aSTY2585
STM0007 60.97 aSTY2710
STM3331 19.21 STY2717 2549822 2551681 aegA putative_oxidoreductase
STM0325 55.07
STM0175 11.27 STY0205 213248 215839 staC outer_membrane_usher_protein_Htr

STY0326 339076 339336 conserved_hypothetical_protein
aSTY0587
STY1030 1020578 1020865 putative_bacteriophage_protein
STY1052 1034420 1035361 putative_bacteriophage_protein
STY2027 1900606 1901058 putative_bacteriophage_protein

STM1787 2.59 STY0405 416740 419625 puative_autotransporter/virulen
STM2697 29.05 STY1019 1014493 1014693 prophage_Kil_protein

STY1046 1028451 1029203 putative_prophage_terminase_sma
STM3577 4.51 STY2021 1895228 1895959 putative_bacteriophage_protein
STM3027 47.69 STY3087 2952350 2953123 steC periplasmic_fimbrial_chaperone

STY3285 3136204 3136707 putative_exported_protein
STM1365 24.17 STY0947 937728 937934 hypothetical_protein
STM0118 14.86 STY1040 1025810 1026199 putative_prophage_membrane_prot
STM2194 24.35 STY1056 1036681 1037070 putative_bacteriophage_protein

STY2031 1903201 1903590 putative_bacteriophage_protein
STM1026 3.21 STY3193 3058163 3059890 possible_integrase
STM0157 7.76 STY3347 3191038 3191730 putative_membrane_protein
STM1869A 29.75 aSTY1042

STY1058 1037612 1038757 hypothetical_prophage_protein
STY1076 1051463 1052164 conserved_hypothetical_protein

STM1848 11.77 STY2050 1915387 1915941 hypothetical_protein
STM3352 95 aSTY0064 STY3532 3373656 3375431 oadA oxaloacetate_decarboxylase_alpha
STM3484 37.71 STY3667 3519664 3520521 DNA_adenine_methylase
STM1832 24.48 STY4854 4717653 4717928 hypothetical_protein
STM0395 4.09 aSTY4403
STM3499 9.55 STY4534 4421390 4421839 hypothetical_protein
STM2219 12.62 STY4677 4539197 4539490 putative_membrane_protein
STM1727 30.92 STY4830 4691653 4691880 hypothetical_protein
STM2807 9.42 aSTY4870
STM0625 13.98 STY4578 4456256 4456588 putative_membrane_protein
STM1229 16.7 STY4595 4471619 4471978 conserved_hypothetical_protein
STM3484 36.41 STY4636 4502229 4503089 DNA_adenine_methylase
STM1320 17.6 STY2419 STY4125;_STY4657;_HCM1.04c;_HCM1.136a;_HCM1.204c;_HCM1.238c2249467 2249970 insB insertion_element_IS1_protein_In

STY4674 4537567 4537710 hypothetical_protein
STY4579 4456592 4458097 putative_membrane_protein

STM3624 14.49 STY3957 3827907 3828539 torD TorD_protein
STM2580 12.32 STY3937 3800574 3801938 thdF thiophene_and_furan_oxidation_pr

STY3907 3769054 3769869 atpB ATP_synthase_A_chain
STM0652 9.74 STY4080 3937522 3938331 waaZ lipopolysaccharide_core_biosynth
STM0511 41.66 STY3492 3333472 3334284 possible_ABC-transport_protein,



STM0769 53.68
STM4007 17.15 STY3523 3365064 3365720 sspA stringent_starvation_protein_A
STM3577 10.55 STY3554 3397118 3398161 mreB rod_shape-determining_protein
STM0863 58.99 STY0688 683163 684374 dacA D-alanine_carboxypeptidase
STM0012 11.01
STM4534 10.33 STY0731 732380 732832 fur ferric_uptake_regulation_protein
STM4598 50.36 STY3954 3823363 3824057 torR
STM1788 62.5 STY1526 1482984 1483712 hyaC2 Ni/Fe-hydrogenase_1_b-type_cytoc
STM2273 10.38
STM3485 10.89 STY3935 3798276 3799178 yidZ putative_LysR-family_transcripti

STY3898 3757761 3759629 kup membrane_transport_protein
STY1779 1701377 1702600 rfc O-antigen_polymerase

STM3110 13.06 STY0809 805177 806193 galE UDP-glucose_4-epimerase
STM2030 15.41 STY2235 2065245 2065823 cbiT precorrin-8W_decarboxylase

STY4081 3938430 3939575 waaK lipopolysaccharide_1,2-N-acetylg
STY0098;_STY009996050 97354 puatative_sulfatase

STY0160 165410 165601 yacG conserved_hypothetical_protein
STY0193 203598 204260 yadF carbonic_anhydrase

STM4049 12.65 STY0233 244326 244712 yaeH conserved_hypothetical_protein
STM0651 5.33 STY4392 4252698 4253822 conserved_hypothetical_protein
STM1751 20.63 STY4337 4217086 4217397 conserved_hypothetical_protein
STM3588 3.97 STY1251 1204119 1205423 ndh NADH_dehydrogenase
STM1639 52.48 STY1868 1776009 1776539 putative_cytochrome
STM2532 14.61 STY1830 1748312 1749058 putative_outer_membrane_protein
STM1491 2.18 STY2329 2156864 2159023 wzc putative_tyrosine-protein_kinase
STM0823 55.5 STY1254 1207090 1207347 putative_secreted_protein

STY1859 1768322 1768648 conserved_hypothetical_protein
STM3165 20.64 STY1828 1745871 1746728 putative_oxidoreductase
STM1828 41.59 STY2332 2161288 2162868 yegH putative_membrane_protein
STM2545 37.2 STY4949 4808327 4809013 lasT putative_RNA_methyltransferase
STM2277 12.51
STM4275 12.7 STY2321 2150560 2151681 gmd GDP-mannose_4,6-dehydratase
STM0185 4.46 STY2365 2196156 2197517 putative_protease
STM4314 19.81
STM2765 65.68 aSTY0329 STY0343 349946 350113
STM0111 57.54

STY1082 1058924 1061032 conserved_hypothetical_protein
STM3518 6.41 STY3748 3605821 3607221 udhA possible_pyridine_nucleotide-dis
STM0518 53.3 STY3040 2908499 2909275 hyi putative_hydroxypyruvate_isomera

STY2618 2451780 2452331 conserved_hypothetical_protein
STM4125 39.57 STY2660 2497378 2498340 putative_transcriptional_regula
STM2592 69.8
STM2851 20.59 STY2771 2624292 2624723 ndk nucleoside_diphosphate_kinase_(n
STM2598 75.4
STM4290 5.62 STY2751 2587671 2589248 guaA GMP_synthase_(glutamine-hydrolyz
STM3619 20.87 STY2790 2646961 2647455 yfhP conserved_hypothetical_protein
STM1050 80.99
STM3502 52.04 STY3812 3674986 3675684 cpxR two-component_response_regulator
STM2701 12.79
STM2815 20.31 STY3036 2903746 2904954 possible_membrane_transport_pro
STM0615 2.14
STM2163 33.79 STY2678 2512849 2513943 cysA sulphate_transport_ATP-binding_p



STM1576 17.02 STY2724 2561420 2562283 putative_membrane_protein
STM2945 51.74 STY0971 964573 965531 sopD2
STM0006 37.83 STY1009 1005836 1007269 putative_ion:amino_acid_symport
STM2166 10.07 STY0993 987917 988720 smtA SmtA_protein
STM3965 11.65 STY2161 2006277 2007263 putative_deaminase
STM4344 15.56 STY2284 2110842 2111432 hisH amidotransferase
STM3356 18.61 STY2563 2399017 2400843 putative_sodium/sulphate_transp
STM2465 26.46 STY2259 2086868 2087422 pduT putative_propanediol_utilization
STM3960 11.55 STY1851 1762727 1763365 putative_membrane_transport_pro
STM3338 25.55 STY1169 1131729 1133009 putative_transporter
STM0201 11.99 STY1784 1705619 1706377 putative_outer_membrane_protein
STM4275 43.09 STY0403 413263 415149 prpE PrpE_protein

STY1793 1713175 1715427 katE catalase_HPII
STM3204 3.85 STY4712 4573578 4574732 yjeS putative_4Fe-4S_binding_protein
STM1473 36.28 aSTY2203
STM2160 53.04 STY1730 1650681 1651409 putative_transcriptional_regula
STM3655 40.27 STY4734 4596823 4597146 yjfN hypothetical_protein
STM4419 26.06

STY2505 2337977 2338705 ubiG 3-demethylubiquinone-9_3-methylt
STM3793 6.04
STM1524 52.12 STY4876 4738848 4740219
STM4205 48.89 STY2528 2362704 2363687 pmrF putative_lipopolysaccharide_modi
STM0491 13.1 STY2562 2398326 2398925 putative_oxetanocin_A_biosynthe
STM3770 44.74
STM1269 15.31 STY1852 1763561 1764160 aroQ putative_chorismate_mutase
STM4301 8.45
STM4184 16.42 STY0400 409554 410441 prpB putative_carboxyvinyl-carboxypho
STM3915 38.94 STY2842 2704254 2704673 yfiG thioredoxin_2
STM2545 13.53 STY0423 433360 434037 aroM AroM_protein

STY4432 4303894 4304262 dgkA diacylglycerol_kinase
STM2732 15.88 STY2577 2414041 2414592 conserved_hypothetical_protein
STM3925 21.25 STY2527 2361544 2362701 putative_lipopolysaccharide_bio
STM4268 13.87 STY4422 4291293 4291703 putative_membrane_protein
STM2015 47.94 STY1748 1667459 1668459 ynhG
STM0361 7.68 STY1483 1436331 1437176 N-hydroxyarylamine_O-acetyltran
STM1659 13.88 STY2491 2320085 2321146 ada ADA_regulatory_protein
STM1239 16.99 STY3997 3863614 3864357 putative_GntR-family_transcript
STM1048 15.91 STY2823 2686149 2686529 acpS holo-[acyl-carrier_protein]_synt

STY0187 196389 197183 speD S-adenosylmethionine_decarboxyla
STM0353 17.37 STY2266 2092179 2092646 sbmC putative_DNA_gyrase_inhibitory_p
STM0931 9.2 STY0168 172501 173064 ampD AmpD_protein_(anhydro-N-acetylmu
STM0611 10.43 STY0179 186191 186982 probable_secreted_protein
STM4024 3.67 STY1778 1698557 1700485 thrS threonyl-tRNA_synthetase
STM3288 3.8 STY0464 470077 471525 thiamine_biosynthesis_protein_T
STM2558 6.05 STY1645 1573199 1574581 putative_amino_acid_permease
STM4549 19 STY0541 548428 548907 conserved_hypothetical_protein
STM0702 7.96 STY0542 549108 549902 conserved_hypothetical_protein
STM0979 9.9 STY0638 639109 640065 fepB ferrienterobactin-binding_peripl
STM0977 1.57 STY4814 4673101 4675956 valS valyl-tRNA_synthetase
STM3824 48.91 STY4947 4806975 4807691 arcA global_response_regulator
STM3152 38.12 STY3394 3238302 3239870 cheM methyl-accepting_chemotaxis_prot
STM4369 10.73 STY4049 3911423 3912112 trmH tRNA_(guanosine-2'-O)-methyltran



STM1663 11.28 STY1860 1768842 1769975 putative_membrane_protein
STM3113 62.91 STY2657 2494155 2495411 xapB xanthosine_permease
STM2113 5.09 STY2890 2769449 2770564 iroB putative_glycosyltransferase
STM2514 15.39
STM2621 100 STY1032 1021558 1021797 putative_damage-inducible_prote
STM2750 3.67
STM1775 14.51 STY2835 2697638 2698375 yfiC conserved_hypothetical_protein
STM4098 28.73 STY3370 3212004 3213800 assT probable_arylsulfate_sulfotransf
STM1535 6.53 STY4223 4089228 4090295 putative_HlyD_family_secretion
STM0952 19.75 STY4306 4185365 4185838 yrfB putative_membrane_protein
STM2995 7.95 STY2690 2522798 2524075 hypothetical_protein
STM1422 11.92 STY3010 2883533 2884630 spaS secretory_protein_(associated_wi
STM2045 61.26 aSTY2701

STY3815 3677512 3678264 yiiM conserved_hypothetical_protein
STM0051 37.22 STY0706 702239 703174 ybeK probable_nucleoside_hydrolase
STM3485 28.45 STY0748 750002 750208 ybfA putative_exported_protein

STY3023 2896388 2896831 invH cell_adherance/invasion_protein
STM4526 13.26 STY0600 604664 605260 fimW fimbriae_w_protein
STM4010 14.55 STY0817 812795 813613 ybhA conserved_hypothetical_protein
STM3586 42.93 STY0803 800092 800868 ABC_transporter_ATP-binding_pro
STM3645 16.44 STY1091 1070003 1071055 ompA outer_membrane_protein_A
STM1179 15.24 STY1216 1170083 1171294 flgE flagellar_hook_protein_FlgE
STM3041 26.84 STY1901 1794933 1796015 prfA peptide_chain_release_factor_1_(
STM4253 7.35 STY2137 1988269 1989690 otsA trehalose-6-phosphate_synthase
STM1865 40.76 STY2207 2045298 2045459 hypothetical_protein
STM3798 31.52 STY3909 3770215 3770685 atpF ATP_synthase_subunit_B
STM2127 24.32 STY1687 1613874 1614281 gloA lactoylglutathione_lyase
STM0829 40.23 STY2160 2005588 2006256 yecS putative_ABC_transporter_membran
STM0505 17.65 STY1389 1341794 1342570 putative_oxidoreductase

STY2831 2693393 2694349 rseB sigma-E_factor_regulatory_protei
STM0369 12.5 STY0773 770734 772017 gltA citrate_synthase
STM0703 10.22 STY1270 1226711 1228174 phoQ sensor_protein_PhoQ,_regulator_o
STM2222 10.5 STY3710 3560084 3561373 purD phosphoribosylglycineamide_synth
STM4146 5.5 STY3467 3309421 3312099 infB protein_chain_initiation_factor
STM2247 7.98 STY2246 2076210 2076884 pduD diol_dehydratase_medium_subunit
STM1560 8.47 STY4793 4651177 4652829 treC trehalose-6-phosphate_hydrolase

STY1726 1644774 1646267 spiA putative_outer_membrane_secretor
STM3767 11.03 STY1233 1187951 1188880 fabD malonyl_CoA-acyl_carrier_protein
STM0575 43.26 STY1346 1305567 1305785 osmB osmotically_inducible_lipoprotei
STM2441 10.38 STY3535 3376462 3377361 ttdA tartrate_dehydratase

STY4073 3931552 3932349 waaP lipopolysaccharide_core_biosynth
STM2632 100
STM2410 19.26 STY1180 1141409 1141864 csgB nucleation_component_of_curlin_m
STM4477 11.28 STY3580 3433640 3434341 ubiB flavin_reductase
STM4220 16.56 STY2860 2730753 2731100 rplS 50S_ribosomal_subunit_protein_L1
STM2297 21.79 STY3630 3486179 3487390 rffA lipopolysaccharide_biosynthesis
STM1793 10.69 STY3651 3507601 3507963 conserved_hypothetical_protein
STM2686 6 STY1220 1173625 1174728 flgI flagellar_P-ring_protein_precurs
STM2029 4.37 STY4319 4200791 4202164 cysG siroheme_synthase
STM2571 11.56 STY3143 3015066 3015941 lgt prolipoprotein_diacylglyceryl_tr
STM2388 5.6 STY3389 3232006 3233751 dnaG DNA_primase
STM2253 16.81 STY0466 472360 473229 phnU probable_membrane_component_of_2



STM1569 70.5 STY3841 3700591 3701493 fdoH formate_dehydrogenase-O_beta_sub
STM0662 57.17 STY0866 858539 859261 glnQ glutamine_transport_ATP-binding
STM3019 24.82 STY3578 3430203 3431366 fadA small_(beta)_subunit_of_the_fatt
STM0286 12.61 STY2123 1975243 1976394 flhB flagellar_biosynthetic_protein_F
STM3628 9 STY0998 997638 998186 putative_exported_protein
STM0101 73.57 STY4119 3983434 3984129 yiaS putative_sugar_isomerase

STY0197 206675 207898 yadE conserved_hypothetical_protein
STM0402 23.5 STY0653 654566 655129 ahpC alkyl_hydroperoxide_reductase_c2
STM2191 60.19 STY3155 3027580 3028608 galR galactose_operon_repressor
STM4040 34.28 STY3837 3695190 3696221 putative_lipoprotein
STM2864 28.36 STY2101 1953830 1954615 yebI high-affinity_zinc_uptake_system
STM0820 2.29 STY1504 1460668 1463196 putative_hydrolase
STM1763 75.41 STY1487 1439583 1441127 narY respiratory_nitrate_reductase_2
STM1761 69.49 STY1485 1438211 1438891 narV respiratory_nitrate_reductase_2
STM0103 9.41 STY0370 379568 380893 stbD putative_fimbrial_protein
STM0812 3.28 STY1312 1271381 1272841 cls cardiolipin_synthetase
STM2404 11.44 STY1928 1820401 1821315 conserved_hypothetical_protein
STM0192 21.22 STY1978 1865584 1866168 conserved_hypothetical_protein
STM3750 8.55 STY2099 1952055 1953014 yebL high-affinity_zinc_uptake_system
STM1260 12.48 STY1401 1352710 1353741 putative_membrane_protein
STM3766 58.42 STY0523 530792 531715 conserved_hypothetical_protein
STM4307 20.16 STY0661 661366 662133 molybdopterin-containing_oxidor
STM3773 15.88
STM1340 39.07 STY0635 635695 636684 fepG ferric_enterobactin_transport_pr
STM0344 25.3 STY0374 385465 386199 possible_transmembrane_regulato
STM0058 47.18 STY0673 671331 672356 citC [citrate_(pro-3S)-lyase]_ligase

STM0741 59.88 STY1921 1813551 1814687 appB probable_cytochrome_oxidase_subu
STM0816 18.77
STM4460 4.58 STY2094 1945307 1946782 zwf glucose_6-phosphate_dehydrogenas
STM2589 14.6
STM4054 38.34
STM2851 4.03 STY2878 2758027 2759190 putative_type_I_secretion_prote

STY3227 3093928 3095091 pgk phosphoglycerate_kinase
STM0482 17.23 STY0448 457903 458595 putative_deoR-family_transcript
STM1626 38.47 STY3325 3170215 3171858
STM2750 44.41 STY2953 2831196 2831759 srlA PTS_system,_glucitol/sorbitol-sp
STM3674 17.49 STY0286;_STY0287302488 303120 hypothetical_protein
STM2197 27.52 STY4887 4750276 4750578 hypothetical_protein
STM2356 21.71 STY3118 2987054 2987476 fucU fuscose_operon_fucU_protein
STM0256 5
STM1170 7.12 STY0419 430757 431566 proC pyrroline-5-carboxylate_reductas

STY0481 485502 486392 cyoE cytochrome_o_ubiquinol_oxidase_C
STM4328 14.36 STY3145 3018413 3018943 conserved_hypothetical_protein
STM4413 30.94 STY4784 4642545 4643678 hypothetical_protein
STM3242 36.03 STY1558 1510106 1510432 putative_membrane_protein
STM3014 25.04 STY3649 3506373 3507260 ilvY LysR-family_regulatory_protein_f
STM3315 52.07 STY2960 2835293 2836258 gutQ putative_phosphosugar_binding_pr
STM3541 22.05
STM3983 6.27 STY0384 392297 392812
STM0793 24.59 STY2949 2827136 2827636 oraA putative_regulatory_protein_RecX
STM3011 60.48 STY2425 2254472 2255494 galS mgl_repressor_and_galactose_ultr



STM0834 3.77 STY2463 2293861 2294868 yejK nucleoid-asociated_protein
STM1359 5.98 STY2369 2199596 2200495
STM2815 6.65 STY2402 2234412 2235848 yohG putative_lipoprotein
STM3858 52.02 STY2439 2269939 2271627 fruA PTS_system,_fructose-specific_II
STM2421 13.85 STY2371 2201854 2203125 putative_nucleoside_permease
STM3275 13.38 STY2405 2237354 2238547 putative_n-hydroxybenzoate_hydr
STM1656 17.82 STY4127 3990189 3990662 yiaM putative_membrane_protein
STM0916 32.29 STY0926 917067 917390 conserved_hypothetical_protein
STM0351 12.09 STY4726 4589954 4590685 yjfH probable_tRNA/rRNA_methyltransfe
STM1255 22.28 STY4347 4225631 4226017 yheN conserved_hypothetical_protein
STM0994 8.62 STY4719 4581304 4582584 hflX HflX_protein,_putative_GTP-bindi
STM1937 26.18 STY3460 3300598 3301842 probable_amino_acid_permease
STM2894 17.01 STY4930 4792824 4793150 trpR probable_trp_operon_repressor
STM1322 18.47 STY2946 2821885 2822451 conserved_hypothetical_protein
STM1595 14.77 STY2449 2278912 2279631 putative_membrane_protein
STM1799 22.49 STY3267 3126548 3127633 mltC membrane-bound_lytic_murein_tran
STM1901 8.02 STY3217 3084875 3085423 conserved_hypothetical_protein
STM4120 8.39 STY0797 794269 795312 nadA quinolinate_synthetase_A_protein
STM2648 4.7 STYrarB 850960 853104 dinG
STM4119 3.86 STY3198 3064471 3066240 recJ single-stranded_DNA-specific_exo
STM2129 20.2 STY3450 3293511 3294086 possible_lipoprotein
STM2120 18.13 STY0840 837455 837907 moaE molybdopterin_converting_factor,
STM0670 8.43 STY0891 885863 887188 yliG conserved_hypothetical_protein
STM2316 6.53 STY1737 1656231 1657253 ttrC tetrathionate_reductase_subunit
STM3827 20.61 STY3411 3254997 3255296 conserved_hypothetical_protein
STM1959 35.89 aSTY2167
STM3200 12.23 STY3231 3097596 3098270 putative_membrane_protein
STM4114 9.68 STY0882 873680 876112 ybiW putative_formate_acetyltransfera
STM4472 25.49 STY0410 424239 424547 putative_membrane_protein
STM3308 25.87 STY0488 493149 493466 bolA BolA_protein
STM3742 2.98

STM0577 29.3
STM2557 41.45 STY4695 4556731 4556865 ecnA entericidin_A_precursor
STM4128 27.38
STM2170 20.33 STY4683 4545555 4545920 cutA periplasmic_divalent_cation_tole
STM2316 18.8 STY4700 4558972 4559331 frdD fumarate_reductase_complex_subun
STM2392 8.73 STY3022 2895282 2895932 invF possible_AraC-family_regulatory
STM4126 9.04 STY1905 1798246 1799097 ipk isopentenyl_monophosphate_kinase
STM0737 28.53 STY4614 4486244 4486630 phage_baseplate_assembly_protei
STM1769 23.04 STY2319 2149116 2149595 wcaH putative_O-antigen_biosynthesis

STY4198 4063955 4064311 phage-like_lysozyme
STY3482 3327024 3327281 rpmA 50S_ribosomal_subunit_protein_L2

STM1264 16.97 STY3266 3126160 3126435 conserved_hypothetical_protein
STM1655 8.8 STY3208 3073310 3074149 hypothetical_protein
STM1378 47.67 STY2096 1948117 1949559 pykA pyruvate_kinase_A
STM3693 33.14 STY1425 1376739 1377062 putative_secreted_protein
STM3362 61 STY3542 3382461 3382724 conserved_hypothetical_protein
PSLT096 12.2 STY2264 2090422 2090757 conserved_hypothetical_protein

STY0320 330849 331295 hypothetical_protein
STM4492 29.42 STY2662 2499389 2499616 ypeB conserved_hypothetical_protein
STM2137 6.14



STM0525 58.64 STY2730 2566467 2567660 conserved_hypothetical_protein
STM4396 24.22 STY2763a 2615397 2615618 conserved_hypothetical_protein
STM2774 26.87 STY2611 2447067 2447342 conserved_hypothetical_protein
STM3625 30.21 STY2638 2473697 2473939 conserved_hypothetical_protein
STM2947 30.75 STY1282 1237255 1237485 chaB cation_transport_regulator_ChaB
STM3582 7.47 STY0686 682051 682626 lipB lipoate-protein_ligase_B_(lipoat
STM1075 20.35 STY0726 726976 727308 putative_lipoprotein
STM0591 12.06 STY2596 2432374 2433642 folC folylpolyglutamate_synthase
STM4410 12.86
STM0496 34.3
STM0820 23.95
STM2984 14.41
STM2536 11.66
STM4231 39.06
STM3035 22.65
STM2435 54.88

STM3391 73.25 STY0519 522109 525253 acrB acriflavin_resistance_protein_B
STM3766 56.14 aSTY0523
STM2007 48.99
STM2136 38.43 STY0602a 605710 606051
STM2777 55.53 aSTY0628
STM0061 67.02 aSTY0670

STY1498 1455055 1455972 hlyE haemolysin_HlyE
STY1604 1544282 1546051 hypothetical_protein
STY1620 1556086 1557039 hypothetical_protein

STM1049 18.9 STY1637 STY1642 1568680 1569705 bacteriophage_tail_fiber_protei
STM1820 3.69 STY2004 1883242 1885221 yjcS putative_hydrolase

STY2035 1904911 1905852 putative_bacteriophage_protein
STM0671 24.72 STY1614 1549845 1550390 hypothetical_protein

STY1630 1563846 1564730 hypothetical_protein
STY1886 1785388 1786197 cdtB putative_toxin-like_protein

STM4202 6.66 STY1070 aSTY2016 1046621 1047820 putative_bacteriophage_protein
STY2046 1913483 1913785 hypothetical_protein

STM2625 60.6 STY2062 1922526 1923272 putative_DNA_replication_protei
STM2995 29.29 STY1624 1558296 1558550 hypothetical_protein
STM2053 8.9 STY1665 1593370 1595391 putative_NADH_reducing_dehydrog
STM3174 13.59 aSTY1071 STY2015 1891515 1892195 putative_bacteriophage_protein
STM0713 8.43 STY2040 aSTY1047 1909704 1911170 putative_bacteriophage_protein

STY2056 HCM1.194,_HCM1.249c1917993 1919210 putative_transposase
STY2072 1927122 1927397 racC putative_bacteriophage_protein

STM2123 7.92 STY1742 1662657 1663319
STY2017 1893392 1893745 putative_bacteriophage_protein

STM1336 14.31 STY2033 1904128 1904535 putative_bacteriophage_protein
STM2086 43.47 STY3278 3134156 3134344 hypothetical_protein
STM2633 19.8 STY2074 1930637 1931689 conserved_hypothetical_protein
STM4522 14.1 STY2352 2189768 2190217 hypothetical_protein
STM4552 6.88 STY4599 4473973 4474350 hypothetical_protein
STM2347 36.83 aSTY4639

STY4546 4430822 4431907 pilR putative_membrane_protein
STM2360 14.99 STY4565 4445457 4445696 putative_membrane_protein

STY4583 4459393 4460640 conserved_hypothetical_protein



STM4415 27.6 STY4600 4474437 4474655 putative_positive_regulator_of
STM4262 37.56 STY4834 4694997 4695146 hypothetical_secreted_protein
STM2342 11.47 STY4922 4782631 4783116 yafM conserved_hypothetical_protein
STM3812 30.1 STY4480 4366676 4367188 cytochrome_c-type_biogenesis_pr

STY4543 4427237 4428532 pilO putative_pilus_assembly_protein
STM1963 3.66 STY4756 4613286 4614674 putative_exported_protein
STM2769 93.2 STY4835 4695457 4696511
STM4230 30.74 STY0194 204369 205295 yadG hypothetical_ABC_transporter_ATP

STY0252 264665 265813 lpxB lipid-A-disaccharide_synthase
STM2445 23.52 STY1550 1502840 1503586 putative_oxidoreductase
STM3177 56.29 STY4491 4378837 4379550 pmrA two-component_response_regulator
STM4174 21.39 STY2633 2467198 2468445 pgtA phosphoglycerate_transport_syste
STM3478 13.39 STY3906 3768665 3769045 atpI ATP_synthase_protein_I.
STM0449 30.76 STY3565 3409864 3410160 fis Fis_DNA-binding_protein
STM2034 17.9 STY2239 2068041 2069000 cbiB CbiB_protein
STM3274 18.87 STY2221 2055871 2056416 cobU cobinamide_kinase_and_guanylyltr
STM0621 64.9 STY0070 70876 72396 citF2 citrate_lyase_alpha_chain
STM2461 10.17 STY3484 3327871 3328842 ispB octaprenyl-diphosphate_synthase
STM1478 14.12
STM1187 42.41 STY0110 109129 109788 rluA ribosomal_large_subunit_pseudour
STM3064 2.62 STY0175 179387 182050 aceE pyruvate_dehydrogenase_E1_compon
STM3865 12.25
STM0208 7.47 STY0230 239853 241370 dgt deoxyguanosinetriphosphate_triph
STM2597 20.96 STY0265 278825 279247 yaeJ putative_release_factor
STM4519 51.34 STY1536 1490098 1491225 putative_aldehyde-dehydrogenase
STM3391 6.62 STY0699 693874 696456 leuS leucyl-tRNA_synthetase
STM3216 10.21

STY0756 757169 757735 probable_DNA_recombinase
STY4905 4766926 4767162 conserved_hypothetical_protein

STM0598 17.92 STY4620 4489020 4489490 nucD2 putative_lysozyme
STM2374 43.55
STM2928 4.57 STY4914 4773475 4774548 conserved_hypothetical_protein
STM0175 50.79 STY4941 4801127 4803660 sthC
STM2767 14.34
STM2043 56.66
STM2299 9.09
STM2191 5.7 STY4690 4551605 4553251 groEL GroEL_protein
STM3277 38.37 STY0357 366107 366847 yafK putative_exported_protein
STM0921 68.5

STY1102 1079407 1079724 conserved_hypothetical_protein
STM3190 16.73 STY1157 1116598 1117236 putative_transcriptional_regula
STM3302 12.12 STY1194 1155136 1155711 putative_exported_protein
STM2533 24.18 STY1245 1200068 1200427 putative_protein_kinase_C_inhib
STM0792 47.56 STY1104 1081208 1081755
STM2556 42.91 STY4397 4256233 4256490 yrdB conserved_hypothetical_protein
STM1679 39.44 STY4342 4222304 4222504 yheV conserved_hypothetical_protein
STM0190 8.04 STY4303 4181390 4183966 mrcA penicillin-binding_protein_1A

STM3801 52.15 STY4270 4134413 4135753 gntU low-affinity_gluconate_transport
STM1499 60.72 STY0962 955837 958281 dmsA anaerobic_dimethyl_sulfoxide_red
STM3208 9.27 STY3865 3721752 3722360 hypothetical_protein
STM4189 10.66 STY3795 3659355 3660398 putative_ABC_transporter_permea



STM3066 13.15
STM2562 26.68 STY2981 2856596 2858674 fhlA transcriptional_activator_of_the

STY3042 2910026 2910700
STM3529 48.36 STY3759 3619808 3620911 gldA glycerol_dehydrogenase
STM0734 18.64 STY2972 2848511 2849434 hycD formate_hydrogenlyase_subunit_4
STM0652 13.45 STY3032;_STY30312900260 2900586 hypothetical_protein
STM3771 10.96
STM2414 26.85 STY2652 2489963 2490325 yfeC conserved_hypothetical_protein
STM1766 20.68 STY2718 2551867 2553567 narQ nitrate/nitrite_sensor_protein_N
STM2614 97.9
STM1712 12.26 STY3785 3651108 3652208 glpX putative_glycerol_metabolic_prot
STM3858 47.13
STM4455 15.49 STY4486 4374136 4374600 phnO putative_acetyltransferase
STM0029 15.55
STM1913 14.04 STY2658 2495466 2496299 xapA xanthosine_phosphorylase
STM0848 19.37 STY1862 1770641 1771438 putative_ABC_transport_ATP-bind
STM0600 8.18 STY1588 1534318 1535760 pntB pyridine_nucleotide_transhydroge
STM2515 10.7 aSTY2756
STM0545 48.06 STY0025 25116 25802 bcfB fimbrial_chaperone
STM2668 13.07 STY4729 4592158 4592841 yjfK conserved_hypothetical_protein
STM4446 3.75 STY4768 4625159 4626892 ytfM putative_exported_protein
STM0739 9.31 STY4775 4635777 4637150 mpl murein_peptide_ligase
STM2290 24.13 STY2501 2335636 2336961
STM3773 3.1
STM0866 49.56 STY4874 4735982 4737223 putative_sugar_transport_protei
STM3545 9.72 STY1170 1133023 1134126 putative_oxidoreductase
STM0775 16.47 STY1777 1698011 1698553 infC translation_initiation_factor_IF
STM0400 41.83 STY2587 2422315 2423640 putative_amino_acid_permease
STM0849 6.15 STY1865 1773208 1774842 putative_substrate-binding_tran
STM2689 14.4
STM0567 13.64 STY1190 1151067 1151441 msyB acidic_protein_MsyB;_multicopy_s
STM4581 15.28 STY1835 1755011 1755538 conserved_hypothetical_protein
STM0011 7.81 STY1695 1621347 1622495 cfa cyclopropane-fatty-acyl-phosphol

STY1198 1156697 1157815 solA putative_sarcosine_oxidase
STM3598 16.14 STY1820 1740439 1741455 ansA L-Asparaginase_I
PSLT011 38.91 STY3883 3740516 3741139 dsbA thiol:disulfide_interchange_prot
STM4410 28.06 STY1802 1721748 1722089 osmE osmotically_inducible_lipoprotei
STM2586 50.18

STY1673 1601969 1603243 tyrS tyrosyl-tRNA_synthetase
STM2984 52.47 STY1750 1669043 1670263 putative_amintransferase
STM3593 12.84 STY1209 1165319 1166812 mviN virulence_factor_MviN
STM1494 21.73 STY1704 1629358 1629735 ssaO putative_type_III_secretion_prot

STY3905 3767428 3768051 gidB glucose_inhibited_division_prote
STM0973 43.58 STY2839 2701506 2701889 yfiD conserved_hypothetical_protein
STM1210 6.93 STY0261 276262 277554 mesJ cell_cycle_protein_MesJ
STM1806 5.26 STY0439 448389 450206 malZ maltodextrin_glucosidase
STM1771 15.17 STY4406 4274669 4276300 yjbB putative_membrane_protein
STM0493 3.45 STY4471 4356633 4358282 Sodium:solute_symporter_family
STM3594 9.49 STY1808 1725993 1727336 astB succinylarginine_dihydrolase
STM4230 5.95 STY1765 1687672 1689114 conserved_hypothetical_protein
STM0646 10.96 STY1683 1610761 1611657 putative_oxidoreductase
STM2525 9.79



STM3922 28.18 STY2307 2135484 2136569 rfbB dTDP-glucose_4,6-dehydratase
STM3002 11.33 STY2817 2680666 2681559 putative_phophosugar_binding_pr
STM3738 40.95 STY0227 237617 238240 yadS putative_membrane_protein
STM1353 58.8 STY0086 89287 90228 fixB FixB_protein
STM3594 16.49 STY0169 173061 173915 ampE AmpE_protein
STM0760 5.69 STY4190 4053367 4054854 yhjJ putative_zinc-protease_precursor
STM2837 43.88 STY4280 4150139 4150897 glpR glycerol-3-phosphate_regulon_rep
STM0158 6.17 STY2535 2369264 2370631 menE O-succinylbenzoic_acid-CoA_ligas
STM1303 14.25 STY2765 2617298 2618476 putative_lipoprotein
STM1642 14.96 STY0450 459365 459691 hypothetical_protein
STM4205 71.77 STY0606 608393 609319 gtrB bactoprenol_glucosyl_transferase
STM1646 18.02 STY4924 4784257 4784910 smp putative_membrane_protein
STM2843 47.51 STY4132 3994378 3994851 putative_electron-transport_pro
STM3522 8.44 STY4199 4064592 4066181 putative_membrane_protein
STM3961 12.82 STY4302 4180698 4181294 yrfE putative_NUDIX_hydrolase
STM2274 24.82 STY2520 2354466 2355755 putative_transport_protein
STM3747 11.73 STY2738 2574372 2575661 uraA uracil_permease_(uracil_transpor
STM3242 39.41 STY2567 2402961 2404163 ackA acetate_kinase
STM2625 100 STY1023 1017163 1017912 putative_DNA_replication_protei
STM4466 23.38 STY0580 588325 589218 arcC carbamate_kinase
STM2119 17.05 STY4766 4622761 4624140 ytfL putative_membrane_protein
STM1538 21.04

STY3356 3200413 3200993
STM2730 38.76 STY4312 4191069 4191905 dam DNA_adenine_methylase
STM3685 21.71 STY2442 2272582 2273712 fruB pts_system,_fructose-specific_II
STM2808 11.17 STY2507 2341458 2342588 nrdB ribonucleoside-diphosphate_reduc

STY2693 2525882 2526541 eutL ethanolamine_utilization_protein
STM3241 18.38 STY3790 3655255 3656019 putative_ribulose-phosphate_3-e

STY0733 733795 734088 ybfE conserved_hypothetical_protein
STM1654 8.14 STY1882 1783564 1784085 envE putative_lipoprotein
STM0802 9.62 STY3009 2882898 2883395 spaT unknown_function
STM2187 6.68 STY3884 3741156 3742142 yihE conserved_hypothetical_protein
STM2459 18.67 STY0893 887419 887802 conserved_hypothetical_protein
STM2383 9.04 STY4333 4214765 4215634 prkB phosphoribulokinase
STM0516 44.74 STY4404 4269601 4270425 iclR acetate_operon_repressor
STM3165 35.72 STY1388 1340834 1341703 putative_oxidoreductase
STM0960 8.7 STY4382 4244566 4245186 rpsD 30S_ribosomal_subunit_protein_S4
STM3222 28.78 STY2414 2245810 2246529 sanA vancomycin_resistance_protein
STM0498 8.85 STY1320 1277897 1278775 conserved_hypothetical_protein
STM4304 5.87 STY3712 3562701 3564098 hydH two-component_system_sensor_prot
STM2506 58.62 STY2746 2584818 2585078 hypothetical_protein
STM2432 28.88 STY3144 3016154 3018400 ptsP phosphoenolpyruvate-protein_phos
STM2890 42.83 aSTY3013; STY3014
STM4305 5.65 STY2271 2095447 2097723 phsA thiosulfate reductase precursor
STM2040 17.89 STY3544 3383154 3383426 conserved hypothetical protein
STM0847 7.1 STY0016 16499 17032 conserved hypothetical protein
STM3941 27.59 STY0609 610081 610326 possible copper-binding protein
STM3201 22.63 STY0056 56686 57186 lspA lipoprotein signal peptidase

STY0755 756978 757109 hypothetical protein
STM1635 13.79 STY1398 1350926 1351264 hypothetical protein
STM4017 65.92 STY3860 3716708 3718090 yihP putative membrane permease
STM0054 4.43 STY2649 2484329 2485570 mntH manganese transport protein MntH



STM3882 23.14 STY2422 2251323 2252841 mglA
STM1542 2.23 STY1758 1676888 1679944 conserved hypothetical FAD-bind
STM1578 75.7 STY1289 1247824 1249359 narH respiratory nitrate reductase 1
STM2563 10.69 STY1926 1818871 1819605 conserved hypothetical protein
STM1817 11.01 STY3165 3037910 3038773 possible regulatory protein
STM3827 41.55 STY3100 2968776 2970134 ygcZ probable glucarate transporter
STM0421 23.95 STY3151 3021796 3022836 possible oxidoreductase
STM3058 6.64 STY3576 3426483 3427814 pepQ proline dipeptidase
STM4326 10.04 STY4271 4136176 4137282 asd aspartate-semialdehyde dehydroge
STM2831 9.74 STY0107 104274 105560 surA survival protein SurA precursor
STM2097 28.84 STY3633 3488883 3489950 rffG UDP-N-acetylglucosamine epimeras
STM4437 7.15 STY3654 3511753 3512682 ilvE branched-chain amino-acid aminot
STM2098 59.01 STY1298 1256963 1257871 galU glucose-1-phosphate uridylyltran
STM2384 1.94 STY3732 3581277 3585337 rpoB DNA-directed RNA polymerase, bet
STM1787 33.22 STY1937 1830754 1831095 conserved hypothetical protein
STM0337 7.27 STY0120 121005 122714 araB L-ribulokinase
STM0850 38.54 STY1305 1266224 1267144 oppB oligopeptide transport system pe

STY2396 2226756 2229053 bglX periplasmic beta-glucosidase pre
STM4098 39.95 aSTY3579
STM0028 15.23 STY0641 643182 644039 entB isochorismatase

STY1341 1301795 1302559 pgpB phosphatidylglycerophosphatase B
STM3504 14.65 STY1295 1254184 1254642
STM4456 25.26
STM1150 29.16 STY1442 1394233 1395858 putative exported protein
STM3152 39.66 STY1408 1358082 1359236 putative chemo-receptor protein
STM0294 9.44 STY1392 1343754 1345052 hypothetical protein
STM0975 11.63 STY0534 540899 541870 aes acetyl esterase
STM0060 61.57 STY0671 670133 671041 citE citrate lyase beta chain
STM0149 53.35 STY4043 3900832 3902214 yicJ sodium:galactoside family sympor

STY1484 1437212 1438150 conserved hypothetical protein
STM3492 10.23 STY1334 1291577 1292623 putative protease
STM2035 11.26 STY1457 1407487 1408155 putative lipoprotein
STM1594 14.63 STY1502 1457973 1458758 putative secreted protein
STM0747 7.85 STY1472 1424467 1425666 srfA putative virulence effector prot
STM2372 17.08 STY1445 1397817 1398335 aac aminoglycoside 6'-N-acetyltransf
STM1801 6.26 STY2089 1941304 1942482 purT phosphoribosylglycinamide formyl
STM2554 5.1 STY1351 1311666 1312586 conserved hypothetical protein
STM1781 4.86 STY1343 1303024 1304193 conserved hypothetical protein
STM3571 14.85 STY2864 2733112 2734473 ffh signal recognition particle prot
STM1043 19.51 STY3179 3050045 3050581 outer membrane protein (associa
STM1542 34.37
STM2565 14.79 STY0472 478436 479026 thiJ 4-methyl-5(b-hydroxyethyl)-thiaz
STM3962 47.37 STY0499 506380 507198 conserved hypothetical protein
STM4325 21.09
STM4467 24.28 STY3206 3071359 3071670 conserved hypothetical protein
STM2206 12.87 STY4111 3970915 3972831 mtlA mannitol-specific enzyme II of p
STM0889 16.63 STY4007 3869661 3870046
STM3853 7.21 STY3116 2983758 2985488 fucI L-fuculose isomerase
STM1520 7.89 STY3172 3042198 3042956 hypothetical protein
STM0494 5.38 STY3313 3161965 3163017 possible ABC-transport protein,
STM1796 51.42 STY4200 4066194 4067843 treF cytoplasmic trehalase
STM4004 15.97 STY3257 3118798 3119934 possible oxygen-independent cop



STM0151 37.74 STY4103 3960797 3961573 lctR putative L-lactate dehydrogenase
STM3253 20.32 STY4003 3868106 3868966
STM2667 4.4 STY2855 2725258 2726166 conserved hypothetical protein
STM1390 52.83 STY2390 2221950 2222681 yehV putative transcriptional regulat
STM0293 3.7 STY2291 2117712 2119142 rfbP undecaprenyl-phosphate galactose
STM3399 20.05 STY2327 2155436 2155924 wcaB putative acetyltransferase
STM4324 12.5 STY2400 2232941 2233537 yohD putative membrane protein
STM0025 14.22 STY4393 4253794 4254267 smg conserved hypothetical protein
STM1677 36.96 STY4196 4061817 4062719 yhjC hypothetical lysR-family transcr

STY1941 1832021 1832482 conserved hypothetical protein
STM2370 16.98 STY4156 4014615 4015589 yiaE putative 2-hydroxyacid dehydroge
STM3506 11.56 STY4262 4126290 4127261 putative membrane protein
STM3493 20.65 STY3505 3343409 3344137 mtgA monofunctional biosynthetic pept
STM2253 17.12 STY4818 4679542 4680624 putative inner membrane protein
STM3583 9.53 STY4681 4543264 4543839 yjdC putative transcriptional regulat
STM4438 23.16 STY3488 3331176 3331472 possible anti-sigma factor anta
STM3905 29.79 STY3427 3268890 3269879 tdcB catabolic threonine dehydratase
STM1536 48.16 STY3317 3164184 3164678 hybD hydrogenase-2 component protein
STM2171 24.41 STY2956 2833113 2833892 srlD sorbitol-6-phosphate 2-dehydroge
STM0903 30.49
PSLT061 14.16 STY2429 2258645 2259034 putative DNA-binding protein
STM3788 50.97 STY2432 2261543 2262865
STM3343 14.89
STM1326 27.89 STY2441 2271644 2272582 fruK 1-phosphofructokinase

STY4394 4254294 4254836 yrdD conserved hypothetical protein
STM0796 8.68 STY4364 4236359 4237060 rpsC 30S ribosomal subunit protein S3
PSLT105 72.4 STY3182 3051388 3051786 hypothetical protein (assiciate
STM2403 11.61 STY0907 900194 900916 nfsA oxygen-insensitive NADPH nitrore
STM1975 7.07 STY3377 3217282 3217902 putative membrane protein
STM3016 46.26 STY3244 3109024 3110418 galP galactose-proton symport (galact
STM2683 21.82 STY1101 1078946 1079362 conserved hypothetical protein
STM4232 18.64 STY0838 836730 837215 moaC molybdenum cofactor biosynthesis
STM1745 38.29 STY0889 883938 884858 yliC hypothetical ABC transporter per
STM0194 3.84 STY1121 1088687 1090372 sigD cell invasion protein
STM3159 19.12 STY0791 788215 788907 tolQ TolQ protein
STM3704 12.28 STY0827 824766 825806 bioB biotin synthetase
STM0736 8.01 STY0880 871266 872531 conserved hypothetical protein
STM2479 65.51 STY3511 3353514 3354932 gltD glutamate synthase (NADPH) small
STM2513 6.43 STY4030 3891261 3894130 misL
STM3321 41.87 STY2853 2723548 2723886 yfiA putative sigma(54) modulation pr

STY2619 2452380 2452865 phosphohistidine phosphatase
STM1695 25.94 STY4436 4306612 4306824 conserved hypothetical protein

STY4383 4245212 4246201 rpoA DNA-directed RNA polymerase alph
STM3630 48.84 STY1369 1324462 1326111 sapA peptide transport periplasmic pr
STM2561 70.32 STY0506 513385 513723 glnK nitrogen regulatory protein P-II
STM4359 25.65 STY3832 3691934 3692500 putative DNA-binding protein

STY0761 761332 762465 galactosyltransferase
STM0651 54.92 STY3739a 3591183 3591356 hypothetical protein
STM2393 19.57
STM2629 99.2
STM0559 67.5

aSTY4627 aSTY3675



STM3905 39.82 STY2088 1940883 1941173 yebG conserved hypothetical protein
STM2714 53.33
STM0925 26.05
STM0435 30.85 STY3782 3648077 3648316 yiiU conserved hypothetical protein

STY3056 2921045 2921356 conserved hypothetical protein
STM1377 75.81 STY1746 1667153 1667392 lppB major outer membrane lipoprotein
STM4377 29.13 STY1756 1676194 1676421 conserved hypothetical protein
STM4116 30.8 STY1675 1604160 1604414 ydhA putative lipoprotein
STM1241 64.1 STY1077 1052477 1052755 conserved hypothetical protein
STM4243 25.48 STY2701 2535026 2535715 eutN putative ethanolamine utilizatio
STM3664 25.76 STY0182 191791 192153 conserved hypothetical protein
STM0520 30.41 STY4408 4277151 4277252 hypothetical protein
STM1422 18.5 STY1988 1875015 1875410 conserved hypothetical protein
STM1185 16.73 STY1962 1852881 1853339 putative membrane protein
STM3043 28.13 STY2081 1935179 1935559 putative cation resistance prot
STM4477 20.51 STY1043 1027078 1027617 putative secreted protein
STM1139 46.25 STY2135 1987711 1987827 hypothetical protein
PSLT021 99.02
STM3051 4.26
PSLT059 92.25
STM0718 27.36
STM2875 15.88
STM1124 38.17

STM3012 7.65

STM1411 11.86

STM0863 51.78 aSTY0688
STM0655 62.4
STM1792 60.1 aSTY0786
STM0914 67.85
STM4116 38.02
STM4146 40.68 aSTY2839

STY3071 2932897 2935104 conserved hypothetical protein
STY2060 1921304 1921726 hypothetical protein

STM3256 13.12 STY2076 1932235 1932516 putative excisionase
STM3938 4.44 STY3677 aSTY4625 3530722 3531780 major capsid protein
STM3548 22.28 STY3693 3540251 3540691 conserved hypothetical protein

STY3949 3817167 3818306 hypothetical protein
STM1835 6.48 STY3344 3187993 3189417 putative membrane protein
STM4453 23.68 STY3663 3518551 3518775 hypothetical protein
STM0256 10.8 STY3679 3532467 3532994 putative capsid completion prot
STM4533 6.87 aSTY2888 aSTY3696
STM3545 5.87 STY4036 3896540 3897523 putative DNA-binding protein
STM1542 32.26 STY1555 1507896 1508759 rspB starvation sensing protein RspB
STM0370 13.05 STY3645 3503465 3503893 hypothetical protein
STM1202 7.4 STY3673 3526151 3526891 hypothetical protein
STM1970 8.33 STY3689 aSTY4613 3536669 3537577 phage baseplate assembly protei
STM0545 31.34 STY3919 3781269 3781967 stgB fimbrial chaperone protein
STM3650 15.8 STY0300 314246 314647 hypothetical protein



STY0346 352525 353100 tcfB putative fimbrial subunit
STM2811 2.26 STY3675 aSTY4627 3527963 3529729 terminase, ATPase subunit
STM0038 7.84 STY2882 STY3702 2761219 2762319 putative bacteriophage late gen
STM1192 11.86 STY3069 2930385 2930987 hypothetical protein
STM2188 8.46 STY0306 319019 319768 putative membrane protein
STM4325 4.26 STY0348 355919 356998 tcfD putative fimbrail protein
STM3051 8.06 STY1016 1012638 1013318 exo exonuclease

aSTY4142
STM3523 16.69 STY4412 4279074 4279832 deoR family regulatory protein

STY4547 4431907 4432542 pilS prepilin
STY4823 4686254 4687327 protein kinase

STM2922 24.85 STY4843 4702910 4703260 putative gerE-family regulatory
STM0698 10.2 STY4143 4006109 4007020 glyQ glycine-tRNA synthetase, alpha s
STM0740 13.57 STY4588 4465327 4465707 hypothetical protein
STM4258 10.28 STY4207 4072647 4073138 putative membrane protein
STM2105 21.17 STY4512 4404478 4404861 hypothetical protein
STM0309 22.31 STY4667 4530221 4530514 hypothetical protein
STM3218 33.31 STY4810 4670244 4670399 hypothetical protein
STM3639 21.77 STY4837 4697576 4698328 sefB fimbrial chaperone protein
STM1189 23.77 STY3551 3394908 3395510 yhdE conserved hypothetical protein
STM0655 49.14
STM2106 9.06 STY0729 729838 731241 conserved hypothetical protein
STM3644 10.66 STY3956 3825362 3827914 torA trimethylamine-N-oxide reductase
STM4052 56.88
STM0511 34.81 STY2223 2057930 2058745 cbiO putative cobalt transport ATP-bi
STM2281 10.81 STY3944 3811353 3812261 putative LysR-family transcript
STM2862 8.96 STY3926 3789843 3790883 pstS periplasmic phosphate-binding pr
STM2283 42.61 STY3995 3861225 3862616 uhpT hexosephosphate transport protei
STM4418 7.08 STY0089 91996 93159 yaaU putative metabolite transport pr
STM3807 13.64 STY0149 152557 154032 murC UDP-N-acetylmuramate:alanine lig
STM0091 29.99 STY0185 194599 195582 PdxA-like protein
STM0084 7 STY0140 141821 142762 yabC conserved hypothetical protein
STM2894 25.89 STY3525 3366425 3366853 rplM 50S ribosomal subunit protein L1
STM4290 5.56 STY3560 3404179 3405528 accC biotin carboxylase
STM2073 11.87 STY0695 690526 691620 cobD putative aminotransferase CobD
STM2354 13.35 STY0710 705590 706516 ybeJ ABC transporter periplasmic bind
STM0242 8.24 STY0736 735744 737384 pgm phosphoglucomutase

STY0250 263418 263873 fabZ (3R)-hydroxymyristol acyl carrie
STM4092 53.09 STY1552 1504583 1504786 conserved hypothetical protein
STM1752 60.39 STY2308 2136946 2137839 galF UTP-glucose-1-phosphate uridylyl
STM0456 8.53 STY2338 2170454 2171806 yegD conserved hypothetical protein
STM3165 49.24 STY0276 292894 293697 yafB hypothetical oxidoreductase
STM0176 21.69 STY0335 342869 343609 safB periplasmic fimbrial chaperone p
STM3887 48.34 STY2342 2179688 2181100 yegB putative transporter protein
STM0843 10.66 STY4624 4490490 4491140 putative phage terminase
STM2834 46.19
STM0722 7.57
STM2559 11.86 STY2915 2798046 2798495 ygaU
STM1591 5.69 STY1131 1096182 1097489 hpaB 4-hydroxyphenylacetate 3-monooxy
PSLT075 4.63

aSTY2906
STM2761 22.13



STM1528 44.46 STY4379 4243507 4243623 rpmJ 50S ribosomal subunit protein L3
STM4438 17.22 STY4331 4213325 4213957 crp cyclic AMP receptor protein,cata
STM0194 6.4 STY4297 4174408 4176117 yhgE putative membrane protein

STY1126 1091094 1092563 pipD putative secreted peptidase
STM1887 9.86 STY1163 1125366 1126247 putative transcriptional regula
STM2972 31.28 STY1199 1157928 1158185 conserved hypothetical protein
STM0417 20.51 STY1247 1200818 1201456 putative lipoprotein
STM3785 11.26 STY1893 1789728 1790852 putative bacteriophage protein
STM0074 13.48 STY1838 1755842 1756288 putative membrane protein

STY0980 975505 976188 cmk cytidylate kinase
STM2597 68.01
STM0644 3.3

STY4441 4310667 4311650 qor quinone oxidoreductase
STY4481 4367185 4367805 nrfG NrfG protein

STM4427 14.15 STY3053 2918791 2919840 conserved hypothetical protein
PSLT108 12.01 STY4419 4287685 4288323 putative lipoprotein
STM4125 42.22 STY4468 4354511 4355398 lysR family regulatory protein
STM0965 59.75 STY4506 4399438 4400061 dmsB
STM1197 38.51 STY2609 2443641 2444855 fabB 3-oxoacyl-[acyl-carrier-protein]
STM1450 38.21 STY2672 2508373 2509239 pdxK pyridoxine kinase
STM1044 60.02
STM1108 13.77 STY3843 3702122 3703051 fdhE FdhE protein
STM1717 4.5

STY4431 4301303 4303723 plsB glycerol-3-phosphate acyltransfe
STM3367 30.17 STY3037 2905042 2905974 possible LysR-family transcript
STM4496 23.96 STY3078 2942228 2943025 Similar to hypothetical protein
STM1991 6.5
STM3528 11.05 STY1798 1718435 1719277 celD putative cel operon repressor
STM2338 25.94 STY2702 2535756 2536772 eutD putative phosphate acyltransfera
STM0912 4.16 STY1272 1228972 1230342 purB adenylosuccinate lyase
STM2214 9.99 STY1690 1615756 1616610 putative secreted protein

STY2175 2019141 2019494 putative exported protein
STM2144 16.02 STY2482 2311246 2311695 napB cytochrome c-type protein NapB p

STM3767 53.95 STY4786 4644777 4645517 hypothetical protein
STM1458 12.41 STY2551 2385388 2385930 nuoI NADH dehydrogenase I chain I
STM3949 13.02 STY2578 2414648 2415292 putative glutathione-S transfer

STY2163 2008364 2008915 fliZ FliZ protein
STM3028 25.63
STM3591 45.86 STY2136 1987824 1988219 yecG conserved hypothetical protein
STM0603 7.15 STY1807 1725032 1726000 astE succinylglutamate desuccinylase
STM2914 7.15 STY1674 1603370 1604026 pdxH pyridoxamine 5'-phosphate oxidas
STM4070 12.44 STY3807 3670095 3670850 cdh CDP-diglyceride hydrolase
STM2864 49.48 STY2985 2860994 2861854 sitC Iron transport protein, inner me
STM3592 41.24 STY1670 1599005 1600510 putative proton/oligopeptide sy
STM3757 3.03 STY2755 2592456 2597379 shdA

STY1764 1687445 1687636 conserved hypothetical protein
STM2533 7.93 STY1668 1597077 1597769 ydgQ conserved hypothetical protein
STM3886 52.22 STY1692 1617786 1618811 purR purine nucleotide synthesis repr
STM4230 17.3 STY1752 1671506 1672252 putative ABC transport ATP-bind
STM2870 48.5 STY2990; STY29912865811 2866482 orgAb oxygen-regulated invasion protei
STM3027 6.64 STY1688 1614382 1615029 rnt ribonuclease T



STM1483 27.41 STY1585 1532330 1532692 putative conserved membrane pro
STM2088 8.61
STM2982 19.58 STY3979 3845856 3846779 dsdC D-serine deaminase activator
STM2028 17.82 STY2840 2702208 2702897 ung uracil-DNA glycosylase
STM0702 40.54 STY0432 442289 442978 phoB phosphate regulon transcriptiona
STM0510 30.91 STY0272 283821 284636 yaeC putative lipoprotein precursor
STM2128 18.3 STY0117 118231 118650 hypothetical protein
STM3983 23.97 STY0080 81542 82327 caiD carnitine racemase
STM1767 12.85 STY2158 2003884 2004660 sdiA cell-division regulatory protein
STM2361 17.17 STY1378 1332068 1333609 tyrR transcriptional regulatory prote
STM1760 19.59 STY4249 4113665 4114591 livH high-affinity branched-chain ami
STM0203 9.86 STY1574 1523846 1525135 putative voltage gated chloride
STM3885 47.42 STY3989 3854206 3855126 putative carbohydrate kinase
STM0564 3.62 STY0388 394911 396869 mod type III restriction-modificatio
PSLT108 9.78 STY0455 462053 463156 ribD riboflavin biosynthesis protein
STM3701 11.96 STY4429 4299821 4300318 ubiC chorismate lyase
STM3370 4.54 STY0112 112880 115231 polB DNA polymerase II
STM3625 36.4 STY3421 3260857 3262124
STM0421 9.39 STY4315 4193344 4194348 trpS tryptophanyl-tRNA synthetase
STM0342 26.91 STY0378 389375 389923 hypothetical protein
STM2443 47.46 STY2679 2513933 2514880 cysW sulphate transport system permea
STM0942 47.78 STY0553 559663 560349 ybbA hypothetical ABC transporter ATP
STM2239 4.29 STY0649 650760 651995 conserved hypothetical protein
STM0918 3.75 STY2844 2705480 2708140 putative acyl-CoA synthetase
STM0460 8.1 STY3383 3226722 3227963 cca tRNA nucleotidyltransferase
STM4023 50.73 STY3430 3273610 3274494 garR 2-hydroxy-3-oxopropionate reduct
STM4477 9.06 STY3459 3299500 3300507 possible monooxygenase
STM0920 65.9
STM2627 100 STY1021 1015718 1016092 putative DNA-binding protein
STM4306 57.35 STY2774 2626509 2627138 putative anaerobic reductase co
STM1365 9.25 STY2793 2649495 2650373 putative membrane protein

STY0581 589259 590326 purK phosphoribosylaminoimidazole car
STM3631 5.58
STM1987 23.58 STY4904 4765611 4766675 putative membrane protein
STM3707 6.16 STY4088 3946749 3947783 putative glycosyltransferase
STM0889 36.03 STY2583 2418642 2419328 hisQ histidine transport system perme
STM2539 19.17 STY0012 11594 13510 dnaK DnaK protein (heat shock protein
STM2146 7.01 STY1328 1285596 1287158 trpE anthranilate synthase component
STM1491 33.2 STY2934 2808847 2810048 proV
STM1131 38.23 STY3821 3682192 3682875 conserved hypothetical protein
STM0563 8.21 STY0697 692238 693269 holA DNA polymerase III, delta subuni
STM0593 11.23 STY2699 2532761 2533600 eutJ putative ethanolamine utilizatio
STM4270 40.87 STY3749 3607204 3608121 oxyR hydrogen peroxide-inducible regu
STM3576 4.94 STY0812 809038 809826 modE putative molybdenum transport pr
STM1340 28.93 STY0802 799013 800092 ABC transporter permease (FecCD
STM2948 29.93 STY2931 2804995 2805405 nrdI NrdI protein
STM0451 30.25 STY1771 1693319 1693618 himA integration host factor alpha-su
STM3325 28.17 STY3559 3403698 3404168 accB biotin carboxyl carrier protein
STM0625 52.95 STY0062 61791 63410 citA sensor kinase cita
STM3966 30.37 STY0043 41720 42910 possible sulfatase regulatory p
STM0284 36.08 STY1880 1782326 1782490 hypothetical protein
STM1849 26.84 STY2212 2049539 2049700 hypothetical protein



STM1614 12.5 STY3910 3770700 3771233 atpH ATP synthase delta subunit
STY2254 2081704 2081978 pduN

STM2528 29.14 STY4508 4400057 4400830 dmsC putative dimethyl sulfoxide redu
STM0683 4.83 STY2117 1967557 1969290 argS arginyl-tRNA synthetase
STM2912 29.6 STY3547 3386896 3387825 probable LysR-family transcript
STM3717 12.59 STY4077 3934610 3935623 waaI lipopolysaccharide 1,3-galactosy
STM1473 28.52 STY4689 4551268 4551561 groES GroES protein
STM3080 21.34 STY1178 1139603 1139998 csgE assembly/transport component in
STM3523 38.58 STY3853 3708770 3709573 yihW putative DeoR-family transcripti
STM0451 68.55 STY3715 3565553 3565825 hupA histone like DNA-binding protein
STM4427 47.85 STY2671 2508137 2508376 hypothetical protein
STM2365 26.63 STY2249 2079449 2079799 pduH PduH protein
STM3114 18.81 STY4495 4383814 4386084 adi arginine decarboxylase
STM0541 17.02 STY3707 3551123 3551461 yifE conserved hypothetical protein
STM4299 12.44 STY2169 2014368 2014775 fliS flagellar protein FliS
STM4270 35.25 STY1337 1296327 1297301 cysB cys regulon transcriptional acti
STM1802 23.26 STY4443 4313162 4314241 alr alanine racemase
STM2665 49.15 STY3500 3340392 3340679 probable sigma(54) modulation p
STM4015 7.96 STY0468 474347 475360 phnS probable periplasmic binding com
STM4564 40.96 STY3583 3436587 3437369 tatD putative deoxyribonuclease
STM1031 22.71 STY3600 3454404 3455024 rhtC threonine efflux protein
STM1989 18.32 STY3617 3470496 3470858 conserved hypothetical protein
STM0847 7.58 STY4782 4641054 4641830 putative membrane protein
STM1003 38.72 STY0006 5966 7396 yaaJ putative amino-acid transport pr

STY1221 1174728 1175678 flgJ flagellar protein FlgJ
STY2177 2020145 2021827 fliF flagellar basal-body M-ring prot

STM3772 4.77 STY3076 2939541 2941340 cysJ sulfite reductase (NADPH) flavop
STM3421 14.76 STY3138 3012899 3013369 ppdA prepilin peptidase dependent pro
STM2970 26.35 STY3167 3039474 3040703 probable amino acid transport p
STM3526 17.24 STY3781 3647370 3647855 menG menaquinone biosynthesis protein
STM1238 7.84 STY3587 3439205 3440845 aarF ubiquinone biosynthesis protein
STM3541 15.64 STY1477 1428801 1429466 putative regulatory protein

STY1518 1473676 1475232 pqaA hypothetical protein
STY1494 1451664 1453397 sfcA NAD-linked malic enzyme; malate

STM2177 35.19 STY1942 1832560 1833219 putative hydrolase
STM2129 14.11 STY1974 1860238 1861610
STM1127 9.99 STY2095 1947124 1947993 hexR putative hex-regulon repressor
PSLT108 18.86 STY2110 1962167 1962733 yecD putative hydrolase
STM3614 13.17 STY0552 559078 559692 tesA acyl-coA thioesterase I
STM2568 12.46 STY0578 586253 587500 conserved hypothetical protein
STM4535 27.94
STM2050 13.71 STY1427 1377651 1378256 acpD acyl carrier protein phosphodies
STM0404 19 STY1513 1469419 1470498 putative isomerase
STM4581 13.35 STY1330 1288308 1288928 conserved hypothetical protein
STM2480 19.55 STY1286 1240163 1241959 narX nitrate/nitrite sensor protein N
STM1541 13.26 STY1934 1827491 1828210 fadR fatty acid-fatty acyl responsive
STM3408 14.59 STY1981 1870173 1871612 conserved hypothetical protein

STY1399 1351292 1351978 conserved hypothetical protein
STM2308 14.97 STY0525 531966 532481 priC
STM0618 31.96 STY3340 3182112 3183566 possible membrane transport pro
STM2812 8.25 STY2876 2754433 2755842 putative type I secretion prote
STM2212 10.72 STY4888 4750653 4751690 conserved hypothetical protein



STY0425 434430 435275 rdgC recombination associated protein
STM0394 3.06 STY3295 3141263 3142762 possible amino acid transport p

STY2813 2676484 2677911 yfhD putative exported protein
STM0398 9.73 STY2903 2785422 2786837 tctE putative two-component system se
STM0442 8.4 STY3335 3178727 3179647 probable AraC-family trancripti
STM0842 75.68
STM0036 13.51 STY3976 3842341 3842871 yidF conserved hypothetical protein
STM0457 8.71 STY2852 2722539 2723276 putative lipoprotein
STM2703 20.05 STY4611 4483135 4484754 probable phage tail fibre prote
STM2050 12.6 STY2940 2814673 2815845 emrA multidrug resistance protein A
STM3369 28.54 STY2928 2804050 2804481 conserved hypothetical protein

STY4135 3998655 3999479 bax putative exported amidase
STY4070 3927682 3928959 kdtA 3-deoxy-D-manno-octulosonic-acid

STM1826 72.55 STY3110 2977657 2979024 sdaB L-serine dehydratase 2 (L-serine
STM3220 19.68 STY3135 3011636 3011956 ppdC prepilin peptidase dependent pro
STM3512 8.21 STY2418 2248211 2249445 yeiA

STY2460 2290935 2292695 yejH putative helicase
STM1767 50.19 STY2472 2303653 2304300 narP nitrate/nitrite response regulat

STY1950 1839365 1840060 conserved hypothetical protein
STM2071 16.88 STY4372 4239696 4240088 rpsH 30S ribosomal subunit protein S8
STM3603 11.18 STY0942 934046 934366 conserved hypothetical protein
STM3901 7.03 STY0931 921807 923525 poxB pyruvate dehydrogenase
STM0053 10.6 STY4361 4234878 4235699 rplB 50S ribosomal subunit protein L2
STM0969 6.11 STY4705 4563791 4565293 yjeM putative amino acid permease
STM1446 22.98 STY4747 4606057 4606452 rpsF 30s ribosomal protein S6
STM2535 3.16 STY3380 3221541 3224384 glnE adenyl-transferase
STM4509 15.63 STY3300 3146822 3147370 conserved hypothetical protein

STY4751 4607644 4608570 putative membrane protein
STY4866 4728340 4729074 probable aspartate racemase

STM3599 21.32 STY4684 4546023 4547324 dcuA anaerobic C4-dicarboxylate trans
STM4447 5.82 STY0407 420379 421536 ampH penicillin-binding protein AmpH
STM0718 10.25 STY2373 2204123 2205088 putative sugar kinase
STM3627 29.11 STY2455 2286542 2288131 yejF putative ABC-transporter ATP-bin
STM3359 25.09 STY2465 2295048 2295275 yejL conserved hypothetical protein

STY2323 2152275 2153021 wcaE putative glycosyltransferase
STM2073 13.15 STY2399 2232222 2232890 yohC putative membrane protein
STM4254 18.97 STY4109 3968959 3969549 mtlR mannitol operon repressor (manni

STY4195 4060716 4061744 yhjD putative membrane protein
STM2495 15.7 STY4285 4160566 4161141 conserved hypothetical protein
STM3260 9.06 STY3416 3258519 3259220 conserved hypothetical protein
STM2068 8.18 STY2097 1949632 1950630 msbB lipid A acyltransferase
STM2871 22.6 STY1711 1635704 1636453 ssaJ putative pathogenicity island li
STM2746 6.34 STY0760 760426 761319 putative glycosyl transferase
STM0659 29.17 STY0849 843040 843450 putative membrane protein
STM3399 11.28
STM0838 41.09 STY1083 1061045 1062952 ABC transporter ATP-binding pro
STM4300 29.82
STM0808 28.55 STY0841 837955 838660 ybhL
STM0855 16.09
STM2514 5.51 STY1738 1657246 1660308 ttrA tetrathionate reductase subunit
STM0318 21.74 STY3410 3254602 3255000 putative membrane protein
STM2791 5.89 STY4738 4599348 4600412 yjfR conserved hypothetical protein



STM2585A 98
STM0670 21.72 STY1724 1643332 1643574 ssaE putative secretion system protei
STM3166 24.99 STY0411 424815 425030 putative membrane protein
STM2485 24.57 STY2622 2456709 2456993 conserved hypothetical protein
STM2377 15.48 STY4325 4208489 4208656 yhfG conserved hypothetical protein
STM1781 36.82 STY2225 2059418 2059699 cbiN putative cobalt transport protei
STM2204 7.03 STY0470 476417 477520 phnW 2-aminoethylphosphonate:pyruvate
STM0749 40.25 STY4749 4606778 4607005 rpsR 30s ribosomal subunit protein S1

STY4366 4237483 4237674 rpmC 50S ribosomal subunit protein L2
STM3925 40.59 STY4788 4647525 4647767 relB RelB protein

STY0383 391868 392227 probable lipoprotein
STM2479 13.01 STY3248 3112625 3113572 gshB glutathione synthetase
STM1019 55.07 STY1200 1158472 1158717 dinI damage-inducible protein
STM0487 33.18 STY3029 2898592 2899034
STM0117 14.19
STM2263 31.35
STM0688 32.56 STY4334 4215686 4215940 yheU conserved hypothetical protein
STM0912 21.28 STY0490 495358 495981 clpP ATP-dependent clp protease prote
STM1996 28.62 STY1881 1782934 1783146 cspH putative cold shock protein
STM3499 14.77 STY1824 1742809 1743252 conserved hypothetical protein

STY1821 1741482 1742138 pncA pyrazinamidase/nicotinamidase
STM4377 28.58 STY4908 4769216 4769662 rimI ribosomal-protein-alanine acetyl
STM1430 53.77 STY3891 3751662 3752660 rbsR ribose operon repressor
STM1112 13.45 STY2079 1933933 1934286 putative exported protein

STY4474 4360977 4361123 hypothetical protein
STY0770 768519 768671 hypothetical protein

STM4410 40.39 STY2391 2222741 2222848 hypothetical protein
STM3004 27.27 STY2559 2394916 2395068 hypothetical protein
STM4007 41.72 STY1938 1831167 1831340 conserved hypothetical protein

STM0395 6.42
STM4074 39.37
PSLT106 55.42
PSLT044 6.63
STM0347 11.8

STM1761 8.74

STM3861 3.91
PSLT021 26.29
STM0710 62.36 aSTY2807
STM3114 63.54 STY0739 739365 741433 speF
STM0916 72.33
STM0507 49.73 aSTY0866
STM0159 21.46
STM0637 60.78 aSTY0896
STM4305 11.33 STY2044 1912585 1913061 putative endolysin

STY3292 3139187 3139414 putative membrane protein
STY3661 3517613 3517834 hypothetical protein
STY2420 STY4124; STY4658; HCM1.05c; HCM1.136; HCM1.138; HCM1.205c; HCM1.239c2249889 2250164 insA insertion element IS1 protein In

STM3747 4.6 STY2884 STY3700 2762798 2765875 putative bacteriophage tail pro



STM0689 20.14 STY0114 115571 116011 putative IS element transposase
STM2357 33.93 STY2070 1926656 1926877 kil putative cell division inhibitor
STM0107 16.49 STY2345 2183491 2183793 hypothetical protein
STM3331 28.85 aSTY2717
STM3483 31.5 STY2886 STY3698 2766002 2766340 putative phage tail protein
STM0952 23.75 STY0159 164472 165413 putative lysR-family transcript

STY0313 326234 326704 hypothetical protein
STM1473 42.93 STY2203 2041179 2042363 ompS1 outer membrane protein S1
STM4537 16.97 STY2361 2194299 2194718 putative exported protein

STY2879 2759733 2760560 putative reverse transcriptase
STM1791 10.73 STY3067 2928569 2929294 hypothetical protein

STY1592 1539260 1539712 conserved hypothetical protein
STY1609 1547849 1548268 hypothetical protein
STY2363 2195153 2195350 hypothetical protein

STM2120 8.52 STY3762 3624532 3626013 putative GntR-family regulatory
STM0618 6.58 aSTY4106

STY1594 1539907 1540137 hypothetical protein
STM2221 20.4 STY1611 1548561 1549211 putative lipoprotein

STY1627 1560491 1560772 hypothetical protein
STM3683 29.3 aSTY4616
STM2461 3.55 STY4523 4412040 4413839 hypothetical protein
STM4385 8.97 STY4558 4439581 4440321 putative exported protein
STM1534 12.47 STY4575 4453457 4453849 hypothetical protein

STY4592 4467675 4469624 hypothetical protein
STM1651 15.74 STY4617 4487686 4488117 putative phage tail protein

STY4852 4716299 4716538 hypothetical protein
STM3375 11.06 aSTY4626
STM3081 10.96 STY4650 4509535 4510281 yjhP conserved hypothetical protein

STY4553 4436587 4437054 pilK putative exported protein
STM3053 8.56 STY4572 4449922 4450341 hypothetical protein
STM0814 16.46 STY4589 4466173 4466757 hypothetical protein
STM2514 18.38 STY0198 207905 208285 panD aspartate 1-decarboxylase
STM3054 18.93 STY0271 283298 283702 rcsF RcsF protein
STM1473 51.97 STY1532 1486828 1487253
STM3913 13.89 STY1332 1289991 1290581 btuR COB(I) alamin adenosyltransferas
STM0782 15.15 STY3928 3791978 3792868 pstA phosphate transport system perme
STM2129 47.88 STY3889 3750269 3751696 yieO
STM3119 7.43 STY4927 4787603 4788835 nadR conserved hypothetical transcrip
STM3796 19.36 STY2231 2061940 2062730 cbiJ
STM2074 22.41 STY4350 4226794 4227168 rpsL 30S ribosomal subunit protein S1
STM3199 8.2 STY2688 2521420 2522319 hemF coproporphyrinogen III oxidase
STM1491 49.37 STY3498 3338163 3338888 probable ABC transport protein,
STM0817 15.06 STY3538 3379525 3380154 possible GntR-family transcript
STM3878 19.5 STY0155 159617 160045 yacA conserved hypothetical protein
STM3172 13.51 STY0190 198720 200330 yacK possible multicopper oxidase pre
STM0498 9.78 STY0212 221438 222142 sfsA sugar fermentation stimulation p
STM4294 6.83 STY0246 257880 259232 yaeL putative membrane protein
STM3609 37.94 STY1554 1506463 1507842 putative membrane transport pro
STM1787 42.27 STY1525 1481216 1483018 hyaB2
STM0658 41.18
STM3114 59.11 aSTY0739
STM0574 55.24



STM2088 20.42 STY2366 2198158 2198574 conserved hypothetical protein
STM3484 37.82
STM2016 15.2
STM2197 30.63 STY4925 4785018 4785986 serB putative phosphoserine phosphata
STM1372 6.75 STY0281 297748 299115 mltD membrane-bound lytic murein tran
STM3266 22.41 STY0355 364627 365205 gmhA phosphoheptose isomerase
STM0952 22.03
STM3909 13.57 STY1094 1072136 1072741 conserved hypothetical protein
STM2810 35.61 STY1572 1521915 1522562 putative ABC transporter membra
STM3028 11.11
STM0168 21.98 STY1080 1057174 1057719 conserved hypothetical protein
STM2513 10.97 STY1667 1596454 1597074 conserved hypothetical protein
STM4122 14.67 STY1174 1137125 1137679 conserved hypothetical protein
STM3371 24.02 STY1228 1184161 1184745 conserved hypothetical protein
STM1375 41.75 aSTY1255
STM3581 14.24 STY1663 1592218 1592799 putative membrane protein
STM0268 24.52 STY4374 4240644 4240997 rplR 50S ribosomal subunit protein L1
STM1303 65.03 STY4328 4209929 4211146 argD acetylornithine aminotransferase
STM1708 30.04 STY4291 4166474 4166710 feoA putative ferrous iron transport
STM2274 38.36

STM0106 10.04 STY0994 988713 990035 mukF killing factor KicB
STM3169 38.46 STY3817 3679220 3680202
STM0033 54.08 STY3765 3628564 3630120 hypothetical protein

STY3746 3604612 3604971 yijD putative membrane protein
STY3027 2897992 2898519 hypothetical protein

STM2036 19.03 STY3756 3618043 3618879 yijO putative AraC-family transcripti
STM3323 4.72

STY3045 2912190 2912594 slyA putative regulatory protein
STM3587 25.94 STY2624 2458732 2459487 vacJ VacJ lipoprotein precursor
STM1029 73.74
STM3582 18.06 STY2734 2570412 2571479 putative membrane protein
STM0395 4.16 STY4403 4267775 4269556 aceK isocitrate dehydrogenase kinase/
STM3161 32.82 STY3769 3634542 3635720 metB cystathionine gamma-synthase
STM2483 10.91 STY3753 3611776 3612927 argE acetylornithine deacetylase
STM3038 20.55 STY3050 2916132 2917253 nlpD lipoprotein NlpD precursor
STM3748 19.03 STY2613 2447375 2447924
STM1195 23.86 STY2682 2516815 2517660 yfeF putative oxidoreductase
STM0800 27.87 STY2467 2297837 2300230 sspH2 secreted effector protein

STY1132 1097595 1098035 hpcR homoprotocatechuate degradative
STM0137 31.42 STY1813 1732384 1732800 putative MutT-family protein

STY4710 4571379 4571924 orn oligoribonuclease
STM3675 57.69 STY4742 4602981 4603631 sgaH putative hexulose-6-phosphate sy
STM0517 21.88
STM1371 49.62 STY2486 2315852 2316115 yojF putative napAB assembly protein
STM1195 40.44
STM4004 6.82 STY4856 4719101 4720729 conserved hypothetical protein
STM1919 60.89 STY4892 4754435 4756095 tsr
STM3491 11.09 STY1261 1216368 1217081 cobB putative regulatory protein
STM0924 54.28 STY1682 1610160 1610681 sodC copper-zinc superoxide dismutase
STM1147 19.74 aSTY1184; STY1185



STM3492 9.38 STY4356 4232125 4232592 hopD Type III leader peptidase
STM2056 23.05 STY2705 2538230 2538790 putative ethanolamine utilizati
STM0880 41.66 STY1263 1218234 1219013 potC spermidine/putrescine transport
STM2205 28.28 STY1785 1706666 1707598 pfkB 6-phosphofructokinase isozyme

STY4727 4590817 4591221 yjfI conserved hypothetical protein
STM0428 35.76 STY1266 1221515 1222651 potA spermidine/putrescine transport
STM3640 43.46 STY0024 24473 25015 bcfA fimbrial subunit

STY1817 1736601 1737644 selD selenophosphate synthase
STM1132 27.02 STY1776 1697718 1697915 rpmI 50S ribosomal subunit protein L3
STM0514 39.22 STY1693 1618808 1619740 ydhB putative transcriptional regulat
STM3319 48.31 STY4252 4116631 4117344 livF high-affinity branched-chain ami
STM1238 11.42 STY0131 132490 133581 leuB 3-isopropylmalate dehydrogenase
STM4290 25 STY0727 727357 728661 citA citrate-proton symporter

STY4427 4297201 4298559 lamB maltoporin precursor
STM4076 23.77 STY3895 3754641 3755660 rbsC high affinity ribose transport p
STM1490 9 STY0225 235669 237090 yadQ putative membrane protein
STM0092 3.79 STY0494 500816 502687 ppiD peptidyl-prolyl cis-trans isomer
STM0046 29.62 STY0441 451090 451671 yajB conserved hypothetical protein
STM4238 4.42 STY4438 4307686 4308996 putative exported protein
STM4428 55.77 STY2603 2439613 2440791 putative transmembrane transpor
STM2858 7.53 STY1787 1708092 1708952 conserved hypothetical protein
STM1108 11.41
STM1372 8.02 STY1650 1577621 1579327 conserved hypothetical protein
STM1114 8.38 STY2288 2113613 2114596 cld polysaccharide chain length regu
STM4268 14.41 STY3932 3795271 3796734 yieG putative membrane transport prot
STM2466 15.63 STY0244 256240 256998 undecaprenyl pyrophosphate synt

STY2265 2091002 2092060 yeeA putative membrane protein
STM2467 16.78 STY0145 147729 148811 mraY phospho-N-acetylmuramoyl-pentape
STM0125 3.56 STY2592 2429356 2430873 purF amidophosphoribosyltransferase
STM2924 9.82 STY4243 4109216 4110070 rpoH RNA polymerase sigma-32 factor
STM3504 11.84 STY3463 3305058 3307193 pnp polynucleotide phosphorylase
STM0618 8.46 STY2801 2656457 2657596 hcaT putative 3-phenylpropionate perm
STM2622 100
STM0472 10.67 STY0249 262287 263312 lpxD UDP-3-O-[3-hydroxymyristoyl] glu
STM1041 86.24
STM0115 9.72 STY4058 3918961 3919863 putative regulatory protein
STM1743 48.06 STY4171 4030884 4031867 dppD dipeptide transport ATP-binding
STM2282 13.14 STY4258 4122238 4122978 ugpQ glycerophosphoryl diester phosph
STM2956 27.47 STY4050 3912117 3914228 spoT guanosine-3',5'-bis(diphosphate)
STM3543 49.88 STY2575 2412405 2413424 putative transcriptional regula

STY2804 2660730 2662274 cadC transcriptional activator cadC
STM0195 35.3 STY2676 2511407 2511784 putative exported protein
STM1954 43.79 STY0868 860063 860809 glnH glutamine-binding periplasmic pr
STM0768 8.64 STY0626 623796 624914 conserved hypothetical protein
STM4469 66.47 STY4803 4663345 4664349 ornithine carbamoyltransferase
STM0820 45.15 STY2836 2698505 2699839 srmB ATP-dependent RNA helicase SrmB
STM4044 9.16 STY3373 3215354 3216070 ribB 3,4-dihydroxy-2-butanone 4-phosp
STM0998 55.15 STY4444 4314427 4315620 tyrB aromatic-amino-acid aminotransfe
STM3073 8.77 STY2795 2651602 2652420 asrB anaerobic sulfite reductase subu
STM3870 8.63 STY2280 2106396 2107295 hisG ATP phosphoribosyltransferase
STM1947 42.45 STY0596 602214 602846 fimZ probable transcriptional regulat
STM2164 17.62 STY3852 3707980 3708579 yihX putative haloacid dehalogenase-l



STM1223 38.53 STY0913 906091 906936 potI putrescine transport system perm
STM2253 9.05 STY0749 750319 751740 phrB deoxyribodipyrimidine photolyase
STM2976 9.26 STY3803 3666475 3667515 hypothetical protein

STY0719 716873 717625 nagD NagD protein
STM2183 14.03 STY0771 768705 769496 nei endonuclease VIII, DNA N-glycosy
STM2076 11.57 STY3761 3623363 3624253 metF 5,10 methylenetetrahydrofolate r

STY4464 4349505 4349963 soxR SoxR protein
STM4264 28.77 aSTY4459
STM3207 6.89 STY2803 2659359 2660549 hmpA flavohemoprotein (haemoglobin-li

STY0178 185869 186153 probable secreted protein
STM0217 3.06 STY3721 3570148 3572043 thiC thiamine biosynthesis protein
STM3248 50.57 STY3855 3710668 3711564 yihU putative oxidoreductase
STM0163 18.79
STM4515 3.84 STY3001 2874081 2875712 stpA tyrosine phosphatase (associated

STY1231 1185823 1186902 plsX fatty acid/phospholipid synthesi
STM4368 9.47 STY1350 1309430 1311364 rnb exoribonuclease II
STM0095 28.57 STY2851 2721427 2722470 sfhB ftsH suppressor protein SfhB
STM3692 12.91 STY0058 57793 58743 lytB LytB protein
STM2138 30.96 STY1038 1024883 1025008 putative bacteriophage protein
STM3616 2.17 STY4009 3871470 3872852 putative glycosyl hydrolase
STM0316 20.23 STY1710 1635138 1635686 putative pathogenicity island p
STM1729 14.26 STY1322 1279375 1279878 conserved hypothetical protein
STM2724 29.52
PSLT108 16.26 STY0459 465189 465704 phosphatidylglycerophosphatase
STM2265 28.49 STY1405 1356335 1356850 ogt O6-methylguanine-DNA-alkyltransf
STM0654 14.57 STY1292 1250985 1252514 putative secreted protein
STM1825 21.9 STY1955 1844138 1844716 conserved hypothetical protein
STM2246 50.42 STY1285 1239520 1240170 narL nitrate/nitrite response regulat
STM1800 2.9 STY3133 3005183 3008071 ptr protease III precursor (pitrilys
STM3274 7.83 STY3055 2920316 2921026 ygbP 2-C-methyl-D-erythritol 4-phosph
STM0164 43.27 STY3044 2911407 2912171 DeoR-family trancriptional regu
STM2981 2.12 STY1150 1110655 1112541 scsB membrane protein, suppressor for
STM0644 12.84 STY0103 101228 102076 apaH bis(5'-nucleosyl)-tetraphosphata
STM0400 55.26 STY3625 3480167 3481552 yifK probable amino acid permease
STM2502 36.97 STY3641 3498321 3499802 gppA guanosine-5'-triphosphate,3'-dip
STM2851 12.62 STY3734 3586055 3586552 rplJ 50S ribosomal subunit protein L1
STM2555 13.82 STY1945 1834419 1835231 minD septum site determining protein

STY1971 1858820 1859059 putative exported protein
STM1800 15.6 STY2129 1981621 1982124 cheW purine binding chemotaxis protei
STM0229 15.89 STY4407 4276390 4277079 pepE peptidase E
STM2485 13.78 STY0471 477530 478339 phnX phosphonoacetaldehyde phosphonoh
STM2941 21 STY3831 3691531 3691845 yiiL conserved hypothetical protein
STM2069 12.23 STY3595 aSTY3596 3449980 3450933 metR trans-activator of metE and metH
STM4308 18.27 STY0658 657980 658462 conserved hypothetical protein
STM3059 18.08 STY1318 1276435 1276839 conserved hypothetical protein
STM1764 75.42 STY1488 1441124 1444852 narZ respiratory nitrate reductase 2
STM0395 9.23 STY1455 1405735 1406748 tehA tellurite resistance protein Teh
STM2072 5.92 STY1439a 1391185 1391325 sseJ secreted effector J (pseudogene)

STY1394 1346408 1347253 putative lipoprotein
STM3390 62.94 STY0520 525281 526474 acrA acriflavin resistance protein A
STM2962 19 STY1519 1475409 1476695 membrane transport protein
STM2810 10.8 STY1534 1488569 1489516 putative membrane protein



STM3077 62.12 STY0979 974571 975332 putative lipoprotein
STM1506 12.51 STY0663 662852 664090 ybdR hypothetical zinc-dependant alco
STM0621 22.42 STY1311 1271018 1271347 conserved hypothetical protein
STM4450 57.65
STM2885 8.4
STM2551 4.37 STY1460 1410094 1412058 putative peptidase
STM4293 8.7 STY1433 1384141 1384578 conserved hypothetical protein
STM1712 7.99
STM0613 16.73 STY2084 1936709 1937407 exoX exodeoxyribonuclease X
STM4044 50.39 STY3112 2980042 2981190 fucO 1,2-propanediol oxidoreductase (
STM4270 19.3 STY3166 3038850 3039332 conserved hypothetical protein
STM3646 10.43 STY3218 3085804 3087036 serA D-3-phosphoglycerate dehydrogena
STM3614 16.13 STY3246 3111090 3111797 endA endonuclease I
STM1952 15.58 STY0487 492267 492845 yajG putative lipoprotein
STM4428 46.89 STY4230 4096560 4097777 putative membrane protein
STM2269 3.42 STY4182 4042585 4044885 yhjN putative polysaccharide biosynth
STM4387 47.26 STY4120 3984123 3984983 yiaR putative sugar-phosphate isomera

STY4091 3950029 3951552 2,3-bisphosphoglycerate-indepen
STM2960 66.9 STY3099 2967439 2968779 ygcY probable glucarate dehydratase 2
STM2450 31.16 STY3129 2996893 2998146 N-acetylmuramoyl-L-alanine amid
STM4486 10.77 STY3196 3061741 3063258 lysS lysyl tRNA synthetase (LysRS)
STM1211 4.34 STY4215 4081901 4083103 putative exported protein
STM3207 28.99 STY3121 2989396 2989791 ygdD conserved hypothetical protein
STM4307 28.35 aSTY4512

STM4292 57.05 STY3354 3198301 3198960 probable two-component system r
STM3091 45.57 STY3160 3032758 3034173 araE L-arabinose isomerase
STM1343 37.46 STY2450 2280045 2280617 putative lipoprotein

STY2306 2134585 2135484 rfbD dTDP-4-dehydrorhamnose reductase
STM3790 11.6 STY2388 2219326 2220045 yehT putative two-component system re
STM2781 32.46 STY0936 929214 930164 ybjX putative virK protein

STY4136 3999540 4000718 xylR xylose operon regulatory protein
PSLT016 30.95 STY4517 4407033 4407326 conserved hypothetical protein

STY4089 3947770 3948732 putative exported protein
STM0564 8.85 STY4206 4071684 4072526 conserved hypothetical protein
STM3299 52.47 STY4293 4169567 4170040 greB transcription elongation factor
STM3796 7.65 STY3473 3318260 3319180 folP dihydropteroate synthase
STM3390 4.24 STY4920 4780272 4781495 deoB phosphopentomutase
STM3391 28.27
STM0638 5.8 STY3465 3307855 3308799 truB tRNA pseudouridine 55 synthase (
STM4166 11.32 STY3363 3205236 3205868 conserved hypothetical protein
STM0863 8.05 STY3262 3123111 3123830 conserved hypothetical protein
STM4323 12.26 STY2943 2819165 2819680 luxS autoinducer-2 production protein
STM4538 14.18 STY2411 2243505 2243903 yohJ putative membrane protein
STM2220 22.43 STY2456 2288135 2288479 yejG conserved hypothetical protein
STM1719 34.87 STY2459 2290088 2290783 yejD ribosomal small subunit pseudour
STM2124 10.55 STY2383 2214047 2215156 mrp conserved hypothetical protein
STM2934 35.71 STY2648 2483942 2484268 conserved hypothetical protein
STM0136 17.83 STY4373 4240101 4240634 rplF 50S ribosomal subunit protein L6
STM0536 33.35 STY4324 4207808 4208380 ppiA peptidyl-prolyl cis-trans isomer

STY4720 4582799 4584058 hflK HflK protein
STM1770 7.92 STY4024 3887569 3888044 cigR



STM3113 13.66 STY3330 3174262 3175146 possible oxidoreductase
STM3120 25.51 STY3216 3084252 3084581 conserved hypothetical protein
STM2442 44.46 STY0815 811044 811733 modB molybdenum transport system perm
STM0194 19.01 STY0858 853134 854108 ybiB

STY2866 2735495 2736736 corB putative membrane protein
STM3541 7.57 STY2290 2116142 2117548 gnd 6-phosphogluconate dehydrogenase
STM4556 5.17 STY0806 801935 802975 galM aldose 1-epimerase (mutarotase)
STM3586 25.95 STY0852 845757 847493 ybhF hypothetical ABC transporter ATP
STM0591 20.74 STY0895 889039 889665 yliJ glutathione s-transferase family
STM0931 11.76 STY3493 3334497 3335474 putative membrane protein
STM2184 32.78 STY3402 3247727 3248419 ygjQ conserved hypothetical protein
STM4261 41.92 STY4513 4404849 4405046 hypothetical protein
STM1546 41.99 STY0398 407252 407527 probable secreted protein
STM1356 18.64 STY2822 2685777 2686037 putative ferredoxin
STM3064 27.02
STM0107 12.48 STY4799 4659574 4660035 pyrI aspartate carbamoyltransferase r
STM2775 7.47 STY0629 628121 629335 fes enterochelin esterase
STM3641 10.44 STY3752 3610683 3611687 argC N-acetyl-gamma-glutamyl-phosphat
STM3959 32.16 STY4722 4585144 4585341 yjeT putative membrane protein

STY1732 1652636 1652848 ydhZ conserved hypothetical protein
STM2174 16.53 STY3564 3408993 3409838 yhdG conserved hypothetical protein
STM4438 10.09
STM0834 33.56 STY4446 4316649 4317065 conserved hypothetical protein
STM2378 18.14 STY4642 4504708 4505217 cII phage regulatory protein

STY2907 2788477 2788908 putative membrane protein
STM2968 23.6 STY3885 3742219 3742488 yihD conserved hypothetical protein
STM1228 47.58 STY3026 2897705 2897995 hypothetical protein
STM2204 37.73
STM4328 34.98 STY3057 2921547 2921930 ygbE conserved hypothetical protein
STM4314 33.5 STY1661 1591397 1591612 conserved hypothetical protein
STM3514 26.08 STY1560 1510585 1510926 putative secreted protein
STM2038 72.07 STY2250 2079819 2080094 pduJ putative propanediol utilization
STM3434 23.35 STY4750 4607047 4607496 rplI 50s ribosomal subunit protein L9
STM2271 46.2 STY4354 4231386 4231580 yheA bacterioferritin-associated ferr
STM1541 15.41 STY0352 360350 360757 probable secreted protein
STM0767 13.9 STY1943 1833269 1833610 conserved hypothetical protein

STY1908 1802222 1802443 putative  membrane protein
STY1991 1876603 1877022 putative acetyltransferase

STM2775 28.01 STY2087 1940462 1940815 yebF putative exported protein
STM4264 23.03 STY1969 1858166 1858453 putative exported protein
STM3713 34.11 STY2445 2275995 2276117 hypothetical protein
STM4256 50.11
PSLT024 25.96
STM2099 13.29
STM2112 9.53
PSLT058 55.95
PSLT106 100

STM4589 12.76
STM4517 4.42
STM4262 19.42



STM0657 60.1
STM0923 40.61
STM1793 56.95 aSTY0787
STM0689 29.59
STM1010 71.88
STM0760 59.3 aSTY2857

STY3188 3054094 3055077 hypothetical protein
STY2068 1925785 1925988 conserved hypothetical protein
STY2298 2127027 2128043 rfbE CDP-tyvelose-2-epimerase

STM2713 7.18 STY3685 3534809 3535240 putative phage tail protein
STM4456 10.38 STY3764 3627061 3628320 putative serine hydroxymethyltr
STM1757 14.85 STY1293 1252901 1253230 hypothetical protein
STM3911 18.44 aSTY3643

STY3671 3523748 3524554 possible lipoprotein
STM2457 20.84 STY3687 3535748 3536326 putative phage baseplate assemb

STY3845 3703463 3703711 yiiF putative CopG-family DNA-binding
STM0437 7.92 STY1360 1320252 1320752 hypothetical protein

STY1598 1541402 1541740 hypothetical protein
STM2324 28.86 STY3665 3519207 3519440 hypothetical protein
STM1611 31.09 STY3681 3533201 3533416 nucE possible secretory protein
STM0632 23.11 STY3703 STY2881 3548757 3548975 putative positive regulator of
STM2996 10.71 STY0202 211476 212072 staF putative fimbrial protein
STM2746 16.64 STY0322 335381 336058 hypothetical protein
STM0438 22.1 STY0478 483689 483973 hypothetical protein

STY3683 3533911 3534288 putative membrane protein
STM0947 26.12 STY2895 2779174 2779416 hypothetical protein
STM3822 12.3 STY0204 212695 213261 staD putative fimbrial protein
STM0292 10.76 STY0324 336466 338997 Rhs-family protein
STM0437 11.14 STY0480 484300 485454 conserved hypothetical protein

STY1029 1020282 1020443 putative bacteriophage protein
STM0970 13.74 STY4219 4084900 4085547 putative DNA-binding protein
STM2140 6.31 STY4653 4513900 4514595 vexC Vi polysaccharide export ATP-bin

STY4679 4540153 4541343 putative membrane protein
STM0039 21.11 STY4831 4691877 4692197 hypothetical P4 phage protein
STM3508 59.26 STY4875 4737702 4738667 putative membrane protein
STM2952 16.28 STY4220 4085586 4085966 putative regulatory protein

STY4596 4472078 4472347 hypothetical protein
STM1049 32.38 STY4259 4122975 4123346 hypothetical protein

STY4529 4417838 4418617 hypothetical protein
STM2515 17.32 STY4675 4537926 4538252 hypothetical protein

STY4828 4690849 4691172 phage DNA binding protein
STM2333 4.8 STY4853 4716616 4717491 hypothetical protein
STM3493 8.13 STY0215 225332 227854 mrcB penicillin-binding protein 1b; p
STM0530 5.64 STY0718 714919 716583 asnB asparagine synthetase B
STM2131 48.3 STY0743 742195 742872 kdpE KDP operon transcriptional regul
STM2962 14.8 STY3946 3813583 3814845 putative membrane transport pro
STM2019 9.15 STY2233 2063452 2064570 cbiG CbiG protein
STM2480 21.05 STY3993 3858242 3859744 uhpB two-component system sensor hist

STM4123 12.38 STY3901 3762923 3763915 asnA asparagine synthetase A
STM4019 8.4 STY0049 48368 50407 putative glycosyl hydrolase



STM3901 18.95 STY0135 137249 138973 ilvI acetolactate synthase isozyme II
STM3750 52.67 STY0171 174957 176363 putative symporter
STM4593 50.85
STM2271 16.1 STY3507 3345014 3347350 arcB aerobic respiration control sens

STY3548 3387948 3389393 tldD TldD protein
STM1837 80 STY0678 677679 677888 cspE cold shock-like protein cspE
STM1760 21.58
STM4009 5.97 STY0724 723401 725068 glnS glutaminyl-tRNA synthetase
STM0568 17.03 STY0752 754348 755004 conserved hypothetical protein
STM0698 7.9 STY0269 280765 282483 proS prolyl-tRNA synthetase
STM1805 13.32 STY1521 1477754 1478545 putative regulatory protein
STM2773 4.68 STY2326 2154222 2155439 wcaC putative glycosyltransferase
STM1777 16.75 STY4938 4799424 4800580 sthE
STM4260 28.62
STM2443 6.33 STY0366 375618 376721 proB glutamate 5-kinase

STM2397 6.85 aSTY0306
STM3860 20.52
STM0940 33.59 STY2899 2781435 2782364 virK virulence protein
STM2614 67.6 STY1115 1086003 1086683 pipA conserved hypothetical protein
STM3983 16.99 STY1147 1108783 1109088 yccD conserved hypothetical protein
STM0325 81.85
STM2792 14.51 STY2918 2799245 2799772 conserved hypothetical protein
STM2791 36.78 STY1136 1099596 1101061 hpcC
STM4397 24.89 STY4345 4223814 4224632 fkpA FKBP-type peptidyl-prolyl isomer
STM3488 21.39 STY4307 4185828 4186229 yrfA conserved hypothetical protein
STM3822 21.33 STY1276 1232707 1233036 putative secreted protein
STM4122 46.06 STY1792 1712716 1712958 cedA cell division activator CedA
STM1148 11.48 STY1184 1143268 1143828 conserved hypothetical protein
STM2378 37.6 STY1236 1190105 1191346 fabF 3-oxoacyl-[acyl-carrier-protein]
STM2630 3.91 STY1257 1212056 1213366 ABC transporter integral membra

STY1854 1764423 1764671 hypothetical protein
STM0878 28.95 STY4233 4099246 4099491 yhhP conserved hypothetical protein
STM0909 45.14
STM3486 7.65
STM2758 4.36 STY4417 4285286 4286935 pgi glucose-6-phosphate isomerase
STM0343 24.42 STY4462 4347506 4349107 yjcC putative exported protein
STM3194 10.38 STY4496 4386314 4387246 melR melibiose operon regulatory prot

STY2607 2442302 2442820 putative lipoprotein
STM0659 12.3 STY4445 4315807 4316520 aphA class B acid phosphatase precurs
STM0192 11.41 STY4483 4369618 4370370 yjcO putative exported protein
STM1469 41.58 STY4685 4547439 4548875 aspA aspartate ammonia-lyase
STM0887 65.8 STY0923 914718 915449 artI arginine-binding periplasmic pro
STM2597 79.7

STY0933 924663 926315 prismane protein homolog (hybri
STM1917 20.9 STY3804 3667525 3668484 putative carbohydrate kinase
STM2060 13.84
STM2011 12.65

STY4692 4553896 4554753 yjeJ hypothetical protein
STM1226 35.6 STY0911 903998 905131 potG putrescine transport ATP-binding
STM1032 35.13
STM1303 33.08 STY0223 234219 235499 hemL glutamate-1-semialdehyde 2,1-ami



STM0730 13.74 STY0401 410564 411733 prpC methylcitrate synthase
STM0760 60.54 STY1763 1686242 1687288 aroH 3-deoxy-D-arabinoheptulosonate 7
STM1932 46.17 STY2143 1993618 1994115 ftnA ferritin
STM2317 12.65 STY2201 2039442 2040137 yedJ conserved hypothetical protein
STM3328 13.2 STY2496 2327697 2330543 rcsC sensor protein RcsC
STM1133 8.49
STM0595 29.79 STY2541 2374973 2376268 menF isochorismate synthase

STY2566 2402166 2402621 conserved hypothetical protein
STM3242 39.59 STY2262 2088214 2089428 putative propionate kinase
STM3211 37.52 STY3049 2915077 2916069 rpoS RNA polymerase sigma subunit Rpo

STY0228 238277 239077 btuF cobalamin periplasmic binding pr
PSLT048 5.84
STM0591 39.27 STY1770 1692136 1693116 btuC vitamin B12 transport system per

STY1098 1077560 1078018 mgsA methylglyoxal synthase
STM2875 27.46 STY2988 2864110 2864997 sprA possible AraC-family transcripti
STM1555 50.33 STY3776 3642207 3643232 cytR transcriptional repressor
STM4517 10.95 STY2153 2000039 2000587 pgsA phosphotidylglycerophosphate syn
STM1352 5.58 STY3021 2893597 2895285 invG secretory protein (associated wi
STM4055 13.74 STY1691 1616737 1617318 sodB superoxide dismutase
STM4466 21.15 STY1181 1141906 1142361 csgA major curlin subunit precursor
STM2206 11.36 STY4068 3926357 3927166 mutM formamidopyrimidine-DNA glycosyl
STM2548 8.73 STY4079 3936674 3937372 waaY lipopolysaccharide core biosynth
STM3343 11.26 STY1590 1537773 1538717 putative exported protein
STM4300 74.71 STY1654 1583312 1584958 fumA Fumarate hydratase class I, aero
STM4305 56.66 STY1566 1515383 1517818 dmsA2 putative dimethyl sulphoxide red

STY4001 3866559 3868043 putative carbohydrate kinase
STM0912 11.67 STY0353 361067 361834 possible hydrolase
STM3172 12.75 STY0395 403089 404093 AraC-family transcriptional reg
STM2320 8.14 STY2216 2051109 2052566 putative inner membrane protein
STM0592 5.73 STY2276 2101051 2102481 sbcB exodeoxyribonuclease I

STY0153 157097 158248 ftsZ cell division protein FtsZ
STM2143 6.41 STY2553 2386919 2389651 nuoG NADH dehydrogenase I chain G
STM2545 16.06 STY0362 371982 372440 gpt xanthine-guanine phosphoribosylt
STM0981 42.72 STY2188 2029691 2029960 fliQ flagellar biosynthetic protein F
STM3121 28.21 STY1578 1527260 1528159 putative regulatory protein
STM4454 22.81 STY4351 4227264 4227734 rpsG 30S ribosomal subunit protein S7
STM2221 25.06 STY3936 3799204 3800391 yidY putative membrane transport prot
STM3490 19.1 STY0420 431706 432161 yaiI conserved hypothetical protein
STM3588 14.96 STY0483 486733 487347 cyoC cytochrome o ubiquinol oxidase s
STM2043 6.18 STY4467 4352725 4354416 putative sodium/hydrogen exchan
STM4530 36.27 STY2543 2376729 2377190 conserved hypothetical protein

STY3441 3285273 3285737 gatA PTS system, galactitol-specific
STM2193 12.1
STM3548 60.07 STY1741 1661861 1662598 Orf 245 protein
STM4304 8.3 STY2753 2590945 2592294 xseA exodeoxyribonuclease large subun
STM1567 25.7 STY0546 554197 554649 putative membrane protein
STM4445 34.12 STY4772 4632274 4633437 hypothetical protein
STM1456 13.07 STY3368 3210588 3211361 putative membrane protein
STM4556 9.12 STY3400 3245856 3246992 ygjO conserved hypothetical protein
STM0625 32.18 STY3448 3292494 3292889 yraN conserved hypothetical protein
STM2318 3.94
STM0182 8.15 STY1898 1792901 1793710 putative regulator



STY2530 2365663 2366562 conserved hypothetical protein
STY2684 2518837 2519412 putative lipoprotein

STM0049 9.7 STY4809 4669470 4670234 miaE tRNA hydroxylase
STM0322 7.9 STY2914 2797347 2798024 ygaE putative transcriptional regulat

STY4868 4730107 4731279 iadA probable isoaspartyl dipeptidase
STM0399 13.76 STY4944 4804460 4805050 sthA putative fimbrial protein
STM2284 13.41 aSTY4143
STM1767 12.39 STY1297 1255747 1256760 putative regulatory protein
STM3629 39.35 STY1368 1323500 1324465 sapB peptide transport system permeas
STM4117 16.97 STY3825 3685526 3686362 rhaS L-rhamnose operon regulatory pro
STM2253 7.78 STY3882 3739595 3740503 yihG putative acyltransferase
STM3563 11.18 STY0848 842149 842907 ybhP conserved hypothetical protein
STM0664 23.7 STY0830 827692 828378 bioD dethiobiotin synthetase
STM3178 24.34 STY0104 102087 102464 apaG CorD protein
STM4039 32.09 STY3836 3693908 3695080 yiiG putative lipoprotein
STM4408 10.8 STY0692 688704 689171 ybeA conserved hypothetical protein
STM0983 7.94 STY0282 299187 299942 gloB probable hydroxyacylglutathione
STM0376 4.19 STY0978 973145 974428 aroA 3-phosphoshikimate 1-carboxyviny
STM2354 70.5 STY2585 2420531 2421313 argT lysine-arginine-ornithine-bindin
STM1389 27.06 STY2871 2740983 2741321 smpA small protein A
STM0623 51.53 STY0068 69706 69999 citD2 citrate lyase acyl carrier prote
STM2752 38.38 STY0394 402769 402993 hypothetical protein
STM3884 45.37 STY1986 1873161 1873325 hypothetical protein
STM1512 18.97 STY4209 4074184 4076226 prlC oligopeptidase A
STM2560 58 aSTY0750
STM0626 28.14 STY4501 4394294 4395013 dcuR two-component response regulator
STM1908 24.21 STY2144 1994161 1994400 yecH conserved hypothetical protein
STM2146 11.31 STY1377 1330859 1331920 putative membrane protein
STM3983 11.88 STY2830 2692917 2693396 rseC sigma-E factor regulatory protei
STM0028 11.09 STY1176 1138300 1139133 csgG assembly/transport component in
STM3826 9.52 STY3096 2962058 2964814 barA sensor protein
STM0324 99.1 aSTY4835
STM3210 24.39
STM0665 42.9 STY4338 4217480 4217704 hypothetical protein
STM3807 11.24 STY3475 3321251 3321877 ftsJ cell division protein
STM4044 27.32 STY2257 2084401 2085513 pduQ putative propanol dehydrogenase
STM2064 42.67 STY4477 4363333 4364004 nrfC cytochrome c-type biogenesis pro
STM0096 19.84 STY2183 2026681 2027148 fliL FliL protein
STM3594 19 STY1549 1500659 1502710 dcp dipeptidyl carboxypeptidase II
STM0585 4.71 STY3744 3601247 3603091 btuB vitamin B12 receptor protein
STM0958 6.33 STY0655 655371 656936 ahpF alkyl hydroperoxide reductase F5
STM0851 49.04 STY1306 1267159 1268066 oppC
STM2977 8.89 STY3798 3663229 3664821 ydeV putative sugar kinase
STM1368 11.75 STY3592 3444898 3445710 ysgA putative hydrolase
STM3912 30.88 STY3608 3461790 3463952 uvrD DNA helicase II
STM3458 44.86 STY0100 98069 98599 yabF putative NAD(P)H oxidoreductase
STM3749 33.88 STY3215 3083507 3084091 conserved hypothetical protein
STM1185 29.93 STY2179 2022808 2023515 fliH flagellar assembly protein FliH
STM2440 27.15 STY2666 2504048 2505019 cysK cysteine synthase A
STM3003 37.47 STY2668 2505709 2507437
STM2445 9.29 STY1333 1290578 1291339 hypothetical oxidoreductase
STM1975 12.43 STY3080 2943509 2944180 conserved hypothetical protein



STM4541 25.6 STY3077 2941776 2942138 putative 6-pyruvoyl tetrahydrob
STM3205 9.12 STY3866 3722353 3723228 hypothetical protein
STM0736 27.14 STY2121 1972780 1973172 flhE flagellar protein FlhE precursor
STM2494 3.66 STY1409 1359382 1360365 putative membrane transport pro
STM4491 3.47 STY1509 1467383 1468555 hypothetical protein
STM1299 24.13 STY1922 1815290 1816459 gdhA glutamate dehydrogenase
STM3771 23.55 STY1959 1850137 1851105 manX PTS system, mannose-specific IIA
STM2907 37.89 STY1984 1872287 1872937 pphA serine/threonine protein phospha
STM0994 24.18 STY2108 1959515 1959967 ntpA DATP pyrophosphohydrolase
STM2352 28.87 STY0921 913327 913995 artM arginine transport system permea
STM3776 10.36 STY0568 574305 575552 probable metabolite transport p
STM4248 55.15 STY1000 998923 1000113 aspC aspartate aminotransferase
STM0597 10.49 STY0632 633715 634851 fepE
STM0546 38.9 STY0371 380898 383459 stbC outer membrane fimbrial usher pr
STM2242 5.8 STY1507 1465441 1466622 putative aminotransferase
STM1679 50.07 STY1304 1264354 1266102 oppA periplasmic oligopeptide-binding
STM1539 66.65 STY1913 1806430 1807548 hyaA
STM0343 23.18 STY1957 1846482 1848083 conserved hypothetical protein
STM1489 3 STY1419 1368017 1371541 probable pyruvate-flavodoxin ox
STM2894 6.45 STY1385 1338604 1339533 putative oxidoreductase

STY0543 549979 550815 probable secreted protein
STM1373 53.16 STY3124 2991494 2992699 possible aminotransferase
STM2706 17.49

STY0291 306935 307759 hypothetical protein
STM2758 8.75 STY0446 456394 457365 secF protein-export membrane protein

STY3319 3166378 3167556 hybB probable hydrogenase-2 cytochrom
STM1514 37.7 STY2951 2828899 2829396 ygaD conserved hypothetical protein
STM3886 11.5 STY4164 4022959 4023966 putative lacI-family transcript
STM3601 16.65
STM2562 12.81 STY4057 3918003 3918887 putative beta-lactamase
STM4053 34.08
STM1256 10.91 STY3152 3022923 3024125 ygeD putative membrane protein
STM2474 71.3 STY3236 3100337 3102328 tktA transketolase

STY2967 2844595 2845065 hycI hydrogenase 3 maturation proteas
STM1188 16.89 STY4155 4013855 4014565 yiaF conserved hypothetical protein
STM2791 27.96 STY4116 3978586 3980124 aldB aldehyde dehydrogenase B
STM4446 41.2 STY4017 3879146 3880255 putative transferase
STM2414 12.39 STY3119 2987534 2988244 fucR l-fucose operon activator

STY3177 3048066 3048647 stdA probable fimbrial protein
STM3930 30.25 STY2435 2265246 2266715 lysP lysine-specific permease

STM0618 6.76 STY2444 2275328 2275993 putative membrane protein
STM1895 19.62 STY4063 3923120 3923575 dut deoxyuridine 5'-triphosphate nuc
STM4283 25.66 STY4363 4236009 4236341 rplV 50S ribosomal subunit protein L2
STM4385 11.07 STY4721 4584061 4585065 hflC HflC protein

STY4384 4246242 4246625 rplQ 50S ribosomal subunit protein L1
STY0937 930310 931428 ybjY putative exported protein

STM1992 4.39 STY4723 4585444 4586742 purA adenylosuccinate synthetase
STM2959 62.98 STY3429 3272367 3273512 conserved hypothetical protein
STM2529 14.73 STY3320 3167546 3168532 hybA hydrogenase-2 small subunit
STM2752 30.95 STY2954 2831756 2832727 srlE PTS system, glucitol/sorbitol-sp
STM3768 40.87 STY4785 4643662 4644780 hypothetical protein



STY4926 4786070 4787452 radA putative DNA repair protein
STM0498 50.91

STY2966 2843759 2844538 putative exported protein
STM0264 9.52 STY2443 2274082 2275263 yeiO sugar efflux transporter
STM2421 3.5 STY2300 2128914 2130227 rfbH putative dehydratase RfbH
STM2098 11.18 STY2302 2131338 2132111 rfbF glucose-1-phosphate cytidylyltra
STM2402 11.8 STY2381 2212679 2213290 stcA putative fimbrial subunit protei
STM1576 66.19 STY1287 1242299 1243696 narK nitrite extrusion protein (nitri
STM3857 5.8 STY4130 3992233 3993231 putative carboxylic acid dehydr
STM3478 8.56 STY4236 4103634 4104260 putative membrane protein
STM3681 10.11 STY3516 3359426 3360310 possible kinase
STM3162 61.82 STY3406 3252690 3253352 putative membrane protein
STM1991 20.48 STY1718 1639257 1639673 sseE putative pathogenicity island ef
STM2649 17.26 STY1152 1113151 1113657 scsD secreted protein, suppressor for
STM2885 5.23 STY0824 821251 822771 hutH histidine ammonia-lyase
STM2015 58.04 STY0878 868409 869329 ybiS putative exported protein
STM0671 49.99 STY3213 3080990 3082168 visB 2-octaprenyl-6-methoxyphenol hyd
STM3300 7.73 STY1137 1101063 1101914 hpcB 3,4-dihydroxyphenylacetate 2,3-d
STM0787 8.31 STY0820 816437 817660 hutI imidazolonepropionase
STM4347 4.81 STY0865 856198 858420 putative membrane protein
STM3544 10.27 STY1463 1414042 1414440 ugtL putative membrane protein
STM2206 21.05 STY3438 3282983 3283789 PTS-transport family phosphoryl
STM3260 15.96 STY3365 3207757 3208428 possible lipoprotein
STM2055 58.13 STY2706 2538722 2539057 eutS putative ethanolamine utilizatio
STM3349 35.56 STY2534 2368909 2369166 pmrD polymyxin B resistance protein
STM4579 4.81 STY3916 3776797 3778167 glmU UDP-N-acetylglucosamine pyrophos
STM2959 26.21 STY0463 469625 469867 xseB exodeoxyribonuclease small subun
STM0113 40.01 STY2930 2804753 2804998 nrdH putative glutaredoxin

STY0496 503315 503713 conserved hypothetical protein
STM0766 91
STM0929 19.94 STY4369 4238474 4238788 rplX 50S ribosomal subunit protein L2
STM0401 30.14 STY4367 4237674 4237928 rpsQ 30S ribosomal subunit protein S1

STY4760 4617488 4617874 ytfH conserved hypothetical protein
STM3618 37.97 STY2382 2213488 2213769 yehE conserved hypothetical protein
STM0658 20.91 STY2139 1990631 1990873 araH

STY1086 1065862 1066425 putative lipoprotein
STM3577 18 STY2846 2709655 2709978 yfiM conserved hypothetical protein
STM4248 28.53 STY1679 1607046 1607282 conserved hypothetical protein

STM0945 35.04 STY3774 3639438 3639650 rpmE 50S ribosomal protein L31
STM1460 28.31 STY4500a 4393711 4393977 hypothetical protein
STM4091 14.28 STY0491 496233 497504 clpX ATP-dependent clp protease ATP-b
STM1513 77.46 STY1323 1279968 1280150 conserved hypothetical protein
STM2935 30.05 STY1849 1762007 1762189 conserved hypothetical protein
STM1868 39.57 aSTY4610
STM3685 32.69 STY0262 277638 277892 rof ROF protein
STM0031 45.04 STY0017 17049 17492 putative membrane protein
STM3816 96.39 STY2477 STY3962 2308342 2308554 ccmD1 heme exporter protein D1

STY0391 400126 400227 hypothetical protein
STM3920 45.05 STY1125 1090875 1090985 hypothetical protein
STM0194 36.43 STY4246 4111579 4111713 hypothetical protein
STM2791 17.08 STY1982 1871727 1871966 conserved hypothetical protein



STM3698 17.25
STM2589 11.49
STM4489 32.61

STM4125 5.82
STM4417 6.94
STM4103 17.67
STM3973 7.89
STM3334 7.12
STM2702 17.73
STM0286 17.63
STM0322 18.36

STM2560 64.73 STY0750 751779 753260 PTR2-family transport protein
STM1347 56.9 aSTY0801
STM3626 41.64 STY0887 880435 882306 hypothetical ABC transporter AT
STM0981 7.09
STM1951 45.41 aSTY0924
STM2620 58.73 STY2052 1916228 1916827 hypothetical protein
STM0546 5.94 STY3614 3467657 3469666 possible exported protein
STM0084 12.7 STY2355 2190874 2191476 putative exported protein
STM2515 9.86 STY2756 2597945 2599525 ratC conserved hypothetical protein
STM0725 10.6 STY3006 2878765 2879787 sipD pathogenicity island 1 effector
STM2151 27.81 STY0206 215914 216648 staB chaperone protein EcpD precursor
STM2814 9.08 STY2104 1956684 1957358 putative membrane protein

STY2357 2191793 2192488 hypothetical protein
aSTY2761

STM0177 6.1 STY3065 2926948 2927865 conserved hypothetical protein
STM2514 23.24 STY0295 311664 311762 hypothetical protein
STM3633 14.35 STY0332 341669 342163 safA probable lipoprotein
STM3845 15.21 STY2350 2188394 2189170 putative exported protein

STY2731 2567612 2568880 putative permease
STM4533 6.87 STY2888 STY3696 2766884 2768056 putative bacteriophage major ta
STM3983 10.07 STY1364 1322110 1322535 hypothetical periplasmic protei
STM3040 33.67 STY1600 1541983 1542177 hypothetical protein

STY1617 1553459 1554280 hypothetical protein
STM3446 11.98 STY2749 2586659 2587348 conserved hypothetical protein
STM0116 16.02 STY3924 3787485 3788255 putative shikimate 5-dehydrogen
STM1871 3.85 STY1413 1363893 1365452 hypothetical protein
STM3241 24.82 STY1602 1542833 1543120 hypothetical protein

STY1619 1554956 1556071 hypothetical protein
STY1636 1568099 1568677 putative bacteriophage tail fib

STM2521 5.33 STY4630 4496774 4497838 hypothetical protein
STY4535 4421920 4422138 hypothetical protein
STY4566 4445726 4446088 putative membrane protein

STM0268 8.46 STY4584 4460652 4461266 conserved hypothetical protein
STM3445 8 STY4601 4474723 4475823 putative regulator of late gene
STM2345 8.49 STY4413 4279819 4280682 conserved hypothetical protein
STM1868 38.53 STY4610 4482721 4483128 putative phage tail fibre prote
STM3817 17.05 STY4637 4503086 4503670 putative exonuclease

STY4544 4428630 4429100 pilP pilus assembly protein



STM1922 6.85 STY4563 4444208 4444966 putative membrane protein
STY4580 4458133 4458522 putative membrane protein

STM1997 58.87 STY4597 4472479 4473753 samB UV protection protein
STY1092 1071410 1071919 sulA cell division inhibitor

STM2442 17.98 STY4423 4291869 4292759 malG maltose transport inner membrane
STM2343 4.48 STY0164 168274 169476 hofC protein transport protein HofC
STM4052 7.14 STY0195 205292 206062 yadH ABC transporter integral membran
STM0590 48.11 STY0219 230387 231184 fhuC ferrichrome transport ATP-bindin
STM0512 51.57 STY0273 284675 285313 yaeE putative ABC transporter permeas
STM2164 3.71 STY3555 3398469 3400490 yhdA putative lipoprotein
STM2562 20.96 STY0703 699294 701222 putative sigma-54 dependent tra

STY0722 720111 720911 nagB glucosamine-6-phosphate isomeras
STM0545 51.19
STM2774 41.65 STY3939A 3804326 3804466 rpmH 50s ribosomal protein l34
STM2204 63.65 STY3925 3788304 3789677 probable PTS system permease
STM3669 7.92
STM3518 19.84 STY3933 3796779 3797363 conserved hypothetical protein
STM2190 13.12 STY3894 3753726 3754616 rbsB D-ribose-binding periplasmic pro

STY4082 3939632 3940846 waaL O-antigen ligase
STM1009 16.42 STY0248 261798 262283 ompH outer membrane protein OmpH prec
STM1909 19.72 STY0141 142759 143124 ftsL cell division protein FtsL
STM0297 48.71
STM0615 5.43 STY2910 2791739 2793007 ygaF putative GAB DTP gene cluster re
STM0595 15.47 STY1583 1531158 1531979 putative secreted protein
STM3551 8.22 STY4359 4233956 4234561 rplD 50S ribosomal subunit protein L4
STM1130 25.58 STY4316 4194492 4194662 yhfL conserved hypothetical protein
STM3766 62.18 STY4288 4162727 4163653 conserved hypothetical protein
STM3411 33.91

STY4335 4215901 4216780 yheT
STM2497 9.02 STY4298 4176228 4177160 heat shock protein
STM2936 30.77 STY1867 1775546 1775860 putative lipoprotein
STM3966 43.57 STY1829 1746826 1748022 putative regulatory protein

STY2331 2159475 2160614 wza putative polysaccharide export p
STM3792 12.59
STM0428 42.87 STY4257 4121171 4122241 ugpC sn-Glycerol-3-phosphate transpor
STM3211 4.51 STY2333 2162954 2164810 asmA putative outer membrane assembly

STY4616 4487247 4487693 putative phage tail completion
STM1914 18.05 STY0310 324392 325159 hypothetical protein

STY0358 367097 368152 dinP hypothetical protein DinP (DNA d
STM3963 7.84 STY2324 2153034 2154247 wcaD
STM4157 56.18
STM3844 32.3
STM3201 20.61
STM2589 58.98
STM2001 15.79 STY1106 1081781 1083271 putative transcriptional regula

STY0902 896385 897005 putative tetR-family transcript

STM2600 71.43
STM2272 13.45 STY0928 918214 919227 putative oxidoreductase
STM2984 18.99 STY2789 2645566 2646780 putative L-cysteine desulfurase
STM1421 14.55
STM0141 16.76 STY2752 2589318 2590790 guaB inosine-5'-monophosphate dehydro



STM2684 14.59 STY0987 983712 984944 ycaQ
STM0912 47.88

STY2973 2849437 2851263 hycC formate hydrogenlyase subunit 3
STM3521 5.16 STY3047 2913358 2914785 conserved hypothetical protein
STM3076 70.98 STY2711 2543707 2545707 tktB transketolase 2
STM0272 21.08 STY0943 934397 936673 clpA ATP-dependent Clp protease ATP-b
STM4081 7.35 STY0991 986132 987025 conserved hypothetical protein
STM0914 20.01
STM1828 17.93
STM2174 12.53 STY4439 4309084 4310082 yjbN conserved hypothetical protein
STM4494 23.84 STY4781 4640729 4641031 hypothetical protein
STM2316 18.16 STY2548 2382686 2384527 nuoL NADH dehydrogenase I chain L
STM4385 41.42 STY2574 2411709 2412152 putative sugar phosphotransfera
STM1460 8.11 STY1153 1113790 1115031 agp glucose-1-phosphatase precursor
STM2774 14.17 STY1861 1770057 1770647 putative ABC transport ATP-bind
STM0013 24.39 STY1148 1109088 1110080 cbpA curved DNA-binding protein

STY1088 1066946 1067464 fabA D-3-hydroxydecanoyl-(acyl carrie
STM2670 11.76 STY2761 2611836 2612810 sinI putative exported protein
STM0543 28.67 STY0031 29998 30516 bcfF fimbrial subunit
STM4551 14.77 STY2194 2033361 2035064 putative membrane protein

STY2275 2098342 2100684 sopA
STM2746 10.84 STY2504 2337200 2337894
STM2851 26.58 STY2196 2035491 2036420
STM3235 32.16 STY2278 2104261 2105175 putative transcriptional regula
STM0714 5.76 STY2509 2342844 2344034 putative transmembrane transpor
STM1880 8.26 STY2545 2378234 2379238 putative receptor/regulator pro
STM2959 7.42 STY2588 2423668 2424771 conserved hypothetical protein
STM0095 27.39 STY1227 1183119 1184078 rluC ribosomal large subunit pseudour
STM2497 19.25 STY1213 1168522 1168938 flgB putative flagellar basal-body ro
STM4009 6.46 STY4352 4227831 4229945 fusA elongation factor G
STM0284 13.89 STY0373 384266 384802 stbA probable fimbrial protein
STM0622 11.96 STY0184 193338 194609 ygbK conserved hypothetical protein
STM0217 4.67 STY0484 487337 489328 cyoB cytochrome o ubiquinol oxidase s
STM2182 48.62 STY4470 4355905 4356594 putative membrane protein
STM3168 7.25 STY4400 4263539 4264468 metA homoserine O-succinyltransferase
STM0452 6.18 STY0161 165611 166354 yacF conserved hypothetical protein

STY2531 2366559 2368205 pqaB melittin resistance protein PqaB
STM1360 50.76
STM2810 7.53 STY1686 1612708 1613805 nemA N-ethylmaleimide reductase
STM2316 9.37 STY0435 444752 446071 brnQ branched chain amino acid transp
STM1410 28.92 STY1709; aSTY17101634467 1635141 putative pathogenicity island p
STM3556 16.98 STY4424 4292774 4294318 malF maltose transport inner membrane
STM2263 9.12 STY0367 376733 377983 proA gamma-glutamyl phosphate reducta
STM4091 9.94 STY0188 197204 198064 speE spermidine synthase
STM1082 15.51 STY2208 2045940 2046737 conserved hypothetical protein
STM3129 9.21 STY2644 2478574 2479539 glk glucokinase

STY2537 2371590 2372447 menB naphthoate synthase
STM1301 21.37 STY2525 2360194 2360619 conserved hypothetical protein
STM4404 18.58 STY2792 2648547 2649350 suhB extragenic suppressor protein Su
STM3603 12.2 STY4811 4670479 4670967 putative exported protein
STM4050 15.32 STY0583 590950 591672 ybbF conserved hypothetical protein



STM0921 69.5

STM1187 11.03 STY4917 4776186 4777736 conserved hypothetical protein
STY4095 3953100 3954119 gpsA glycerol-3-phosphate dehydrogena

STM3264 3.93 STY4193 4056943 4059003 putative membrane protein
STM3534 29.76 STY4282 4154270 4156663 malP maltodextrin phosphorylase
STM0421 33.95 STY2647 2482830 2483828 putative ion-channel protein
STM4120 11.23 STY2721 2558007 2559134 dapE succinyl-diaminopimelate desucci
STM0076 15.17 STY0957 947280 947774 lrp leucine-responsive regulatory pr
STM2551 6.46 STY0618 617263 618510 ybdG putative membrane protein
STM3903 12.09 STY4776 4637257 4637880 yjga conserved hypothetical protein
STM2684 15.7 STY4897 4760097 4760636 dnaT primosomal protein I
STM4211 20.36 STY4060 3920902 3921618 rph RNase PH
STM0777 17.2 STY3391 3235872 3236378 mug G/U mismatch-specific DNA glycos
STM4112 32.06 STY3437 3281569 3282996 PTS system, sugar phosphotransf
STM4009 5.42 STY4059 3919913 3920776 conserved hypothetical protein
STM2042 4.68 aSTY4881
STM2406 24.34 STY0136 138973 139467 ilvH acetolactate synthase isozyme II

STY3011 2884590 2885381 spaR secretory protein (associated wi
STM0841 3.63 STY0779 776527 779328 sucA 2-oxoglutarate dehydrogenase E1
STM3750 18.93 STY4498 4388954 4390384 melB melibiose carrier protein
STM4098 12.72 STY2862 2731953 2732510 yfjA 16S rRNA processing protein
STM1497 4.14 STY2796 2652431 2653444 asrC anaerobic sulfite reductase subu
STM1947 11.18 STY2281 2107398 2108702 hisD histidinol dehydrogenase
STM1572 45.4 STY0365 374283 375335 phoE outer membrane pore protein E pr
STM4104 10.15 STY0539 546660 548311 ushA

STY1079 1056001 1057011 pyrD dihydroorotate dehydrogenase
STY4519 4408055 4408870 phoN nonspecific acid phosphatase pre

STM2444 56.3 STY3808 3670951 3671940 sbp periplasmic sulphate binding pro
STM2314 10.51 STY0714 709510 709983 conserved hypothetical protein
STM2126 13.79 STY0764 763368 764078 putative polysaccharide export
STM4592 8.53 STY2244 2073815 2074516 pduB putative propanediol utilization

STY4510 4401582 4402982 putative exported protein
STM0891 49.51 STY2159 2004839 2005591 putative ABC-transport ATP-bind
STM3607 37.12 STY1386 1339652 1340557 putative transcriptional regula
STM2689 1.63 aSTY4459
STM0624 48.72 STY0067 68633 69676 citC2 [citrate (PRO-3S)-lyase] ligase
STM3084 41.37 aSTY1853

STY3709 3558479 3560068 purH phosphoribosylaminoimidazolecarb
STM4477 35.95 STY2782 2640339 2641622 yfhI peptidase B (leucyl aminopeptida
STM4524 12.6 STY2247 2076899 2077420 pduE diol dehydratase small subunit
STM4325 20.03 STY4500 4392224 4393564 dcuB anaerobic C4-dicarboxylate trans
STM0618 12.74 STY2140 1991102 1991659 conserved hypothetical protein
STM4483 41.73 STY1234 1188893 1189627 fabG 3-oxoacyl-[acyl-carrier protein]
STM3353 20.85 STY1400 1352022 1352624 conserved hypothetical DNA-bind
STM2668 3.45 STY2854 2724137 2725297 pheA chorismate mutase-P/prephenate d
STM2816 14.97 STY0005 5114 5887 yaaA conserved hypothetical protein
STM0864 39.27 STY3988 3853107 3853892 putative DeoR-family transcript
STM0071 26.18 STY1648 1575901 1576260 hypothetical protein
STM1570 75.5 STY3839 3697528 3700578 fdoG formate dehydrogenase-O, major s
STM4347 7.95 STY3590 3442308 3443738 yigN putative membrane protein
STM3705 6.04 STY3623 3476682 3477851 hemX uroporphyrinogen III methylase



STM4055 10.55 STY3226 3092747 3093826 fba fructose 1,6-bisphosphate aldola
STY2184 2027153 2028157 fliM flagellar motor switch protein F

STM2367 10.27 STY2665 2502914 2503675 cysZ putative sulfate transport prote
STM1536 51.8 STY1916 1810085 1810681 hyaD hydrogenase-1 operon protein Hya
STM0145 8.56 STY3468 3312124 3313626 nusA L factor
STM3243 31.76 STY3109 2976309 2977598 sdaC putative serine transporter
STM3171 56.96 STY3820 3680729 3682036 possible integral membrane tran
STM1361 8.16 STY3584 3437411 3438190 tatC sec-independent protein transloc
STM0692 6.69 STY3601 3455088 3456917 recQ ATP-dependent DNA helicase
STM1893 24.63 STY3603 3458035 3458502 yigI conserved hypothetical protein
STM4578 11.97 STY0533 539940 540902 hemH ferrochelatase
STM3445 98.92 STY3739 STY4353 3589422 3590660 tufB elongation factor Tu

STY2178 2021820 2022815 fliG flagellar motor switch protein F
STM2384 4.06 STY3075 2937829 2939541 cysI sulfite reductase (NADPH) hemopr
STM4496 17.64 STY3137 3012345 3012980 ppdB prepilin peptidase dependent pro
STM2374 26.87 STY1375 1329002 1329316 pspE phage shock protein E precursor
STM3879 9.34 STY0547 554646 555563 putative membrane protein
STM1480 10.59 STY0574 581149 581934 conserved hypothetical protein
STM3770 49.14
STM1952 13.21 STY1435 1386954 1387634 putative amino acid ABC transpo

STY1340 1301009 1301599 ribA GTP cyclohydrolase II
STM1580 69.8 STY1291 1250066 1250743 narI respiratory nitrate reductase 1
STM4062 5.22 STY1929 1821412 1823145 putative Na+/H+ exchanger
STM2129 12.88 STY1963 1853695 1854315 putative membrane protein

STY1995 1878054 1879214
STM3618 12.91 STY2115 1965952 1966731 cutC putative copper homeostasis prot
STM2332 6.03 STY0535 542023 543327 gsk inosine-guanosine kinase
STM1791 28.16 STY1530 1485050 1486111 hyaF2 hydrogenase-1 operon protein Hya
STM0256 13.08 STY1537 1491328 1492200 putative regulatory protein
STM3241 71.57 STY0973 965607 967889 pflB formate acetyltransferase 1
STM0061 64.64 STY0670 668594 670123 citF citrate lyase alpha chain
STM3320 19.28 STY1501 1457501 1457830 putative secreted protein
STM4106 4.25 STY1471 1421481 1424462 srfB putative virulence effector prot
STM0174 6.36 STY4205 4070227 4071579 gor glutathione reductase
STM3747 12.31 STY4166 4025298 4026622
STM4113 12.53
STM0850 8.37 STY4064 3923556 3924779 dfp conserved hypothetical protein
STM3742 26.04 STY3094 2958419 2960653 relA GTP pyrophosphokinase

STY2867 2736857 2737414 hypothetical protein
STM1154 60.17 STY0414 427110 428309 possible efflux pump
STM0438 11.03 aSTY0477; aSTY0478; aSTY0476
STM2127 11.07 STY0507 513755 515041 amtB probable ammonium transporter
STM2425 7.28
STM4086 11.76 STY4138 4002503 4003957 xylB xylulose kinase
STM0126 1.93 STY4105 3963524 3966847 sapB putative autotransporter
STM1556 18.36 STY4745 4605311 4605586 yjfY conserved hypothetical protein

STY0421 432346 432891 aroL shikimate kinase II
STM2406 34.95 STY0460 465808 466782 putative oxidoreductase
STM4100 28.99 STY3333 3176677 3177864 metC beta-cystathionase
STM2327 31.65 STY2969 2845465 2846232 hycG formate hydrogenlyase subunit 7
STM0160 4.62 STY4134 3996312 3998339 malS alpha-amylase
STM4468 42.15 STY3515 3358962 3359429 conserved hypothetical protein



STM0231 10.96 STY3446 3289558 3290421 conserved hypothetical protein
STM2013 20.8 STY3326 3172165 3172659 putative membrane protein
STM0191 31.75 STY0396 404257 406347 foxA ferrioxamine B receptor precurso
STM3229 45.35 STY2925 2802217 2802543 conserved hypothetical protein
STM4448 21.2 STY2436 2266905 2267768 yeiE putative transcriptional regulat
STM1787 2.54 aSTY0405
STM4106 7.22 STY2413 2244749 2245633 cdd cytidine deaminase
STM0478 8.13 STY2294 2122074 2123018 rfbN putative rhamnosyltransferase
STM3747 5.97 STY2370 2200548 2201600 fbaB fructose-bisphosphate aldolase c
STM3384 17 STY2404 2236307 2237245 yohI conserved hypothetical protein
STM2530 18.15 STY4381 4244143 4244532 rpsK 30S ribosomal subunit protein S1
STM2107 3 STY2320 2149592 2150557 fcl GDP-fucose synthetase

STY2397 2229320 2231050 dld D-lactate dehydrogenase
STM0055 4.57 STY0283 299977 300699 conserved hypothetical protein
STM2913 6.69 STY4176 4035317 4036996 yhjU putative membrane protein
STM1569 12.65 STY4265 4129571 4130059 putative acetyltransferase
STM0007 6.74 STY3486 3329421 3330680 murA UDP-N-acetylglucosamine 1-carbox
STM2344 39.56 STY4741 4602503 4602967 sgaA probable sugar phosphotransferas
STM3335 43.52 STY4806 4667299 4667751 conserved hypothetical protein

STY4934 4795360 4795833 creA conserved hypothetical protein
STM0937 23.04 STY4052 3914577 3915200 gmk 5'guanylate kinase
STM2898 13.82 STY3476 3321965 3322297 conserved hypothetical protein
STM3314 44.57 STY3408 3253884 3254252 putative exported protein
STM0209 26.25 STY3529 3370486 3371556 degS serine protease
STM2919 12.93 STY3445 3288627 3289400 gatR galactitol utilization operon re
STM4283 7.99 STY3405 3250996 3252240 probable membrane transport pro
STM4467 17.09 STY0677 676919 677491 pagP antimicrobial peptide resistance
STM2069 20.99 STY0192 203004 203540 hpt hypoxanthine phosphoribosyltrans
STM2767 19.28 STY0762 762594 763364
STM2075 9.51 STY4704 4562588 4563565 yjeA lysyl-tRNA synthetase
STM2290 8.53 STY1715 1637287 1637976 sseG putative pathogenicity island ef
STM2253 21.44 STY1539 1493553 1494218 putative membrane protein
STM0609 7.2
STM0807 30.53 STY0843 838807 839514 putative membrane protein
STM0726 13.24
STM4520 20.61
STM4040 6.67
STM4264 34.8 STY0512 519213 519473 rpmE2 putative 50s ribosomal protein L
STM4154 25.36 STY3104 2971865 2972194 yqcC conserved hypothetical protein
STM3088 44.84 STY3242 3107037 3107228 hypothetical protein
STM1378 29.37
STM2109 39.78 STY4469 4355502 4355912 putative membrane protein
STM4014 34.85
STM3610 33.47 STY4472 4358279 4358593 putative membrane protein
STM0913 53.1
STM1510 26.11 STY4376 4241519 4241698 rpmD 50S ribosomal subunit protein L3
STM2628 100
STM2339 28.01 STY4912 4773172 4773351 hypothetical protein
STM2995 42.32 STY1496 1453776 1453991 conserved hypothetical protein
STM1721 24.16 STY4622 aSTY3680 4489729 4489932 putative phage tail protein
STM0059 51.01 STY0672 671038 671334 citD citrate lyase acyl carrier prote
STM0954 33.33 STY0951 940884 941102 infA initiation factor IF-1



STM1102 25.24 STY4621 4489510 4489725 nucE2 possible secretion protein
STM1901 12.2 STY0162 166354 166974 yacE conserved hypothetical protein
STM1284 20.73 STY0303 315833 316369 probable lipoprotein

STY0199 208380 209234 panC pantoate:beta-alanine ligase
STM1399 18.14 STY0422 432918 433109 yaiA conserved hypothetical protein
STM4596 29.36 STY0021 23341 24045 conserved hypothetical protein
STM1913 30 STY3332a 3176418 3176567 conserved hypothetical protein
STM3255 47.74 STY1983 1872077 1872268 putative secreted protein
STM3007 56.91 STY1480 1433112 1433333 putative lipoprotein
STM4364 42.65 STY0513 519479 519619 rpmJ2 putative 50s ribosomal protein L
STM1997 41.75 STY1968 1857374 1857517 conserved hypothetical protein
STM0131 29.88 STY1495 1453538 1453681 rpsV 30S ribosomal protein S22
STM2970 25.16 STY0813 809955 810104 ybhT putative exported protein
STM1353 9.34
STM2787 33.35
STM2275 20.72
STM3730 8.57
STM0120 4.3
STM0706 6.72
STM2857 8.97

STM2448 11.04
STM2110 8.41
STM1031 65.98
STM1033 40.08
STM2961 63.16 aSTY3098
STM1826 67.53 aSTY3110
STM2589 69.2
STM1422 9.59 STY1499 1456097 1456810 hypothetical protein
STM0643 39.76 STY1605 1546055 1546219 hypothetical protein
STM3818 32.15 STY1621 1557049 1557387 putative membrane protein
STM2586 30.78 STY1639 1570219 1570836 putative bacteriophage tail fib
STM1987 12.33 STY2005 1885617 1886747 conserved hypothetical protein

STY2028 1901062 1901520 putative bacteriophage protein
STY1607 1546722 1547252 hypothetical protein

STM1384 26.31 STY1623 1557835 1558299 hypothetical protein
STM1995 45.58 STY1649 1576317 1577468 outer membrane protein
STM1578 19.2 STY2007 1887201 1887428 putative DNA-binding protein

STY2030 1902663 1903211 putative bacteriophage protein
STY3192 3057550 3058080 hypothetical protein

STM2730 35.24 STY1014 1010618 1011499 putative DNA methylase
STY1041 1026186 1026467 putative prophage membrane prot
STY1057 1037045 1037608 putative bacteriophage protein

STM0685 13.58 STY1073 STY2013 1050023 1050541 hypothetical prophage protein
STY3277 3133828 3133947 hypothetical protein

STM3351 93.2 STY3531 STY0063 3372342 3373643 oadB oxaloacetate decarboxylase beta
STM0908 29.84 aSTY1043
STM0189 13.73 STY1059 1038768 1039208 putative bacteriophage protein
STM1512 21.27 STY2034 aSTY1053 1904501 1904869 putative bacteriophage protein



STM2890 25.57 STY3279 3134334 3134630 hypothetical protein
STY2075 1931940 1932128 conserved hypothetical protein

STM2746 26.79 STY2353 2190285 2190764 putative exported protein
STY4524 4414008 4414313 hypothetical protein

STM1614 16.39 STY4548 4432552 4433028 pilT putative membrane protein
STM1795 14.64 STY4568 4446469 4447122 possible exported protein
STM0941 18.29 STY4585 4461477 4462019 hypothetical protein
STM0350 22.64 STY4602 4475820 4476350 putative phage tail protein

STY4414 4280699 4281538 hypothetical protein
aSTY4613 aSTY3689

STM1888 9.86 STY1906 1799363 1800310 prsA ribose-phosphate pyrophosphokina
STM0428 46.92 STY0123 124825 125532 yabJ hypothetical ABC transporter
STM1132 21.96 STY3519 3361024 3362514 nanT putative sialic acid transporter
STM2851 8.49 STY3552 3395510 3396010 mreD rod shape-determining protein
STM1606 2.98 STY0237 247152 249824 glnD [protein-PII] uridylyltransferas
STM1488 53.29 STY0720 717672 718892 nagC N-acetylglucosamine repressor
STM0476 64.72 STY3569 3413104 3413529 acrE
STM2285 14.32 STY0260 275810 276199 conserved hypothetical protein
STM3176 26.98 aSTY1545
STM2838 21.21 STY2172 2016739 2017152 yedD putative lipoprotein
STM2578 6.86 STY4085 3942888 3943820 rfaD ADP-L-Glycero-D-mannoheptose-6-e
STM0591 17.91 STY2229 2061144 2061937 cbiK

STY2171 2015215 2016699 amyA cytoplasmic alpha-amylase
STM3782 16.82 STY2236 2065813 2066418 cbiE precorrin-6Y C5,15-methyltransfe
PSLT054 61.03 STY2205 2043481 2044749 umuC UmuC protein
STM0648 2.93 STY0055 53852 56686 ileS isoleucyl-tRNA synthetase
STM0918 29.95 STY0095 94586 94876 probable secreted protein
STM3078 13.23 STY3490 3332126 3332677 possible exported protein
STM1812 11.69
STM1255 30.8 STY1087 1066679 1066846 rmf ribosome modulation factor (prot

STY1143 1106421 1107359 hypothetical protein
STM0222 3.81 STY1188 1148222 1150765 mdoH periplasmic glucans biosynthesis
STM0463 11.89 STY1239 1193288 1193929 tmk thymidylate kinase
STM0393 44.91 STY1260 1215333 1216241 putative ROK-family protein
STM4051 39.48 STY1168 1130754 1131446 putative secreted protein
STM3370 20.42 STY1226 1179342 1182545 rne ribonuclease E
STM1275 14.92 STY1252 1205600 1206139 putative secreted protein
STM2292 42.53
STM3765 19.84 STY4239 4105054 4105650 yhhF conserved hypothetical protein
STM3541 10.38 STY4918 4777978 4778775 deoC deoxyribose-phosphate aldolase
STM3323 6.98 STY1857 1766581 1767369 aadA aminoglycoside-resistance protei

STY1827 1744888 1745772 yeaD
STM3690 8.88
STM4101 17.23 STY0002 337 2799 thrA aspartokinase I/homoserine dehyd
STM2238 12.75

STM1179 19.72 STY4902 4764093 4764551 conserved hypothetical protein



STM2130 26.3 STY4936 4796535 4797959 creC putative two-component sensor ki
STM1976 18.84 STY0317 327721 328158 hypothetical protein
STM0169 26.72
STM3058 4.75 STY2909 2790727 2791713 gab protein homolog
STM3183 5.62 STY1127 1092736 1094100 copS histidine kinase
STM3982 20.9 STY2621 2455221 2456531 putative 3-ketoacyl-CoA thiolas
STM2253 8.2 STY2661 2498394 2499392 yfeH putative membrane protein
STM3794 13.33 STY2716 2548075 2549373 putative exported protein
STM3761 78.73 STY0948 938216 938893 conserved hypothetical protein
STM3504 9.96 STY0981 976302 977975 rpsA 30S ribosomal protein S1
STM2620 97 STY1034 1022132 1022734 putative bacteriophage protein
STM2565 17.44 STY0953 941414 942118 aat leucyl/phenylalanyl-tRNA-protein
STM4058 6.23 STY2811 2670261 2671646 putative sensor kinase protein
STM1285 13.79 STY3847 3704925 3705236 ygjN conserved hypothetical protein
STM2523 22.89 STY3758 3619134 3619796 talC putative transaldolase
STM2477 9.92 STY2989 2865343 2865795 hypothetical protein found with
STM0194 19.56 STY4687 4549216 4549692 FxsA protein

STY2725 2562415 2563128 purC phosphoribosylaminoimidazole-suc
STM3201 11.33 STY2781 2639453 2640238 sseB SseB protein
STM0168 6.08 STY2816 2679294 2680655 putative PTS system IIBC compon
STM2973 50.26 STY3830 3690386 3691534 alcohol dehydrogenase
STM3660 11.32 STY3784 3649581 3651086 glpK glycerol kinase
STM3789 10.16 STY3751 3609899 3610672 argB acetylglutamate kinase
STM3319 9.34 STY2513 2347856 2349484 glpA anaerobic glycerol-3-phosphate d
STM4018 10.93
STM1575 3.48 STY4884 4745128 4748637 hsdR subunit R of type I restriction-

STY2131 1984165 1985094 motB motility protein B
PSLT042 15.67 STY1788 1708995 1709531 putative membrane protein

STY0402 411771 413222 prpD PrpD protein
PSLT055 16.1 STY4433 4304371 4304979 lexA LexA repressor
STM3328 5.88 STY2983 2859262 2860179 sitA Iron transport protein, periplas
STM1212 16.43 STY1677 1605896 1606363 slyB outer membrane lipoprotein SlyB
STM1584 50.44 STY4754 4610391 4611794 cycA D-serine/D-alanine/glycine trans
STM1133 8.02

STY4787 4645474 4647447 putative BglB-family transcript
STM4104 3.8 STY4761 4617932 4619875 cpdB 2',3'-cyclic-nucleotide 2'-phosp
STM2928 17.8
STM2810 5.42 STY4794 4652879 4654297 treB PTS system, trehalose-specific I
STM2746 3.58
STM3493 13.6
STM0850 17.98 STY1864 1772234 1773211 putative inner membrane transpo
STM2165 35.91 STY1571 1521003 1521905 putative ABC transporter peripl
STM3541 52.11 STY3978 3844293 3845630 dsdX DsdX permease
STM1392 12.34 STY3951 3819535 3822270 torS Two-component sensor protein his
STM1792 37.4 STY0392 400342 401745 probable terminal oxidase subun
STM1352 63.5 STY0087 90278 91564 fixC FixC protein
STM3693 38.33 STY0174 178463 179227 pdhR pyruvate dehydrogenase complex r
STM1693 4.44 STY4434 4305158 4306483 dinF putative DNA-damage-inducible me
STM1487 12.33 STY2560 2395148 2396086 lrhA NADH dehydrogenase operon transc
STM0771 19.61 STY1768 1690744 1691493 btuD vitamin B12 ABC transport ATP-bi
STM0875 19.39 STY0898 891987 892595 ybjG putative permease protein
STM0162 32.73 STY1664 1592799 1593377 putative ferredoxin-like protei



STM0964 63.48 STY1565 1512843 1515281 dmsA1 putative dimethyl sulphoxide red
STM0018 10.47 STY1562 1511563 1512273 conserved hypothetical protein
STM1675 9.33 STY3991 3856485 3857498 hypothetical protein
STM1576 12.66 STY2820 2683501 2684697 putative transmembrane transpor
STM1548 18.66 STY0442 451765 452829 queA S-adenosylmethionine:tRNA ribosy
STM2482 23.84 STY4409 4277287 4277826 conserved hypothetical protein
STM2323 11.44 STY2599 2435482 2436294 truA tRNA pseudouridine synthase A
STM0342 16.03 STY0381 391048 391575 possible transcriptionl regulat
STM3666 9.24 STY2772 2624844 2625770 putative polyferredoxin
STM0984 21.08 STY0503 509626 511398 mdlA putative ABC transporter ATP-bin
STM1107 12.37 STY0614 613687 614247 ykgB putative membrane protein
STM4522 33.96 STY1782 1704154 1704468 putative membrane protein
STM3772 8.12 STY4767 4624308 4624946 msrA peptide methionine sulfoxide red
STM2719 16.93 STY4815 4675956 4676438 holC DNA polymerase III, chi subunit
STM0821 9.66 STY2841 2703013 2704050 yfiF putative RNA methyltransferase
STM0747 10.63 STY3378 3217921 3219600 putative exported protein
STM0973 71.19 STY3423 3263936 3266230 tdcE probable formate acetyltransfera
STM2018 10.34 STY3457 3297440 3298435 putative protease

STY3770 3635967 3636284 metJ repressor of the methionine regu
STM0861 6.2 aSTY1742

STY0514 519675 520145 putative membrane protein
STM1524 43.54 STY2911 2793029 2794477 gabD succinate-semialdehyde dehydroge
STM2062 4.54

STY2832 2694349 2694999 rseA sigma-E factor negative regulato
STM4098 16.28 aSTY3370
STM0593 4.21 STY4181 4039950 4042574 yhjO putative polysaccharide biosynth
STM2212 8.46 STY3452 3294919 3295437 conserved hypothetical protein
STM1979 22.53 STY1701 1627339 1627986 yscR putative type III secretion prot
STM0004 11.58 STY2740 2576788 2577825 purM phosphoribosylformylglycinamidin
STM0911 5.43 STY1160 1122071 1123579 putP sodium/proline symporter (prolin
STM2278 13.15 STY2933 2807533 2808492 nrdF ribonucleoside-diphosphate reduc
STM3570 7.24 STY0292 307746 308648 hypothetical protein
STM2882 1.75 STY3005 2876689 2878746 sipA pathogenicity island 1 effector
STM4058 13.54 STY4295 4170982 4172334 envZ two-component sensor kinase EnvZ
STM3628 47.45 STY1357 1318552 1319442 sapC peptide transport system permeas
STM3685 9.58 STY3826 3686650 3688119 rhaB rhamnulokinase
STM1950 9.5 STY0598 603450 604172 fimY fimbriae Y protein
STM1602 33.81 STY1264 1219329 1220339 sifA putative virulence determinant
STM1163 7.05 STY1201 1158791 1159837 pyrC dihydroorotase
STM3028 18.34 STY4326 4208646 4209248 fic cell filamentation protein Fic
STM2013 13.65 STY3838 3696497 3697300 fdhD FdhD protein
STM1910 60.19 STY0691 686772 688673 pbpA penicillin-binding protein 2
STM2912 28.81 STY0277 293718 294632 yafC hypothetical transcriptional reg
STM2053 8.01 aSTY1665
STM0521 7.08 STY3007 2879857 2881086 sipC pathogenicity island 1 effector
STM0078 7.33 STY1210 1166894 1167316 flgN flagella synthesis protein FlgN
STM0590 4.66 STY4450 4318337 4321162 uvrA excision nuclease subunit A
STM3706 14.81 STY2874 2742393 2742875 smpB SsrA (tmRNA)-binding protein

STY0042 40128 41621 putative secreted sulfatase
STY3740 3591565 3592515 coaA pantothenate kinase
STY4108 3968743 3968949 hypothetical protein
STY3913 3773728 3775110 atpD ATP synthase beta subunit



PSLT104 4.61 STY0429 437771 440873 sbcC exonuclease SbcC
STM1980 43.33 STY3012 2885385 2885645 spaQ secretory protein (associated wi
STM4279 49.79 STY2270 2094854 2095432 phsB thiosulfate reductase electron t
STM4066 19.02 STY2126 1977650 1978699 cheB protein-glutamate methylesterase
STM3589 26.59 STY1342 1302709 1303017 conserved hypothetical protein
STM1767 28.16 STY1729 1649864 1650502 ssrB putative two-component response

STY4072 3930435 3931559 waaG lipopolysaccharide core biosynth
STM4522 34.49 STY0382 391586 391810 probable secreted protein
STM0845 55.52 STY3723 3572671 3573429 thiF thiamine biosynthesis protein
STM0851 7.17 STY3574 3424379 3425830 trkH trk system potassium uptake prot

STY2767 2619121 2620395 hisS histidyl-tRNA synthetase
STM0338 20.27 STY3631 3487314 3487862 rffC lipopolysaccharide biosynthesis
STM3244 19.12 STY3652 3508199 3509743 ilvA threonine deaminase
STM1579 54.96 STY1290 1249356 1250066 narJ respiratory nitrate reductase 1
STM1533 35.38 STY1918 1811072 1811920 hyaF hydrogenase-1 operon protein Hya
STM4517 14.08 STY1316 1275070 1275690 ispZ putative intracellular septation
STM0789 16.84 STY0167 171520 172413 nadC nicotinate-nucleotide pyrophosph
STM1166 14.18 STY0465 471575 472366 phnV probable membrane component of 2
STM1568 57.4 STY3842 3701490 3702125 fdoI formate dehydrogenase-O gamma su
STM1181 3.79 STY1725 1643582 1644793 ssaD putative pathogenicity island pr
STM0024 54.76 STY0594 600633 601640 fimH FimH protein precursor
STM3009 7.87 STY3611 3465703 3466410 yigA conserved hypothetical protein
STM2465 6.9 STY3648 3504733 3506280 ilvC ketol-acid reductoisomerase
STM2641 2.8 STY0209 218282 219700 pcnB poly(A) polymerase
STM0575 42.05 STY1960 1851158 1851958 manY phosphotransferase enzyme II, C
STM0772 9.55 STY1910 1803420 1804511 putative ATP/GTP-binding protei
STM1414 22.45 STY3019 2890400 2892457 invA possible secretory protein (asso
STM3113 24.66 STY0517 521239 521613 ybaJ conserved hypothetical protein
STM1786 67.49 STY1523 1480110 1481213 hyaA2 uptake hydrogenase small subunit
STM0086 7.11 STY1544 1496807 1497994 putative membrane protein
STM1496 69.6 STY0964 958911 959774 dmsC anaerobic dimethyl sulfoxide red
STM0964 6.8 STY0659 658533 660812 molybdopterin-containing oxidor
STM0366 7.96 STY1515 1471213 1472375
STM4036 72.17
STM1224 35.22 STY1462 1412563 1413513 sifB putative virulence effector prot
STM1919 39.27
STM3861 11.68 STY1421 1372127 1372537 hslJ heat shock protein
STM3459 9.21 STY1354 1316029 1316736 conserved hypothetical protein

STY0554 560346 562760 putative membrane protein
STM0247 41.59 STY0559 565203 566219 sfbB ABC transporter ATP-binding prot
STM3472 38.53 STY0584 591675 592169 ppiB peptidyl-prolyl cis-trans isomer
STM2310 32.95 STY0639 640379 641548 entC isochorismate synthase EntC
STM4040 9.61 STY4615 4486600 4487178 putative phage baseplate assemb
STM2517 29.28 STY1284 1237990 1239519 putative invasin
STM1294 6.97 STY1935 1828430 1829974 nhaB regulator of intracellular pH; N
STM0580 5.51 aSTY3668; aSTY4635
STM1555 48.46 STY3156 3028619 3029641 possible regulatory protein
STM0285 8.65 STY4113 3974013 3975404 selA L-seryl-tRNA(Ser) selenium trans
STM3752 14.49 STY4041 3899797 3900141 hypothetical protein
STM2194 5.82 STY3342 3184202 3186373 conserved hypothetical protein
STM1185 17.29 STY3148 3019626 3020321 mutH DNA mismatch repair protein



STM0666 12.52 STY3308 3154801 3156213 uxaC uronate isomerase (glucuronate i
STM1492 21.58 STY2936 2810041 2811105 proW glycine betaine/L-proline transp
STM3513 24.17 STY2923 2801221 2801670 putative membrane protein
PSLT034 4.73 STY3562 3405869 3407320 panF sodium/pantothenate symporter (p
STM2595 66.27
STM2551 6.11 STY3211 3078110 3079240 gcvT aminomethyltransferase
STM4064 24.35 aSTY3242
STM2246 12.8 STY3293 3139940 3140623 LysR-family transcriptional reg
STM4264 21.52 STY0511 517438 518988 ylaB hypothetical 58.9 kDa protein in
STM4290 28.45 STY4194 4059043 4060365 yhjE hypothetical metabolite transpor
STM0796 24.49
STM3676 47.59 STY4743 4603641 4604495 sgaU conserved hypothetical protein
STM4118 2.61 STY4813 4671772 4672959 putative innner membrane protei

STY4937 4798017 4799366 creD inner membrane protein CreD
STM3474 8.06 STY2963 2839397 2840530 putative rubredoxin reductase
STM1713 10.39 STY2410 2242465 2243373 putative transcriptional regula
STM2088 4.4 STY2292 2119214 2120647 rfbK phosphomannomutase
STM2162 20.86 STY2924 2801705 2802055 ygaC conserved hypothetical protein
STM3773 7.32 STY2427 2256801 2257469 folE GTP cyclohydrolase I
PSLT016 7.65 STY2315 2143528 2144922 wcaJ putative extracellular polysacch
STM0862 12.96 STY2406 2238562 2239260 glutathione-S-transferase-famil
STM3112 39.8 STY1927 1819619 1820230 mltE membrane-bound lytic murein tran
STM0266 12.36 STY4122 3985635 3987131 lyxK putative L-xylulose kinase
STM4154 9.49
STM2292 35.4 STY1972 1859271 1860062 kdgR transcriptional regulator KdgR
STM4571 7.41 STY4106 3966919 3967620 putative lipoprotein
STM1991 25.08 STY4357 4232972 4233283 rpsJ 30S ribosomal subunit protein S1
STM2841 17.28 STY4717 4579891 4580841 miaA tRNA delta-2-isopentenylpyrophos
STM1826 71.2 STY3422 3262502 3263866 tdcG L-serine dehydratase
STM3655 9.84 STY3480 3324741 3325913 probable GTP-binding protein
STM1919 27.29 STY3395 3240258 3241778 air aerotaxis receptor protein
STM3188 8.44 STY3310 3158238 3160094 gsp glutathionylspermidine synthetas
STM4047 20.74 STY3222 3090113 3090748 possible membrane transport pro
STM1179 15.98 STY1217 1171315 1172070 flgF putative flagellar basal-body ro
STM2981 19.18 STY3386 3229453 3230064 putative membrane protein
STM2397 8.64 STY1735 1653541 1655314 ttrS
STM3754 22.82
STM4297 14.32 STY3372 3214506 3215183 dsbB disulfide isomerase
STM4305 15.37 STY3256 3118212 3118805 conserved hypothetical protein
PSLT095 5.42 STY3207 3071829 3073262 bglA 6-phospho-beta-glucosidase
STM3640 22.34 STY0800 797102 797488 probable secreted protein
STM1508 58.76 STY3307 3153317 3154789 uxuB D-mannonate oxidoreductase
STM2164 14.57 STY3230 3096984 3097562 putative membrane protein
STM3250 20.25 STY1139 1102448 1103251 hpcG 2-oxo-hepta-3-ene-1,7-dioic acid
STM1785 11.36 STY0810 806416 807324 putative membrane protein
STM4024 9.2 STY0853 847486 848481 HlyD-family secretion protein
STM0637 59.43 STY0896 889909 891111 dacC D-alanyl-D-alanine carboxypeptid
STM2560 26.52 STY0510 516818 517207 ybaZ putative methylated-DNA methyltr
STM0006 34.58 STY0424 434108 434392 yaiE conserved hypothetical protein
STM1057 15.15 STY3296 3142971 3143237 hypothetical protein
STM0398 40.62
STM3173 44.7



STM0204 49.44 STY2787 2644800 2645123 yfhF conserved hypothetical protein
STM4275 22.85 STY2191 2031707 2031940 dsrB DsrB protein
STM1241 46.04
STM2564 17.9 STY2415 2246526 2246771 putative membrane protein
STM3274 48.9 STY0862 854809 855075 ybiI hypothetical Zinc-finger contain
STM1550 57.86 STY4789 4647757 4648041 relE conserved hypothetical protein
STM0615 37.51 STY4880 4741439 4741834 yjiW conserved hypothetical protein

STY3048 2914796 2915032 conserved hypothetical protein
STM2541 41.24 STY1754 1673765 1674133 conserved hypothetical protein
STM0353 16.15 STY1158 1117233 1117628 putative secreted protein
STM1376 75.81 STY1745 1666834 1667070 lppA major outer membrane lipoprotein
STM2525 16.2 STY4150 4010780 4011067 conserved hypothetical protein
STM0351 9.03 STY4092 3951821 3952252 putative secreted protein
STM1828 7 STY0045 43198 44181 hypothetical protein
STM1350 13.78 STY0081 82381 83934 caiC probable crotonobetaine/carnitin
STM0032 62.56 STY0046 44308 46023 possible sulfatase
STM1117 18.77 STY0102 100653 101132 folA dihydrofolate reductase type I
STM0163 29.9 STY0106 103285 104274 pdxA pyridoxal phosphate biosynthetic
STM2983 49.78 STY0091 93425 93655 putative lipoprotein
STM4410 31.45
STM1993 23.9 STY1439 1390720 1391064 putative membrane protein

STY1372 1328102 1328326 pspB phage shock protein B
STM1585 43.9 STY1391 1343304 1343540 putative lipoprotein
STM3023 45.16
STM2851 23.4 STY3375 3216384 3216740 conserved hypothetical protein
PSLT043 4.08
PSLT028 32.71
STM2104 15.3
STM0557 16.31
STM2458 9.89
STM0769 5.49
STM3848 11.39
PSLT055 40.38
STM0408 6.34
STM3251 7.65
STM0252 13.12
STM1154 11.97 aSTY4846
STM1005 59.28
STM1959 51.03
STM2600 65.98
STM1038 70.75
STM1046 69.34
STM2421 62.18 STY3268 3127850 3129106 nupG nucleoside permease

STY0311 325202 325672 hypothetical protein
STY0350 357726 358343 hypothetical protein

STM0220 17.48 STY1018 1014106 1014420 gam host-nuclease inhibitor protein
STY1045 1028101 1028361 putative bacteriophage protein
STY1061 1039842 1041830 putative bacteriophage protein

STM1338 9.19 STY2036 1905864 1906361 putative bacteriophage protein
STM4010 21.32 STY0476 482464 483135 probable secreted protein
STM2628 31.17 STY1020 1014982 1015386 putative DNA-binding protein

STY1047 aSTY2040 1029169 1030572 putative prophage terminase lar



STM0994 17.5 STY1063 1042417 1042719 putative bacteriophage protein
STY2039 aSTY1048, aSTY10491908238 1909740 conserved hypothetical protein

STM2558 24.32 STY2055 1917646 1917789 hypothetical protein
STM2701 10.59 STY1625 1558540 1559967 bacteriophage tail sheath prote
STM2435 48.24 STY1672 1601223 1601990 pdxY pyridoxamine kinase

STY2016 aSTY1070 1892192 1893391 putative bacteriophage protein
STM0928 9.26 STY2032 1903577 1904131 putative bacteriophage protein
STM2754 7.87 STY2057 1919308 1920240 hypothetical protein
STM2632 24.88 STY2073 1927497 1930625 recE exodeoxyribonuclease VIII
STM3415 13.43 STY1760 1681680 1682438 aroD 3-dehydroquinate dehydratase

STY1067 1045023 1045451 putative bacteriophage protein
STY2043 1912209 1912610 putative bacteriophage protein
STY2059 1920890 1921297 putative bacteriophage protein

STM2175 6.65 STY3660 3516918 3517487 cI repressor protein
STY3676 3529872 3530705 putative capsid scaffolding pro

STM2584 7.28 STY4654 4514621 4515415 vexB Vi polysaccharide export inner-m
STY4671 4534634 4536370 putative membrane protein

STM4315 5.15 STY4824 4687302 4688465 hypothetical protein
STM1790 2.61 STY4849 4706399 4710148 helicase related protein
STM2528 8.6 aSTY4144
STM1057 12.16 STY4525 4414441 4415022 hypothetical protein

STM0233 4.3 STY1267 1222902 1224131 pepT aminotripeptidase
STM4456 10.87 STY0146 148814 150130 murD UDP-N-acetylmuramoyl-L-alanine:D
STM2274 12.68
STM0067 11.47 STY0200 209360 210154 panB 3-methyl-2-oxobutanoate hydroxym
STM2502 3.12 STY0257 271774 273537 putative secreted chitinase
STM1728 78.73 STY1548 1500132 1500314 conserved hypothetical protein
STM0591 17.82 STY0221 232071 234128 fhuB ferrichrome transport protein Fh

STY0705 701827 702207
STM2424 17.53 STY0734 734222 734992 ybfF putative esterase/lipase YbfF
STM3698 46.22
STM2066 9.74
STM0501 5.71 STY3899 3759977 3761473 yieN conserved hypothetical protein
STM2309 38.19
STM0109 30.64 STY3923 3785633 3787390 conserved hypothetical protein
STM0030 48.86 STY0014 15020 15967 putative regulatory protein
STM3788 14.47 STY2637 2472067 2473458 pgtP phosphoglycerate transporter pro
STM2589 10.34 STY0808 804120 805166 galT galactose-1-phosphate uridylyltr
STM1301 33.24 STY0157 162968 163363 mutT 7,8-dihydro-8-oxoguanine-triphos
STM2778 34.23
STM0125 9.13 STY1112 1084014 1084673 putative membrane protein
STM1792 13.54 STY4395 4254841 4255413 yrdC conserved hypothetical protein
STM0085 43.09 STY4340 4219938 4220489 yheR putative oxidoreductase

STY4300 4177543 4178253 yrfG putative hydrolase
STY1869 1776622 1777665 hypothetical protein

STM1457 15.13 STY4348 4226017 4226373 yheM conserved hypothetical protein



STM2404 14.45 STY4309 4187847 4188368 aroK shikimate kinase I
STM0643 22.96 STY1273 1230346 1230993 conserved hypothetical protein
STM1212 31.52 STY1843 1759179 1759430 conserved hypothetical protein
STM2253 6.64 STY2316 2144976 2146346 manB phosphomannomutase
STM2984 11.12 STY2346 2183793 2184677 hypothetical protein
STM1558 39.81 STY4273 4139841 4141805 glgX glycogen operon protein
STM1646 42.93 STY4237 4104402 4104773 putative membrane protein

STY2348 2185405 2187516 hypothetical protein
STM0293 5.47
STM0685 22.9 STY0328 339851 340156 hypothetical protein
STM1486 45.16
STM2154 13.39 STY2337 2169451 2170320 alkA DNA-3-methyladenine glycosidase
STM2713 35.43 aSTY4618

STM1981 5.58
STM4062 8.48 STY1085 1064225 1065865 pqiB putative secreted protein
STM4292 29.52 STY1647 1575105 1575836 rstA putative two-component response
STM4383 49.07 STY0917 908948 910291 possible transport protein

STM1046 76.33
STM4307 27.96 STY2773 2625707 2626516 putative anaerobic reductase co
STM2859 41.34 STY2809 2668161 2669498 yfhA putative transcriptional regulat
STM0910 67.52
STM0844 32.61 STY0968 963203 964000 pflA pyruvate formate-lyase 1 activat
STM4357 4.55 STY0997 995531 997378 ycbB putative exported protein
STM1499 16.42 STY3810 3673291 3674187 yiiP putative transmembrane efflux pr
STM2842 8.5 STY4420 4288320 4289054 putative exported protein
STM1753 16.98 STY3034 2903367 2903663 hypothetical protein
STM0735 20.41 STY4702 4559748 4560482 frdB fumarate reductase, iron-sulfur
STM1050 85.25
STM3476 18.44 STY0974 967949 968806 focA probable formate transporter (fo
STM0893 63.21 STY1011 1008747 1010087 int integrase
STM0798 3.09 STY4405 4270729 4274412 metH B12-dependent homocysteine-N5-me
STM3067 61.41
STM1928 22.84 STY4449 4317750 4318250 putative lipoprotein
STM0143 10.05 STY4805 4665404 4666624 arginine deiminase
STM2820 13.27 STY2564 2400919 2401596 putative phosphatase
STM4174 28.06 STY2591 2427893 2429320 putative transcriptional regula

STY1248 1201437 1202261 conserved hypothetical protein
STM1487 28.87
STM2341 13.01 STY1203 1160625 1161272 grxB glutaredoxin 2
STM1692 5.1 STY3726 3574379 3575512 thiH thiamine biosynthesis protein
STM1368 40.09 STY1791 1711222 1712613 putative sodium:dicarboxylate s
STM2252 11.48 STY4713 4574716 4576263 yjeF conserved hypothetical protein
STM3655 40.27
STM3014 20.9 STY2487 2316105 2316596 napF ferredoxin-type protein NapF
STM3828 6.55 STY2521 2355811 2357028 putative MR-MLE-family protein
STM0654 10.21
STM1951 9.93 STY2489 2317713 2319356 yojI putative ABC transporter ATP-bin
STM3158 14.39 STY2524 2359373 2360020 conserved hypothetical protein
STM0370 8.93 STY2561 2397018 2398232 putative aminotransferase

STY2600 2436294 2437370 usg putative semialdehyde dehydrogen



STM2528 10 STY1800 1719686 1721044 celB PTS system, cellobiose-specific
STM2896 22.65 STY1706 1631029 1633074 ssaV putative type III secretion prot

STY3902 3764066 3764524 asnC regulatory protein
STM0046 15.94 STY0337 346165 346635 safD putative fimbrial structural sub

STY0253 265810 266406 rnhB ribonuclease HII
STM2253 12.06 STY4430 4300332 4301204 ubiA 4-hydroxybenzoate octaprenyl tra
STM3983 23.99 STY2620 2453074 2455221 putative fatty acid oxidation c
STM1383 10.58 STY0151 154947 155777 ftsQ cell division protein FtsQ
STM1106 13.25 STY1810 1728808 1729842 astA arginine N-succinyltransferase
STM0076 58.8
STM2985 50.22 STY1749 1668614 1669030 conserved hypothetical protein
STM2221 19.12 STY1491 1447243 1448730 smvA methyl viologen resistance prote
STM2160 16.67 STY1703 1629003 1629377 ssaP putative type III secretion prot
STM3930 55.73 STY0438 446857 448227 proY proline-specific permease ProY
STM3823 54.96 STY2481 2310634 2311236 napC cytochrome c-type protein NapC
STM3248 8.94 STY2818 2681675 2682523 yfhH putative transcriptional regulat
STM3827 6.78 STY2279 2105221 2106045 conserved hypothetical protein
STM2851 15.77 STY0122 124019 124786 yabI DedA family integral membrane pr
STM3000 13.43 STY0166 170861 171298 ppdD prepilin peptidase dependent pro
STM3174 25.95 STY2499 2331373 2334090 gyrA DNA gyrase subunit A
STM4063 54.98 STY2681 2515641 2516657 cysP thiosulphate-binding protein pre
STM1952 41.13 STY0867 859258 859917 glnP glutamine transport system perme
STM0837 57.48 STY2218 2053027 2053956 erfK putative exported protein
STM0591 34.43 STY0636 636684 637691 fepD ferric enterobactin transport pr
STM0914 72.18
STM1734 12.62
STM3059 8.75 STY4044 3902226 3904544 putative glycosyl hydrolase
STM1692 50.2 STY4168 4027178 4028785 dppA periplasmic dipeptide transport
STM4466 5.46 STY4254 4118018 4119334 ugpB glycerol-3-phosphate-binding per
STM3607 31.06 STY0950 939882 940793 acT hypothetical transcriptional act
STM4100 11.85 STY2764 2615707 2617179 putative GTP-binding protein
STM3389 48.7 STY0521 526616 527269 acrR potential acrAB operon repressor
STM1429 39.59 STY0562 568074 569000 hypothetical lysR-family transc
STM2160 10.46 STY4757 4614741 4615430 ytfE conserved hypothetical protein
STM1566 9.15 STY4863 4725840 4726853 trpS2 probable tryptophanyl-tRNA synth
STM1062 37.56 STY4928 4788953 4790620 conserved hypothetical ABC tran
STM3928 20.07 STY4139 4004132 4004485 yiaB putative membrane protein
STM2069 32.69 STY3415 3257518 3258414 possible LysR-family transcript
STM1617 23.66 STY4313 4191923 4192600 rpe ribulose-phosphate 3-epimerase
STM3181 35.58 STY3943 3808932 3811346 gyrB DNA gyrase subunit B
STM0045 9.33 STY2286 2112151 2112927 hisF cyclase HisF
STM4261 6.93 STY0451 459745 460608 tsx nucleoside-specific channel-form

STY1344 1304384 1305121 pyrF orotidine-5'-P decarboxylase
STM1850 17.38 STY4389 4249753 4251042 sun sun protein
STM1075 7.8 STY4310 4188425 4189513 aroB 3-dehydroquinate synthase
STM0483 6.59 STY2168 2012950 2014353 fliD flagellar hook associated protei
STM3302 10.67 STY2827 2688914 2689594 rnc ribonuclease III
STM2051 31.02 STY2700 2533611 2535014 eutE putative aldehyde dehydrogenase
STM3528 31.18 STY3887 3743139 3743654 mobB molybdopterin-guanine dinucleoti
STM4065 11.21 STY3016 2888256 2888699 spaM secretory protein (associated wi
STM2231 55.13 STY1883 1784276 1784515 msgA putative virulence protein
STM0791 4.49 STY3008 2881114 2882895 sipB pathogenicity island 1 effector



STM3186 5.13 STY0903 897122 898807 putative membrane protein
STM0371 10.13 STY0886 879483 880424 ybiK putative L-asparaginase
STM0125 8.07 STY4323 4206350 4207531 yhfC putative membrane protein
STM1606 11.66 STY2252 2080580 2081212 pduL conserved hypothetical protein
STM0182 19 STY4487 4374722 4375165 phnB conserved hypothetical protein
STM4499 48.63 STY2107 1958745 1959485 yebC conserved hypothetical protein
STM1442 46.08 STY3546 3385571 3386530 yhcQ possible exported protein
STM2509 28.47 STY0052 52277 52540 rpsT 30S ribosomal protein S20
STM2249 12.07 STY0290 306444 306938 conserved hypothetical protein

STY1426 1377205 1377654 hypothetical protein
STM0492 7.55 STY3858 3713726 3714478 yihR conserved hypothetical protein
STM2241 28.82 STY0833 831540 833804 slrP
STM0493 10.43 STY2255 2081988 2082998 pduO conserved hypothetical protein
STM1255 5.54 STY4497 4387518 4388870 melA alpha-galactosidase
STM3042 9.43 STY2114 1964777 1965748 conserved hypothetical protein
STM0863 44.25 STY2268 2092797 2093969 yeeC
STM3128 3.26 STY4456 4325000 4326307 putative type-I secretion prote
STM2915 38.26 STY2872 2741487 2741762 conserved hypothetical protein
STM3506 19.48 STY0054 52869 53807 ribF riboflavin biosynthesis protein
STM4465 26.85 STY4790 4648045 4648590 nrdG anaerobic ribonucleoside-triphos
STM1529 27.99 STY1533 1487971 1488513 putative exported protein
STM4556 9.05 STY3637 3493453 3494556 rfe putative undecaprenyl-phosphate
STM0771 13.49 STY3598 3452617 3453633 pldB lysophospholipase L2
STM0838 6.6 STY3120 2988303 2989430 ygdE conserved hypothetical protein

STY3736 3587676 3588140 rplK 50S ribosomal subunit protein L1
STM3485 11.35 STY1219 1172921 1173619 flgH flagellar L-ring protein precurs
STM0575 19.4 STY4320 4202176 4202985 nirC putative nitrite transporter
STM4463 43.8 STY3540 3381626 3382096 argR arginine repressor
STM2441 13.14 STY3083 2947562 2948362 conserved hypothetical protein
STM1509 20.94 STY3778 3644410 3644940 hslV heat shock protein
STM2388 23.6 STY3577 3428004 3430193 fadB large (alpha) subunit of the fat
STM1287 40.4 STY3593 3445786 3447132 putative regulatory protein
STM0790 12.96 STY3609 3464088 3464840 yigB conserved hypothetical protein
STM2834 3.92 STY3620 3472059 3474650 cyaA adenylate cyclase
STM1390 42.2 STY1855 1764926 1765774 putative transcriptional regula
STM1214 1.42 STY3731 3576977 3581200 rpoC DNA-directed RNA polymerase, bet
STM0937 7.44 STY1352 1312786 1313574 fabI enoyl-[acyl-carrier-protein] red
STM2479 10.11 STY2127 1978696 1979562 cheR chemotaxis protein methyltransfe
STM0703 10.22 STY3103 2971083 2971865 yqcB putative RNA pseudouridylate syn

STY0919 910653 912140 probable sulfatase
STM3901 21.94 STY0565 570690 572471 gcl glyoxylate carboligase

STY0999 998214 998861 ycbL conserved hypothetical protein
STM1762 56.6 STY1486 1438888 1439583 narW respiratory nitrate reductase 2
STM0339 26.17 STY0369 378844 379602 stbE fimbrial chaperone protein

STY1317 1275666 1276490 yciC putative membrane protein
STM1172 11.39 STY1909 1802695 1803303 pth peptidyl-tRNA hydrolase
STM3983 5.8 STY1948 1836823 1838580 fadD long-chain-fatty-acid--CoA ligas
STM1063 24.73 STY1979 1866210 1867493 putative membrane protein

STY2083 1936029 1936685 conserved hypothetical protein
STM4347 18.17 STY0522 527388 530750 integral membrane protein AefA
STM2529 31.12 STY0660 660809 661366 molybdopterin-containing oxidor
STM0053 52.79 STY0674 672791 674452 dpiB sensor kinase DpiB



STM0461 22 STY0985 980946 982694 msbA probable transport ATP-binding p
STM3474 13.4 STY0648 650170 650787 conserved hypothetical protein
STM0006 27.06 STY1456 1406735 1407331 tehB tellurite resistance protein Teh
STM0999 62.2
STM1664 16.14 STY1459 1409479 1410015 putative DNA-binding protein
STM1703 24.88 STY4188 4049730 4051703 yhjK conserved hypothetical protein
STM3017 28.34
STM3827 47.26 STY4097 3955101 3956411

STY2971 2846784 2848493 hycE formate hydrogenlyase subunit 5
STM3792 44.56 STY3115 2982410 2983726 fucP L-fucose permease
STM0984 15.83 STY2877 2755839 2757995 putative type I secretion prote

STY0452 460908 461447 yajI putative lipoprotein
STM0747 4.07 STY0492 497690 500044 lon Lon protease

STY4227 4094257 4094658 nikR nickel responsive regulator
STM4447 5.42 aSTY4162
STM4117 10.66 STY4118 3982461 3983273 putative transcriptional regula
STM3936 5.51 STY4090 3948736 3950019 conserved hypothetical protein
STM1102 10.87 STY0279 296065 296844 yafD conserved hypothetical protein
STM3686 4.87 STY0443 453026 454153 tgt queuine tRNA-ribosyltransferase;
STM2854 57.4 STY3315 3163369 3163710 hybF hydrogenase-2 component protein
STM2129 20.36 STY2941 2815862 2817400 emrB multidrug resistance protein B
STM3239 37.32 STY4173 4033187 4034485 yhjV putative amino acid permease
PSLT059 10.3 STY4115 3977536 3978417 putative sugar kinase
STM3503 52.8 STY3477 3322453 3322929 greA transcription elongation factor
STM0141 19.77 STY3392 3236659 3237426 conserved hypothetical protein
STM2318 9.42 STY3305 3150313 3151617 exuT hexuronate transporter
STM0209 2.95 STY2948 2824270 2826900 alaS alanyl-tRNA synthetase
STM2191 14.26 STY2424 2252975 2253973 mglB D-galactose-binding periplasmic

STY2462 2293213 2293833 putative membrane protein
STM4005 31.83 STY2961 2836255 2837775 ygaA putative sigma-54-dependent tran
STM1745 20.48 STY2453 2284421 2285515 yejB putative binding-protein-depende
STM2746 12.31
STM2164 31.21 STY2392 2222829 2223560 yehW putative permease transmembrane
STM4042 5.49 STY0930 920767 921768 ybjU L-allo-threonine aldolase
STM2970 9.95 STY4368 4238092 4238463 rplN 50S ribosomal subunit protein L1

STY2378 2208414 2209421 stcD putative exported protein
STY2408 2239932 2240969 putative gentisate 1,2-dioxygen

STM1960 4.88 STY4378 4242144 4243475 prlA preprotein translocase subunit
STM2333 4.4 STY4214 4080174 4081670 pitA putative low-affinity inorganic
STM0589 12.7 STY3521 3363658 3364449 putative GntR-family transcript
STM3391 5.68 STY4885 4748835 4749749 mrr mrr restriction system protein
STM1357 2.56 STY4769 4626889 4630668 ytfN putative exported protein
STM0192 22.97 STY4907 4768834 4769271 holD DNA polymerase III, psi subunit
STM1478 8.62 STY4699 4558327 4558860 blc putative lipoprotein
STM3069 14.74 STY4798 4659111 4659497 yjgF conserved hypothetical protein
STM3780 20.61 STY3435 3279763 3280617 gatY tagatose-bisphosphate aldolase
STM2119 40.91 STY0712 708474 709352 haemolysin-related protein
STM3685 33.57 STY3501 3340797 3341288 ptsN nitrogen regulatory IIA protein
STM0768 16.04 STY3414 3257114 3257479 putative membrane protein
STM3369 16.23 STY0211 220806 221261 dksA dosage-dependent dnaK suppressor
STM1170 9.19 STY1717 1638771 1639250 sscB putative pathogenicity island pr
STM3949 18.62 STY3200 3066947 3067843 xerD site-specific integrase/recombin



STM3350 56.14
STM1637 10.56 STY1722 1642206 1642796 sseB putative pathogenicity island ef
STM1879 14.92 STY1120 1088329 1088670 sigE cell invasion protein
STM4262 5.57 STY0768 766975 768451
STM1216 14.55 STY0821 817657 818598 hutG formiminoglutamase
STM3851 19.19 STY0871 862092 862979 ybiF putative membrane protein
STM1904 13.28 STY3205 3070536 3071195 putative membrane protein
STM0969 36.35 STY3093 2957978 2958334 hypothetical protein
STM3225 19.93 STY0444 454176 454508 yajC putative membrane protein
STM2281 31.86 STY0516 520993 521211 hha haemolysin expression modulating
STM0745 18.03 STY3332 3175691 3176425 exbB biopolymer transport ExbB protei
STM3007 53.51 STY3123 2991074 2991310 possible lipoprotein
STM0629 63.89 STY2204 2042823 2043035 cspB cold shock protein
STM1577 10.24 STY4484 4370484 4372631 fdhF formate dehydrogenase H
STM0579 23.67 STY4447 4317068 4317424 conserved hypothetical protein
STM0995 30.76 STY4691 4553477 4553848 yjeI putative membrane protein
STM1513 76.19 STY1156 1116294 1116461 conserved hypothetical protein
STM2244 48.56
STM1184 6.87 STY2529 2363684 2365666 putative lipopolysaccharide mod
STM3817 99.6 STY2478 STY3961 2308551 2309288 ccmC1 heme exporter protein C1
STM3591 42.89 STY4639 4503894 4504127 hypothetical protein
STM2344 30.59 STY1448 1399786 1400223 putative phosphotransferase enz
STM0380 19.95 STY1535 1489739 1490098 conserved hypothetical protein
STM0614 21.07 STY1416 1366390 1366824 conserved hypothetical protein
PSLT064 43.32 STY2082 1935691 1935921 holE DNA polymerase III, theta subuni
STM4467 8.89 STY0165 169466 170851 hofB protein transport protein HofB
STM2975 38.63 STY3990 3855157 3856473 probable permease
STM1651 5.34 STY3900 3761467 3762918 conserved hypothetical protein
STM1207 28.19 STY0456 463245 463715 ribH 6,7-dimethyl-8-ribityllumazine s

STY3241 3106596 3106727 conserved hypothetical protein
STM3145 50.88
STM1155 35.56 STY1424 1376540 1376731 putative lipoprotein

STY1374 1328708 1328926 pspD phage shock protein D
STM1061 32.78
STM3826 47.21 STY1970 1858524 1858667 putative membrane protein
STM1548 29.39
STM1326 51.3 STY0788 787054 787167 putative membrane protein
STM2249 17.44
PSLT049 93.88
STM3632 9.09
STM2427 24.91

PSLT109 100
STM2513 18.81
STM4029 10.12
STM2958 36.21
STM4399 5.56

STM2971 67.59 aSTY1956
STM0750 34.1 STY1042 1026467 1027081 putative bacteriophage protein
STM1032 48.31
STM1270 17.96



STM2960 63.5 aSTY3099
STM2474 70.82 aSTY3236
STM1499 66.69 aSTY0962
STM2338 17.05 STY1596 1540814 1541029 hypothetical protein

STY1613 1549534 1549845 hypothetical protein
STM4532 3.45 STY1629 1561381 1563846 putative bacteriophage protein
STM3159 39.39 STY1879 1782112 1782240 hypothetical protein

STY2020 1894800 1895228 putative bacteriophage protein
STM3028 17.54 STY3086 2949638 2952337 steB outer membrane usher protein

STY1615 1550387 1551982 conserved hypothetical protein
STY1631 1564727 1564942 putative bacteriophage tail fib

STM0141 25.05 STY1887 1786270 1786647 hypothetical protein
STM0834 14.75 STY2022 1896154 1896489 putative exported protein
STM0199 11.64 STY3088 2953143 2953649 steD fimbrial subunit
STM2257 21.51 STY3287 3136966 3137151 hypothetical protein

STY1027 1019268 1019840 hypothetical bacteriophage prot
STM3478 7.85 STY1049 aSTY1048, aSTY2038, aSTY2039 1031929 1032663 putative bacteriophage protein

STY1065 1043789 1044142 putative secreted protein
STM2775 7.82 STY2041 1911073 1911822 putative bacteriophage protein
PSLT075 12.02 STY3289 3137880 3138506 hypothetical protein
STM3287 7.76 STY3658 3515470 3516522 probable bacteriophage integras

STY1051 1033902 1034408 putative bacteriophage protein
STY2026 1898476 1900428 putative bacteriophage protein
STY3092 2956439 2957269 hypothetical protein

STM0385 51.78 STY2067 1925628 1925783 conserved hypothetical protein
STM4422 9.95 STY2297 2125658 2126956 rfbX putative O-antigen transporter
STM3356 11.21 STY2364 2195375 2195992 putative exported protein
PSLT066 46.94 STY4536 4422151 4422687 ssB single strand binding protein

STY4559 4440435 4440986 hypothetical protein
STY4576 4453846 4454814 hypothetical protein

STM2523 8.13 STY4593 4469696 4470604 hypothetical protein
STM1557 6.16 STY4221 4085976 4087142 putative aminotransferase

STY4539 4423868 4425112 pilL putative exported protein

STY0082 83997 85214 caiB L-carnitine dehydratase
STM2838 51.03 STY3494 3335488 3336474 conserved hypothetical protein
STM0498 14.91 STY3534 3375845 3376462 ttdB tartrate dehydratase
STM1703 29.2 STY3568 3411528 3413138 putative exported protein
STM0656 39.94
STM3028 14.08 STY0730 731339 732265 lysR-family transcriptional reg

STY0243 254731 255927 dxr 1-deoxy-D-xylulose 5-phosphate r
STM3828 14.71 STY1556 1508770 1509984 rspA starvation sensing protein RspA
STM1789 51.05 STY1527 1483718 1484326 hyaD2 hydrogenase 1 maturation proteas
STM3886 10.74 STY4795 4654435 4655382 treR trehalose operon repressor
STM2463 10.93 STY2238 2067551 2068030 cbiC
STM2473 64.72 STY0007 7665 8618 talB transaldolase B
STM0848 6.18 STY1327 1284001 1285596 trpD anthranilate synthase component



STM2851 17.69 STY2226 2059701 2060437 cbiM
STY1325 1281436 1282629 trpB tryptophan synthase beta chain

STM0142 15.42
STM4532 3.98 STY0111 109800 112706 hepA probable ATP-dependent helicase
STM0286 9.44 STY3513 3356360 3357613 codB cytosine permease
STM0927 84.37
STM4292 43.02 STY1128 1094093 1094839 copR response regulator
STM3337 66.41 STY1166 1128367 1129047 conserved hypothetical protein
STM3944 15.93 STY1205 1162781 1163365 rimJ ribosomal-protein-alanine acetyl
STM0236 16.35 STY1250 1203322 1203864 conserved hypothetical protein
STM0668 8.41 STY1848 1761136 1761783 putative membrane protein
STM2401 58.48 STY1192 1152892 1153812 htrB lipid A biosynthesis lauroyl acy
STM3976 39.55 STY1241 1194941 1195738 conserved hypothetical protein
STM2284 6.96 STY4277 4147107 4148615 glpD aerobic glycerol-3-phosphate deh
STM2249 8 STY4260 4123472 4125214 ggt gamma-glutamyltranspeptidase pre
STM0546 14.59 STY4895 4758838 4759299 yjjA putative secreted protein
PSLT108 37.96 STY4931 4793252 4793587 yjjX
STM1226 18.8 STY1841 1758466 1758813 putative bacteriophage protein
STM4011 6.12 STY4899 4761193 4762140 putative membrane protein
STM1519 19.87 STY4933 4794279 4795148 rob right origin-binding protein
STM4301 2.59 STY0298 312685 314193
STM1855 4.65
STM3693 8.53 STY2892 2774411 2775655 iroD putative ferric enterochelin est
STM2112 8.33
STM0373 8.59
STM0972 11.79
STM0585 18.63 STY2894 2776664 2778844 iroN TonB-dependent outer membrane si
STM2272 21.68
STM2289 59.46 STY1140 1103262 1104053 hpcH 2,4-dihydroxyhept-2-ene-1,7-dioi
STM0994 7.66 STY2646 2480998 2482650 putative decarboxylase
STM0951 22.32 STY2686 2519910 2520335 putative acetyltransferase
STM3971 13.54 STY2728 2565312 2565950 gcvR glycine cleavage system transcri
STM1901 7.03 STY0966 960124 961272 ycaD probable transport protein
STM1378 8.64 STY0995 990043 990720 mukE KicA protein
STM0429 8.38 STY3863 3720474 3721322 hypothetical protein
STM4600 34.82 STY2791 2647697 2648428 putative RNA methyltransferase
STM1868 40.43
STM4571 15.14 STY3791 3656029 3656358 conserved hypothetical protein
STM1909 3.52 STY3755 3616149 3617882 yijP putative membrane protein
STM1495 42.22 STY4509 4400812 4401498 conserved hypothetical protein
STM2459 7.8
STM2410 30.8 STY2744 2582300 2584513 putative membrane protein
STM4294 42.99 STY2805 2662623 2663954 cadB probable cadaverine/lysine antip
STM0923 42.62
STM1106 17.07 STY3802 3665690 3666412 putative GntR-family regulatory
STM3858 53.4
STM0956 9.89 STY2979 2854249 2855370 hypD hydrogenase isoenzymes formation
STM3952 7.26
STM1041 19.9 STY4872 4733220 4734440 putative membrane protein
STM2470 56.14 STY2260 2087422 2087772 putative propanediol utilizatio
STM1808 30.84 STY1850 1762192 1762554 conserved hypothetical protein
STM1482 30.13 STY1584 1532014 1532343 putative membrane protein



STY1274 1231074 1232180 trmU tRNA (5-methylaminomethyl-2-thio
STM2451 9.55 STY1253 1206213 1206848 putative TetR-family regulatory
STM2513 1.75 STY4318 4194856 4200464 bigA
STM1197 5.89 STY2149 1997355 1998788 putative exported protein
PSLT081 11.79
STM2333 8.27
STM3708 10.42
STM4418 25.91

STM1567 20.89 STY4820 4681892 4683382
STM2154 11.24 STY2571 2409117 2409947 putative transketolase N-termin
STM3618 29.28 STY2134 1986687 1987037 flhD flagellar transcriptional activa
STM4232 5.8 STY1769 1691493 1692044 btuE putative glutathione peroxidase/
STM4057 4.03 STY2289 2114739 2115950 ugd UDP-glucose 6-dehydrogenase
STM2334 6.59 STY3942 3807830 3808903 recF recF protein
STM0530 27.82 STY2814 2678079 2678630 yfhC conserved hypothetical protein
STM0322 10.59 STY0229 239070 239768 mtn MTA/SAH nucleosidase
STM0639 24.58 STY0147 150130 151374 ftsW cell division protein FtsW
STM2641 6.59 STY0125 127102 128085 tbpA thiamine-binding periplasmic pro
STM1775 26.24 STY2617 2450682 2451614 conserved hypothetical protein
STM0545 10.76 STY1790 1710486 1711085 conserved hypothetical protein
STM3314 31.77 STY2186 2028567 2028944 fliO flagellar protein FliO

STY2376 2206631 2207428 hydroxyethylthiazole kinase
STM4326 42.46 STY1653 1581741 1583144 fumC fumarate hydratase class II
STM2584 8.71
STM1236 10.13 STY2304 2133107 2133658 rfbC dTDP-4-dehydrorhamnose 3,5-epime
STM3242 8.21 STY3931 3794563 3795228 putative hydrolase
STM2829 8.91 STY0241 253160 253885 pyrH uridine 5'-monophosphate kinase

STY0461 466839 468701 dxs 1-deoxyxylulose-5-phosphate synt
STM1938 3.96 STY0156 160107 162812 secA preprotein translocase SecA subu
STM3883 20.93 STY2550 2384823 2385377 nuoJ NADH dehydrogenase I chain J
STM0554 21.51
STM2624 100 STY1024 1017923 1018270 putative DNA-binding protein
STM0878 42.36 STY0548 555710 556387 putative ABC transporter ATP-bi
STM2253 10.88 STY0538 545267 546487 fsr fosmidomycin resistance protein
STM2515 15.16 STY4701 4559342 4559737 frdC fumarate reductase complex subun

STM2619 98.4 STY1035 1022943 1023554 hypothetical prophage protein
STM4200 7.14 STY3364 3206069 3207544 tolC outer membrane protein TolC prec
STM3468 13.68 STY3396 3242298 3243587 probable aminotransferase
STM3082 26.37 STY3444 3287473 3288516 gatD galactitol-1-phosphate dehydroge
STM3789 14.85 STY2526 2360664 2361269 ais Ais protein
STM3406 3.62 STY2663 2499609 2501624 ligA DNA ligase
STM3248 49.03 STY0567 573361 574239 garR 2-hydroxy-3-oxopropionate reduct
STM0597 11.21 STY0033; STY003431278 32123 putative exported protein
STM0916 79.38
STM1027 75.45
STM4410 5.14 STY2845 2708255 2709610 pssA CDP-diacylglycerol-serine O-phos
STM3618 12.7 STY3384 3228068 3228889 bacA bacitracin resistance protein (p
STM0817 16.48 STY4224 4090292 4093033 hypothetical ABC transporter AT
STM1655 31.74 STY3461 3301996 3303936 ATP-dependent RNA helicase (dea
STM1694 14.5 STY0458 464234 465211 thiamine-monophosphate kinase



STM2430 28.77 STY2677 2511817 2512728 cysM cysteine synthase B
STM4162 56.4 STY0884 877295 878044 moeB molybdopterin biosynthesis MoeB
STM2207 15.5 STY0285 301227 301958 dnaQ DNA polymerase III epsilon subun
STM2887 12.05 STY1698 1625241 1626299 ssaU putative type III secretion prot
STM0888 27.41 STY2582 2417938 2418645 hisM histidine transport system perme
STM1112 19.76 STY0013 13596 14735 dnaJ DnaJ protein
STM2364 17.22 STY1314 1273721 1274449 tonB TonB protein
STM2465 24.19 STY2692 2525375 2525869 eutK ethanolamine utilization protein
STM0618 8.34 STY3792 3656402 3657277 yneB putative aldolase
STM2324 19.62 STY0076 75696 76844 carA carbamoyl-phosphate synthase sma
STM4294 6.08 STY2697 2530239 2531465 eutH putative membrane protein
STM4203 10.49 STY3750 3608405 3609781 argH argininosuccinate lyase
STM3137 7.2 STY0799 796053 796991 ybgR probable cation transport protei
STM3158 20.51 STY0792 788911 789339 tolR tolR protein
STM2806 1.31 STY2932 2805378 2807522 nrdE ribonucleoside-diphosphate reduc
STM0581 47.37 STY1541 1494880 1495314 marA multiple antibiotic resistance p
STM1344 11.08 STY3002 2875699 2876049 sicP chaperone (associated with virul
STM1760 15.31 STY1383 1335976 1336740 conserved hypothetical protein
STM1560 13.27 STY3558 3402705 3403304 putative membrane protein
STM0381 14.02 STY0264 278283 278828 yaeQ conserved hypothetical protein
STM2785 37.14 STY1271 1228174 1228848 phoP transcriptional regulatory prote
STM3725 10.03 STY3717 3566644 3567315 nfi putative endonuclease
STM3514 17.75 STY2606 2441934 2442302 hypothetical protein
STM4558 8.01 STY4733 4595156 4596778 aidB probable acyl Co-A dehydrogenase

STY1727 1646269 1646652 spiC putative pathogenicity island 2
STM3239 5.73 STY1232 1186982 1187935 fabH 3-oxoacyl-[acyl-carrier-protein]

STY1347 1306046 1306798 putative regulatory protein
STM0782 32.19 STY2112 1963601 1963996 putative membrane protein
STM2689 31.57 aSTY4458
STM2633 99.8
STM3606 10.75 STY1179 1140027 1140653 csgD putative regulatory protein
PSLT041 22.29 STY0757 757913 758248 putative membrane protein
STM2251 14.13 STY3714 3564849 3565541 yjaH conserved hypothetical protein
STM2317 3.1 STY3581 3434427 3435950 yigC conserved hypothetical protein
STM0030 16.14 STY3606 3459939 3460319 yigF putative membrane protein
STM2649 49.71 STY3639 3496464 3496793 trxA thioredoxin
STM1577 75.44 STY1288 1244084 1247827 narG respiratory nitrate reductase 1

STY1952 1842160 1842504 conserved hypothetical protein
STY1313 1273201 1273497 conserved hypothetical protein

STM4038 4.57 STY3153 3024118 3026277 aas 2-acylglycerophosphoethanolamine
STY3020 2892482 2893600 invE cell invasion protein

PSLT101 30.99 STY4605 4479212 4479514 putative phage tail protein
STM2045 22.96 STY2251 2080098 2080580 pduK putative propanediol utilization
STM1765 68.37 STY1489 1444944 1446332 narU nitrite extrusion protein
STM2001 13.23 STY3618 3470870 3471412 putative membrane  protein
STM1479 13.35 STY3628 3483851 3484930 conserved hypothetical protein
STM3235 55.43 STY3656A 3514746 3514844 ilvL ilvGMEDA operon attenuator pepti
STM0925 69.69
STM3537 11.83 STY1936 1830116 1830646 dsbB disulfide bond formation protein
STM3264 28.93 STY1335 1292665 1292916 conserved hypothetical protein
STM0659 8.98 STY3059 2922513 2923952 cysN ATP sulfurylase (ATP:sulfate ade
STM2314 12.57 STY2086 1939709 1940368 yebE conserved hypothetical protein



STM4103 7.55 STY0666 664818 665624 rna ribonuclease I precursor
STM3917 7.47 STY1517 1472365 1473606 putative multidrug efflux prote
STM2171 23.3 STY0642 644039 644794 entA 2,3-dihydro-2,3-dihydroxybenzoat
STM0460 12.39 STY1452 1402777 1403895 conserved hypothetical protein
STM3011 55.19
STM3504 5.93 STY1478 1429522 1431642 probable TonB-dependent recepto
STM0725 7.74 STY1449 1400355 1401161 conserved hypothetical protein
STM3658 9.54 STY1437 1388387 1389034 putative ABC amino acid transpo
STM3459 30.57 STY2100 1953078 1953833 znuC high-affinity zinc uptake system

STY0925 916424 916939 probable lipoprotein
STM0521 7.15 STY0569 575648 577102 ybbW
STM4445 5.73 STY0571 577181 578542 allB putative allantoinase
STM3626 9.42 STY0959 952082 952696 lolA outer membrane lipoprotein carri
STM3544 14.84 STY1429 1382423 1383223 conserved hypothetical protein
STM1586 29.08
STM0740 63.55 STY1919 1811995 1813539 appC cytochrome bd-II oxidase subunit
STM2119 42.07 STY1958 1848105 1849664 putative membrane protein
STM3554 23.6 STY3232 3098252 3098935 possible ABC-transport protein,
STM4052 45.93 STY4126 3988909 3990186 yiaN putative membrane protein
STM2136 6.16
STM3205 8.99 STY3980 3846843 3847928 hypothetical protein
STM3955 37.38 STY3126 2993415 2994329 putative membrane protein
STM0747 8.03 STY3221 3089273 3090019 conserved hypothetical protein
STM3060 10.17
STM0464 16.86
STM0320 8.55 STY2962 2837961 2839400 putative flavoprotein
STM0499 5.88 STY3240 3104611 3106587 speA biosynthetic arginine decarboxyl
STM4185 9.07
STM0555 23.95 STY4146 4009535 4009990
STM4468 32.72
STM0701 60.85 aSTY3270
STM0209 13.4 STY0497 503820 504515 ybaX conserved hypothetical protein
STM4037 20.29 STY4213 4079699 4080034 uspB universal stress protein B
STM2381 19.58 STY3263 3123880 3124260 conserved hypothetical protein
STM2769 36.65 aSTY0602a
STM3466 7.7 STY4777 4637904 4639256 pmbA putative PmbA protein
STM0767 16.69 STY4911 4772444 4773061 osmY Putative periplasmic protein
STM2690 9.78 STY2938 2812335 2813519 putative transmembrane transpor
STM2127 34.7 STY2341 2176611 2179691 putative RND-family transporter
STM0343 24.02 STY2451 2280943 2282499 rtn rtn protein
STM0640 8.5 STY2309 2138017 2139420 putative exported protein
STM0702 45.34 STY2344 2182500 2183222 baeR putative two-component system re

STY2438 2269017 2269874 nfo endonuclease IV
STM2933 7.61 STY2335 2165521 2166162 udk uridine kinase
STM3869 18.26 STY1977 1864800 1865486 proP ProP effector
STM0985 29.4 STY4101 3959072 3959545 yibK putative RNA-methyltransferase
STM1070 25.95 STY4157 4015808 4016470 yiaD putative outer membrane protein
STM2463 9.47 STY2426 2255644 2256786 yeiB putative membrane protein
STM2385 29.25 STY1900 1794100 1794933 hemK HemK protein, putative protoporp
STM2690 13.93 STY4128 3990801 3991733 hypothetical protein
STM1869A 29.6 aSTY1042
STM2228 21.62 STY4731 4593267 4593905 yjfM conserved hypothetical protein



STM3859 9.65 STY3361 3203965 3204792 icc conserved hypothetical protein
STM1958 13.59 STY3456 3296699 3297223 conserved hypothetical protein
STM0746 20.32 STY3331 3175259 3175684 exbD biopolymer transport ExbD protei
STM4102 61.06 STY3223 3090949 3091890 putative membrane protein
STM3569 12.41 STY3504 3342702 3343334 conserved hypothetical protein
STM4414 8.45 STY4027 3889835 3890691 marT
STM2461 3.09 STY3337 3179819 3180982 probable alcohol dehydrogenase
STM2958 11.54 STY1404 1355387 1356181 fnr fumarate and nitrate reduction r
STM4456 29.4 STY4023 3884528 3887254 mgtB Magnesium transport ATPase, P-ty

STY3329 3173764 3174138 hypothetical protein
STM0979 61.88 STY3237 3102604 3103362 conserved hypothetical protein
STM0019 32.74 STY1110 1083320 1083601 putative acylphosphatase
STM2180 5.3 STY0818 813777 814772 ybhE conserved hypothetical protein
STM3306 13.43 STY3250 3114351 3114767 conserved hypothetical protein
STM1848 25.33 STY1084 1062967 1064220 pqiA putative inner membrane protein

STY0794 790658 791950 tolB tolB protein precursor
STM2461 11.94 STY0828 825803 826960 bioF 8-amino-7-oxononanoate synthase
STM0840 67.27 STY0881 872793 873602 conserved hypothetical protein

STY1465 1414966 1415736 pcgL D-alanyl-D-alanine dipeptidase
STY0482 486404 486733 cyoD cytochrome o ubiquinol oxidase C

PSLT105 71.1 STY3183 3051786 3052013 hypothetical protein (assiciate
STM3241 14.69 STY3255 3117914 3118204 conserved hypothetical protein
STM2272 25.23 STY0529 535731 536060 ybaB conserved hypothetical protein

STY0630 629366 629584 ybdZ conserved hypothetical protein
STM3003 16.03 STY2739 2575749 2576375 upp uracil phosphoribosyltransferase
STM0913 69.78
STM2255 22.8 STY2377 2207838 2208152 yohN conserved hypothetical protein
STM0353 52.2 STY0385 392809 393276 hypothetical protein

STY0449 458765 459112 yajD conserved hypothetical protein
STM0918 25.61 STY4093 3952338 3952589 grxC glutaredoxin 3
STM1008 17.56 STY4735 4597229 4597558 yjfO putative exported protein
STM3143 51.23 STY2978 2853977 2854249 hypC hydrogenase isoenzymes formation
STM1712 38.76 STY1154 1115065 1115292 conserved hypothetical protein
STM0762 30.71 STY1875 1779602 1779943 putative secreted protein
STM0475 25.64 STY1799 1719288 1719635 celC phosphoenolpyruvate dependent ph
STM2689 27.35 STY4013 3876469 3876894 putative PTS system protein
STM4534 19.37 STY4012 3873448 3876247
STM0766 73.69 STY0065 aSTY3533 66650 66889 oadG oxaloacetate decarboxylase gamma

STY0018 17873 19972 putative chitinase
STM3512 4.62 STY0066 67048 68388 citC citrate-sodium symporter
STM2143 3.76 STY0019; STY002020004 21155 hypothetical protein
STM0031 40.69 STY0035 32549 32998 putative membrane protein

STY0108 105614 107968 imp organic solvent tolerance protei
STM0231 34.36 STY1183 1142881 1143201 conserved hypothetical protein
STM0612 21.68 STY1451 1402499 1402780 putative phosphotransferase enz
STM3541 49.64 STY1402 1353980 1354234 putative membrane protein
STM3693 29.39 STY1461 1412059 1412289 conserved hypothetical protein
STM2643 16.46
STM3852 42.02 STY3417 3259244 3259408 conserved hypothetical protein
STM2113 17.4
STM4525 12.81
PSLT109 10.84



PSLT021 22.56
STM2241 11.1
STM0670 10.5
STM3189 13.56
STM1763 17.26
PSLT054 54.2
STM2199 12.11
STM2031 17.84
STM0267 19.55
STM2252 19.03 STY4618 4488213 4488638 putative regulatory protein
STM0585 50.98 aSTY2894
STM2598 65.7
STM1041 61.16
STM2590 43.19
STM0701 67.35 STY3270 3129168 3131292 speC
STM2238 15.17 STY0327 339338 339781 hypothetical protein
STM3576 13.77 STY0746 746167 747876 kdpB potassium-transporting ATPase B

STY1031 1020876 1021373 putative bacteriophage protein
STM0007 19.62 STY1053 aSTY2034 1035345 1035770 putative bacteriophage protein
STM2384 17.81 STY1069 1046268 1046621 putative bacteriophage protein
STM0906 51.13 STY2045 1913065 1913460 putative bacteriophage protein
STM1671 28.23 STY0945 936885 937082 hypothetical protein
STM2632 23.81 STY1033 1021787 1022092 putative bacteriophage protein
STM0547 16.43 STY1055 1036140 1036694 putative bacteriophage protein
STM3174 13.59 STY1071 STY2015 1047817 1048497 putative bacteriophage protein

STY2047 1913754 1914323 putative membrane protein
STM1709 8.61 STY2063 1923279 1924067 conserved hypothetical protein

STY1633 1566081 1566608 putative bacteriophage baseplat
STM0968 5.48 STY1890 1787529 1788257 putative pertussis-like toxin s

STY2024 1897520 1897822 putative bacteriophage protein
STM0158 11.54 STY3090 2954131 2954667 steF fimbrial subunit

STY2065 1924564 1924860 putative cro repressor
STM1712 24.72 STY2209 2046987 2047163 hypothetical protein

STY2003 1883033 1883224 hypothetical protein
STM1241 48.4 aSTY1077
PSLT097 21.5 STY2051 1915938 1916228 putative bacteriophage protein
STM0766 80.3 STY3533 aSTY0065 3375447 3375689 oadG oxaloacetate decarboxylase gamma

STY3668 3520518 3522932 possible endonuclease
STM2247 35.08 STY3684 3534285 3534713 putative regulatory protein

STY4663 4525220 4525408 hypothetical protein
STY4680 4541654 4542913 int bacteriophage integrase

PSLT104 3.37 STY4832 4692212 4694545 Bacteriophage P4 DNA primase
STM3523 7.65 STY4881 4741999 4743387 hsdS subunit S of type I restriction-
STM3336 21.83 STY4632 4498909 4499127 hypothetical protein

STY4664 4525533 4527044 putative DNA helicase

STM3144 45.97



STM2255 28.35 STY3955 3824187 3825372 torC
STM3474 13.61 STY0473 478989 479900 apbA ApbA
STM0162 7.57 STY2222 2056413 2057933 cbiP putative cobyric acid synthase

STY0047 46186 47352 nhaA Na(+)/H(+) antiporter 1
STM1354 48.85 STY0085 88501 89271 fixA FixA protein
STM0535 10.87 STY3823 3683494 3684528 rhaT L rhamnose-proton symporter
STM1714 12.48 STY3350 3193456 3194193 plsC 1-acyl-glycerol-3-phosphate acyl

STY3506 3344134 3344787 conserved hypothetical protein
STM0149 20.48 STY3546a 3386511 3386714 conserved hypothetical protein
STM0475 72.99 STY3570 3413541 3416655 acrF
STM0593 10.83 STY0704 701315 701788 ybeL conserved hypothetical protein
STM0564 14.44 STY0177 184153 185580 lpdA dihydrolipoamide dehydrogenase

STY0196 206167 206607 yadI putative PTS system IIA componen
STY0232 243080 244237 yaeG conserved hypothetical protein
STY0266 279279 279980 cutF copper homeostasis protein CutF

STM0832 11.02
STM0543 14.02
STM4481 54.97 STY4268 4132749 4133744 gntR gluconate utilization operon rep
STM2101 7.33
STM2388 13.72 STY4940 4800549 4801160 sthD putative fimbrial subunit
STM2099 7.16
STM2769 88.6
STM2354 23.67
STM4046 6.13 STY4613 4485349 4486257 probable phage baseplate assemb
STM2735 11.55
STM0004 10.65 STY0356 365369 366136 yafJ conserved hypothetical protein
STM1626 10.8 STY2901 2784279 2785289
STM2177 18.65 STY1134 1098310 1099599 hpaG 4-hydroxyphenylacetate degradati
STM3646 9.98 STY1172 1135341 1136279 putative 2-hydroxyacid dehydrog
STM0922 76.02

STY1124 1090704 1090874 conserved hypothetical protein
STM0669 43.06 STY1162 1124406 1125260 phoH PhoH protein (phosphate starvati
STM3980 11.96 STY1195 1155708 1156280 yceJ

STY1246 1200430 1200804 putative lipoprotein
STM4108 48.11
STM0528 8.44 STY4396 4255418 4256236 aroE shikimate dehydrogenase
STM1449 9.06 STY1202 1159941 1160567 yceB conserved hypothetical protein
STM0045 7.95 STY4290 4164137 4166455 feoB ferrous iron transport protein B
STM1124 15.73

STY4232 4098411 4099076 putative membrane protein
STM3925 7.64 STY3797 3662183 3663142 ydeW putative regulatory protein
STM2596 63.4
STM0557 22.2
STM4235 8.71 STY4442 4311715 4313130 dnaB replicative DNA helicase
STM3614 36.31 STY4482 4368150 4369460 gltP proton glutamate symport protein
STM3095 20.3 STY3054 2919837 2920316 ygbB 2C-methyl-D-erythritol 2,4-cyclo
STM2382 15.25 STY0904 899078 899455 putative membrane protein
PSLT006 6.52 STY2610 2444955 2447015 conserved hypothetical protein
STM1030 49.53
STM2589 66.35
STM3965 1.88 STY2778 2631984 2636918 putative lipoprotein
STM0368 11.28 STY4402 4266370 4267674 aceA isocitrate lyase



STM4526 9.35
STM1774 15.17 STY4476 4362770 4363336 nrfB cytochrome c-type protein NrfB p
STM2867 25.35 STY4515 4405353 4406228 araC family regulatory protein
STM0478 18.37 STY4707 4565815 4569141 yjeP putative membrane protein
STM1155 58.29 STY2639 2474460 2475380 putative acyltransferase
STM3141 13.02 STY2683 2517843 2518742 conserved hypothetical protein
STM3316 5.41 STY2726 2563303 2564337 nlpB putative lipoprotein
PSLT088 22.54 STY1819 1738487 1740343 sppA protease IV
STM0547 54.54 STY0029 28429 29436 bcfD fimbrial subunit
STM3951 15.72 STY4730 4592859 4593257 yjfL putative membrane protein
STM0658 19.1 STY4770 4630671 4631015 ytfP conserved hypothetical protein
STM3833 24.82 STY2500 2334419 2335621 putative MR-MLE-family protein
STM3936 32.11 STY2549 2384524 2384826 nuoK NADH dehydrogenase I chain k
STM3229 51.29 STY2542 2376369 2376680 conserved hypothetical protein
STM3300 5.63 STY2569 2406602 2408122 putative membrane protein
STM2532 5.63 STY2263 2089486 2090388 pduX conserved hypothetical protein
STM2057 39.24 STY3424 3266264 3267472 tdcD propionate kinase
STM0176 36.5

STY1186 1145268 1146422 glucans biosynthesis protein
STM3904 12.97
STM2839 16.59 STY0399 407663 409288 prpR propionate catabolism operon reg
STM0820 2.87 STY1832 1751541 1752827 conserved hypothetical protein
STM2221 21.25 STY1694 1619853 1621058 ydhC putative integral membrane trans
STM0884 46.21 STY4739 4600742 4602172 sgaT putative transport protein SgaT

STM2921 54.8 STY2586 2421602 2422171 ubiX putative decarboxylase
STM1358 8.48 STY1773 1696026 1697090 pheS phenylalanyl-tRNA synthetase alp
STM1472 10.68 STY1751 1670260 1671531 conserved hypothetical protein
STM0400 3.65 STY4910 4770453 4772042 prfC peptide chain release factor 3
STM1492 31.2 STY1570 1520264 1520974 putative ABC transporter membra
STM1522 40.74 STY4008 3870217 3871410 putative inner membrane transpo
STM3554 40.61 STY4426 4296002 4297111 malK maltose/maltodextrin transport A
STM2189 22.7 STY3896 3755612 3757117 rbsA high affinity ribose transport p
STM4454 15.24 STY0275 286542 287108 yaeD conserved hypothetical protein
STM4188 23.03 STY2199 2037487 2037957 vsr patch repair protein
STM4241 15.84 STY4437 4306924 4307439 zur zinc uptake regulation protein
STM1524 30.08 STY1809 1727525 1728811 astD succinylglutamic semialdehyde de
STM2689 12.04 STY1805 1724211 1724696 putative exported protein
STM0073 56.92
STM3365 48.27 STY1680 1607276 1608145 putative HlyD-family protein
STM1178 11.72 STY1215 1169358 1170056 flgD flagellar hook formation protein
STM2098 11.79 STY2305 2133659 2134537 rfbA TDP-glucose pyrophosphorylase
STM1216 16.68 STY0364 373831 374232 crl curlin genes transcriptional act
STM3028 40.01 STY4869 4731292 4731753 putative membrane protein
STM0020 30.81 STY4945 4805344 4806015 putative transcriptional regula
STM2981 6.13 STY4183 4044889 4045998 yhjM probable endoglucanase precursor
STM1453 26.59 STY3453 3295417 3295860 conserved hypothetical protein
STM4600 8.47 STY2536 2370628 2371590 menC O-succinylbenzoate-CoA synthase

STY2515 2350730 2351920 glpC anaerobic glycerol-3-phosphate d
STM1426 15.39 STY2729 2565950 2566420 bcp bacterioferritin comigratory pro
STM1675 16.25 STY0551 558153 558923 ybbO hypothetical oxidoreductase
STM0917 76.1



STM1029 70.58
STM2142 9.13 STY4047 3908095 3909300 gltS glutamate permease
STM1693 37.3 STY4169 4028942 4029961 dppB dipeptide transport system perme
STM1742 53.07 STY4172 4031864 4032877 dppF dipeptide transport ATP-binding
STM1462 16.82 STY4266 4130526 4131563 putative oxidoreductase
STM0919 60.95
STM2626 100 STY1022 1016177 1017160 conserved hypothetical bacterio
STM0963 28.12 STY4808 4668995 4669411 conserved hypothetical protein
STM0972 51.79 STY3073 2935978 2936931 sopD possible secreted protein
STM1886 7.27 STY4800 4660048 4660983 pyrB aspartate carbamoyltransferase c
STM4220 18.1 STY3768 3632107 3634539 metL bifunctional aspartokinase II/ho
STM2253 9.27 STY0747 747897 749576 kdpA potassium-transporting ATPase A
STM2126 14.91 STY0753 754998 755930 conserved hypothetical protein
STM0070 13.57 STY0590 596706 597239 fimI
STM3593 4.84 STY2812 2672341 2676228 purL phosphoribosylformylglycineamide
STM3678 11.82 STY3824 3684525 3685373 rhaR L-rhamnose operon transcriptiona
STM0646 11.8 STY0696 691595 692236 conserved hypothetical protein
STM0796 3.72 STY0289 304545 306428 hypothetical protein
STM0234 69.21 STY2806 2664037 2666181 cadA lysine decarboxylase
STM4059 50.77 STY4294 4170266 4170985 ompR two-component response regulator
STM3626 25.06 STY1356 1317560 1318552 sapD peptide transport system ATP-bin
STM4569 15.17 STY0129 130471 131076 leuD 3-isopropylmalate dehydratase
STM2463 12.95 STY1302 1259893 1262571 adh alcohol dehydrogenase
STM0468 10.37 STY3015 2887246 2888256 spaN surface presentation of antigens
STM3789 8.26 STY2696 2528839 2530242 eutA putative ethanolamine utilizatio

STY3849 3705694 3706683 yiiD putative acetyltransferase
STM2164 16.6 STY0684 680796 681749 ybeF lysR-family transcriptional regu

STY3720 3569296 3569784 rsD putative regulatory protein
STY3856 3711587 3712465 yihT putative aldolase

STM0343 18.66 STY3879 3734979 3735230 hypothetical protein
STY1542 1495343 1495558 marB multiple antibiotic resistance p

STM2221 25.58 STY1230 1185516 1185689 rpmF 50S ribosomal protein L32
STM0371 18.43 STY1381 1334414 1334920 tpx thiol peroxidase

STY2742 2578652 2580718 ppk polyphosphate kinase
STM3361 61 STY3543 3382828 3383094 conserved hypothetical protein
STM1391 7.22 STY4076 3933525 3934604 waaB lipopolysaccharide 1,6-galactosy
STM3494 30 STY0342 349746 349859 hypothetical protein
STM0598 17.26 STY3725 3573612 3574382 thiG thiamine biosynthesis protein
STM1041 27.58 STY4010 3872958 3873251 putative secreted protein
STM3664 35.17 STY2156 2003441 2003596 hypothetical protein
STM2071 32.5 STY3908 3769916 3770155 atpE ATP synthase subunit C
STM4087 66.07 STY2242 2072104 2072898 pduF propanediol diffusion facilitato
STM0700 48.06 STY4493 4381279 4382616 putative amino acid permease

STY2120 1971404 1972540 conserved hypothetical protein
STM0111 4.67 STY1339 1298278 1300953 acnA aconitate hydratase 1 (citrate h
STM0760 57.63 STY2857 2727355 2728425 aroF phospho-2-dehydro-3-deoxyheptona
STM2961 67.05 STY3098 2966078 2967418 ygcX probable glucarate dehydratase 1
STM3554 41.5 STY0467 473232 474341 phnT probable ATP-binding component o
STM1008 17.13 STY3582 3436091 3436579 rfaH transcriptional activator
STM4490 7.55 STY3607 3460368 3461318 corA magnesium and cobalt transport p
STM2095 38.24 aSTY3632
STM3904 11.55 STY2093 1943261 1945072 edd 6-phosphogluconate dehydratase



STM3951 33.04 STY3642 3499842 3501866 rep ATP-dependent DNA helicase
STM3312 5.77 STY0124 125516 127126 yabK putative ABC transporter integra

STY1303 1263048 1263695 putative membrane protein
STM1537 57.92 STY1915 1809357 1810088 hyaC probable Ni/Fe-hydrogenase 1 b-t

STY3142 3014265 3015059 thyA thymidylate synthetase
STM3627 46.79 STY1308 1268078 1269085 oppD oligopeptide transport ATP-bindi
STM0168 16.1 STY3833 3692583 3693242 putative exported protein
STM2986 37.67 STY3604 3458546 3459430 chloramphenicol-sensitive prote

STY3650 3507263 3507640 conserved hypothetical protein

STM2519 6.84 STY1933 1825912 1827444 conserved hypothetical protein
STM2500 18.12 STY1294 1253291 1254133 purU formyltetrahydrofolate deformyla
STM3129 37.89 STY1467 1417411 1418856 putative aldehyde dehydrogenase
STM0481 2.87 STY1976 1862732 1864780 prc tail-specific protease precursor
STM3482 8.1 STY2098 1950720 1952039 yebA conserved hypothetical protein
STM2649 16.01 STY0550 557239 558093 ybbN thioredoxin-like protein

STY0575 581945 583180 allC allantoate amidohydrolase
STM0162 16.64 STY0579 587512 588321 conserved hypothetical protein
STM4251 22.9 STY0621 621896 622264 ybdF conserved hypothetical protein

STY0664 664173 664583 rnk regulator of nucleoside diphosph
STM3186 17.04
STM0777 8.16 STY1911 1804670 1805935 hypothetical protein
STM3483 25.33 STY1447 1399142 1399774 putative ribulose-5-phosphate 3

STY1444 1396641 1397843 putative glycolate oxidase
STM2723 17.13 STY1415 1365999 1366337 putative multidrug transporter
STM4416 12.37 STY1382 1335036 1336001 putative mandelate racemase / m
STM0353 40.97 STY0544 551169 553670 ybaR copper-transporting ATPase
STM3776 40.97 STY1538 1492316 1493506 putative membrane transport pro
STM4453 7.88 STY1503 1458887 1460671 putative hydrolase
STM3136 47.82
STM3742 10.15 STY0474 480008 480517 conserved hypothetical protein
STM1481 56.26 STY4229 4095379 4096428 putative membrane protein
STM4042 23.64 STY3834; aSTY38333693242 3693487 hypothetical protein
STM3169 24.33 STY4123 3987138 3988897 yiaO
STM0112 13.41 STY4062 3922416 3923012 ttk putative TetR-family transcripti
STM0005 5.09 STY4054 3915457 3917138
STM1576 6.91 STY3117 2985634 2987052 fucK L-fuculose kinase
STM2318 9.49 aSTY4601
STM1806 4.32 STY0430 440872 442074 sbcD exonuclease SbcD
STM1919 9.61 STY3309 3156513 3157568 hypothetical protein
STM0572 36.18 STY4202 4069063 4069917 putative phosphosugar-binding p
STM3543 49.46 STY4100 3957949 3959004 putative lacI family transcript
STM1209 12.63 STY3998 3864375 3864755 hypothetical protein
STM2513 4.66 STY2875 2743495 2754369 large repetitive protein
STM0626 50.47 STY0061 61103 61789 citB transcriptional regulatory prote

STY0462 468725 469624 ispA geranyltranstransferase
STM0255 47.52 STY3338 3181088 3181915

STY2387 2218812 2219279 yehS conserved hypothetical protein
STY0934 926459 927358 putative membrane protein

STM1881 7.59 STY4152 4011911 4012450 putative exported protein
STM1220 19.5 STY4698 4557993 4558310 sugE SugE protein



STM4212 13.89 STY4778 4639354 4639740 cybC soluble cytochrome b562
STM1622 31.11 STY4360 4234558 4234860 rplW 50S ribosomal subunit protein L2
STM0995 17.94 STY4714 4576235 4576696 yjeE conserved hypothetical protein
STM1538 13.27 STY3466 3308799 3309200 rbfA ribosome-binding factor A (P15B
STM2458 10.45 STY3379 3220060 3221493 rfaE ADP-heptose synthase
STM2284 6.44 STY3297 3143359 3144660 ordL putative oxidoreductase
STM1479 6.76 STY2942 2817449 2818819 putative glycoporin
STM2485 6.75 STY4929 4790883 4792766 slt lytic murein transglycosylase
STM1742 5.48 STY0408 421872 423092 sbmA probable ABC-transporter inner m
STM4530 10.28 STY2448 2277896 2278882 yeiR conserved hypothetical protein

STY2301 2130254 2131333 rfbG CDP-glucose 4,6-dehydratase
STM0023 16.14 STY2379 2209437 2211926 stcC putative outer membrane usher pr
STM0122 60.02 STY1965 1855187 1856932 ftsI2 penicillin-binding protein
STM2421 60.6 aSTY3268
STM0115 14.07 STY3220 3088114 3089007 iciA chromosome intitiation inhibitor

STY0796 792519 793307 ybgF putative exported protein
STM2643 44.17 STY0855 849385 850752 rhlE putative ATP-dependent RNA helic
STM1875 14.98 STY3199 3066210 3066923 dsbC thiol:disulfide interchange prot
STM1177 23.44 STY1218 1172084 1172866 flgG flagellar basal-body rod protein
STM1081 54.97 STY0825 822856 823332 ybhB conserved hypothetical protein
STM2377 17.33
STM3369 12.88 STY3496 3337058 3337633 possible exported protein
STM0493 7.02 STY4022 3883613 3884308 mgtC conserved hyopthetical protein
STM2293 16.38 STY3254 3117351 3117917 putative membrane protein
STM0549 41.3 STY2155 2002473 2003129 sirA invasion response-regulator
STM0670 1.92 STY3510 3349044 3353504 gltB glutamate synthase [NADPH] large
STM2205 15.13 STY3436 3280628 3281542 possible carbohydrate kinase
STM2924 18.9 STY3390 3233766 3235748 rpoD RNA polymerase sigma-70 factor
STM2956 17.62 STY1721 1641736 1642290 sscA putative Type III secretion syst

STM0256 20.03
STM1792 62.58 STY0786 784316 785884 cydA cytochrome d ubiquinol oxidase s
STM0404 19.69 STY2994 2868089 2868331 prgI pathogenicity 1 island effector
STM1751 57.6 STY2920 2800121 2800522 stpA DNA-binding protein StpA
STM3825 21.89 STY4067 3926092 3926259 rpmG 50S ribosomal subunit protein L3
STM1559 20.88 STY2863 2732520 2732768 rpsP 30S ribosomal subunit protein S1

STY0587 594450 594662 ybcJ conserved hypothetical protein
STM1103 13.34 STY1345 1305121 1305447 putative translation initiaiton
STM2502 45.06
STM3075 19.67 STY2174 2018610 2018843 yedF conserved hypothetical protein

STY1473 1426016 1426249 conserved hypothetical protein
STM1167 23.79 STY3615 3469681 3470034 putative membrane protein
STM0092 18.02 STY3647 3504360 3504641 ppiC peptidyl-prolyl cis-trans isomer
STM4170 49.86 STY0982 978131 978415 himD integration host factor beta-sub
STM3201 22.76
STM4386 57.86 STY4121 3984976 3985638 yiaQ putative hexulose-6-phosphate sy
STM1337 11.05
STM0078 65.34
STM4514 25.8 aSTY3614
STM4335 38.11 STY4696 4556973 4557119 ecnB entericidin B precursor
STM4413 46.84 STY4948 4807787 4807927 conserved hypothetical protein
STM4234 60.61 STY0001 190 255 thrL thr operon leader peptide



STM4463 21.99
STM3622 68.9
STM0487 36.72
STM3807 19.91 STY3376 3216815 3217018 glgS glycogen synthesis protein GlgS
STM2116 26.55 STY3471 3316375 3316770 secG protein-export membrane protein
STM3832 17.46 STY0906 899920 900210 ybjC putative membrane protein
STM1163 20.44
STM1006 45.67
STM2530 5.98 STY0759 759249 760343 UDP-galactopyranose mutase
STM0468 19.15

STM2759 20.58
STM1668 15.29
STM4028 13.96
STM4295 26.22
STM2119 22.02 aSTY1958
STM0747 6.6
STM0038 61.24 STY0039 35339 37057 possible sulfatase
STM0326 16.39 aSTY2248
STM0667 41.18 aSTY2332
STM0377 33.49 aSTY2446
STM1496 67.34 aSTY0964
STM3835 26.86 aSTY3359
STM2971 64.27 aSTY3422
STM2479 64.82 aSTY3511
STM2594 90.05

STY3189 3055153 3055644 hypothetical protein
STM3757 10.44 STY2069 1925965 1926261 hypothetical protein
STM2208 9.36 STY2299 2128040 2128879 rfbS paratose synthase
STM2247 36.62 STY3686 3535233 3535679 putative phage tail protein
STM0113 19.4 STY3064 2926652 2926945 ygbF conserved hypothetical protein
PSLT018 12.22 STY0207 216827 217411 staA putative fimbrial protein
STM1922 4.07 STY3345 3189433 3190416 hypothetical protein

STY3664 3518798 3519139 conserved hypothetical protein
STM1201 40.26 STY3680 aSTY4622 3532994 3533197 probable phage tail protein

STY2887 STY3697 2766359 2766874 probable major tail tube protei
STY0201 210264 211439 staG putative fimbrial protein
STY0314 326689 327150 probable secreted protein

STM0006 35.99 STY3666 3519440 3519667 hypothetical protein
STM2468 23.62 STY3682 3533436 3533909 nucD putative lysozyme
STM1957 91.58 STY3706 STY0657; STY0874; STY1108; STY3224; aSTY0437...3550557 3550970 tnpA transposase
STM1631 10.5 STY4075 3932797 3933465 hypothetical protein
STM3381 30.75 STY1593 1539702 1539917 hypothetical protein

STY1610 1548347 1548577 hypothetical protein
STM2517 23.9 STY2750 2587425 2587583 hypothetical protein
STM0827 10.02 STY2906 2787653 2788462 putative exported protein
STM3501 18.84 aSTY4108
STM2289 47.48 aSTY4638

STY4668 4530511 4530999 conserved hypothetical protein
STM2763 9.82 STY4821 4683853 4685118 integrase
STM3789 5.13 STY4549 4433025 4433687 pilU prepilin peptidase



STM2297 10.64 STY4569 4447122 4448021 hypothetical protein
STM2204 2.64 STY4850 4710186 4712723 DEAD-box helicase-related prote
STM1703 17.11 STY4619 4488638 4489015 putative membrane protein
STM3330 12.11 STY4648 4508347 4508634 hypothetical protein

STY4665 4527028 4528617 hypothetical protein

STM2130 12.91 STY0744 742869 745577 kdpD sensor protein KdpD
STM2273 25.13 STY3945 3812376 3813569 possible racemase
STM0573 13.83 STY3927 3791019 3791978 pstC phosphate transport system perme
STM4507 13.6 STY3888 3749553 3750257 hypothetical 20.8 kDa protein i
PSLT017 11.65 STY1904 1797626 1798249 hemM outer membrane lipoprotein
STM0329 58.14 STY0130 131087 132487 leuC 3-isopropylmalate dehydratase
STM0722 3.63 STY0050 50447 51820 putative transport protein
STM0351 19.56 STY0139 141361 141819 yabB conserved hypothetical protein
STM0568 61.64 STY0173 176527 177897 aroP aromatic amino acid transport pr
STM0027 47.5
STM1327 10.82

STY0263 277885 278103 yaeP conserved hypothetical protein
STM2298 7.58 STY3526 3367154 3368278 putative ATP/GTP-binding protei
STM2784 29.5 STY3561 3405637 3405879 conserved hypothetical protein
STM3215 7.45 STY0698 693269 693859 rlpB rare lipoprotein B precursor
STM3057 49.87 STY0717 712799 713974 yleB putative monooxygenase
STM4294 48.81 STY0738 738049 739368 potE putrescine-ornithine antiporter
STM4303 24.2 STY2170 2014775 2015143 fliT flagellar protein FliT

STY1831 1749484 1751418 conserved hypothetical protein
STY2328 2156001 2156777 wcaA

STM2305 18.76 STY4623 4489932 4490396 putative capsid completion prot
STM2832 47.94
STM2766 13.33
STM0793 20.37 STY2912 2794492 2795775 gabT 4-aminobutyrate aminotransferase
STM1146 31.03 STY4946 4806214 4806780 putative secreted protein
STM0340 17.24
STM2006 32.29
STM3515 3.36 STY1078 1053181 1055793 pepN aminopeptidase N
STM4308 41.02 STY1569 1519345 1519959 conserved hypothetical protein

STY4346 4224909 4225631 yheO conserved hypothetical protein
STM4208 5.58 STY1081 1057716 1058825 conserved hypothetical protein
STM3190 9.55 STY1666 1595392 1596450 putative membrane protein
STM0386 14.84 STY4377 4241702 4242136 rplO 50S ribosomal subunit protein L1
STM1073 13.12 STY4329 4211189 4213276 yhfK
STM3134 2.22 STY4296 4172409 4174028 pckA phosphoenolpyruvate carboxykinas

STY1856 1765843 1766436 putative regulatory protein
STM3109 2.67 STY1164; STY11651126533 1127390 putative membrane transporter
STM2212 8.59 STY1238 1192282 1193298 putative secreted protein
STM3570 50.88 STY1258 1213359 1214060 ABC transporter ATP-binding sub
STM4485 47.64 STY4269 4133883 4134416 gntK putative gluconokinase
STM0908 74.2



STM0597 8.29
STM0730 26.58 STY3814 3677105 3677500 hypothetical protein
STM1965 5.81 STY3780 3646348 3647277 menA menaquinone biosynthetic protein

STY3745 3603465 3604565 trmA tRNA (uracil-5)-methyltransferas
STM1853 37.54 STY3030 2899240 2899896 possible serine/threonine prote
STM4154 7.81 STY4697 4557150 4557737 ecnR transcriptional regulatory prote
STM4445 6.3 STY2623 2457358 2458671 fadL long-chain fatty acid transport
STM1951 50.51 STY0924 915467 916195 artP arginine transport ATP-binding p
STM2466 8.3 STY2709 2540186 2542465 maeB NADP-dependent malate dehydrogen
STM0793 7.63 STY2735 2571687 2573150 putative exported protein
STM0966 18.61 STY2797 2653445 2654373
STM0149 51.8 STY3805; STY38063668495 3668752 putative membrane protein
STM3981 20.45 STY3771 3636785 3638529
STM2903 30.42

STY3051 2917429 2918055 pcm L-isoaspartyl protein carboxyl m
STY3082 2945697 2947334 pyrG CTP synthetase

STM1033 45.65
STM4432 5.79
STM0007 6.87 STY1803 1722307 1723134 nadE NH3-dependent NAD synthetase
STM0386 13.24 STY1685 1612050 1612649 putative TetR-family transcript
STM0086 27.05 STY2192 2032030 2032257 yodD conserved hypothetical protein
STM1355 9.93
STM3645 10.82 STY2514 2349474 2350733 glpB anaerobic glycerol-3-phosphate d
STM1899 49.89 STY4855 4717972 4718697 conserved hypothetical protein

STM3766 40.1 aSTY4875
STM3744 8.64 STY1173 1136364 1137101 conserved hypothetical protein
STM1674 17.65 STY1818 1737762 1738313 putative nitroreductase
STM1901 15.04 STY1676 1604502 1605623 conserved hypothetical protein
STM3502 7.85 STY1652 1580815 1581744 tus DNA replication terminus site-bi

STY1646 1574643 1574978 putative membrane protein
STM0382 59.88 STY1191 1151523 1152737 yceE putative membrane transport prot
STM2863 50.18 STY2986 2861845 2862693 sitD Iron transport protein, inner me
STM3270 18.65 STY1669 1597769 1598404 nth endonuclease III
STM2494 11.02 STY2198 2036578 2037498 yedA putative membrane protein
STM0190 8.97 STY2283 2109775 2110842 hisB imidazoleglycerol-phosphate dehy
STM1714 4.92 STY1816 1734647 1736596 topB DNA topoisomerase III
STM3936 16.23 STY1678 1606411 1606845 slyA transcriptional regulator
STM2511 17.38 STY1689 1615107 1615454 ydhD conserved hypothetical protein
STM0427 8.95 STY1656 1586436 1587944 conserved hypothetical protein
STM1972 43.67 STY1705 1629738 1631039 ssaN putative type III secretion ATP
STM0124 20.88 STY3903 3764614 3765057 mioC MioC protein
STM1614 45.2 STY4000 3865208 3866566 putative PTS system IIC compone
STM1073 14.58 STY2824 2686529 2687260 pdxJ putative pyridoxal phosphate bio
STM0703 22.9 STY0433 443048 444343 phoR phosphate regulon sensor protein
STM2074 3.98 STY4401 4264737 4266338 aceB malate synthase A
STM3399 18.52 STY0079 80834 81430 caiE carnitine operon protein CaiE
STM2820 15.59 STY1789 1709680 1710348 putative hydrolase
STM2403 7.56 STY1781 1703302 1704157
STM3294 12.22 STY2189 2029969 2030763 fliR flagellar biosynthetic protein F
STM3545 16.77 STY1660 1589725 1590840 putative oxidoreductase



STM1651 15.09 STY1575 1525091 1525786 putative dethiobiotin synthetas
STM0508 11.74 STY2602 2438615 2439616 div Div protein
STM3279 6.85 STY2819 2682562 2683479 putative oxidoreductase
STM2410 8.92
STM2370 24.78 STY3358 3201025 3201339 conserved hypothetical protein
STM1218 53.19 STY4241 4107254 4107922 ftsE cell division ATP-binding protei
STM1114 13.46 STY4314 4192593 4193351 gph phosphoglycolate phosphatase
STM0833 39.69 STY0380 390264 390788 possible outer membrane protein
STM3547 44.54 STY1739 1660631 1661849

STY0509 516216 516785 conserved hypothetical lipoprot
STM4206 67.5 STY0607 609316 609678 gtrA bactoprenol-linked glucose trans
STM2898 15.91 STY4773 4633847 4634377 ppa inorganic pyrophosphatase
STM0600 39.51 STY4890 4751918 4754068 cstA probable carbon starvation prote
STM1723 11.64 STY3367 3209659 3210489 conserved hypothetical protein
STM2810 5.82 STY3397 3243758 3245775

STY3401 3247078 3247575 conserved hypothetical protein
STM1221 17.02 STY4305 4184842 4185381 yrfC putative membrane protein
STM2466 12.34 STY2568 2404240 2406384 pta phosphate acetyltransferase

STY2800 2655185 2656462 csiE stationary phase inducible prote
STY0577 584567 586231 fdrA FdrA protein

STM3081 49.46 STY0576 583202 584251 allD ureidoglycolate dehydrogenase
STM3835 3.34 STY3033 2900744 2903311 mutS DNA mismatch repair protein

STY3811 3674335 3674835 cpxP extracytoplasmic stress protein
STM0829 21.38 STY0708 704016 704690 gltK glutamate/aspartate transport sy
STM2427 14.23 STY4391 4252057 4252566 fms polypeptide deformylase
STM0931 8.14 STY2828 2689868 2690842 lepB signal peptidase I
STM0837 8.17 STY2287 2112921 2113532 hisI phosphoribosyl-AMP cyclohydrolas
STM3445 21.46 STY3871 3726120 3727943 typA GTP-binding protein
STM1225 40.34 STY0912 905141 906094 potH putrescine transport system perm
STM3411 15.7 STY4387 4247800 4248213 mscL large-conductance mechanosensiti
STM2702 58.68
STM2299 14.22 STY1223 1177419 1178372 flgL flagellar hook-associated protei
STM3843 18.5 STY2826 2688012 2688917 era GTP-binding protein
STM4283 36.9 STY4189 4051861 4053147 dctA C4-dicarboxylate transport prote
STM1815 8.97 STY2802 2657781 2659034 glyA serine hydroxymethyltransferase
STM1597 4.29 STY1159 1117687 1121649 putA proline dehydrogenase (proline o

STY1655 1585158 1586333 manA mannose-6-phosphate isomerase
STM0842 56.07 STY0900 894194 895009 conserved hypothetical protein
STM2803 9.88 STY0877 867253 868365 ybiR putative membrane protein
STM0637 29.65 STY1993 1877393 1877659 hypothetical protein
STM4114 30.41 STY2403 2236039 2236236 hypothetical protein
STM0589 10.27 STY0767 766138 766971 conserved hypothetical protein
STM0625 10.87 STY4502 4395010 4396641 dcuS two-component sensor kinase
STM0136 15.91 STY2146 1995913 1996578 yecA conserved hypothetical protein
STM1746 54.03 STY1384 1336894 1338507 mppA periplasmic murein peptide-bindi
STM2758 36.18 STY1373 1328326 1328685 pspC phage shock protein C
STM0957 16.07 STY4460 4344317 4346383 putative type-1 secretion prote
STM3137 26.71 STY0057 57341 57790 fkpB probable FkbB-type 16 kD peptidy
STM1149 26.51 STY1039 1025144 1025593 putative lipoprotein
STM0591 34.83 STY1420 1371928 1372083 conserved hypothetical protein
STM0041 8.45 STY3859 3714626 3716662 yihQ putative glycosyl hydrolase
STM3564 73.97 STY4244 4110398 4111492 livJ



STM2727 32.8 STY3669 3523084 3523272 hypothetical protein
STM0292 9.35 aSTY0321
STM1598 11.65 STY2674 2509322 2510614 ptsJ putative transcriptional regulat
STM0790 16.29 STY2111 1962730 1963548 yecE conserved hypothetical protein

STY4457 4326304 4327581 putative type-I secretion prote
STM3982 23.78 STY3164 3036609 3037787 yqeF probable acetyl-CoA acetyltransf
STM4291 36.21 STY3388 3231555 3231770 rpsU 30S ribosomal subunit protein S2
STM0449 16.71 STY3000 2873545 2874027 iagB cell invasion protein
STM4570 20.61 STY3591 3443878 3444639 udp uridine phosphorylase
STM1612 5.12 STY3940 3805127 3806527 dnaA chromosomal replication initiato
STM3587 17.26 STY3219 3087302 3087961 rpiA ribose 5-phosphate isomerase
STM1836 10.05 STY3626 3481759 3482499 rffM probable UDP-N-acetyl-D-mannosam
STM2360 15.66 STY3253 3116628 3117332 conserved hypothetical protein
STM1400 14.35 STY3733 3585623 3585988 rplL 50S ribosomal subunit protein L7
STM3640 32.62 STY0589 596077 596631 fimA type-1 fimbrial protein, a chain
STM4059 39.45 STY2125 1977243 1977632 cheY chemotaxis protein CheY
STM3104 13.23 STY3877 3732783 3734156 hemN oxygen-independent coproporphyri
STM3908 23.7 STY3158 3031031 3031966 lysR transcriptional activator protei
STM4546 6.55 STY3869 3724468 3725346 hypothetical protein
STM4285 16.26 STY3612 3466407 3467231 dapF diaminopimelate epimerase
STM2957 5.69 STY3657 3515196 3550387 yifB
STM2771 36.69 aSTY2167
STM2445 11.61 STY3074 2937019 2937753 cysH 3'-phosphoadenosine 5'-phosphosu
STM4486 20.97 STY1493 1450372 1451382 adhP alcohol dehydrogenase

STY1454 1404648 1405628 putative transferase
STM4577 4.46 STY1423 1373904 1376540 putative exported protein
STM1287 8.31 STY1393 1345254 1346150 putative transcriptional regula
STM1506 37.18 STY1520 1476670 1477695 putative alcohol dehydrogenase
STM3357 9.11 STY1551 1503716 1504402 putative regulatory protein
STM4212 7.58 STY1004 1001995 1003395 asnS asparaginyl-tRNA synthetase
STM0192 48.29 STY0634 634904 635698 fepC ferric enterobactin transport AT
STM0336 26.17 STY0372 383443 384204 stbB fimbrial chaperone protein
STM1283 13.83 STY1310 1270134 1270970 possible membrane transport pro
STM0621 5.42 STY1476 1427430 1428467 putative NADP-dependent oxidore
STM2221 8.98 STY1964 1854312 1855121 rrmA rRNA guanine-N1-methyltransferas

STM0125 13.28 STYkdgA 1942582 1943223 eda
STM1935 45.63 STY2141 1992209 1992712 yecI ferritin-like protein
STM2777 30.03 STYglxA2 569227 569708 allA
STM2265 8.4 STY0585 592342 593727 cysS cysteinyl-tRNA synthetase
STM3601 35.86
STM1220 44.91 STY0426 435467 436375 yajF hypothetical ROK-family protein
STM1539 49.33 STY3321 3168535 3169653 hyb0 hydrogenase-2 small chain protei
STM0092 11.5 STY2952 2829862 2830941 mltB membrane-bound lytic transglycos
PSLT017 18.59 STY4165 4024116 4025240 hypothetical protein
STM3131 17 STY4865 4727571 4728101 conserved hypothetical protein
STM3685 14.31 STY2632 2465992 2466930 pgtE outer membrane protease E
STM3572 13.28 STY4021 3882205 3883170 yicL putative membrane protein

STY3130 2998379 2999710 argA N-acetylglutamate synthase
STY3174 3043600 3044676 hypothetical protein

STM0452 7.5 STY3258 3120025 3121032 conserved hypothetical protein
STY0508 515141 516001 tesB acyl-CoA thioesterase II



STM0129 9.72 STY2926 2802627 2803961
STM1449 16.65 STY4069 3927194 3927673 coaD phosphopantetheine adenylyltrans
STM3999 35.48 STY3111 2979135 2979950 exo 5'-3' exonuclease
STM0537 7.61 STY3163 3035343 3036179 kduI 5-keto-4-deoxyuronate isomerase
STM0528 51.34

STY3294 3140728 3141252 hypothetical protein
STM2858 5.73 STY2950 2827753 2828814 recA RecA protein
STM0957 16.88 STY2330 2159020 2159469 wzb putative protein-tyrosine phosph
STM1049 54.95 aSTY2469
STM3592 9.91 STY4083 3940886 3941839 waaC lipopolysaccharide heptosyltrans
STM1975 23.31 STY4362 4235716 4235994 rpsS 30S ribosomal subunit protein S1
STM0498 8.64 STY3508 3347443 3348372 conserved hypothetical protein
STM1216 9.78 STY3433 3277638 3278585 possible carbohydrate kinase
STM1452 42.25 STY4211 4077083 4078552 putative PTR2 family transport

STY0949 938913 939773 putative pirin-related protein
STM0706 13.14 STY4783 4641842 4642486 putative membrane protein
STM3968 21.98 STY4921 4781705 4782424 deoD purine nucleoside phosphorylase
STM3390 41.46
STM3369 28.21 STY1814 1732760 1733035 putative exported protein

STY4688 4549751 4550992 yjeH putative permease
STM2551 22.03 STY2945 2821463 2821888 putative membrane protein
STM1826 57.41 STY2430 2259039 2260460 sdaC putative L-serine dehydratase
STM0588 11.41
STM0339 22.93 STY2380 2211940 2212623 stcB putative  fimbrial chaperone pro
STM0356 16.53 STY2409 2240981 2242339 putative n-hydroxybenzoate tran
STM4152 3.63 STY1720 1640279 1641733 sseC putative pathogenicity island ef
STM3584 17.98 STY1090 1069479 1069931 conserved hypothetical protein
STM4511 12.87
STM4250 9.08 STY0875 864623 866203 ybiP putative membrane protein

STY1812 1731505 1732311 xthA exodeoxyribonuclease III
STM0650 25.66 STY3432 3275827 3277398 garD D-galactarate dehydratase
STM0816 30.24 STY0850 843412 844518 putative inner membrane protein
STM0671 38.44 STY3212 3079659 3080861 possible monooxygenase
STM3273 5.95 STYnml 2009890 2011094 fliB
STM0600 15.52 STY3404 3249773 3250741 possible drug efflux protein
STM2441 34.51 STY3233 3098929 3099585 possible ABC-transport protein,
STM0784 14.1 STY1129 1094909 1095319 putative exported protein
STM2867 26.23 STY2996 2869850 2870779 AraC-family transcriptional reg
STM1095 16.5 STY4029 3890702 3891166 fidL putative exported protein

STY3341 3183611 3184066 conserved hypothetical protein
STM1781 45.69 STY1714 1636978 1637193 ssaG putative pathogenicity island pr
STM2274 22.41 STY1141 1104125 1105501 hpaX putative 4-hydroxyphenylacetate
STM1491 10.61 STY0811 807495 808970 modF putative molybdenum transport AT

STY2722 2559162 2559362 putative membrane protein
STM0012 19.91 STY2785 2642225 2644075 hscA chaperone protein HscA
STM4192 36.02 STY2720 2557647 2558003 yffB conserved hypothetical protein
STM0981 41.64 STY0524 531785 531952 ybaM conserved hypothetical protein
STM1274 60.8 STY1925 1818448 1818720 putative membrane protein
STM0124 25.07 STY4411 4278739 4279011 conserved hypothetical protein
STM0601 71.1 STY4889 4751620 4751823 conserved hypothetical protein
STM4049 24.42 STY4278 4148814 4149140 glpE conserved hypothetical protein
STM2147 32.5 STY4247 4111691 4112074 yhhK conserved hypothetical protein



STM1461 24.93 STY4514 4405069 4405356 putative GerE family regulatory
STM2404 17.18
STM0937 42.03 STY4638 4503667 4503894 hypothetical protein

STY4140 4004508 4005520 yiaH
STM4575 49.04
STM1187 10.49 STY0363 372529 373773 yafA conserved hypothetical protein
STM2499 9.4 STY0004 3734 5020 thrC threonine synthase
STM1432 16.79 STY1582 1530608 1530889 asr putative secreted stress respons
STM1641 27.51 STY1684 1611708 1611947 conserved hypothetical protein
STM0014 46 STY0036 33368 34363 putative transcriptional regula
STM2918 15.71 STY0073 74013 74834 dapB dihydrodipicolinate reductase
STM0017 45.04 STY0038 34511 34816 putative transcriptional regula
STM2423 25.11 STY0041 38773 39534 putative exported protein
STM0816 46.58 STY1197 1156543 1156656 conserved hypothetical protein
STM2011 37.36
STM0571 25.15 STY3455 3296202 3296750 putative acetyltransferase
STM3616 22.61 STY3412 3255451 3255936 putative membrane protein
STM0899 28.12
STM2223 40.31 STY0989 984996 985178 conserved hypothetical protein
STM2593 70.28
STM4067 10.55 STY0798 795337 796056 pnuC pnuC protein
STM4323 9.86
STM0335 4.06
STM1178 27.87

STM3028 15.13
STM1786 7.96
STM3386 35.66
STM4533 53 STY2128 1979723 1981384 tar methyl-accepting chemotaxis prot
STM0032 61.15 aSTY0046
STM3677 68.95 aSTY0118
STM2559 69.1 aSTY0259

STY0321 331314 335378 Rhs-family protein
STM3241 67.19 aSTY0973
STM0893 60.7 aSTY1011
STM0911 56.21
STM2597 70.1
STM0475 70.63 aSTY3570

STM2953 15.8 STY2053 1916899 1917150 putative bacteriophage cohesive
STM3923 18.14 STY3632 3487969 3488850 rffH glucose-1-phosphate thymidylyltr
STM3029 13.28 STY3670 3523340 3523639 possible lipoprotein
STM2772 62.46 STY2889 STY3695 2768199 2768771 putative DNA-invertase

STY3950 3818303 3819430 hypothetical protein
STM3176 29.96 STY1545 1498702 1499058 putative periplasmic protein
STM1670 29.89 STY2071 1926877 1927047 putative bacteriophage protein
STM2514 6.24 STY2349 2187521 2188240 putative exported protein
STM2959 60.5 aSTY2730
STM0543 32.06 STY3918 3780596 3781171 stgA probable fimbrial subunit protei
STM2619 15.63 STY1361 1321082 1321351 hypothetical protein

STY1599 1541714 1541986 hypothetical protein
STM2767 32.97 STY2351 2189209 2189652 putative exported protein



STM0747 18.09 STY2748 2585891 2586430 putative exported protein
STM2772 61.69 aSTY2889 aSTY3695
STM2746 11.2 STY0203 212072 212686 staE putative fimbrial protein
STM0395 18.32 STY0323 336077 336370 hypothetical protein
STM0045 27.06 STY0479 483985 484248 probable secreted protein
STM0927 29.59 STY3692 3539686 3540279 hypothetical protein

STY3948 3816148 3817170 hypothetical protein
STM3104 9.63 STY4208 4073368 4074021 putative lipoprotein
STM4399 9.62 STY4521 4409652 4410686 hypothetical protein
STM2865 6.45 STY4554 4437266 4438141 hypothetical protein
STM0926 2.64 STY4573 4450338 4452761 hypothetical protein

STY4672 4536854 4537315 hypothetical protein
STY4825 4688741 4689370 phage polarity suppression prot

STM1009 7.18 STY4594 4470678 4471577 hypothetical protein
STY4222 4087158 4088450 putative membrane protein

STM2754 14.57 STY4526 4415107 4415664 hypothetical protein
STY4550 4433684 4434991 pilV prepilin

STY3018 2889969 2890376 spak secretory protein (associated wi
STM2224 9.45 STY0532 539066 539710 adk adenylate kinase
STM2128 12.72 STY2232 2062727 2063452 cbiH precorrin-3 C17-methyltransferas
STM2198 50.52 STY3994 3859754 3861082 uhpC regulatory protein
STM0622 63.89 STY0069 69996 70865 citE2 citrate lyase beta chain

STY0105 102467 103288 ksgA dimethyladenosine transferase
STM4556 3.92 STY0254 266430 269912 dnaE DNA polymerase III, alpha chain
STM2374 44.88 STY3485 3329075 3329362 nlp Ner-like regulatory protein
STM0844 26.92 STY3524 3366017 3366490 rpsI 30S ribosomal subunit protein S9
STM2759 10.18 STY3557 3401700 3402704 conserved hypothetical protein
STM0127 27.52 STY0690 685657 686769 mrdB rod shape-determining protein Ro
STM0828 56.93 STY0707 703291 704016 gltL glutamate/aspartate transport AT
PSLT039 2.47 STY0191 200408 202798 gcd glucose dehydrogenase
STM2428 20.42 STY0213 222159 222689 ligT 2'-5' RNA ligase

STY0247 259264 261675 yaeT outer membrane protein precursor
STM3136 58.64 STY1553 1504853 1506319 putative D-mannonate oxidoreduc
STM0814 5.48 STY1522 1478591 1479682 putative secreted hydrolase
STM4095 21.75
STM0192 19 STY4242 4107915 4108970 ftsX cell division protein
STM0196 8.6 STY4909 4769681 4770361 conserved hypothetical protein
STM1522 37.35 STY0278 294737 295912 putative drug efflux protein
STM3920 3.71 STY0354 361943 364387 possible acyl-CoA dehydrogenase

STM1383 4.81 STY1089 1067533 1069293 conserved hypothetical protein
aSTY4625 aSTY3677

STM1785 24.26
STM4367 24.16
STM3467 12.74 STY1095 1072728 1074881 putative membrane protein
STM0041 8.47 STY1155 1115313 1115990 wrbA trp repressor binding protein



STM0778 8.21 STY1193 1154032 1155084 conserved hypothetical protein
STM4256 16.65 STY3886 3742558 3743142 mobA molybdopterin-guanine dinucleoti
STM4283 20.37 STY1138 1101924 1102304 hpcD 5-carboxymethyl-2-hydroxymuconat

STY1175 1137732 1138262 putative membrane protein
STM0920 36.71 STY1235 1189783 1190019 acpP acyl carrier protein
STM0788 3.99 STY1256 1208383 1211829 mfd transcription-repair coupling fa
STM4465 5.42 STY4272 4137658 4139844 glgB 1,4-alpha-glucan branching enzym
STM1622 30.8 STY1187 1146694 1148229 mdoG periplasmic glucans biosynthesis
STM0150 3.84 STY4301 4178276 4180480 yrfF putative membrane protein
STM3764 8.69
STM2672 10.13 STY1834 1753477 1754970

STY3867 3723230 3724471
STM2037 62.01 STY3783 3648715 3649560 glpF glycerol uptake facilitator prot
STM2782 11.46
STM1000 20.16
STM3851 15.69 STY4466 4351271 4352620 putative xanthine/uracil permea
STM1498 58.55 STY4503 4397074 4399424 dmsA
STM3056 6.22
STM2353 34.54 STY0922 913995 914711 artQ arginine transport system permea
STM3241 5.5 STY2654 2490763 2492187 gltX glutamyl-tRNA synthetase
STM2595 76.1
STM2481 6.18 STY0935 927559 929217 conserved hypothetical protein
STM3905 11.85 STY1006 1004375 1005590
STM1009 10.17
STM3003 26.15
STM3609 24.91 STY4489 4376088 4377590 proP ProP
STM2211 34.66 STY4694 4556104 4556670 efp elongation factor P
STM0447 11.68 STY2615 2448733 2449557 mepA penicillin-insensitive murein en
STM0034 24.88 STY2659 2496555 2497316 yfeN conserved hypothetical protein

STY2713 2546128 2547171 putative exported protein
STM2505 79.69 aSTY2746
STM0608 3.73 STY2999 2871866 2873527 iagA invasion protein regulator
STM0887 64.2 STY4711 4571986 4572750 artJ probable arginine-binding peripl
STM1712 26.08 STY4748 4606459 4606773 priB primosomal replication protein N
STM2752 3.93 STY2485 2313369 2315855 napA probable nitrate reductase
STM3512 63.02 aSTY4820
STM0523 13.97 STY2565 2401589 2402083 conserved hypothetical protein
STM3241 6.47 STY2556 2391513 2393315 nuoC NADH dehydrogenase I chain C; ch
STM3773 21.83
STM0830 41.05 STY2162 2007417 2008217 fliY cystine-binding periplasmic prot
STM0447 32.83 STY4355 4231652 4232128 bfr bacterioferritin

STY1096 1074900 1075346 yccF putative membrane protein
STM0877 23.55 STY1262 1217163 1218290 potD spermidine/putrescine-binding pe
STM0925 11.6 STY2704 2537563 2538252 putative ethanolamine utilizati
STM0879 44.37 STY1265 1220668 1221531 potB spermidine/putrescine transport
STM0850 5.3 STY1783 1704611 1705570 putative outer membrane protein
PSLT016 22.86 STY4728 4591236 4591934 yjfJ
STM0221 11.79 STY4763 4620872 4621429 ytfJ putative exported protein
STM2372 56.34
STM3538 14.69 STY1182 1142423 1142749 conserved hypothetical protein
STM2986 10.1 STY2000 1881004 1881918 putative membrane protein
STM2799 56.78 STY1299 1258003 1258416 hns DNA-binding protein (histone-lik



STM0529 15.8 STY1212 1167706 1168365 flgA flagellar basal body P-ring prot
STM0724 10.71
STM3901 34.05 STY3986 3851123 3852811 ilvB acetohydroxy acid synthase I, sm
STM2406 18.87 STY3914 3775131 3775550 atpC ATP synthase epsilon subunit
STM4343 8.26 STY2834 2696031 2697653 nadB L-aspartate oxidase (quinolinate
STM2644 11.13 STY0270 282594 283301 yaeB conserved hypothetical protein
STM4220 9.54 STY0109 108222 109034 djlA DnaJ-like protein
STM4269 11.66 STY2614 2447924 2448733 yfcA putative membrane protein
STM0426 10.21 STY1766 1689176 1689889 conserved hypothetical protein
STM0173 9.06 STY1762 1685253 1686086 conserved hypothetical protein
STM1572 62.03 STY1002 1000298 1001389 ompF outer membrane protein F precurs

STY4250 4114588 4115865 livM high-affinity branched-chain ami
STM1734 6.85 STY1708 1633485 1634477 ssaL putative secretion system protei
STM0692 6.09 STY2483 2311811 2312680 napH ferredoxin-type protein NapH
STM0276 90.9 STY0302 315281 315766 conserved hypothetical protein
STM0231 13.18 STY4906 4767703 4768731 conserved hypothetical protein
STM1498 20.18 STY4158 4016623 4018956 bisC biotin sulfoxide reductase
STM1698 5.5 STY3439 3283987 3285258

STY3462 3304064 3304948 conserved hypothetical protein
STM2413 23.79 STY2653 2490327 2490719 yfeD conserved hypothetical protein
STM2522 8.91 STY2766 2618487 2619170 putative membrane protein
STM0245 30.18 STY0558 564336 565166 sfbA lipoprotein
STM0634 13.38 STY0651 652161 653063 ybdO putative lysR-family transcripti
STM2816 8.97
STM2350 10.24 STY4923 4783207 4784223 lplA lipoate-protein ligase A
STM4187 42.93 STY4131 3993461 3994261 yiaJ putative transcriptional regulat
STM1142 11.61 STY4197 4063347 4063949 yhjB hypothetical luxR-family transcr
STM0789 15.55 STY4201 4068168 4068887 gntR family regulatory protein
STM0312 39.48
STM4325 11.78 STY4797 4658590 4659036 putative membrane protein
STM2068 13.07 STY1743 1663367 1664710 putative amino acid permease
STM3635 4.68 STY4492 4379502 4381145 putative membrane protein
STM0019 11.71 STY1207 1164050 1164973 mviM putative virulence factor MviM
STM3200 11.01 STY2695 2527466 2528827 eutB ethanolamine ammonia-lyase heavy
STM2539 28.44 STY3850 3706680 3707117 yihZ conserved hypothetical protein
STM4532 5.59 STY0683 679625 680590 lipA lipoic acid synthetase
STM1980 34.1 STY1700 1627076 1627342 ssaS putative type III secretion prot

STY2240 2068997 2070421 cbiA cobyrinic acid A,C-diamide synth
STM2913 10.29 STY4096 3954197 3955018 cysE serine acetyltransferase
STM4275 13.36 STY0846 839949 840911 ybhN putative membrane protein
STM2219 17.5 STY0816 811736 812794 modC molybdenum transport ATP-binding
STM1888 48.56 STY1744 1665112 1666524 pykF pyruvate kinase
STM1951 41.79 STY2581 2417151 2417927 hisP histidine transport ATP-binding

STY0132 133581 135152 leuA 2-isopropylmalate synthase
STM3348 37.85 STY0231 241500 242927 htrA protease DO precursor; heat shoc
STM4170 68.55 STY0493 500253 500525 hupB DNA-binding protein HU-beta
STM1801 5.72 STY4388 4248355 4249731 trkA potassium transport protein
STM1196 34.26 STY3004 2876422 2876670 sipF probable acyl carrier protein
STM0023 44.16 STY0593 598006 600618 fimD outer membrane usher protein Fim
STM2253 15 STY0772 769551 770597 putative membrane protein
STM4416 14.66 STY0782 781859 782728 sucD succinyl-CoA synthetase alpha ch
STM4005 43.9 STY3711 3561370 3562695 hydG transcriptional regulatory prote



STM2565 24.48 STY4210 4076233 4076991 conserved hypothetical protein
STM3638 5.8 STY2245 2074535 2076199 pduC glycerol dehydratase large subun
STM3579 10.31 aSTY3006
STM2850 12.43 STY2552 2385945 2386922 nuoH NADH dehydrogenase I chain H
STM1441 6.69 STY3545 3383598 3385565 yhcP putative membrane protein
STM4257 40.16 STY4452; aSTY44534322993 4323625 putative exported protein
STM3056 8.04 STY2856 2726224 2727345 tyrA chorismate mutase/prephenate deh
STM0041 12.91 STY1177 1139160 1139576 csgF assembly/transport component in
STM3885 18.82 STY3854 3709607 3710530 yihV putative sugar kinase
STM2791 14.7 STY3716 3566012 3566620 yjaG conserved hypothetical protein
STM2272 14.81 STY2968 2845058 2845468 hycH formate hydrogenlyase maturation
STM4018 63.76 STY3861 3718136 3719557 putative membrane permease
STM0852 7.84 STY0716 711231 712697 miaB MiaB protein (putative tRNA-thio
STM0109 29.34 STY0498 504580 506280 ybaE putative solute-binding protein
STM0646 5.33 STY4475 4361222 4362658 nrfA cytochrome c552 precursor
STM2517 17.39 STY1395 1347328 1349310 invasin-like protein
STM3261 13.58 STY3563 3407332 3408213 prmA ribosomal protein L11 methyltran
STM1642 6.37 STY3128 2995296 2996393 mltA membrane-bound lytic murein tran
STM2974 7.83 STY3041 2909280 2909918 possible sugar aldolase
STM0398 19.58 STY3813 3675681 3677054 cpxA two-component sensor kinase prot
STM3794 41.24 STY0897 891157 891915 deoR deoxyribose operon repressor
STM3370 42.45 STY3616 3470104 3470424 cyaY CyaY protein
STM3531 13.73 STY3653 3509746 3511596 ilvD dihydroxyacid dehydratase
STM1356 57.14 STY0083 85326 86468 caiA probable carnitine operon oxidor
STM2982 26.31 STY3655 3512700 3512960 ilvM acetohydroxy acid synthase II, s
STM0747 18.54 STY2769 2621651 2622625 yfgA putative DNA-binding protein

STY1944 1833688 1834395 minC septum site determining protein
STY1321 1278795 1279310 conserved hypothetical protein

STM4285 19.47 STY3113 2981207 2981854 fucA fuculose-1-phosphate aldolase
STM3899 4.3 STY3061 2925121 2926167 iap alkaline phosphatase isozyme con
STM3964 12.56 STY3596 aSTY3595 3450821 3451720 yigM putative membrane protein

STY3621 3474982 3475923 hemC porphobilinogen deaminase
STM2850 21.66 STY3738 3588809 3589192 secE preprotein translocase SecE subu
STM2971 69.8 STY1956 1844980 1846344 sdaA L-serine deaminase 1
STM4189 22.34 STY1281 1235888 1236988 chaA putative calcium/proton antiport
STM2913 11.93 STY1907 1800435 1802120 putative sulphate transporter
STM0574 39.02 STY1961 1851971 1852822 manZ phosphotransferase enzyme II, D
STM2497 9.89 STY2080 1934303 1935178 putative cation transporter
STM1446 9.56 STY2109 1960070 1961842 aspS aspartyl-tRNA synthetase
STM2915 53.3 STY0566 572484 573260 hyi hydroxypyruvate isomerase
STM3737 8.04 STY0586 593818 594366 ybcI putative membrane protein

STY0616; STY0615614326 614766 hypothetical protein
STM0400 49.53 STY1481 1433410 1434930 ansP L-asparagine permease
STM1117 16.84 STY1446 1398335 1399126 putative regulatory protein
STM3537 38.15 STY1505 1463253 1465064 glgX putative glycogen debranching pr
STM3855 8.07 STY1931 1824291 1825589 dadA D-amino acid dehydrogenase
STM1567 18.35
STM1253 51.9 STY1431 1383466 1383870 putative cytochrome
STM0370 8.83 STY1397 1350263 1350820 putative thiol peroxidase
STM3388 30.84 STY1349 1307186 1309168 conserved hypothetical protein
STM0052 56.44 STY0675 674421 675101 dpiA transcriptional regulatory prote
STM3695 14.34 STY0986 982691 983668 lpxK tetraacyldisaccharide 4'-kinase



STM4470 9.22 STY0961 954308 955600 serS seryl-tRNA synthetase
STY3251 3114814 3115500 kdgR probable global regulatory prote

STM2162 6.43 STY0501 507959 509014 putative lyase
STM3106 33.75 STY4203 4069850 4070180
STM2099 8.42 STY3204 3069440 3070420 conserved hypothetical protein
STM2531 17.41 STY4112 3973306 3973914 putative glutathione transferas
STM2530 14.16 aSTY4036
STM2791 12.62 STY3355 3198957 3200306 probable two-component system s
STM4544 6.31 STY2870 2739173 2740834 recN DNA repair protein
STM3618 32.26 STY3202 3068542 3068889 conserved hypothetical protein
STM1032 3.16
STM0816 35.34 STY4225 4093033 4094257
STM1885 4.44 STY4178 4037181 4038752 yhjS conserved hypothetical protein
STM3631 11.7 STY4046 3906477 3907868 putative purine permease
STM2123 14.33 STY2859 2729376 2730596 yfiN putative membrane protein
STM2772 60.26 STY4608 4481369 4481590 pin
STM4284 6.49 STY3243 3107377 3108531 metK S-adenosylmethionine synthetase

STY0486 490748 492223 ampG AmpG protein
STM0325 5.81
STM2128 34.25 STY2340 2173488 2176610 yegN putative RND-family transporter
STM4483 37.28 STY2401 2233585 2234346 yohF putative oxidoreductase
STM2223 21.89 STY4385 4246732 4247100 yhdN conserved hypothetical protein
STM2441 18.36 STY0938 931425 933371 ybjZ conserved hypothetical ABC trans
STM3677 65.46 STY4744 4604495 4605181 sgaE probable class II aldolase
STM2851 16.97 STY4817 4678442 4679542 putative inner membrane protein
STM3314 13.86 STY0927 917387 918217 putative N-acetylmuramoyl-L-ala
STM2768 17.08 STY4724 4586962 4587387 yjeB conserved hypothetical protein
STM2281 5.86 STY3428 3269977 3270915 tdcA TDC operon transcriptional activ
STM1538 27.65 STY3318 3164678 3166381 hybC hydrogenase-2 large subunit
STM2751 46.93 STY2955 2832739 2833101 srlB PTS system, glucitol/sorbitol-sp
STM3169 3.52 STY2964 2840627 2842867 hypf hydrogenase maturation protein
STM0499 43.59
STM2321 10.68 STY2970 2846232 2846774 hycF formate hydrogenlyase subunit 6
STM0488 21.18 STY2461 2292820 2293104 rplY 50s ribosomal protein L25
STM3691 7.19 STY2322 2151705 2152259 wcaF putative acetyltransferase
STM2777 10.28 STY2434 2262909 2264900 cirA colicin I receptor precursor
STM4385 11.55 STY1897 1792009 1792863 kdsA 2-dehydro-3-deoxyphosphooctonate
STM0963 10.75 STY3247 3111874 3112605 conserved hypothetical protein
STM2144 13.3 STY0758 758250 758990 hypothetical protein
STM1385 2.52 STY0831 829029 831050 uvrB excision nuclease ABC subunit B
STM1356 10.22
STM3541 40.26 STY3503 3342185 3342457 ptsO phosphocarrier protein (nitrogen
STM0950 78.39 STY4025 3888370 3889050 slsA conserved hypothetical protein
STM1062 48.99 STY0879 869549 871144 ybiT ABC transporter ATP-binding prot
STM0209 39.51 STY3528 3369026 3370393 degQ serine protease
STM3782 43.71 STY3443 3286056 3287429 gatC PTS system, galactitol-specific

STY3371 3213820 3214491 dsbA disulfide isomerase
STM2830 7.05 STY2492 2321227 2322279 yojL thiamine biosynthesis protein
STM2440 24.82 STY0790 787814 788218 ybgC conserved hypothetical protein
STM4401 7.92 STY3479 3323177 3324610 Penicillin-binding protein (D-a
STM2311 51.29 STY3409 3254294 3254599 conserved hypothetical protein
STM0629 70 STY4153 4012626 4012838 cspA cold shock protein



STY3229 3096533 3096958 conserved hypothetical protein
STM0898 32.66 STY0774 772118 772363 hypothetical protein
STM0145 20.89 STY0822 818643 819368 hutC histidine utilization repressor
STM1793 59.88 STY0787 785900 787039 cydB cytochrome d ubiquinol oxidase s
STM0096 43.44 STY4066 3925835 3926071 rpmB 50S ribosomal subunit protein L2
STM1651 18.12 STY2993 2867765 2868070 prgJ pathogenicity 1 island effector

STY1707 1633059 1633427 ssaM putative pathogenicity island pr
STM4238 22.39 STY1953 1842510 1842689 conserved hypothetical protein
STM2368 30 STY0613 613438 613674 hypothetical secreted protein

STM3524 12.21 STY1731 1651581 1652540 putative pathogenicity island p
STM4491 40.22 STY4289 4163888 4164124 yhgG conserved hypothetical protein

STY3737 3588262 3588870 nusG transcription antitermination pr
STM1625 16.44 STY3708 3551580 3552416 possible LysR-family transcript
STM3191 19.5 STY3579 3431563 3433386 possible transferase
STM2713 21.83 aSTY4617
STM4558 20.1 STY1475 1426703 1427218 putative acetyltransferase
STM0145 5.53 STY0119 119492 120994 araA L-arabinose isomerase
STM0685 47.33 STY1657 1588113 1588283 malX

STY1876 1780271 1780444 hypothetical protein
STY3003 2876118 2876378 doubtful CDS found within S. ty

STM2080 50.94 STY2916 2798595 2798753 conserved hypothetical protein
STM4581 34.5 STY0133 135240 135326 leuL leu operon leader peptide

STY4604 4479078 4479197 hypothetical protein

STM1528 46.48 aSTY1533
STM0994 52.03 STY3985 3850918 3851016 ivbL ilvBN operon attenuator peptide

STY3469 3313654 3314076 conserved hypothetical protein
STM3674 11.17 STY3472 3316930 3318267 PGM/PMM-family protein
STM0903 23.64 STY1036 1023687 1024484 putative prophage antiterminati

STM0325 23.61
STM3672 37.03 STY0789 787304 787585 putative membrane protein
STM0660 10.4
STM1170 17.25

STM3997 37.33 STY4845 4703505 4704156
STM1246 60.2
STM2761 12.46
STM1871 71.32
STM2473 60.35 aSTY0007
STM1572 22.9 aSTY2203
STM3922 55.46 aSTY2307
STM3858 39.91 aSTY2439
STM4334 30.14 aSTY2447
STM3830 13.11 aSTY3325
STM3152 30.24 aSTY3394
STM0973 66.68 aSTY3423
STM0209 33.98 aSTY3528
STM0922 69.24

STY2061 1921742 1922554 conserved hypothetical protein



STM1861 24.91 STY2077 1932482 1933558 putative integrase
STM2085 17.58 STY2356 2191545 2191823 hypothetical protein

STY2885 STY3699 2765868 2765987 putative bacteriophage protein
STM0150 6.42 STY0115 116031 117239 putative IS element transposase

STY0312 325657 326130 probable secreted protein
STM0995 13.32 STY3644 3502694 3503437 probable uridine phosphorylase

STY3672 3525240 3526154 hypothetical protein
STM3986 40.47 STY3688 3536323 3536682 phage baseplate assembly protei
STM0624 8.06 STY3066 2927865 2928569 conserved hypothetical protein

STY0296 311765 312055 hypothetical protein
STM3515 7.43 STY0345 351764 352474 tcfA putative fimbrial protein
STM0149 5.87 STY3674 3526926 3527963 probable capsid portal protein
STM4201 8.25 STY3690 STY4612 3537570 3538175 putative phage tail protein
STM2592 6.06 STY3922 3784535 3785602 stgD probable fimbrial protein
STM4495 38.17 STY1367 1323331 1323468 hypothetical protein

STY1601 1542275 1542850 gam bacteriophage host-nuclease inhi
STY1618 1554283 1554741 putative bacteriophage protein
STY2883 STY3701 2762316 2762810 putative bacteriophage tail pro

STM1680 3.9 STY3070 2931004 2932539 hypothetical protein
STM2722 12.92 STY4627 aSTY3675 4493201 4494967 probable terminase subunit

STY4651 4510583 4512553 vexE Vi polysaccharide export protein
STM2006 29.41 STY4676 4538390 4539172 hypothetical protein
STM0243 12.71 STY4829 4691273 4691656 cI phage immunity repressor protein

STY4560 4441022 4441522 hypothetical protein
STM1576 4.26 STY4577 4454829 4456259 hypothetical protein

STY4883 4743384 4744970 hsdM
STM0580 5.36 STY4635 4499824 4502238 conserved hypothetical protein

STY4656 4516537 4518273 tviE Vi polysaccharide biosynthesis p
STM3306 55.37 STY4673 4537312 4537533 cII transcriptional regulatory prote

STM3178 13.58 STY4490 4377757 4378836 pmrB two-component sensor kinase
STM2740 28.11
STM1216 4.86 STY3904 3765436 3767325 gidA glucose inhibited division prote

STY3499 3338936 3340369 rpoN RNA polymerase sigma-54 factor (
STM3835 44.84 STY3359 3201464 3203356 parE topoisomerase IV subunit B
STM2432 19.8 STY3483 3327301 3327612 rplU 50S ribosomal subunit protein L2
STM0619 50.82 STY0072 72925 73833 citG2 citg protein
STM2776 8.37 STY0154 158349 159266 lpxC UDP-3-O-[3-hydroxymyristoyl] N-a
STM1452 24.13 STY0189 198171 198518 yacC conserved hypothetical protein
STM0356 13.66 STY0210 219841 220737 yadB glutamyl-tRNA synthetase-related
STM2274 18.81 STY0245 257011 257868 cdsA phosphatidate cytidylyltransfera
STM1542 37.29 aSTY1555
STM2804 3.39 STY3549 3389538 3393338 possible exported protein
STM3208 21.55 STY0680 678420 679207
STM0657 48.31
STM2039 4.61 STY0725 725520 726926 ybfM putative outer membrane protein
STM2249 11.01 STY0754 755920 756654 conserved hypothetical protein



STY2635 2470438 2471631 pgtC phosphoglycerate transport regul
STM1956 5.3 STY2311 2140648 2141926 wcaK
STM4574 49.04
PSLT082 7.23 STY0305 317713 319014 putative membrane protein
STM0685 18.41
STM1088 30.39 STY2897 2779866 2780918 conserved hypothetical protein
STM0924 59.69
STM2660 20.09 STY0294 309016 311679 ClpB-like protein
STM2833 30.76
PSLT101 28.19 STY0368 378398 378796 probable secreted protein
STM2780 35.37 STY1117 1086906 1087781 pipB conserved hypothetical protein
STM0499 40.2 STY4386 4247111 4247536 zntR putative Zn(II)-responsive regul

STY4332 4214265 4214669 yhfA conserved hypothetical protein
STM1061 12.4 STY1103 1079782 1080993 conserved hypothetical protein
STM3359 11.67 STY1561 1510962 1511522 speG spermidine N1-acetyltransferase
STM0048 16.16 STY4343 4222599 4223189 slyD FKBP-type peptidyl-prolyl cis-tr
STM2987 15.46 STY4304 4184063 4184842 yrfD conserved hypothetical protein
STM3972 10.25 STY1278 1233870 1235120 icdA isocitrate dehydrogenase
STM4185 15.37 STY1839 1756268 1757062 putative transcriptional regula
STM0086 16.91 STY4341 4220489 4222294 kefB glutathione-regulated potassium-
STM3638 9.01 STY1249 1202272 1203297 putative glycosyl hydrolase
STM4492 16.52 STY1871 1778004 1778474 putative heat shock protein
STM2517 50.89
STM3801 4.95 STY3828 3689433 3690259 rhaD
STM1651 7.54
STM3883 23.01 STY3794 3658357 3659358 ydeZ putative ABC transporter, membra
STM3826 11.42
STM2168 29.19 STY2982 2858736 2859080 ygbA conserved hypothetical protein
STM3248 45.17 STY3043 2910690 2911210 ygbJ
STM2403 14.84 STY2608 2442887 2443543 conserved hypothetical protein
STM2503 31.13 STY2651 2487168 2489357 yfeA putative membrane protein
STM4526 6.45

STY2723 2559389 2561440 conserved hypothetical protein
STM0956 27.02 STY0955 943885 945651 cydD transport ATP-binding protein Cy
STM0926 92

STY3788 3653687 3654283 yiiQ conserved hypothetical protein
STM3222 4.23 STY4421 4289054 4291150 putative lipoprotein
STM3512 20.29 STY3038 2906016 2907512 possible permease
STM1199 9.13
STM0056 9.56 STY0914 907010 907483 putative membrane protein
STM1022 24.34
STM1043 62.53

STY2770 2622919 2624085 yfgB conserved hypothetical protein
STM0790 6.78 STY1759 1680209 1681327 putative membrane protein
STM3279 26.89 STY2145 1994627 1995838 tyrP tyrosine-specific transport prot
STM0203 20.24 STY2202 2040217 2040528 putative membrane protein
STM2851 19.33
STM3655 7.84

STY4873 4734624 4735895 putative membrane protein
STM3576 40.98 STY4857 4720737 4720994 hypothetical protein

STY2597 2433710 2434624 accD acetyl-CoA carboxylase beta subu
STY1268 1224135 1225469 hypothetical protein



STM0282 19.73 STY1775 1697311 1697667 rplT 50S ribosomal subunit protein L2
STM0685 55.06 STY2670 2507478 2507987 crr pts system, glucose-specific IIA
STM3338 18.09 STY1840 1757163 1758347 putative membrane protein
PSLT068 11.1 STY1099 1078113 1078775 putative secreted protein
STM0732 7.22 STY2987 2862970 2863725 sprB possible AraC-family transcripti
STM1082 3.03 STY2494 2324258 2326927 yojN putative two-component system se
STM0984 3.16 STY2154 2000644 2002476 uvrC excinuclease ABC subunit C
STM3577 4.87
STM0793 18.29 STY2490 2319432 2320082 alkB AlkB protein

STY1797 1716955 1718310 celF phospho-beta-glucosidase B
STM3859 11.86
STM2435 38.73 aSTY1672
STM3582 57.11 STY1587 1533109 1534143 putative membrane protein
STM1179 10.02 STY4428 4298723 4299640 malM maltose operon periplasmic prote
STM0060 5.63 STY3952 3822350 3823390 torT Solute binding receptor protein
STM3677 26.14 STY3975 3841982 3842344 yidG conserved hypothetical protein
STM4082 12.96 STY0239 251181 251906 rpsB 30S ribosomal protein S2
STM3286 5.83 STY0404 415253 416227 hemB delta-aminolevulinic acid dehydr

STY0152 155774 157036 ftsA cell division protein FtsA
STM2847 36.26 STY2557 2393402 2394064 nuoB NADH dehydrogenase I chain B
STM2594 8.69 STY1329 1287419 1288300 trpH conserved hypothetical protein
STM1106 8.37 STY3941 3806532 3807632 dnaN DNA polymerase III beta-subunit
STM3826 12.23 STY1728 1647071 1649833 ssrA putative two-component sensor ki
STM2267 67 aSTY1649
STM3639 51.33 STY0592 597283 597975 fimC fimbrial chaperone protein
STM2818 13.54 STY3934 3797363 3798118 yieE conserved hypothetical protein
STM3338 22.8 STY0387 393469 394722 putative metabolite transport p
STM2069 11.66 STY2837 2699872 2700754 yfiE
STM0647 6.79 STY3393 3237661 3238305 conserved hypothetical protein
STM1389 13.99 STY4279 4149216 4150046 glpG putative membrane protein
STM2086 31.91
STM0031 13.33
STM1010 47.29
STM2179 12.82 STY0637 637802 639046 ybdA hypothetical membrane protein p4
STM3523 29.88 STY4737 4598488 4599243 yjfQ probable transcriptional regulat
STM2536 30.47 STY4816 4676536 4678047 cytosol aminopeptidase
STM2381 8.38 STY2843 2704746 2705426 conserved hypothetical protein

STY3381 3224502 3225830 conserved hypothetical protein
STM2970 30.83 STY3426 3267539 3268869 tdcC
STM2289 54.85 STY3431 3274526 3275296 garL 5-keto-4-deoxy-D-glucarate aldol
STM1106 58.58 STY2519 2353637 2354440 putative 2,4-dihydroxyhept-2-en
STM0285 7.53 STY2737 2573576 2574310 conserved hypothetical protein
STM3178 13.97 STY0530 536060 536665 recR recombination protein RecR
STM0226 19.93 STY0515 520263 520814 maA maltose O-acetyltransferase
STM0588 16.34
STM3342 7.84 STY3874 3728319 3729728 glnA glutamine synthetase
STM0970 29.75 STY0883 876118 877017 ybiY putative pyruvate formate-lyase
STM2523 9.04 STY0781 780693 781859 sucC succinyl-CoA synthetase beta cha
STM4589 4.86 STY3875 3730003 3731052 glnL Two-component system sensory his
STM2355 70.5 STY2584 2419511 2420293 hisJ histidine-binding periplasmic pr
STM0840 10.01 STY0138 139751 140755 fruR fructose repressor
STM3045 42.79 STY0732 733114 733644 fldA flavodoxin 1



STM4342 21 STY0778 775282 776001 sdhB succinate dehydrogenase iron-sul
STM0226 10.23 STY0251 263877 264665 lpxA acyl-[acyl-carrier-protein]:UDP-
STM3807 7.53 STY2861 2731141 2731980 trmD tRNA(guanine-N1)methyltransferas

STY4718 4580924 4581232 hfQ host factor-I protein(HF-I)
STY1902 1796056 1797312 hemA glutamyl-tRNA reductase

STM1756 23.89 STY2741 2577825 2578463 purN phosphoribosylglycinamidine mylt
STM1305 9.27 STY0885 878044 879285 moeA molybdopterin biosynthesis MoeA
STM0482 9.31
STM1064 14.29 STY3809 3672144 3673160 pfkA 6-phosphofructokinase
STM1952 22.49 STY0709 704690 705430 gltJ glutamate/aspartate transport sy
STM0069 19.98 STY4398 4256466 4257020 yrdA putative transferase
STM0762 22.41 STY1464 1414473 1414703 conserved hypothetical protein
STM1007 99.6 STY1013 1010373 1010618 putative bacteriophage protein
STM0006 21.12 STY2253 2081209 2081700 pduM conserved hypothetical protein
STM3583 6.01 STY4485 4372970 4373878 putative membrane-bound beta-hy
STM0160 24.12 STY2157 2003593 2003817 yecF conserved hypothetical protein
STM0351 15.74 aSTY4458
STM2794 13.5 STY3537 3378873 3379478 possible transcriptional regula
STM2255 12.11 STY0010 10092 10805 conserved hypothetical protein
STM1588 6.96 STY0003 2801 3730 thrB homoserine kinase
STM3737 40.94 STY1779a 1702923 1703129 hypothetical protein
STM1392 39.68 STY2078 1933756 1933872 hypothetical protein
STM3610 3.96 STY3447 3290485 3292536 possible exported protein
STM2204 31.93 STY2712 2545770 2546000 hypothetical protein
STM1034 30.39
STM3883 13.68 STY2421 2250297 2251370 mglC galactoside transport system per

STY0619 618821 620791 apeE outer membrane esterase
STM0364 30.61 STY0218 228147 230338 fhuA
STM2353 16.26 aSTY4459
STM4223 13.5 STY2555 2391010 2391510 nuoE NADH dehydrogenase I chain E
STM1585 57.68 STY3150 3021387 3021605 possible lipoprotein
STM4495 9.56 STY3575 3425869 3426483 yigZ conserved hypothetical protein
STM4281 21.15 STY3599 3453744 3454364 rhtB homoserine/homoserine lactone ef
STM0910 9.26 STY3624 3477851 3479050 hemY Porphyrin biosynthetic protein

STY3735 3586968 3587672 rplA 50S ribosomal subunit protein L1
STM0493 5.28 STY3634 3489950 3491212 rffD UDP-ManNAc dehydrogenase
STM0889 17.92 STY3742 3593509 3594537 murB UDP-N-acetylenolpyruvoylglucosam
STM1415 41.69 STY2180 2023515 2024885 fliI flagellum-specific ATP synthase
STM2206 42.29 STY2667 2505403 2505660 ptsH phosphocarrier protein HPr

STY0121 123055 123900 araC arabinose operon regulatory prot
STM4285 6 STY3081 2944316 2945614 eno enolase
STM0392 9.18 STY3786 3652305 3653051 fpr ferredoxin--NADP reductase
STM3521 16.7 STY2285 2111432 2112169 hisA phosphoribosylformimino-5-aminoi
STM3239 5.34 STY3629 3484927 3486177 putative lipopolysaccharide bio
STM0255 10.23 STY3719 3568430 3569230 yjaD conserved hypothetical protein
STM1526 6.53 STY0412 425056 426150 ddlA D-alanine:D-alanine ligase A
STM0740 4.46 STY2130 1982145 1984160 cheA chemotaxis protein CheA
STM3603 49.73 STY1924 1816673 1818385 treA

STY1440 1391326 1392426
STM3772 8.32 STY1406 1357108 1357671 conserved hypothetical protein
STM0890 65.8 STY0920 912359 913090 artJ arginine-binding periplasmic pro
STM0063 51.27 STY0668 667277 668173 citG CitG protein



STY0992 987005 987781 ycbC putative membrane protein
STM3508 60.6 STY4020 3881221 3882162 conserved hypothetical protein
STM4108 44.4 STY0646 647794 648882 ybdH putative oxidoreductase
STM2222 28.13 STY1331 1289029 1289904 putative pseudouridine synthase
STM4037 75.8 STY1492 1449249 1450391 fdnG
STM2323 6.53 STY1951 1840118 1842028 putative ATP-dependent helicase
STM1703 3.77 STY1980 1867456 1870095 conserved hypothetical protein
STM1009 15.86
PSLT110 15.09 STY2105 1957586 1958185 yebB conserved hypothetical protein
STM1688 32.54 STY0526 532562 532939 ybaN putative membrane protein
STM2851 5.9 STY0572 578601 579899 putative permease protein
STM4204 20.84 STY0605 606760 608400 putative membrane protein
STM4526 20.86 STY1490 1446547 1447125 putative regulatory protein
STM2238 6.62
STM2293 93.24 aSTY2523 STY2518 2353461 2353631
STM3626 9.3 STY2891 2770645 2774301 iroC putative ABC transporter protein
STM3301 5.58 STY4144 4007030 4009099 glyS glycine-tRNA synthetase, beta su
STM1185 15.95 aSTY0793
STM4111 100

STY3352 3196819 3197685 possible AraC-family transcript
STY3157 3029651 3030913 lysA diaminopimelate decarboxylase
STY3238 3103463 3104383 speB agmatine ureohydrolase

STM0437 12.94
STM3666 41.44 STY2965 2843013 2843558 hydN electron transport protein
STM3274 32.34 STY4159 4018925 4019365 yiaC putative acetyltransferase
STM0575 48.95 STY4015 3877536 3878285 putative PTS system protein
STM2915 25.17 STY3136 3011941 3012348 ygdB conserved hypothetical protein
STM0339 13.04 STY3178 3049366 3049965 conserved hypothetical protein
STM0880 14.84 STY3272 3131717 3132424 yqgA putative membrane protein

STY3316 3163703 3164191 hybE hydrogenase-2 component protein
STY4626 4492225 4493058 putative capsid protein

STM1491 42.22 STY2393 2223544 2224491 yehX ABC transporter ATP-binding prot
STM1515 9.52 STY1949 1838713 1839294 putative lipoprotein
STM3842 13.71 STY4370 4238803 4239342 rplE 50S ribosomal subunit protein L5
STM2272 7.51 STY4261 4125259 4126293 puative phophotriesterase
STM4543 2.63 STY3474 3319213 3321147 ftsH cell division protein
STM2842 8.16 STY3387 3230314 3231327 possible glycoprotease
STM1381 58.19 STY4263 4127315 4128076 hypothetical protein
STM0998 9.68 STY3489 3331472 3332170 possible exported protein
STM0994 15.38 STY4862 4725066 4725839 uxuR uxu operon transcriptional regul
STM2817 3.75 STY4682 4543876 4545579 dsbD thiol:disulfide interchange prot

STY0406 419711 420334 conserved hypothetical protein
STM2323 17.29 STY2372 2203122 2204126 putative hydrolase
STM2316 32.61 STY2957 2833969 2834328 srlM glucitol operon activator protei
STM0537 4.58 STY2384 2215321 2217354 metG methionyl-tRNA synthetase
STM3847 25.12 STY2458 2288870 2290060 bcr bicyclomycin resistance protein
STM1049 40.06 STY2469; STY24702301136 2301918

STY2398 2231109 2232056 pbpG
STM0600 10.78 STY0280 296922 297692 yafE putative methyltransferase
STM0925 30.16 STY1713 1636710 1636937 ssaH putative pathogenicity island pr
STM4323 19.95 STY0776 773155 773502 sdhD succinate dehydrogenase hydropho
STM0603 5.53 STY0845 839704 839946



STY2865 2734639 2735430 corE putative membrane protein
STM2993 20.77 STY3454 3295898 3296215 conserved hypothetical protein

STY3407 3253356 3253739 putative exported protein
STM1744 48.72 STY0890 884861 885772 yliD hypothetical ABC transporter per
STM4279 37.06 STY1736 1655478 1656230 ttrB tetrathionate reductase subunit
STM2107 5.63 STY3413 3256004 3256990 conserved hypothetical protein
STM4040 20.97 STY3328 3173337 3173747 hypothetical protein
STM0694 39.54 STY3201 3067956 3068477 fldB flavodoxin II
STM1347 60.08 STY0801 797808 798860 aroG phospho-2-dehydro-3-deoxyheptona
STM3577 7.93 STY1222 1175743 1177404 flgK flagellar hook-associated protei
STM4247 16.86 STY2124 1976588 1977232 cheZ chemotaxis protein CheZ
STM1597 36.91 STY3298 3144822 3146306 possible aldehyde dehydrogenase
STM2364 48.15 STY1149 1110244 1110606 scsA membrane protein, suppressor for

STY0795 791985 792509 pal peptidoglycan-associated lipopro
STM4429 25.82 STY0829 826944 827699 bioC biotin synthesis protein BioC
STM1366 60.02 STY0643 644797 645210 ybdB conserved hypothetical protein

STY2783 2641676 2641876 yfhJ conserved hypothetical protein
STM3391 63.89 STY2719 2553752 2556865 acrD putative efflux pump
STM0152 39.57 STY2947 2823850 2824035 csrA carbon storage regulator
STM2598 58.77
STM1324 22.55
STM2513 23.4 STY4051 3914247 3914522 rpoZ DNA-directed RNA polymerase omeg
STM2039 10.08 STY4110 3969546 3970694 mtlD mannitol-1-phosphate dehydrogena
STM4235 24.66 STY4448 4317425 4317763 hypothetical protein

STM3799 17.49 STY2367 2198696 2199031 putative membrane protein
STM0551 17.34

STY4179 4038997 4039200 conserved hypothetical protein
STM4538 7.92 STY0297 312119 312661 conserved hypothetical protein
STM0596 14.72
STM0646 10 STY0611 610886 611740 ykgD hypothetical araC-family transcr
STM4482 21.93
STM3349 19.27 STY1497 1454503 1454934 osmC osmotically inducible protein C
STM2458 22.14 STY0053 52646 52861 conserved hypothetical protein
STM2833 8.73

STY3958 3828729 3830129 yhjA probable cytochrome c peroxidase
STM3639 13.35

STY2788 2645152 2645538 nifU NifU-like protein
STM0310 22.18 STY3449 3292911 3293501 probable phosphoheptose isomera
STM1383 35.25
STM0865 13.11 STY0908 900974 901876 rimK ribosomal protein S6 modificatio
STM1996 54.64 STY0940 933501 933722 cspD cold shock-like protein CspD
STM0894 44.04 STY1012 1010084 1010332 xis excisionase

STY0839 837202 837453 moaD molybdopterin converting factor,
STM2867 27.21
PSLT022 66.52
STM3488 11.91
STM4412 28.13
STM3639 35.34
STM2240 9.25
STM4131 38.86



STM0891 39.6 aSTY2159
STM0621 68.18 aSTY0070
STM3348 29.42 aSTY0231
STM2657 89.82
STM0452 17.82
STM3077 61.13 aSTY0979
STM0910 60.08
STM0912 45
STM2595 53.86

STM1821 9.15 STY3343 3186507 3187928 putative exported protein
STM0193 13.61 STY3662 3517867 3518376 cII regulatory protein cII
STM2761 5.43 STY2629 2462589 2464511 putative lipopolysaccharide mod

STY3844 3703089 3703463 hypothetical protein
STY1359 1319944 1320117 hypothetical protein

STM3295 11.83 STY1597 1541022 1541450 hypothetical protein
STM1959 54.15 STY2167 2011173 2012693 fliC flagellin
STM4261 7.16 STY2358 2192559 2193059 conserved hypothetical protein

aSTY2887 aSTY3697
STM1289 10.81 STY4039 3898639 3899235 hypothetical protein

STY1591 1538899 1539288 putative bacteriophage transcri
STY1608 1547496 1547846 hypothetical protein

STM0339 40.59 STY2362 2194958 2195056 hypothetical protein
STM3789 20.12 STY2880 2760475 2760663 hypothetical protein

STY3068 2929304 2930368 hypothetical protein
STM0988 12.86 STY0301 314619 315044 hypothetical protein
STM2141 1.49 STY0347 353209 355896 tsaC outer membrane fimbrial user pro
STM4551 5.98 STY1015 1011496 1012560 putative bacteriophage protein
STM3042 21.17 STY3763 3625958 3627064 alanine racemase
STM0322 16.75 STY4107 3968090 3968452 yibL conserved hypothetical protein
STM0665 43.65 aSTY4338
STM0786 4.7 STY4530 4418728 4420722 topB topoisomerase B

STY4564 4445185 4445457 hypothetical protein
STM0376 13.43 STY4582 4458746 4459150 possible exported protein
STM3079 10.84 STY4706 4565301 4565678 yjeN conserved hypothetical protein

STY4586 4463285 4464205 hypothetical protein
STM1749 8.14 STY4162 4021016 4022647 yhjW putative membrane protein
STM2068 6.68 STY4415 4281562 4283040 putative membrane protein
STM0547 13 STY4540 4425115 4425534 pilM putative exported protein
STM2633 9.26 STY4755 4612132 4613271 putative exported protein



CT18_GENE_SEQUENCESTRAND BEST_HIT_CT18_100_BP_WINDOW%ID 2ND_BEST_HIT_CT18_100_BP_WINDOW%ID BEST_HIT_CT18_OVER_ENTIRE_FRAGMENT%ID 2ND_BEST_HIT_CT18_OVER_ENTIRE_FRAGMENT

ATGGCAGCAATACAGGGGATTGAAGGGGGTATTAGCCAGTTACAGGCGACGGCGATGGCCGCAAACGGGCAAGAAACACACTCGCAGTCGACGGTGAGTTTTGCCGGCCAGCTACATGCTGCGCTGGATCGTATTAGCGACAGACAAACGGCGGCGCGCGTTCAGGCGGAAAAATTCACTCTGGGTGAGCCGGGCATTGCGCTTAATGACGTGATGGCTGATATGCAAAAAGCGTCCGTCTCTATGCAAATGGGGA- STY2176 99 STY3943 64.706 STY2176 97.1 STY3943
ATGTCATTCAGTCGGCGTCAGTTTCTTCAGGCATCGGGAATCGCACTATGTGCAGGCGCGATTCCCCTCAGGGCGAATGCTGCCGGTCAGCAACAGCCGTTGCCTGTTCCGCCGTTGCTGGAGTCCCGTCGCGGGCAGCCGTTGTTTATGACGCTACAGCGAGCGCACTGGTCCTTTACGCAAGGCACGCGCGCGCCGGTCTGGGGAGTGAACGGTCGTTATCTGGGGCCGACAATCCGCGTCTGGAAAGGCGAT- STY3349 100 STY4594 65.347 STY3349 99.4 STY0190
ATGACCGGGCTTGATCGACTCAGCTATCAAAGCCGCTGGGCACACGTTGCGCCGCAGCGCAAGTTTTTGCTGTGGCTGGCGATGATGATACTGGCGTTTGTTCTGCCGCCTGTAGGGCAGGGCATTGAGCTGCTGATCATTGCCGGATTGAGCTGTTGGCTATTGCGCATATCCCTCTGGCGTTGGTGTCGATGGATGGCGATACCTTTTGGATTTTTGTTGGTCGGCGTGATAACGATTATCTTCAGCATCAGCC- STY2224 100 STY0753 61.765 STY2224 99.6 STY0753
ATGGATAGCCATACTCTACTGCAGGCGCTGATCTATCTTGGTTCAGCGGCGTTGATTGTGCCGATTGCGGTACGTTTGGGCTTAGGATCAGTGCTGGGGTATCTGATTGCGGGTTGCATTATCGGCCCCTGGGGGCTACGGCTGGTGACGGACGCCGAATCTATTCTGCATTTTGCGGAAATCGGCGTCGTGCTGATGTTGTTTGTTATTGGGCTTGAACTGGACCCGCAACGGTTATGGAAGCTGCGCGCCTCG+ STY0101 100 STY0536 88 STY0101 98.4 STY0536
ATGCGTATTGAAGAAGATCTGAAGTTAGGTTTCAAAGACGTTCTTATCCGTCCTAAGCGTTCTACCCTCAAAAGCCGTTCCGATGTCGAACTGGAACGTCAATTCACCTTTAAACACTCAGGTCAGACCTGGTCTGGCGTACCGATTATCGCGGCCAATATGGATACCGTCGGGACGTTTGAAATGGCGCAAGCGTTGGCCGGGTTTGATATTCTGACCGCTGTACATAAACATTATAGCGTTGAAGAGTGGGCA+ STY0163 100 STY2752 63 STY0163 98.5 STY2752
ATGAGTGGTCAACCGAAGCGGTTAATGGTGATGGCGGGCGGTACCGGCGGGCACGTGTTCCCCGGACTGGCCGTTGCGCATCATTTAATGGCCCAGGGCTGGCAGGTTCGCTGGCTGGGTACCTCCGATCGTATGGAAGCGGATTTAGTGCCGAAGCATGGCATCGATATTGACTTTATTCGGATCTCCGGTCTGCGCGGTAAAGGCGTAAAAGCGCTTCTGGCGGCGCCGCTGCGGATTTTTAACGCCTGGCGG+ STY0148 100 STY2478 61.607 STY0148 99 STY2478
ATGAACATCAAAAAAGCAATAGAGCGCGTACCCGGCGGCATGATGGTCGTACCGCTCGTTATTGGCGCAGTCATTAACACCTTCGCCCCGCAGGCGCTTGAGATTGGCGGTTTTACCACTGCCTTATTTAAAAACGGCGCGGCGCCGCTGATTGGCGCTTTTCTGCTGTGTATGGGAGCCGGTATCAGTGTGAAAGCCGCGCCCCAGGCGTTATTGCAGGGCGGGACGATTACGCTCACTAAGTTGCTTGTCGCC+ STY0183 100 STY0702 75 STY0183 99.3 STY0702
ATGACGATCGCGTATATCGCGCTTGGCAGTAATCTGGCCTCTCCGCTGGAGCAGGTCAATGCCGCCCTGAAGGCTATCGCCGACATTCCCGATAGCCGTATCGTCGCGGTTTCTTCGTTTTACCGCACGCCGCCGCTTGGCCCACAGGATCAGCCCGATTACCTGAACGCTGCGGTGGCGCTGGATACCGCTCTCGCCCCCGAAGAATTGCTTAACCATACCCAGCGCATTGAGCTGCAACAGGGCCGGGTGCGCA- STY0208 100 STY1226 62.136 STY0208 93 STY1226
ATGGCTATCTCTATCAAGACATCTGAAGACATCGAAAAAATGCGCGTCGCGGGCCGTCTGGCAGCCGAAGTGCTGGAAATGATCGAACCGTATATCAAACCGGGCGTCACCACCGGCGAACTGGACCGTATCTGTAACGATTACATCGTTAACGAACAACACGCGATCTCCGCCTGCCTCGGCTACCACGGCTATCCGAAATCCGTCTGTATCTCTATTAATGAAGTGGTGTGCCACGGCATTCCGGATGACGCTA- STY0238 100 STY2553 62 STY0238 98.9 STY2553
ATGATTAAACTTTCGAATATTACCAAAGTGTTCCAGCAGGGGGCGCGCACCATTCAGGCGCTGAACAATGTCAGCCTGCATGTCCCTGCCGGACAAATTTACGGCGTCATCGGCGCCTCCGGCGCCGGTAAAAGTACGCTCATTCGCTGCGTAAACTTACTTGAACGTCCTACTGAAGGAAGCGTAATGGTAGGCGGTCAGGAGCTGACAACGCTTTCAGAGTCCGGGTTGACCAAAGCTCGCCGTCAAATCGGC- STY0274 100 STY0866 72 STY0274 96.9 STY0559
GTGCAAAGATTGACCGTCTATTCTCACCCGCTATGGATTACCTGGCAGGAGGCGCCGATCGGTCGTTTGTTACAGGGCGCAACGCCGGTATACGCAAAAACGCTTATTTCACGTTTGTTTACGTTGTGCGCTCAGGCGCACAACGCAGCGGCGGCTTTACTGTTGTTTCCTGAAGAGAAGCCAGATATGCAGGCCGCACAACAAGAGTTGGCGCGAGAAACGCTCCGTCGCGCGTTGACCGACTGGCTCCCCCTGT+ STY1531 100 STY4048 63.366 STY1531 81.86 STY4048
ATGAATATTTTAGGTTTTTTCCAGCGGCTGGGTAGGGCGTTGCAGCTCCCTATCGTCGTGTTGCCGGTGGCAGCGTTGTTGCTGCGATTCGGCCAACCAGATTTGCTGAATATGCCGTTTATCGCGCAAGCGGGCGGGTCTATTTTCGATAACCTGGCGCTGGTTTTCGCTATCGGCGTGGCCTCCAGTTGGTCTAAAGATAGCGCAGGCGCGGCAGCACTGGCGGGAGCCGTGGGTTACTTCGTCATGACCAAA+ STY0723 100 STY1242 74 STY0723 99.1 STY1242
ATGAAAAACACCGAGCTGGAACAACTGATTAACGACAAGCTGAACAGTGCGGCAATAAGCGATTATGCGCCGAATGGTTTACAGGTCGAAGGAAAAGAGACGGTACAGAAAATCGTTACCGGCGTGACCGCAAGTCAGGCGCTGCTCGATGAGGCGGTGCGTTTGCAGGCCGATGCGGTCATTGTTCATCATGGTTACTTCTGGAAAGGCGAGTCTCCGGTTATTCGCGGCATGAAACGCCGTCGCTTAAAAACGT+ STY0751 100 STY0751 99.5
ATGCTAAAAACCATTACCCGCCAGCTTTTTGCCCGGCTTAATCGTCATTTGCCTTATCGTCTGGTTCACCGCGATCCGCTGCCCGGCGCGCAGACCGCGGTAAACGCGACTATCCCGCCTTCGCTGAGCGAGCGCTGTCTGAAAATCGCGGCAATGGAGCAGGAGACGCTCTGGCGCGTTTTTGATACGCACCCGGAGGGATTAAACGCCGCCGAGGTGACGCGTGCGCGTGAAAAGCATGGCGAAAACCGCCTT+ STY4796 100 STY4023 78 STY4796 98.2 STY4023
ATGAGCGAGCTTTCTTTTGACGCGCCGGTCTGGCGCCACGGTAAAGCGTTACGTAAAGGATATACCACCGGTTCCTGCGCGACGGCGGCGGCAAAAGTCGCCGAGCTGATGGTATTACGTCAACATCTGATTCATCAGGTCTCCATCGTCACGCCGTCGGGCGTCACGCTATGCCTGAACGTGGAGTCGCCGCACATTGAAGGCCAGCAGGCGATAGCCGCAATTCGTAAAGATGGCGGCGATGACGTGGATGCC- STY2237 100 STY0629 63.366 STY2237 98.6 STY4473
ATGGAATTTTTCAGACCTACAGAGTTGCGCGAAATTATTCCTCTCCCATTTTTCAGTTACTTAGTGCCGTGTGGATTCCCCAGCCCCGCGGCGGACTATATTGAGCAGCGTATCGATCTTAATGAGTTGCTCGTTTCTCATCCCAGCTCAACATATTTTGTCAAAGCAACGGGGGATTCAATGATTGAAGCAGGCATCAGCGACGGTGACCTGCTGGTGGTGGATAGCTCACGGAACGCTGACCACGGTGACATTG- STY2206 100 STY4598 70.588 STY2206 98.6 HCM1.252
ATGACACAATTCGCTTCTCCTGTTCTGCACTCGTTGCTGGATACAGATGCTTATAAGTTGCATATGCAGCAAGCCGTTTTTCACCACTACTATGATGTGCAGGTAGCGGCTGAGTTTCGTTGCCGTGGCGACGACCTGCTGGGTATTTATGCCGATGCTATTCGCGAGCAGGTGGACGCGATGCAGCACCTGCGCCTCCAGGAGGACGAGTTCCAGTGGCTCTCCGGCCTGCCCTTTTTTAAACCGGATTATCTG- STY1010 100 STY4048 59.804 STY1010 99.4 STY4048
ATGGATTCGCAACGCAATCTTTTAGTCATCGCTTTGCTGTTCGTGTCTTTCATGATCTGGCAAGCCTGGGAGCAGGATAAAAATCCGCAACCTCAGACTCAACAGACCATGCAGACAACGACCACCGCAGCGGGTAGCGCCGCCGACCAGGGCGTACCAGCCAGTGGCCAGGGGAAAATGATTACGGTGAAAACCGATGTGCTTGATTTGACTATCAACACCCGTGGTGGTGATGTCGAGCAGGCCTTGCTCCCG- STY3938 100 STY3553 62.376 STY3938 99.3 STY3553
ATGCAACTGAATTCCACCGAAATCAGCGAACTGATCAAGCAGCGCATTGCTCAGTTCAATGTGGTGAGCGAAGCTCACAACGAAGGTACTATTGTTTCTGTTAGTGACGGTGTTATCCGCATTCACGGCTTGGCCGATTGTATGCAGGGTGAAATGATCTCCCTGCCGGGTAACCGTTACGCTATCGCACTGAACCTGGAGCGCGACTCCGTGGGTGCGGTAGTCATGGGTCCATACGCTGACCTTGCCGAAGGC+ STY3911 100 STY2180 61.165 STY3911 99.5 STY2180
ATGGGCAAAATAAAATATAGATTGCCAACGTTACTCGCCATCGGCTTTTGGATGGACGCGGCAAGCGCTACGGTGCTGGAGCTACCCGCCTGGGAGCGAAACTATACCGGGACTATCGCGGGGAAACCGGTAAACGTTAATATCACGCGATTTGGTAACACGCTTTATGGGCATTACTGCTATGAACCTTGCAATCAGCACAAGGCAGTGATTGTTCTACGCGGCTCACTCCAGGATAAAGAGGTGCATCTTGAA+ STY0059 100 STY4845 46 STY0059 96.91 STY4845
ATGAAATATCGCTACATCCTCAGAATCGCGGCAGGCATCATTCTCATTATGGCCATGGTGTTTATCCATAACGCTATCGCTATTTATCAGTTCAGTCAGCAAAACCAGACGCGCGTAGCTGACTGCGCGATTGTCGCAGGAGCAGGCGTTAGCGGAAAAACGCCTTCTCCCGTTTTTCAGGCCAGACTGGATCATGCCATCTGGCTTTACCAACAACACATTGTCCGCGCGTTGGTATTAACCGGCGGCTACGGCG- STY0113 100 STY1429 61 STY0113 62.02 STY1429
ATGCAGAACAATAACATCACTATTCGTCAGACGCGTCTGCAGGGACACGAAGGATTATGGCAGATTACGATTGAAAACGGGCGCTTTAGCCGGATTGAGCCTCAGGAAGCCACATCGTTACCGCAGGGCGAAGTGCTTGATGCCGAAGGCGGTCTGGCTATTCCACCGTTTGTTGAGCCACATATCCACCTGGATACCACGCAAACGGCGGGTGAACCGAGCTGGAACCAGTCCGGCACACTGTTTGAAGGGATT+ STY3514 100 STY0573 74.286 STY3514 98.7 STY0573
ATGACGGCTGAATTGTTGGTAAACGTAACGCCATCGGAAACGCGCGTGGCGTACATTGATGGCGGTATTCTTCAGGAAATCCATATTGAGCGCGAAGCGCGACGCGGAATCGTAGGCAATATCTACAAAGGTCGTGTAAGTCGTGTACTTCCAGGTATGCAGGCGGCTTTTGTAGATATTGGGCTGGATAAAGCCGCATTTCTTCACGCTTCCGACATTATGCCGCATACCGAATGCGTGGCGGGCGACGAGCAA- STY3550 100 STY1226 76 STY3550 99.4 STY1226
ATGCAAGTAGATGAACAACGTCTGCGTTTTCGCGATGCGATGGCAAGTCTGGCGGCAGCGGTCAACATCGTAACCACGGCGGGTCACGCCGGACGCTGCGGTATCACCGCAACAGCGGTTTGCTCAGTCACTGATACGCCGCCCTCCGTGATGGTATGTATTAATGCCAATAGCGCCATGAACCCCGTTTTTCAGGGCAACGGCAGGCTGTGCATTAATGTACTTAACCATGAGCAGGAGCTGATGGCGCGCCACT- STY1130 100 STY3983 61.386 STY1130 98.1 STY4816
ATGGGGATGCAGATGAAAAATTTTAAGAAAATGATGACGCTAATGGCGCTATGTTTATCAGTTGCTATCACCACATCAGGATATGCAACCACGCTTCCTGATATACCAGAACCACTGAAAAATGGTACTGGCGCTATTGATAATAATGGCGTGATTTATGTCGGCTTAGGTACCGCAGGGACATCCTGGTATAAAATTGATCTTAAAAAGCAACATAAAGACTGGGAGCGTATAAAGTCGTTTCCTGGTGGAGCT+ STY1167 100 STY4405 60.396 STY1167 98.6 STY4405
ATGAAATATGAATTAACCGCCACTGAAGCGCGAGTGATTGGCTGTCTGCTGGAAAAGCAGGTGACAACGCCGGAACAGTATCCGCTTTCCGTCAACGGGGTGGTGACAGCCTGTAATCAGAAAACCAACCGTGAACCGGTGATGAACCTGACGGAACAAGAGGTACAAGAACAGCTCGATAACCTGGTGAAACGCCACTTTTTGCGTACGGTCAGCGGGTTTGGCAACCGCGTCACCAAATATGAACAGCGCTTCT+ STY1206 100 STY3747 63.725 STY1206 99.4 STY0176
ATGCTAACAGTACCGGGATTATGCTGGCTATGCCGAATGCCGCTGGCGTTAAGCCACTGGGGGATTTGCTCCGTATGCGCGCGCGCCGTTCGTCAGCGCGTCAGCCTGTGTCCGCAATGCGGATTACCTGCCGGGCATCCTTCGCTCCCCTGCGGTCGCTGCCTGCAAAAACCGCCGCCCTGGCAGCGTCTGGTGAGCGTCAGTGACTATACGCCGCCCTTGAGTTTACTGGTGCATCAGCTTAAATTTACCCGCC- STY4286 100 STY3993 76 STY4286 98.5 STY0289

STY4724 53 STY4724 5.85
ATGGCAAAACAGAAAAAACGTGGCTTCTTTTCCTGGTTGGGCTTCGGTGATAAAGAGCAGAAGCAGGAACAGACCGAAGAACAGCAGATTGTTGAGGAACAACGACCGGTTGAGCCCCCTGTTGAAACGGCGGCAGACGTAGACGCGCAAACGCCCGCGCACAGCAAAGCAGAAACAGAAGCCTTTGCGGAAGAGGTGGTGGACGTTACTGAGAAAGTTCAGGAGAGCGAAAAACCGCAGCCGGTAGAGCCGGAG+ STY4240 100 STY3779 66 STY4240 99.5 STY0793

STY4155 59 STY4155 16.23
ATGTTGATTCCGTCTAAATTAAGTCGTCCGGTTCGTCTCGACCATACCGTGGTTCGTGAGCGGCTGTTGGCTAAACTTTCCGGCGCGAACAATTTCAGGCTCCTCCTGGTAACCAGTCCTGCTGGCTATGGGAAAACCACGCTTGTCTCACAGTGGGCGGCGGGCAAAAATGAATTAGGCTGGTACTCTCTCGACGAAGGCGATAACCAGCAAGAGCGATTCGCCAGTTACTTAATCGCCGCTATCCAACAGGCC- STY4281 100 STY1011 62.264 STY4281 98.7 STY1078
ATGAATGCTCCGTTTACTTATGCATCGCCCACACTCAGCGTTGAGGCGCTTAAGCATTCTATTGCCTATAAGCTGATGTTTACGATTGGTAAAGACCCGGTCATTGCCAATAAACACGAATGGCTGAACGCCACGTTGTTCGCGGTGCGCGATCGTCTGGTGGAGCGCTGGCTGCGTTCTAATCGAGCCCAATTATCGCAGGAAACCCGGCAGGTTTATTACCTGTCGATGGAGTTTTTGATTGGTCGTACTCTC+ STY4276 100 STY4282 76 STY4276 98.86 STY4282
ATGATGTTGATTAATCTGGGCCGCTTATTAATGCTCTTCGTGTGGGCATTTTTGATTCTTAATCTGGTGCATCCCTTCCCGCGCCCGCTCAATATCTTCGTCAACGTGGCGTTGGTGTTCATGGCGCTGATGCACGGTATGCAGTTGGCGTTGCTGAAATCAACGATACCGAAAGCGGGTCCGCAGATGACGACGGGAGAGAAAATCCGCATTTTCCTGTTCAGCGTGTTTGAGCTGCTGGTCTGGCAGAAGAAGT- STY4238 100 STY2073 86 STY4238 98.5 STY3149
GTGTTTCTCGCACAAGAAATTATTCGTAAAAAGCGTGATGGTCATGCGTTGAGTGACGAAGAAATTCGTTTCTTTATCAATGGTATTCGTGACAATACTATCTCTGAAGGGCAGATTGCCGCCCTGGCGATGACCATCTTCTTCCACGATATGACCATGCCGGAGCGTGTTTCGCTGACCATGGCGATGCGGGATTCCGGTACTGTCCTTGACTGGAAAAGCCTGAATCTCAATGGCCCGATTGTCGATAAGCAT+ STY4919 100 STY4919 98.3
TTGATGAGTGAACACGACGCCCTGACCAGCACCGCGCCAGTGCAGGAGGCCGAACAGCAGAAGAATACAACTCACGCCGAAGCGTTCAGCTTTGGCGATCCGATCCCGGTACTGGACCGCCGCGAACTGCTGGACTATGTGGAATGCGTACAGATGGACAGATGGTATGAGCCGCCAGTAAGCTTTGACGGGCTGGCGCGAACCTACCGCGCCGCTGTGCATCACAGCTCACCGATAGCGGTTAAGCGTGACATT+ STY4628 98 STY3674 95 STY4628 82.29 STY3674
ATGTCATCATCCCGTCCGGTGTTCCGCTCGCGCTGGCTGCCGTATTTACTGGTTGCTCCGCAGTTGGTTATCACCGTTATTTTCTTTATCTGGCCTGCGGGCGAAGCGCTGTGGTATTCGCTGCAAAGCGTCGATCCGTTTGGTTTTTCCAGCCAATTTGTCGGGCTGGAGAATTTCGTCGCGCTTTTTCACGACAGTTATTATCTCGACGCCTTCTGGACGACGATTAAATTCAGCGCGCTGGTCACGTTTAGCG+ STY4255 100 STY4424 60.194 STY4255 98.9 STY4424
ATGCTGCCAGGATGCTGCAAAAATGGACTTATTATCAGTAAAACCCCTCTTATACAGGAAGGCCTTAAAGGGGCTATAACAGGTAATTTCCCCGATTATAAACTGGCGTATTGTCGTACGATAGAAGAGCTAACGCTGCTACAGCTACGCCGAAGTAATTTAGTTATTGCTGATTTAGCAGTTAACAATGCCTCTCCCCGCGCTATCTGCGAATATTTTTATAGCTTAATCTCGCAATATCGCGACATACATTGGG+ STY4900 100 STY3155 62.376 STY4900 99.6 STY2495
ATGCAGCAACCGCAGGTCTGGTTAGTCGAGGATGAACAGGGAATCGCCGATACGCTCATCTACACCCTGCAACTGGAAGGGTTTACCGTTGAGCTATTCGCTCGCGGGCTGCCCGCGCTGGAAAAAGCGCGTCAGCAACGGCCAGATGCGGTGATTCTCGATGTGGGACTACCGGATATCAGCGGCTTTGAGCTGTGTCGGCAGTTGCTGGAGCGTCATCCGGCGCTGCCGATTCTTTTCCTGACTGCCCGTAGCG+ STY4935 100 STY2344 71 STY4935 98.3 STY2344
ATGAGTTTAATCAAGGCAGGGAATGATAGTGGTGGGCGCGATGCGATTAACAGGCTTATTAAGGCTTACAATTTCAGCTCACGACAGCAGCTCTGCGAACATCTGGAAGTATCAAAAAGCACTATGGCTAACAGATACTTAAGGGATAGTTTCCCTGCTGAATGGGTAATTCAATGCGCTCTTGAAACAGGAATTTCCCTTCTATGGCTGGCTACGGGCCAAGGAGATATGTATGCGTGTGAGAACGAAGAAAGAA+ STY4644 100 STY3660 69 STY4644 99.5 STY3660

STY4742 65.686 STY0308 63.303 STY4121 31.45 STY4742



ATGTATGGTCGCCAGTACCACAACAAGTGCTATCGCGTGGCGCTATTTTTAGTGAGTTTTTGTTTTAGCGCGCTGAGTTATGCGCAGCCGGATATGCAGCCATTAGGGCCGAATATGGCTGATAAAGGTTCGGGATATTACCATTTTAGGGTCAATGACTTTCAATCTGCCGATGGCGCAAGACATTACCGGGTATGGACCGCTATTCCCAATAAAGCCGCCCCGCCGTCGGGTTATCCTGTCTTATATATGCTG+ STY2893 100 STY4816 60.784 STY2893 96.02 STY0154
ATGCCGCCTCTGTTCACCATTAATGCCTGCAAAAGCGCTGGTTGTCGCAATCTTGGGCTGCCTGACTCGCCGGATTATGTGTGGCCGGACTATCGCCTGGGTTATCCGGCATTGCATTGTCGGGCCTGCGGCAGTTATCCACCGCTCTTCAACGAGGGGGAATTTCGCCGCTGGGCGTCTGCTTACATCGCGCAATATGCCAAAGAGCATGGTCACTTTTGCCCCGATTGCTATCAAAGAACATGGATTCGTTAT+ STY3766 100 STY3474 64.762 STY3766 98.4 STY3474
ATGCAACAGTTGATTAATAGCCTGTTTATGGAGGCCTTTGCCAACCCGTGGCTGGCGGAACAAGAAGATCAGGCGCGTCTGGAGCTGGCGCAACTGACGGCGGAGGGCGACCGTCTGGCGTTTTCTACCGATAGCTATGTGATCGATCCGCTCTTTTTCCCCGGCGGCAATATCGGCAAACTGGCGATTTGCGGTACGGCGAACGACGTTGCGGTGAGCGGCGCGATCCCCCGCTATCTCTCCTGCGGCTTTATC+ STY2980 100 STY2950 60.396 STY2980 99.4 STY2950
ATGCGCATATTGCTGAGTAACGATGACGGGGTTCACGCGCCCGGTATACAAACGCTGGCGAAAGCGCTGCGTGAGTTTGCTGATGTACAGGTCGTAGCCCCGGATCGTAACCGCAGCGGCGCGTCTAATTCCCTCACGCTGGAATCTTCGCTTCGTACTTTTACCTTTGATAATGGCGATATCGCTGTACAGATGGGGACGCCGACCGATTGCGTCTATCTGGGCGTTAATGCCTTAATGCGTCCGCGTCCGGATA- STY3052 100 STY0746 60.952 STY3052 99.2 STY0746
ATGCAGTGCGCACTCTATGACGCGGGTCGCTGCCGTTCCTGTCAATGGATTACGCAGTCGGTTAACGAACAACTTTCCGCAAAAACAGCCGATTTACATCGTTTGCTGGCCGGGCTGCCTGTTGAACAGTGGTGCGCGCCGATTAGCGGCCCGGAACAGCATTTCCGCAACAAAGCGAAAATGGTCGTGAGCGGTAGTGTAGAAAAACCGCTCTTCGGGATGCTGCATCGCGACGGTACGCCGGTCGATCTTTGC+ STY0915 100 STY3095 63.551 STY0915 96.92 STY3095

STY2981 60 STY2304 59.434 STY2304 27.56 STY0796
ATGTTCACGGGAAGTATTGTCGCGCTTGTTACGCCGATGGATGAGAAAGGTAACGTCAGTAGGTCTTGCCTGAAAAAACTCATTGATTATCATGTCGCCAACGGTACCTCGGCGATTGTTTCGGTTGGCACCACCGGCGAGTCTGCCACGCTAAGCCATGATGAACATGGCGATGTCGTGATGATGACGCTGGAACTGGCTGACGGACGTATTCCGGTTATCGCTGGCACGGGCGCAAACGCGACCGCGGAAGCGA- STY2727 100 STY2401 67.961 STY2727 99 STY3448

HCM2.0124c 62.264 HCM2.0124c 10.4
STY2717 100 STY3511 82 STY2717 53.5 STY3511
STY0951 73 STY3127 61.386 STY0951 19.01 STY3127

ATGAAGATAACGACGGTCAGCGTATGCGTAGTATGCGGCATACTTCCGCTCATGATATTGCCAGTATTACCTGATACGTGGATTCTCGCGGTGCTGTTTTGTCTGGCATGTTTGCTTTGCCTCATACCCCATCACTATGCGCGCTACGCGGCATTAACCTTGCTCTTTTTCATGTGGGGGATTTTTGCCGCCAGGCAGGCCATCTGGGTGGGAAACGTCCTGCCCGCCGCGACGCAGGAGGCGACAGTCGTCATT+ STY0984 100 STY1185 70 STY0984 99.1 STY1185

ATGGCAAGACACAGCATTAAAATGATCGCCTTACTCACTGCGTTTGGTCTGGCATCTGCGGTAATGACCGTGCAGGCGGCAGAGCGGATTGCTTTTATTCCCAAACTGGTTGGCGTGGGCTTTTTTACCAGCGGCGGCAATGGCGCGCAGGAAGCGGGAAAAGCGCTGGGCATTGACGTAACTTACGATGGCCCTACAGAGCCCAGCGTCTCAGGCCAGGTTCAACTGGTGAATAACTTTGTCAATCAGGGGTAT- STY3793 100 STY4647 64 STY3793 99.4 STY4250
ATGAACGAACAATATTCCGCGTTGCGTAGTAATGTCAGTATGCTCGGCAAGGTGCTGGGAGAAACCATCAAGGATGCGCTGGGAGAGCACATTCTTGATCGCGTAGAAACAATCCGTAAGCTATCCAAATCTTCACGCGCCGGCAATGAAGCTAATCGCCAGGAGCTGCTCACCACGCTACAAAATTTGTCTAATGACGAGCTGCTGCCAGTTGCGCGCGCGTTTAGTCAGTTCCTGAACCTGGCCAATACTGCC+ STY3754 100 STY3198 61.165 STY3754 98.6 STY3198
ATGCGTTACGACATCAGTCGTGACGCGATCTGCTATGGATTTTTTATGAGATTACTAAAACGCGTTATTGTGGTTGTACTCTTGGGCGTGATTTTATTTATGGTCAGGGACGATATACGCTATGTTTATCAACTGATCCTCAAATATGGTGATAAACCCTCGGCGCTAGCACTGAGTAGCTATAAAGCGGTTATTCAGCAAAAACCAGTCGCAGGAGTTAAGAGTAACCTTTCAGGTTTGACCTACTCCGCCGAAG+ STY4511 100 STY4846 64.356 STY4511 99.2 STY4846
ATGACCGCCTTAAAGAAAAAATGGCTATCGGGTCTGGTTGCGGGTGCTCTGATGGTCGTCTCTGTCGGCACGCTCGCTGCCGAACAAAAAACGCTGCACATTTATAACTGGTCAGATTATATCGCGCCGGACACGGTGGCGAACTTTGAAAAAGAGACCGGGATTAACGTTATCTATGATGTCTTTGACTCTAACGAAGTGCTGGAAGGCAAGTTAATGGCAGGCAGCACCGGGTTCGATCTGGTGGTGCCATCG+ STY0910 100 STY1262 65.686 STY0910 99.03 STY1262

STY3624 64.356 STY3638 62.376 STY0699 6.22 STY3624
ATGCATAACCAGGCTCCGATTCAACGTAGAAAATCGACACGTATTTACGTTGGGAATGTGCCGATTGGCGATGGCGCCCCTATCGCCGTCCAGTCGATGACTAACACGCGTACCACTGACGTGGAAGCGACGGTTAATCAGATCAAAGCGCTGGAGCGCGTTGGCGCAGATATTGTTCGTGTTTCTGTACCGACCATGGACGCCGCCGAAGCGTTCAAGCTTATCAAACAGCAGGTTAGCGTCCCGCTGGTTGCC- STY2768 100 STY0781 63 STY2768 98.4 STY3758
ATGAAGCCAGTGAAACGCAGCGCCTTAATACTATTTCTCGCCGTTTTATCTTTCGTGGCGGCGGCGCATCCGCACAGCTTCATCCGTCTGCAAACGCAGGTGGTCAGTGAAAATGAGCAATTTGTGGCGTTAAAAATGCGCTGGACAATGGACGCGCTGACGTCCGCCGATCTGCTGTATGACGCCGGAAACGCGGCGCCGGGTTCAGAAATATGGAAAAAGTTGGCGGCGGAAGTGATGGCTAACGTACTTGGGC- STY2799 100 STY2799 94.47
GTGAGCAATCTGTCGCTCGATTTTTCTGATAATACGTTTCAACCGCTGGCCGCGCGAATGCGGCCGGAAAATTTAGCACAGTATATCGGCCAGCAGCATTTGCTGGCCGCAGGTAAGCCGTTGCCTCGCGCTATTGAGGCCGGGCATCTGCACTCCATGATTTTATGGGGGCCGCCAGGGACGGGGAAAACCACGCTCGCTGAAGTGATCGCCCGCTACGCCAGCGCCGATGTCGAGCGTATTTCCGCCGTCACT+ STY0960 100 STY2160 58.654 STY0960 99.2 STY2160
ATGAATATCAAACAACTACACTCCTTCCTGATATTGTGTGATGAATTACATTATGGTCGGGCAGCCAGTCGCCTATTTATCACTCAGCCATCATTAAGTCAGCAAATCAAACAACTTGAGTCATCACTTAAAACAATATTATTTAAGCGAAAAGGCAGAGGAATTAAATTAACAAAAGCAGGCATTATTTTGCAACGACACGCTAACAAAATAATGCTGGATTTAAAAAATGCCGAAAATGAACTTCTTCCCTAT+ STY2821 100 STY2655 64.356 STY2821 97.99 STY2655
ATGCAGGAAAATATTTCAGTAACACACGCCCGGAACCTCATCGCCGACGACGCCGGAAGCGAGATCCAGGCGATGCTGAGTCAATTGCTGGAAATCTACGATGTTAAAACGCTGGTGGCGCACCTTAACGGCCTGGGCGAACAGCACTGGAGCCCGGCCATCTTCAAGCGCGTAATGATGAACGCGGCATGGCATCGTTTGAGCGACAATGAACTCAGCTGTCTTAAAACAGAGTTGCCGACGCCGCCAGCGCAT- STY2200 100 HCM1.187c 76 STY2200 99.3 HCM1.187c
ATGAACAATATGAACATAATTATTGCCGATGACCACCCGATTGTACTGTTCGGTATTCGCAAATCACTTGAACAAATCGAGTGGGTGAATGTTGTCGGCGAATTTGAAGATTCCACAGCATTGATCAACAACCTGCCGAAATTAGATGCGCATGTGTTGATCACTGACCTCTCCATGCCGGGAGATAAATACGGCGATGGGATCACCTTGATCAAGTACATCAAGCGTCATTTTCCGAGCCTGTCTATTATCGTTC+ STY2495 100 STY4901 59 STY2495 99.1 STY4901
ATGGCGCAACAAGTGGACGGGGCGGCCATGCCGCTTGATACAGAAAAGGTCGGGATAAAGGGATACCTGGCGTTTTTTCTCACCATTATTTTCTTTTCCGGCGTATTTTCCGGAAGCGAAGGCTGGTGGCGCGTTTTTGATTTTACCGTACTCAACGGGTCATTCGGTCATGTGACCGGTACGCAGACCTTTCGCGGCGCGGGCGGAACGGGCGCGAAAGATGGCTTCCTTTTTGCGCTGGAGCTGGCGCCGTCGG- STY4870 100 STY3721 60.377 STY4870 98.5 STY3721
ATGTGCCAACGTGCGATCGCCAATATTGATATCAGCAAAGAGTATGACGAAAGCATGGGCAGTAACGATGTGCATTATCAGTCGTTTGCTCGTATGGCGGATTTCTTTGGTCGTGATATGCAGGCGCATCGCCACGACCAGTTTTTTCAAATGCACTTTCTTGATACCGGGCAGATTGAGCTACAGCTCGACGATCATCGCTATTCGGTGCAGGCGCCGCTATTTGTGCTAACGCCGCCCTCGGTGCCGCATGCTT+ STY1142 100 STY2734 85 STY1142 98.8 STY2734
ATGGTGGAACAGCGTCGTTTGGCAAGTACGGAATGGGTGGATATTGTGAATGAAGACAATGAAGTCATTGCACAGTCCAGCCGGGAACAGATGCGTGCGCAACGCTTACGGCATCGTGCGACGTATATCGTCGTTCATGATGGTATGGGTAAAATTCTGGTGCAGCGTCGTACCGAAACAAAAGATTTTTTGCCCGGTATGTTAGATGCTACCGCAGGCGGCGTGGTCCAGGCTGATGAGCAGCTACTGGAATCTG- STY2576 100 STY0723 54.369 STY2576 98.9 STY0723
GTGAATTCACTGTATACCGCTGAAGGTGTAATGGATAAACACTCGCTGTGGCAGCGTTATGTACCGCTGGTGCGTCACGAAGCATTGCGCCTGCAGGTGCGATTGCCGGCGAGCGTGGAACTGGACGATCTGCTACAAGCGGGCGGCATCGGGTTATTAAATGCGGTCGACCGATATGACGCTTTGCAAGGAACGGCATTTACCACTTACGCAGTGCAGCGTATTCGTGGGGCGATGCTGGATGAATTACGCAGCC- STY2164 100 STY2474 72 STY2164 100 STY3039

STY3084 67 STY0962 65 STY3084 18.35 STY0962
ATGTCGCGCGTCTCGCAGGCGAGGAACCTGGGTAAATATTTTCTTCTCATCGATAACATGTTAGTGGTGCTGGGTTTTTTCGTCGTCTTCCCGCTCATCTCTATTCGCTTTGTCGATCAAATGGGGTGGGCTGCCGTAATGGTAGGGATCGCGCTCGGCCTGCGTCAGTTTATTCAACAAGGTCTGGGCATTTTTGGCGGCGCCATCGCCGATCGCTTTGGCGCGAAACCGATGATTGTCACCGGTATGCTGATG- STY1204 100 STY3344 72.381 STY1204 99 STY3344
ATGGTTGTTACGCTCGCGTATATCGCACTTTTTTTGGTTTTCTCGTGGGCCATCTTGAGAATTAATCAAAAAAGCGATTCCCTGTCGAAAAGCGTTTTTATCGCTATCTTTTTAGGGGCTGTTATTGGTTTATCCCTGCATTTTATTTCAGCAAATCACACTAAAACCATTATCGAATGGTACAGCATCGTCGGCAATGGCTACGTCCATCTGTTAAAACTGGTCGCTATACCGCTAATTTTTATTTCTATTCTT+ STY1755 100 STY1791 72 STY1755 98.1 STY1791
ATGCTACGACATAACGTACCGGTACGCCGGGATCTGGATAAGATCGCATGCGATCACGGTTTTGACTTTCATGTTATCGATAACGAAATTTACTGGGATGAAAGCCGGGCCTACCGTTTTACATTACGGCAAATTGAAGAACAGATCGAAAAACCGACCGCAGAGCTTCATCAGATGTGTCTGGAGGTTGTCGAGCGGGCCGTCCGGGATGAGCAGATCATGCAGCAGCTGGCGATCCCGCCATTGTACTGGGAT+ STY4732 100 STY3366 69 STY4732 98.5 STY3366
ATGAGTCAATCTGCGATTACCGTTGATCAAGTCACGGTGACGTATCGCAACGGTCATACCGCCCTACGGGACGCTACTTTTCAGGTGCCTGGCGGTTCAATCGCCGCGCTGGTAGGCGTAAATGGTTCCGGTAAGTCTACGTTATTTAAAGCGTTAATGGGCTTTGTGCATCTTGCGCGGGGCGATATCACTATCCTGCAACAGTCAGTCAACCAGGCGCTGAAAAAAAACCTCATTGCTTATGTTCCACAATCGG+ STY2984 100 STY0938 65.094 STY2984 98.3 STY3498
ATGAAACTGTTCTACAAACCGGGTGCCTGCTCTCTTGCTTCCCATATTATCCTGCGCGAAATTGGCAAAGACTTTACGCTTGATGGCGTCGATCTCGCGAAAAAACGCCTGGAAAACGGTGATGATTACCTGGCAGTCAACCCTAAAGGACAGGTTCCGGCTCTGCTGCTGGATGACGGCACACTGTTGACTGAAGGCGTCGCCATTATGCAGTACCTCGCCGACAGCGTTCCCGACCGCCAGCTTCTGGCGCCGG+ STY1671 100 STY0631 60 STY1671 99.2 STY3523
ATGCAAAATTGTCCATCCTCGTCTAAGGTGAAAACGTTTCATCTGATACAGGAGGCAGGTATGGTCTTTTCTGTCAGTGAGGAAGTTACCGTGAAAGAGGGTGGACCCCGGATGATCGTCACCGGTTATTCCAGCGGAATGGTAGAGTGTCGCTGGTATGATGGTTTTGGCGTAAAGCGGGAGGCATTCCATGAGAATGAGCTCGTGCCAGGCAAGGAAAGGCGCGTGCGGGATGAAGCCCGATGA- STY2195 100 STY3319 60.784 STY2195 98.9 STY3319
ATGACCATGTCGCATAACGTTACTCCAAACACCTCTCGCGTGGAATTACGTAAAACGCTTACGTTAGTTCCGGTTGTAATGATGGGTCTTGCCTATATGCAGCCGATGACGCTGTTCGATACATTTGGTATCGTTTCAGGCCTCACTGACGGTCACGTACCGACGGCGTATGCATTCGCGTTAATCGCGATTCTGTTTACGGCGTTGAGCTACGGGAAACTGGTGCGTCGCTATCCTTCCGCGGGTTCGGCGTAC- STY2277 100 STY1743 64 STY2277 98.7 STY1743

STY2518 100 STY2523 100 STY2523 99 STY2518
ATGAGTATGTCAACATCCACTGAAGTCATCGCTCATCACTGGGCATTCGCTATCTTTCTTATCGTTGCCATTGGCCTGTGCTGCCTGATGCTGGTAGGCGGTTGGTTTTTGGGCGGTCGCGCACGCGCGAGGCACAAGAACGTTCCGTTTGAATCAGGTATCGACTCGGTCGGCACCGCCCGCTTACGCTTGTCTGCCAAGTTTTACCTGGTAGCCATGTTCTTCGTTATCTTCGACGTTGAAGCGCTGTATCTGT- STY2558 100 STY0122 52.941 STY2558 99.3 STY0122
GTGAGACGCGTGGATAACGGAGCAGTAAAACACGATGCCGGTGAGCGAATTAACGAACTGGCTGAACAGGTGTTAACGCAGGTGGATGGCCTGCTGGGGCGACATCACATTGTCCCCAATGCGGTACAGACGCAAATGCTGACCTCGCACGTTCGCGCGATGGCGCACCGGTCAATTACCGGCGAGCCTTTACCGGAAGTCGATGCCAGCTTGTTTGATGAAATCTCAGCCGAATCAATGGCGCTCGCCCGCGAAA+ STY4779 100 STY2554 63.303 STY4779 99.7 STY2634

STY4821 57.547 STY4821 42.21
ATGATAAAAGACACAGTGTTTTTCGCCCCAAGCGTATCCGGGGGAAGCAACGCCTCCAGTTTGTCGAGCCGCCATCGCCGGGCAGCGATTATTCTGCATGAAATTTATGGTATTAACGCTCATATCCAACGCGCAGGCCATGAATGGATGACGCGCGGATTCGACATCTATATTCCCGCGCTGTTTCCTCACCATACCCCCTTTCGCTATGAACAGCAGGAGGAGGCTTACCGTCACTTTTCAGCAAATGTCGGCT- STY4861 100 STY2702 48.039 STY4861 96.3 STY2702
GTGAAAATTCTCGTTGATGAAAATATGCCTTACGCCCGCGAATTATTTAGCCGCCTGGGTGAGGTAAAGGCAGTGCCGGGTCGCCCGATCCCCGTTGAAGAATTGAACCATGCCGATGCGTTAATGGTGCGTTCGGTCACGAAAGTGAATGAATCGCTGCTGAGCGGCACGCCGATTAACTTCGTTGGTACTGCTACGGCAGGCACCGATCATGTGGATGAGGCATGGCTGAAGCAGGCGGGCATCGGTTTTTCA- STY2601 100 STY3218 66 STY2601 90.52 STY4156
ATGCTCTATAATCCTGCCCCGACGTTGTTTCGTCTGCTCCTCTCCGTTACCTGTCTGCTGTTTATTGCCGGATACGGTTATGCCACGTTGAGCCAGCCGCCAGAGGTTAATCTGCTTGCCCGGCATCTGTCGCCTGATATCCAGCACTGGTTTGGCACCGATAATCTGGGGCGCGATGTATGGCTTCGTTGCTTTCAGGGGGCCTTCACCAGTTTACAAATTGGCGTTGGCGCCGCGCTGTGCAGCGGCGTTATCG- STY1863 100 STY0507 66.337 STY1863 99.9 STY0507
ATGCGAATTGGCATACCAAAAGAGCGGTTACCCAATGAAACCCGTGTCGCTGCGACGCCGAAAACGGTAGAGCAGCTACTGAAGCTGGGGTTTAGCGTCGCTATCGAAAGCGGGGCGGGTCAACTGGCAAGTTTTGACGACAAAGCGTTTGCGCAGGCTGGCGCGGATATTGTAGACGGCAATGCTATCTGGCAATCGGAAATTATTCTCAAGGTTAATGCGCCTGAAGAAGAGGAAATCGCTTTACTGAACCCC- STY1589 100 STY1589 99
GTGTCTGAACTGTCTCAGTTATCACCACAACCTTTGTGGGATATTTTTGCCAAAATCTGTTCTATTCCTCACCCGTCCTATCACGAAGAGCAACTCGCGGAACATATTGTGAGTTGGGCCAAAGAGAAAGGCCTTTACGTGGATCGCGACCAGGTCGGTAATATTCTGATCCGTAAGCCCGCCACTGCAGGTATGGAAAATCGCAAGCCGGTCGTTTTACAGGCGCATCTGGATATGGTGCCGCAAAAAAATAGC- STY0361 100 STY0361 99
ATGAAAGGACAACACCGTCTGGATCTCATTGTGGCGTATCTGAAAAACCATACGCTGGTTACGGTAGAACAGCTGGTTGAGGCGGTTGACGCATCGCCAGCCACTATCCGTCGCGATTTGATCAAGCTGGATGAGCAGGGCGTGATCAGCCGTAGTCATGGCGGCGTGGCGCTGCGGCGTTTTGAACCCGCCCAGCCCACCACCAATGAAAAACAACTGCGATCGCCCGCTGAAAAACGGGCGATTGCACGCGTTG+ STY0186 100 HCM1.169 62.963 STY0186 99.2 STY3044
ATGCAGCAGTTACAGAACGTTATTGAGACCGCTTTTGAGCGCCGCGCCGATATTACGCCGGCTAATGTAGATACCGTGACCCGAGAGGCGGTAAAACAGGTCATTTCTCTACTTGATTCCGGCGCGCTGCGTGTCGCAGAAAAAATCGACGGTCAGTGGGTCACTCACCAGTGGTTGAAGAAAGCGGTTCTGCTCTCTTTCCGTATTAACGATAACCAGGTTATCGACGGTGCGGAAAGCCGCTACTTCGATAAAG- STY0236 100 STY2179 63.303 STY0236 98.8 STY2179
ATGGCTGATAAAATCGCGGTCCTGTTGGGCGGAACCTCTGCGGAGCGGGACGTTTCGTTAAATTCCGGCGCGGCAGTGTTGGCCGGGTTACGTGAAGGCGGTATTGATGCGCATCCCGTCGATCCGCAAGAGGTCGATGTCGCGCAGCTTAAAGCAATGGGCTTTCAGAAGGTCTTTATTGCGTTGCATGGCCGCGGCGGTGAAGATGGCACCTTACAGGGAATGCTTGAACTGCTCGGCCTGCCTTATACCGGC+ STY0150 100 HCM1.230c 62.963 STY0150 99.1 HCM1.230c
ATGTCTCTGTCAGTTACGCGCGAAAACTTTGATGAATGGATGGTGCCGGTATATGTTCCCGCGCCTTTTATTCCTGTACGCGGAGAAGGCTCACGCCTGTGGGATCAGCAGGGGAAAGAGTACATTGATTTTGCTGGCGGGATTGCGGTCAACGCATTGGGACATGCGCATCCGGCGCTGCGCGAGGCGTTAAATGAACAGGCGAATCGCTTCTGGCATACCGGGAACGGTTACACCAATGAACCGGCGCTGCGA- STY1811 100 STY4328 82 STY1811 98.4 STY4328
ATGAAATTCAGCGAACTGTGGTTACGCGAGTGGGTTAACCCGGCAATTGATAGCGATGCGTTGGCTAACCAGATTACGATGGCTGGCCTGGAAGTAGACGGCGTTGAGCCGGTCGCGGGAAGCTTCAATGGCGTTGTGGTTGGGGAAGTGGTTGAGTGCGCCCAGCATCCGAACGCTGACAAATTGCGTGTAACGAAAGTCAACGTCGGCGGAGAACGCCTGTTGGATATCGTCTGCGGCGCGCCAAACTGTCGT- STY1772 100 STY3461 62.617 STY1772 99.2 STY3461

STY0085 73.267 STY0085 55.99
ATGCAACGAATTAACGCGCTGACGATTGCCGGCACCGATCCCAGCGGCGGGGCCGGTATCCAGGCGGATCTCAAGACCTTTTCCGCGCTGGGCGCATATGGCTGTTCGGTCATCACCGCGCTGGTGGCGCAAAATACCTGTGGCGTACAGTCGGTGTACCGGATAGAGCCGGACTTTGTCGCCGCTCAACTTGATTCCGTGTTCAGCGATGTGCGCATTGATACCACAAAAATCGGGATGCTGGCGGAAACCGATA- STY2375 100 STY4210 62 STY2375 98.5 STY1377
TTGATGAAAAAGCTGTTTGTGCAGTTTTACCTTTTGCTGTTCGTCTGTTTTCTGGTCATGACCTTATTGGTCGGACTGGTGTACAAATTCACTGCCGAACGCGCGGGCAGGCAATCGCTCGACGATCTGATGAAAAGTTCGCTCTATCTGATGCGCAGCGAACTGCGGGAAATTCCGCCGCGTGAATGGGGGAAAACGTTAAAAGAGATGGACCTGAACCTCTCTTTCGATTTACGCGTTGAACCGTTAAATCAC+ STY1651 100 STY3355 64.706 STY1651 98.6 STY3813



ATGTTAAGAATAGCGAATGAAGAGCGTCCGTGGGTGGAGATACTTCCAACACAAGGCGCTACCATTGGTGAGCTGACATTGAGTATGCAACAATATCCAGTACAGCAAGGGACATTATTTACCATAAATTATCATAATGAGCTGGGTAGGGTGTGGATTGCAGAACAATGCTGGCAGCGCTGGTGTGAAGGGCTAATTGGCACCGCTAATCGATCGGCTATTGAGCCTGAATTGCTATATGGAATAGCTGAATGG- STY1702 100 STY1702 97.5
ATGTCATTTCAGCCATCCTTTGCGGGGCCACAACCCGACTCAAGGATTGATCGTACTACCTTTATTCGTCGCGCTTATCTTCATCTCGCCGTCGCCATCGTCGGTTTTATCGTGTTGAGCGCGGCGTGGAGTTTTATAGGGGGCGGGGAGTATGCGCTTGATGTGCTGCTGGCTGGTGGAAGATATAGCTGGTTGGTTGTTCTCGGCGCTTTTATGCTGGTGGGAATGCTGGCGACCCGTCTGGCGGATAATGCGG+ STY3915 100 STY2548 60.952 STY3915 98 STY2548
ATGAGCTGGAATGACCGCGTAGTCTGGAGTGAAGGACAATTTTTACTGCCGCAGATGTTTCAGCAGCAAGAGCGTTATCTGGAACACGTCATGCATTACCGCAGCCTGCCGCTGACTCCCTTTTTCTGGGGATTCAGCCACTACAATATTGATGGCGAAGCGCTGAACATCGGTAAACTGATACTGAAAGAGGCATCAGGGATTTTTCCTGACGGCACGCCGTTTAACGCACCGGACCACACCCCGCTGCCGCCG+ STY0304 100 STY0208 61.765 STY0304 99.3 STY0208
GTGATTAGCGATATCAGAAAAGATGCTGAAGTACGCATGGAAAAATGCGTTGAAGCGTTCAAAACCCAAATCAGCAAAGTGCGCACGGGTCGTGCTTCTCCCAGCCTGCTGGATGGTATTGTCGTAGAATACTATGGCACTCCGACCCCGCTGCGCCAGTTGGCAAGCGTAACGGTAGAAGACTCCCGTACCTTAAAAATTAACGTGTTTGACCGTTCTATGGGGCCAGCCGTTGAAAAAGCGATCATGGCGTCAG+ STY0242 100 STY1282 58.416 STY0242 99.1 STY3349
ATGTCAACGATTATTATGGATTTATGCAGTTACACCCGGCTAGGGTTAAGCGGGTATCTGGTCAGCAGAGGGGTGAAAAAAAGGGAAATCAACGACATCGAAACCGTTGACGAACTCGCTATCGCTTGTGGCGCACATCAGCCTTCGGTGGTGTTTATTAATGAGGACTGTTTCATTCATACGCCTTCAGACAGTCAACAAATAAAGCAAATCATTAATCAGCATCCTGACACGTTATTTATTGTTTTTATGGCAA+ STY2190 100 STY1711 61.321 STY2190 98.9 STY1711
ATGGCTGACTCCCGCCCTGAACGTCGCTTTACGCGTATCGATCGCCTTCCGCCCTATGTTTTTAACATCACCGCTGAACTCAAAATGGCTGCGCGTCGGCGCGGCGAAGATATTATTGATTTCAGTATGGGTAATCCTGATGGCGCAACCCCTCCCCACATTGTCGAAAAACTTTGCACCGTCGCGCAGCGTCCGGATACGCACGGTTATTCCACGTCCCGCGGCATACCGCGTTTACGCCGCGCGATTTCTCAC- STY2642 100 STY2282 66 STY2642 98.6 STY1258
ATGTTATTACCCTGGTTGATATTAATCCCCTTTATCGGCGGCTTTCTGTGCTGGCAGACCGAACGCTTTGGCGTGAAAGTGCCGCGCTGGATAGCGCTGATTACCATGGAACTGACGCTGGCGCTCGGTCTGCAATTGTGGTTGCAGGGCGGCTACTCACTGACGCAATCCGCCGGTATTCCACAGTGGCAATCTGAATTTGTCCTGCCGTGGATCCCGCGTTTTGGCATCTCTATCCATCTGGCGCTCGACGGA- STY2547 100 STY2548 67 STY2547 97.6 STY2548
ATGTCCAACAATGGCTCGTCACCGCTGGTGCTTTGGTATAACCAACTCGGCATGAATGATGTAGACAGAGTTGGGGGCAAAAATGCCTCCCTGGGTGAAATGATTACTAACCTTTCCGGCATGGGCGTATCCGTTCCGAATGGTTTTGCAACCACTGCCGATGCGTTTAACCAGTTTTTGGATCAAAGCGGCGTAAACCAGCGCATTTATGAGCTGCTGGATAAGACAGATATTGATGATGTCTCCCAGCTGGCG- STY1761 100 STY4703 63.725 STY1761 98.86 STY4703
ATGATTCGTCGATATCTATATACCTTTCTGCTGGTAATGACCCTTGCCGGCTGTAAGGATAAGGATCTTTTAAAAGGACTGGACCAGGAACAGGCTAATGAGGTCATTGCCGTTCTGCAAATGCACAATATAGAGGCGAATAAAATTGATAGCGGAAAATTGGGCTATAGCATTACCGTTGCTGAGCCTGATTTTACCGCTGCGGTGTACTGGATTAAAACTTATCAGCTTCCTCCCCGGCCACGGGTGGAAATAG- STY2992 100 STY1711 56.075 STY2992 99.5 STY1711
ATGCTTGCCGTTTCTTCCCGACGCGTGCTGCCCGGCTTTACGTTAAGCCTCGGCACCAGTTTGCTGTTTGTCTGCCTGATCCTGCTGTTGCCGTTGAGCGCGCTGGTGATGCAGCTCTCACAGATGAGCTGGTCGCAATACTGGGATGTCGTGACCAACCCACAGGTGGTGGCTGCTTATAAAGTGACGCTGCTGGCGGCATTTGTGGCGTCGATTTTTAATGGCGTGTTTGGCCTGCTGATGGCGTGGATTTTAA- STY2680 100 STY1263 64.078 STY2680 97.2 STY2679
ATGAACGAGCATAATATTACCAATACCTCGCTGGCGTTATCGATGCTGCTGGTGGTGGTCGCGATGCTCATCAGTCACAAGGAAAAGCTGGCGCTGGAAAAAGATATTCTGTGGAGCGTATGCCGGGCGGTGATACAGCTCATTATTGTCGGCTATGTACTGAAATACATCTTTGGCGTTAATCATGCCGCCCTGACGCTACTGATGGTGCTGTTCATCTGTTTTAACGCCGCATGGAACGCGCAAAAGCGCAGTA+ STY0549 100 STY4168 63.636 STY0549 99.4 STY1517
ATGAAAAAACCAACCTCTGCACCGCGCAGTAAAGCCTTTGGCAAACAGCGTCGTAAAACGCGTGAAGAGTTAAACCAGGAGGCGCGCGACCGTAAACGCCTGAAAAAACATCGCGGCCATGCGCCGGGAAGTCGCGCGGCGGGCGGCAATTCCGCTTCGGGCGGCGGCAATCAGAATCAACAAAAAGATCCACGTATTGGCAGTAAAACACCTGTTCCATTGGGCGTGACTGAAAAAGTGACCCAACAGCATAAAC- STY3878 100 STY4157 64 STY3878 99.8 STY2841
TTGTTAAACTCATTTAAACTTTCGCTACAATACATTCTGCCGAAACTATGGCTCACTCGCCTGGCGGGCTGGGGCGCAAGCAAACGAGCAGGATGGCTGACAAAACTGGTTATCGATCTCTTCGTAAAGTATTACAAAGTCGATATGACCGAGGCGCAAAAACCGGATACCGCCAGCTATCGTACGTTCAATGATTTCTTTGTTCGTCCGCTGCGTGATGACGTGCGTCCGCTCAATACCGATCCTAACATCCTG- STY4708 100 STY4868 59.804 STY4708 98.9 STY4868

STY3132 65 STY2291 64.356 STY4421 15.89 STY2291
ATGAAGCGTTATACACCTGACTTCCCAGAAATGATGCGTTTGTGCGAAACCAATTTTTCGCAATTGCGCCGCCTGCTGCCGCGCAATGACGCCCCCGGTGAAACGGTGAGCTATCAGGTGGGCAACGTACAATATCGGTTAACGATTGTGGAATTGACCCGATACACTACGCTTGTAACGATCGAGCAAACGGCGCCAGCCATCACCTACTGGAGCCTGCCGTCGCTGACGGTGCGCCTCTACCATGATGCGATGG- STY3362 100 STY1655 75 STY3362 99.5 STY1655
ATGATAGAGAATCGTCGCGGGCTGACAATATTCAGCCATACCATGCTGATTCTGGGGATCGCGGTCATTTTGTTTCCGCTGTATGTCGCGTTTGTCGCGGCGACGCTGGACGACCGCGCGGTGTTTGAGACGCCGATGACGCTGCTTCCCGGCACGCAGTTACTGGAGAATATCAAAACTATTTGGGTCAACGGCGTCGGTGTTAATAGCGCGCCATTCTGGCTGATGATGCTTAACAGTTTCATTATGGCGTTCA+ STY4256 100 STY4255 87 STY4256 97.6 STY4424
TTGCATAAAAATGCACTAAAGCAGAAACCGATCTCATTATCAGTCAATCAAGCAGGGTTCTATTCTATGACGACGATTCTTAAGCATCTTCCAGCAGGTCAACGTATTGGTATCGCTTTTTCCGGCGGTCTGGACACTAGCGCCGCGCTGCTGTGGATGCGACAAAAAGGAGCTGTCCCATATGCCTATACTGCGAATCTGGGACAACCGGATGAGGATGACTATGACGCCATTCCTCGTCGCGCAATGGAGTAT+ STY3470 100 STY2093 66.667 STY3470 96.3 STY2093
ATGATTGACCTTTACTACGCCCCCACGCCCAACGGGCATAAAATAATGCTGTTTCTGGAAGAGGCGGAGCTGGCGTATCGTTTGCTAAAAGTAGATATCAGCAAGGGCAATCAGTTTCGCCCTGATTTTTTGGCTATCTCTCCCAATAATAAAATTCCTGCCATCGTCGATCACGCCCCGGCAGACGGCGGTCAACCGCTTAGTCTTTTTGAATCCGGCGAAATTCTTCTCTACCTAGCGGAAAAAAGCGGCAAAC+ STY2579 100 STY3311 63.725 STY2579 99.2 STY3311
GTGGATGATTTATTGCCGGATTTAACGCTGGCGTTCAATGAAACTTTCCAGATGTTGAGTATTTCAACGGTGCTGGCGATTCTTGGCGGTCTACCGCTCGGTTTTCTGATTTTTGTCACCGATCGTCATCTGTTCTGGCAGAACCGTTTTATTTATCTTGTCGCCTCGGTTCTGGTGAATATTATCCGCTCGGTGCCATTTGTTATTTTACTGGTGCTGTTACTGCCGCTAACGCAGCTTTTGCTGGGCAATACGA+ STY0560 100 STY4172 66.667 STY0560 99.8 STY0273
ATGCCCGGGCGCTTTGAATTAAAACCAACCCTGGCGAAAATCTGGCACGCGCCGGATAATTTTCGCATCATGGAGCCGCTGCCGCCTATGCATCGTCGTGGCATTATCATTGCCGCTATCGTGCTGGTGATCGGCTTCCTGCTGCCCGCCAGCGAGACCAGCGACTCGCCTGTCGTCACGCGGGAAGCGCAATTGGATCTGCAATCGCAATCACAGCCGCCGACGGAGGCCCAGCTTCAGGCGCAACTGGTCGCGC- STY4752 100 STY0958 64 STY4752 98.6 STY0958
ATGAGGAATCACAGAATTTCTTTGCAGGATATCGCTACGCTTGCTGGCGTGACAAAAATGACGGTGAGCCGTTACATCCGCTCGCCGAAAAAAGTCGCCAGGGAAACCGGCGAGCGTATTGCGCAGATCATGGAGGAAATTAACTACATACCAAATCGCGCGCCTGCTATGCTGTTAAACGCGCAAAGTTACACTCTGGGCGTGCTGATCCCCTCTTTTCAGAATCAGTTGTTTGCCGACATTCTCGCCGGGATT- STY4819 100 STY4268 67 STY4819 98.9 STY4268
ATGGGGCAATTGTCAGAATCACATGCATTAGGGGGCGGGCTGAAATCACGCCACGTCACCATGTTATCGATCGCCGGCGTCATCGGCGCCAGCCTGTTTGTCGGTTCCAGCGTGGCGATTGCGGAGGCCGGCCCTGCGGTACTGCTGGCCTATCTGTTCGCAGGACTTTTAGTCGTCATGATTATGCGAATGCTGGCTGAAATGGCCGTCGCCACACCGGATACCGGTTCTTTTTCCACCTATGCGGATAAAGCG+ STY2913 100 STY1481 85 STY2913 98.8 STY1481
ATGGATGTAACTGGAGCAGGTTTGCACAATATTGAGACAAAATGGCTATATGATTTTCTGACGCTGGAAAAGTGCCGCAATTTCTCTCAGGCCGCCATTATCCGCAACGTATCGCAACCCGCTTTTAGCCGGCGGATTCGCGCCCTGGAACATGCCGTGGGCGTTGAACTGTTTAACCGACAGGTCTCGCCGCTACAGCTTTCCGAACAGGGTAAAATCTTTCACTCCCAGGTTCGCCACCTGTTACAGCAGCTGG- STY4867 100 STY2168 52.941 STY4867 99.2 STY2168
ATGAAACACATAAAGAAATCCGTGTTGGTCGTATTACTGACAAGCCATGTTGCCCATGCCAGCATTGTTGTTGGCGGAACCCGACTGGTTTTCGACGGCAATAATGATGAGTCGTCAATCAATGTAGAGAATAAAGACAGCAAAGCGAATCTTGTTCAGTCATGGTTATCGGTTGCCGATCCCCAGGTCACAAATAAGCAGGTGTTTATTATCACCCCGCCTCTTTTTCGCCTTGATGCCGGGCAAAAGAACAGTA- STY4943 100 STY0592 63.462 STY4943 98.4 STY0592
ATGATAATGAAGTATTTCTGTACTGTGATGATAGCCATCGCTCTGGTGGGATGCACAGCGACACCGCCACCGACGCAAAAAGCCCAGCAGAGTAAAGTGAGCCCAACACGCACGCTGGATATGGAAGCATTGTGTAAAGCTCAGGCGGCGCAGCGTTACAACACTGGCGCACAGAAAATTGCTGTTACCGGCTTCGAACAGTTTCAGGGGAGCTATGAGATGCGTGGTAATACCTTCCGTAAAGAGAGTTTTGTCT+ STY4142 99 STY4142 98.3

ATGAGCACGACCGACGATACCCATAACACGTTATCCACTGGAAAATGTCCTTTCCATCAGGGGGGGCATGACCGAAGCGCAGGCGCAGGGACTGCCAGCCGCGACTGGTGGCCGAACCAGCTTCGTGTGGATCTTTTGAATCAACATTCCAACCGTTCTAACCCGCTGGGCGAAGACTTTGACTACCGCAAAGAGTTTAGCAAGTTAGACTACTCCGCCCTGAAAGGGGATCTCAAGGCGCTGCTGACCGATTCA- STY3760 100 STY2413 62.745 STY3760 99.1 STY2413
ATGATGAAGACGTTATCTCCCACTGTTATCACCTTACCCTGGCGTCCGGACGCCGCTGAACACTATTTTGCGCCCGTAAACCATTTGCCCTGGGCGATGCTGCTGCATTCAGGTGATGCTATTCATCCCTATAACCGTTTTGATATTCTGGTCGCCGATCCTGTCACCACACTGACCACGCGCGCCCAGGAAACCACGGTATGTACTGCGCGCACGACTACCGTCACTCTCGACGATCCGTTACACGTTTTGCAG+ STY1954 100 STY0026 76.699 STY1954 98.9 STY0026
ATGATTCTTCGGCGCGTTTTCATCGCTATCGGTTGTGTTTTGTTAAGCCCGCTGAGTCAGGCCAACTCATCTCTGGGCGAAGTGAATATTGAACTGCGCGGTAACGTGGTGGATTTTACCTGCGCCGTGGTTGCGGGCGACAGTAACAAGTCGGTTAACCTCGGCACCTGGCCGACAAAACAGCTTCACGTCGCCGGGGACGCTACGCAACCGGTAGCCTTTAGCCTAAAACTTGAAGGCTGCCCGCCAGGTTCGG+ STY0595 100 STY0031 57.692 STY0595 98.3 STY0031
ATGCTAAAAACCGTTCACCAAAAAGCTGGACGCCATACGCGCCCTGTTCGGGCCTGGCTCAAGCTATTATGGCAGCGTATCGATGAGGATAATATGACGACTCTGGCGGGAAACCTCGCCTATGTCTCATTACTCTCCTTAGTACCGCTTATTGCCGTCGTTTTTGCCCTTTTCGCTGCTTTTCCGATGTTTTCTGATGTCAGCATTCAGTTACGCCATTTTATTTTTGCTAACTTTATGCCAGCCACCGGAGACG- STY3851 100 STY3568 58.491 STY3851 99 STY3568
GTGTTACAGCTTCTTTTAGCAGTTTTTATTGGCGGTGGAACGGGGAGCGTAGCCCGGTGGATGCTCAGTATGCGTTTTAATCCGCTTCATCAGGCGATTCCCATCGGTACGCTAACAGCAAATTTACTTGGCGCGTTTATTATCGGCATGGGGTTCGCCTGGTTTAACCGCATGACACATATCGATCCGATGTGGAAAGTGCTCATTACGACCGGCTTTTGCGGCGGCCTGACGACCTTTTCTACTTTTTCTGCCG- STY0679 100 STY4405 59 STY0679 98.2 STY4405
GTGTCAGATTCACTACGTATTATTTTTGCGGGTACACCTGACTTTGCAGCGCGTCATCTCGACGCGCTGTTAACTTCTGGACATAACATTGTCGGCGTATTTACCCAACCCGATCGTCCAGCAGGTCGCGGCAAAAAGTTGATGCCCAGCCCGGTAAAAGTGCTGGCGGAAGAAAAAGGCCTGCCCGTTTTCCAGCCCGTGTCGCTTCGTCCTCAGGAAAACCAGCATCTGGTGGCTGACTTACATGCCGACGTC- STY4390 100 STY4869 58.654 STY4390 99.5 STY4869
ATGAAACATCATGCTTTTATGCTTTGGTCATTACTTATTTTTTCATTCCATGTTTTGGCCAGTTCAGACCATTGTTCTGGTTTACAACAGGCATCATGGGAAATTTTTATCTACGATTTTGGTAGTAAAACCCCGCAACCACCTACAAATACCGATAAAAAGCAAGCCAGGCAGATTAGTTCACCATCCTGCCCGACGGCAAAACCCATGATGTCCGCACCAACCAACGACGCCAGGAAAGGGAATACTTTCTCCA+ STY1880a 99 STY0388 92 STY1880a 97 STY1408
GTGATGGGTGTTAGAGCGCAACAAAAAGAAAAAACCCGGCGTTCGCTGGTGGAAGCCGCATTCAGCCAACTGAGCGCTGAGCGAAGTTTCGCCAGCCTGAGTTTGCGTGAGGTGGCGCGTGAAGCGGGCATTGCGCCAACGTCGTTTTACCGTCATTTTCGCGATGTCGATGAACTCGGTCTAACGATGGTGGATGAAAGCGGTCTGATGCTGCGTCAGTTGATGCGTCAGGCGCGACAGCGTATCGCGAAAGGCG- STY3747 100 STY1095 74 STY3747 98.3 STY1095
ATGAAACAGCTTGAAAAATTAATCATTGAGGCCACCGTGCTTACCGAACCGGAAGCCGAGGTCGAACGCGTCATGCAAGTGTGTAACGCGTGTCGCTACTGCGAAGGTTTTTGCGCGGTATTTCCGGCGATGACCCAGCGGCTCGAATTCGGTAAAGCCGATATTCATTATCTGGCGAATTTATGTCATAACTGCGGCGCCTGCCTGCACGCGTGCCAGTACGCGCCGCCCCATGAATTTGCCATTAACGTGCCG- STY0728 100 STY4084 62.617 STY0728 99.4 STY4084
ATGATAAGAAATGTGAAAAAACAAAGACCTGTCAATCTGGATCTACAAACGATTCGGTTCCCCATCACAGCGATAGCGTCCATTCTCCATCGCGTATCCGGTGTGATTACTTTCATCGCCGTCGGCATACTACTGTGGCTACTGGGCACCAGCCTCTCTTCTCCGGAAGGATTCCAGCAGGCCGCCGACATCATGGACGGCTTCATCGTTAAATTTATCATGTGGGGCATCCTTACCGCGCTGGCGTATCACGTCA+ STY0775 100 STY0578 61.538 STY0775 96.3 STY4611
ATGGCTCAGGTCTTTAATTTTAGTTCAGGTCCGGCGATGCTACCGGCGGAAGTACTTAAACTGGCGCAACAGGAACTGCGTGACTGGCACGGTCTTGGTACGTCGGTAATGGAAATTAGCCATCGAGGCAAAGAGTTTATCCAGGTCGCTGAAGAGGCGGAGCAGGATTTTCGCGATCTCCTTAATATCCCCTCCAACTATAAAGTTTTATTTTGTCACGGCGGCGGTCGCGGGCAGTTTGCTGGCGTGCCGCTC+ STY0977 100 STY4787 62.136 STY0977 98.9 STY4787
ATGCTGACATCTCATTTTCCCCTTCCCTTTGCCGGACACAGGCTGCATATCGTCGACTTTGATGCGAGCAGCTTTCACGAACACGACCTGCTATGGCTGCCTCATCACGATCGGCTCCGGTCTGCCGGACGCAAGCGTAAAGCTGAACATCTGGCAGGCCGCATCGCTGCCGTTCATGCGCTACGCGAGGTGGGCGTCAGGGCGGTGCCCGGTATTGGCGACAAGCGACAGCCGCTATGGCCGGACGGCCTATTTG+ STY0627 99 STY0996 54.455 STY0627 97.4 STY0996
ATGAGCCAGTGGCAAAACATCTGCAAAATTGATGACATCCTGCCGGGAACCGGCGTCTGCGCGCTGTCAGGCGGCGAGCAGGTGGCGATTTTCCGTCCTTACCATAGCGATCAGGTGTTTGCGATCAGCAACATCGACCCGTTCTTTGAGGCCAGTGTGCTGTCTCGTGGGCTGATTGCGGAACACCAGGGCGAACTGTGGGTCGCCAGCCCGTTGAAAAAGCAGCGCTTTCGTTTAAGCGACGGGCTGTGCATGG- STY4321 100 STY1933 63.462 STY4321 96 STY1933
ATGTATCAGCCTGATTTCCCAACCGTGCCGTTCCGCCTCGGGCTTTACCCGGTGGTGGACAGCGTTGCATGGATTGAACGCCTGCTGGAGGCGGGCGTGCGCACCATCCAGTTGCGTATCAAAGATAAGCGCGATGAAGAGGTGGAAGCCGACGTTATCGCCGCCATCGCGCTGGGGCGTTGTTATGACGCCCGCCTGTTCATCAATGATTACTGGCGTCTGGCAATTAAGCACAACGCCTACGGTGTACATTTGG+ STY3722 97 STY2786 64.078 STY3722 91.5 STY2786
ATGAAACGGAAAGCGAAAACAATAATCGCAGGGATTGTTGCATTAGCAGTCTCGCAGGGGGCAATGGCAGATGATATTAAAGTCGCCATAGTCGGGGCGATGTCCGGCCCGGTAGCGCAATGGGGCGATATGGAATTTAACGGCGCGCGCCAGGCCATTAAAGACATCAATGCTAAAGGCGGTATTAAAGGCGATAAGCTGGTCGGCGTAGAGTACGATGATGCCTGCGATCCAAAACAGGCGGTGGCGGTGGCC+ STY4248 100 STY4244 86 STY4248 98.9 STY4244

STY2895 97 STY0663 83 STY2895 55.86 STY2762
ATGTTGAATCCCTCCATCCCGCTGGTGGCGACGCGTCACGGTAAAATCGTGGGCGTCGTACAGGAAGAAATCCATATCTGGCGCGGTATACCTTATGCCGCGCCGCCAACAGGGGAGCTACGCTGGCGTGCGCCGCAGCCTGTTACGCCCTGGCAGGATGTGCGCCAGGCGGATTGTTTCTCCTGCGCCAGTTGGCAGGATATTACCTGGTGTCGCGAACTCGGCGGCGGCGATCCGGGAAATTTTTCCGAAGAC+ STY1441 100 STY1441 99
ATGAGCATTGACCGTACCTCACCTTTGAAACCCGTTAGCACTGTCCAGACGCGCGAAACCAGCGACACGCCGGTACAAAAAACGCGTCAGGAAAAAACGTCCGCCGCGACGAGCGCCAGCGTAACGTTAAGCGACGCGCAAGCGAAGCTTATGCAGCCAGGCGTCAGCGACATTAATATGGAACGCGTCGAAGCATTAAAAACGGCTATCCGTAACGGTGAGTTAAAAATGGATACGGGAAAAATAGCAGACTCGC- STY1211 100 STY0474 61.165 STY1211 99.3 STY0474
ATGCAGGCGTTGATCTTAGAACAGCAGGACGGTAAAACCCTCGCATCCGTGCAACATCTCGAAGAGAGTCAACTGCCGGCAGGTGATGTGACGGTGGATGTCCACTGGTCCAGCCTGAATTATAAAGATGCTCTGGCTATCACCGGAAAAGGGAAAATTATCCGTCATTTTCCGATGATTCCTGGTATTGATTTCGCCGGCACCGTTCACGCAAGCGAAGATCCTCGCTTTCATGCAGGCCAGGAAGTACTACTG+ STY3556 100 STY1957 62.617 STY3556 99.5 STY1957
ATGGTTTATATGAACAAAAAGTTTTCGATATCCCTACTGTCGCTGTGCATTGGTTTGTCTTCAGCCATTTCCTTTTCAGCCGATGCGCGTGACATCACAATTTATTATACGAACGATTTACATGCCCATGTAACCCCAGAAATTATCCCCTATGTATCCAAGACACGTCCGGTAGGCGGCTTTGCGCCCATCTCGAAAATTGTCAAAGATGCAAAAGCGAAAGAGAAAGATGTCTTTTTCTTTGATGCTGGCGAC- STY0040 100 STY3765 77 STY0040 99.5 STY3765
ATGCTCCTGGTGACTCACTCCCTTGCCGCCTTTAAGCAACTCGAATTATTTTGGGTAATAACCTCGGTTGATTATCTGAAAATAGCCTTATTTGGTGTGACCGTCTTATATCTTGTTATAGTCACCTCTTTATGTTGTTGTCAATGTAAAATAATGCGCTGCCAGCTAAAAAGAAACTTAACCCCCTGTAAATAA+ STY0096 99 STY4871 65.385 STY0096 97.9 STY3606
TTGCTCCTGGTGGGCTTACCGCCAGTTGCTGAAAAAGACAACGATGATGTAACTGTTGCAGAGACTGACGAATACGACGACCGTGAGTTTTATTTTTGGCGACCATATTTCCTCCCAAAAGGCCGCCCGAAGGCGGCGCTGGGTTTGATAATGGAGAAGGGCGTTGGTCACTGCCATAACCAACCTGTATACACTAATGTAATTGATAATCATTATCAATTGTGGTGA- STY1873 100 STY2632 56.19 STY1873 79.82 STY2632
ATGAAATGGTTTAACACGTTGAGCCACAACCGCTGGCTGGAGCAGGAAACCGACCGCATCTTTAATTTCGGTAAAAACGCCGCGGTGCCGACAGGCTTCGGCTGGCTGGGAAATAAAGGGCAAATCAAAGAAGAGATGGGCACCCATCTTTGGATCACGGCGCGTATGCTGCACGTTTATTCCGTGGCGGCGTCGATGGGCCGACCGGGCGCTTATGATCTGGTCGATCACGGCATCAAAGCCCTGAACGGCGCG+ STY3857 100 STY3857 97
ATGACTATTGCCATTACCGACGTCGTCCTGCGTGACGCCCACCAGTCTCTGTTCGCCACCCGCCTGCGCCTTGACGATATGCTGCCGATTGCCGCTCAGCTCGACGACGTGGGCTACGGCTCGCTGGAGTGCTGGGGCGGCGCCACCTTTGACGCCTGTATTCGTTTTCTCGGCGAAGACCCGTGGCTGCGCCTGCGCGAACTCAAAAAAGCCATGCCCAAAACCCCGCTGCAGATGCTGCTGCGCGGCCAGAAC- STY0064 100 STY3532 100 STY0064 95 STY3532
ATGCGTAATCAGCTTTTCATGACGCGATATTACTCCAGCGTAGCTAAACCCGTATTAACTCCGCTGGCGTTGGCTATCGCACTGGCGCCTGCGCCTGGGTGGGCGGAAAACTATTTCAACCCGGCATTTCTGTCTGACGACCCGTCTGCGGTGGCCGACTTATCGACCTTTTCCCGTAATGCCCAGGCGGCGGGAATGTATCGCGTTGACGTTTACCTGAACAATACGTTTCTCGCGACCAGAGACATTGCCTTC+ STY0026 100 STY4941 78 STY0026 98.4 STY0593



ATGCGATATATAGCTGGCATTGACATCGGTAACTCATCAACGGAAGTCGCACTGGCGCGGCAAGATGAGACTGGCGCACTAACGATTACACACAGCGCGCTGGCGGAAAACACCGGGATCAAAGGCACGTTGCGTAACGTGTTCGGCATTCAGGAAGCGCTCGCCCTCGTCGCAAAGCGCGCGGGGATCAATGTCAGCGATATTTCGCTCATCCGCATTAACGAAGCCACGCCGGTGATTGGCGATGTGGCGATG+ STY2248 100 STY1349 89 STY2248 98.5 STY0471
ATGTCGAAAAAAGAGTTTATCTATCAGGCGCCTTTCCCGATGGGAGAGGACAAAACAGAGTATTATCTGCTCACCTCCGATTATGTCAGCGTCAGTGAATTCAATGGAGAATCTATCCTCAACGTTGAGCCGCAGGCGTTAACGTTGCTGGCTCAGCAGGCTTTCCATGATGCGTCTTTTATGCTCCGTCCTGAACACCAGCAGCAAGTCGCCGCCATTCTCCATGACCCCGAAGCCAGCGAAAACGACAAATAT- STY4499 100 STY1654 92 STY4499 99 STY1654
GTGGCAGAACCGTTAACCGTATCCCCCGAACTCACTGCGAACTATGCGTATTTTTTTGACCTTGATGGCACATTGGCAGAGATAAAGCCTCATCCCGATCAGGTAGTGGTACCGCATAAAATCCTTCAGTTGTTAGACCGTCTCGCGGCGCACAACGCAGGGGCACTGGCATTGATTTCAGGGCGTTCAATGACTGAGCTGGATGCTTTGGCGAAGCCTTTTCGCTTTCCGCTCGCTGGCGTTCACGGGGCAGAGC- STY2138 100 STY3132 75.728 STY2138 87.97 STY3132
ATGCCAATTTACGATAAATCCCCTCGCCCGCAGGAGTTCGCTGCGGTCGATCTCGGCTCAAACAGCTTTCATATGGTCATTGCCCGCGTGGTTGACGGCGCAATGCAGATTATCGGGCGCTTAAAACAGCGCGTCCATCTGGCGGACGGGCTGGGCGCAGATAACAAACTCAGCGAAGAAGCCATGGAACGGGGGCTTAGCTGTCTGTCGCTGTTTGCTGAACGCTTACAAGGTTTCTCCCCTTCCAGCGTTTGT+ STY2743 100 STY3641 67.327 STY2743 99.2 STY3641
ATGGCTGCCATAACCACTGGTGTCGTTCTTCTCCGCTGGCAACTGTTGAGCGCCGTGCTCATGTTTTTAGCCAGCACGCTCAATATCCGTTTCCGTAAATCAGATTATATTGGTCTGGCGGTGATCAGTAGCGGTCTGGGCGTGGTATCCGCCTGCTGGTTTGCCACCGGTTTACTCGGTATTACCATGATGGATCTCGCTGCGATCTGGCATAACATTGAAGCCGTGATGGTCGAAACGATGAGCCAGACCCCGC- STY4461 100 STY3578 59.223 STY4461 99.5 STY3578
ATGCGTTTTTCTCACCGATTTATCCTTCTGTTATCGCTATTATTAGCAAGCTTGCCTCTGTATGCTCAATGTGTCACGGAAGAAGAGAAATCCGTACGCGCCATTGTCTCCGGTATCGTCAGTTATACACACTGGCCAGCGTTATCCGGGCCGCCAAGGCTATGCATATTTTCATCTGCGCGTTTTGTCAGGGTACTTAGCGAAGAGGCTAACTGGGCTTTCCCTTATCAACCGCTTGTCATCCGTACCACACAAG+ STY2858 100 STY2687 49.505 STY2858 98.8 STY2687
ATGAAGGGCACAGACCTGCTGTACCAGGGCCAGGCAGTTACGCTGGAGGAGATGCTACAAGCGCGCGATAAACGTGCCGCCAGGCAGCGTCAGGCGTTGAACTGCTATCGGCTACCGTTGATTTCCCTCACGCTGGTTGCACCGGGCGCCGTTAAAAACTCAGCGGTCTGGCGGCGTGTCGCCGATTACGCAATTGCCGAAATACTGGCGCTTTGCGAACAGAAGGAGTGGGTCAACGTCTGGGAAATGCAGGTAA+ STY0071 100 STY0669 63.366 STY0071 99.3 STY0669
ATGAAAAGGCAGAGAAACGTCAATTTGTTGTTGATGTTGGTGTTACTGGTGGCCGTAGGGCAGATGGCGCAAACCATTTATATTCCCGCCATCGCCGATATGGCACAAGCGCTAAACGTCCGGGAAGGCGCCGTCCAGAGCGTAATGGCTGCTTACCTCCTGACCTACGGCGTCTCGCAACTGTTTTACGGCCCGCTTTCCGACCGGGTTGGGCGCCGCCCGGTAATCCTCGTCGGCATGTCTATTTTTATGGTA- STY3981 100 STY3980 72 STY3981 98.9 STY4874
ATGGTGGAAGATTCACAAGAAACGACGCACTTTGGCTTTCAGACCGTCGCTAAAGAGCAGAAAGCTGACATGGTGGCCCACGTTTTTCATTCTGTGGCGTCAAAGTACGATGTGATGAATGATTTAATGTCATTTGGCATTCATCGTTTGTGGAAGCGCTTCACCATTGATTGCAGTGGCGTGCGTCGTGGACAAACCGTTCTCGATTTAGCGGGCGGGACGGGCGATCTTACCGCGAAATTTTCACGTATGGTCG- STY3589 100 STY3528 73 STY3589 99.2 STY3528
ATGCCTCCCCTTGTAAGGGGGGTAGCATATTGTCATGCTAACGACGTAACCCAACATATGGATGTGAAATTAATGTTAAGTGTTTTTATTCCTTCATCTGAGAGATGTGTTTCCAGATGTCGTTATTTATTATCATTCGCGCTAATAAATATAATATTTTCCATTTTGGTTGGGGTTTTATTATATTTAAGCTTTGTGATACTGGCAATTTTATTCACAATTTTACTACATTATCTCGTCATTAATTTAAACTGTC+ STY3605 100 STY2995 52.475 STY3605 100 STY2995
ATGATCGTTAACCTATCACGTTTAGGTAAAAGCGGTACGGGGATGTGGCAATACTCGATTAAATTTTTAACGGCTCTGCGAGAAATAGCTGATGTTGACGCAATAATCTGTAGCAAGGTACACGCTGATTATTTTGAAAAGCTCGGTTATGCAGTAGTTACTGTTCCGAATATTGTTAGCAACACATCAAAAACATCGCGACTTAGACCATTAGTATGGTATGTATATAGTTACTGGCTTGCGCTGAGGGTTTTA- STY2295 100 STY2295 57.798 STY2295 98 STY2295
ATGGATAGCCTTAACGACGATAAAATTAACCGGCACAGCAGTGACCTGGAAGTTGAAAGCGAAGAAAAACAAAGCGGTAAAGAGATTGAAGTAGATGAAGATCGTCTTCCTTCCCGCGCCATGGCGATTCATGAACATATTCGCCAGGATGGTGAAAAAGAGATGGAACGCGATGCGATGGCTTTGCTCTGGTCAGCCATTGCCGCAGGACTTTCTATGGGGGCATCACTCCTGGCGAAAGGGATTTTCCACGTG+ STY2625 100 STY4469 64.706 STY2625 98.49 STY4469
ATGGCATTACTGGATTTTTTTCTCTCGCGGAAAAAGAGTACCGCTAATATTGCAAAAGAGCGGTTGCAAATCATTGTCGCGGAACGTCGCCGTAGCGATGCCGAACCGCATTATTTACCGCAGTTACGTAAAGATATTCTTGAGGTCATTTGTAAATACGTACAAATCGATCCGGAAATGGTTACCGTCCAGCTTGAGCAAAAAGATGGTGATATCTCCATCCTTGAACTTAACGTAACGCTGCCGGAAGCCGAAG+ STY1946 100 STY3922 60.396 STY1946 100 STY3922
ATGACAACAATGGATAATACTCCTCAGGGCGAGCTGGTTTTACGTACATTGGCCATGCCTGCCGATACCAATGCGAACGGCGATATTTTTGGCGGCTGGCTGATGTCGCAAATGGATATTGGCGGCGCGATACTGGCCAAAGAGATCGCGCACGGTCGGGTTGTAACCGTACGCGTGGAAGGAATGACATTTCTGCGCCCCGTCGCGGTTGGCGATGTCGTATGCTGCTACGCGCGCTGCGTTAAACGCGGTACGA- STY1315 100 STY1315 99.5
ATGTCAAAACGATTACCTCCTTTAAATGCGTTACGCGTTTTTGATGCTGCCGCGCGCCATTTGAGTTTTACGCGAGCAGCGGAAGAACTTTTTGTGACGCAGGCCGCAGTAAGCCACCAAATTAAGTCACTTGAGGATTTTTTGGGGCTAAAACTGTTCCGCCGCCGCAATCGTTCGCTGCTGCTGACGGAAGAAGGCCAAAGCTATTTTCTTGATATTAAAGAGATATTTTCCCAGCTAACGGAAGCAACGCGT- STY3122 100 STY3979 76.238 STY3122 98.6 STY3979
ATGCAGATTATCATTACCGGCGGGGGCGGCTTTTTAGGCCAGAAACTCGCAAGCGCCTTATTAAACTCATCGCTGGCGTTTAACGAACTGCTTCTTGTTGATTTAAAAATGCCTGCACGGTTATCAGATTCCCCTCGTTTACGCTGCCTGGAAGCTGACTTAACCCAGCCGGGCGTACTGGAGAATGTGATTACCGCTAATACCTCTGTTGTTTATCATCTCGCTGCGATTGTCAGCAGTTATGCGGAAGACGAT- STY3039 100 STY0142 65.714 STY3039 98.8 STY0237
ATGAAAAATCTCTTTATCGCCTGGTTAAGTTTATTGCTATATGGCTGCACAACCTTTCCACAAGCCGTAAAACCTACGACAGGCGGACAGCCCTCCCCGACGGAAATCTATATCGTCAGTCATGGCTGGCACACGGGAATTATTGCGCCGGCCCATGATGTTAATACCGTTCTGCCACAGCTTAAAAAACGGTTCGCTCAGGAGACGCAGTGGTATGAAATCGGCTGGGGCGATAAGGGCTTTTATCAGTCACAAG+ STY3773 100 STY1576 54 STY3773 99.1 STY1576
ATGGATATCGTTTCTGTCGCCTTAAAGCGCTACTCCACTAAGGCGTTCGATCCCAGCAAAAAACTGACCGCCGAAGAAGCGGATAAAGTAAAAACACTACTACAGTACAGCCCCTCCAGCACCAATTCCCAGCCGTGGCACTTTATTGTCGCCAGTACGGAAGAAGGCAAAGCGCGTGTCGCAAAATCCGCTGCCGGAAACTACACGTTCAACGAACGCAAAATGCTGGACGCCTCCCATGTGGTGGTCTTCTGCG- STY0620 100 STY3238 58.095 STY0620 97.9 STY3238
ATGTCTGAAATGACCCCACGCGAAATTGTCAGCGAACTGAACAAACACATTATCGGCCAGGATAACGCAAAGCGTTCCGTGGCGATTGCATTGCGTAACCGCTGGCGTCGTATGCAGCTTGATGAAGAGCTGCGCCACGAAGTAACGCCGAAAAATATTCTGATGATTGGCCCGACCGGCGTCGGTAAAACCGAAATCGCCCGTCGTCTGGCAAAACTCGCCAACGCGCCGTTCATTAAAGTCGAAGCCACCAAA+ STY3779 100 STY4240 68 STY3779 99.2 STY0491
ATGTCCCTTAGCGCCGATGAAATTCGTGAGCGCGTTCGCGCAGCGGGCGTTGTCGGTGCGGGCGGCGCAGGTTTTCCCGCCCACGTTAAGCTACAGGCGCAGGTAGAGATTTTTCTGGTGAACGCCGCCGAGTGTGAACCGATGCTCAAAGTTGACCAGCAACTGATGTGGCAGCAGGCCGCGCGTCTTGTCCGCGGCGTGCAGTACGCCATGACGGCAACCGGCGCGCGCGAAGGGGTGATTGCCCTGAAAGAA+ STY2258 99 STY1665 63 STY2258 93.04 STY1665
ATGCGGGCGATTTTGAGAGGGTTGTTGCCAGCCACGCTACTGCCATTAGCGGCATATGCACAAGAAGCTACGATAAAAGAGGTTCATGATGCGCCTGCAGTACGGGGAAGTATCATCGCTAACATGCTACAGGAGCATGATAACCCTTTTACGCTTTACCCTTATGACACGAACTACTTGATCTACACGAACACCAGCGATCTGAACAAAGAGGCCATAAGTACCTACAACTGGTCTGAAAACGCACGTAAAGATG- STY3602 100 STY0205 52 STY3602 99.7 STY0205
ATGAGTTTAATGCAATTCAGCGGGCTGCTGGTGGTCTGGCTGCTCTCTACGCTGTTTATCGCCACGCTGACTTGGTTTGAATTCCGCCGCGTGCGTTTTAACTTCAACGTTTTCTTTTCGTTGCTTTTTTTGTTGACCTTCTTTTTTGGTTTTCCGCTAACCAGCGTGCTGGTATTTCGTTTCGACGTTGGCGTCGCGCCGCCGGAAATCTTATTGCAGGCTCTATTATCCGCCGCCTGTTTCTACGGCGTGTAT- STY3627 100 STY3932 64.078 STY3627 98.5 STY3932
TTGGTGATTCATTTAAAAAAACTGACAATGCTTCTGGGAATGCTGTTGGTCAATAGTCCTGCCTTCGCGCATGGTCATCATGCTCATGGCGCGCCGATGACGGAGGTTGAGCAAAAAGCGGCAGCGGGTGTGTTTGATGACGCTAATGTACGCGATCGCGCGCTCACCGACTGGGATGGTATGTGGCAATCCGTCTATCCTTATCTGGTCAGCGGCGAGCTGGACCCTGTCTTCAGACAAAAGGCGAAGAAAGACC- STY1858 100 STY1858 98.9
GTGAAAAACAGCAGAAGAAGCCGTGTGATTTTACTCGCACTGGCGGCAGCATGGAGCCAGTACAGCCCGGCAGCCGTCAATGTCGACCGGACCCGTATTATCATGGATGCACCGCAGAAAACGGTGGCCATCACGCTGAATAACGATGACAAAACCACGCCGTTCCTGGCGCAGTCCTGGGTGACGGACGCTGACGGGGTGAGAACGGATGCGCTGATAGCGCTGCCACCGCTGCAGCGTATTGATGCCGGACAGA- STY3175 100 STY3087 67.647 STY3175 97 STY3087
ATGGCGGAAATTGGTATTTTTGTCGGGACCATGTATGGCAACTCACTGCTGGTGGCGGAAGAAGCGGAAGCGATCCTCGCCAGACAGGGCCACAGCGCGACCGTGTTTGAAGATCCTGAACTGTCCGACTGGCAGCAATATCAGGATAAGGTTGCGCTGGTCGTTACCTCGACGACCGGGCAAGGCGATCTACCGGATAGCATTGCGCCGCTCTTTCACGGCATTAAAGATACGTTGGGTTTTCAGCCAAACCTGC- STY3102 100 STY3102 98.2
ATGAAATCTATCCCGGGCGATATCCCGCAGTACCTGTTGATCAAGGCGCAGCTTCAGGCGCGTATTCAGAGCGGTGCGTTGAAAAGCGGTGATAAACTGCCGTCTGAACGCGAACTGTGCGCGATCTTCAACACCACGCGCATTACTATTCGCGAAAGCCTGGCGCAGCTGGAGTCCAGTGGGCTTATCTGGCGCGCCGATCGTCGCGGTTGGTTCGTTACGCCGGAACGCCTGTGGCTGGATCCGACCCAGAACA- STY0469 100 STY2701 63.462 STY0469 99.3 STY3642
GTGTTTGATATCGGTTTTAGCGAACTGCTGTTAGTGTTCGTTATCGGCCTCATTGTGTTGGGGCCGCAACGATTGCCAGTAGCGGTAAAAACGGTAGCGGGCTGGATTCGCGCGTTGCGCTCCCTTGCGACAACGGTTCAGAATGAACTGACTCAGGAACTGAAACTTCAGGAGTTCCAGGACAGTCTGAAAAAAGTCGAAAAGGCGAGCCTGGAAAATCTGACTCCCGAACTGAAAGCATCTATGGATGAACTGC- STY3585 100 STY0354 63.366 STY3585 99.6 STY2458
ATGACGGAAGTAAGACGACGCGGCAGGCCAGGACAGGCAGAGCCGACTGCGCAGAAAGGCGCTCAGGCGCTGGAGAGGGGCATAGCGATATTGCAATATCTCGAAAGAAGCGGCGGCAGTTCATCAGTTAGCGATATTTCCGGCAGCCTGGATTTACCGCTTTCTACGACGTTTCGCCTGTTAAAGGTACTGCAAGCGGCTGATTTTGTGTACCAGGATAGCCAGCTTGGCTGGTGGCATATTGGTTTAGGCGTAT+ STY0564 100 STY4404 65.686 STY0564 95.17 STY4404

STY4016 72 STY1961 67.961 STY1961 38.84 STY4016
ATGACACAGTATCAGGCGCTCATTATTGGTTTTGGCAAGGCAGGAAAAACGTTGGCGGCAACTCTGGCGAAGACGGGATGGCGCGTGGCGATTATCGAACAGTCCGCCAGTATGTTTGGCGGAACCTGTATCAACATTGGCTGTATTCCAACGAAAACGCTGGTGTATGACGCGGAACGTGAGGGCGATTTTTCTGTCGCCATGCAACGCAAAGCGGCGGTCGTAAATTTTTTACGCGACAAAAATTTTCATAAT+ STY0612 100 STY4206 63.725 STY0612 98.3 HCM1.231c
ATGAATAAATCAGGGAAATACCTCGTCTGGACAGCGCTCTCAGTATTGGGTGCGTTTGCCCTAGGCTATATTGCGTTAAATCGTGGGGAACAGATCAACGCGCTATGGATCGTGGTGGCGTCGGTCTGTGTCTATCTTATTGCGTATCGTTTTTATGGGCTCTATATCGCCAAAAAAGTGCTGGCGGTTGACCCAACGCGTATGACGCCCGCGGTACGTCATAATGATGGTCTGGATTATGTCCCGACCGATAAA+ STY0644 100 STY4890 90 STY0644 98.8 STY4890
ATGTTTGATTACATCCTGTCTCTCGGCGGCACCGTCTTTGTGCCCATCATTATGATTATCATCGGCTTAATCTTTCGTATTCCCTGGCTGCAGGCGGTGAAAGCGGGGGTGACGGTCGGCATCGGTTTTGTCGGCATGGGGCTGGTGATCGTCATGGCGATCGACAGTCTCAGTCCGCCGATTAAAGTGATGATTGAGCGTTTTGGCCTGACGCTGCATGTGTTTGACGTCGGCGCCGGGCCCGCATCCGGCGTC- STY1450 100 STY3443 71.154 STY1450 98.8 STY4000
TTGATTGCAGCCTTCTTTTTAACCAGCGTGGTCTCCGTCTGTACCGGTACATCGTGGGGGTCCGCCGGGACGGTTGGCGTTGCGTTAATGGGGGTTGCCGCCGGGCTGGACGTGTCGCTTGCAGCAGCAGCTGGCGCCGTTGTTTCTGGCGCTTATTTCGGCGACAAAATCTCACCGTTGTCCGACTCGACTAACTTTGCCGCGATTGTCGCAGACACTACTCTGTTTGAGCATATTCAGCATTTACTTTGGACGA- STY1508 100 STY2226 59 STY1508 40.1 STY2226
ATGAAAAAATATCAACGTCTGGCGGAGCAAATTAGAGAACAAATCGCCTCTGGCGTTTGGCAACCCGGCGATCGATTACCCTCGCTGAGGGAGCAGGTCGCCAGTAGCGGCATGAGTTTTATGACTGTCGGTCATGCGTACCAGTTGCTGGAAAGTCAGGGACGGATTATCGCCCGTCCGCAATCTGGTTATTATGTCGCGCCGCATCCGGTTTGTCGGTCAGTCGCGACGGCAGCGCACGTTATTCGGGATGAA+ STY1466 100 STY2926 71 STY1466 99.3 STY2674
ATGTTATCCAAAAAAATTGGCTTATCGATGATAGTGTTGGGAATAATGTCGTCTTCAGCTTTTGCTGATAGCATCGTTGAAGGGAGAACACTCAATGTCGCAGTATCACCGGCCTCTCCCCCTATGTTATTTAAAAGTGCTGATGGCAAATTGCAGGGGATAGATCTGGAGCTTTTTTCGTCTTACTGTCAGTCACGGCATTGTAAGCTAAACATCACCGAATATGCCTGGGATGGAATGCTTGGCGCAGTGGCGA- STY1438 100 STY2162 58.824 STY1438 97.8 STY2162
ATGGCTTTACTGGAACTAAAAGAGATAAGTAAGGAATATTCAGGAAAAAAGGTTCTTGATGCGGTTAGTTTGAAAATTCAATCGGGAGACATGAAAGTAGTCATGGGGCCATCGGGTTGTGGAAAAACGACGCTTTTACGCTGTCTGCTTCGATTAGAAGAACCTGATTATGGCGATATTTATTTTCACGGGGAAAATATTTACGACAAAGAATTTACTATTCTTGAGTTCAGAAAAAAAGTTGGTTGTGTCTTCC- STY1436 100 STY2159 72 STY1436 98.4 STY0866
ATGATAGAAGCAGATCGCCTGATTTCAGCAGGCGCCACGATCGCAGAAGACGTCGCCGATCGCGCCATTCGCCCGAAGTTATTGGCGGAATATGTCGGCCAACCGCAGGTGCGCTCCCAGATGGAGATCTTTATTCAGGCGGCAAAACGGCGTGGCGACGCATTAGATCACTTGCTGATTTTCGGCCCGCCAGGGTTAGGTAAAACGACTCTGGCGAATATCGTTGCCAATGAAATGGGCGTCAACCTCCGAACC- STY2102 100 STY4728 68.932 STY2102 98.2 STY4728
ATGCATCACGCTACCCCGCTTATCACCACCATTGTCGGCGGCCTTGTGCTCGCTTTTATTCTCGGCATGATTGCCAACAAATTGCGTATTTCTCCACTGGTGGGATATCTGTTAGCGGGCGTTCTGGCGGGACCTTTTACCCCAGGTTTTGTTGCGGATACCAAACTGGCGCCGGAGCTGGCGGAGCTCGGCGTGATTCTATTGATGTTCGGCGTCGGGCTGCATTTTTCGCTGAAGGATTTGATGGCGGTAAAG- STY0536 100 STY0101 90 STY0536 99 STY0101
ATGCTAACAGTTATAGAGCTCCTTATCGGAGTCGTCGTTATTGTGGGTGTAGCACGCTACATCATTAAGGGATATTCCGCCACTGGCGTTTTATTTGTCGGCGGTCTGGTTCTGCTTATTATCAGCGCGCTGATGGGGCATAAGGTATTACCTGCCAGCGAAACCAGTACCGGCTATACCGCAACAGATATTGTTGAATACATCAAAATTTTGCTTATGAGTCGCGGCGGCGATCTTGGCATGATGATCATGATG+ STY0676 100 STY0676 98.6
ATGAGCAGTGACGTAATGCAACATGAACTGGTTGAGCGCGCGCGGGAAAGCGGGGCGCTGACCAAAGCAGATATCACCAAAGCCTGGTTTATCTACTGGCTGGGCGCCGAGGTTTCCAGCTCCTATGAGCGCTTACAAAGCCTGATTTTCTGCGCCTCGATGACGCCGATCATCAAAAAACTTTACCCACAAAAAGAGGAGCAGGTAGAAGCGCTAAAACGCCACCTTAACTTCTTTAACTCCGAGCAGACCTTCG+ STY4016 100 STY1961 67 STY4016 99.55 STY1961
ATGAGAAATAACCCACTGATTCCAAAGAGCAAATTGCCCAATCTTGGCACCACGATTTTTACGCAAATGAGCGCGCTGGCGCAGAAACATCAGGCAATAAATTTATCGCAAGGCTTCCCTGATTTTGATGGTCCTTCTTATTTGCACGAGCGGTTGGCTTATCATGTCGCGCAGGGCGCGAATCAATATGCGCCGATGACGGGCGCGCAGGCGCTGCGGGAGGCCATAGCCGATAAAACGGCGGAAATATATGGT+ STY0647 100 STY1807 64.356 STY0647 98.4 STY1807
ATGATGCGTATACCTTTCACCCGTTGGCCGGATGAATTTGCCCGCCGTTATCGTGAAAAAGGCTACTGGCAAGACGTGCCGTTGACCGATATTCTGACCCGCCACGCTGACAGCGATAAGACGGCGGTCATTGAAGGCGAGCGCGCATTCAGCTATCGCCAGCTAAACCAGGCCGCGGATAATCTGGCCTGCAGTTTACGCCGTCAGGGCATCAAACCTGGCGAAACCGCTCTGGTACAACTGGGGAATGTACCG+ STY0640 100 STY0081 58.416 STY0640 98.6 STY0081
ATGAGCATCAGAAAACAGCCTAACGGAAAATGGTTGTGTGAATGCTACCCGAACGGACGGGATGGCAAGCGTGTACGCAAGCAATTTGCGACTAAAGGCGAGGCCATAGCATTCGAAAACCACACCATGGATGAGGTGAACAAAAAACCGTGGCTGGGGGAGAAAGAAGATCGGCGGCATTTGTCAGAAGTGATTGAGCAGTGGCATTCACTTTATGGGCAGACGCTGGCAGACCCCAAACGCCTGTTGGCAAAA+ STY4645 100 STY3658 73 STY4645 96.3 STY3658
ATGGCACAGCTATATTTCTACTATTCGGCAATGAATGCGGGTAAGTCGACTGCACTGCTGCAATCTTCATACAATTATCAGGAACGCGGGATGCGTACCGTCGTATATACGGCGGAAATCGACGATCGTTTCGGCGCAGGCAAAGTCAGCTCTCGTATCGGTTTGTCGTCGCCGGCAAAATTGTTTAACCAAAATACATCCTTGTTTGAAGAGATTCGTGCCGAGAGCGCGCGGCAGACAATACATTGCGTGTTAG+ STY1301 100 STY1301 99.5
ATGACAAAACCGTTAAACGCCACTCAGGCTGTTATCGAGTGGGTTAACAACACGCGCCGTTACGCAACGCGACTGGATGACGAAGCCGACGCTCTGCTGGCGCAACTTACGCTTGCCGCGGCGGATGAGTCAGCGCTCAACGCCGCCTGCGCATCATCACATGGCTGCGTTGGTCTGTACGGGTATGCGCAATCCGCAAAAGCGCATCTGTTAACGACGCTATGCGGTAACGAGAATGGCAAGCTGGAAATTATC- STY1470 100 STY1470 98.7
ATGACTGAACAATCTACGTTGACGCTTCAGGTGTTACAGCAGCGGCTGGATGCACTGATGCTGCGCGACAAACAGCGCTTTTCGCGCCGCCTGCATGGCGTAAAGAAAGTAAAAAATCCTGATGCGCAACAGGCCATTTTCCAGACGATGGCGAAAGAAATTGAACAGGCTGCGACGCAGGTCGCTCTCCGCGAAGCGGCGCGCCCCTCAATCACTTATCCGCAAAATCTGCCTGTTAGCCAGAAGAAACAGGAC+ STY1428 100 STY0214 71 STY1428 99 STY0214
GTGCGTATGTCGAAACATAATCTTATTATCTATAGCCTGCTTCTGGCGGCTGTGCCGATAAGCGTCTTGGCGGATTCGTCGACAACTTCCGCGGCAACCGTCGGGATGTTTTCTCCTCCTACGGCGCCGAGCGTTGGGCACAGACCAGGAACACCTCGTGATACCTACGAATTGAAGTTTAATGGACTTGACTTTTCTATTGAAAAGTATACACCTTTTCCGGGAATGACTATTGCGAGGGATGATAGATATCTAG+ STY1396 100 STY2319 63.725 STY1396 94.8 HCM1.247
GTGTGGCAAAAAAGTACGCTGACCACAGTGTCAATTTTTCTGCCGCAACAGGCCGTTTATAGTGGCATGCGATATGAAGTTAATATCTCAGCAGCAAAATGTGACGGGACAGGCGTTACGTTCGGCACGATAAATAATTGTACAATCACCTTGAGTTTGCCCGCAGGCGCCAGTATTATAACGCGTCATTTTTCAGCCGACCTTTAA+ STY4746 100 STY1914 87 STY4746 99 STY1914
ATGCGTCTGGATCGTCTTACTAACAAATTCCAGCTTGCTCTTGCCGATGCCCAGTCGCTCGCGCTGGGGCACGACAACCAATTCATCGAACCTCTTCATTTAATGAGCGCCTTGCTGAACCAGGAAGGGGGATCGATACGTCCTTTATTAACCTCCGCCGGCATTAATGCTGGCCAGTTGCGCACTGCTATCGATCAGGCGCTGAGCCGTTTACCGCAGGTGGAAGGCACCGGCGGCGACGTACAGCCTTCTTCG- STY2849 100 STY0943 74 STY2849 97.1 STY0294
ATGGGTGAATTTTCGACACTTCTTCAGCAAGGAAACGGCTGGTTCTTCATTCCCAGCGCCATTTTATTAGGTATTTTGCACGGGCTTGAACCAGGGCACTCCAAAACCATGATGGCGGCTTTTATCATTGCCATTAAAGGTACGGTTAAACAGGCTGTCATGCTCGGTCTGGCAGCAACGCTTTCTCATACCGCGATCGTCTGGTTAATCGCGCTGGGTGGGATGTATCTTAGCCGGGCATTCACCGCACAATCAG+ STY3169 100 STY2269 73 STY3169 96.8 STY2269
ATGTTTATGGGATGTGAGAACGGAGGCCGCGTGAGAGGTAAGGGTTTTCTGATTATTGTGCTGTTGGGCGGTATTGGCGGGCTGGGATATCGTTATCTTCCCTCTTATTATAATCCTTTTGCTCCGCTACAACTTGCCGATCCGCCAGGCTGGATCACTACCTTCAAACTACAGCGCCTGACGCCGTCGCAGTGCCGGGAGCTGTTGACGGCGGCCAATCAACAGGGATTAATTTCATCACAACCTGTTGCGGATA+ STY0413 100 STY0264 61.905 STY0413 98.2 STY0264

STY0276 61.905 STY4266 56.311 STY0276 12.39 STY4266



ATGTTAGATAAAATTGACCGTAAACTGCTTTGCTTATTGCAGCAGGACTGTACCCTCTCTTTGCAGGCGCTGGCGGATGCCGTTAATCTGACGACAACGCCTTGCTGGAAGCGGCTTAAACGCCTGGAAGATGACGGTATCCTGCTTGGCAGGGTTGCGCTGCTGGACCCGGAAAAACTGGGGCTGGGGTTAACCGCTTTTGTGTTGATAAAAACGCAGCACCACAGCAGTGAATGGTACTGTCGGTTCGTGACCG+ STY0502 100 STY0055 61.386 STY0502 98.7 STY0349
ATGAATTTACAGCATCACTTTCTTATTGCCATGCCTGCGCTCCAGGACCCGATTTTCCGCCGTTCCGTGGTGTATATTTGCGAGCACAACCAGGACGGCGCTATGGGGATTATTATTAATAAGCCTTTGGAAAATCTGCAAATTGAAGGGATTCTGGAAAAACTAAAAATTACGCCGGAACCGCGCGATTCGGCAATTCGTCTTGATAAAGCCGTGATGCTCGGCGGCCCGCTGGCGGAAGATCGCGGATTTATTC+ STY3249 100 STY3249 99.8
ATGAACCTCTGGCAACAAAACTATGACCCGGCGGGTAATATCTGGCTTTCCAGCCTGATCGCATCGCTCCCAATCCTGTTCTTCTTTTTCGCCCTGATTAAACTCAAGCTGAAAGGCTATGTTGCCGCTTCGTGGACGGTGGTTATCGCGCTCGCCGTCGCGCTGCTGTTCTATAAAATGCCGGTCGATCACGCGCTGGCATCGGTCGTGTATGGCTTCTTCTACGGGCTATGGCCGATAGCCTGGATAATCATC- STY4104 100 STY4104 98.2
ATGAGTGATATCGCATTGACGGTCAGCGTTCTGGCGTTGGTGGCGGTTGTCGGTTTATGGATCGGCAACATTAAAGTGCGCGGTGTCGGCTTTGGTATTGGCGGTGTGTTGTTCGGCGGTATTATCGTCGGCCACTTCGTCGATCAGGCTGGGGTGACGCTGAGCGGCGATATGCTGCACTTTATCCAGGAGTTCGGCCTGATCCTTTTTGTTTATACCATCGGCATACAGGTGGGGCCGGGGTTTTTCGCCTCG+ STY3971 100 STY1329 65.049 STY3971 98.4 STY0149
ATGACAATCCAGAAGCGGTTGCTGGAGGCCGTTGAACAAAAACTCTTACGGCCCATTGATGCCCAGTTTGCTTTAACCGTCGCCGGTAACGACGATCCCGCCGTGACGCTGGCGGCAGCGCTGCTTAGTCATGACGCAGGTGAAGGTCACGTGTGTCTGCCGTTGTCGCGTTTAACGTTAACGGAGGAGGCGCATCCCTTACTGGTCGCCTGGATAAGCGAAACGGCTACGCCAATCGACTGGAAAAAGCGGTTA- STY3131 100 STY3131 98.5
ATGAAAATTACCCGGCTTGCCATTCTGATTACCCTGACATTTTCCGTCCTGAAGTCGCAGGCCACGGAGTTCAATGCCAGCCTGCTGGACAGCGGGAACCTGTCTAACGTGGACCTCACGGCCTTCAGCCGCGAGGGGTATGTGGCGCCCGGTAACTATATTCTCGATATCTGGCTCAATGACCAGCCGGTACGGGAACAGTATCCAGTCAGGGTTGTACCGGTTGCCGGACGCGATGCGGTCGTCATCTGTGTG- STY3176 100 STY3086 69 STY3176 97.8 STY3086
ATGGTACTGGTTACTCGTCAGGCCCCGGATTTCACCGCTGCGGCGGTACTGGGTAGCGGTGAGATTGTTGATAAATTCAACTTCAAACAGCACACCAATGGTAAAACGACCGTTCTGTTCTTCTGGCCGATGGACTTCACTTTTGTTTGCCCGTCTGAGCTGATCGCCTTCGATAAACGTTATGAAGAATTCCAGAAGCGCGGCGTTGAAGTGGTCGGCGTTTCTTTCGACTCTGAGTTCGTCCACAACGCATGGC+ STY0440 100 STY0653 70 STY0440 98.7 STY0653
ATGATAAAGCAGGTTATCCAGCAGCTACGCGTTCCTGATGCAGGTATAGAGAATTTGCAGGAACGGCGCTATTGGCTGCAATGCGAGCGTGCCTATACTTACCAGCCGATATACCAGACGGATGGCCGTCTGATGACGGTTGAACTTCTCACTGCCGTCACCCATCCTGATAACCCTTCCAGACGTATTGCCCCGGATCGTTATTTCGCGGAATTAGCGGTTCGACACCGCATTGACGTAGTAAAAGAACAACTTC+ STY4192 100 STY2336 64 STY4192 97.9 STY2336
GTGGGACGTGTAACAGCACCAGAACCTTTGTCCGCTTTTCATCAGGTAGCTGAGTTCGTCAGCGGTGAAGCTGTGCTCGATGACTGGTTGAAGCAAAAGGGCCTCAAAAACCAGGCTCTCGGAGCGGCCAGAACATTTGTGGTGTGCAAGAAAGACACGAAGCAAGTAGCCGGTTTTTACTCTCTGGCCACCGGTAGCGTCAACCATACAGAAGCGACAGGCAACCTTCGGCGTAACATGCCAGATCCCATCCCTG+ STY4151 100 STY4151 99.6
ATGATTATTGCAACTGCCGGACACGTAGACCACGGTAAAACGACGTTGCTCCAGGCGATTACCGGCATTAATGCCGATCGCCTGCCGGAAGAGAAAAAACGCGGGATGACTATCGATCTGGGCTACGCCTATTGGCCGCAGCCGGATGGTCGTGTGCTGGGCTTTATCGATGTGCCTGGGCATGAAAAATTCCTCTCTAACATGCTGGCGGGCGTAGGCGGTATCGATCACGCTTTGCTGGTGGTCGCCTGTGAT+ STY4114 100 STY4114 98.2
ATGGATACGTTGGACGAATTATTGCCGCGTGAAAAAATGCTCAGATCCGGCATTGCTTCCCTCAGCGACGTGGAACTGCTGGCGCTTTTTTTACGTACCGGCACGCCGGGAAAAGATGTTATGACGTTGGCAAAAGAGATATTGCAGCACTTTGGGTCGCTGTATGGCCTGCTGTCGGCGGACTTTGCGCAGTTTCGCGGCGTAAACGGCATCGGCCTGGCGAAATTCGCGCAGTTGAAAGGCATTGCTGAGCTGG+ STY4065 100 STY4090 62.745 STY4065 99.5 STY4090
ATGGCCAATATCGTTTTATGCCGCATCGACAGCCGTCTCATTCATGGACAGGTTGTCACGAAGTGGGTCGGACAATCTCAGGCGAACCGGATAGCCGTTGTGAGTGATGAACTGGACGCCGATCCGTTTATGAAAAATATCTACCTGATGGCGGCGCCGCCAAATATCAAAGTGGATTGCTTCGGCAACCAGAGTTTTGCCGCTGCATGGAAAGAAAATCAGCTTGGCGACGGTAACGTGCTGGTGCTTTTTCCCT+ STY4014 100 STY1959 62.376 STY4014 99.6 STY1959
ATGATGATCGGTTTACGTCCTGCTTTTTCGACAATGTTATTTCTGCTGTTATTGACCGGCGGCGTGTATCCGCTTCTGACCACGGCGCTGGGGCAGTGGTGGTTTCCCTGGCAGGCTAATGGCTCGCTGATTCATAAAGACAATCTGATACGCGGCTCAGCGCTTATCGGACAATCGTTTACCGCCGCGGGCTATTTTCATGGCCGGCCCTCCGCCACCGCCGATACGCCTTATAATCCACTGGCGTCGGGCGGAA- STY0745 100 STY2803 61.321 STY0745 98.6 STY2803
GTGAGCTGGCGCTTTATCGATACGCATTGCCATTTTGATTTCCCGCCCTTTACGGGCGATGAGCGCGCCAGTATTCAGCGTGCCTGTGAGGCGGGCGTTGAAAAAATCATCGTGCCGGCGACCGAGGCGGCTCACTTTCCCCGCGTGCTGGCGCTGGCGGCGCGTTTCCCGTCGCTTTATGCTGCGCTGGGATTGCACCCCATTGTGATTGAGCGTCATGCCGATGACGATCCTGATAAGCTGCAACAAGCGCTGG+ STY4915 100 STY1241 65.385 STY4915 97.7 STY1241
ATGGATAGTTCGTTTACGCCCATTGAACAAATGCTAAAATTTCGCGCCAGCCGTCACGAAGACTTTCCTTACCAGGAAATTCTTTTGACTCGTCTTTGTATGCACATGCAAGGCAAGCTCCTGGAAAACCGCAATAAAATGCTGAAGGCTCAAGGGATTAACGAGACGTTGTTTATGGCGTTGATTACGCTGGAGTCTCAGGAAAACCACAGTATTCAGCCGTCTGAATTAAGCTGCGCGCTGGGTTCATCTCGCA+ STY2939 100 STY0927 60.784 STY2939 99.6 STY0927
ATGAAAGTCTGGCGGCCCGGAATCACCGGCAAGCTGTTTCTGGCGATTTTCGCCACCTGCATCGTGCTGCTGATCAGTATGCATTGGGCCGTGCGCGTCAGTTTTGAACGCGGATTTATTGACTATATCAAACACGGCAACGAGCAGCGGCTACAAATGCTGGGCGATGCGCTGGGCGACCAGTACCAGCAACACGGCAACTGGCGTTTTTTACGTAACAATGATCGCTTCGTTTTCCAGATTCTGCGTTCATTT+ STY2343 100 STY0744 69 STY2343 98.1 STY0744
ATGATTGCGCGCGTAATGCTTCTGCTTGTCGCACTGGTTAGCGCTGGCGCCCAGGCCCAGGAAATCAAAGAAAGCTACGCTTTCGCCGTACTCGGCGAACCTAAGTATGCTTTTAACTTTGATCACTTTGATTATGTGAATCCTGCTGCGCCGAAAGGCGGTCAGATGACGCTTTCCGCCATTGGTACGTTCGATAATTTCAATCGCTATTCGCTGCGCGGCAATCCCGGCGTACGTACCGAAGCCCTTTACGAT+ STY2452 100 STY4155 62.264 STY2452 99.2 STY4155
ATGAAAGTCAGCTTTTTTCTGCTGAAATTTCCACTCTCATCGGAAACCTTTGTGCTGAATCAGATTACTGCGTTTATTGATATGGGCCATGAGGTGGAGATTGTCGCGTTACAAAAAGGCGATACCCAACATACTCACGCCGCCTGGGAGAAGTATGGCCTGGCGGCGAAAACCCGCTGGTTACAGGATGAGCCCCAGGGACGGCTGGCGAAGCTGCGCTACCGGGCATGTAAAACGCTGCCGGGGCTGCATCGG- STY2310 100 STY2310 97.5
ATGACGATCTCAAAGCTATGGGTAAGTTCGCTGGCGTTGCTGGCGACGGTGAGTTTACCTCTACAGGCGGCATCGCCCGTGACGGTCGGGTCAAAGATTGATACCGAAGGCGCACTGCTCGGCAACATGATTTTGCAGGTACTGGAAAGCCACGGCGTTAAAACGGTCAATAAAATTCAGCTCGGGACGACGCCAGTCGTTCGTGGCGCGATTACCGCCGGAGAGCTGGATATCTATCCGGAATACACCGGTAAC- STY2395 100 STY0701 62.5 STY2395 99.3 STY1571
ATGAGCATTATTTATTTTATTACTACACAGGATATCGATACGTTTCAGAAAAAATTACAGGAAACGTTATTTAATGCCGTCACCATGCCGTTTCCGCTATTATTTGATAAACGTTATGCCGCGCTTATCAATACCGCTTATTTAAAGCTTACGCTGCCAGCGGAATGTCTGACGCCTGAATTTTATCGCTATTTACGCGAACTCTCATTGCAATGGCAGTTTGATTTTTTTATTAAGCCGCAGCCACTGCCTGCTA+ STY2431 100 STY4925 76 STY2431 99.7 STY4925

HCM1.252 62.136 HCM1.252 18.1
ATGACCAAATATGTATTCCAGCCGCAGGCCCCGGTGACAGTACCCGTGGCGGGCAGTGATGAGCAGTTTCCGGTACGTCGCGTTTACTGCGTGGGTCGCAACTATGCCGCCCATGCCCGTGAAATGGGTTTTGATCCCGATCGCGAACCGCCGTTCTTCTTTTGTAAACCAGCGGACGCTGTCGTCCCGGTAGCGGCGGGGGATACCCTGGAACTGCCGTATCCGGCGCAGACCGATAACTACCATTATGAAATTG- STY2407 100 STY1134 64 STY2407 98.6 STY1134
GTGGCGCAACGCATTCTGGTCCTCGGCGCCAGCGGCTATATCGGTCAGCACCTGGTCTTTGCGCTAAGTCAGCAAGGACATCAGGTGCGGGCGGCGGCGCGGCGCGTGGAACGTCTGGAAAAACATCGCCTCGCCAACGTCAGTTGTCATAAGGTCGATCTGCACTGGCCGGAAAATTTACCCGCGCTGCTTCGCGACATTGATACCGTTTACTATCTGGTACACGGCATGGGCGAAGGCGGCGACTTTATCGCC- STY0929 100 STY0808 60.784 STY0929 98.8 STY0808
ATGCAGCGTTGCGACTGGGTCAGCCAGGACCCCCTTTATATTGCCTATCATGATAACGAGTGGGGCGTACCGGAAACTGACAGCAGAAAGCTGTTTGAAATGATCTGTCTTGAAGGTCAACAGGCCGGTTTATCCTGGATCACCGTGCTTAAAAAGAGGGAGAACTACCGCGCCTGTTTTCATCAGTTTGACCCGATACGCATCGCAGCTATGCAGGAGGAGGATGTTGAACGCCTGCTACAGAACACGGGCATCA- STY4160 100 STY4160 98.5
ATGAAATTTGAACGCCATCATAGAATATTGAAGGAACTCAGTATTTCGGGAGTTGTAAAAGTTTCAAATCTGGCGAAAAGTCTCAAGGTAACAAAGGAAACTATTCGTTCAGATCTCAATGAACTTGCCGGACAGGGATATCTTACTCGCTGTCATGGTGGTGCATTTATTACCCTTGATTCTCTTGATAACGTCGCAAAAAATGAAATTGCTTATGTGCTGGAAAAATATGAATCAGCGCAGAAAATAAAAAAA- STY4264 100 STY1739 73 STY4264 99.1 STY1739
ATGATTTTTGGACATATCGCGCAGCCAAATCCATGTCATTTGCCAGCCGCGATCGAGAAAGCGCTTCACTTTTTACGTACCACCGACTTTCGCACGCTGGAACCCGGCGTAGTGGAAATCGACGGCAAAAATACCTTCGCGCAGATTATCGATATGACCACCCGCGATGCTGCTGAAAATCGTCCGGAAGTCCATCGCCGCTATCTGGATATTCAGTTTCTGGCATGGGGTGAAGAGAAAATTGGGGTTGCCATTG- STY4129 100 STY1047 62.037 STY4129 94.4 STY2866
ATGCGCAATTTGGTTAAATATGCCGGTATTGGCCTGCTGGTTATGGGGCTTGCGGCCTGTGATAACAACGATACAAAAGCGTCGGCAGAAAGCGCCGCCGCAGAAAGCCAGGCCTCCGGTCAGCCCATCAGCCTGATGGATGGCAAACTCAGTTTCTCACTGCCGGCGGATATGACCGATCAAAGCGGTAAGCTGGGCACCCAGGCGAATAATATGCACGTTTATTCTGACCCGACGGGCCAGAAAGCGGTGATTG- STY4231 100 STY3033 64 STY4231 98.6 STY3033
ATGGCAAAAGCATTGCAAGGCGTAATGGCGGCGTTGTTGACCCCATTTGATCATCAGCAGCAACTGGATAGCGAAAGCCTGCGCCGTCTGGTGCGTTTTAACATCGGGCAGGGTATCGACGGGCTGTACGTTGGCGGTTCCACCGGGGAAGCATTCGTACAGAGCCTTGCTGAAAGAGAGCAGGTACTGGAGATTGTCGCCGAAGAGGCGAAGGGAAAAATCACGTTGATCGCCCATGTCGGGACAGTAAGCACCG- STY3520 100 STY1904 74 STY3520 98.9 STY1904
ATGTTTGAATCTAAAATAAATCCATTGTGGCAAAGTTTTATCCTGGCCGTACAGGAAGAAGTAAAACCGGCGCTGGGGTGTACTGAGCCAATTTCACTGGCGCTGGCAGCAGCGGCGGCGGCGGCTGAACTTGACGGCACAGTTGAACGCATTGACGCGTGGGTTTCGCCTAATCTGATGAAAAATGGTATGGGCGTTACCGTTCCAGGAACGGGAATGGTAGGGCTACCGATCGCCGCGGCGCTTGGCGCGTTG- STY3418 100 STY4470 61.765 STY3418 98.6 STY4470
GTGATGCGAATACTGGCTGCGGGGAGCTTGCGCGTCGTCTGGCCGCAGCTAATGACGGCGTTTCAGGCGGATGCGGTATGTGATTTCGGTCCGGCGGGGCTGTTACGTGAACGCATCGAAGCGGGCGAAGCATGCGACTTTTTTGCTTCGGCGAACCTGGCGCATCCGCAGGCGCTGCTGGAAAGCGGGCGGGCACTGCGGGTCGCGCCTTTTACGACGAACCGTTTGTGTCTGAGCGTGCGGGCACAGGCGATGC- STY3312 100 STY1897 65.094 STY3312 98.6 STY1656
GTGAATCGTTTTGTAATTGCTGACTCCACTCTCTGTATCGGCTGCCACACCTGTGAGGCCGCCTGTTCAGAGACGCATCGCCAGCATGGCCTGCAGTCAATGCCGCGCCTGAAAGTGATGCTGAATGAAAAAGAATCTGCGCCGCAGCTCTGTCACCACTGTGAAGATGCGCCATGCGCCACGGTATGCCCGGTTAACGCGATTAATCGCGTTGACGGCGCTGTCCAGCTTAATGAAAGCCTGTGCGTGAGCTGCA- STY2974 100 STY2270 74.757 STY2974 99.5 STY2270
ATGCCAAAATTACGCCTGATTGGACTAACTTTACTTGCGCTTAGCGCCACCGCCGTCTCTCATGCTGAAGAGACGCGTTACGTTTCTGATGAACTGAATACCTGGGTCCGCAGCGGTCCGGGAGATAATTATCGCCTTGTGGGTACCGTCAACGCCGGCGAGGAAGTCACGCTCTTACAGAGCGATGCCAACTATGGTCAAATTAAAGACAGTTCTGGTCGTACTGCCTGGATACCGTTAAAAGAACTGAATACCA+ STY3382 100 STY1592 58.416 STY3382 99.3 STY1592
ATGGAAGCGAGTAACGTAGCACTGGTATTACCAGCGCCTTCCTTGTTAACGCCTTCTTCCACTCCATCTCCCTCCGGGGAGGGAATGGGTACTGAATCAATGCTTCTGTTATTTGATGATATCTGGATGAAGCTAATGGAGCTTGCCAAAAAGCTGCGCGATATCATGCGCAGCTATAACGTAGAAAAACAACGACTGTCCTGGGAACTGCAAGTCAATGTTTTGCAGACGCAAATGAAAACAATTGATGAAGCGT- STY1719 100 STY2698 62.857 STY1719 97.3 STY2572
ATGAAATACATGATTGTTTTACTGCTGGCGCTGTTTTCGACGCTGAGCATCGCGCAAGAAACCGCTCCTTTTACGCCGGATCAGGAAAAGCAGATTAAAAATCTGATCCATGCGGCGTTGTTTAACGATCCTGCCAGCCCGCGGATAGGCGCTAAACACCCTAAGCTGACGCTGGTGAACTTTACGGATTACAACTGCCCGTACTGCAAACAGCTCGATCCGATGCTGGAAAAGATTGTGCAGAAATATCCTGACG+ STY1151 100 STY1010 67 STY1151 98.2 STY0913

STY3536 60.784 STY4406 58 STY3536 50.71 STY4406
ATGGGTCGTCGCGCAGGTACGCCAACAACAAAAAAAGTGACGCAATTGGTGAACGTAGAAGAACACGTTGAAGGATTTCGTCAGGTCAGAGAGGCGCATCGGCGTGAGTTGATAGACGACTACGTTGAGCTGATTTCCGATTTAATTATTGAGGTAGGGGAAGCGCGTCAGGTGGATATGGCGGCGCGGCTCGGCGTCTCCCAGCCGACTGTGGCCAAAATGCTTAAGCGCCTGGCATCGTTAGGATTTATTCAAA+ STY0876 100 STY3457 49 STY0876 98.7 STY3457
ATGGCGACAATTCATCTACTGGATGATGATACGGCGGTCACTAACGCGTGCGCGTTTTTACTGGAAAGTCTGGGATATGACGTAAAATGCTGGACGCAGGGGGCGGATTTTTTGGCGCAGGCCAGTCTGTATCAGGCCGGGGTCGTATTACTGGATATGCGAATGCCGGTACTGGATGGGCAGGGCGTTCATGATGCGTTGCGCCAGTGCGGAAGTACCCTGGCGGTTGTTTTTCTTACCGGGCATGGCGATGTAC- STY1733 100 STY3711 87 STY1733 99.7 STY3711
ATGGCTGTAACTAAGCTGGTTCTGGTACGTCACGGTGAAAGTCAATGGAACAAAGAGAACCGTTTCACCGGCTGGTATGATGTTGACCTGTCTGAAAAAGGCGTAAGCGAAGCAAAAGCAGCGGGTAAACTGCTAAAAGAAGAAGGTTTCAGCTTTGATTTTGCCTACACTTCCGTACTGAAACGCGCTATCCATACGCTGTGGAACGTACTGGATGAACTGGATCAGGCGTGGCTGCCGGTGGAAAAATCCTGGA- STY0804 100 STY3510 63.107 STY0804 99.3 STY3510
ATGAGTAAGTCTCTCTCCTGGCGCCGCGTGCGTGCGTTGTGCGTCAAAGAGACGCGCCAGATCGTGCGCGATCCCAGTAGCTGGCTGATTGCTGTGGTGATCCCGCTGCTGTTGCTGTTTATTTTTGGTTACGGCATTAACCTCGACTCCAGCAAGCTGCGGGTGGGGATTCTGCTTGAACAGCAAAGCCAGGAGGCGCTGGATTTCACTCATGCGATGACCGGTTCACCCTATATCGACGCGACCATTAGCGAT- STY0851 100 STY4224 66.337 STY0851 98.7 STY4224
ATGCGTCGAATACTTCTCGCGATAGTTTCATTCTCTCTTTTCTCTTCATGGGCGAACGCCAATCTTGCGCCGGTGAACGTTGAGGTGCTGCAAACCCGACTCGATCACCCGTGGTCGCTGGCTTTTTTGCCGGATAACCGTGGGATGCTCATTACCCTGAAAGGGGGACAACTGCGCCACTGGCAGACGGGGCGGGGACTTTCCGATCCGCTGGCTGGCGTACCGAAAGTGTGGGCAAACGGGCAGGGAGGTTTG+ STY0894 100 STY1386 63.208 STY0894 71.23 STY1386
ATGAGTAAAGCAGGTGCGTCGCTTGCGACCTGTTATGGCCCCGTCAGCACCCATGTCATGACCAAAGCGGAGAATATCCGCCTGCTCATCCTGGACGTGGATGGCGTATTGTCTGACGGCCTGATTTATATGGGCAATAACGGCGAAGAGCTGAAGGCTTTCAACGTTCGTGACGGCTATGGTATTCGCTGTGCTTTGACCTCCAATATCGAGGTTGCCATTATTACCGGACGAAAGGCTAAACTTGTAGAAGATC+ STY3495 100 STY0887 68.932 STY3495 99.5 STY0887
ATGGCACAACATGGCGCTCTGGAAACACTCAAAGATCTGGCCGAAAAAGAGGTAGATGACGCGGCGCGTTTACTGGGCGAAATGCGTCGCGGCTGCCAACAGGCGGAAGAACAGCTCAAAATGCTGATCGATTATCAGAATGAGTATCGCAGTAATTTGAACACCGATATGGGCAACGGCATCGCCAGTAATCGCTGGATCAACTATCAGCAGTTTATTCAGACACTGGAAAAGGCGATAGAGCAGCATCGCCTCC+ STY2181 100 STY2442 62.037 STY2181 100 STY0891
ATGGCAGATAATACTTATCAACCCGCAAAAGTCTGGACGTGGGATAAATCCGGCAGCGGCGCGTTCGCTAACATTAATCGCCCGGTTTCCGGCCCGACGCACGACAAAACGCTGCCCGTCGGCAAACATCCGTTACAGCTCTATTCGCTGGGGACGCCTAACGGCCAGAAAGTGACCATTATGCTGGAAGAACTCCTGGCGCTGGGCGTGACCGGCGCCGAATATGACGCCTGGTTGATTCGCATCGGCGAGGGCG+ STY3311 100 STY2579 63.366 STY3311 98.7 STY2579

STY3794 59.615 STY3794 10.12
STY0086 60.784 STY0086 9.26
STY2911 61.468 STY3298 61 STY2911 28.43 STY4116

ATGGAACAGATTACCGTCGTAATTGGCGATCGCCTGGGTAAAGGCCAGAAAGTGGCGGCAGGCGTGGAAAAAGCGGGCGGTCGCGCGGTCGTCGTACCGGGCGTCGCGGCAGACATGAAGCTGGGCGATGTGATGAAAGCGGAAAACGCCACCTTCGGCATTTCATTTTGCGGCAGCGGCGGCGCGGGCGCTATCACCGCGCAAAACAAGCATGGCTACAAAGCCAAATATGGGATGCGGTCAGTAGATGAAGGAG+ STY4780 100 STY4780 99.2
ATGAACGATTATAAAATGACGCCAGGGGAGCTGCGCGCCACATGGGGTTTAGGGACCGTCTTTTCGTTGCGTATGCTGGGCATGTTTATGGTTCTACCAGTACTGACCACATACGGTATGGCGCTACAGGGCGCCAGCGAAGCATTAATCGGCATTGCGATCGGTATTTACGGGCTGGCGCAGGCTATCTTTCAAATTCCCTTTGGGCTGCTGTCCGACCGCATTGGCCGTAAACCGCTGATTGTCGGCGGACTG- STY0475 100 STY0475 98.37

STY1513 62.136 STY2297 60.577 STY2297 41.56 STY1911
ATGTTCGATACGCTTTCGAAAGCCGGAAAATATCTGGGACAGGCAGCAAAAATGATGATTGGCGTGCCAGACTACGACAACTATGTGGAACATATGCGCATAACGCATCCGGATCAGACGCCGATGACCTATGAAGAATTTTTCCGCGAGCGGCAGGATGCGCGCTATGGTGGAAAAGGCGGCGCGCGTTGCTGCTGA+ STY0645 100 STY4889 77 STY0645 98.5 STY4889

STY0569 100 STY4669 68 STY0569 90.59 STY4669
GTGCCTATGAGCGGTAAACGTTATCCCGAAGAGTTTAAAATTGAAGCGGTAAGACAGGTTGTTGAGCGCGGCCATTCTGTTTCCAGCGTCGCAACACATCTCGATATTACTACCCACAGTCTTTACGCCAGGATAAAGAAGTACGGGTCGAACTCCTCCACCAAT+ STY0603 98 STY4035 90 STY0603 71.22 STY4035



ATGACCATTTCCGCTCAGGTTATCGACACGATTGTCGAGTGGATTGATGATAATTTGAATCAGCCGTTACGTATTGATGATATTGCCCGTCATGCGGGGTATTCCAAGTGGCACCTGCAGCGCCTTTTTATGCAGTACAAAGGGGAGAGTCTGAGGCGCTACGTGCGTGAACGGAAGCTAAAACTGGCGGCGCGCGACCTGCGCGACACCGACCAGAAGGTGTATGATATTTGTCTCAAGTATGGTTTTGATTCGC+ STY0624 100 STY4463 67.327 STY0624 99.1 STY1541
ATGAAACACCCGCTTGAATCATTGATGACCGCTGCCGGTATTTTGCTGATGGCGTTGCTCTCCAGCCTGCTGCTGCCCGCCCCTTCGCTCGGCCTTGCGCTGGCGCAAAAACTGGTCGGGATCTTTCATCTTATGGATCTCAACCAGCTTTATACTTTGTTGTTTTGTTTATGGTTTCTGTTGCTCGGCACGCTGGAATATTATGTTATTCGCTTTATCTGGCGGCGCTGGTTTTCGCTGGCCGATTAA- STY0625 100 STY0625 99.2
ATGAGTAACCAGTATCAAACCCAGGGTTATACCGTTAACGACGCCGGCCGTCGTCTGATCGTGGACCCGATTACCCGCATCGAAGGGCATATGCGCTGCGAAGTGAACATTGATGAGCAAAACGTCATTACCAATGCCGTTTCCTGCGGCACGATGTTCCGCGGGCTGGAGATCATTCTGCAAGGCCGTGACCCACGTGACGCCTGGGCGTTTGTTGAACGTATTTGTGGTGTCTGTACCGGGGTACATGCTCTG+ STY1914 100 STY1525 80 STY1914 98.8 STY1525

STY2500 61.905 STY0744 60.55 STY2500 33.82 STY0744
STY0981 57 STY0919 55.882 STY0981 24.07 STY0919

ATGGGACGCGTCACGCTGCGTATCACTGGCACACAGCTGCTGTGCCAGGATGAACACCCTTCTCTGCTGGCCGCGCTGGAATCGCATAACGTTGAGGTGGAGTATCAGTGCCGCGAAGGATATTGCGGCTCCTGTCGTACCCGGCTGGTTGCCGGTCAGGTTGACTGGATTACGGAACCTTTAGCGTTTATCCAGCCGGGAGAGATTTTGCCCTGCTGCTGCAGGGCAAAAGGCGATATCGAAATCGAGATGTAA+ STY2508 100 STY0932 59 STY2508 99.6 STY0932
ATGAATAATCATTTTGGGAAAGGGTTAATGGCCGGGTTGCACGCGCCATATGCATATAGCGCGCATCATGCGGTGAATTTCTGTTCTGAGTATAAACGTGGCTTTGTATTGGGTTTTACACACCGTATGTTCGAAAAGACCGGCGATCGTCAACTTAGCGCGTGGGAGGCCGGAATTCTGACGCGTCGCTATGGTCTGGATAAAGAAATGGTGATGGATTTCTTTAAAGAGAATCATTCCGGGATGGCGGTTCGCT- STY3323 100 STY2509 32 STY3323 99.2 STY2509
ATGAAAGATTCTGTAAATATTTTATTCGTATGCGGTTATGGTGTAGGCAGTAGCGTAATGTTACAGACTGTTGTTAAAAAAGCGTTAGCAAAATATGACTTCTCTTTTGATATGGAGCATACGGCAGCGGGAGAGGTCGGTGGATTTACCGACTGGGCAGATATTTATGCGATTTCGAAAAAATTGCTTGATGTTGTTAGCCTCGATCCTAAACACGGACAATATCTCATTCCCATTGAAAATATCATGGATAGCG+ STY0918 100 STY3067 56.863 STY0918 99.7 STY3067
ATGTATAAGACAATCATTATGCCGGTTGATGTTTTTGAAATGGAACTTAGCGATAAAGCCATTCGCCACGCTGAGTTTCTGGCGCAACAGGATGGCGTCATTCATCTGTTGCATGTACTGCCTGGGTCCGCGAGCATGAGTCTGCACCGCTTTGCCGCCGACGTGCGTCGCTTTGAAGAACATTTACAGCATGAGGCGGAAACGCGTCTGCAAACGATGGTGGGACACTTCAGTATCGATCCTTCACGAATTAAAA- STY0662 100 STY0931 75 STY0662 99.5 STY1416
ATGTCAGCAAAAACTAAATTCAAAAGCCCTGCCTTTGAAGCGATTCATAGCGCGGCATCTGGATTATTTAGCGTGGATGCCATTCCCCAGGAGACAATGCGCAGTTTTGACACGGCCTGCTTAAGCAGCATCAAAGACCTGCAGCCACTTGAAATAAAAGCGTTACGAGAAGAACTCAACGTTAGCCAGTCGGTTTTCGCTCGGTACCTGAATACCAGCGTATCAACGGTTCAAAAGTGGGAAAGCGGCGCCAAGC- STY4005 100 STY4005 99.2
ATGAAAGCGTTATCCAAACTGAAAGCGGAAGAGGGCATCTGGATGACCGACGTTCCGGAACCGGAAGTCGGCCATAACGATTTGCTGATTAAAATCCGTAAAACAGCCATCTGCGGCACTGACGTTCACATCTATAACTGGGATGAATGGTCGCAAAAAACCATCCCGGTTCCGATGGTCGTGGGGCATGAATATGTCGGCGAAGTGGTCGGCATCGGTCAGGAAGTGAAAGGCTTTAAAATCGGCGATCGCGTC+ STY4087 100 STY1368 63.725 STY4087 98.3 STY1493
ATGATTAGACAAAAAGTACGCGTTATGAACAGTACGGGGCTTCATGCGCGGCCAGCCGCTACACTTGCGAAAATTGTCAAAAAATACCAGTCTTCATTAACGCTAGTTAATAATGACAAAGAAATTCCCATTAAAGGAATGATGAGTATTTTGGGGGCTGGCGTAAAGGGAAACACAATGATTGATTTAATTTGTGATGGACAGGATGAACTGGCTTTTATGGATGAATTAAAATCCGCATTTGCTGATGGCTTTG+ STY4004 100 STY4114 71.287 STY4004 99.3 STY4114
ATGCGTAACTACGATTTATCCCCACTGTTGCGTCAATGGATCGGTTTTGACAAGCTGGCCAATGCGCTGCAAAACAGCGGCGAAAGCCAGAGCTTCCCGCCCTATAACATCGAAAAAAGCGACGATAACCATTATCGCATTACCTTAGCGTTAGCCGGTTTCCGTCAGGAAGATCTGGATATTCAACTGGAAGGCACGCGCCTGACGGTGAAAGGCACGCCGGAACAGCCGGAAAACGAGCCCAAATGGTTACATC+ STY3970 100 STY3969 64.356 STY3970 98.6 STY3969
GTGATGATAAAAAACGTGTGGTTAACGCTGATAATATGGAATGGGATGCTTTTATTAGGCGGTTGTTCAAGCGTCATGTCGCACACCGGCGGTAAAGAGGGTACTTATCCTGGCACGCGCGCCAGCGCTACGATGATCGGTAACGATGAGACAAACTGGGGCACCAAATCGTTGGCCATCCTGGATATGCCGTTTACCGCCGTGATGGATACGATCCTTCTGCCGTGGGACATCTTCCGCAAAGACAGTTCGGTAA- STY3968 100 STY0190 57.143 STY3968 99.1 STY0190

HCM2.0125c 60.377 HCM2.0125c 27.73
STY1156 71 STY1548 60 STY1156 65.74 STY1548

GCGCTGGCGGTGGTACGCCAAAGCGATGGCTCTTTTGTCCTGCTGGCGACCGAGCGTAATTTACTGACCTTCAATCGCGCTTCTGCCGAGGAAATTCAGGATCATCAGTGTGATATCTTGAACCAACAGGTCATCAAATGA- STY3800 99 STY3807 80 STY3800 98.5 STY3807

ATGGTTGTCTGGGGCGGTTCTCGTAAAATTCCATACCAGCCTCCGCATAGAACAGAAAATGCGGGCATCATGAATGTCTGTACAAACAATACCGGGATAAAAAGCACGGTTAGTGCAACGTGGATAAATAAGGAGGGCGATTGA- STY4878 100 STY4712 53.465 STY4878 98.6 STY4712
STY2610 49.505 STY1078 32 STY2610 42.76 STY1078

ATGTTCGATTTTTCACAGGAAGTTGACCGACGCGGGACATGGTGTACGTAGTGGGATTATGTCGCCGATCGTTTTGGCGAAGCCGATCTGCTCCCCTTCACGATCTCGGATATGGATTTTGCCACCGCGCCG+ STY1657a 99 STY1263 65.094 STY1657a 97.03 STY1263
ATGAAAACCATTAAATATGCTGTTGCAGCCATCGCGCTTTCCACCCTTTCTTTTGGCGCTTTTGCCGCAGAACCGGTTAGCGCGTCTCAGACGCAAAACCTGCATAAAATCGGCGTAGTGTCTGCCGATGGCGCCACCACGCTGGATGGCCTGGAAGCTAAACTGGCTGAAAAAGCCGCCGCTGCTGGCGCAAGCGCTTATAACATCACCTCCGCCGTAGGTAATGACAAAATGAGCGGCACTGCGGTGATTTATA- STY0860 100 STY3542 67 STY0860 100 STY3542
ATGGCACGCCTTTTGATTAGGGAAGACAGGACTAAAGCAAAGGAGTTAATCGTGAAAAAAAATGCAGTGGTGATTCACCCTCAGGATTGCGTCGCGACGGCTATTACGGCGCTCAAGGCCGGCGAAACCGCCACAATGTTCATTGGCGAACGCGAGATAAGCGTTGTGTTACATCAGGATGTGCCATTTGGCCACAAATTCGCCATCTGCGATGTGCCTTTTCATGGCGAAGTTTATAAATATGGCGAATCCATTG+ STY0700 100 STY0736 61.386 STY0700 99.4 STY2548
ATGAAGCCTCTTATTTTTACTCTTTCACTGCTAGCCCTGACGGGATGCACCATTACTCGACAAGCGCAGGTCAGCGAAGCCAGCCCGATAAGCGGCATCGTGCGCCTGACGTATAACCAGCCGCTATTTTTTACTTCACGGACAGATGACTATGTATCTCACGGAACCGCAACACGCGAATGCCAGCAGATGGGCTATGCCGATGCCGTTTCGTTTGGTCAGCCGGTAGGAACCTGTAGCATTTATGCGGGCTCGT+ STY2142 100 STY2316 47.573 STY2142 99.1 STY2316
ATGCAGATTCTGATTACCGGCGGTACGGGCCTGATAGGGCGTCATCTCATTCCCCGGCTGTTAATACTGGGGCACCAGGTGACGGTCGTTACGCGCAATCCCGATAACGCGCGTCAGATTCTCGATTCCAGAGTGACATTATGGAAAGGGCTGGCGGAACGTGAGCACCTCAATGAGATTGATGCCATCATCAATCTGGCGGGCGAACCGATTGCCGACAAGCGCTGGACGTCGCAACAAAAAGAACGGTTGTGCC+ STY2580 100 STY2580 98.59

HCM1.168 61 STY1643 60.784 STY1643 39.47 STY1366
STY0445 62.264 HCM2.0052c 58.491 STY0445 16.79 HCM2.0052c
HCM1.93 53.704 HCM1.93 17.64
STY1260 63.107 STY3306 60 STY2603 20.84 STY3306
HCM1.142c 63 STY2891 56.19 HCM1.142c 24.39 STY2891
STY4371 63.303 STY2329 47.17 STY4371 43.55 STY2329
STY3353 67 STY3353 56.7
STY1948 63.725 STY2248 57.426 STY2248 2.69 STY1948
STY2248 71 STY4200 63.725 STY2248 58.27 STY4200

ATGCTAAATGTGGAAATGCTATCCACCGGGGATGAGGTGTTGCACGGACAAATCGTTGACACCAATGCCGCCTGGCTGGCTGATTTTTTCTTTCATCAGGGCGTTCCGTTATCACGGCGAAATACGGTAGGCGATAATCTGGACAGTCTGGTCGCTATCTTGCGTGAACGCAGTCAACATGCTGATGTTTTGATTGTTAATGGCGGGTTAGGGCCGACCAGCGATGATTTAAGCGCGCTCGCCGCGGCAACGGCA- STY2523 100 STY4757 64.815 STY2523 99 STY0637
STY2584 100 STY2585 77 STY2584 99.4 STY2585
STY2657 100 STY3268 72.277 STY2657 98.9 STY3268
STY2711 100 STY3236 87 STY2711 98.8 STY3236
STY2719 100 STY0519 88 STY2719 99 STY0519
STY0076 100 STY0464 65.347 STY0076 100 STY2554

ATGAAACCTTTATTCTCAGTGCTAAAGTCTAATCATAATTCATCATCTTTTGAAAGTCCTGATTTTGTTGATTCGAAAGATTTCTATGCAGGCATTGGTTATGACCAGGGGAAACTTGGTGCTCAGTTTGAAAATACCTGTGCGGCCCGTATGAGCGTGGCATTAATTAAATCAGGTGTGAAGTTTAAAGGCCGTCTTCTCCCGATAAAAGAGGGCAAGTGGAAGGGCCGGAGCATTGAAACAGGCGCTAAAAATC+ STY0307 100 STY0307 100
ATGACTGTGTATTTAGATGATAAAGATAAAGAATTATTGAAAGAAATCCAAAAAGATTGTGCACAAACTTTATGGCAACTTGCATATAAAGTGGGACTTACGCCCACACCATGTTTCAAACGTTTAAAAAAACTTAAAGACAGGGGGGTTATCATTGGTCAGTTCGCTTTATTGGATAAAGAAAAACTAGGTCTTTCACTTAATGTCTTTATTATGATTAACATATCTGAGGAGCAATACGCTAGTATTTCTGAGA+ STY0349 100 STY0502 56 STY0349 100 STY0502
ATGAGCACAGCACTCGCAACACTGGCAGGAAAACTGGCTGAACGTGTAGGAATGGATTCTGTAGATCCGCAGGAACTGATCACTACATTGCGCCAGACAGCGTTTAAAGGTGATGCCAGTGATGCGCAGTTTATTGCGTTACTGATAGTCGCCAACCAGTACGGTCTTAATCCGTGGACGAAAGAAATTTACGCCTTTCCTGATAAGCAGAACGGGATCGTCCCTGTGGTGGGCGTTGATGGCTGGTCCCGTATCA+ STY1017 100 STY1017 100
ATGTTTACAGTTAAAACCATCATCAACGGTGTTACGCATATTTGTGAGCAGCCATCCATCTCGATAGCCAGGGCCGGTTCTGAAACGTTCGCAGATACTTTAAAACTTACTCATAACTCAGCCTGCCCGGACTTCGCATACTGGCTCCCGGCTATCTATGAAGATCCAGAAATGACCAAAGCGCTGCAGGAGGAAGAACTGGTTATTAGTGACCGTACTGATGTGCTGGATACTGATGCTATTGCCATCATTATTG+ STY1044 100 STYrarB 61.165 STY1044 100 STYrarB
ATGGAATTCGAAATTAAAGGCGTGAAATATCGCACGGCAAAACTCAGCGTTTTTGACCAGCTGAAAGTGACCCGCAAACTTCTGCCGGTGCTGGCAGGAATGATGTCAGATTTCGGGAGTATTCGCTCCCGTTTGCCTGCTGACGGCAAAATCGACACCGTGAAATTCGAACAGTTAAAACCAGTGTTTGAAACCATGCTCCCGCGTATCGCTGAGGAACTGTCTTCCCTGACCGAAGATGACACCGATGCGATTA+ STY1060 100 STY2027 90 STY1060 100 STY2027

STY0328 100 STY0323 84 STY0328 100 STY0323
GTGTCAAAGGCAACCGAACAAAACGACAAGCTCAAACGGGCGATAATTATTTCAGCCGTGCTGCATATCATCTTATTTGCAGTGCTGATCTGGAGTTCGTTTGATGAGCATATAGAGGCTTCTGCCGGCGGCGGCGGCGGTTCCGCTATCGACGCGGTGATGGTCGATCCTGGCGCCGTTGTGCAGCAGTACAACCGTCAGCAGGATCAACAGGCCAGTGCCAGAGGCGCGGAAGAAGAGCGTAAAAAGCTGCAA+ STY0793 100 STY0492 65.094 STY0793 100 STY3777

STY1032 100 STY1200 66.337 STY1032 100 STY1200
ATGTCCAGCCGCAGACACCAGTTGACAGTGGAATATTCCTGGTGTTGTGAACAAGGCGACATTCACAACACGACTGTGCTCACGGAATTCAAATGCCAAACGGATGATTACGATATTCGCTACCTCTGCAAAGTTATATTATTCGATTTTCATGCAGATTTCGCCTCCCGGTAA+ STY2006 100 STY2006 100
ATGCCGCAGGGATTACCTGTATCAAACGTCGTTAATGTCGACGTGATCATTGGGCCGCGCGCGGCTACTGGTCGAAATTTTGGTTCACTGCTTATTCTCGGGACATCCACGGTCATTCCGGTGAAAGAGCGTCTTCGCCTCTACTCCTCAAAGGAGGACATCGGATCTGATTTCGGCGTGGACAGCCCCGAATATGAAGCAGCAACAGTCTATTTCTCCCAGTCACCACGACCTAAAGAGGTGTATGTAGGTCGC- STY2029 100 STY1058 86 STY2029 100 STY1058
ATGCTGTCTTGCACCTTTATCATCACTGGTCATCCCCGACCATCATCAATCCAATTCACTTTCGTTAAGCACTTTCGGCGGCTCCACTTGGTTGCGCTGAATTGGTGTGGATACCCGCAGGGGACGAGAGTGCTTTACCAAAGGAGTAACCTTTATATGTCTATCAAATTAACGACCATGCAGGCCGCTTACCTTACTCGTGCAATGACTACAGGCGGAGGATTAATCGAGCTTGGGGAATTGGCTAAGGGATTGG- STY3191 100 HCM1.90c 41 STY3191 100 HCM1.90c
ATGGATTATCAACTGGGGTTACTCACCCTTAATGATTTCTCTGGCCATTATGTGGATGAGCCTTATAAAGCCAGGCCGGCCTCGTTGAAATGGTTTCGCGCCGCCGCGGAAAAAGGCGTCGTTGAGGCCCAATCTCTCTTGGGGGGTATTTATTCGGGGGGAGAGGGCGATGAGTGGGGGATTAAGCCAGACATTCAGGAAGCGCAAAAATGGTATGGGCAGGCGTCTGAGCAGGGGGACAGCGATGCACAGATTG+ STY0477 100 STY0476 88 STY0477 100 STY0480



ATGGAATCGCAATCTATTCTGGATATGTGCTGCGGCTCGCGCATGTTTTGGTTTAATAAGCGCGATGAACGCGCCGTATTCGCCGATATCCGCGCCGAGGAGCATATATTGTGCGACGGTCGCCGCCTAGTCATCAGTCCTGACCTCATTGCTGATTTTCGTGCGCTACCGTTCGCTGATGCGTCGTTTCCGGTCGTGGTGTTTGATCCGCCTCACCTGGAACGTGTCGGCCAAACGGCCTGGATGGGCAAAAAGT+ STY1026 100 STY4171 69.307 STY1026 100 STY4171
ATGGCACGAAACAAACAAGCCTCGCGACGAACGGTGCAGGCCACGGCCGACGGCTACGAGAACTTTGTCACCCGCGTGGGGATGCAGACGCCTAACCAGCACTCCGCATCGACCTACCGGGCGAACTTCACCAGCCGCAACCGTATGCTGGTGGAATGGTCCTATCGCTCATCCTGGCTCATCGGTGAAGCGGTAGATGCTATCCCCGACGACATGACCCGCAAAGGCATTCGCATCACTTCTGAGATTGACGCA+ STY1048 100 STY1049 100 STY1048 100 STY2039
ATGTCACAGAACTGGATGAGACATTTCGAGCTGCAGCTTGTGGACGGGAACGGTCAGGGAATTGAGCTAAGTGATTTTAAAGTCACCTTTACGATCGACTGGTTCAACATCAGCAGCGCGTCCCGGGTAGGGACTATCAAAATTTATAACCTCTCGGCAGATACTGTGAACCGAATCACCGGGCAGGAGTTTTCGAAAGTGCGTCTGATTGCGGGTTACGACGGTATCGCGCCGGAGGTGTCGGCAAGCGATGTC+ STY1064 100 STY2023 74 STY1064 100 STY2023
GTGAAAAGGGTGCTTATCCTGACGCTTTTAATCACCCGGTTTGCCTGCGCCGACAATTTGACCTTTCACGGCAAACTGATAAACCCGCCCGCCTGTACTATCAATAATGGTGAAACGCTGGAGGTCAGTTTTGGTAGCGTGATTATTGATAATATTGACGGCGTCAATTACCTGACCGAGATCCCGTGGACCCTTACCTGCGACAGCAGCTTTCGCGATGACGCATTAACTTTTACGTTGAGCTATCTGGGCACGG+ STY3089 100 STY3088 63 STY3089 100 STY3088
GTGATTGTGTCATGGGTAATAACGAAAAAATTCATTTATATTGTGACAATCGCCATATTATTTTGTTCTGTTGTTATATACTTATGGTCAGGCAGACCAGTAGAAATCGTGGATGTCCATTATTATTCAGGTAAAGACATTAACATTCTTGCCAGGCATTTCCCCATTACGGACAGGGGAAAGCTGAATTGGTGGAGAGAAAATGAAAGAAAAATTCTGGAAAAATATAATCTCCCTAAAAATAATTTTTCGGTAT+ STY3288 100 STY1648 59.615 STY3288 100 STY1648
ATGCGAATAATAACCAGGAAGAAACCTGCGTTCACTGACCTGTACCAGACTGGTGTTCTGACGCGTATAGCAGCCGTTAAGACTGACAGTGGCGGCTGGCGCCTGTTTGGAGTGTGGCGTGATCAGGATATCGCTGTATTTGTGGAAGCGGCGCGCGGCGGCATCCGGGAATGGTCCGGTTTAAATTATCTGGCTGAGTTTGTGTTCAGTTGCGGCATTAGTCTCTGGGAGGTTCACAACAAGACGGATCGGAAAA+ STY1028 100 STY1359 90.099 STY1028 100 STY1359
ATGAAATATTTTTTCAATACCCGGCTGGGAGAAACCCGCTACCAGCTGGCTGACGGCTCGTTGCTGTGCAAAGACGTGCCGATAGGACGAACAGGTAAGCAGCTCTATGGTGCTGATGACCTGCCAAAACTGAAACCCGATAAGTTCGGTGAAATAGTCGTCACACGTTCTCCTGAGCAGGTATTCCATCCGGCCACGCTTGCCTCATTTGAAGGGATGAGCATCACGATCCTGCATCCTGAAGATGAAAACGGG+ STY1050 100 STY2037 100 STY1050 100 STY2037
ATGAGTTTAGCGCAGCCAAAATCAGGAGAACTGTTAGATCTTCTGACTCCTTCATTAACTAAGGGTGAAAACCTTCTGAGTGAGTTTGAAATCCATCGAATCATTCGTGAAGCGAAGAAACTACCTGAACGTTATCAGGGGTTATCAATTGAAGGCTTAGCTAAGCTTGTTCTTGGTGAAATAGATGAAGGATGTTCACTCTGTGAGCGGGGGTTGAGAATAGCGCCTAACGATCCAGTTTCTTTTTGTAACTATA+ STY1066 100 STY2021 78 STY1066 100 STY2021
TTGAGAAAAACAGGGCAGCACAAACCAATGGCACGATTAAACGTTGAAGTTATCCCACCAGACAGCGAAACGATGAACGGGATTTTTGCAGAGATTGAACGTAAATATGCGCATCAGCCGATGACGCAAAAAGTTATCGATGAAATGCAACGCGAAGCGGCGCGCCTTGTAAGGCGAGCGACAAACACGAAGGTTACGTTTGTTCGGGACTGA- STY2042 100 STY4209 62.745 STY2042 100 STY4209
ATGAATAAAATAAATGTGCTGGGTGTAATAATAAAACACTACAAAACAATGTCAGATCAGCGTGGAACAATGTTGATGAGCGACATTATCGTACATTTTATTGTTCCGTTATCTCTTTCTTTCGTTCTGTGCTGGACATACGGAATAATGAAACCGGCAATTGCTTCCGTCTTTGTTAACTTCGGGGCTATTACAACAGCACTATTAATGAGTGCAGTAATAATGATTTATGAACAAAAACAAAAAACCATCACTA+ STY2058 100 STY2350 59.223 STY2058 100 STY2350
ATGCTAGAAATTATCCCTGCTCAGGGAAAAAGGGAGGTGTTTCTCACTGTACCTCAGATGGCAAATTCGTTTGCAATGATGGAACTATTAGTAAATCCAAAAAAATCTGTACTAAAAACTCACGATAACTTTTGCTTTTATATCTGCGTCTAA- STY3659 100 HCM1.92 57.692 STY3659 100 HCM1.92
ATGAAGAAAACCACAATTACTCTATTTGTTTTAACCAGTGTATTTCACTCTGGAAATGTTTTCTCCAGACAATATAATTTCGACTATGGAAGTTTGAGTCTTCCTCCCGGTGAGAATGCATCTTTTCTAAGTGTTGAAACGCTTCCTGGTAATTATGTTGTTGATGTATATTTGAATAATCAGTTAAAAGAAACTACTGAGTTGTATTTCAAATCAATGACTCAGACTCTAGAACCATGCTTAACAAAAGAAAAA+ STY4838 100 STY0593 68 STY4838 100 STY0336

STY4615 100 STY3687 88 STY4615 100 STY3687
ATGAGCCATAAATCTGTTTCTGCAGTATCCATGCTGTTTAATGTCGGAGCTGAAACCGGTGTTCTGGGCGGACTGATGCTCGATAACGACCGCTGGGATGAAATTGCGCCGCTTCTGAATTCCGGAGATTTTTATTATGGCCAGCATCAGATCATTTTTCGGGAGATAGAACGGTTGGTCAGTGCTGGCCTGCCCATTGACCTGATAACCCTGTCCGAATCCATGGAGCGAAAAGATCTGCTGGAGCGGTGCGGG+ STY4522 100 STY4442 78.431 STY4522 100 STY4442
ATGGAACAATGTAAAAATGACGCTATATTAGAACATATCAAGAATTATAGTAAACATATTGATGAATTTAGATCTCAGGCAAACTCACAAGGGATTTGGTTATTTATTTCAACTCTTGGATGTTGGAGCGTAAATATACCACTAATTCAAGTTATCGCGGCAATCTTGTTATTCTGCATATTTATATTTAATTCCAAACAGGACATGACAGAAAAAAGAGCGTTTCATAAAATAGAAGAAGACATAGCAAAGGATA- STY4669 100 STY0569 70.874 STY4669 100 STY0569
ATGATTGAAGTCGGAAGAATCATTGCAGAACGCTATAAGATTTTATCTTATGTTGGTAAAGGTGGGATGCAAGACGTATATAAAGTTTTAGATCTAAAGCTGGATTTAGATTTAGCTTTAAAGACTCCACTTCCTGGTTTGGAAAGCAAAAGATTTCTTAAAAGTGCCAAAATCGCTGCAAAAATAAACCATCACAATATAGCAAAAACCTTTGATTATGTTGAAGATAATGGCAATATATTTTTAGCGGAAGAA- STY4822 100 STY4822 100
ATGGGTGAATCCATCATTACAAACATCATCTCCATCATCCGGGAGCGTCAGAGTACGGACAACGCGCCTGTTAAAATCCGCGATATTGCTGATGCTGCCGGACTCAGTATCTACCAGGTCCGCTCATATCTTGAGCAACTCCGTGCTGTCGGGGTGCTTGAGAAAGTAAATGCCGGAAAGGGAGCGCCCGGATTATGGCGTCTGCTTTGA+ STY4842 100 STY1481 56 STY4842 100 STY1014
ATGCAAATTAAAGCCAATGGCCTGATGAAGGTTTTACTTCCAGTATTGATCGTGGTGGTTTGTTTTATTGGCGTTAAAGCCTGTGGTTTAAAAGATACTACTGAACCTGAACCCGCTAAAACCACTAATGCATTGACTGAGTTGAGCCAGGATGATTTGAAAGCACTGGGTATTGAGGGGGATACGTCAGCAGACACGCTACGTACACTTATTGGAGCGTTGCGTGATGTCCGGGCCCGCCAGGCTGTGCTGGAT+ STY4570 100 STY0473 64.356 STY4570 100 STY0473
GTGGGAAATCTTCCCACTGTGGCAGGTTTTATACCGGTATTCCGGGTACAGACTGTTGATCATTTTGGTCCAGTGTCTTCTTTGAAGGAGCGCTCGTTCGTATCGCTCGCTTTGAGACGTTTAAACCACAAATCTTACATCCTGCCCATCGGGGAAAGCCTCCCCGATACGGTGATGGTTTTCTCCGTTTTACTTCTGGAGAAAACTATGAACATCTTTCTGACTTCTCTGGTCAGTATTCTGCGTAAGGCACTTC+ STY4587 100 STY4577 61.165 STY4587 100 STY4577
GTGACAAAAATAACTTTATCTCCCCAGAATTTTAGAATCCAAAAACAGGAAACCACACTACTAAAAGAAAAATCAACCGAGAAAAATTCTTTAGCAAAAAGTATTCTCGCAGTAAAAAATCACTTCATCGAATTAAGGTCAAAATTATCGGAACGTTTTATTTCGCATAAGAACACTGAGTCTTCTGCAACACACTTTCACCGAGGAAGCGCATCTGAGGGCCGGGCAGTGTTGACAAATAAAGTCGTTAAAGATT+ STY4609 100 STY1987 80 STY4609 100 STY1987
ATGGATATCAGTACTCTCATTTCTTCCTCCGGTCGGCTGCAGCTGTCTGCAGCTGAAAGTAAAATACCCTGGGAAGAGCTGGCGTTTAGCCAGCGCATGCTGGAAAACCATCTGTCGCAGGATCATGACTGGGCCAGCCGCAGACAGATCGTAATTGAACAGCAGGTTGGGTGGATTGCCCGTCAGCTACTGGTTGGTGCACGCATTCTGGATATCGGCTGCGGCCCGGGTTTATACACCCACTTGCTGGCGGAGC+ STY4649 100 STY4856 87 STY4649 100 STY4856
ATGGAAACAAATATTACCTGGCAACAATTGATAGATGAATATTTCTTCGCAAAACCTCTGCGCTCAGCATCTGAATGGAGTTACACCAAAGTCTTCAAATCATTTGTACATTATATGGGGCCGTTAAGCTGCCCTAATGATGTGACATATCACAAAGTGCTTGCCTGGCGCCGTTTTCTTTTAAAAGAGAAAAAGCTGTCCGGACGTACCTGGAATAACAAGGTGGCGCATATGCGGGCCATCTTTAACTACGGA+ STY4666 100 STY4666 100
TTGACTGATAATCAGAAAATCACTTCACGTACAGTGAAAATAACTCCCGTTTTATTTTTTATAGCGGGCATGTTCAGTGTCGCGCTTGGTGGATGCTCATCCAGCAAAGATGAATTATTGCCTCCGGGAGACAGTTCAATGATGGAGCTCTGGCAGGGGAATGCTCCGACATCTCACGCCGTTGTCAAAGGGCGGGAGACTCTCAGGCGGAGTCTTTCGTCTCAGGAAACACTGGCTTCAGGGCGTATTGATGAAA+ STY4571 100 STY4417 58.654 STY4571 100 STY4417
ATGAAACAAATCACCTTTACGCCGCGCCATCACCAGCTTACCAACACCAATACCTGGACACCTGACAGCCAGTGGCTGGTCTTTGATGTGCGGCCTTCAGGCGCGTCATTTACGGGCAAGACTATTGAGCGTGTCAATGTGCATACCGGCGACGTGGAGGTGATTTATCGCGCCGTGCAGGGCGCGCATGTCGGTGTGGTGACGGTGCATCCTGCCGACAATTACTATGTGTTTATTCATGGCCCTGAAAACCCT+ STY3967 100 STY4318 63.81 STY3967 94.85 STY4318
ATGGCTATTAAACTCATTGCTATCGACATGGATGGCACCCTTTTGCTGCCCGATCACACCATTTCTCCGGCGGTTAAAAACGCCATTGCCGCTGCGCGTGAAAAAGGGGTAAACGTGGTGCTGACCACAGGCCGTCCGTATGCGGGTGTGCACAGCTATCTGAAAGAACTTCATATGGAACAACCCGGCGACTACTGCATCACCTACAACGGGGCGCTGGTGCAGAAAGCAGGGGATGGCAGTACGGTAGCGCAAA+ STY3947 100 STY0817 68 STY3947 92.24 STY0817
ATGAGTATGGTTGAAACTGCCCCGAGTAAGATTCAGGTTCGTGATTTGAACTTCTACTACGGCAAATTCCATGCCCTGAAGAACATTAATCTGGATATCGCGAAGAATCAGGTAACGGCATTTATCGGGCCATCCGGCTGCGGTAAATCAACGCTACTGCGTACCTTCAATAAAATGTACTCGCTTTATCCGGAGCAGCGCGCGGAAGGTGAAATTCTGCTGGATGGCGACAATATTCTCACCAACACCCAGGATA+ STY3929 100 STY0467 72 STY3929 99 STY2581
ATGATTACCGTTGCCCTTATCGACGACCACCTTATCGTCCGCTCCGGCTTTGCACAGCTACTGGGGCTGGAACCCGATTTGCAGGTGGTCGCCGAGTTTGGTTCCGGGCGCGAAGCGTTGGCAGGCTTGCCGGGGCGCGGCGTACAGGTGTGTATCTGCGATATCTCGATGCCGGATATTTCCGGACTGGAGCTGCTAAGCCAACTGCCAAAAGGGATGGCGACGATCATGCTCTCGGTTCACGATAGCCCGGCGC+ STY3992 100 STY2117 62.376 STY3992 98.3 STY2155
ATGAAGCAGCAGGCAGGCATTGGCATTCTTTTAGCGCTCACTACCGCGATGTGCTGGGGAGCGTTGCCAATAGCAATGAAGCAAGTGCTGGAGGTGATGGAGCCTTCAACCATTGTCTTCTACCGCTTCTTAATGGCCAGTATTGGCCTCGGGGCGATACTGGCAGTAAAAAGAAAGCTGCCGCCGCTGCGTATTTTTCGTAAGCCGCGCTGGTTGGTGTTATTGGCGATAGCGACCTGCGGACTGTTCGGTAAT- STY3481 100 STY3351 52.475 STY3481 100 STY3351
ATGTCGTTACTTGAACAACTGGATAAAAATATTGCCGCTTCTGGCGGCCTGATTGTCTCCTGCCAGCCCGTTCCGGGCAGTCCGCTGGATAAGCCGGAGATTGTAGCGGCAATGGCGTTGGCGGCGGAACAGGCGGGCGCGGTTGCGGTGCGTATTGAAGGCATAGACAACCTGCGCGTGGCCCGTTCGCTCGTTTCGGTACCCATTATCGGCATTATCAAACGCGATCTGGACGACTCTCCAGTGCGCATTACCC- STY3518 100 STY1166 79 STY1166 65.54 STY3518
ATGCTTGCCGGCTCGCTGCTGGCCGCCAGCATTCCGGCCTTCGCCGTCACGGGCGATACCGAACAGCCTATTCATATTGACTCGGATCAACAGTCACTGGATATGCAAGGCAACGTCGTGACCTTTACGGGCAACGTGGTAATGACCCAGGGCACGATTAAGATCAACGCCGATAAAGTCGTGGTTACCCGCCCTGGCGGCGAACAGGGGAAAGAGGTGATCGACGGTTACGGCAATCCGGCCACCTTCTACCAGA+ STY3497 100 STY0156 64.151 STY3497 92.77 STY1206
TTGACTTATTTTTTGTATGGGAATAATTTCTCCTCGTCAATATTGGATACAATATCATATATCATTGATTGGATAATTATAAATATGGAACCCATTACCCTTACCCTATGTTTATTGGTGTTCGCTATCGTCATGTTTGTATGGGAAAAAGTGCCGCTGGCCGTCACTTCCATGATTGTCTGCGTGGCCTTAGTTATCACCGGCGTTCTGAATATTAAACAGGCCTTTGCTGGCTTTATCGACACTAACGTCATC- STY3536 100 STY2563 63.725 STY3536 99.3 STY2563

STY0521 65.741 STY1082 63 STY0521 47.84 STY0370
ATGAAAATTAAAAAAACACTGGAACGTTTTCCTGGTGGTATGATGGTTGTACCGCTGATCATCGGCGCCTTGTTTAAAACTTTTGCGCCGGAGGCGCTGGAAATAGGCGGTTTTGTCATCTCTATTTCGCATGGCGCAATGGCGATTTTAGGCATGTTTTTAGTCTGTATGGGCGCGGATATCCAGTTTAAAGCCGCGCCGAAAGCGTTGAAAAAAGGCGCTGCGATCACCTTTGCGAAATTTGCCAGCGGCGTG+ STY0702 100 STY0183 76 STY0702 99 STY0183
ATGTATGCTTTAACCCAGGGCCGGATCTTTACCGGTCACGAAATTCTTGATGACCATGCGCTTGTTGTCGCTAATGGCCTGATTGACCGCGTTTGTCCGATGGCCGAGCTGCCGCCGGGAATAGAACAACGCTCATTGAATGGGGCCATTCTCTCCCCCGGTTTTATTGATGTGCAGCTAAACGGCTGCGGCGGAGTGCAGTTTAACGATACCGCAGAAGCCGTCAGCGTTGAAACGCTGGAAATTATGCAGAAA- STY0721 100 STY2732 64.706 STY0721 99.1 STY2117

STY0746 100 STY0544 73 STY0746 57.77 STY4235
ATGATGTCGCGTAAAGACGGTTTTTTGGCGTTACTGGTGGTTGTCGTATGGGGGCTCAATTTTGTTGTCATCAAAGTAGGCCTGCACCATATGCCGCCATTATTGCTGGCAGGATTAAGGTTTTTACTGGTGGCGTTTCCGGCAATTTTCTTTGTCGCCCGGCCTAAAGTCCCGCTTACGCTGTTGCTGGGCTATGGGCTGACGATAAGCTTTGGGCAGTTCGCCTTTCTCTTTTGCGCGATAAAGTTTGGTATGC- STY1543 100 STY2198 68.868 STY1543 99.1 STY2198

STY3920 75 STY0593 71.287 STY3920 23.93 STY0336
GTGGTTAAGCTCGCATTTCCCAGGGAGTTACGTTTGTTAACTCCCGCTCATTTCACATTCGTCTTCCAGCAACCTCAACGGGCTGGCACGCCGCAAATCACCATCCTCGGCCGCCTGAATTCGCTGGGGCATCCCCGTATCGGTCTTACCGTCGCCAAGAAAAATGTTCGACGTGCGCATGAACGCAACCGGATTAAACGTCTGACGCGTGAAAGCTTCCGTCTGCGCCAGCATGAACTTCCTGCAATGGATTTCG- STY3939 100 STY4816 63.366 STY3939 99.7 STY0559

STY3924 100 STY3361 61.386 STY3924 62.42 STY3361
ATGCGATCTGTGTTAACGATTTCCGTCGGCCTGCTTTTCGGCCTGGCGTTAAGTAGCGTCGCGCACGCGAACGACCATAAAATACTGGGTGTTATTGCCATGCCCAGAAATGAAACGAACGATCTCGCGCTGAAAATTCCCGTCTGCCGCATCGTGAAGCGCATTCAACTCACGGCGGATCACGGCGATATCGAACTTAGCGGCGCATCCGTCTATTTTAAAACTGCGCGTAGCGCCAGCCAAAGCCTGAACGTCC- STY0011 100 STY2194 53.922 STY0011 98.8 STY2194
ATGAAAAATATTATTTTATCCACTTTAGTTATTACTACAAGCGTTTTGGTTGTAAATGTTGCACAGGCCGATACTAACGCCTTTTCCGTGGGGTATGCACAAAGTAAAGTTCAGGATTTCAAAAATATCCGAGGGGTAAATGTGAAATACCGTTATGAGGATGACTCTCCGGTAAGTTTTATTTCCTCGCTAAGTTACTTATATGGAGACAGCCAGGATTCCGGGTCTATTGAGTCTGAAGGTATCCATTACCATG- STY1878 100 STY0380 60 STY1878 98 STY0380
ATGAGCGAGCAGTTAACGGACCAGGTCCTGGTTGAACGGGTCCAGAAGGGAGATCAGAAAGCCTTTAACTTACTGGTAGTGCGCTACCAGCATAAAGTGGCGAGTCTGGTTTCCCGCTATGTGCCATCGGGCGACGTTCCCGATGTCGTACAGGAATCATTTATTAAGGCCTATCGCGCGCTGGATTCTTTCCGGGGGGATAGCGCTTTTTATACCTGGTTGTATCGTATTGCGGTCAATACCGCGAAGAACTACC- STY2833 100 STY2760 62.037 STY2833 99.7 STY4443
ATGAAAACCGCAGGTAATCTCATCGTCCTTGGCAGCATTAATGCCGATCATATCCTTAATCTTGAGTCCTTCCCTACCCCGGGTGAAACGGTAACCGGTAGCCATTATCAGGTCGCGTTTGGCGGGAAAGGCGCGAATCAGGCGGTTGCTGCGGGACGTAGCGGGGCAAATATTGCGTTTATCGCCTGCACGGGCGATGACGATATTGGCGACAGTATTCGTAAACAATTAGTCAGCGATCGTATTGATATCGCG- STY3892 100 STY4264 62.136 STY3892 98.7 STY1739
ATGTGTGAAAAATATGTTGAAAGACCGCTTTATTTGTTAATTGCTGACTGGATGATGGCAGAGAACCGATGGATCACTGCCAGGGAGATTTCCCGTCAATTTGATATTGAACATTGCAAAGCAATTAATACGCTCTCCTATATTCTGTCAGAAGTGGGGGAAATTGTTTGTGAAGTGAAGATGATCCCTAACCAAATTGCAGGACGAGGCTGCCAGTGCCAGCGTCTGGTGAAAGTCGTGAGTATCGACTCTCAAC+ STY0078 100 STY3083 60.396 STY0078 98.51 STY3083
ATGAAAGCAGCGGCAAAAACGCAAAAATCGAAGCGCCAGGAAGAACAGACCAACTTCATCAGTTGGCGTTTTGCGTTGCTGTGCGGCTGTATTTTACTGGCGCTGGTTTTTTTACTTGGACGCGCGGCGTGGCTACAGATTATCGCCCCGGATATGCTGGTGCGTCAGGGCGATATGCGTTCGCTGCGTGTTCAGGAAGTCTCCACCTCACGCGGTATGATTACCGACCGTTCCGGGCGTCCACTGGCGGTCAGC+ STY0142 100 STY1965 79 STY0142 99.3 STY1965
ATGACGTTGCCCTTTAAACCCCATCTCATTGCCCTTGTGTGCAGTGCCGGGTTATTTGCCGCTTCGGGCGTACTGTATGTTAAAAGCCGCGCTCCCGAAGCGCCCGCGCAGGCGGCAGCTCCCACCTCTGAGCCAACGCAGACCGCTGTGCCCGCGCCTGTCGCGAAAACGACCTTTACCACTGCGCAAATCGATCAATGGGTCGCGCCTGTCGCGCTTTATCCCGATGCCCTGCTTTCGCAGGTGCTCATGGCC- STY0180 100 STY0180 52 STY0180 97.3 STY0180
ATGAAAGCGGAATGTGAACCTCAGTACTTTGGCGATGAATCGAAGAAGATTATTCACGGTGACGCGCTAACAGAACTTAAAAAACTGCCTTCTGAAAGCATTGACTTAATTTTTGCCGATCCGCCTTACAATATCGGAAAAGATTTCGACGGTATGGTGGAATCCTGGGACGAAGCGTCTTTTCTGGCCTGGCTGTATGAATGCATTGACGAGTGCCACCGCGTACTGAAGAAACACGGCACCATGTACATCATGA+ STY3566 100 STY3566 99.5
ATGATAAAACTGGAAAATCTCACCAAACAATTTGTACAGAAAAAGGGTCAGCCGCTAAAAGCCGTCGACAACGTCAACCTGAACGTGCCGGAAGGCGAAATGTGCGTCTTACTCGGTCCCTCCGGCTGCGGCAAAACCACCACGTTAAAGATGATCAACCGGCTGATCGCGCCCAGCAGCGGTAATATTCTTATCAACGGCGAGAATACCAACGATATGGATACGGTAACGCTACGCCGCAATATTGGGTATGTT+ STY1573 100 STY2393 77 STY1573 99 STY2393
ATGCTGCATACCTTACCTCATTGCGCTTCGGGCGTTGATTTTCCCGCTTTGCTGCGCCTGCTAAAAGAGGGCGATGCGCTTTTGCTGCTCCAGGATGGCGTTACCGTCGCGATTGAAGGTAACCGCTTCCTTGAAAGTCTGCGCGATGCCCCCATAACGGTCTATGCCTTGAAAGAAGACATTGACGCTCGCGGCCTGGGTGGTCAAATTTCAGACAGTGTCGTCAGGGTTGACTATACTGAGTTTGTCAGACTCA+ STY4349 100 STY4349 99.3
ATGAAATGGTATCCATGGTTACGGCCCGCCTATGAAAAACTGGTAGAAAGTTACCAGGCGGGACGTGGGCACCATGCGCTACTGATTCAGGCCTTACCTGGCATGGGCGACGAGGCGCTGTGCTATGCGCTGAGCCGTTATCTGTTATGCCAGCAGCCTGAGGGCCACAAAAGCTGTGGGCATTGCCGTGGCTGTCAGCTTATGCAGGCTGGCACGCATCCGGACTATTACACGCTGACGCCGGATAAAGGCAAA+ STY1240 100 STY0528 64.356 STY1240 98.7 STY0321
ATGGAATACCAATTAACTCTTAACTGGCCCGACTTTCTTGAACGCCACTGGCAAAAACGCCCGGTGGTCTTAAAACGTGGGTTTACCAACTTTATTGATCCGCTCTCGCCGGATGAGCTGGCGGGGCTGGCGATGGAAAGCGAAATCGACAGCCGTCTCGTTAGCCATCAGGATGGCAAATGGCAGGTCAGCCATGGCCCTTTCGAAAGCTACGATCATCTGGGTGAGAGCAACTGGTCGCTGCTGGTACAGGCG- STY1269 100 STY4390 90 STY1269 97.4 STY4390
ATGGGTATTCTTTCATGGATTATTTTTGGACTTATTGCGGGTATTTTGGCTAAGTGGATCATGCCAGGTAAAGATGGCGGCGGATTCTTTATGACGATCATTCTGGGGATCGTCGGTGCGGTAGTCGGAGGATGGATCAGTACGTTCTTTGGCTTTGGCAAAGTGGATGGTTTCAACTTCGGCAGCTTTGCAGTCGCGGTGATCGGCGCGATTGTTGTGCTGTTAATCTACAGAAAAATCAAAAGCTAA- STY1846 100 STY1925 69 STY1846 98.8 STY1925



ATGAGTTTACGACAAAAAACGATCAGCGGCGTTAAATGGTCGGCTATCGCCACGATAGTGATTATCGGTCTGGGGTTAATTCAGATGACGGTGCTGGCGCGGATCATCGACAACCACCAGTTTGGCCTGTTGACCGTATCGCTGGTGATTATCGCGCTGGCCGACACGATTTCGGACTTTGGCATCGCGAACTCGATTATCCAGCGTAAAACGATTGGGCATCTGGAGCTGACCACGCTTTACTGGCTAAACGTT- STY2314 100 STY2341 59.615 STY2314 98.8 STY2341
ATGAAGCGATGGATAGCCATAATACTGATAGTCTTGATGCCCGCCGCGCAGGCGGGAAAAGCGGCGAAAGTGACGCTGGTGGTTGATGACGTTCCTGTGGTGCAGGTTTTGCAGGCTTTAGCCGAACAGGAGCGGCAGAATCTGGTGGTGTCGCCGGACGTCAGCGGGACATTATCGCTACATCTGACGGATGTGCCGTGGAAACAGGCGCTTCAGACGGTGGTCAATAGCGCGGGGCTGGTGCTGCGTCAGGAG+ STY4308 100 STY4307 85 STY4308 98.6 STY4307
ATGTTCAAGCCGCACGTGACCGTTGCCTGCATCGTACATGCCGAAGATAAATTTCTGGTGGTGGAAGAGACCATCAACGGTAAATCGTTATGGAATCAACCTGCCGGACACCTGGAGGCAGATGAAACGCTGGCGCAGGCCGCCGCGCGAGAACTGTGGGAAGAGACTGGCATCACGGCGCAACCACAGTATTTTATCCGTATGCATCAGTGGATTGCGCCGGATAAAACCCCGTTCCTGCGCTTTTTATTCGCTA- STY1275 100 STY0173 58.824 STY1275 99.1 STY0173
ATGTTTCAGTTAAAGCCGGGCGCGTTGGCAATAGTTATTGGCGCTAAGACACCCGCCGGACGGCGGAATATTGGTAAATCGGTTGAGCTATTTTGCCTGTGCCAACCCGGAGATGAATTCATTAATCCGGTAAATGGACACGTCACCTTACTGCCGAAAGAAGCGCCTCGGGCGCTGTGGCTGGTTACGGGCGACGTAGCCTCCGCCGATGGTCAGCACGGTTTTGCCTGGGTGCGAGCAGAACATTTGATGCCGT- STY1842 99 STY1842 98.4
ATGATAATGCGTCAGACAAAACTTTACCCGGTTGTGATGGCCGGTGGCTCCGGTAGCCGATTGTGGCCGCTTTCTCGCGTGCTTTATCCAAAACAGTTTTTGTGCCTGAAAGGCGATCTCACCATGTTGCAAACCACCATTTGCCGTCTGAACGGCGTGGAGTGCGAAAGCCCGGTGGTTATCTGCAACGAACAGCACCGTTTTATCGTCGCCGAACAGCTCCGCCAGCTCAATAAGCTGACGGAGAACATTATT- STY2317 100 STY2293 72 STY2317 98.5 STY2293
TTGTTCTTATTATTGCCGCCCTATTTTTTAGCTGGCGCAACTACAAAAAAAAACAAACCGCTGATTGCGGCCCGTATCGCCGAGGAGAAAGAAAAAGATCGTCTGAAGGATCTGCGTCGCGATACCCGACGGCGGCAATGGGCGCTGGCGCTAGCTGATATCCTCGCCCGGCGCAACGGGCTACCGATCAAAGGCGTTGAGCTGGTCTTCAAACTTGACGATGACAAACACCGCTATCTGGCACAGCAGGTAAAAA+ STY2347 100 STY0903 63.303 STY2347 96.14 STY0903

STY4008 54.902 STY4008 2.7
ATGACTATCAAAGTAGGTATCAACGGTTTTGGCCGTATCGGTCGCATTGTTTTCCGTGCTGCTCAGAAACGTTCTGACATCGAGATCGTTGCAATCAACGACCTGTTAGACGCAGAGTACATGGCATACATGCTGAAATATGACTCCACTCACGGCCGTTTCGACGGTACTGTTGAAGTGAAAGACGGTCATCTGATCGTTAACGGTAAAAAAATCCGTGTTACCGCTGAACGCGATCCGGCTAACCTGAAATGG+ STY1825 100 STY2805 66.038 STY1825 99.6 STY3228
ATGAGTAAACCATCCCAACATGTTTTCGTTACCGTCCCCCACCCGCTATTGCGTCTGGTCAGTTTAGGCCTGGTCGCGTTTGTCTTTACGCTCTTTTCGCTCGTATTATCGCGTGTCGGCACCCAACTCGCGCCGCTGTGGTTCCCCACCTCCATTATGATGGTCGCGTTTTACCGCCATGCGGGCCGTCTGTGGCCTGGGATCGCGGTCGCCTGCTCGCTCGGCAGCATCGGCGCCTCACTGACTTTATTTCCT+ STY2336 100 STY3568 67.308 STY2336 99.1 STY2194
ATGAATACTTTACGCATTGGCCTGGTTTCCATTTCTGACCGTGCTTCCAGCGGCGTTTACCAGGATAAAGGTATCCCGGCCCTTGAAGAGTGGCTGGCATCTGCCCTTACCACCCCTTTTGAGCTGCAAACGCGACTGATCCCGGATGAACAGGCGATCATCGAACAGACCTTATGTGAACTGGTTGATGAGATGAGCTGTCATCTGGTGCTGACCACTGGCGGTACCGGTCCGGCACGTCGCGACGTCACGCCGG+ STY0008 100 STY0837 70.297 STY0008 92.7 STY0837
GTGAAAAAGTACGCTGTAGAGGTTCTGTTTATGTCTGCCTGTGCAGGAATGTTCCTGCCCGTATTTGCCTGGGGCGGAACAGATGTAAACATTGATAACCCGCTGGCGGAGTGTGTGGATATCCATCCCGTTCATCGTCAGGAAATGGATAACCTTACCATTCTGAAAACAACGGTCACACTGAAAAAAAGTACCGGTGAATGTGGCTGTTTCTCAGCATTAATCAGCTATACCAGCTTACTGGCGCAGGATGTTG+ STY0316 100 STY0082 60.784 STY0316 99.2 STY2738
ATGGGCAATTATATTCGTCCTTTATCAGATGTGGTATTTTCTATCGCATCGGATAACCTGTGGATCGAAGATTCCGCGATCCAACAATTATATACGACGGCTAAGTTAACCGGTATGAAACGCGTTATCGGGATGCCAGATCTGCATCCGGGGCGCGGCTATCCTATTGGCGCAGCCTTTTTCTCGCGTGGACGTTTTTATCCGGCGCTGGTCGGCAACGATATCGGCTGCGGCATGGCGTTATGGCAAACGGAT+ STY0359 100 STY0359 98.4

STY4320 64.423 STY4320 9.73
STY3076 66 STY0882 60.748 STY0882 13.6 STY3076

TTGCATAATCTGGACATCTTCCTTCCTGAAGCCGGATTTCTGGCGCTGTTGTTGAGTCTCGGGGTCAACGTGTTAACCCCGCTGGCGACGTGGTGCGGGATGGCGCAGCATTGGCGTGGCGTCATGCGCCTGACGACCTGCGGCGCGTGGACGGCGTTCACGCTGCTGCTACTGGCGTTTGCGATTCTGTTTAGCTGTTTTCTGACCAGCGATTTTTCGGTCGTTTATGTTGCGCAGCATAGCCATAGTCAGTTG+ STY4479 100 STY4480 99 STY4479 76.42 STY2475
STY3066 69.307 STY2836 61.765 STY3066 33.87 STY2836

ATGTTCCACCCGCGTGCCCGAACGATGCTGCTGCTGTCGCTCCCTGCGCTGATTATTGGCGTAGCGTCAAGCCTAGTTTTAATCGCCTCGATGAAAGTCGCGTCGGTTTTTCAGCAATTTCTTTGGCAACGACTGCCCGCCAGCATCGGAATCGCTTATGATTCGCCGTTCTGGATAGTGGGTATGCTCACGCTAACCGGGATCGTGGTGGGTTTGATTATCCGTTACAGTCCCGGACACGCTGGCCCCGATCCG+ STY2645 100 STY2645 98.8
ATGAAGAGTACTGAGTTTCATCCAGCCGATTATGATGTACACGGATGTTTACGCCTGCCGTTTCTGTTCTGGTGCGTACTGCTACTTCAGGCGCGCGCCTGGGTACTCTTTGTCATTGCCGGTTCATCCCGTGGACAGGGTAATACTTTGTTAAACTTTTTTTATCCCGACCATGATAATTTTTGGCTGGGGCTGTTGCCCGGCGTTCCGGCGGTAGTGGCGTTTTTACTCAGCGGGCGGCGTGAAGCGGTTCCTG- STY2685 100 STY0958 62.037 STY2685 98.9 STY0958

STY4369 60.194 STY0658 49 STY4369 16.81 STY0658
STY2045 70 STY1716 59.091 STY2045 49.82 STY1716
STY3124 63.551 STY3124 10.52

ATGAAAAATATAAAAAGCCAGGGAAATGGCGAACAGCCCGCTATTTCTCGCCGCCATTTTATCCAGGCCAGCTCCGCGCTTATTGAGTTACCGTTTGTCTCCTCGCCAGCTACCGCTCAGGCGCGCGCTGTGACGGCAACTGAAAACAGGCCTGCGGAAAAAGTCGTTCAGACATGCAGCACTTTTGACTGCGGGGGCAAATGCGATATTCGGGCGCATGTCAGTGACGGTATCGTGACGCGAATTTCAACGCGA- STY2775 100 STY4503 83 STY2775 97 STY4503
ATGAATTTAAGCCTGGTGCGTATGTCACACGTTTTCGTCCAAACTATTAAACGATGCCTTTTGCGATGGGGAATACCGGTGGGCATATCGTGTCTGGCGCTGACCGCATGTGTTCCCCATGCTTCACAGCAACTGCCCGGTAGCGCAGCGCAGGACACGCTCCCCCATTATCAACTGGCGGATTATCTCCCGACGGCGTGCGCGGATATCTGGTCGCTACGCGGGCAGGCGGTGGAGACGAATCCGCTGTACTGGC- STY2810 100 STY1222 64.486 STY2810 98.8 STY4183
ATGAGAACTCATCGTCAGATGGATGCAACCAGCGCAAAAAAGATCGTTGATACCTTCAGCGATGCGGTAAAAAGCGTCCCACTGATGGGGGAAGACCGAAATGACAATGAGTATCGCAGGGCACTAGCGCTAGTGGAGTTTCTGGTCGACCACGACGATCTTGAAAACCCACTATTTGAATTGCTCTGTGCCCGAATCAGTGAATACGAAAAACATGCGCCGGAATTCAAAGCACTCAACCAACACCTGGAGAAAA+ STY3848 100 STY2807 47 STY3848 99.3 STY2807

STY0606 81 STY2627b 74 STY0606 71.26 STY2528
ATGCACGAAATCACCCTCTGCCAACGGGCACTGGAATTGATTGAACAACAGGCTTCAGCATACGGTGCAAAACGTGTGACAGCCGTCTGGATCAAAATTGGCGCATTTTCTTGCGTGGAAACCAGCGCTCTTTCCTTTTGTTTTGATCTGGTATGCCGCGGCACGATAGCAGAAGGTTGTAAACTGCACCTCGAAGAACAGGAAGCCGAATGCTGGTGTGAGCATTGTCAACAATATGTCACGTTGTTAACCCACC+ STY2976 100 STY3315 65 STY2976 100 STY3315
ATGGATCAAAAACGACTCACCCACCTGCGGCAACTGGAGGCGGAAAGTATCCACATTATCCGTGAAGTAGCAGCGGAATTCGCTAATCCGGTCATGCTGTACTCCATTGGTAAAGACTCCAGCGTCATGCTGCATCTGGCGCGTAAGGCGTTTTATCCGGGTACGTTACCGTTCCCGCTATTGCACGTTGATACCGGTTGGAAATTCCGTGAGATGTACGCCTTTCGCGATCGTACCGCCAACGCATACGGCTGCG- STY3060 100 STY1428 70 STY3060 99.1 STY1428

STY1011 81 STY4776 60.194 STY1011 62.9 STY4776
ATGAACCAGCTAGACGGCATCAAACAATTCACTACCGTCGTCGCCGACAGCGGCGACATCGAGTCCATCCGCCACTACCAGCCGCAGGATGCCACGACAAATCCCTCTTTACTGTTAAAAGCCGCCGGGCTTGAGCAGTATGGTCATTTGATTGAGGATGCGATTGCCTGGGGAAAAAAACACGGCGGTACGCAGGAACAGCAGGTTGCGGCAGCCAGCGATAAACTGGCGGTTAATTTTGGCGCGGAAATACTG+ STY2710 100 STY0007 84 STY2710 98.6 STY0007
ATGGGCACGACCAAACACAGTAAGCTGCTTATTCTGGGCTCAGGACCGGCGGGATATACCGCGGCGGTGTATGCCGCGCGCGCAAATTTACAGCCAGTACTTATTACCGGTATGGAAAAAGGCGGTCAACTGACTACCACGACGGAAGTGGAAAACTGGCCCGGCGATCCAAACGATTTGACCGGCCCGCTGCTGATGGAACGCATGCATGAACATGCGGCAAAATTTGAAACCGAGATAATTTTTGATCACATC- STY0956 100 STY0655 66.019 STY0956 99.1 STY0655
ATGAGTTTCGTCGTCATCATTCCGGCCCGTTTTTCATCTACCCGACTGCCAGGCAAACCATTAGTGGATATTAATGGTAAACCCATGATTGTTCATGTCCTGGAGCGGGCGCGCGAATCTGGCGCGGAACGCATTATTGTCGCGACCGATCATGAAGACGTGGCTCGTGCGGTAGAAGCGGCTGGCGGCGAAGTGTGCATGACGCGCGCCGATCACCAGTCCGGCACCGAACGGTTGGCGGAAGTGGTAGAGAAGT+ STY0990 100 STY3570 63.725 STY0990 99.5 STY3570
GTGATTTTCATGACGCAAACATTTATTCCCGGCAAAGACGCCGCGCTGGAAGACTCCATCGCCCGCTTCCAGCAAAAGTTACTCGACCTCGGCTTTCACATCGAAGAGGCCTCCTGGCTGAACCCGGTGCCAAACGTCTGGTCAGTGCATATTCGCGATAAAGAGTGCGCGTTATGCTTTACCAACGGAAAAGGCGCGACCAAAAAAGCGGCGCTGGCCTCGGCGCTGGGCGAATACTTCGAGCGTCTGTCAACC+ STY0975 100 STY2205 55 STY0975 98.7 STY2205

HCM2.0054c 58.095 STY3429 55.34 HCM2.0054c 21.8 STY3429
TTGCGCCTTAAAACTGTTGGGCCGATTGTGGCACCGCAAGGGCGTAATACTCTGCAGGAGACAACAATGAAAATTTTCCAACGCTACAACCCGCTACAGGTGGCGAAGTACGTGAAGATCCTGTTCCGTGGACGGTTATATATCAAGGATGTTGGCGCTTTTGAGTTCGATAAGGGTAAGATTCTTATCCCAAAAGTGAGAGACAAGCAGCACTTGTCTGTGATGTCTGAAGTTAACCGTCAGGTTATGCGTCTGC+ STY4764 100 STY2004 62.745 STY4764 100 STY3481
ATGTTGAGTATTTTTAAACCAGCGCTTCATAAAGCGCGCTTGCCAGCGGCGGAGATTGATCCGACCTATCGCCGATTACGCTGGCAGATTTTCCTGGGGATATTCTTTGGCTATGCCGCGTATTATCTGGTGCGCAAGAACTTTGCCCTCGCGATGCCCTACCTGGTAGAACAGGGTTTTTCACGCGGCGATCTGGGCTTTGCGCTGTCCGGGATTTCTATCGCTTATGGTTTTTCGAAATTTATAATGGGTTCG- STY2512 100 STY2432 79 STY2512 97.6 STY3995
ATGAAAATCATGGCAATTTGCGGTTCCGGCCTGGGTAGTAGTTTTATGGTAGAAATGAACATTAAAAAAGTATTAAAGAAACTCAATATTGACGCTGAAGTGGAACACTCCGATCTCTCATCGGCCACACCCGGGGCTGCCGATCTTTTTGTAATGGCCAAAGATATCGCGGCCAGCGCCAGCGTACCGGAAAGCCAACTGGTGGTGATCAATAACATCATCGACATCAACGAACTGGAAACGCAGCTGCGCGCAT- STY2573 100 STY0667 63.81 STY2573 98.5 STY3227
GTGCTTATCTTATTAGGTTACTTGGTGGTTATCGGTACAGTTTTCGGCGGTTATGTCATGACCGGCGGACACCTTGGGGCACTCTATCAACCTGCTGAACTGGTCATCATTGGCGGCGCGGGGATGGGGGCGTTCATTGTCGGCAACAACGGGAAGGCCATCAAAGGCACGATGAAAGCGATCCCGTTGTTATTTCGCCGTTCGAAATACACGAAATCTATGTACATGGATTTGCTGGCGTTGCTCTATCGCCTGA- STY2132 100 STY2132 99
GTGGCGAGTAAGTTTCAGAATCGTTTAGTCGGCACGATTGTGTTAGTCGCGCTGGGGGTTATTGTGCTTCCCGGTCTGCTGGACGGACAGAAAAAGCATTATCAGGATGAATTTGCTGCGATTCCACTGGTACCGAAGCCTGGCGACCGTGATGAGCCGGATATGATGCCTGCCGCAACGCAGGCGCTGCCGACACAGCCGCCGGAAGGGGCGGCTGAAGAGGTGCGGGCGGGAGATGCGGCAGCGCCGTCGCTGG- STY2595 100 STY2088 64.486 STY2595 99.1 STY2664
ATGGCGTCGCCTTTATCATTGTTAATTGGCTTGCGTTTCAGCCGTGGACGGCGGCGCGGCGGTATGGTTTCGCTCATTTCCGTCATTTCTACCATCGGTATCGCGCTGGGCGTGGCGGTGTTGATTGTCGGTTTAAGCGCGATGAACGGTTTCGAACGCGAGTTGAATAACCGTATTCTGGCGGTGGTTCCACACGGGGAGATTGAAGCGGTCAATCAGCCGTGGACCAACTGGCGTGAAGCGCTGGCAAAAGTG+ STY1259 100 STY0840 63.366 STY1259 99.4 STY0840
ATGTTTACGGGGATCGTACAGGGTACCGCGAAACTGGTATCGATTGATGAAAAACCCAACTTTCGCACCCATGTGGTGACGTTACCGGACTACATGCTGGAGGGGCTGGAGACGGGGGCGTCGGTAGCGCATAACGGATGCTGTTTGACGGTAACTGAAATAAACGGCAATCAGATAAGCTTTGATCTGATGAAAGAAACGTTGCGCATCACCAATCTGGGCGCGTTGAGGGTAGGTGATGAGGTCAACGTAGAGC- STY1696 100 STY1696 98.1
ATGCGGCAATTAATAAGTTCTGAAAACACCATGCAAAAAACTTCTTTTAGAAATCACTACGTTAAGCGATTCAGCTCACGACAAGCATCTAAATCACGGAAAGAAAACCAGCCAAAACGCGTGGTTTTGTTCAATAAACCTTACGATGTGTTGCCGCAGTTCACGGATGAAGCAGGTCGCCGCACGTTAAAAGATTTTATTCCTGTGCAAGGCGTTTATGCCGCAGGCCGCCTGGACCGCGACAGCGAAGGGCTTT- STY1277 100 STY4410 58.654 STY1277 89.7 STY0207
ATGAACAGATCACACTGCGCTCTTTTTGTCATGGGACTAATCCTGTGTCCACAAATCAATGCCAGCGCTGACGACCTCGCTTATAACCTCGAATTTACCGGCACTATTGTGGCGCAAACTTGCGACATAGATATTTCCAGTCTCAGTCAAAGTATTGATTTAGGGCAGTTTGCAGTTGGCGATTTTCCTTCGACAGGAACAACGACAAAATTTAAGCCCTTTAATATCAACCTCAAAAATTGTTCCCGAGGAATTA+ STY0030 100 STY3574 60.396 STY0030 97.8 STY4393
ATGCTCTCAATCCATGACCCCTTGCTGATTTTTACCGATCTGGACGGCACATTGCTGAACAGCCACACTTTTGAGTGGCAGCCCGCGGCCCCCTGGCTTACACGCCTGCATGAAAGCGGCGTGCCTGTGATCCTCTGTAGCAGTAAAACCGCGGCTGAAATGCTCCAGCTCCAGACGACGTTAAATCTACAGGGACTGCCGCTGATTGCGGAAAACGGCGCGGTGATCCAACTGGACGTTCATTGGGAAGACCATC+ STY2193 100 STY4712 51.961 STY2193 99.3 STY4712
ATGGCCAGTGGCGATATTACCCGTTATGTTATTACCGTAACCTTCCATGAAGATTCCCTGACCGAGATTAACGAACTCAATAACCATCTGACGCGCAGCGGTTTTTTGCTGACATTAACGGACGATGAAGGGAATGTGCATGAGCTCGGCACCAATACGTTTGGCTTTGTTAGCGCTCAGAGCGCTGATGAAATCAAAGCGCTTGTCGCCGGACTTGCGAAAAGCGCGTTAGATAAGGATGTCGACATTACCGTGG+ STY1786 100 STY1454 56.863 STY1786 99.3 STY1454
ATGTCACAAGATCCTTTCCAGGAACGCGAAGCAGAAAAATACGCGAATCCTATCCCGAGCCGGGAATTTATCCTCGAACATTTAACGAAACGTGAAAAACCGGCCAGTCGCGAAGAACTGGCCGTAGAACTGAATATTGAAGGCGAAGAGCAGCTTGAAGCCTTGCGTCGCCGCCTGCGCGCGATGGAGCGCGATGGACAACTGGTCTTTACCCGCCGCCAGTGCTATGCGCTGCCGGAACGCCTCGACCTGCTG+ STY4725 100 STY3461 60.377 STY4725 99.2 STY1350
ATGATTGCTATCACTGGCGCAACAGGCCAACTGGGCCAACACGTTATTGAAAACCTGCTAAAAACGACGCCCGCCAGTCACCTTGTCGCGATCGTCCGTAACCCGAAAAAAGCCGCCCCGCTCAGTCAGCGCGGGATTGCCGTTCGCCAGGCGGATTACGCTAACGAAGCTGCGCTGACCACCGCCTTACAGGGCGTTGATAAACTGCTGCTCATTTCATCCAGCGAAGTGGGACAACGCACCGCGCAGCACCGCA+ STY4759 100 STY4301 65.714 STY4759 98.4 STY3479

STY4269 69.307 STY0571 67 STY4269 47.91 STY0734
ATGAAAGTCATATGGACTGTCACTCCTGTGGGGTATCAGCGCATAGCGAAACGTTGCCCTTCATGCAGCGTAAAACGGGACTTCACGCCTTCTGGGGCATTTCGGGTTAATTCGCAAAAGAAGGTACTCGATGTCTGGAGTATCTATAAATGCACACACTGCGATTACACCTGGAATATCTCCCTGTTCTCGCGCCTGCCAGTCAGCAAAATTAACCGCAATCTTTATTGCCGGCTGATGGCGAATGATGCTGCCA+ STY4858 100 STY4585 86 STY4858 99.2 STY4585
ATGACGCTAACCCAAATCCATGCCCTGCTTGCCGTACTGGAGTACGGCGGATTTACCGAGGCCAGCAAACGGCTATACATGACGCAATCCGCCGTCAGCCAGGCCATCTCCGCGCTTGAGGAGGAGCTCGGCGTTGACATATTGATTCGTGAGCGTCGTAAAGAGATCGAGCTTACCGCCGCCGGTAGCCGCATCGTCAGGCACTTACGCGCGATCCAGCGCGACGTCAACGCGGTAAAAGAGATTGTCGAACAAG+ STY2510 100 STY3944 61 STY2510 98.9 STY3547

STY4726 66.667 STY3570 59.406 STY3570 5.82 STY0793
ATGTTTATCCTTGAAACGCTGAATTTTGTTGTTGATATTTTAAAAGTGCCATCGGTGCTTGTAGGGTTAATTGCGCTGATTGGTCTGGTGGCGCAGAAAAAAGCGTTTTCCGATGTGGTAAAAGGCACGATTAAAACCATTTTAGGTTTTATTGTGCTTGGCGGTGGCGCAACCGTACTGGTGGGTTCATTAAACCCGCTAGGGGGTATGTTTGAACACGCTTTTAATATTCAGGGTATTATTCCTAATAATGAA- STY2572 100 STY2799 65.714 STY2572 99.1 STY4739



ATGATAATGAGCGAAAAAAGCATTGTTCAGGAAGCTCGCGATATCCAGTTGGCGATGGAGTTGATTAATCTTGGCGCTCGTCTACAAATGCTGGAAAGCGAAACACAGCTCAGCCGTGGTCGCCTCATCAGGCTGTACAAAGAATTACGCGGTAGCCCGCCGCCTAAAGGGATGCTGCCATTTTCGACAGACTGGTTTATGACCTGGGAGCAAAATATTCATGCCTCCATGTTCTGCAACGCCTGGCAATTTTTAC- STY2133 100 STY4333 91 STY2133 99.7 STY4352
ATGGCTCAGGATTACCACCACGGGGTGCGCGTTGTTGAAATCAACGAGGGCACCCGACCTATTACCACGGTGAGCACTGCCATCGTGGGCATGGTCTGCACCGGCGATGATGCTGATGCGTCCGTGTTCCCCATCAATAAGCCTGTCCTGCTGACTGATGTGCTCACCGCCAGCGGTAAAGCGGGGGAGTCCGGCACGCTGGCCCGCTCGCTGGACGCGATTGCAGATCAGGCAAAACCCGTGACTGTCGTTGTG- STY4607 100 STY2888 94 STY4607 99.5 STY2888
ATGAACGATTTCATCACCGAAACGTGGCTCAGAGCGAATCATACGCTCAGCGAAGGATCGGAAATCCATCTGCCCGCTGACGCACGACTGACGCCCTCGGCCCGGGAACTGCTGGAAAGTCGTCGCCTGCGCATTAAGTTTCTGGATCAGCAAGGCCGGCTGTTTGTCGATGATGACGAACAGCAGCCGGTACATGGCTTAACCAGTAGCGATACGCACCCACAGGCCTGCTGTGAACTGTGCCGCCAGCCGGTGG- STY2703 100 STY4655 63 STY2703 98 STY0145
ATGGCAGAAATTATTCAGCGTATAGATAAAAACAACGCTGAGGCTCCGGAGATGCGGCGACACATATGGGCTATCGTGGGGGCCTCTTCCGGAAACTTAGTGGAATGGTTTGATTTCTACGTCTACTCTTTCTGCTCGCTCTATTTTGCACATATCTTCTTTCCTTCTAGTAATACCACTACTCAGCTTTTGCAAACGGCAGGCGTCTTTGCCGCCGGTTTTTTAATGCGGTCTATCGGTGGTTGGCTGTTTGGA- STY2847 100 STY0727 65.094 STY2847 99.5 STY4194
ATGACCATCGATCTTCCGGTTATCTGGTTTGCTATTATCGTGTTCGCCACGCTGATGTATATCGTGATGGATGGTTTCGATCTGGGCGTCGGTATCCTGTTTCCGTTTATTCGTGATAAACACGATCGCGATGTTATGGTGAACTCGGTCGCGCCGGTATGGGACGGGAACGAAACTTGGCTAGTGCTGGGCGGGGCCGGGCTTTTTGGCGCGTTCCCGTTGGCTTATGCCGTCATCACCGACGCGCTGACTATC+ STY0393 100 STY0787 80 STY0393 98.5 STY0787
ATGAGTAAGCTGTTTTGGGCCATGCTCGCTTTTATTAGCCGCTTGCCCGTGCCGTCACGCTGGTCGCAGGGACTGGATTTCGAGCAGTATTCGCGTGGGATCGTGATGTTTCCCTTTATCGGGTTGATTCTGGGGGGGATTAGCGGCCTGATTTTCATCCTCCTGCAACCCTGGTGCGGTATTCCGCTCGCGGCGTTGTTCTGTATTTTGGCGCTGGCGCTGCTGACCGGTGGTTTTCACCTGGATGGGCTGGCCG- STY2220 100 STY1226 62.857 STY2220 97.6 STY1226
ATGACAGAGATCGTTGTTTCCAAATTTGGCGGTACCAGCGTCGCTGATTTTGACGCCATGAACCGTAGCGCGGATATCGTACTTTCCGACGCCAATGTTCGTTTAGTCGTGCTTTCCGCGTCTGCCGGCATCACTAATCTGCTGGTGGCGCTGGCCGAAGGGATGGAGCCCGGCGAACGTTTCGCTACGCTCGACGCCATCCGTAAAATCCAGTTCGATATCCTTGATCGTCTGCGTCATCCGAATGTCATTCGC- STY4416 100 STY0002 65.385 STY4416 99.6 STY3768
TTGATCCCGGACGTATCACAGGCTCTGGCCTGGCTGGAAAAACATCCTCAGGCGTTAAAGGGGATACAGCGCGGGTTAGAGCGCGAAACGCTGCGTGTCAATGCTGATGGCACGCTGGCGACAACAGTTCATCCTGAAGCGTTAGGTTCAGCGCTGACCCATAAATGGATTACCACAGATTTTGCGGAAGCCCTACTGGAGTTTATTACGCCAGTCGATGGCGATATCCAGCATATGCTCACCTTTATGCGCGAT- STY2944 100 STY4620 63.107 STY2944 97.7 STY4620

STY0087 73 STY3021 61 STY0087 63.5 STY3021
ATGCGCCGTTTGTTATTCCTTTCTCTGGCGGGTCTGTGGCTTTTTAGTCCCGCCGCCGCTGCGCAACTGCCGGGGCTTATCAGCCAACCATTAGCGGGCGGAGGCCAAAGCTGGTCATTATCCGTCCAGACGCTGGTTTTCATCACCTCGCTGACGTTTCTGCCGGCGATTTTACTGATGATGACGAGCTTCACGCGTATCATCATTGTTTTTGGCTTGTTGCGTAACGCGCTGGGCACGCCCTCGGCACCGCCAA+ STY2187 100 STY1701 72 STY2187 99.2 STY1701
ATGGAAACATCAAAAGAGAAGACGATAACAAGCCCAGGGCCATACATAGTTCGATTACTTAACAGCTCACTGAACGGCTGTGAGTTTCCATTGCTGACAGGCCGAACACTCTTTGTGGTAGGTCAGAGTGATGCGCTCACTGCTTCAGGCCAACTCCCTGATATACCTGCCGATAGCTTTTTTATCCCGCTGGACCATGGCGGAGTAAATTTTGAAATCCAGGTGGATACGGATGCGACCGAAATTATACTCCAT- STY2995 100 STY2995 99.2
ATGGCTAATCTGGTCGCGATGCTGCGCCTGCCCAGCAACCTGAAATCGACGCAATGGCAAATTCTTGCCGGGCCGATCCTCATTCTGCTGATTTTGTCGATGATGGTGCTGCCGCTACCTGCTTTTATCCTCGACTTATTGTTTACCTTTAATATTGCGCTATCGATCATGGTGCTGCTGGTGGCGATGTTTACCCAGCGTACTCTGGATTTTGCCGCGTTTCCGACCATCCTGCTGTTTACCACGCTACTGCGT- STY2122 100 STY3019 75 STY2122 99 STY3019
GTGTCTCATATTATTAAGATTTTTCCATCAAATATTGAATTTTCCGGTAGAGAGGATGAATCAATCCTCGATGCTGCGCTATCGGCTGGCATCCATCTTGAACATAGCTGCAAAGCGGGTGATTGTGGTATCTGTGAGTCCGATTTGTTAGCGGGAGAAGTTGTTGACTCCAAAGGTAATATTTTTGGACAGGGTGATAAAATACTAACCTGCTGCTGTAAACCTAAAACCGCCCTTGAGCTAAATGCGCATTTT- STY2303 100 STY2303 97
ATGAAGAAAGGCACCGTACTCAACTCTGAAATCTCGTCGGTCATTTCCCGTCTGGGGCATACTGATACTCTGGTGGTCTGTGATGCGGGTTTACCCATCCCGAATAGCACTGCGCGTATCGATATGGCACTAACCCAGGGCGTACCTTCTTTTATGCAGGTGGTGGATGTCGTGACCTGGGAAATGCAGGTTGAGGCGGCGATTCTTGCAACGGAAATCAAACAACAGAATCCGCAGCTCCACGAAACGTTGCTCA- STY3897 100 STY2591 62.5 STY3897 98.8 STY2591
ATGGCTGAAATTACCGCATCCCTGGTAAAAGAGCTGCGTGAGCGTACCGGCGCAGGCATGATGGATTGCAAAAAAGCGCTGACTGAAGCGAATGGCGACATTGAGCTGGCAATCGAAAACATGCGTAAGTCCGGCGCTATCAAAGCGGCGAAAAAAGCAGGCAACGTGGCTGCTGACGGCGTAATCAAAACCAAAATCGACGGTAACGTCGCTTTCATTCTGGAAGTTAACTGCCAGACTGACTTCGTGGCTAAAG+ STY0240 100 STY0484 62.264 STY0240 91.38 STY0484
ATGAAAATAACATTACTGGTGACTTTACTTTTTGGCCTGGTCTTTTTAACCGCCGTCGGCGCAACCGAGAAACCGTTAACGCCGCAACAGCAGCGCATGACGACCTGTAATCAGCAGGCGACAGCGCAAGCGTTGAAAGGCGATGCGCGTAAAACCTACCTTAGCGACTGCCTGAAAAACAGCCAGTCAGCCCCTGGCGAGAAAAGCCTGACGCCGCAACAGCAGAAAATGCGTGAATGCAATGTTCAGGCGACGG+ STY0417 100 STY3855 62 STY0417 99.4 STY3855
ATGCTGACCGACACATCTACCCGGCTTAATAAATATATCAGTGAAAGCGGCATCTGTTCGCGTCGCGAGGCGGACCGTTTTATCGAACAGGGCAATGTCTTTATCAACGGCAAACGCGCCGCCATTGGCGATCAGGTGGTCGCCGGGGATGTTGTTAAAGTAAATGGTCGGTTGATTGAGCCGCGAGAAGCGGATGATTTAGTGCTGATTGCGCTGAATAAACCGGTTGGCATTGTCAGTACCACTGAAGACGGCG+ STY4410 100 STY2459 69 STY4410 99.2 STY2459
ATGAAAAATGAAAAGAGAAAATCGGGAATTGAACCGAAGGTTTTTTTTCCGCTATTAATAATTGTCGGGATACTTTGCTGGCTAACAGTCAGAGATCTTGATGCCGCTAACGTCGTTATTAATGCGGTATTCAGTTATGTCACCAACGTCTGGGGTTGGGCATTTGAATGGTATATGGTCGTCATGCTCTTCAGCTGGTTCTGGCTGGTTTTTGGCCCCTATGCCAAAAAGAGATTAGGTGACGAAAAACCGGAG- STY0084 100 STY4048 61.165 STY0084 98.7 STY4295
ATGAATAACCAGTTAACGGAGATCACTGTGGTACGGCGTCAATCAGCCCCCCGCCTTGAGTTTGAAGCAGCGGCCATTTACGAATATCCAGAACATTTACGTCCTTTCCTCAGCGAAGCGCCAGCCTTACCGGGCGTCTATATATTTCATAGCGAAAGCGATACGCTGCCGCTTTATATCGGTAAAAGCGTAAATATTCGCAGCCGGGTGCTCTCACATCTGCGAACGCCTGACGAGGCCGCTATGCTGCGACAGG+ STY1804 100 STY1219 61.905 STY1804 97.7 STY1219

STY0746 65.714 STY0721 55.34 STY0746 4.68 STY0721
ATGATTGATATTACGCTTCCTTTGACTGACATCCACCGCCACCTTGATGGCAACATTCGCGCCCAAACAATTCTGGATCTTGGTCGGCAGTTCAACATCGCCCTTCCCGCCCAAACGCTGGAAACGCTGATTCCGCATGTCCAGGTCACCTCAACCGAACCCGATTTAGTAAGCTTTCTCACTAAACTCGATTGGGGGGTAAAAGTCCTGGCATCGCTTGACGCCTGCCGCCGTGTGGCCTTTGAAAATATTGAA+ STY1658 100 STY2964 61.905 STY1658 99.1 STY2964
ATGAGCAACATCGACAAACGGGCGCTTCGTGAAGTGGCTGAGAGGGCTACGCCGGGGAATTGGCGCCGCACCTCATCACTGTTCAATGGCATCACGGTAACGCCATTTTCTCTTTGCGGTGAAGAAGTGACGTTGGCCCATACTGTTGAGAAACGTGACGCGGAATTTATCGCCGCAGCCAACCCCGCCACCATGCTGGCGCTGCTGGATGAGCTGGAAACCAAAGAGGAACAGCGCGCCAATTGGTTTCGGATGG+ STY1025 100 STY2785 60.185 STY1025 66.64 STY0146
TTGAGCCATATTATGAATAATGTCGCCTCGCCAACGCTCACGGTGCACCGAATCACTACCGCCGACAATGCCGCTATTGCCCGTGTCATCCGTCAGGTTTCAGCGGAATACGGACTTACCGCCGATAAAGGTTATACCGTTGCCGACCCCAATCTGGATGAACTGTATCAGGTTTATAGCCAACCGGGCGCGGCCTACTGGGTGGTAGAGCAAAACGGTTGTGTGGTGGGCGGCGGCGGCGTGGCGCCGTTATCCT- STY4812 100 STY1694 65.686 STY4812 99.4 STY3198
ATGGCAGCAAAGATTATTGACGGTAAAACGATTGCGCAGCAGGTGCGATCTGAGGTTGCTCAAAAAGTTCAGGCACGCGTCGCAGCGGGTCTTCGCGCTCCCGGCCTGGCTGTGGTGTTGGTCGGCAGCAATCCGGCCTCACAGATTTATGTCGCAAGCAAACGTAAAGCGTGCGACGAAGTGGGATTCGTCTCCCACTCCTATGACCTGCCAGAAACCACCAGCGAAGCCGAACTGCTGGCGCTTATCGATACTC+ STY0588 100 STY0588 98

STY3732 60 STY3379 49 STY3732 18.18 STY3379
ATGAACAACAGATGCGCTTTAGTCAGTAAGATCATTGCGTTTTCCTGCGTCGATGGGCCAGGCAGCCGCCTGGCATTATTCTTACAGGGCTGCAATTTGCGCTGCAAGAATTGCCATAACCCGTGGACGATGGGACGCTGTAACGACTGCGGGGAATGCGTATCGCAGTGTCCGCACCACGCCCTCAGCATTGATGGCGGGAAAGTGGTATGGCGGTCGGACGTCTGCGAGCAGTGCGATACCTGCCTGAAAATGT- STY4916 100 STY0968 64.706 STY4916 99.2 STY0631
ATGTCAGAACAAAATAACACTGAAATGGCTTTCCAGATCCAACGTATCTATACCAAGGATGTTTCTTTCGAAGCGCCAAACGCACCGCATGTTTTCCAGAAAGATTGGCAGCCAGAGGTTAAACTAGATCTTGATACGGCATCTTCCCAACTGGCGGATGACGTTTATGAAGTTGTGCTGCGTGTTACCGTAACGGCTTCCCTGGGGGAAGAAACCGCGTTCCTGTGCGAAGTTCAGCAGGCCGGTATTTTCTCCA+ STY4094 100 STY4429 56.604 STY4094 99.1 STY4429
ATGAATGACATCTGGTGGCAGACCTACGGCGAGGGAAATTGTCATCTTGTGCTGCTGCACGGATGGGGATTGAACGCGGAGGTGTGGCATTGCATTCGCGAGGAACTCGGCTCGCATTTTACGCTGCATCTGGTCGACTTGCCGGGCTATGGCCGTAGTTCGGGGTTTGGTGCCATGACGCTTGAAGAGATGACGGCGCAGGTAGCGAAAAACGCGCCGGACCAGGCTATCTGGCTTGGCTGGAGTCTGGGCGGCC+ STY4287 100 STY4168 62.136 STY4287 98.4 STY1914

STY1911 64.706 STY2295 61.165 STY2295 10.06 STY1911
ATGACAATTGCAATGTTGCTCACGCTTCATCTTATTTGTGTTGCGCTCTCCGTCAGTTTGTTTGTCGCTCGTTACTGGTGGCGCTATTGCGGCCATGCGTTGGCCGCCGCGCGCTGGACACGAATCGTGCCTCCCGTCATAGATACCCTGTTACTGCTTAGCGGTATTGGGTTAATCGTTAAAACGCACATCCTGCCATTCACGGAGTCGGGCTCATGGCTGACTGAAAAACTGTTTGGCGTTATCATCTACATCG- STY1899 100 STY4476 59.804 STY1899 99.7 STY4476
ATGCAAGACAGACAAAAAGCACAGGACTATCGCGCACTCCTCCTTGCCGATACGCCTTTAATTGATGTACGCGCGCCGATTGAGTTTGAACAGGGCGCCATGCCGGGCGCTATCAACCTGCCATTGATGATGGACGACGAGCGGGCCGCCGTCGGCACCTGCTACAAACGTCAGGGCGCGGATGCGGCGTTAGCGCTGGGGCATCGGCTGGTTTGCGGCGACATTCGCCAGCAGCGGCTTGAGGCCTGGAAAGCC- STY0561 100 STY1549 60.909 STY0561 99.1 STY1549

STY4721 41 STY4721 10.35
STY0084 63.107 STY3992 60.377 STY4620 17.23 STY0084

ATGATTAGCGGCGTGCTATACGCCCTGCTGGCAGGGCTAATGTGGGGATTGATTTTCGTCGGCCCGTTAATCGTGCCGGATTACCCGGCCCTCTTACAGTCAATGGGACGCTATCTGGCGCTGGGGCTGATTGCCCTGCCGATTGCCTGGTTAGGCCGCACGCGGTTACGCCAGTTGACGCGCAAAGACTGGTCCACCGCCCTGTCGCTGACCCTGATGGGCAATGTAATCTATTACGCCTGCCTCGCCAGCGCC- STY4758 100 STY4758 98.6
STY1115 83 STY3193 50 STY1115 67.42 STY3193

TTGGCTATCAAACCTTTTAACTACCAGCAAGACTTTTCCAGCATTGACTTCCGCCAGCAGCCTGAATTGTATCAGGTTGGACGAGGAGAGCAGGGGGGGCTACTGGTTGAACCCTACAAAAGCGAAATTCTTCCTTTCTGGCGCTATAAAGATGAAGCATCGGCGATGAAATCCGCAGAACAGATCTACCAGTTGTTCGAAGCTTACCGGCAGCAGGATGATTTCGTTGGTATGGACATGGCGCGTAAATTTATTC- STY2848 100 STY3480 61.321 STY2848 98.9 STY3480
GTGATGGATATTGTATTTATAGAGCAACTTTCGGTAATCACCACTATCGGTGTTTACGACTGGGAACAGACTATCGAGCAAAAACTGGTGTTCGATATCGAAATGGCATGGGATAACCGCAAGTCGGCGAAAAGCGATGATGTCGCAGATTGTCTAAGTTACGCGGATATCGCCGACACGGTGATAAATCATGTTGAAGGCGGGCGTTTTGCTCTGGTCGAGCGTGTGGCGGAAGAGGTGGCGGATCTACTGCTTA- STY3385 100 STY4292 67 STY3385 99.2 STY4292
ATGCAGGTTTTACATGTATGTTCAGAGATGTTCCCCCTGCTGAAGACTGGGGGGCTGGCGGATGTGATAGGCGCGTTGCCTGCGGCACAAATTGCGGATGGTGTTGATGTTCGCGTTCTGCTTCCTGGGTTTCCCGATATCCGTCGGGGGATACCCGATGCGCATGTGGTGAGCCGCCGCGATACTTTCGCAGGTAAGATATCGCTGCTGTTCGGGCATTATAACGGCGTGGGCATTTATCTGATCGACGCGCCG+ STY4275 100 STY4275 99.2
ATGCTGTTGCACGTTCTTTATTTAATTGGCATCACTGCCGAGGCCATGACGGGCGCACTCGCTGCGGGTCGTCGTCGCATGGATACATTCGGCGTAATTATTATTGCTACCGCCACCGCCATTGGTGGAGGCTCGGTTCGCGACATTCTGCTCGGTCACTATCCGCTGGGTTGGGTGAAGCATCCCGAATATGTCATTATTGTGGCGACTGCCGCCGTATTGACCACCATTGTTGCTCCCGTCATGCCCTATTTAC- STY4056 100 STY1637 62.745 STY4056 98.4 STY0227
ATGGCTATCAAAATTACGCCTGACGAGTTTAGTCTGCTTATCCAGCGATTAAACAAAAAATGGCGCGTGTTTGCCCCGTCCGCAGAGTTTCGCGGCGGGCGTTTTTCCGACACTGACAACATTATTTATCAACGGATTAGCGGCTGGCGCGATCTCATCTGGCACGAGAAATCGCACATGTCGCCGAATACCATTATCGCCCCTATCACCGAAACGCTCTTTTATTTCGATAAAAACACCATTCAAATTGCCGAG+ STY2794 100 STY1419 67.925 STY2794 98.9 STY4775
ATGTTTAAGAATGCATTTACTAACCTGCAAAAGGCCGGTAAATCGCTGATGCTGCCGGTATCCGTACTCCCTATCGCAGGTATCCTGCTGGGTGTCGGTTCCGCTAACTTCAGCTGGCTGCCAGCCGTTGTATCGCACGTTATGGCAGAAGCGGGCGGATCTGTTTTTGCCAATATGCCGCTGATTTTCGCTATCGGCGTGGCGTTGGGCTTCACCAACAACGACGGCGTTTCGGCTCTGGCGGCGGTAGTAGCG+ STY1242 100 STY0723 74 STY1242 99 STY0723
TTGACTAACCTGAATTATCAACAGACGCATTTTGTGATGAGTGCGCCTGATATTCGCCATTTACCTTCCGATTGCGGAATTGAAGTGGCTTTTGCTGGCCGTTCCAATGCAGGCAAATCCAGCGCCCTGAACACGTTGACCAACCAAAAAAGCCTGGCGCGCACCTCTAAAACGCCGGGCCGTACCCAATTGATTAACCTGTTTGAAGTCGTAGATGGCAAACGGTTGGTCGACCTGCCGGGCTATGGCTACGCGG+ STY3880 100 STY2309 61.905 STY3880 99.7 STY2309
ATGAGTACCGCTAAACTGGTAAAAACAAAAGCGTCTAATCTGCTTTATACCCGTAACGATGTATCAGAGAGCGATAAAAAAGCGACGGTTGAGTTGCTTAATCGTCAGGTGATCCAGTTCATTGACCTGTCGCTGATCACGAAACAGGCCCACTGGAACATGCGCGGTGCTAACTTTATTGCCGTTCATGAGATGCTGGATGGCTTCCGTACCGCACTGACCGATCATCTGGATACTATGGCCGAGCGCGCCGTAC- STY0870 100 STY0189 54 STY0870 99.8 STY0189
ATGGCTTCACAACTTACCGATGCTTTCGCGCGTAAGTTTTACTACTTGCGTTTGTCGATTACCGATGTGTGTAACTTTCGTTGCACCTACTGTCTGCCGGATGGCTACAAACCTGGCGGCGTCACTAACAACGGTTTCCTTACCGTCGATGAAATTCGTCGCGTTACGCGCGCTTTTGCCAGTCTTGGCACGGAAAAGGTGCGTCTTACCGGCGGCGAGCCTTCATTACGCCGCGATTTTACCGACATCATTGCC+ STY0836 100 STY0458 63.208 STY0836 95.81 STY0458
ATGACACAACAGGTAAATGAGTGGCTTATTGCATTGGCTGTGGCTTTTATTCGACCATTGAGCCTTTCTTTATTACTTCCTCTATTAAAAAGTGGCAGTTTAGGGGCCGCGCTTTTACGTAATGGCGTGCTTATGTCACTTACCTTTCCCATATTACCAATCATTTACCAGCAGAAGATTATGATGCATATTGGTAAAGATTACAGCTGGTTAGGGTTAGTCACCGGAGAGGTGATTATTGGTTTTTTAATTGGGT- STY1699 100 STY1699 97.7
ATGAAAAAGACCCGTACAGCGAATTTGCACCATCTTTATCATGAAGCGTTACCCGAAGACGTTAAACTTACGCCCAGAGTCGAGGTGGACAATGTTCATCAGCGACGGACGACGGATGTCTATGAACATGCTCTGACTATCACCGCCTGGCAGCAGATCTACGATCAGTTACACCTGGGTAAATTTCATGGCGAGTTCACGGAAATCCTGCTTGATGAGATTCAGGTGTTCCGTGAATACACCGGCCTGGCGCTG- STY2691 100 STY1549 65.094 STY2691 98.5 STY4181
ATGCAAATCAGTCACAATACTGCATCCCCTCTGATTTGTGTGCAGAACATTTATAAAAGTTATTCCGGCGTCGAAGTACTAAAGGGAATTGACTTTACTCTGCATGCGGGAGAGGTGCACGCATTGCTTGGCGGCAATGGTGCGGGTAAATCAACATTAATGAAGATTATTGCCGGTATAGTCCCGCCAGATGGAGGGACTATCGATATTGCTGGTGTGCGTTGCAGTCATTTAACGCCTCTGAAGGCGCACCAG- STY3796 100 STY3896 70 STY3796 99.4 STY3896
TTGCAGGGTAAAGCACTCCAGGATTTTGTTATCGATAAAATTGATGACCTGAAAGGTCAGGACATCATCGCCTTAGATGTTCAGGGTAAATCCAGTATCACCGACTGTATGATTATTTGTACCGGCACCTCCAGCCGTCACGTTATGTCTATTGCCGACCACGTGGTGCAGTCGTCGCGCGCGGCCGGTATGCTGCCGTTGGGCGTCGAAGGCGAAAATGCGGCTGACTGGATTGTCGTCGATCTGGGCGATGTGA- STY0693 100 STY4552 63 STY0693 99.4 STY4552
ATGACCGGCGCTCTCGACCAGGCGCAGAAAGCCCCCTGGCGTTACGGATTCCTGAACCTGATGCGACGCGTGGATGCCCAGCTCTGTGATACTCCGGCAGGCAGTATCTGGCAGCCTCGGATGGAAAAATTCCGTCTGGGACAGACGCCGACGATGACCTTTGCACCACGGGAAATCGCCCAGGTCAGCTGGCAGGATGGACGCCTGCACCTGAGCCTGTACAGCCTCGGACTATGGGGGCCAAACGGCCCGTTG- STY0288 100 STY2112 64.078 STY0288 98.4 STY2112
ATGAGCACTGAAAACACTCTCAGCGTCGCAGACTTAGCCCGTGAAAATGTCCGCAACCTGGTACCGTATCAGTCCGCCCGCCGTCTGGGCGGTAACGGCGATGTCTGGCTGAACGCGAATGAATTCCCGACAGCGGTGGAGTTTCAGCTCACCCAACAAACGCTTAACCGCTACCCGGAATGCCAGCCAAAGGCCGTGATTGAAAACTACGCGCAATATGCTGGCGTAAAGCCGGAGCAGGTGCTGGTCAGCCGC+ STY2282 100 STY1948 65.741 STY2282 98.9 STY4133
ATGGTGGAAACTCTGCTTGAAGTGCGCAACCTGAGTAAAACCTTTCGCTACCGAACAGGATGGTTTCGCCGCCAGACCGTCGACGCCGTGAAACCATTAAGCTTTACGCTTCGTGAGCGTCAGACCCTGGCCATTATCGGCGAAAACGGTTCCGGCAAATCCACGTTGGCAAAGATGCTGGCCGGCATGATTGAACCCACCAGCGGCGAGCTTCTTATTGACGATCATCCCCTGCATTACGGCGACTATTCGTTTC- STY1355 100 STY0219 71.569 STY1355 97.9 STY2934
ATGTTCCCAAAAATAATGAATGATGAAAATTTTTACCGAAAAGCGGTTGAGCAGGCGGTAGCGCCGCCTGACCCTTCTGATGATCGTCAGCGCTCCGGATTGCGCTTCGCCCGGCGCATCAGGCTACCGCGCGCGGTGGGGTTAGGGGGGATGCTTTTACCGGTGGCCGCCGTGTTAGTGTCGCAACCTGTCTTTGGCGGCTGGTGGTTATTGCTGGTCGGCTGGTCTTTTGTCTGGCCGCATCTGGCGTGGCAG+ STY0418 100 STY4904 67.961 STY0418 98.7 STY4904



ATGTCTGAACGTCCTGATTTAGTCGATCCATTACCAGAGGATGAGCCGCTTCCTGGTGAAAATATTCCGGATACGCCAGAGGGAGACGATCCTCTCGACCCGGATACCCAGAATGAGGTTGAAGATCCTCGTAGATAG- STY1940 99 STY1771 59.804 STY1940 99.3 STY1771
STY2345 98 STY2345 72.45

ATGTTCAGCGTCCGGCGATACAGACACAAGAGGAACAGTTTGAATATAGACACTCGCGAAATTACCCTTGAGCCCGCAGACAACGCCCGTCTGTTGAGCCTTTGCGGGCCGTTTGATGACAATATTAAACAGCTCGAACGTCGTCTCGGTATTGAAATCAACCGCCGTGACAATCACTTTAAACTGACCGGTCGTCCGATTTGCGTGACCGCGGCGACAGATATTTTGCGAAGTCTGTATGTCGATACCGCACCG- STY0715 100 HCM2.0026c 70 STY0715 99.31 STY1162
ATGTCATTACCCCACTGCCCGCAATGTAACTCCGAATATACCTACGAAGATAACGGCATGTTCATCTGCCCGGAATGCGCTCACGAATGGAACGATGCGGAACCCGCTCAGGAGAGCGATGAGCTGATTGTCAAAGACGCCAACGGCAACCTGCTGGCGGACGGCGATAGCGTCACCATCGTGAAAGATCTGAAAGTAAAAGGCAGCTCTTCCATGCTGAAAATCGGCACCAAAGTGAAGAACATTCGTCTGGTTG- STY4488 100 STY4488 99.7
ATGGCGAACTGGCAACACATTGATGAACTGCATGATATTTCCGCAGATTTACCGCGATTCACTCTGGCGTTCAGAGAACTTTCCACTCGCCTTGGTCTGCAGATTAACGCCCTTGAGGCCGATCACATTTCATTGCGCTGTCACCAGAATACGACGGCGGAGCGTTGGCGTCGCGGTTTTGAACAATGCGGCGAGCTACTGTCGGAAAATATCATCAACGGCAGGCCGATTTGTCTGTTTAAACTGCATGAACCGG- STY2116 100 STY3954 46.154 STY2116 98.9 STY3954
GTGGAAGATCTGGCGGGGAATGTAAAAGAATCTGCGCCGTTAGAGGTACGTATTGATACCACGACAACCATTAACAATATCGTATTGCTTAATGATACTGGCGTGCAGAATGATCAATTAACGAATGTTGCCAAACCGTCATTCAGAATTGACGTTCCCGGTGATGTCGTCCAGGTACGCGTAACCCTGGATGGTGGCGCTAACTGGAATGTGATACGCAAAAATGCCGACGGACAGTGGATTTTTGACAGCCCG+ STY4459 100 STY4458 74 STY4459 98 STY4458
ATGGATTCATTTCCTGAGATAGAGATAGCTGAATATAAAGTTTTTGATGAAAGTAATAATAATGATGATAACGTATTAAACATTTCTTATGGCGTCGATGAAAACTATCTTGATGGTGTGGGGGTATCAATCGCTTCCGTTGTATTAAACAATAATATCCCGCTTGCTTTTCATATTATTTGTGACTCATACTCCCCGTGTTTTGTAAAATATATAGAGCGTTTAGCCGTACAGCATCACATTAAAATTTCTCTT+ STY4078 100 STY4077 61 STY4078 97.2 STY4077
GTGACTAACATAACACTATCCACCCAGCACTACAGAATCCATAGAAGTGACGTTGAACCAGTAAAAGAAAAACAACGGAGAAGGACATTTTTGCAAAAAGTATTACTGCCGTTAGAAATAGCTTTATCAGCCTGTCGACGAGTCTGTCAGATCGTTTTAGCCTGCATCAACAAACAGACATACCGACTACCCATTTTCATCGTGGGAGCGCCTCTGAGGGTAGGGCAGTATTAACCAGTAAAACTGTTAAAGATTT- STY1987 100 STY4609 80 STY1987 98.1 STY4609
ATGACCGAACTCAAAAACGATCGTTATCTACGTGCGCTGCTGCGCCAGCCCGTTGATGTTACGCCAGTGTGGATGATGCGCCAGGCGGGCCGTTATCTACCGGAGTACAAAGCCACTCGCGCTCAGGCGGGCGATTTTATGTCGCTGTGCAAAAATGCCGAACTGGCCTGCGAAGTCACTTTACAGCCGCTGCGCCGTTATCCGCTTGATGCGGCGATCCTTTTCTCGGATATCCTGACGATTCCGGACGCGATG- STY3718 100 STY3718 97.5
ATGGCCGGCGCAAAAGAGATACGTAGTAAGATCGCAAGCGTCCAGAACACGCAAAAGATCACTAAAGCGATGGAGATGGTCGCCGCTTCCAAAATGCGTAAATCGCAGGATCGCATGGCGGCCAGCCGTCCTTATGCAGAGACCATGCGCAAAGTGATTGGTCACCTTGCGAACGGTAATCTGGAATATAAGCACCCCTACCTGGAAGAGCGCGACGTTAAACGCGTGGGCTACCTGGTAGTGTCGACCGACTGTG+ STY3912 100 STY4562 54.902 STY3912 99.7 STY4562
ATGAAAGTTAAAGTACTGTCCCTCCTGGTACCAGCTCTGCTGGTGGCGGGCGCAGCGAATGCGGCTGAAATTTATAATAAAGACGGCAACAAATTAGACCTGTTTGGTAAAGTTGATGGCCTGCACTACTTCTCTGACGACAAAGGCAGCGACGGCGACCAGACCTACATGCGTATCGGCTTCAAAGGCGAAACGCAGGTTAACGATCAGCTGACCGGTTATGGCCAGTGGGAATATCAGATTCAGGGCAACCAG- STY2493 100 STY1649 87 STY2493 99.5 STY1649
ATGAAATGCGGCTGGCGTGAAGGTAATCAAATTCAGCTACTGGAAAACGGCGACCAGTTCTATCCTGCCGTGTTTGAGGCTATCGCTCAGGCACAGCAAAAAATCATTCTGGAAACCTTTATCTTGTTTGAAGATGAGGTGGGTAAAAAACTCCATGCCGCTCTGCTAAAAGCTGCACAGCGCGGCGTAAAAGCCGAAGTATTACTCGACGGCTACGGCTCTCCCGATCTCAGCGACGCGTTTGTCGGCGAATTA- STY0847 100 STY1312 88 STY0847 98.46 STY1312
ATGCATTGCCCATTTTGTTTCGCCGTAGATACCAAAGTCATTGACTCTCGTCTTGTAGGCGAGGGCTCGTCCGTGCGCCGCCGTCGGCAGTGTCTGGTGTGTAATGAACGCTTTACGACCTTTGAAGTGGCTGAACTGGTCATGCCGCGCGTGATAAAAAGCAACGATGTGCGCGAACCCTTTAATGAGGATAAGCTGCGTAGCGGCATGTTGAGAGCGCTGGAAAAAAGACCCGTCAGCGCAGATGATGTTGGAA+ STY0453 100 STY0453 97.82
ATGAGTTATACACTGCCATCCCTGCCGTACGCTTATGATGCACTGGAACCGCACTTCGATAAGCAGACGATGGAGATTCACCACACCAAACACCATCAAACCTATGTCAACAACGCTAACGCGGCGCTGGAAAATCTGCCTGAGTTTGCTGACCTGCCGGTTGAAGAACTGATTACTAAACTGGACCAGGTGCCAGCGGACAAAAAAACCGTGCTGCGTAACAACGCGGGCGGCCACGCTAACCACAGCCTGTTCT- STY3816 100 STY4876 70.297 STY3816 98.2 STY4876
ATGAATACTATCTGGGGAGCGGAACTACATTATGCGCCAGATTATTGGCCGCTGTGGTTAATTTACGCAGGCGTCGTGGTGCTGCTCATGCTTGTTGGGCTGGTTATCCATGCGTTATTGCGCCGGATGCTGGCGCCAAAAACGGCGGGCGGCGAAGAGCATCGTGACTATCTCTACTCGCTGGCGATTCGCCGTTGGCATTGGGGAAATGCATTACTGTTTGTTTTATTACTGTTAAGCGGTTTATTTGGTCATT- STY2269 100 STY0851 83 STY2269 98.7 STY0851
ATGGGTATTTTTTCTCGTTTTGCCGACATCGTGAACGCCAATATCAATGCGTTGTTGGAAAAAGCGGAAGATCCGCAGAAGCTGGTGCGCCTGATGATTCAGGAGATGGAAGATACGCTAGTGGAGGTTCGCTCGAACTCCGCGCGAGCTTTAGCGGAAAAGAAACAGTTATCCCGTCGTATTGAACAGGCTACGGCTCAGCAGACCGAGTGGCAGGAAAAAGCGGAACTGGCTCTGCGCAAAGATAAAGACGATC+ STY1371 100 STY4779 60.577 STY1371 99.4 STY4779
ATGAGTAGTAAAGAACAGAAAACGCCTGAGGGGCAAGCCCCGGAAGAAATTATCATGGATCAGCACGAAGAGGTTGAGGCAGTTGAACCAAACGATTCTGCTGAGCAGGTGGATCCGCGCGATGAAAAAATTGCGAATCTGGAAGTTCAGCTTGCCGAAGCCCAGACTCGCGAACGCGACACCGTGTTGCGTATCAAAGCGGAAATGGAAAACCTGCGCCGCCGTACTGAACAGGATATCGAAAAAGCGCATAAAT- STY2868 100 STY2421 61.905 STY2868 98.8 STY2421
ATGGCTCACATCGAAAAACAAGCTGGCGAACTGCAGGAAAAGCTGATCGCGGTAAACCGCGTATCTAAAACCGTTAAAGGTGGTCGTATTTTCTCCTTCACAGCTCTGACTGTAGTAGGCGATGGTAACGGTCGCGTAGGTTTTGGTTACGGTAAAGCGCGTGAAGTTCCAGCAGCGATCCAGAAAGCGATGGAAAAAGCCCGTCGCAATATGATTAACGTCGCGCTGAACAACGGCACCCTGCAGCACCCGGTTA+ STY4375 100 STY2153 54.206 STY4375 100 STY2153
ATGCGTTTTCATGGAGACATGTTACTTACCACTCCTGTCATCAGCACGCTGAAGCAGAATTATCCCGATGCAAAAATCGATGTGCTTCTTTACCAGAACACCATACCGATATTGTCGGAAAATCCGGAGATTAATGCACTCTACGGCATCAGTAACAAAGGCGCAGGAACAAAAGAGAAGATCAAAAACGCGCTATCGTTAATCAAAAAATTGCGTGCTAACTCGTATGATCTGGTCGTCAATCTCACCGATCAG+ STY4071 100 STY2590 63.551 STY4071 98.9 STY2590
GTGAAAACATTGATTCTTTTCTCTACCCGGGACGGACAAACGCGCGAAATTGCCTCTTATCTGGCTTCTGAACTCAAAGAGATGGGGATCTGGGCCGATGTCGTTAATCTGCATCGCGCAGAAGAGCCTGACTGGGATAGCTATGATCGCGTAGTGATTGGCGCGTCTATTCGTTATGGTCATTACCACAGCGCCTTTCAGGAGTTTGTTAAGAAATATGCCACGCGGTTGAACGGAATGCCGAGCGCCTTTTATT- STY3573 100 STY2596 62.963 STY3573 99.1 STY2596
ATGAAGAACATACGTAACTTTTCGATCATTGCTCACATTGACCACGGTAAATCGACGCTGTCTGACCGTATTATCCAAATCTGCGGTGGCCTGTCTGACCGTGAAATGGAAGCTCAGGTACTTGATTCGATGGATCTTGAGCGTGAGCGCGGTATTACTATTAAAGCCCAGAGTGTGACGCTGGATTTTAAAGCGTCTGATGGTGAAACTTATCAACTGAACTTTATCGACACGCCGGGACACGTTGACTTTTCC- STY2829 100 STY4352 63 STY2829 99.2 STY4352
ATGAAAAACGTGTTTAAGACACTCGCTGTACTTCTGACTCTGTTCAGCCTGACGGGCTGCGGTTTGAAAGGGCCGCTTTATTTCCCGCCAGCCGATAAAAATGCGCCGCCGCCGACGAAAAAAGTCGATTCGCAAACGCAGTCCACGATGCCCGATAAGAACGATCGCGCAACGGGAGATGGCCCGTCCCAGGTCAATTACTGA- STY3613 100 STY0006 54.808 STY3613 100 STY0006
ATGAATCTTACCGAATTAAAGAATACGCCGGTTTCTGAGCTGATCACTCTCGGCGAAAGTATGGGGCTGGAAAACCTGGCCCGTATGCGCAAGCAGGACATTATTTTTGCCATCCTGAAGCAGCACGCAAAGAGTGGCGAAGATATCTTTGGCGACGGTGTGCTGGAGATATTGCAGGATGGATTTGGTTTCCTCCGTTCTGCAGACAGCTCCTACCTCGCCGGTCCTGATGATATCTACGTTTCCCCCAGCCAA- STY3638 100 STY1517 60.784 STY3638 99.1 STY1517
ATGAGTGACATGAATAATCCGTCCGATGAGAATACTGGCGCATTGGATGATCTGTGGGCTGACGCGTTAAACGAGAAAAAAGCGACCACCAATAAAAGCGCCGCCGACGCGGTTTTCCAACAGCTTGGCGGCGGCGATGTCAGCGGTGCTATGCAGGATATCGATCTGATTATGGATATCCCGGTCAAACTGACCGTAGAGCTGGGCCGCACGCGAATGACCATTAAAGAACTGCTGCGTCTGACGCAGGGGTCGG+ STY2185 100 STY2185 99.3
ATGACCCGCCCTATACAGGCCAGCCTTGATTTACAGGTAATGAAACAAAATTTGGCTATTGTGCGCCGGGCGGCCCCGGAGGCGCGCGTCTGGTCGGTAGTGAAAGCCAACGCCTACGGCCACGGTATTGAACGCGTCTGGAGCGCGCTGGGCGCCACAGATGGTTTCGCTATGCTCAACCTTGAAGAGGCGATTACCCTGCGTGAGCGCGGGTGGAAAGGGCCGATATTGATGCTGGAGGGGTTTTTCCATGCG- STY1930 100 STY4443 67.961 STY1930 98.9 STY4443
ATGGCAGGAAACACAATTGGACAACTCTTTCGCGTAACCACTTTCGGCGAATCACACGGGCTGGCGCTTGGGGGTATCGTCGATGGCGTGCCGCCCGGCATCCCGTTGACGGAGGCCGATCTGCAGCACGATCTCGACAGACGCCGCCCTGGCACCTCGCGCTATACTACTCAGCGCCGCGAACCGGACCAGGTAAAAATTCTCTCCGGCGTGTTTGATGGCGTGACGACCGGCACCAGTATTGGCCTGCTGATT- STY2616 100 STY1069 61.765 STY2616 98.3 STY1069
ATGAAAAACGTTATCCGTACTCCCGAAACCCATCCGCTGACCTGGCGTCTGCGCGATGACAAACAGCCGGTCTGGCTGGATGAATATCGTAGCAAAAACGGCTACGAAGGCGCGCGTAAGGCGCTGACCGGCCTGTCTCCGGATGAAATCGTCAGCCAGGTAAAAGACGCTGGTCTGAAAGGGCGCGGCGGCGCGGGCTTTTCCACCGGTCTGAAGTGGAGCCTGATGCCGAAAGATGAATCCATGAACATCCGT- STY2554 100 STY3665 65.385 STY2554 98.1 STY0063
ATGAAACCGTATCAGCGCCAGTTTATTGAGTTTGCGCTTAACAAGCAGGTACTAAAGTTTGGCGAGTTTACGCTGAAATCCGGGCGCAAAAGCCCCTATTTCTTCAACGCCGGGCTGTTTAATACCGGGCGCGACCTGGCGTTGTTAGGCCGTTTTTATGCCGAAGCGCTGGTGGATTCCGGTATTGAATTTGATCTGCTGTTTGGCCCCGCGTACAAAGGTATTCCGATCGCGACGACGACGGCGGTTGCGCTGG+ STY4061 100 STY0646 78.431 STY4061 99.2 STY0646
ATGGCTTTACCACGCAAGTTAAAACACCTGAACCTGTTCAACGACGGGAACAACTGGCAGGGGATCGTTGAGTCCCTGACCCTGCCGAAATTCACCCGCAAGTTTGAGAAGTATCGCGGCGGCGGTATGCCGGGCGCGGTGGACGTAGACATGGGGCTGGATGACGGCGCACTGGACACGGAATTTTCAATCGGCGGCACCGAACTGCTGTTATTCAAGCAGATGGGCAAGGCAACCGTTGACGGCATCCAGTTGC- STY4606 100 STY2887 95 STY4606 97.7 STY2887
ATGGGGAATGATATCTCATTAATTGCCTTACTGGCATTTTCCACCCTGTTGCCATTTATTATTGCGTCAGGAACCTGTTTCGTTAAATTTTCTATTGTATTTGTCATGGTGCGTAACGCCCTGGGATTGCAGCAGATACCTTCAAATATGACGCTTAACAGCGTCGCATTGCTGCTTTCTATGTTTGTTATGTGGCCAATAATGCATGATGCCTACGTCTATTTTGAGGACGAAGATGTCACCTTTAATGATATTT- STY3013 100 STY2187 71 STY3013 99 STY1701
ATGACCACTCAACTGGAACAAGCCTGGGAACTGGCAAAACAACGTTTCGCCGCAGTAGGTATTGATGTCGAGGAGGCGCTGCGCCAGCTCGATCGCCTGCCGGTTTCCATGCACTGCTGGCAGGGCGACGATGTTGCCGGATTCGAGAACCCGGAAGGTTCGCTGACGGGCGGAATTCAATCGACCGGCAACTATCCGGGCAAAGCGCGTAACGCCACCGAACTGCGCGCCGATCTGGAACAGGCGCTGCGTCTG+ STY3827 100 STY2499 59.804 STY3827 98.2 STY2499
ATGGGTGGTATCAGTATTTGGCAGTTGTTGATTGTTGCCGTTATCGTCGTACTGCTGTTCGGCACCAAAAAACTCGGTTCCATCGGTTCCGATCTTGGCGCGTCTATCAAAGGCTTTAAAAAGGCCATGAGCGATGATGATGCCAAACAGGATAAAACCAGTCAGGACGCTGATTTTACCGCTAAATCTATCGCGGATAAGCAAGGCGAAGCGAAAAAGGAAGACGCTAAAAGCCAAGATAAAGAGCAGGTATAA- STY3586 100 STY0682 67 STY3586 100 STY0682
ATGAGCGATATGGCAGAGCGCCTTGCGCTACATGAATTTACGGAAAACGCCTACTTAAACTACTCCATGTACGTGATCATGGATCGTGCGTTGCCGTTTATTGGCGACGGCCTGAAGCCGGTACAGCGCCGCATCGTCTATGCGATGTCAGAGCTGGGGCTGAACGCCACCGCTAAATTTAAAAAATCCGCCCGTACCGTTGGCGACGTACTGGGTAAGTATCACCCGCATGGCGACAGCGCCTGCTATGAAGCC- STY3351 100 STY2499 76 STY3351 98.3 STY2499
ATGGACCGCGTCCTTCATTTTGTCCTGGCGCTTGCCGTTGTTGCGGTACTCGCACTGCTGGTTAGCAGCGACCGTAAAAAAATTCGCATTCGTTACGTCATTCAGTTACTTGTTATCGAAGTGTTACTGGCCTGGTTCTTCCTGAACTCGGATGTTGGCCTTGGCTTCGTAAAAGGTTTCTCCGAGATGTTTGAAAAACTGCTCGGATTTGCCAACGAAGGGACAAACTTCGTCTTTGGCAGTATGAACGATCAA+ STY2650 100 STY4046 56 STY2650 98.5 STY4046
ATGAACGGGGCACAGTGGGTGGTACATGCTTTGCGAGCGCAGGGGGTGAAAACCGTATTTGGTTATCCTGGCGGCGCAATTATGCCGGTTTACGACGCGTTGTATGACGGTGGTGTGGAGCATTTGTTGTGCCGACACGAGCAGGGTGCCGCAATGGCGGCAATCGGTTATGCCCGTTCTACCGGCAAAACCGGTGTTTGTATCGCCACCTCGGGCCCTGGCGCCACTAACCTGATCACTGGCCTGGCGGATGCG- STY3656 100 STY3986 74 STY3656 98.9 STY3986
ATGTTAGAAGATCTCAAACACCAGGTACTGGAAGCCAATCTGGCGCTGCCAAAACACAACCTGGTCACCCTCACCTGGGGTAACGTTAGCGCCGTCGATCGCGAACGCGGCGTACTGGTGATTAAGCCGTCCGGCGTCGATTATAGCGTCATGACCGCTGACGATATGGTGGTGGTCAGCCTGGAGACCGGTGAAGTCGTTGAAGGTCATAAGAAACCGTCGTCCGATACGCCAACCCACCGTCTGTTATATCAGG- STY0118 100 STY4119 82 STY0118 91.19 STY4119
ATGGCGCTGCATGATGAGAACGTGGTCTGGCACTCTCATCCCGTTACTGTCGCCGCTCGTGAACAGCTCCACGGCCACCGTGGCGTGGTGCTGTGGTTTACCGGACTCTCCGGTTCGGGAAAATCAACGGTGGCCGGCGCGCTGGAAGAGGCGTTACATCAGCGTGGCGTCAGTACCTACCTGTTGGATGGCGATAATGTGCGCCACGGTTTGTGCCGTGATTTAGGCTTTAGCGATGCCGATCGCCAGGAAAATA- STY3058 100 STY3059 74 STY3058 89.44 STY3759
ATGAGATTGATTGTGGGGATGACCGGTGCGACCGGCGCGCCGCTTGGCGTCGAGCTACTCCAGGCATTGCGGGCGATACCTGATGTTGAAACGCATCTGGTAATGTCAAAGTGGGCGAAAACCACTATTGAACTGGAGACGCCCTACACGCCCGCTGAGGTAGCCGCCCTGGCAGATTATTGTCATAGCCCGGCCGATCAGGCGGCGACCATTTCCTCCGGCTCATTTCGTACCGACGGCATGATTATTATCCCCT+ STY3046 100 STY2586 67.327 STY3046 99.2 STY2586
ATGCGATATCGTTTAATCGCTTTTGATCTTGATGGAACGCTGCTAAACCGTAATAAACAAATTCTGCCAGAGTCGCTAACCGCTATCCGTCAGATGCAGGACATGGGCTGCCGAATAATGCTTGTCACCGGTCGCTCTCATCGTGAAGCCTATGCGTATTATCAAACGCTGGCGCTCACCGAACCGATGATCTGTTGTAACGGAAGTTATATTTATCAACCGGCTCAACAGCAGATCCTTGATCCGCTGCCGCTGA+ STY3870 100 STY0476 79 STY3870 98.5 STY0476
ATGAAGATTGTAATTGCGCCAGATTCATTTAAAGAGAGCTTAAGCGCTGATAAATGCTGTCAGGCTATTAAAGCGGGATTTTCAACCGTATTTCCGGATGCGCGCTATGTTTGTTTACCGATCGCCGATGGTGGAGAAGGAACCGTGGATGCGATGGTGGCTGCGACCGGCGGGAAACGGGTTTCTGTGGACGTTAGCGGGCCGATGGGGGAAAAAGTAAACGGATTTTATGGCCTGACCGGCGACGGCAAAACG+ STY0573 100 STY3429 77 STY0573 98.4 STY2730
ATGACAACCCAGTATGGATTTTTTATTGATTCCAGCCGTTGCACCGGTTGCAAAACCTGCGAACTGGCCTGCAAGGACTACAAAGATTTGACCCCGGATGTCAGCTTCCGCCGCATTTATGAGTATGCAGGTGGCGACTGGCAGGAGGATAACGGCGTCTGGCACCAGAACGTCTTTGCCTACTATCTCTCCATCTCCTGTAACCACTGCGAAGACCCGGCCTGCACCAAAGTCTGCCCGAGCGGCGCGATGCACA+ STY0963 100 STY1567 99 STY0963 98.2 STY1567

STY0793 61.765 STY1959 60.784 STY1959 45.81 STY1136
ATGGCGCTACCACAACTATCCATATGGCAGCCCGGCGATGGGTTAAGAAAAATAAAGTATAAATATCATGTTTGTCTCATTGTTATATTCTCCGTCCTTATACGGTTGCTGTTTTTAACTGACCGCTACCTTTGGTGTGACGAAGCGTCCAGCGTGCTGATTAGTCGACATAGCGTAGATAATCTGCTCTTCCATGCCGCTTTTGACGTGCATCCCCCGCTTTATTATCTGTTACTGCATGACTGGATCATATTA- STY1434 100 STY1434 99.3
ATGGGTAAAGCTCTTGTCATCGTTGAGTCCCCGGCAAAAGCCAAAACGATCAACAAGTATCTGGGTAATGACTACGTGGTGAAATCCAGCGTGGGTCATATCCGTGATTTGCCGACCAGTGGCTCAGCAGCTAAAAAGAGCGCCGACTCTACCTCCACCAAAACGGCTAAAAAGCCCAAAAAGGATGAACGTGGCGCTCTCGTCAACCGTATGGGGGTTGACCCGTGGCACAACTGGGATGCGCACTATGAAGTG+ STY1336 100 STY1816 69.903 STY1336 99.2 STY1816

STY3842 75 STY0958 61.765 STY3842 56.17 STY3513
TTGAATTACCAAATGATTGAAACGGACGATGCGCTGGCGAGCCTGTGTGAGGCTGTCCGCGCATGTCCGGCTATTGCTTTAGATACGGAATTTGTCCGTACCCGCACCTATTACCCGCAGTTAGGATTGATCCAGTTATTTGACGGGGCAAATGTCGCCCTGATCGATCCGCTCGGCATCAGCGACTGGTCGCCGTTAAAAGCGGTGTTGCGCGATACGGGAATCACCAAATTTCTGCACGCGGGTAGCGAAGAT- STY1947 100 STY0997 62 STY1947 99 STY2961
ATGAAACTCGCCGTCTATAGTACCAAACAGTATGACAAGAAATATCTACAGCAAGTGAACGAAGCGTTCGGTTTTGAACTGGAGTTTTTTGATTTTCTGCTAACCGAGAAAACGGCGAAAACCGCCAATGGATGTGAAGCAGTTTGTATCTTCGTGAATGACGACGGGAGCCGACCGGTACTGGAAGAGCTGAAAAAACACGGCGTGAAATACATCGCGCTGCGTTGCGCCGGATTTAATAATGTCGACCTGGAT- STY1422 100 STY1131 59.615 STY1422 98.6 STY4156
ATGAAAACGCATCATCATCCAACAACATTTGTTCATCTGATTAATCAGATAGGACTCCTTGGGATATGCGTTGCTCTGGTTGTAGCCTTTTATTATCAACTCGTTAGGCATGAGCTGCCTTGTCCAATTTGCTTATTACAGCGGGCTGGCCTCATCATCGCCGGTTTTGGCTTTTTATTTAACCTCTGCTTTGGTCTACGAGGCATACATTACGGGATGGTAATTATTGGCAGTATCCTGACCGGAGTTATGGCAT+ STY2002 100 STY2002 97.45
ATGACTACAAAACATAGCCGAACGCCGGGTCGCCCTCGCCAGTTCGATCCGGAGCAATCCATTGAAACCGCTCAACACTTATTTCATTCGCGCGGATACGACGCGGTGAGCGTAGCGGATCTGACAAAAGCGTTCGGGATCAATCCTCCCAGTTTCTATGCGGCGTTTGGCAGCAAGCTGGGGCTGTATACTCGCGTATTAAAGCGTTACAGGATGACCGACGCGATTCCGCTCGGGGCGCTTCTGCGTCACGATC+ STY1390 100 STY3901 61.765 STY1390 98.3 STY3901
GTGATAGGCAGACTCAGAGGCATTATTCTCGAAAAACAACCCCCGATCGTGCTGCTGGAGACAGGGGGCGTAGGCTATGAAGTACATATGCCTATGACCTGCTTTTACGAGCTGCCGGAGGCCGGGCAGGAGGCAATCGTCTTCACCCACTTCGTGGTGCGTGAAGATGCGCAGTTGCTGTACGGATTTAACAATAAGCAAGAGCGCACGCTATTTAAAGAGCTAATTAAAACGAATGGCGTCGGGCCTAAGCTGG- STY2103 100 STY4063 70.588 STY2103 98.2 STY4063
ATGTCTTCCCGCAATAATCCGGCGCGTGTCGCCATCGTGATGGGGTCCAAAAGCGACTGGGCTACCATGCAATTCGCCGCCGAAATTTTTGAAATTCTGGATGTCCCGCACCATGTAGAAGTGGTTTCCGCCCATCGCACCCCCGATAAACTGTTCAGCTTCGCCGAAACGGCGGAAGAGAACGGATATCAAGTGATTATTGCCGGCGCGGGCGGCGCGGCACACCTGCCGGGAATGATTGCGGCAAAAACGCTGG- STY0582 100 STY0642 61.682 STY0582 94.9 STY0642
GTGGCTCGTCCGAAGAGTGAAGACAAAAAACAAGCATTACTGGAAGCGGCAACCCAGGCGATAGCGCAATCCGGTATCGCCGCCTCAACGGCGGTGATTGCGCGTAACGCAGGTATTGCAGAAGGAACATTATTTCGCTATTTCGCGACCAAAGATGAGCTGATTAACACGTTGTATTTGCATTTAAAGCAGAACCTCTGCCAGTCAATGATAATGGAGCTGGATCGATCCATTACCGATGCCAAAACGATGACCC- STY0622 100 STY4635 61.386 STY0622 98.1 STY4635



ATGCAAGAAATTCAAAAGAATACAAAGAAAGAACAATACAACCTCAACAAGTTGCAAAAGCGCCTGCGCCGTAACGTTGGCGAAGCGATTGCCGATTTTAATATGATTGAAGAAGGCGATCGCATTATGGTTTGCCTTTCTGGCGGCAAAGATAGCTATACGATGCTGGAAATTTTACGTAATTTGCAGCAAAGCGCCCCGATCAATTTTTCACTGGTCGCCGTCAACCTCGATCAAAAGCAGCCAGGTTTTCCG- STY1412 100 STY1412 98.5
ATGCCATATACATCAGTTTCTACCTATGCCAGAGCTTTATCAGGAAATAAGCTACCTCATGTTGCTGCAGGAGATTATGAAAATAAATTATCAACAAAAATCATGAAAGGCATCTTGTATGTGCTTACCGCAGGACTGGCCTACGGATTTACGCGAGTAATTGAACATTATTGCAATGTTACGCCTAAAGTTGATGAGTTCTGTGCCAATGCAGGGAATATCCATAATCACCTTGCAGATGCTGTACGTGATGAAC+ STY1482 100 STY4796 62 STY1482 94.8 STY4796
TTGAAAGTAAGAAAGCTATTTCTGATGTTGTTTATTGCCGTTCCACTGATCGTAATGATATTGGTGGGGTTACTCGCGGGTATCTTCCAGCTAAAACGAGATATCGCCGTCAGCGCCAATACGCTGCTGCGGTTTAGCGCGGATATATCCGCCGCCTCCTGGCAAGTCGCCGGAAAAGCCGCCAGACTGGCTGAGAGTTCCTGTACTGACACGCTGAAAGAACTGTCCAGAACGCGGGCCTTCACTCCTTATGTC+ STY0376 100 STY2451 67 STY0376 99.5 STY1957
ATGCAAAATATCGTCATTATCGCTAACGGCGCCGCCTACGGCAGCGAATCATTATTTAATAGCCTGCGTCTGGCCATTGCGCTTCGCGAGCAGGAAAGCCATCTCGATTTACGCCTGTTTTTGATGTCAGATGCCGTAACCGCAGGGTTACGCGGTCAAAAACCAGCCGAAGGCTACAATATTCAGCAAATGCTGGAAATTCTAACCGCGCAAAACGTACCGGTAAAATTATGCAAAACCTGTGCGGACGGACGTG- STY1283 100 STY2319 65.049 STY1283 99.2 STY2319
TTGTACGCTATAACGCACAATGCTACATTGACTGACCGTTATAACGCACAAGAGGCGATCATGCGTCTGTTATCACTGCCGTTACCTACTGTATTATCTGGTCTGGTCGCCGTTCTGGTCGGCTATGCAAGTTCCGCCGCCATTATCTGGCAGGCGGCGCTTGCCGCTGGCGCAACACCCGCAGAGATCGCCGGCTGGATGACCGCCCTCGGTATAGCCATGGGCATAAGCACACTAACGTTAACCTTGTGGTAT- STY1458 100 STY0237 64 STY1458 98.9 STY0237

STY2011 91 STY2077 77 STY2077 67.77 STY2011
GTGTCGATTATTCTCGGTATTGACCCCGGCTCGCGTATTACCGGTTATGGCGTTATCCGCCAGGTAGGCAGACAACTGACCTATCTGGGCAGCGGATGTATTCGTACCAAAGTCGATGATTTGCCGTCTCGTTTGAAGCTCATATACGCAGGCGTGACGGAAATCATCACGCAGTTCCAGCCGGACTATTTTGCTATCGAACAAGTGTTTATGGCGAAGAATGCCGATTCAGCCCTCAAGCTGGGACAGGCGCGCG- STY2106 100 STY2964 64.706 STY2106 97.9 STY2964
ATGGAAAACATACTAAAGCTCATCGCCCGGTATCCTTTGGTCGAGGATCTGGTCGCCCTCAAAGAAACCACCTGGTTTAACCCGGGCGCCACCTCTCTTGCACAAGGTCTACCGTATGTCGGCCTGACGGAGCAGGACGTAAACGCCGCCCATGACCGTCTGGCGCGCTTTGCGCCGTATCTGGCAAAAGCGTTTCCGCAAACCGCTGCCGCTGGCGGCATAATCGAATCTGACGTGGTCGCTATTCCGGCCATG- STY3977 100 STY1793 58 STY3977 98.4 STY1793
ATGTCAGTGGTGATAAGTGATGCCTGGCGCCAACGCTTTGGCGGCACCGCGCGTCTGTACGGTGAAAAAGCGCTGCAGCGGTTTGCTGAGGCGCATATCTGCGTCGTGGGAATCGGCGGGGTAGGATCATGGGCGGCAGAGGCGCTGGCGCGTACGGGCATCGGCGCGATTACGCTGATTGATATGGACGATGTCTGCGTGACCAATACGAACCGTCAGATCCATGCGTTGCGTGATAACGTTGGGTTGGCGAAAG- STY3127 100 STY0414 75.248 STY3127 98.9 STY0414

STY1073 77 STY2013 77 STY1073 30.75 STY2013
STY4862 63.551 STY1934 54 STY4862 19.69 STY1934

TTGAAAAAATGGCAAGAAAGACCCATTTCACACCTAACTTTAATTGATCAGTTTACGGATGCCTATAAGCAGCTTTTTCAACAGGAAGCGAAAGAAAGAGGACAGTTCATTATTGCTGGCTCTCATCTGGAGCAGACTGGAGCAGATCGCTATGAGAATGTTGCGCATATATGGGGACCCGATGGCGAACATTATGCTCACAGTAAGACGCATATCTTCCCGGCTGAACGGGGTTGGTATACTCAGGAAGGCGATA- STY3303 100 HCM1.74 60.577 STY3303 81.34 HCM1.74
ATGAGCAAAACACATTTAACAGAACAGAAGTTTTCCGACTTCGCCCTGCACCCACAGGTGGTTGAAGCCCTTGAAAAAAAAGGGTTTTATAATTGTACGCCCATTCAGGCACTGGCCCTTCCGCTAACGCTGGCGGGTCGTGACGTTGCAGGGCAGGCGCAAACCGGTACCGGGAAAACGATGGCGTTTCTGACGTCAACGTTTCATTATTTACTTTCTCATCCCGCGATCGACGATCGCAAGGTGAACCAGCCG+ STY3640 100 STY0855 71 STY3640 99.4 STY2836
ATGCAGGCTTATTTTGACCAACTCGATCGTGTTCGCTATGAAGGCCCTCAATCGACTAACCCGCTGGCATTTCGTCATTACAATCCCGACGAGCTGGTTTTAGGTAAACGTATGGAAGATCACCTGCGTTTCGCGGCCTGTTACTGGCATACCTTCTGCTGGAACGGCGCGGATATGTTTGGCGTAGGCGCGTTTAATCGTCCGTGGCAGCAACCGGGCGAAGCGCTGGAGCTGGCGAAACGCAAAGCGGACGTG+ STY4137 100 STY4257 69.307 STY4137 98.6 STY4257
GTGTCGGTTGCCTGTATTTCATACGGAAACACAGCGCAATTATCAGGGAAGCAGCCTGGGCATTACTCTCCAGAGAAGATCCTATCTACCGGTAAGGACTGCAACCCGCAGCCCGCTAACTGTCTGAAAAATCAATACGTCTTACGCCATTGCTGCGTTGATGATCGGTCAGACAAAATGGGTTATTCCGCTAAACTTTTTGTTTTAACAAGTTTCGGTGCGGAAACCGCATCATTATTCCACTGCTAA+ STY1226a 100 STY0562 60.185 STY1226a 66.4 STY0562
ATGTCTTCTTATGAAAACCATCAGGCTCTCGATGGCCTGACTCTCGGAAAATCAACGGATTACCGGGACAATTATGACGCCAGCCTGCTGCAGGGCGTACCGCGCAGTTTGAATCGCGACCCGCTCGGATTAACAGCCGATAATTTGCCGTTCCACGGCGCGGATATCTGGACGTTGTATGAACTTTCCTGGCTTAACAGCCAGGGTCTTCCGCAGGTCGCCGTCGGACATGTCGAACTGGATTACACCAGCGTTA+ STY3107 100 STY3325 62.136 STY3107 98.4 STY3325
GTGGTATTATTTACACGATTTATGTTGATGGGAATTGCTATGCCTCAGATTAGTCGGACTGCTTTAGTCCCCTACAGTGCGGAACAGATGTATCAGTTAGTGAATGACGTGCAATCGTATCCCCAGTTTTTGCCTGGGTGTGTTGGCAGTCGTGTCCTGGAGTCATCGCCAGCACAGATGACGGCGGCTGTTGACGTGTCGAAGGCGGGTATCAGCAAGACGTTTACGACGCGTAATCAGCTAACGCGTAACCAGA- STY2873 100 STY1082 60.377 STY2873 99.2 STY1082
ATGACACAGACGCTAAGCCAGCTTGAAAACCGCGGCGCTTTCATTGAACGCCACATCGGACCGGACGCCGCGCAGCAGCAAGAGATGCTGAATGCGGTTGGCGCCGAGTCGTTAAACGCGCTGACAGGTCAGATTGTGCCGAAAGACATTCAGCTCGCGACTCCGCCGCAGGTTGGCGAGGCGGCAACCGAATATGCCGCACTGGCGGAATTAAAAGCCATCGCCGGGCGTAACAAGCGCTTCACGTCCTACATT- STY3209 100 STY2182 65.385 STY3209 96.4 STY0931
ATGGAGTTTTTCAGGAAAACGGCATTAGCTGCTCTGGTAATGGGTTTCAGCGGCGCAGCGTTCGCTTTACCGAATATCACCATCTTAGCGACCGGCGGAACGATCGCTGGCGGCGGTGATTCAGCAACAAAATCAAATTATACGGCAGGTAAAGTCGGCGTCGAAAATCTGGTGGATGCCGTTCCTCAATTGAAGGACATTGCGGTAGTGAAAGGCGAGCAGGTCGTTAACATTGGCTCGCAGGATATGAACGAT- STY3259 100 STY4203 72 STY3259 99.6 STY4203
GTGCTGGTATTTGATTCCGGCGTCGGTGGATTGTCGGTCTATGATGAGATTCGGCGGCTCCTGCCGGATCTCCACTATATATATGCTTTCGATAACGTGGCTTTCCCCTACGGGGAAAAGAGCGAAACGTTTATCGTTGAGCGCGTTGTCGAGATTGTGACTGCGGTACAGCAGCGCTATCCCCTTTCACTGGCGGTGATTGCCTGTAATACCGCCAGTACGGTCTCACTTCCCGCATTACGTGAAAAGTTTGCCT- STY3743 100 STY3744 74 STY3743 91.07 STY3744
ATGAAAAACGACGTCATTTCACCGGAATTTGATGAAAACGGTCGCCCGCTGCGCCGTATTCGTAGTTTTGTTCGTCGCCAGGGGCGACTGACAAAGGGGCAAGAGCACGCGCTGGAAAACTACTGGCCGGTGATGGGCGTCGAGTTCAGCGAAGCGCCGGTAGATTTCGCCACGTTGTTTGGTCGCGAAGCGCCGGTGACGCTGGAGATTGGTTTTGGCATGGGGGCGTCTCTCGTGGCGATGGCGAAAGCGCGCC- STY3264 100 STY2546 62.617 STY3264 99.6 STY2546
ATGTCTTTATCCAAAGATAATATATGGAAGTTGTTGGCCCCATTAGTGGTGATGGGCGTCATGTTGCTAATTCCTGTTCCAGATGGTATGCCGCCGCAGGCCTGGCACTATTTTGCGGTTTTCGTCGCGATGATTGTCGGTATGATCCTGGAGCCGATCCCGGCGACAGCGATCAGTTTTATCGCCGTAACCATTTGCGTTATCGGCAGCAATTACCTGCTATTTGACGCTTCAGAACTGGCCGATCCGGCGTTT- STY0667 100 STY3340 62.745 STY0667 78.36 STY3340
ATGCCAAGAGCGAACGAAATCAAAAAAGGTATGGTACTGAACTACAACGGCAAATTGCTGATTGTGAAAGATATCGACATTCAGTCGCCTACCGCCCGTGGCGCCGCCACACTGTATAAAATGCGCTTTTCCGATGTCCGCACCGGTCTGAAAGTGGAAGAACGTTTCAAAGGCGACGATATCGTTGATACCGTCACCCTGAGCCGTCGCGGCGTTGACTTTTCTTATGTCGATGGCAACGAATATGTGTTCATGG+ STY2447 100 STY2446 95 STY2447 71.13 STY4694
ATGACAGAGCTTGAAAAACTTCAGGCCAGCGCAGAACAGGCAGCGGCCCTGCTCAAAGCGATGAGCCACCCAAAAAGATTACTGATTTTATGTATGCTTTGCGGTTCACCAAAAACCAGCGCAGGCGAACTGGCGCGCATTACCGGGCTAAGCCCCTCCGCGACGTCGCAGCATCTGGCGCGGATGCGGGAAGAAGGGCTGATTGATAGTCAACGCGATGCCCAGCGCATTCACTATTTCATTAAAAATGAGGCGG+ STY2917 99 STY3429 62.745 STY2917 98.3 STY3429
ATGGCTGAATTTAAAGATAACCTGCTCGGCGAGGCAAACTGTTTTCTTGAAGTACTGGAACAAGTCTCCCGGCTCGCGCCGCTGGATAAGCCAGTGCTGATTATTGGCGAACGCGGTACGGGTAAAGAACTTATCGCCAATCGCCTGCACTATCTCTCTTCACGCTGGCAGGGGCCGCTTATCTCGCTTAACTGCGCGGCGCTTAACGAAAATCTGCTGGACTCCGAACTGTTTGGCCATGAAGCGGGCGCTTTT- STY1370 100 STY3711 79 STY1370 97.7 STY3876
ATGACTGAGGAACATGTCGTTTTATTGGATGAGCAGGATAAGCCTTCCGGCACACTGGAAAAGTATGCGGCTCATACGCTTAATACGCCTTTGCATCTGGCTTTCTCCTGCTGGCTATTTAACGAAGATGGCCAATTGCTGGTAACACGACGGTCGCTGAGCAAGAAAGCCTGGCCAGGCGTGTGGACGAATTCGGTTTGCGGTCATCCGCAACAAGGCGAAACCACCGAAGAGGCGATCATCCGCCGTTGTCGGT+ STY3195 100 STY4742 60.194 STY3195 99.1 STY4742
ATGGAGCCGTTTCATGCCGTTGTGCTTACCGTCAGTCTGTTTGTGTTAACCTTTTTTAATCCCGGCGCGAATCTGTTTGTGGTGGTGCAAACCAGCCTCGCATCAGGACGCCGGGCGGGAGTCATCACCGGCCTGGGCGTCGCCACGGGAGACGCCTTTTATTCCGGGCTGGGGCTTTTCGGTCTGGCGACGCTCATTACGCAATGCGAAGCGGTATTTTCTCTTATCAAAATTGTCGGCGGCGCCTATTTATTAT+ STY0397 100 STY0397 99.8
ATGAAAATCAGAAGGTTCAGTAATGGGGATGAAATATCGTTATTCAGAGTTTTTTTCTCATCTGTACATACGATCGCATCACACTACTACACACGTGAACAAATTGATGCTTGGGCCCCAGCAGATATCGACCTGGAGCGATGGGCCAATCACATTAAGGAATTACAACCTTTTGTTGTAGAGCTGGATGGTGAAATAGCTGGATATGCAGATGTTCAACCAAATGGATACATTGATCATTTCTTTGTATCAGGAA+ STY4148 100 STY1428 87 STY4148 99.8 STY1428
ATGACAGAACTCACCTTGCAGAATCATCGTCGTACAATGTGGCATTTTATACCGGGGCTCGCTCTGAGCGCCGTCATTACAGGAGTCGCCCTGTGGGGCGGCGCTATCCCTGCTGTTGCAGGCGCGGGGTTCAGCGCCCTGACCCTGGCTATCCTGCTGGGTATGGTTATCGGGAATACCGTCTATCCACAAATATGGAAACAATGCGACGGCGGCGTGCTGTTTGCAAAACAACATTTACTGCGTTTAGGGATT+ STY2437 100 STY2698 66 STY2437 98.9 STY2698

STY2045 90 STY3321 56.863 STY2045 57.25 STY3321
ATGTACGAGTTTAATCTGGTGTTGCTGCTGCTTCAGCAGATGTGCGTGTTTCTGGTCATTGCGTGGCTAATGAGTAAAACGCGCCTGTTCATCCCGCTTATGCAGGTCACGGTTCGTCTGCCGCACAAGCTTCTGTGTTATGTCATGTTTTCTATCTTCTGCATTATGGGCACTTATTTTGGGCTACATATCGAAGATTCGATTGCCAATACCCGCGCGATTGGCGCGGTGATGGGCGGCCTACTCGGCGGGCCG- STY2389 100 STY4736 66 STY2389 98.6 STY4736
ATGGAAATGCTCGAAGAGCACCGATGTTTTGGCGGCTGGCAGCAGCGCTGGCGTCATCATGCCGCCACGCTAAACTGCGCCATGACATTCAGCATTTTTCTTCCGCCGACTCAGGATAATGAACCGCCTCCGGTACTGTACTGGTTGTCCGGGTTGACCTGCAATGATGAGAATTTTACCACCAAAGCAGGCGCGCAGCGTATCGCAGCAGAACTGGGCATTGTATTGGTGATGCCGGATACCAGTCCACGCGGTG+ STY2428 100 STY4405 79 STY2428 99.1 STY4405
ATGAAGATCCTGGTCTATGGCATTAACTATTCACCGGAACTGACCGGTATCGGCAAATATACCGGCGAAATGGTGGCGTGGATGGCGCGGGAAGGCCATGAGGTGCGGGTTATTACTGCGCCGCCGTACTACCCGCAGTGGAAGGTCGGTGAGCGCTATTCCGCCTGGCGCTATCGCCGGGAAGAGGGCGAGGCTACCGTCTGGCGCTGCCCGCTGTATGTGCCGAAACAGCCCTCCACCCTAAAACGACTGCTT- STY2318 100 STY2318 98.9
GTGAGTGACGCTGCCAAAAAAATTACGGTTAATCGTGTGCTGTTGCTGTTGGTTGTTCTGGCCCTGCTTGCTGTCGCGCTGCCTTTCATTAATTACGCCCCGAATCGTCTGGTGAGCGGCGAGGGGCGCCAGTTATGGGAGATCTGGCCGGCGACCATCTGGATGCTGACTGGCGCGGGATGCGCGCTGTTTACGCTGTGCTTTGTGCCCGGTAAACGCGGTAGCGTACTGACGCTGATGATGGCGCAGACGCTT- STY2394 100 STY3555 63.366 STY2394 98.2 STY2392
ATGATTATTTCAGCAACCAGCGATTATCGCGCCGCAGCTCAGCGCACGTTGCCTCCTTTCCTCTTCCACTACATCGACGGCGGCGCGTATGCGGAATATACCCTGCGCCGAAATGTGGAAGACCTGTCGCAAGTCGCTCTGCGCCAGCGCGTGCTGAAAAATATGTCCGATTTAAGCCTGGAAACGACCCTGTTTAACGAAACGTTGTCGATGCCGGTGGCATTAGCGCCGGTAGGTCTGTGCGGCATGTACGCC+ STY4102 100 STY4102 98.2
ATGATTGGTTTAGTCGGTAAAAAAGTGGGTATGACCCGCATCTTCACTGAAGATGGCGTCTCTATCCCAGTAACCGTAATCGAAGTTGAAGCAAACCGTGTTACTCAGGTTAAAGACCTGGCTAACGATGGCTACCGCGCTGTTCAGGTTACTACGGGTGCTAAAAAAGCTAACCGTGTCACCAAGCCGGAAGCGGGTCACTTTGCTAAAGCTGGCGTAGAAGCTGGCCGTGGTCTGTGGGAATTCCGTCTGGCTG+ STY4358 100 STY0247 58.252 STY4358 99.8 STY2467
ATGATTTATCGCATCAAAAATGCCGTAATAGCAGCCTTAATCCTGCTGTGCGCGCAGGCGGGCGCCGCCAGTCTCTCTGATATTCAGGTGTCCAACGGCGAGCAGCAGGCGCGCATTACGCTGAGTTTTATCGGCGAGCCGGAATATGCTTACTCACAGGACGGTAAACGGACCGTGGCGCTGGATATCAGGCAGACCGGCGTGATTCAGGGGCTGCCGCTTCAGTTTAGCGGTAACAATCTGGTAAAAACGATC+ STY4715 100 STY3129 64 STY4715 98.5 STY3129
ATGTTACAACCAAAGCGTACAAAATTCCGTAAAATGCACAAAGGCCGCAACCGTGGTCTGGCTGCAGGCGCGGATGTTAGCTTCGGCAGCTTCGGCCTGAAAGCTGTTGGCCGTGGTCGTCTGACTGCCCGTCAGATCGAAGCAGCACGTCGTGCTATGACCCGTGCAGTTAAGCGTCAAGGTAAGATCTGGATCCGTGTATTCCCGGACAAACCGATCACTGAAAAGCCGCTGGCAGTGCGTATGGGTAAAGGTA+ STY4365 100 STY0489 56 STY4365 100 STY0489
TTGAGCGCAGGACGCCTGAACAAAAATAGCCTGGGTATTGCGGTGCTGTTATGCACAGGGCTGCTGCTGGCGGGGTGTTCCAGTAATTCCGGCTCAGGAACGTATTCCGGCTCCGTCTATACCGTTAAGCGCGGCGATACGTTGTATCGTATATCGCGCGCTACGGGAACCAGCGTGAAAGAACTGGCCCGACTGAATGGCATTTCTCCGCCTTATACTATTGAGGTGGGGCAGCGAATTAAAGTGCGCGGCAGCG- STY3194 100 STY3050 76 STY3194 99.11 STY3050
ATGATAGCGATTGAAACACGACAATTAGCCGGAGGCGTCGTACTACATGCCTTCCCGGAAGGGAAACGCGCCGTGCCGCTTCCCTGTGTGGTGTTCTATCATGGCTTCACCTCCTCCAGCCTGGTTTATAGTTATTTTGCCGTTGCCCTGGCACAGGCAGGATTCCGGGTAGTCATGCCGGATGCGCCGGAGCATGGCGCTCGCTTCGGCGGCGACTCACAGGGACGGATACACCGATTCTGGCAGATTCTGCACC+ STY4736 100 STY3556 66 STY4736 99.3 STY3556
GTGATGAGCACCATTGGTATTAAAGGGCTATTTGATGCAATGCCGGATTGCCGACATACGCTTCATATTTTTTCAAAACCATCCGCGTTTTATAAGGCTGCGCTAAAGACGCCGTTTTCTGCCGTTATTTTTTCTCTTTCTGCGTTAAGAACTGAACGCCGGACAGGATTATCCAGCCTGACGGAACTGGCGATAAATTATCCCCATATGCGGCGTCTGGTGATTGCCGATGATGATGCTGAAGCCCGCTTAATCA+ STY4901 100 STY2495 64 STY4901 91.4 STY2495
ATGGCGCATATTGTAACCCTAAATACCCCATTGCGAGAAGATTGGTTAGCGCAACTTGCCGATGTTGTGACCAATCCCGACGAACTGCTGCATCTTTTACAGATTGAAGCTGATGAAAACCTCCGGGCAAGACAGGACGCCAGGCGCTTGTTTGCCCTCCGCGTGCCGCGCGCTTTTATTGCGCGCATGGAGAAGGGCAACCCTGACGATCCTCTTTTACGTCAAGTGCTGACGTCCCGGGATGAATTTATTGTC- STY4693 100 STY1160 64.151 STY4693 99.3 STY1160
ATGAAAATTTCTGGCAAGTTATTGTCCGCGGCTTTGGCTTCCGTACTGGTGTTCTCTCTTGCTGGCTGTGGCGATAAAGAAGAATCAAAGACCTTTAACGCAAACCTGGCGGGGACAGAAATTTCAATTACTTACACCTATAAAGGTGACAAAATCATTAAGCAGACGTCTGAAAGTAAAATCAGCTATGCCACTGTAGGCGCTAAAACGAAAGAAGATGCCGCCAAAATTCTCGATCCGCTGAGCGCGAAATATA+ STY2385 100 STY2386 74 STY2385 100 STY2386
ATGGCATTTGCCTCGTTAATTGAACGCCAGCGTATTCGCCTGCTGCTGGCGTTATTATTCGGCGCCTGCGGAACACTGGCTTTCTCTCCGTATGACGTCTGGCCCGCAGCGATAGTGTCGCTTATCGGGCTGCAGGCCTTAACGTTTAATCGCCGCCCGCTCCAGTCTGCCGCCATCGGCTATTGCTGGGGACTCGGACTTTTCGGCAGCGGGATTAACTGGGTTTATGTCAGTATCGCGCAGTTTGGCGGCATG- STY0711 100 STY0711 97.1
ATGAAAACCCCTCGTCTCCCTATCGCTATCCAGCAGGCCGTGATGCGCCGTCTGCGGGAAAATCTCGCCCAGGCGAACCTCAAGCTCGATAGACATTATCCGGAGCCGAAACTGGTGTATACGCAACGCGGCACCTCGGCGGGCACCGCCTGGCTGGAGAGCTACGAAATCCGCCTCAACCCGGTGTTACTGCTGGAAAACATCGACACCTTTATTGCAGAGGTCGTGCCGCATGAACTGGCGCATCTGTTGGTGT+ STY3245 100 STY0646 62.857 STY3245 98.8 STY3725
ATGGAACTGAAAGCAACTTCTCTTGGAAAACGTCTGGCGCAACACCCGTATGATCGTGCCGTGATCCTCAATGCTGGGGTGAAAGTGTCTGGCGACAGGCATGAATATCTTATTCCATTCAATCAGTTATTGGCGATTCACTGTAAGCGTGGGCTGGTATGGGGCGAGCTGGAGTTTGTCCTCCCGGAGGATAAAGTCGTGCGTTTGCACGGTACCGAGTGGTCGGAAACCCAGCAATTCCATCGCTATCTGGAC+ STY1097 100 STY3608 66.337 STY1097 98.8 STY3132
ATGGCGCATTCCTGGTTACGCCTGGTCGCAGGGGCGACATTATCTTTCGTCATCGCTGGTCATGCGCTGGCGGATGAAGGCAAGATCACCGTATTCGCCGCCGCGTCGCTAACGAACGCGATGCAAGACATTGCGGCAGAATATAAAAAAGAGAAAAATGTGGATGTGGTCTCCTCATTCGCCTCCTCTTCAACGCTGGCGCGCCAGATAGAAGCGGGCGCGCCGGCGGACCTGTTCATCTCTGCTGATCAGAAAT+ STY0814 100 STY3594 63.462 STY0814 98.3 STY3594
ATGACGCAATTTATTACGCATAAATGGCTGGCGGCGCTGGGACTGGCCTCATCCATTGCGGCTTTTCCGGCCCTGGCGGCCAAAGATGTGGTGGTGGCGGTAGGGTCTAATTTCACCACGCTCGATCCGTATGACGCCAACGATACGCTCTCGCAGGCGGTGGCGAAGTCATTTTATCAAGGTCTGTTTGGCCTGGATAAAGACATGAAGGTAAAAAACGTCCTGGCGGAAGGCTATACCGTTTCTGATGACGGT+ STY0888 100 STY4168 64 STY0888 99.2 STY3040
ATGGTACTGATGATCGTCAGCGGGCGTTCCGGATCAGGTAAATCTGTCGCTCTGCGCGCGCTGGAAGATATGGGATTTTACTGCGTGGATAACCTCCCCGTCGTGCTGTTGCCCGATCTGGCGCGAACGCTGGCCGATCGCCAGATTTCCGCCGCCGTCAGCATTGATGTGCGCAATATACCTGAATCACCTGAGATTTTTGAACAGGCGATGAATAATCTGCCTGGCGCTTTCTCGCCGCAATTGCTGTTTCTTG+ STY3502 100 STY3598 64.22 STY3502 99.2 STY3598
GTGAATACATTATCGGTTTCCCGTCTGGCGCTGGCACTGGCTTTTGGCGTGACGCTGAGCGCCTGTAGCTCTACGCCACCCGATCAGATCCCTTCCGATCAAACCGCGCCTGGCACCGCCTCGCGCCCCATTCTGTCGGCAAATGAAGCGAAAAACTTCGTTGCTGCGCGCTATTTTGCCTCCCTGACGCCGAATACCGCCCCGTGGTCGCCGTCGCCGATTACCCTGCCCGCACAGCCTGACTTTGTGGTGGGG- STY0819 100 STY4530 64.706 STY0819 99.2 STY4530
ATGTCCGCCCAGAAACCGGGGTTACACCCGCGCAACCGCCATCAACACCGTTATGATCTCGCCGCACTGTGTCAGACCACGCCGGAATTGACGTCCTTATCTTATCCGCACGCCCGCCGGTGAACAGAGCGTTGATTTTGCTAATCCGCAAGCGGTAAAAGCGCTCAATAAGGCGTTGTTGGCGCATTTTTATGCCGTTACACACTGGGACATTCCGCCAGGGTTTTTATGTCCGCCAGTGCCTGGTCGTGCGGA+ STY0863 100 STY0863 98.3
TTGATGAGCAACGTACCCGCAGAACTGAAATACAGCAAAGAACACGAATGGCTGCGTAAAGAAGCGGATGGCACTTACACCGTTGGCATTACTGAACACGCTCAGGAGCTGTTGGGCGATATGGTTTTTGTTGATCTGCCGGAAGTCGGCGCGACCGTAAGCGCGGGCGACGACTGCGCCGTGGCGGAGTCCGTAAAAGCGGCGTCCGACATTTATGCGCCGGTAAGCGGCGAGATCGTGGCGGTAAACGATGCGC- STY3210 100 STY0978 90 STY3210 99.5 STY0003



ATGCTTAAACAGGTAGAAATTTTCACCGATGGCTCTTGCCTGGGGAATCCAGGGCCTGGTGGTTATGGCGCTATCTTACGCTATCGCGGTCATGAAAAAACGTTTAGTGAAGGTTACACGCTGACCACCAATAACCGTATGGAACTGATGGCGGCGATCGTCGCGCTTGAAGCGTTAAAAGAACATTGCGAAGTGACATTGAGCACCGACAGCCAATATGTGCGGCAAGGAATTACCCAATGGATTCATAACTGGA- STY0284 100 HCM2.0109c 72 STY0284 99.1 HCM2.0109c
TTGACGAAAATCCCTTTCTGGAGTCCGCTGACGTTTATGATACGTTTCGCTGTAATTGGGACTAACTGGATCACGCGCCAGTTTGTCGACGCCGCCCATGAAACCGGCAAATTCAGGCTCGCCGCCGTTTACTCCCGTAGACTTGAACAGGCGCAGTCTTTCGCAAATGATTATCCCGTCGAGCATCTGTTTACCTCGCTGGAAGCGATGGCGCAAAGCGACGCGATTGAGGCGGTTTATATCGCCAGCCCGAAT+ STY3403 100 STY2738 60.784 STY3403 99.6 STY2738
ATGATGATAAAGAAAAAGGCTGCGTTTAGTGAATATCGTGATTTAGAGCAAAGTTACATGCAGCTAAATCACTGTCTTAAAAAATTTCACCAAATCCGGGCTAAGGTGAGTCAACAGCTTGCTGAAAGGGCAGAGAGCCCCAAAAAGAGCAGAGAGACAGAGAGTATTCTTCATAACCTATTTCCACAAGGCGTTGCCGGGGTTAACCAGGAGGCCGAGAAGGATTTAAAGAAAATAGTAAGTTTGTTTAAACAAC- STY1723 100 HCM1.110 58 STY1723 99.7 STY1972
ATGAATATTCCCACCACGACCACCAAGGGCGAGCAGGCGAAAAGTCAGCTCATTGCCGCCGCACTGGCGCAGTTTGGCGAGTATGGCCTCCATGCCACCACGCGCGATATCGCCGCGCTGGCGGGGCAAAATATTGCCGCTATTACTTACTATTTCGGCTCAAAAGAGGATTTATACCTCGCCTGCGCCCAGTGGATTGCTGATTTTCTTGGCGAAAAATTTCGCCCCCATGCTGAAAAAGCGGAACGTCTGTTTA- STY0854 100 STY1157 65 STY0854 98.4 STY0929
ATGCAGAATCGTTTACAATCAGGCGGCAGGCTGGGACGTCAGGCGCTGCTTTTTCCTCTCTGTCTGGTGCTGTACGAGTTTTCTACTTATATTGGCAACGACATGATCCAACCGGGTATGCTGGCGGTGGTTGAGCAGTATCAGGCGGGCCTGGACTGGGTTCCGACGTCCATGACCGCTTATCTGGCGGGCGGTATGTTCTTACAATGGCTGCTTGGCCCGTTGTCTGACCGGATTGGCCGTCGTCCCGTGATG+ STY0899 100 STY4874 70 STY0899 99.1 STY4874
ATGAAAAACTTGATTAACTGGTTTGAAATTCCAGTTACTGATATGGCGCGTGCAATCGCCTTTTATGAGCAAGTGATGCAGATATCGTTACGTCGGGAAACCATGGATGGGGCGGACCTGGCCGTATTCCCGTATGCTGAACCCGGACCCGGCGGAGCGCTGATAAAGCAGGATGATGTCGCTCCAGTTGCGCAGGGAGTCGTTATTTATCTGCATACCGCCGATTTGTTAGCCTCGATTGAACGTGTCGTCCTTG+ STY0447 100 STY1049 70.588 STY0447 99.7 STY1049

STY2869 69 STY1979 43.269 STY2869 35.38 STY1979
STY4720 54 STY4720 14.75

ATGCCGATGGAGTTTGAATGGGATGCGAACAAGGCTAAAAGCAACCTGAGGAAGCACGGTGTCCGCTTTGAGGATGCGGTACTGGTGTTTGACGATCCCCGACACCTGTCACGTCAGGAGCGTTATGAGAATGGAGAATATCGTTGGCAGACCCTCGGCCTTGTTCATGGCATTGTGGTCATTCTGGTTGCTCATAGCGTTCGGTTCGAAAGTGGTTTTGAAGTTATCCGTATCATCAGCGCTCGTAAGGCAGACA+ STY4886 100 STY3560 54.455 STY4886 99 STY3560
ATGATCTCCACCCCTGAGCCGCTTCATGCCGGACATATTCTTACTCCGTTTTGCTGCGGTGTGGATTCTATAGATAACTGGCTGAAACAGCGGGCGATGAAAAATCAGACCACTGGCGCGTCCCGTACCTTTGTGTGTTGTGGCAGCGATTCGAACGTACTGGCCTATTACTCGCTGGCGTCCAGCGCGGTCACGACGAATACCTCCCCCGGTCGCTTTCGTCGCAATATGCCTGACCCGATTCCGGTTGTGGTAT+ STY4518 100 STY4668 94 STY4518 99.6 STY4668

STY1634 76 STY3750 61.386 STY1634 62.7 STY3750
ATGATGAAAAAAGTACTGTATGGCATTTTTGCCATAACCGCGCTTGCGGCGACATCTGTCTCGGCAGCCCCCGTTCAGGTGGGTGAAGCGGCAGGGTCGGCAGCGACGTCGGTATCGGCGGGAAGCTCCTCCGCTACCAGCGTTAGCACCGTAAGTTCGGCGGTGGGCGTCGCGTTAGCGGCAACCGGCGGCGGCGATGGTTCCAATACCGGAACCACGACCACCACGACCACCAGTACCCAGTAG+ STY4418 100 STY4418 100

STY0108 50 STY0108 18.07
ATGATGATTAACATTCGTCGTTCAAGGCGTGAGGAAGGGGAAAAACTGATTGCGATCTGGCGTCGCTCAGTCGATGCCACGCACGATTTTCTGTCAAACGCTTATCGGGCCGAACTGGAAGAACTGGTGAGCGATTTTCTGCCAGAAGCGCCACTATGGGTTGCCGTGACCGATCAGGATGAGCCGGTAGGGTTTATGCTGCTTACCGGTGAGCATATGGATGCTCTGTTTATCGATCCGGACGTGCGTGGTCAGG- STY4399 100 STY4399 98.9
ATGCAGACACTACACGCTTTATTCCGTGACATTCCTGCGCCGGACGCCGAGGCGATGGCGCGTGCGCAGCAACATATTGACGGCCTGCTCAAACCGCCGGGTAGCTTGGGCAGACTGGAAACCTTAGCCGTTCAGCTCGCGGGAATGCCGGGTCTTAACGGTACGCCGCAGGTAGGTGAAAAGGCGGTGCTGGTGATGTGCGCCGACCATGGCGTCTGGGATGAAGGCGTAGCGGTTTCGCCCAAAATCGTGACG- STY2219 100 STY4470 65.049 STY2219 95.43 STY4470

STY4641 74 STY4116 57.547 STY4641 31.63 STY4116
ATGAGTACTGATATTTCAATTCGTGTACCAAAAGAGATGGCAACGCCTGCTGAGTTCGCGGAGTGGGAAGGTATCTCCCGTGGCTCGGTGTATCAAAAAATTCACCATGGTCAGCTTGCTAAGTACATGGTGAAGAAAGAAAAAAATAAAGGACGTGTAAGCCTGCGGTACCTGATGTACAAAACCGACCAGGTTCGTGAGTCTCTGGGTCATTCCAACTTCCGCGTCATTGTTGGTCAGTAA- STY4643 100 STY4511 61.386 STY4643 98.8 STY4511
ATGTCTCTAAGTACTGAAGCTACAGCTAAAATCGTTTCTGAGTTCGGTCGTGACGCAAACGACACCGGTTCTACCGATGTTCAGGTTGCTCTGTTGACTGCACAGATTAACCACCTGCAGGGTCACTTTGCAGAGCATAAAAAAGATCACCACAGCCGTCGTGGTCTGCTGCGTATGGTTTCTCAGCGTCGTAAACTGCTCGACTACCTGAAACGTAAAGATGTTGCACGCTACACCGCGCTGATTGAGCGTCTGG- STY3464 100 STY3668 63.107 STY3464 100 STY3668
ATGGATATTCACAATAAAGCACGTATTCACTGGGCATGTCGTCGCGGTATGCGCGAACTTGATATTTCCATCATGCCGTTTTTTGAACATGAGTACGATAGTTTAAGTGATGAAGAAAAGCGTATTTTTGTCCGTTTGTTGCAGAGTGATGACCCGGATTTATTTAACTGGTTAATGAATCACGGTAAACCGGCTGACGCTGAACTGGAACAGATGGTCCGACTCATTCAGACACGGAATCGGGAACGTGGTCCTG- STY3203 100 STY1310 50 STY3203 100 STY1232
ATGAAACGTAAAGTAATTGTGGCCTGTGGCGGTGCGGTTGCAACCTCAACGATGGCTGCGGAAGAAATTAAAGAGCTATGTGATGCCAACCATATTGAGCTCGACTTAGTGCAATGCCGGGTCACCGAAATCGAAACCTATATGGACGGCGCCGATCTTATCTGTACCACTGCCAGGGTCGATCGCGCCTTTGGCGATATTCCCGTCGTTCACGGTATGCCTTTTGTTTCCGGCGTGGGTATTGAAGCATTACAGC+ STY3442 100 STY2962 64 STY3442 99.3 STY2962
ATGAACCAGTCGCTGACGCTTATCTTTTTGATCGCCGCCGGCGTCGGGCTGGTGGTACAAAACAGTATTATGGTGCGTATTACGCAGACATCATCGACGATTCTGATCGCTATGCTGTTGAACTCGCTGGTAGGGATCGTTTTATTTGTGACGATATTGTGGTTTAAGCAAGGCGCTACGGGCTTCGGCGAGCTGGTCGCCAGCGTGCGCTGGTGGACATTGATCCCCGGTTTGCTGGGGTCATTTTTTGTATTTG- STY1474 100 STY1491 62.857 STY1474 98.7 STY1491
ATGACTATCTCACCCCAAAATCCTGTTTGTCCACTGGCGGATAAAGGCTTTCTGGTTACCGATGCGCAAACGCTCCCGTCGTTGATTAATGCGCATCCGACTCTGCTGGTTTTGCTGCAAAGTGACCCCAACAAACATCCGGAAGTCGCCGACAGTTGGGTCATTATCCCGGAGATCCTCAAGCAATTTCCGGCGACATCTTATACCGCGGCATTTGCGGATAGCGAACAGAGTGAACTGATCGCCCGGGAGTATC+ STY1529 100 STY1529 98.8
ATGGTGGAAATTATTCCTGTTAGCACGACGCTGGAACTGCGAGCGGCAGATGAAAGTCATGTTCCGGCGCTGCACCAACTGGTACTCAAAAACAAAGCGTGGCTACAACAGTCGCTCGACTGGCCGCAATATGTCACGTCGCAGGAGGAAACGCGTAAGCATGTGCAGGGTAATATGCTGTTGCACCAGCGTGGTTACGCCAAAATGTACCTGATTTTCTGCCAGGATGAGATGGCGGGCGTACTCTCATTTAATG+ STY1453 100 STY0887 63.725 STY1453 98.1 STY0887
ATGAAAAGACTAATTCCAGTTGCATTGCTTACCACCTTATTGGCAGGTTGTGCACATGATTCTCCCTGCGTACCGGTTTATGACGATCAAGGGCGGCTGGTTCATACCAATACATGTATGAAAGGTACAACGCAGGATAACTGGGAGACAGCAGGCGCTATCGCTGGCGGCGCTGCGGCGGTAGCAGGGTTGACGATGGGTATCATTGCGCTTTCTAAATGA+ STY3572 100 STY0724 60.377 STY3572 99.5 STY0724
ATGACATCTCCCGTCAATGTGGACGTCAAATTGGGCGTCAATAAGTTCAATGTGGATGAAGATAGCCCGCACATCATTCTCAAAACCGATCCTGATAAACAGGCGCTGGAGGTGCTGGTTAAGGCCTGTCCGGCGGGACTGTATAAAAAGCAGGACGACGGTAGCGTTCGTTTTGATTACGCCGGGTGCCTGGAGTGCGGAACATGCCGGATCCTCGGCCTTGATACGGCGCTGGAAAAATGGGAATACCCACGCG+ STY0088 98 STY3560 55.446 STY0088 97.2 STY3560
ATGATGAAAATCGCAACTGCAATAGCCGCTCTGGCGTTAGTCAGCGCCCCCTCGCTGGTGATGGCGGCACCGGGATCGTGCGAGAGAGTAAAAAGCGATATCGAACAACGTATCATCAATAACGGCGTGCCGGCGGATAATTTTACGCTCACTATCGTTCCTATACGACCAGGCCGATCAGCCGGACTCACAGGTGGTGGGCCATTGCGCGAACGACACGCATAAAATTCTTTATACCCGCACCAGCAGCGGCAAT+ STY1563 100 STY4184 59.804 STY1563 98.7 STY1319
ATGAAAAAGATTGATGCGATTATTAAACCCTTCAAGCTGGACGATGTCCGTGAAGCGCTGGCCGAGGTAGGTATTACCGGTATGACGGTCACTGAAGTCAAAGGCTTTGGCCGTCAAAAAGGCCACACCGAGCTGTATCGCGGCGCGGAATATATGGTGGATTTTCTGCCGAAGGTAAAAATTGAAATCGTTGTGCCTGACGACATCGTGGATACCTGTGTTGATACCATCATTCGTACCGCGCAGACGGGGAAAA- STY2808 100 STY0506 85 STY2808 99.4 STY0506

STY0602a 98 STY4835 66 STY4835 45.21 STY0602a
ATGCAAACAAATACACGGAAAGTAGTAACCAGTGACGCCAAATGGCATCCCCATCTGGGTATAAGTTTTATTGGCTGCCTGCTTGCCATTACGCTAGAAATATATTTTGAAGAAAGAATATTCATCCCTCATAGCGGAGGGGTGAGCTTCGGTCTGATCGTGCTTCTGGTTATCAATATGGTGACCATCCCTGTGGTCATGGCCCTGATAGCATTACTCTGCTTTATTATTCATATTCCGCGTAAAAGCGTTAACT+ STY2689 100 STY1832 71.845 STY2689 99.1 STY1832

STY3340 61.765 STY4563 59.048 STY4563 28.46 STY3340
ATGACCGACACGATTAAAATCTACCATAACCCGCGCTGCTCGAAGAGCCGCGACACGCTGAACCTGCTGAAATCTAACGGCGTGGAACCGGAAGTGGTGCTTTATCTGGATACGCCCGCCGATGCCGCCACCGTGCGGGAACTGCTGCGTATGTTGGGCATGTCCAGCGCGCGCGAACTGATGCGCCAGAAAGAAGATCTCTATAAGACGCTTCACCTGGCGGATAGCCAGCTAAGTGAAGAGGCGTTAATCCAGG+ STY2736 100 STY4651 64 STY2736 98.3 STY4285
ATGCCGAAGATTGTTATTCTGCCTCATCAGGATCTTTGTCCGGATGGCGCAGTTCTGGAAGCTGAGACCGGTGAAACCATTCTTGACGTTGCGCTGCGCAACGGCATCGAGATTGAACACGCCTGTGAGAAATCGTGCGCCTGCACCACCTGTCACTGTATTGTACGTGAAGGCTTCGACTCCTTGCCGGAAAGTTCGGAAGAAGAAGACGATATGCTGGATAAAGCGTGGGGGCTGGAGCCGGAAAGTCGACTGA- STY2784 100 STY0773 62.376 STY2784 100 STY0773
ATGTATTTTTTACTTCAAAAAGTAATTTTACCAAACATTGATCTATGCACGGAAGAGCAGCTTTATTTCAGAACTCAGGGCGGGAAGTATAACTATACCTCACGTAACTTACTTGTTCCGCGTCATAAGGTTGCATATTTTGATACTTTTTTTAATGCATTCTCAATTAAGAAATGGAAAAAATATACAACCTTAACATCACTTTTTTTGCGGGTTAATATAATTGGTCGCGGAACTATAACTGTAAGGCATAAA+ STY0765 100 HCM1.114 61.765 STY0765 95 HCM1.114
ATGAAAACCAAACTTAACGAACTGCTTGAATTCCCTACGCCATTTACTTACAAAGTAATGGGGCAGGCGTTACCTGAGCTGGTTGATCAGGTGGTTGAAGTGGTACAGCGCCATGCGCCTGGTGATTACTCTCCGACGGTAAAACCGAGCAGCAAAGGCAACTACCACTCGGTCTCTATCACCATTAATGCCACCCATATTGAACAGGTTGAAACGTTGTACGAAGAACTGGGTAATATTGATATCGTGCGAATGG- STY0687 100 STY4715 51.961 STY0687 99.2 STY4715
ATGGGCGTAATGTGGGGACTGATAAGCGTTGCGATTGCCTCCCTCGCCCAGTTGAGTTTAGGATTCGCCATGATGCGACTGCCATCGATAGCGCATCCACTGGCGTTTATTTCCGGGCTGGGCGCATTTAATGCCGCGACCCTGGCGCTATTCGCCGGTTTGGCGGGATATCTGGTTTCCGTCTTCTGCTGGCAGAAAACATTACACATGCTCGCGCTCAGCAAAGCCTATGCGCTGCTGAGTCTCAGTTATGTGC+ STY2533 100 STY2533 98.1

STY0286 65.385 STY1339 62.376 STY3585 14.1 HCM1.232c
STY1498 59.804 STY0163 59.223 STY1498 19.97 STY4760
STY3904 61.905 STY1788 60.952 STY1788 8.05 STY3904
STY4843 96 STY4284 60.185 STY4843 92.3 STY4284

ATGTTCAGATATTTATGTAACCAGAAAGCTGCACTGCTGACCGCCATTCTCCTGATGGCGGCCGGCGTGCTCACCCTGTGTTTCCCGGAGTCCTGGTACCCGCAGGAAACAGAATGGCAGCTCACGGCAGAAAAAGAAATTACCGGGATACACGGCGGCCTCTCCGGCCTGACATGGAACCCGGACAGCAGAACGCTGTTTGCCGTGACCGACCACCCCTCCTCGGTGGTGGAGCTGGACACGGAAGGGAACGTGC+ STY4846 98 STY4511 63.366 STY4846 95 STY4511
STY4842 93 STY3773 50.962 STY4842 86.4 STY3773
STY3183 74 STY3183 70.18
STY2422 48.039 STY0565 42.453 STY2422 35.03 STY0565
STY1673 31 STY1673 15.66
STY0544 74 STY4796 65.094 STY0544 52.1 STY2849
STY0520 100 STY3569 73 STY0520 98.8 STY3569
STY0544 100 STY1838 63.393 STY0544 98.9 STY1838
STY0569 100 STY1678 62.037 STY0569 98.4 STY3378
STY0606 99 STY0760 60 STY0606 97.4 STY0760
STY0644 100 STY4890 90 STY0644 98.6 STY4890

ATGTTCAACAATACGCGACTCTCTCGCTGGTGGGCGTTGCTTGCGCTTACCGCGACCATCATGCTTGCCCTTCCCGCGCAGGCGAATACGTGGCCTCTTCCGCCCCCCGGCAGTCGACTGGTGGGAGAAAATAAATTCCATGTCGTTGAAGACGACGGCGGCTCGCTGGAGGCGATCGCCAAAAAATATAACGTGGGCTTTTTAGCCCTGTTACAGGCCAACCCCGGCATTGATCCTTACGTGCCACGCGCAGGCA- STY1255 100 STY1748 72.277 STY1255 100 STY1748



ATGACAGACCAGGATAAGCACATTGAGAAACTGAAAAAGTTGCTGGCGCTGGCAGCATCCGGCAACCCGCATGAGGCTGCTCTGGCACTGCGCCGCGCCCGTAAACTGATGGATGTTCACGGCATCACACATTCCGACATCGCCATGAGTGATATTGATGAAACCATCAGTCACTACTGGCCGACAGGCAGCCTCCGTCCGCCGCGCTACATGCTGGGCCTGATGAACATCATCCGCGAGGCATTTGGTGTTAACT- STY1595 100 STY3175 60.194 STY1595 100 STY3175
ATGACACTGCAGGTTGAATTCTGGACGGTAGTGAGTTTTCTGCTCACCTTCATGGGGTTTGTGGGAGGGCTCGCCAAATGGTTGTTCAGTAAAACAGAAGAACGCCAGGCGGCACGATTCGCCTCCCTTGAACAGGCCCTGCAACAATCCGCCTCCAACTGGGGCGAGCTGGAAAAAGAATTTATGCGATTTAAAGCGGATTTACCGCTGAATTATGTCCGTCGAGAGGATTATATCCGTGGCCAGACAGTCATTG+ STY1612 100 STY1571 59.615 STY1612 100 STY1614
ATGTCACAGACCCAGTCCGATACTTTTACGCTGTCTTATCCTTTCACCACTGCTGCAGGTACCAGAATTGAACAGATTGAACTGAAACGCCTGACAGTAAAAGACCTGAAGCAGGTGCGCAAAATCAACAAAGACCCGGCAGACTGGGACGAACCACTGATTGCCCGTAGCACCGGTATCCTCCCGGAAGACCTCGATAACATGGATCTTGCCGACTATATGGAGCTGCAGAAACGATTTCAGAAAATCACTGGGC+ STY1628 100 STY4603 42 STY1628 100 STY4603
ATGCTTATTCGTTTAAACTGGAGTGAGAAAAAAGAACAGGCCGTTGATTCTGCGGAATCTTCACCTTCATTTAAAGTGTATAAAATATACAACAAATCACACAAATGTGATGCACATCACGTTTTTATGATTTTTTATTACAGTTTTATGATATAG+ STY1853 100 STY1853 52.941 STY1853 100 STY1853
ATGGCAGTATCTGACCAGACCCGCAGCGGCGACCTTGCCGAAACATTTAAATCTGAACGGGAAACAACAAAGAACCAGATCCGTGTCGCCTTGCCTGGCATTGTTCAGTCATTGGCTCCTGATGCGGTGACGGCGGTTGTACAGCCTGCTATCCGTTACGTTGAAATTGATAACGACGGCAACCGCATTACCAAAAATTACCCATTGCTGGTGGATGTGCCAGTGGTATTCCCGCGTGGCGGAGGCTGTACGCTAA+ STY1068 100 STY2019 89 STY1068 100 STY2019
ATGATGCAAGCATCGACAAAATACTTATCCCCGGCGCTGAAACCAAATGTGCCAACGTTGGCACATTTGGGAAAAGCCAAACTTTTCGAATTAATGACAGAAGACGACGAAGAGCTTGCCGAACTGGCCGACGGCGGCACAGTTGCCGGCCTGACGCTTGACGACGTTGATCGCATGTCAGTACGCGAACTTCGCCAGGCCCTGCGCGAAGCGCGCGAAACCAACGCAGCACAACAGCGCGTACTCGCCGATAAAA- STY1606 100 STY1606 28 STY1606 100 STY1606
ATGTACTGCACCCTGGAGGATTTGCTTGCGCAGGTGCCGGAACGAACGCTGATCGAGCTCACCAGTGAAGAGATGGACTTCGACTCGCCTGCAACAGTGAATACCCGTGTGGTGGACAGCTGTATCCGCTATGCCGACGAGCTGATTGATGCCCATCTGCGCGGACGCTATATCCTGCCACTGGCAGAGATACCGACTGTTCTGCGGGACATTGCCATCACGCTGGTCCGTTACCGGCTCTACGCCCGCCGCCCGG+ STY1622 100 STY1622 64.762 STY1622 100 STY2586
ATGCAAATTGGCTACATTCGTGTGTCAACAAATGACCAGAATACAGATTTACAACGAAACGCACTGAACTGCGCAGGATGTGAACTGATTTTTGAGGATAAAATCAGCGGAACAAAGTCAGCCCGACCGGGATTGAAAAAGCTGCTCAGAACGTTATCAGAAGGAGATACGCTCGTTGTCTGGAAGCTGGACAGGCTGGGCAGAAGCATGAAACACCTCATCACTCTTATTGAGGAACTGCGGGAAAAAGGGGTTA+ STY1643 100 STY2889 88 STY1643 100 STY2889
GTGGATATTCTCTCTACACTTTTTCATCAGCAGAGCAGAAAAATAGGAATGATTGTTCCCAGTGTTGTTATTTCAGAGAAGCATACAGATATGCTTGAAATAACCGAGCATCCGGTAGAGGTCGGGGCCGCTGTCGCTGATCATGCCTATAAAAAACCGTCAGAAGTGGTGATGGAGGTTGGTTTCGCCGGTGGCGGCGCATTGCTGGATTTTGCCAGTAACCTGACGGCTACCAGCCTGCTCGGCCTGAGTCCTC+ STY1062 100 STY2025 74 STY1062 100 STY2025
GTGCGCAAGAATGATGAGCAGTGGCGTAAACACAGCAAAACCATCAGCCGTGAGCTACGCAATCTGGTAAACAGTGCCCCTCCAGGGCAGGTGATGAAATCCATCGTTGCTGAACAGGTTAAGTACATCAAATCGCTACCCCTCGAGGCGGCTGACAGGGTGTACGACATCCAGAATCGGGCGATAGAAGCTGTTGTTACCGGTGGGAGAGCGGAACATTTTGCTAAAGAAATAGCCGCATCGGGTGATATAGCAA- STY1049 100 STY2038 100 STY2038 100 STY1049
ATGAAGCAGCAAAAGGCGATGTTAATCGCCCTGATCGTCATCTGTTTAACCGTCATTGTGACGGCACTGGTAACGAGGAAAGACCTCTGCGAGGTACGAATTCGAACCGGGCAGACGGAGGTCGCTGTCTTCGTAGACTACGAATCTAGAGAGTAA- STY2054 100 STY2054A 100 STY2054 100 STY2054A
ATGGCGAGGGGTATCTGGGTTTCACCCGATGAATTTGTTGCTTTTTCTGAGCCTCAGAAATCACTGACCGCGCAGATTGCCTCCCGCAGCCGCGCGATCGACTTTTACGGACTGGGCATGTATCTGCCCAATCCTGATCCCATTCTCAAGGCTCAGGGACGGGATATCCGTATCTACCGCGAACTGCGCACCGACCCGCTGGTTGGGGGCTGTATCCGCAGACGTAAAGCAGCGCTCAAATCACTGGAGCGTGGA+ STY1616 100 STY1616 100
ATGGCTGAGATAAACAGTACTGCGCAAGCCACATCAGCGTTAACCAGCGTCAGCGATGTGCTGACGCCGGTATTCACTCTGTGGTATCTGCAGAAAAACATCACCTCTGATATCGCGCCTTATGTCACCCGTGTGGTCTGGAGCGATAACATCAAAAATGAGTCCGATACCATTGAGGTGGAGCTGGATGACACCGATGGTCGCTGGCTGGATAAGTGGTATCCGGGCAAGGGTGACACGCTGACGCTGAAAATG+ STY1632 100 STY4601 69 STY1632 100 STY4601
ATGACTAAAGATGAAATCTTTGCAGCTATCCTTAGTAGAGAAGGCGGTTACGTTGATCACCCTGACGACAGGGGGGGGCCAACGCATTGGGGTATAACCCTGACGACGGCCCGGGCTAATGGCTATATGGGGGATATGCGGAATCTTACCCGTAATCAAGCATTAAAAATCCTTGAGGCAGATTATTGGTATGGTCCACGACTTGATCAGGTTGCCATTATCTCTCACTCTATTGCAGCTGAGCTTTGTGATACTG- STY1889 100 STY0016 71 STY1889 100 STY0016
ATGGCTAAAAATGATTTTAAACCGTTTGCGACGGGTAAGGGTGCTAATGTTACATCACAGCCTGACTGGGAAGCGCTGCCGGCGCTCCTGTCTGGTTTTACTGCGGGCAAGGCATCAAGTGCACAGGTAAATAAAGCGCTGCGTCAGGCGAGCTTCATCGCTGCAGCACTGGCACAGTACACAGCCAGTAAGAGCGGAAAGGATGTACTCGATGATGGTGACCTGAGCGGCTTTATCGCCAAAATGTCCGCTGCG+ STY1072 100 STY2014 100 STY1072 100 STY2014
ATGACCACTCAAATCTCTGTTGAAACTCTCTCCCCGATCACCCATAACCAGATTCCTGTTATTACCACCGAACTTTTGGCGCAGCTTTACGGCACTGAGCCGGTGCGTATTCGCCAGAATCATCATGAGAACAAAGTACGCTTCGTTGAAGGGAAACACTTTTTCAAAGTTGTTGGTAATGACCTTAAAGAATTGCGGGTCGCTTTAAACTACTCACAAAATCCAGTTTCACCCAAAGCCCGCTCCCTCATCCTCT- STY2048 100 STY1153 54 STY2048 100 STY1153
ATGAAAATCAGGCATGAGCACATCGAATCAGTGTTGTTAGCCCTGGCAGCCGAAAAAGGGCAGGCGTGGGTCGCTAACGCAATTACTGAAGAATATCTGCGCCAGGGGGGCGGCGAATTGCCCCTTGTACCAGGCAAGGACTGGAACAATCAGCAGAATATCTATCACCGTTGGTTGAAAGGTGAAACGAAAGCGCAAAGGGAAAAAATTCAGAAACTGATCCCTGCGGTTCTGGCAATTCTTCCGCGCGAGCTGC- STY2064 100 STY2173 55.769 STY2064 100 STY2173
ATGGCGCTGACAGAACCCGATTTTATTGAACGCGATGCCGATAAAATCACGGCAGAAATGATTGCGAAGTATGAAGCGGATACCGGAAAAACGCTGTACCCGGCACAGGCTGAACGTCTGCTGATTGACCTGTGGGCCTATCGCGAAATGCTGGTCAGGGTGGCAGTACAGGAGGCGGCGAAGCAGAATCTGGTCGCTTTTTCCCGTGAGCCGATGATTGATTACCTCGGTGAACTGGTCGACGTATACCGCCTT+ STY1635 100 STY2680 58.824 STY1635 100 STY2680
ATGTATATGAGTAAGTATGTACCTGTTTATACATTATTAATTCTCATTTATTCTTTTAATGCCAGCGCTGAGTGGACAGGAGATAATACGAACGCCTACTACTCAGACGAAGTTATCAGTGAATTACATGTTGGTCAGATAGATACTAGTCCTTATTTTTGCATAAAAACGGTTAAAGCTAACGGTAGCGGTACACCAGTTGTTGCATGTGCGGTATCAAAGCAGAGCATATGGGCGCCCTCCTTTAAAGAACTTC- STY1891 100 HCM1.107 59.633 STY1891 100 HCM1.107
ATGGATTTTTTATCTGTTTTGCTGCAGCAGCGAACCCGCTCGATAGGAATAATTATTCCTGATGTGGTTATTACCGAAAAGCATACTGACGCTCTGGAAATTACGGAACATCCGGTTGAACAACCCACGAATGCTGGTGCCAGTGGTGAGGGCGCTGGTTACATATCAGAACACGCATTCAGGCGCCCTTCAGAAGTTGTGATGGAAACCGGATTTTCCGGAGGCGGATCGCTGCTTGATTTTGCTGATACTTCCG- STY2025 100 STY1062 74 STY2025 100 STY1062
ATGGAAATAAAAAAAAGCATCTTGGTTAGAAAAAATATACGCTTGTCAGGAATCATCATTGACATGCTCATTTTAACCATACTTTTAATCAGCACGTTTGATGCTGTATCTGACTCTTCCCCGGTAAAAGCAAGCGCTATCAATATTGCACTTCAAGGAACTCCCAACACAGATTATGAATTAAATGGCGATCTCCGCTCTAACGGAGGGATAATGCCAAAGACGCTTTATATGGTATGTTCAGGAGGAAAATTC+ STY3091 100 STY4793 57 STY3091 100 HCM1.128
ATGGAAAAAGAAAACGAAAAAATTGCCGCTAGTAGGCTCAATGACAAAATTGCAATGCGTCTTAAAGAGCGCAGGCAGAAGCTTGGTTTATCTCAAGGAAAACTTGCTGAAATCTGCGGATGGACGCAATCGCGTATAGGTAACTATGAGGCGGGCAGCAGAAATGTTGGAGTGCATGACGCTGTCGTATTGGGAAAGGCACTTGGCATATCTCCTCCTGAGCTCCTATTTGGAGAACAGGAATCTTCTGAATTGT+ STY2066 100 STY1020 61.165 STY2066 100 STY1020
ATGAAGGTATCATTTTGTATCCCAACGTATAATCGAGTAAAATTCATTGAAGACCTTCTTGAAAGTATTAATAATCAATCTTCTCACTCCTTAATTGTAGAAGTATGTATTTCAGATAATGCATCAACTGATGGAACTGAAGAATCAATAAATATCTGGAGAGATAGATTTAATTTTCCAATTTTATATCAAAGGCATAACGAAAATATTGGGCCAGATAGGAATTATTTATCTGCAGTTAATATGGGGACTGGA- STY2296 100 STY2296 72 STY2296 100 STY2296
ATGATGGATATAATGGCGCTGCTGAGCAGCACGCCGCCGGCCGTCGCTATCGAGGAGCCGGTCTGGGAACAACTGGTAAAATACCCCCAGGCTCCGGACTGTGAAAACGAACGGCTGCAGCGGTTGATATACCACGGTTTTCAGGCACTCAGTCAGGCACCTTCGGGGCAGGGAATAGTGGAGTTTGGCTATTTCTGTCTCCCGCCTGATGGTGACCTCCATGCCCCATTGTGGCAGAACGTATGTATTAAACGTG+ STY4590 100 STY0105 62.376 STY4590 100 STY0105
ATGTCACAATTAAGATTGAAGTGGATGAGATTGAAAATCAGGACCAGCCCTGAAGCTGTCTTTGATTTTATCAAAAACACGCCTTATTCTGATGCTATTGGTGCTGGTTTTACTAAGTATGAAACCATTCATAATGGTATGACTGCAACTTTCAATAAAAAATCTGTTGTTTTAGAGCCGATTGCCGATCCATTTGGTGAGGTGCTGGAATTCGAAAGGGTTGTATTTGATCAGATTAGTTTTTCTATCCAAACCC- STY4629 100 HCM1.268c 61.165 STY4629 100 STY0322
GTGGAAAATTCAGAACGTATTAAAAAATGGAAAGAAGAAAGAGCGAAGGTAGCACAAGAAAGCCGAGCCTCGCGGCTACAACAAAAAGAGGATGAACGCGCCCTTCGCCAGACGGAAAAATCGGCCGATGCAAAAAGTCATCATAACCCAGACGCCGGGTGGTCTGCGACGGATGCTGATTCTGTCCGTAGAGCGTCATTAGTTATTAAAGAGCGACGTGTTCAGCAAGCCAAGCAATCGCTACGTCGGCTCTTT- STY4652 100 STY2608 58 STY4652 100 STY2608
ATGACGACAACGACGGCATCTTCTGTCGATATTCCGTCAGATAATGATTTACCTTTATCCGCTCACCTCACTGAACCTGCCGAACCGGCTATTGATACGTCTGATATCACTGTTACACCAGATACTTCAGCACAGTCAGCTGCATACCGACTGGGGGGAAAGAGGAGTCGTCTGTGGCATCCTTCTTCAGACCGCCGTTCCCTCATATTTAAAGTGTCATCCGTTCTGGTGTACTGCTTATTACTGGGTGCTGTC+ STY4557 100 STY4459 59.406 STY4557 100 STY4459
ATGAGCCTGTTAAAGCATGAGCAATGGTTAATTCTCGGTGAAGATGAATCGCATCGTATTCCGCCTGATGCGCTGCTGGGTTTGCCTCCGCAGGGTAAAGCGTGGATCCGCAAGGAACATGATGAGGATATGAGTCGTCTGACTTCTCATATTCAGGGAGCTCTTGGCAATACTTATCGTGGGGTTTGTCATCCACAGCGTATCGGGCATCGTGCCTGCCTGGCAATCCATCTTGAGAATTTACGCGGAAAAAAGC+ STY4574 100 STY4574 100
ATGAGCGTAATGACCACTAACGAAACCCCTGCATCCACAGTAGCAGAACCGGAAGTTTTTCGAAGAACCCGTAACCGTTTCAACCAGTGGTTACAGGCGGAATTTGACCGACATTATCACACGATGAGGGATGGCGGTTATCGCAGCTTTCTGAAGAAGAACCATCCGACGGAGCTGCTGCGCTATGACGAGGCATGCGAGGCCTTAAGGCGGGAAGAATTTGCCCGCTTTGCCGAGCTGCAGACGCTGGGGCTGT+ STY4591 100 STY3446 60 STY4591 100 STY3446
ATGTTTCACTGTCCGTTCTGCAAAAAGACCGCGCACGTCCGTACCAGCCGGTATCTGTCGGAAAACGTCAAACAGCGTTATCACCAGTGTACCAATATCGAATGTTCGGCCACTTTCCGCACCATTGAGTCGGTTGACGGTGTGATACGTGCTGCACCGGAGAAACCCGACCCCGCGCCGGTGACGCCACCGCCGCCGCGTAAAGTACAGGGCTGCTACAGCTCGCCGTTTCGGCATTAA- STY4826 100 STY2402 62.136 STY4826 100 STY4600
TTGAGTCAGTCCGAATACGCATCCATTCTAAAGTGTACCCCATGGCTAGCTAAATTCCTCACCCGCAGAGGATTGAAGCAACCAGACCATCGTCCGTTATATGAATACCACGCAACGAGTGAAGAATATGATGAATTGAAACGGCTGCTGCGAGCTATAGGGGTACCCGATGGTTATAAAAGTGATAAAGGGTACGCAGCCTGTTTCACATTGTTCTGCTCAGAGTGGTATCGAAGAGATTATGAAAGAGAGTAT+ STY4851 100 STY1758 60.396 STY4851 100 STY1758
ATGAAAAAGAAAACCCGCTTTGCCTTTAACGCTTACCTGCAGCAGCTGGCGCGCCTGAATGGTGTGGATGTTGAAGAACTCTCCAGCAAGTTCACCGTGGAGCCGTCCGTGCAGCAGACTCTGGAAGACCACATCCAGCAGTCTGCTGCTTTCCTGACGCTGATTAACATCACGCCGGTCACTGAGCAGTCCGGTCAGTTGCTGGGGCTGGGCGTTGGCAGCACCATTGCCGGAACCACCGATACCACCACCAAA- STY4625 100 STY3677 98 STY4625 100 STY3677
ATGAGAGACGCATCGATAACAACAGAAAGAACGATGCAAACTCCGGCTCAGGTGATGGAAGAACCCGGTTCATCCGTTCACCGTTTGCCTGCAGATGATATCATTGACTACACCTTGTCGAAGATGCAGGCACGGCTTGACGGTACGCCGGGGTCGTCGGGGCAGGAGCGTAACGGGCTGCTGTTTACAGGTAATATTCACGACGCCTACCCGCGGGCGCTAATCCTGGATATGCGCCTTTCTCCTCTGGATAAA+ STY4528 100 STY4528 100
ATGTCTCGCCCACAACGCATAAAAAAAATGTCTCTGTCGAAAGCCCTTGATAAATACTACGCCACTGTGTCTGTGCATAAACGGGGGCATCAGCAGGAATTCTATCGTGTTAGGGTCATTCAGCGACATCCTTTGGCAGAGAAGATGATGGATGAAATCACGACAGTGGATATTGCGTCTTACCGCGATGATCGGTTGTCTCAGGTGAATACGCGTACCGGCCGGTGTATTTCAGGAAACACAGTCCGGCTCGAA+ STY4552 100 STY1011 68 STY4552 100 STY0693
GTGGCCAGCCGGTTTTTAAGGTCTGTTTGTGCCAGCACTCTGACAACGGCAATGAATCGTGTTGTTGTGCAGGAGGCGTCAGAATCATTTCAGGTTGAACACACGGAGAGCCTGAACATGAAACCCGAACTCATTATCAAATCCATGCAGACCGTTATCAGTAAACAGGATGAAGGCGCGGAACAACGCATTGCCGGTGCGCTGGTCGCACTTAACGAAGCAAAAGACGCACACACGGCCAGCATGGGTAAACTCA- STY4827 100 STY3461 60.577 STY4827 100 STY3461
ATGTTTGAAATTAACCCGGTGAATAACCGCATTCAGGACCTCACGGAACGCACCAACGTTCTTAGGGGGTATCTTGACTACGATGCTAAGAAAGAGCGTCTGGAAGAAGTAAACGCCGAGCTGGAACAGCCGGATGTCTGGAACGAACCTGAGCGCGCGCAGGCGCTGGGAAAAGAACGTTCATCGCTCGAAGCGATTGTCGATACGCTTGATCAAATGACTCAGGGGCTGGACGACGTTTCCGGGCTGCTGGAA- STY3197 100 STY1901 79 STY3197 98.6 STY1901
ATGAAGGGGAGATTATTGCAACGGCTTCGTCAGCTCAGTATCAGCAACAGTTTACGGGGTGCATTTTTAACGGGCGCATTACTGACGCTGATTGTCAGTATGGTCAGCCTTTATTCCTGGCATGAGCAAAGTTCGCAGGTTCGCTATTCGCTTGATGAATATTTTCCTCGCATCCACTCCGCTTTTTTAATTGAGGGGAACCTGAATCTGGCCGTGGATCAACTCAATGAATTTTTGCTGGCGCCGAACACGACG- STY2634 100 STY1735 73 STY2634 99.1 STY1735
ATGTCAGAGACATTTGATCCACGCTGTGTATGGTTCGTCGGCGCCGGGCCGGGCGATCGCGAGCTGATCACGCTTAAAGGCTACCGCCTGCTGCAACAGGCGCAGGTAGTTATCTATGCCGGTTCGCTGATCAATACCGAACTGCTGGATTACTGCCCCGCGCAGGCAGAACGCTACGACAGCGCCGAACTGCATCTTGAGCAGATTATCGAGCTGATGGCCGCGGGCGTGAAAGCGGGAAAAACGGTGGTGCGGT- STY2234 100 STY4319 67.961 STY2234 98.7 STY4775
ATGAAAAATATCAAAGTCATCACCGGCGTTATCGCGACGCTGGGCATATTTAGCGCCTTATTGTTGGTGACAGGAATACTGTTTTATTCCGCCGTCAGCAGCGATCGGCTGAATTTCCAGAATGCGAGCGCACTGAGTTACCAACAACAGGAACTGGGCGGCAGTTTTCAGACATTGATTGAAACCCGCGTCACCATTAACCGCGTGGCGATACGCATGTTAAAAAATCAGCGCGATCCCGCCTCGCTGGACGCC- STY4234 100 STY2128 86 STY4234 98.7 STY4892
GTGGCAGATCGTAATTTGCGCGACCTTCTTGCTCCGTGGGTGGCTGGACTACCCGCGCGAGAACTGCGAGAGATGACGCTCGACAGCCGTGTGGCTGCGGCGGGCGATCTCTTTGTGGCAGTGGTGGGTCATCAGGCGGACGGGCGTCGTTATATCCCGCAGGCGATAGCGCAAGGCGTAGCTGCCATTATTGCAGAGGCGAAAGACGAGGCGAGTGACGGTGAGATTCGCGAAATGCACGGCGTACCAGTCGTC+ STY0143 100 STY0143 98.9
GTGCTAGAAGAATACCGTAAGCACGTAGCTGAGCGTGCTGCCCAGGGGATTGTGCCGAAACCTTTAGACGCAACCCAAATGGCTGCGCTTGTCGAGCTGCTGAAGACCCCGCCTGTGGGCGAAGAAGAATTCCTGTTAGACCTGTTGATCAACCGCGTTCCTCCTGGCGTCGATGAAGCCGCTTATGTTAAAGCCGGTTTTCTCGCTGCTGTCGCGAAAGGCGACACCACCTCCCCGCTGGTCTCCCCAGAAAAA+ STY0181 100 STY4276 65.686 STY0181 96.7 STY4276
ATGGCAAACTGGCCAAACCCGTTTATTGAACAACGTGCCGATCCGTTTATTTTACGCGACGGCAGCGATTACTACTTTATTGCCTCCGTACCGGAATATGACAGGCTGGAAATCCGCCGGGCTGATTCGCTGGAAGGGTTGCGCGCCGCCGACCCCGTTGTCGTCTGGCGCAAACCGGAAAGCGGCCCGATGAGCCAGCTCATCTGGGCACCGGAAATGCACCGCATCAACGGTAAGTGGTACATCTATTTTGCC- STY0170 100 STY0647 60.748 STY0170 98.2 STY4253

STY4283 61.538 STY4283 9.09
ATGCGTGAGTTATATCCTCTTACTCGCCGCCGTTTATTAACGGCGATGGCGCTCTCGCCGCTGCTGTGGCAAATGAATACGGCGCAGGCTGCCGCTATCGATCCCCGCCGGATTGTGGCGCTGGAGTGGCTGCCGGTTGAGCTGCTGCTGGCGCTCGGTATTACGCCTTATGGTGTGGCGGACGTGCCAAATTATAAGCTGTGGGTTAGCGAACCGCCGTTGCCGGATTCGGTGATTGATGTGGGTCTTCGCACTG+ STY0220 100 STY3155 60.784 STY0220 98.5 STY3155
ATGAACATCATCGCCATTATGGGGCCGCACGGGGTTTATTATAAAGATGAACCCATCAAGGAGCTTGAGCGTGCATTACAATCCCTGGGATTTCAAATTATCTGGCCGCAAAATAGCGTTGACTTGTTGAAGTTTATTGAACATAACCCGCGCATCTGCGGCGTTATTTTTGACTGGGATGAATACAGTCTCGACCTTTGTAGCGAAATCAACCAGCTAAATGAATACCTTCCTCTCTACGCCTTTATCAATACC+ STY0259 100 STY2806 83 STY0259 98.2 STY2806
ATGAGATTAGAACAGCACGATATTGTCACCCTTGATGAAGCCGAATCCGTCGATAGCCTGACAAAAAAACTTGGTGATTTACTGGTTAACCAGAAACTCCGTCTGACCAGTGCAGAATCCTGCCCTGGCGGGAAACTGGCGTCAGCATTGTGCGCAGCAGAAGATACGCCCTCATTTTACGGTGTGGGGTATGTCACCTTTACTGATGAAGCCAAAGCAAAAATCTTACGCGTACAACGCCACAGTCTTGCCGAAC+ STY1547 100 STY2951 66 STY1547 99.4 STY2951

STY3918 61.538 STY0589 60.396 STY3918 36 STY0024
ATGAAAACGATTGAAGTTGATGATGAACTCTATAGCTATATTGCCAGCCACACCAAGCATATCGGCGAGAGCGCATCCGACATTTTACGGCGTATGTTGAAGTTTTCCGCCACGACACAGCCAACGGCTTCAGCGGTGAAGGGGACGCCTGCGGCGCAACCCGTTGCCGAAGCGAAACCGGTTAACCCGGTAAAAGACAAAGTTCGCGCGATGCGTGAGCTGTTGTTGTCTGATGAATATGCCGAGCAGAAAAAAG+ STY0735 100 STY3106 63 STY0735 99.8 STY1980
GTGATCGGTGTAGTATGCGCACTTCTTGTTTCACACCTTCTGAGTTCAGAGGCTAAACACATGTCATGGCAACACTTCAAGCAAACCTGGTTAATTAAATTCTGGGCGCCGGCCCCTGCGGTGATCGCAGCCGGTATTCTCTCTACCTACTATTTTGGCATCACCGGCACGTTTTGGGCCGTGACGGGCGAATTTACCCGCTGGGGCGGGCAAATTTTGCAGCTTTTTGGCGTTCATGCCGAACAGTGGGGCTAC+ STY2173 100 STY0063 72 STY2173 99.3 STY0063
ATGAAAATTTTGGTCATTGGCCCGTCCTGGGTGGGCGACATGATGATGTCGCAAAGTCTCTATCGCACGCTTAAAGCGCGCTATCCCCAGGCGATAATCGACGTGATGGCGCCAGCCTGGTGCCGTCCGTTGTTATCGCGTATGCCGGAAGTTAACGAGGCGATACCCATGCCGCTGGGCCACGGCGCGCTGGAAATCGGCGAGCGCCGCAGATTGGGCCATAGCCTGCGAGAGAGGCGCTACGATCGCGCCTGG- STY4084 100 STY4083 60.396 STY4084 97.6 STY0200
ATGAACGGTAAATTATACGCATTAAGTACCGGGCCAGGCGCGCCCGACCTGATAACCGTCCGCGCAGCGCGGATTCTTGGCTCGCTGGACATTCTGTATGCGCCCGCCGGTCGTAAGGGGGGCGATAGTCTGGCGTTGTCGATTGTGCGCGACTATCTCGGCGAGCAGACGGAAGTACGTTGTTGCCATTTCCCTATGAGCGCTGACGGCGCCGAGAAAGAAGCGGTCTGGAACGAGGTTGCCGCCGCGCTTACCG- STY2228 100 STY2228 99
ATGCAAACCGTTTTAGCGAAAATCGTCGCAGACAAGGCGATTTGAGTAGAAGCCCGCAAACAGCAACAGCCGCTGGCCAGTTTTCAAAATGAGATCCAGCCAAGTACACGCCATTTTTATGATGCGCTCCAGGGCGCGCGTACCGCCTTTATTCTGGAGTGTAAGAAAGCATCGCCATCAAAAGGCGTGATTCGCGACGATTTCGATCCGGCGCGTATTGCCAGTATTTATCAACATTACGCCTCGGCGATCTCG- STY1326 100 STY1326 99.3



ATGAAACTGAAACTAATACCTTTTTATTTGCTCGCGCTATTTTCTGCCGCCTCCGGGGCTACGGAGATAAACGCCTGCAAAGACCTGATCGGAACATGGAAAACCACTGCAGATAACCCGCCTTATACCATGACAATATTGCCGCCAGTAGAAGGCTGCGGGGAAAAATGTGTGAAACTGAACGTACAGTATGAACTTGACGTGACTCACCGCAACGCGCTTTATTGCCATGAAGGACAAGAGGGGGTAAAAGGGC+ STY0093 100 STY0093 98.06
ATGGACAGTCTGAACCTTAATAAACATATTTCCGGCCAGTTCAACGCCGAACTGGAAAGCATCCGCACTCAGGTAATGACCATGGGCGGCATGGTGGAGCAGCAGCTTTCTGACGCTATTACCGCCATGCACAACCAGGACAGCGAGCTGGCGAAGCGCGTGGTAGAAGGCGACCATCAGGTTAATATGATGGAAGTCGCCATCGATGAAGCCTGCGTGCGTATTATCGCCAAGCGCCAGCCGACGGCGAGTGACC+ STY3930 100 STY3116 62.963 STY3930 98.8 STY2332
ATGTCTATTCCCAACCATGTGTCGACAACGGAAGTTGTGCTATTGGAGCTAGAGATCTTACTCACTATTATTTCGATTGGCGCGTGGGGAGGCTTTGTTAGCTATCTTTTACGCAAAGATAAGACAGAATATAATAGTTCTCATGAAAGTATTAAATATTGCTTAACGCAGATCGTGATTTCCTGCTTCACCAGCTTTTTGTTAAGCGCGATTGCGATCGAAAAAGAATGCAGTTTCAATATTGTCCTGTTGGCGG+ STY0015 99 STY0015 97.4
ATGCAAGCGTCTCAATTTTCAGCCCAGGTTCTGGACTGGTACGACAAATACGGGCGGAAAACGCTGCCCTGGCAAATTAACAAGACGCCTTACAAAGTATGGCTCTCGGAAGTCATGTTGCAACAAACGCAGGTGACGACGGTGATTCCTTACTTTGAGCGATTTATGGCGCGCTTTCCGACGGTAACGGATTTAGCGAATGCGCCGCTGGATGAAGTGCTCCATTTATGGACCGGGCTCGGCTATTACGCCCGC+ STY3265 100 STY0809 59.406 STY3265 98.9 STY0809
ATGCTGTTAAATGCGCTGGCAGCACTCGGACACAGCGGGATCAAAACCGTCAGGACGTTCGGGCGCGCCGGGTTAATGTTATTCAATGCGATTATCGGTAAGCCGGAGTTTCGCAAACATGCGCCGCTGCTGGTGCGCCAGCTTTATAATGTGGGCGTCTTGTCGATGCTTATCATTATTGTCTCCGGCGTATTCATCGGTATGGTGCTGGGGCTGCAAGGCTATCTGGTTCTGACCACTTACAGCGCGGAGACCA- STY3491 100 STY3725 65.049 STY3491 99.9 STY3110
ATGTTCATGACCTGGGAATATGCGCTAATTGGATTAGTCGTCGGTATCATCATTGGTGCCGTGGCCATGCGTTTTGGTAATCGTAAGTTACGTCAACAGCAGGCATTGCAGTACGAACTGGAAAAAAACAAAGCTGAGCTGGAAGAGTACCGTGAAGAGCTGGTTAGCCACTTTGCCCGCAGCGCGGAACTGCTGGATACCATGGCGCATGATTACCGCCAGCTGTATCAGTATATGGCGAAAAGCTCCAGCAGCC+ STY3527 100 HCM2.0042c 66 STY3527 99.8 HCM2.0042c
ATGGGTGAGATTAGTATTACCAAACTGCTGGTGGTTGCCGCACTGGTTGTTCTGCTGTTTGGTACCAAGAAGTTACGTACGCTGGGCGGAGACTTGGGCACGGCGATTAAAGGATTCAAGAAAGCAATGAACGATGAAGACGCGGGCGTTAAGAAAGACGTCGACGGTAGCGTTCAGGCTGAAAAACTCTCGCATAAAGAGTAA+ STY0682 100 STY3586 68 STY0682 99 STY3586

GTGCGTATATTCGCGGTGAGCATAATGGTGATTACCCTGAGCGGCTGCGGCAGTATTATCAGCAGAACGATCCCCGGACAAGGACACGGCAACCAGTATTACCCTGGCGTGCAGTGGGATATGCGTGATTCCGCATGGCGCTATATCACTATCCTCGATCTGCCCTTCTCACTGATCTTCGATACACTGCTACTGCCGCTCGATATTCACCACGGGCCTTATGAGTAA+ STY1189 100 STY4932 64.22 STY1189 100 STY4932
ATGAAAGAAAAGTCCTCCGTTGAGGTCAGACTGGATAAATGGCTGTGGGCCGCGCGTTTTTATAAAACCCGCGCGCTGGCCCGCGAGATGATTGAAGGCGGTAAGGTGCATTACAACGGCCAGCGCAGTAAGCCGAGCAAAATCGTCGAGCTGAACGCAACCCTTACCCTGCGTCAGGGAAATGACGAACGGACGGTGATCGTTAAAGCCATCACCGAACAGCGCCGTCCGGCCAGCGAAGCCGTCGCTCTGTATG- STY4299 100 STY2523 62.037 STY4299 99.5 STY2677

STY3876 72.549 STY3711 71.287 STY2961 18.65 STY3711
ATGATCTACTTACGCAAAGCAAACGACCGCGGTCATGCGAATCATGGCTGGCTTGACTCCTGGCATACCTTTTCTTTTGCCGATTATTACGATCCGAACTTTATGGGGTTCTCGGCGCTACGTGTGATTAACGACGATGTGATCGACGCAGGCCAGGGTTTCGGCACGCATCCGCATAAAGACATGGAAATTTTGACCTATGTGCTGGAAGGTGCTGTAGAACACCAGGACAGTATGGGCAATAAAGAACAGGTTC+ STY4267 100 STY0949 58.824 STY4267 97.8 STY0949
TTGTCCGAGTTGCTCTCTGTCGCTCTGTTTCTCGCCTCTGTGCTGATATATGCCTGGAAGGCGGGCCGTAACACTTGGTGGTTTGCCGCCACTCTCACGGTGCTGGGACTTTTTGTCATTCTGAATATTACCCTGTATGCCAGCGACTATTTTACCGGCGACGGGATCAACGACGCAGTGCTTTATACGCTCACGAATAGTCTGACGGGAGCGGGAGTCGGCAAATATATTCTGCCGGGAATCGGCATTGCCCTG- STY4894 100 STY4894 99.3
ATGTCTTTCATTCAATACCGCCGGGACAAACACCTTCCGTCCACCGCCGCACCGTCGCTGTTAGCTATGGGTATGGCGATGGCATTTATGCCTGCCGCCTTCGCGGCTGAGGATACCGTTATTGTCGAAGGCGCGACGACCGCTGACGCCATAAACCGTGAAGAACAGGATTACAGCGTGAAAACGACCGCAGCGGGCACCAAAATGCCGATGACTCAGCGCGATATCCCGCAGTCGGTCAGTATTGTCAGCCAA- STY1244 100 STY1244 98.3

STY1762 34 STY1762 6.23
STY4259 100 STY3777 60.396 STY4259 62.35 STY3777

ATGGGTATAATCGACTTTTTACTGGCGCTAATGCAGGACATGATCTTGTCTGCGATCCCCGCCGTCGGGTTTGCGATGGTCTTTAATGTTCCCCACCGGGCGCTTCCGTGGTGCGCGCTACTGGGGGCGCTGGGTCATGGCTTGCGTATGCTGATGATGAGCGCAGGCTTTAATATCGAATGGTCGACGTTTATGGCTTCGCTGCTGGTCGGCAGTATTGGTATTCAGTGGTCACGCTGGTATCTCGCTCACCCTA- STY4898 100 STY3115 52.885 STY4898 98.9 STY3115
ATGTTACAGGTATACCTTGTTCGCCACGGTGAAACGCAGTGGAACGCCGAGCGACGTATTCAGGGCCAATCGGACAGTCCCCTGACGGCAAAAGGAGAGCAGCAGGCCATGCAGGTAGGAGAACGCGCCCGCAGCCTCGGCATCACCCATATCATCAGCAGCGATTTAGGCCGCACAAAACGCACGGCGGAGATTATCGCCCAGGCGTGCGGGTGTGATATTACCTTTGACTTCCGCCTGCGCGAGCTGGATATGG+ STY4932 100 STY0804 52 STY4932 98.5 STY0804

STY0377 63 STY2716 60.784 STY0377 26.84 STY2716
ATGTCGACCCCTGATACCGATGGCAAAAAAGTCCCGCCCTTTACCTCCTTCAGATTAGCCCCGGCAATACAGAAGGCCGATAGCTGCTGCTGCGAAGAACATTGCGCGTCCAGCGCGCCTGTTTCTACTGCCGTGGCAGGCACGCGCTATACCTGGAAAATCTCCGGCATGGACTGCGCCGCCTGCGCCCGAAAAGTGGAGAATGCGGTACGCCAAATTCGCGGCGTCAACCAGGCGCAAGTGCTGTTCGCCACC- STY4235 100 STY0746 72.115 STY4235 98.6 STY0544

STY0026 60.577 STY0336 57.843 STY0336 7.8 STY0026
STY4610 53.922 STY1625 41.748 STY4610 7.49 STY1625
HCM1.122 60.577 STY3010 59.259 HCM1.122 9.48 STY3010
STY1271 60.396 STY4821 60 STY4821 20.87 STY1271

ATGGATACCTGGATATGTCTTTCTCAGGGCTTTGCGGTGGCAATGACGCCGGAAAACCTGGTTATCGCGTTGATTGGCTGCTTCGTGGGCACGATCGTCGGTCTGCTGCCGGGCCTGGGACCGATCAACGGCGTGGCAATCTTACTGCCGCTGGCCTTTGCGTTGCATCTGCCTGCGGAGTCGGCGCTAATTCTGCTGGCGACGGTGTACATTGGCTGTGAGTATGGCGGCAGGATCTCCTCCATATTGCTCAAC+ STY2908 100 STY4322 49.515 STY2908 98.8 STY4322
ATGCTGGAACTACTTTTTGTGCTTGGCTTTTTTCTGATGTTAATGGTGACGGGCGTCTCCTTGCTGGGCATTCTGGCCGCGCTGGTTGTAGCGACTGCCGTCATGTTCTTGGGCGGAATGTTCGCCCTGATGATCAAGCTGTTACCGTGGCTACTGCTGGCGGTGGCTGTGGTGTGGGTGATCAAAGCAGTAAAAACGCCAAAAATCCCACAGTATCAGCGCAATAACCGTCGGTTTTACTAA+ STY4440 100 STY2734 66.346 STY4440 99.6 STY2734
ATGAGGATTTGCAGCAACGAGCCTTGCATAGTGTTATTAACCGAAAAAGATACATGGTTACGAGTAAATGGTAAGGAGCCAATCAGTTTAAAAGCGAATCATATGGCCATTCTGGCTTGTGAAAATAACGTTATTGACATTTCATCATTAAATAGCGTGCTAGTAATACAAGTGAGTCGCAATAATATTAAAGACTATTTACAATTCCTGAATAAAGATCTCTCACACCTTCCCGTCTGGCAACGCAACGCCGATC- STY4494 100 STY2988 62.745 STY4494 98.8 STY2988
ATGACCGTCCTCTCCTCACGTAACGCCTTAAAACGCCGTACCTGGGCGCTGTTTATGTTCTTCTTTTTACCCGGACTGCTGATGGCCTCCTGGGCAACCCGAACGCCTGCTATTCGGGATATTCTTTCCGTCTCTACCGCGGAAATGGGGACGGTCTTATTCGGGCTTTCTATCGGTTCAATGAGCGGTATTCTTTGTTCCGCCTGGCTGGTGAAACGATTTGGCACCCGGAAGGTTATTCACACGACGATGACC- STY0901 100 STY0750 59.459 STY0901 99.3 STY0750

STY2048 64.356 STY1633 62.037 STY2048 26.14 STY1633
ATGTCGCAAACCATTACGCTTATTAAGGATAAAATTCTTTCTGATAATTATTTTACTCTGCGCAACATTACCTATGACCTGACCCGTCGTAATGGCGAGGTTATCCGTCACAAGCGTGAGGTTTACGATCGCGGGAATGGCGCAACCATTCTGCTTTACAACTCAACTAAAAAAACCGTGGTTCTGGTTCGCCAGTTTCGCGTGGCGACATGGGTCAATGGTAATCAAGACGGTATGTTAATTGAAACCTGCGCTG- STY2714 100 STY1487 64.545 STY2714 99.7 STY1487

ATGAGCACTTTTAAACTCCTAAAAACTCTCACATCGCGCCGCCAGGTACTCAAAACAGGTCTGGCGGCCCTGACGCTGTCAGGTATGTCGCACGCAATAGCCAAAGAAGAAACGCTAAAAACCAGTAATGGTCACAGCAAACCCAAAACCAAAAAAACCGGCAGTAAACGGTTGGTGATGCTCGACCCCGGACACGGCGGCATCGATACCGGCGCGATTGGCCGCAACGGTTCTCAGGAAAAACACGTCGTACTGG+ STY2687 100 STY3129 70.588 STY2687 99.2 STY3129
ATGATGACGATGCCAACCTCACAATGTCCCTGGCGAATGCAGGTGCATCACATCCGTCAGGAGACGCCGGATGTATGGACAATTGCGCTATTATGCCATGACTACTACCCTTACCGCGCCGGGCAGTATGCGCTGGTGAGCGTGCGCAATTCAGCGGAAACGCTGCGCGCCTACACCCTTTCGTCTACGCCGGGCGTCAGTGAATATATCACGCTGACCGTTCGTCGGATTGAAGATGGCACGGGTTCACAGTGG- STY0932 100 STY2563 61.261 STY0932 98.6 STY2563
ATGCCGAATGTGCAGGAAAAACAGTTGCGATGGTACAACATCGCCCTGATGTCGTTTATTACCGTTTGGGGATTCGGCAATGTTGTCAATAACTATGCTAACCAGGGGTTAGTGGTTGTCTTCTCCTGGGTGTTTATTTTTGCGCTCTATTTTATTCCTTATGCCTTAATCGTGGGGCAACTGGGCTCAACCTTCAAAGAGGGAAAAGGGGGCGTCAGTACCTGGATTAAGCATACGATGGGGCCGGGGTTGGCT+ STY0967 100 STY4705 66.038 STY0967 99.2 STY2514
ATGATTGAACGCGGTAAATTTCGCTCGCTAACGCTGATTAACTGGAACGGTTTTTTTGCCCGCACTTTTGACCTGGATGAACTGGTCACGACGTTATCCGGGGGCAACGGCGCCGGGAAATCCACGACGATGGCGGCGTTCGTCACGGCGCTGATCCCGGATCTCACATTACTGCACTTTCGTAACACCACGGAAGCCGGCGCCACCAGCGGTTCGCGCGATAAAGGTCTGCACGGTAAGCTGAAGGCGGGTGTC+ STY0996 100 STY4862 64.423 STY0996 98.8 HCM1.227c

STY4872 59.048 STY2216 58.252 STY4872 7.92 STY2216
GTGGCACAACGAGATTATGTACGTCGCGGCCAACCGGCTCCTTCGCGGCGCAAAAAGAGCACCTCACGGAACTCACGGAAGAAGCAAAGCAACATGCCTGCCGTCTCGCCGGCAATGGTCGCGATTGCGGCAGCCGTCCTTGTGACCTTTATCGGCGGTCTGTACTTCATTACTCACCATAAGAAAGAAGAGTCCGAAACGCTACAAAACCAGAAAGTCACCGGCAATGGGCTTCCGCCAAAACCGGAAGAGCGC+ STY3777 100 STY1242 77 STY3777 53.32 STY1242

STY1004 57.282 STY2305 56 STY2305 17.43 STY1004
GTGCAAACCTTTCAAGCCGATCTTGCCATTATAGGCGCTGGTGGCGCGGGATTACGTGCTGCAATTGCTGCCGCACAGGCGAATCCCAATGCTAAAATCGCACTGATCTCAAAAGTGTACCCGATGCGCAGCCACACCGTCGCTGCCGAAGGGGGTTCAGCCGCTGTCGCCCAGGATCATGACAGCTTTGACTACCATTTTCACGATACGGTAGCAGGCGGAGACTGGCTGTGTGAGCAGGATGTCGTGGATTAC- STY4703 100 STY0777 74 STY4703 99.3 STY0777
ATGGAACGAGCCCATCGTATTGATCTAAAGCTATTACGTTATTTCCTCGCTGTTGCAGAAGAATTGCATTTTGGCCGGGCTGCTGCCCGGTTAAATATGTCACAACCTCCCTTGAGTATCCATATCAAAGAACTTGAACAGCAACTGGGTACATTGCTGTTTATTCGTCATTCCCGCAGCGTTGCATTAACCCATGCCGGGAAAGTTTTAATGGAGGAGTCACGTCGCTTGTTAGCCAATGCAAATCAGGCGCTGG- STY2655 100 STY1578 80 STY2655 98.77 STY1578

STY2844 64.486 STY2473 61.321 STY2473 5.04 STY3966
ATGACCACCGCCTTTTTTGTCGCCGCCGACTGGCTTGCCGAACATATTGATGATCCGGAAATACAGATTCTTGACGCCCGTATGGCGCCACCAGGACAGGAACATCGTGATATGGCGGGCGAATATCGCGCCGGACATATTCCCGGCGCGCTGTTTTTTGATATTGAAGCGCTTTCCGATCGCGCATCGCCGCTGCCGCATATGATGCCGCGCCCGGAAGCGTTTGCGGTGGCCATGCGTGAACTGGGTGTTCGCC+ STY2779 100 STY2877 63.81 STY2779 98.3 STY2877
TTGGTCAGCCACGAGCGTCGTGTCGTCTTTTTTGATTTGGATGGAACGTTATATCAACAGGATATGTTCGGCAGTTTTCTGCGTTATTTGCTGCGCCGTCAGCCGCTAAATGCGCTGCTCGTACTGCCGTTGTTGCCCATTATCGGTATCGGTTTACTGGTAAAAGGGCGTGCGGCCCGCTGGCCGATGAGTCTGTTATTGTGGGGCTGTACTTTTGGCCATAGCGAAACGCGTTTGCAGGCGCATCAGGCGGATT- STY2815 100 STY0435 57.692 STY2815 99.1 STY0435
ATGAAAACACCCTCACAACCGCGCGCGATTTTTTACATCGTGGCGATTCAAATTTGGGAATACTTCAGCTTTTACGGCATGCGTGCCTTACTCATCCTTTATCTTACCCACCAGCTTGGTTTTAATGACAGCCACGCGATCAACCTCTTCAGCGCCTACGCCTCTTTAGTTTACGTTACCCCTATTCTTGGCGGCTGGCTTGCCGACCGCCTGCTTGGCAACCGCGTGGCGGTTATCACCGGCGCCTTATTGATG+ STY2807 100 STY0750 84 STY2807 98.8 STY0750
ATGGGCGACCAGGAGCCAGTACGATTGAGCAAAAATAAACTCTCCAAAGGCCAGCAGCGCCGTGTGAACGCCAATCACCAGCGTCGTTTAAAAACGTCCGCGGAGAAAGCCGACTACGATGACAACCTGTTTGGCGAGCCTGCAGAAGGTATCGTCATTAGCCGTTTTGGTATGCATGCCGATGTGGAGTCTGCTGACGGCGAGGTTCACCGCTGCAATATCCGCCGCACTATCCGTTCGCTGGTGACGGGCGAT- STY4709 100 STY4607 69 STY4709 99.4 STY2397
ATGGAAAATAAAGGCACAAACCTGACACCCGAGCAGGCGCTGGATCGCCTGGAGGAGCTGTACGAGCAGTCGGTTAACGCGCTCCGTGAAGCCATCGCTGACTATGTTGATAACGGCACGCTGCCCGATCCCCATGCCAGGCTTAACGGACTGTTTGTTTATCCTTCGCTGTCTGTAAGCTGGGATGGCGCGACACCGAACCCGCCTAAAACACGCGCTTTTGGACGCTTTACTCATCCCGGCTGTTATACCACT- STY2211 100 STY3808 64.22 STY2211 98.8 STY3808
ATGGACGTCACGCCGCTGATGCGCGTTGACGGCTTTGCGATGCTCTACACCGGGCTGGTGCTGCTGGCGAGCCTCGCCACCTGTACTTTTGCCTACCCGTGGCTGGAAGGCTATAACGATAACCAGGAAGAGTTCTACCTGCTGGTGTTAATCGCCAGCCTGGGGGGAATTCTGCTGGCGAACGCCAACCATCTGGCGGCGCTGTTCCTCGGTATTGAACTGATCTCACTGCCGCTGTTCGGCCTGATTGGTTAT- STY2546 100 STY4700 66.337 STY2546 90.81 STY2548
ATGACTGACTCGATTATGCAGAATTACAACCAGCTACGTGAGCAGGTAATCAACGGCGATCGCCGTTTCCAGCACAAAGACGGTCATTTGTGTTTTGAAGGGGTCGATCTGGACGCTCTGGCGCGCCAGTACCCCACGCCGTTCTATGTGTTTTCTGAGCCGGAGATTATTCGTAACATTCATGAAATCCAGCAGGCATTTGCGGCGCATAAAAATACCAAAACCTTCTTTGCGTCAAAAACCTGCTCGGTCATG- STY2590 100 STY4071 65.686 STY2590 99.3 STY4210
ATGTTTTTAATTAATGGCCATGCGCAGGATCAACTTGCTGTAAGCGACCGGGCGACGCAGTTCGGCGATGGCAGTTTTACGACCGCACGTATTGTTGATGGCAACATTTGCCATCTGGAAGCGCATCTTCAGCGCTTGCAGGTTGCCTGTGAAAAATTACGGATCGCTTTTAGCCATTGGTCGACCCTTCGGCAAGAGATGACAATGTTGGCCACAGGGCATGATTCAGGCGTGTTGAAAGTGATCATTAGCCGTG+ STY1237 100 STY0720 60.784 STY1237 100 STY0720
ATGAAGCGTCTGATGTTTATCGGCCCCAGCCAGTGCGGGAAAACTTCGCTGACCCAAAGCCTGCGTGGCGAAGCGCTCCATTACAAGAAAACCCAGGCCATTGAATGGTCGCCGATGGCTATCGACACGCCGGGCGAATACCTGGAGAACCGCTGCCTGTACAGCGCCCTGCTGACCAGCGCCTGCGAGGCCGACGTTATCGCCCTGGTGTTAAATGCCGACGCTCAGTGGTCGCCGTTTTCTCCGGGTTTTACCG+ STY2261 97 STY2705 61.538 STY2261 94.3 STY2705

STY3739 100 STY4353 100 STY3739 98.62 STY4353
GTGTATCGCCTGATTGATCAGCTCGGACCGGTATCGCGAATTGACCTGTCTCGTCTGGCGCAGTTGGCGCCTGCCAGTATTACGAAAATTGTTCGCGAAATGCTGGAAGCGCATTTGGTTCAGGAACTTGAAATTAAAGAGGCGGGCAGTCGTGGACGTCCCGCCGTCGGGCTGATGGTGGAAACAGAAGCCTGGCACTATTTATCTATTCGTATTAGCCGTGGCGAAATTTTCCTTGCACTGCGCGATCTTAGC- STY1576 100 STY0720 71 STY1576 93.37 STY0720



ATGGAACTGATCAATAATCGTGGTATGCGAGATTGGATGATATTTATTAAAGTGGCGGAAGTAGGGAATCTTTCCCGGGCTGCGCGGGAATTAGATATTAGCATTTCTGCTGTCAGTAAATCGCTTAGTCGCCTTGAGAATTCTATTGAGGTTACTTTACTTCGGCGCGATTCACATCACTTAGAGCTGACTGGAGCTGGTCAGACAGCCTATGCAAGCATGAAAAGGATAACATCTTCCTTTCAGTCCTTGCTG+ STY0341 100 STY0197 51.961 STY0341 98.69 STY0197
ATGAAACTCTCCCTGCCGGCCCTGCGAAATACGCCCTGGTTTAAAGCGACCTCCGGCCAGTGGCGTTACGCGTTGCGCAATACCATTGCCATGTGTCTCGCGCTGACATTCGCTTATTATCTCAATCTGGATGAGCCCTACTGGGCGATGACTTCGGCCGCAGTGGTGAGCTTTCCGACCGTAGGCGGCGTAATCAGTAAAAGTCTGGGGCGTATTGCCGGGAGTTTACTCGGCGCGACCGCCGCGTTGATTATT+ STY1681 100 STY1791 62.617 STY1681 99.2 STY3545
ATGCTGCCCGCTACTTTTTTGATATCCGATGAAGGAAAAATAATGGCCACCCCGACTTTTGACACTATTGAAGCGCAAGCGAGCTACGGCATTGGTTTGCAGGTAGGGCAGCAGCTCAGCGAATCCGGTCTTGAAGGGCTGTTGCCTGAAGCGCTGGTTGCAGGCATTGCTGATGCGCTGGAAGGTAAACACCCGGCGGTTCCTGTTGATGTGGTGCATCGTGCGCTGCGTGAAATTCATGAGCGTGCGGACGCGG+ STY4753 100 STY4345 67.327 STY4753 99.5 STY4345
ATGCCAGAGGTCAAAACCGAAAAGCCGCATCTTTTAGATATGGGCAAACCACAGCTTCGCATGGTTGATTTGAACCTATTGACCGTGTTCGATGCGGTAATGCAAGAGCAGAATATTACGCGCGCCGCCCACACGCTGGGAATGTCGCAGCCTGCGGTCAGTAACGCCGTAGCGCGTCTGAAGGTTATGTTTAATGACGAACTTTTTGTTCGATATGGACGAGGAATTCAGCCGACTGCCCGTGCATTTCAGTTA+ STY0134 100 STY3165 66.038 STY0134 99.4 STY3220
ATGCTGATATGTTTTATGCCTGCTTTATTAAAGAGAGTAGGTCTGCCAGTGAAATATACCGATAATGCAAAATTATTTATTAGCTTCATTAATATTGGGATTGTAAGTTGCGCTTTGCTACTTTTTTATTTTGTATGA- STY2152 100 STY2151 96 STY2151 57.34 STY2152

STY4676 83 STY3827 54 STY4676 32.98 STY3827
STY4892 53.465 STY3877 51 STY4892 6.61 STY3877

ATGGAATTAATTTTTTTAGGTACGTCCGCAGGCGTTCCCACACGCTCACGCAATGTAACGGCAATTTTATTACATCTGCAACATCCAACGCAGCCGGGAGTATGGCTTTTTGATTGCGGCGAAGGGACACAGCATCAAATGCTTAATACCGCGTTTCATCCCGGTAAGCTTGAGCGCATTTTTATCAGCCATCTTCACGGCGATCATCTGTTTGGCCTGCCGGGTCTGCTATGCAGCCGGTCGATGGCGGGGAAT+ STY2544 100 STY0455 56.604 STY2544 90.16 STY0455
ATGATTAAGCTTGCGCCCGCAGGGCTTAAAGACGATATCGAAATGCGCAAAGTTTATGCCGGTTTTGTCGCCGGGCAGATTGAGGCCGGAAGCCCAATTATTGCGCTTGAGGCTGATTTAATGAGCTCGATGGCGATGGACAGCGTGGCGCGTGACTACCCGCAGCATGTCATTAACTGCGGTATTATGGAGGCGAATGTGATTGGCACGGCGGCGGGACTGGCGCTGACCGGTCGCAAACCGTTTGTGCATACC- STY2570 100 STY2164 59 STY2570 97.9 STY2164
ATGGGTAAATTTAAATTTCCCACCGCTTATACCATCCTGTTTATTCTTATTGCCCTGGTCGCGGTGATGACCTGGATTGTGCCGGCGGGAAAATACCAAATGGCGATGAACGCCACGCTGGGAAAAGAGGTGCCGGTGGCGGGAACGTATGCCCCCGTGGACGCGCATCCGCAAGGGATTACCGCTGTTTTACTGGCGCCGATTGACGGCCTCTATAACCACGAAACCTACACCGCCGGCGCCATTGACGTCGCG- STY4802 100 STY2536 61.468 STY4802 98.6 STY2536

STY1272 62 STY2967 61.111 STY4485 3.5 STY3137
ATGAGTAACACGAATTCTGGCTTACTTGGCATCAAAGACATTGTCTTTATGAATGTCATCGCTATTCTGAGTTTGCGGCAAATCCCTAACGTGGCGCCTTACGGGGCATCGGCCATGTTGCTATGGGTGATAGCCGCATTCTGCTTGTTTTTTCCTTTAGCGATGGTATGCGGCGAGCTGTCAACCGGCTGGCCGAAAGATGGCGGGATATTTGTCTGGATTAAAGAGGCATTTGGTAAACGTATTGCATGGATT- STY2589 100 STY2589 99.3
ATGCAAAAGGTAAAATTACCCCTGACTCTTGATCCGGTTCGTACCGCTCAAAAACGCCTTGATTACCAGGGTATCTATACCCCCGATCAGGTTGAGCGCGTTGCCGAATCTGTAGTCAGTGTGGACAGTGATGTGGAATGCTCCATGTCGTTCGCTATCGATAACCAGCGTCTCGCCGTTTTGACTGGCGATGCGGTCGTTACGGTGTCGCTCGAATGCCAGCGTTGCGGGAAACCGTTTACCCATCAGGTTCACA+ STY1229 100 STY0112 63.366 STY1229 99.6 STY0112
ATGCGTTTTTGGCTTCTTGTTATCACAGCATTGTTCCTGGCAGGATGCAGTACTCATCGGGCACCGGCGCCAAATGCCAGATTATCAGACTCCATTACCGTCATTGCGGGTCTGAACGATCAGTTGCAGTCCTGGCGCGGTACGCCATACCGCTACGGCAGCATGAGTCGCAGAGGCGTGGACTGTTCCGGCTTTGTGGTAGTCACTATGCGCGACAAGTTTGATTTGCAGTTGCCTCGTGATACGCGTGAACAAT- STY1767 100 STY2450 66 STY1767 99.6 STY2450
ATGTTGATCTTTGAAGGTAAAGAAATCAGTACTGATAGCGAAGGCTATCTGAAAGAGACGACGCAGTGGAGTGAAGCGCTGGCAGTCGCTATCGCCGCCAATGAAGGCATTGAGCTCTCTGCGGAACACTGGGAAGTCGTGCGCTTCGTGCGCGAATTTTACCTGGAGTTTAATACCTCTCCCGCCATCCGAATGCTGGTAAAAGCGATGGCGAATAAGTTCGGCGAAGAAAAAGGCAACAGCCGCTATCTGTATC- STY1111 100 STY1111 99.7
ATGAAGTTCAAACAACCTGCCTTGCTACTGTTTATCGCGGGAGTGGTTCACTGCGCAAATGCGCACACTTACACATTCGATGCATCAATGTTGGGCGATGCAGCGAAAGGGGTTGATATGTCGCTCTTTAACCAGGGGGTACAACAGCCAGGGACTTATCGAGTGGACGTAATGGTGAATGGTAAACGTGTCGACACCCGTGATGTGGTGTTCAAATTAGAAAAGGATGGGCAAGGAACGCCTTTTCTGGCTTCT+ STY0336 100 STY3920 79 STY0336 98.8 STY0593
ATGAGTCTGAATTTCCTTGATTTTGAACAGCCGATAGCAGAGCTGGAAGCGAAAATCGATTCTCTGACTGCGGTAAGCCGCCAGGATGAGAAACTGGATATTAATATCGATGAAGAAGTCCATCGCCTGCGCGAAAAAAGCGTAGAACTGACGCGCAAAATCTTCGCCGATCTCGGCGCATGGCAGGTAGCCCAACTGGCGCGCCATCCGCAGCGTCCGTACACCTTGGATTATGTCCGTCTGGCGTTTGATGAG+ STY0255 100 STY0931 61.765 STY0255 99.4 STY0931
ATGAGACTCAGGAAATACAATAAAAGTTTGGGATGGTTGTCATTAATTGCAGGCACTGCATTACTCAGTGGCTGTAATTCTGCGCTGCTGGATCCCAAAGGACAGATTGGACTGGAGCAACGTTCGCTGATACTGACGGCATTTGGCCTGATGTTGATCGTCGTTATTCCCGCCATCTTGATGGCTGTTGGTTTTGCCTGGAAGTATCGTGCGAGTAATAAGGATGCGAAGTATAGCCCGAACTGGTCACACTCC- STY0485 100 HCM2.0016c 55.769 STY0485 99.8 HCM2.0016c
ATGGCTATCGAAATCAAAGTACCGGACATCGGGACAGATGAAGTTGAAATCACCGAGATTCTGGTCAAAGTGGGCGACAAAGTTGAAGCTGAACAGTCGCTGATCACCGTAGAAGGCGACAAAGCCTCTATGGAAGTCCCGTCTCCGCAGGCTGGCGTCGTGAAAGAGATCAAAGTCTCTGTCGGCGACAAAACTGAGACCGGTGCACTTATCATGATTTTCGATTCCGCCGACGGTGCAGCTGACGCTGCGCCT+ STY0176 100 STY0780 60 STY0176 98.4 STY0780
ATGGAACGCGTGTTGATTGTGAATGCCGATGATTTTGGCCTGAGTAAAGGGCAAAATTACGGCATTGTTGAAGCATATCGCAACGGCGTTGTGACCTCCACGACGGCGCTGGTCAATGGCGAGGCTATTGACCATGCGGCGCAGCTTAGCCGCGAGCTGCCTGCGCTTGGGGTGGGAATGCATTTTGTTTTGACGTTAGGCAAACCGGTGTCAGAGATGCCGGGCCTGACGCGAGACGGCCTGTTGGGGAAATGGA- STY1796 100 STY4416 70 STY1796 98.9 STY4416

GTGAAAATACAAGAAGTTAAGCGTATATTAACCCGCTGGCAGCCGTCTTCCTTTACCCTATACCGGGAGGTGTTTACGCAATACGGCGGTAGTATCAATATGCACCCAGATATTGTGGATTATTTTATGAAGCGCCATAACTGGCATTTTAAATTCTTCCACTATAAAGAAGATGATAAGATTAAAGGCGCCTACTTTATCTGTAATGATCAGAATATTGGCATCCTGACGCGCAGAACCTTCCCGCTATCTTCAG+ STY2900 100 STY2803 82.692 STY2900 98.9 STY2803
ATGACTACAACACCGCCACAACGAATTGGAGGCTGGCTTCTTGGCCCGTTAGCCTGGCTGTTAGTCGCGTTGTTGAGCGCCTCGCTGGCGTTATTACTCTACGTTATGGCGCTTGCCACACCGCAAACGTTCAAAACGCTTAGCGGACAGGAAACCGGTAATTTACTGCTATGGGGCATTTCATTTATTACCGCTATCGCCATGTGGTACTATACCTTGTGGTTGACGATCGCATTCTTCAAGCGCAGACGCTGCG+ STY1662 100 STY2495 74.257 STY1662 99.1 STY2495
GTGAGTCGTACAACTATTCTCGATGACGCCACGGCGAGCGATATCGATGAACAACGCCATTCTCAGCCGGTTCAATTTATTAAACGCGGTACAGCGCCTTTCATGCGCGTCACGCTGGCTCTTTTTTCCGCGGGCCTGGCGACTTTCGCACTCCTTTATTGCGTTCAGCCTATACTACCGGTACTTTCCCAGGAGTTTGGCGTCTCCCCCGCCAGCAGCAGCGTTTCACTTTCTATTTCTACCGCCATGCTGGCT+ STY1579 100 STY3981 89 STY1579 98.8 STY3981
ATGAAGATTAAAACTGGCGTAGGCATCCTCGCATTATCCGCACTTACGACGATGATGATTTCCGCCCCGGCTCTCGCCAAAATTGAAGAAGGTAAACTGGTTATCTGGATCAACGGCGACAAGGGCTATAACGGTCTGGCCGAGGTCGGTAAAAAATTTGAGCAAGACACCGGCATTAAAGTGACCGTTGAGCACCCGGATAAGCTGGAAGAGAAATTCCCGCAGGTGGCTGCCACCGGCGACGGTCCTGACATT- STY4425 100 STY3570 72 STY4425 98.9 STY3570
ATGAAAAACTTTTTCGCAGTCTGCATCATTCCCCTTGTGGTAACCTGGTCCGCTACTGCATCAGCAAAAGAAGGGATCTATATCACCGGGAAAGCGGGGACATCCGTAGTCAATGTCTATGGAATCAACTCAACCTTCAGCCAGGAGGAGATAGTCAATGGTCATGCAACGTTACCTGACCGTACCAAAGGCGTTTTTGGCGGCGGGGTTGCTATCGGTTATGACTTTTATGATCCATTCCAGCTTCCAGTACGTT- STY0351 100 STY1628 60.396 STY0351 98.6 STY1878
ATGTCGGCGGCGTCCCGTCTTTATCCTCTGCCTTTTCTGGCGGTCGCCATATTGGCTGGCTGTAGTAGTCAATCCGGGCAGCCGGTGAGCAAGGGCGAGAAGCCTGTCGACGTGGCAAGCGTAGTACGTCAGAAAATGCCGGCCAGTGTCAAAGACAGAGAGGCCTGGGCGAAAGATATCGCGACAACGTTTAAGAGCCAGGGGCTGGCGCCGACGGTAGAAAATATCTGTTCGGTGCTGGCTGTCGCCCAGCAG+ STY0409 100 STY1927 61 STY0409 98.8 STY1927
GTGTTAAACCGTTATCCTTTGTGGAAGTACATCATGCTGGTCGTCGTGATTATCGTCGGCCTGCTTTACGCACTTCCCAACCTGTATGGTGAGGATCCGGCTGTTCAAATCACTGGCGTGCGCGGCGTCGCCGCCAGTGAGCAAACGCTGATCCAGGTCCAGAAAACGTTACAAGAAGAAAAAATTCCCGCTAAGTCTGTGGCACTGGAAGAGGGCGCTATTCTTGCGCGCTTCGACACCACCGATACCCAGCTA+ STY0445 100 STY1302 59.406 STY0445 99.6 STY1302
ATGATTAGCGTAACGCTCAGCAAAATTGCCGATGTCCTTGGCGCCGAACACCGCGGGGCGGATCTCACGCTCGATACGGTCATTACCGACACACGGAAAGTGACGCCGGGATGCCTGTTCGTGGCGCTGAAAGGGGAACGCTTTGATGCGCATGATTTTGCTGATAAAGCAAAAGCGAACGGCGCTGGCGCCCTGCTGGTCAGTCGTCCTCTGGATATCGATCTTCCGCAGGTGATTGTAAAAGACACGCGTCAG+ STY0144 100 STY0043 72.277 STY0144 98.9 STY0812
ATGGTCTGGATTGATTACGCCATTATCGCGGTGATTGCTTTTTCCTGTCTGGTTAGCCTGATCCGCGGCTTTGTTCGTGAAGCGTTATCGCTGGTGACGTGGGGTTGTGCTTTCTTTGTCGCCAGTCACTACTACACTTACCTGTCTGTCTGGTTTACGGGCTTTGAAGACGAACTGGTTCGTAATGGGATTGCTATCGCGGTACTGTTTATCGCGACGCTTATCGTCGGCGCTATCGTGAATTTTGTGATAGGTC- STY2593 100 STY0830 60.396 STY2593 100 STY0830
ATGCGTCTCTTATTGGCGGAAGATAACCGTGAGCTGGCTCACTGGCTGGAGAAAGCGCTGGTGCAAAACGGCTTTGCCGTGGACTGCGTATTTGACGGCCTGGCGGCTGACCATCTTCTGCACAGTGAAATGTATGCGCTGATGGTGCTGGATATCAATATGCCGGGAATGGATGGACTGGAGGTGGTGCAACGGCTGCGTAAACGCGGTCAGACCTTGCCCGTTTTGCTGCTCACGGCGCGAAGCGCGGTGGCGG- STY2904 100 STY4491 72 STY2904 98.4 STY3354
ATGTCTCGTAATACTGAAGCAACGGAAGAGGTCGGCATCTGGACAGGCGGACGCCTTAATTACAAAGAAGGATTTTTCACGCAATTACCCACTGATGAACTGGCAAAAGGCATCAGCGAAGAGGTGGTGCGTGCGATTTCCGCAAAGCGTAACGAACCTGATTGGATGCTGGAATTTCGCCTCAATGCCTATAGAGCCTGGCTGGACATGGATGAACCGCACTGGCTGAAAGCGCATTACGATAAACTGAACTAT- STY1753 100 STY1753 98.9
ATGAGTCAGCCATTATTAGCGGTTAACGGCCTGATGATGCGCTTTGGCGGTTTGCTGGCGGTCAACAATGTATCGCTGGAATTGCGTGAGCGGGAAATTGTGTCGCTGATTGGCCCTAACGGCGCGGGTAAAACGACGGTGTTTAACTGCCTGACCGGTTTTTATAAGCCGACAGGCGGTACGATCACGTTGCGCGAGCGGCATCTGGAAGGATTGCCGGGCCAGCAGATCGCCCGCATGGGCGTGGTACGCACTT+ STY4251 100 STY4252 67 STY4251 99.6 STY4172
ATGCGTAGTTTTGGACAGCTATGGCCGACGCTGAAACGGTTGCTGGCGTATGGCTCGCCATGGCGAAAACCGCTCTCTGTCGCGGTGATGATGCTGTGGATTGCGGTGGCGGCGGAGGTTAGCGGTCCGCTGCTGATCAGCTATTTCATTGATAACATGGTGGCCCGCCACCATTTACCGTTGGGCAAGGTCGCGGGGCTGGCGGCCGCCTATGTGGGGCTACAGTTTCTGGCGGCGGGTCTGCATTACGCCCAG+ STY0504 100 STY2678 70 STY0504 99.2 STY0985
GTGAAAAACGCGTCAACTGCATCCGGCGCCAGCGTGTCGGATGCCGCGTCGAAGAATGAACCGACGCTTCAACGGGGGTTGCAAAACCGCCATATTCAGCTAATCGCCCTGGGCGGCGCCATTGGCACCGGACTGTTTCTGGGCATCGGCCCGGCGATTCAAATGGCGGGGCCGGCTGTTTTGTTGGGCTATGGCGTTGCCGGGATTATCGCTTTTCTCATTATGCGCCAGTTGGGTGAAATGGTCGTGGAAGAG+ STY0617 100 STY0173 79 STY0617 99.1 STY0173
ATGGCCTCTTCCCGGGTCGTTAAACACATGTCCCCTGTCGGTTGCAAACCAGAGCACACTTTTGGGCGTAAAGGCGAGCCAAAGATAAGACACAAGTTATCTTCCGAAAGCTGCACGCATCTGGTATTCATCGGCTTGCCATTCGGCATTCCGGGTATCGGCGACGAAATTGAAGGCGCAATACAGCAAGCGCCACAACCGCTACGACAGTCCATGCTCAGCCCCTCTATTTATAACCAAATGAAAGATAACAGAA+ STY2446 99.01 STY3319 63.462 STY2446 98.5 STY3319
ATGACCTCAATGCAAAAATGGCTACGGATCGGCGCGACATTAATGTTCGGCCTTTTTGTTGCTTATCTTGACCGTTCTAATCTTTCCGTTACGTTACCTACGATTACACACGACCTGAATATTGATGGCGCAACGGCCAGCATTGTATTAACCATATTTCTTATTGGCTATGCCTTTTCAAATATTTTTGGCGGCGTATTTACCCAGCGATACGATCCGAAAAAAATAGTCATTCTGATGGTGCTAATCTGGTCG- STY4771 100 STY1755 68.932 STY4771 99.32 STY1755
GTGACACCGATGCTTTTAAGCGCTTTCTGGACTTATACATTAATCACCGCCCTTACCCCCGGCCCAAACAATATTCTCGCGCTTAGCGCAGCAACTGCACATGGTTTTCGGCAGAGTATTCGTGTACTGGCAGGTATGAGTCTGGGATTTTTGGTCGTCATGCTGCTGTGCGCCGGGATCGCGTTTTCCCTTGCGGTTATCGATCCGGCAATCATTCATTTGCTCAGTTGGGTAGGGGCTGCGTATATCCTGTGGC+ STY2838 100 STY2259 59.813 STY2838 98.6 STY2259
ATGATTGTAAGAAAACGCCGTGGTCGCCGGACATTGCGTTGTCTGGCGGGCCTTATGGCCTGCTCGTTTTTTATCAATACCACGTATGCCTGGCAACAAGAATATATCGCTGAAGCGGCTCCGGGGCATACGACGGAACGCTATACCTGGGACAGCGATCACCAACCGAATTACAACGACATACTGGCCGAACGTATTCAGTCTACGCAAAATACGGTGGGTCCGGTGCTTAGCCTGGCGGATGAAACCCCGCTTG+ STY4161 100 STY0985 67 STY4161 98.4 STY0985
ATGAAATATTCCTTAGGACCGGTGCTTTATTACTGGCCGAAAGAGACGCTGGAAGATTTTTATCAGCAGGCCGCAAAAAGCAGCGCTGATATCATTTATCTGGGCGAAGCGGTGTGCAGCAAACGTCGCGCGACTAAAGTCGGCGACTGGCTGGAAATGGCGAAATCCCTCGCTGCCAGCGGTAAGCAGGTGGCGCTCTCCACCCTGGCGCTGGTACAGGCGTCATCTGAATTAAGCGAGCTGAAACGCTATGTGG+ STY3458 100 STY4816 72 STY3458 96.62 STY2405
ATGTTGGAATCAAGTAAAGTCCCGGCTCTTACTCGCGCAATCGACATCCTCAATTTGATCGCGCGTATTGGCCCATGCAGCGCGGCAATCATTATTGAAACGTTGCGTATTCCAAAAAGCACCGCGTACCTGCTGTTGAATGAATTAAAACGTCAGCGATTTATTAGCCTCGATCATCAGGAGAACTACTGCCTGTGGACTAAGCTCGTTGAATTGTCGGGTCATGCGCTCAGCAAGATGGATCTGAGGGAGCTGG- STY2522 100 STY1972 70 STY2522 98.7 STY1972
ATGGATTACTTCACCCTCTTTGGCTTACCAGCCCGTTATCAGATTGACACCCAGGCGCTGAGCTTTCGTTTTCAGGATCTGCAACGCCAGTATCACCCTGACAAATTTGCCAACGGCACTCAGGCGCAGCAGCTTGCCGCCGTCCAGCAATCCGCCACGATCAACCAGGCCTGGCAAACGCTGCGTCACCCTTTGACGCGCGCGGAGTATCTGCTTTCCTTACACGGGTTCGATCTGGCCAGCGAGCAGCATACGG- STY2786 100 STY2964 55.446 STY2786 99.6 STY2964
ATGAATAAGTTCTTTTTACACTGCGCGATATATTGGTGCTTGCTTCCCATATCATGGGCGCAGGCTGGCGTGGTAATTGGCGGTACTCGCTTTATCTATCATGCGGGCGCCCCGGCATTAAGCGTACCGGTAAGTAACCATTCAGAAGCGTCCTGGTTAATTGATACGCATATTTTACCTGGTGGCCGCTGGCCTGGAACCAAAAACGAAGGGAATATTACGCCCTTCGTGGTCACGCCGCCATTATTTATGCTTT+ STY0032 100 STY0592 65.347 STY0032 94.57 STY3087
ATGAAAACGTTAGGTGAATTTATTGTCGAAAAGCAGCACGAGTTCTCTCAGGCTACCGGTGAGCTCACTGCTTTGCTGTCGGCAATAAAATTGGGCGCCAAGATCATCCACCGCGATATCAACAAGGCCGGTCTGGTCGATATCCTGGGTGCCAGCTGTGCTGAGAACGTACAGGGCGAGGTTCAGCAGAAACTCGATCTGTTCGCGAACGAGAAACTGAAAGCTGCACTAAAAGCGCGCGATATTGTAGCGGGC- STY4774 100 STY0475 65.094 STY4774 99.3 STY0475
ATGAAAAATGTTGGCGACCTGATGCAGCGTCTACAAAAAATGATGCCTGCGCATATTACGCCGGCGTTTAAAACGGGCGAAGAACTGCTGGCCTGGCAGAAAGAGCAGGGCGAGATCCGGGCGGCAGCGCTGGCGCGGGAAAATCGGGCGATGAAAATGCAGCGCACCTTTAACCGTTCCGGCATTCGACCGCTGCATCAAAACTGCTCGTTTGATAACTATCGGGTTGAGTGCGACGGACAAATGAACGCGTTAA- STY4896 100 STY1023 68 STY4896 98.6 STY2062

ATGGCCTACCGTTCCGCACCGATTGCTGACGATATTATCTGGCGAGCTGCTCCCCAGCCGGAAGACGCCTCGCTGGCGGACGCAGTACGCGAGACGATCGCCTCTACCCGTCAGCACCTGTTGGACTTCATCCGGCTGGATGAAACGCCGCCGCCAACGGCGATGACTCTTGCCCAGTGGACGCGCCCCGCGACGTTTCGTTCATTGCTGGCCGCCTATTCCGATCACATCTATCGGCACACGCCAGGCCTGCCAC- STY4903 100 STY1955 58.252 STY4903 99.5 STY1955
ATGCGTGGGGATTTTTACAAACAGTTAACCAACGATCTGGAAACCGCCCGGGCGGAAGGATTGTTTAAAGAAGAGCGCATTATTACGTCTGCGCAGCAGGCGGATATCACCGTGGCGGATGGAAGCCACGTTATTAACTTTTGCGCCAATAACTATCTCGGGCTGGCGAATCACCCTGAGCTGATTAATGCCGCAAAAGCGGGCATGGACAGCCACGGTTTCGGTATGGCGTCCGTGCGTTTTATCTGCGGCACC+ STY4086 100 STY4086 99.4
ATGGCGATTCTGGGACTGCAGGGCGTGCGCGGCGGGGTGGGAACCACATCTCTCACCGCAGCACTCGCCTGGGCGTTACAAATCTTAGGGGAAAATGTCCTGGTGATTGACGCCAGCCCCGATAACCTGCTGCGCATGTCGTTTAACGTCGACTTCGTCCATCAGGGCGGTTGGGCGCGATCGTTGCTGGACGGCCAGGACTGGCGCGATGCCGGGTTACGTTATACCTCGCAGCTTGATCTACTGCCGTTTGGAC+ STY4180 100 STY3076 61.165 STY4180 98 STY3076
ATGAGTCAGGTACTGATTACCGGCGCGACCGGACTGGTCGGCGGACATCTGCTGAGAATGTTAATCAACACGCCGCAGGTGAGCGCGATCGCCGCGCCAACGCGTCGCCCGCTGACGGATATTGTCGGCGTTTATAACCCTCACGATCCGCAGCTTACCGACGCGTTAGCTCAGGTGACCGACCCGGTGGATATTGTTTTTTGCTGCCTGGGCACGACCCGGCGTGAAGCGGGAAGTAAAGCGGCGTTTATTCATG- STY3451 100 STY3458 62.385 STY3451 93.26 STY3458
ATGAAAACCACACTGAAAAACCTTAGCGTGGCGTTGATGTTGGCAGGAATGACCATCGGAAGCGGCGCCGTGGCGGCTGAAAAAGTCGTCATCGCCCACCGTGGCGCCAGCGGTTATCTGCCGGAGCATACGCTACCGGCGAAAGCGATGGCGTATGCGCAAGGGGCAGATTATCTGGAACAGGATTTAGTGATGACAAAGGACGACCATCTGGTCGTCCTCCATGACCACTACCTTGACCGGGTGACTGACGTC- STY2511 100 STY4258 71 STY2511 98.4 STY4258
ATGAATCAGAGTCTGCTGGTGACAAAGCGTGACGGCCGTACTGAGCGCATCAATCTCGACAAAATTCATCGCGTGCTTGATTGGGCGGCAGAAGGACTGAATAACGTATCGGTTTCTCAGGTCGAGCTACGCTCGCATATTCAGTTTTATGATGGGATTAAGACCTCCGATATCCATGAAACTATCATTAAGGCCGCCGCAGACCTGATCTCTCGCGATGCGCCGGATTATCAATACCTGGCTGCGCGTCTGGCG+ STY2506 100 HCM2.0122c 83 STY2506 98.3 HCM2.0122c



ATGAAAACACCTCGTTTACTGCAATATCTGGCCTACCCACAAAAAATAACCGGCCCAATTATTGAGGCGGAATTGCGCGATGTGGCCATTGGCGAACTGTGTGAAATACGCCGTGGCTGGCACCAAAAACAGGTTGTTGCACGTGCGCAGGTGGTTGGCTTACAGCGGGAACGCACCGTGCTGAGCCTTATCGGCAATGCCCAGGGGCTGAGCCGCGATGTCGTGCTTTATCCCACTGGACGTGCGTTATCGGCG- STY3017 100 STY1705 71 STY3017 99.5 STY1705
ATGACCATACAGCAATGGTTATTCTCATTTAAAGGGCGTATCGGACGCCGTGATTTCTGGATTTGGATCGGCCTCTGGTTTGCCGGGATGCTGGCGCTATTTTCGCTGGCGGGGAAAAACCTGCTTGATATCCAAACGGCGGCATTTTGCCTGGTGTGCCTGCTGTGGCCGACCGCCGCCGTCATGGTCAAACGTCTGCATGACCGGGGACGTTCCGGCGCGTGGGCGTTGCTAATGATTCTGGCGTGGATGCTGC- STY3787 100 STY3351 66.019 STY3787 99.3 STY2801
ATGAGTAATCCAGAACGGGAAGTCACTGATATAGCAGAAATACTGGCTATTCTCAGTAAACACGAAGTGTGTCGGATAGGGTTTAACGACAATCTCTGTCCGTATGTTGTCCCCGTAAATTTTGGCTACGAGTATCAGAACGGACGCTGGATATTTTATTTTCACGGCGCACGCACCGGGAAAAAGATGCGTCTGTTACGTAAGAACCCGGCAGTATGCATTGAAATGGACGGCGACCATGCATTACTACGTGCCG- STY0737 100 STY3578 58.416 STY0737 99.2 STY3578
ATGAGTAGCGTAGATATTCTTGTTCCCGACCTGCCTGAGTCCGTAGCGGACGCGACCGTCGCCACCTGGCATAAAAAACCGGGCGATGCGGTTGTTCGTGACGAAGTGCTGGTAGAAATCGAAACTGACAAAGTGGTACTGGAAGTACCGGCATCAGCGGACGGCATTCTGGATGCGGTTCTGGAAGAAGAGGGGACGACTGTCACCTCTCGCCAGATCCTGGGTCGCCTGCGTGAAGGCAACAGCGCGGGTAAA+ STY0780 100 STY0176 61.165 STY0780 99.6 STY0176
ATGCAACGAGGAATAGTCTGGGTCGTCGATGATGATAGTTCCATCCGTTGGGTGCTTGAACGTGCTCTCGCCGGGGCAGGGTTGACCTGTATCACCTTTGAGAATGGTAATGAAGTACTGGCTGCGCTGGCCAGTAAAACGCCGGACGTCTTGCTGTCGGATATCCGAATGCCAGGAATGGACGGGCTGGCGCTATTAAAGCAGATTAAACAACGTCATCCGATGCTTCCGGTCATCATTATGACCGCGCATTCC+ STY3876 100 STY1370 77 STY3876 97.9 STY3711
ATGATCCTGCTTATCGATAACTATGATTCCTTTACCTGGAACCTCTACCAGTATTTTTGTGAACTGGGCGCGGAAGTGCAGGTTCGGCGCAATGATGCGCTGACGCTGGCGCACATTGACGCTTTGAACCCGCAAAAAATCGTTATCTCTCCTGGCCCCTGTACGCCAAATGACGCTGGCATTTCACTGGCGGTCATCCGCCATTATGCCGGACGTATTCCGATGCTGGGCGTTTGCCTGGGTCATCAGGCGATGG+ STY4327 100 STY3762 62.162 STY4327 98.9 STY3762
ATGGTTCAGATCCCAGAAAACCCACTTATTCTCGTAGATGGCTCATCCTATCTCTATCGCGCCTATCATGCGTTTCCGCCGTTAACCAACAGCGCGGGAGAACCTACGGGCGCAATGTATGGTGTCCTCAACATGTTGCGCAGCCTGATCATGCAGTATCAGCCGACGCATGCTGCGGTGGTGTTTGACGCCAAAGGAAAAACCTTCCGTGACGAGCTCTTTGAACACTACAAATCGCATCGTCCTCCGATGCCG- STY3881 100 STY4240 63.107 STY3881 99.2 STY3111
ATGATATCACTGGTCGTTCCCACTCTGGATACGTTGCGTCAATGGCTCGACGACCTGGGCATGAATTTCTTCGAATGTGATACCTGCCAGGCGCTGCATTTGCCGCATATGCAGAATTTTGACGGCGTCTACGATGCTAAAATCAATTTGGTGGACAACACCGTTCTTTTTTCCGCGATGGCGGAGGTCAGGCCTTCCGCGTTGCTGCCGCTGGCGGCCGATCTCTCTGCTATCAACGCCAGTTCGTTGACGGTAA+ STY0909 100 STY0366 60.577 STY0909 99 STY0366
ATGATTGTTTTCTCCTCGTTACAAATTCGTCGCGGCGTGCGCGTCCTACTGGACAATGCCTCGGCTACCATTAATCCAGGCCAGAAAGTCGGCCTGGTGGGTAAAAACGGCTGCGGTAAATCTACCCTGCTGGCATTGCTAAAAAATGAAATCAGCGCCGATGCCGGGAGTTTTACCCTGCCCGGAACCTGGCAATTAGCGTGGGTGAATCAGGAAACACCTGCGTTGCCTCAGCCAGCGATTGAGTATGTCATT- STY4339 100 STY0879 70 STY4339 98.2 STY0879
ATGTCGCATCAGCAGATAATTCAGACCCTTATCGAATGGATTGATGAACATATCAACCAACCGCTAAACATTGATGTGGTGGCAAAAAAATCGGGTTACTCCAAGTGGTATTTGCAGCGGATGTTTCGTACGGTAACGCATCAAACATTAGGCGAGTATATTCGCCAGCGCCGTCTCCTGTTAGCGGCCGTTGAGCTACGAACGACCGAGCGCCCGATTTTTGATATCGCGATGGACCTGGGCTATGTATCGCAGC- STY4463 100 STY0624 66 STY4463 99.1 STY4933
GTGGAAGGGTGGCAGCGCGCATTTGTCCTGCACAGTCGCCCCTGGAGCGAAACCAGCCTGATGCTGGACGTCTTCACGGAAGAATCGGGGCGCGTGCGCCTTGTCGCCAAAGGCGCGCGATCTAAACGTTCCAATCTGAAAGGCGCGTTGCAGCCTTTTACGCCGTTATTGCTACGCTACAGCGGACGCGGCGAGGTGAAAACCCTGCGCAGCGCCGAGGCAGTTTCTCTGGCGCTGCCGTTAAGCGGTATTACGC+ STY2825 100 HCM2.0052c 68.224 STY2825 99.2 HCM2.0052c
ATGTTGCCAAAAGCCAATCGAATTCCCTATGCCATGACCGTACATGGCGATACGCGCATTGATAATTATTACTGGCTGCGAGATGACACTCGCTCGCAGCCGGAAGTCCTTGATTACCTGCATCAGGAAAATGAGTATGGCCGGAAGGTCATGTCCTCTCAGCAGGCGTTACAGGACCGCATTCTAAAAGAAATTATCGATCGCATCCCGCCCAGAGAAGTTTCCGCTCCGTATGTGAAAAACGGCTATCGCTAC- STY2085 100 STY0492 60 STY2085 99.2 STY0492
ATGAAACGGAACAATAAATCAGCTATCGCGCTAATCGCCCTCTCTCTTTTGGCCCTGAGCTCCGGCGCCGCCTTCGCCGGGCATCACTGGGGCAACAATGACGGTATGTGGCAACAGGGAGGTAGCCCGTTAACCACGGAACAGCAGGCGACGGCGCAGAAGATTTATGATGATTACTATACGCAGACCAGCGCGCTGCGCCAGCAACTGATATCCAAACGTTATGAATACAACGCGCTACTGACCGCCAGTTCGC+ STY3713 100 STY2621 83.168 STY3713 99.1 STY2621
ATGAAATCTCTGAATACTCTAGTGATATTAACTTCAGTAATATCCACCTCTGTTTTTGCTGGCGCTTATGTAGAAAACCGTGAGGCCTATAACCTGGCGTCTGACCAAATGGAGTTTATGCTGCGCGTCGGCTATAACTCCGATATGGGGGCCGGAATTATGTTGACCAATACCTATACGCTACAGCGTGATGATGAATTAAAGCACGGTTATAATGAGATTGAGGGCTGGTATCCGTTATTTAAACCTACAGATA+ STY3862 100 STY0714 53.846 STY3862 99.3 STY0714
GTGCAGAAGTATACCAGTGAAGCGCGTCAGTTATTAGCGTTAGCGATACCGGTGATCCTTGCGCAAGTGGCACAGACCGCAATGGGATTCGTCGATACCGTCATGGCGGGAGGCTATAGCGCTACGGACATGGCTGCCGTCGCTATCGGCACCTCTATCTGGCTTCCCGCCATTTTGTTTGGTCACGGCTTACTGCTGGCCTTGACGCCTGTGATTGCGCAACTCAATGGCTCCGGCCGTCGTGAGCGTATCGCG+ STY1697 100 STY0063 61 STY1697 99.31 STY0063
GTGCGAGTTCATTTTGTTATCCATGAGTCGTTTGAATCCGCTGGCGCTTATCTGAAATGGGCTGAAGATCGCGGTTATACCATTTCATGGTCGCGCGTCTATGCCGGAGAAGCGCTACCGCCCAATGCAGATGAGTTCGATATGCTCGTGGTATTTGGCGGTCCGCAGTCGCCGCGCACCACCCGCGAAGAGTGCCCGTACTTTGATTCTCAGGCCGAGCAACATCTGATTAACCAGGCGATTTCGGCACGAAAAA+ STY2675 100 STY0148 56 STY2675 84 STY0148
ATGGGGGACGAAAAGAGCTTAGCGCACACCCGATGGAACTGTAAATATCACATAGTTTTCGCGCCCAAATACCGAAGACAAGCGTTCTATGGAGAGAAGCGTAGGGCAGTAGGCAGCATATTAAGAAAATTGTGTGAATGGAAAAACGTACGAATTCTGGAAGCAGAATGTTGTGCAGATCATATTCACATGCTTCTGGAGATCCCGCCGAAGATGAGTGTGTCGAGTTTCATGGGATATCTGAAGGGTAAAAGTA- STY0256 100 STY0437 100 STY1844 99.8 STY3154
ATGAATGCACTGATTGTCCCGCAGTGGCCGCTGCCGAAAGGCGTCGCAGCCTGTAGTTCTACCCGTATTGGTGGGGTGAGTTTATCGCCTTACGACTCGCTGAATCTGGGCGCGCATTGCGGCGATAACCCGGAGCATGTTGAAGAGAACCGCAAGCGTCTGTTCGCGGCGGGCAATCTGCCTTCGAAACCTGTCTGGCTTGAACAGGTTCACGGTAAAAATGTATTGAGGCTTACCGGAGAACCTTATGCCTCCA- STY2850 100 STY3102 60 STY2850 98.9 STY3102
ATGACAGCATCCCTACACATTATTCTTGATACCGATCCGGGCATTGATGACGCGGCTGCGATTGCCGCTGCGCTGTTCGCCCCCCAGCTTGATCTGCAACTAATAACCACCGTCGCAGGCAATGTTTCCGTTGAAAAAACGACCCGTAATGCGTTGCAGCTTCTGCATTTCTGGAACAGCGATATCCCACTTGCCCAGGGGGCCGCGACGCCGCTGCTGCGTCCGTTACGCGATGCGGCATACGTCCACGGCGAA+ STY0060 100 STY0706 84 STY0060 97.9 STY0706

STY1013 98 STY4775 28 STY1013 93.3 STY4775
ATGATAAAACACGATGCCATTTTCAATCAAAAACATATGTTCAGGTCCACAAGGACACTACCCAGAAATCTCCAGACCTATACAGAACAAGCCAGTACCGAGGAATTGCACACTGATCTCAACAACATGCAAAGTACTGGACTATACAGTATTCAGCAAATGGTCCTGCAGTTATGA+ STY1994 91 STY2379 62.162 STY1994 90.8 STY2379
ATGCATAAAAAACATATGTGCCCATGGCTTCTGCCCGGTTTGCTCGGTCTGGCTCGGTGTGCGCCAGTACCGCATACTTACGCAGCCATCATTGAGGCAGGATTTTATCCGGAAGGTACAGATCTCCAGCTTGTTCTTAAGATAATTGAGACCGCGCGACAGGAAATCCGTCTGATGGACTATTCCTTCACCTCTTGGGAGGTGGTCCGGTTCGAACATTCAGTGAGTACAAAATTCTCCATGTCAAAGTGA+ STY3184 100 STY1004 59.223 STY3184 100 STY1459
ATGCTCTTTACGTGGATGGTCAAAACCTGCCAGCGTCATTTGTCCAGACTGACCTGGCCCGCTTTGCTGGGCCTGTTTATCGGGCAGTATCTGCTTTGCTATCTGTAGCGCGAAAGCGCGCTACCGTGCTGAGCTTCGTCGCTTTCATACGAGACGGCACATGAATGCGCGATCTCAAATGACATTATGCCCAACGACAATCGCATTCTGTCTGAAGAGGTCGCATGGCAAGAGATAGAGGTTCCCCTATGA+ STY4728a 97 STY4729 29 STY4728a 9.29 STY4729
ATGCACACCTTTAGACCATACTTACTAAGGCATAGCGATCTGTTATATGAAGATATTCCGTTAGAAATACGCGAGCAAATAATCTTATTGATTATTAATACATTAGGGAATTGCTCCTCTTTTTATGATATGACATTATACTGCTATCATAATAGTCATTCTGACGAAGTTTATCGAAGAATATGTAAAACGTTGCGCAAAGAGTATGGCTTATTCACCTTATATGCGCATTCAACGTCATATCTGGATGAAATG+ STY4859 100 STY4822 57.843 STY4859 97.3 STY4822
ATGAATACTTCTGAACTCGAAACCCTGATTCGCACCATTCTTAGCGAGCAATTAACCACGCCAGCGCAAACACCGGCCCAGCCTCAGGGCAAAGGGATTTTCCAGTCCGTGAGCGAGGCCATCGACGCCGCGCATCAGGCGTTCTTACGTTATCAGCAGTGCCCGCTAAAAACCCGCAGCGCCATTATCAGCGCGATGCGTCAGGAGCTGACGCCGCTGCTGGCTGCTCTGGCAGAGGAGAGCGCCAATGAAACG+ STY2256 100 STY2700 75 STY2256 95.8 STY2700
ATGACATCCGCTTCTGCATTTCATTTTGCATCACTGGTGTGGGACTGGCCCATCGCCATCTATCTGTTCCTGATTGGCATCTCCGCCGGACTGGTTACGTTGGCGATTCTGCTACGCCGCTTCCATCCGGAGGCGGGCGGTTCGGACAGCACGCTGCTGCGCACTACGCTGGTGTTAGGGCCGGGGGCGATTATTCTTGGTCTGCTGATTCTGGTCTTCCACCTGACGCGCCCGTGGACCTTCTGGAAGCTGATG+ STY4478 100 STY2477 68.932 STY4478 94.8 STY4479
ATGTCTCACCGCGACACGCTTTTTTCTGCGCCTATCGCCCGTCTCGGCGACTGGACTTTTGATGAACGAGTAGCCGAAGTTTTCCCCGACATGATTCAGCGTTCGGTACCAGGCTACTCCAACATCATCTCCATGATCGGCATGTTAGCTGAACGCTTTGTGCAGCCGAACACGCAGGTCTACGATCTGGGCTGCTCGCTGGGTGCCGCGACGCTGTCTGTTCGGCGTAATATCCGCCATGAGCATTGTCGCATTA+ STY2113 100 STY1825 61 STY2113 99.3 STY1825
GTGAAATATATAAATCATTATCGCTATTTGTTTGTCTGTTTTTTCCTTGCCATACTCCCTTTTTTCGCTTTATCTTTTCCCGGTATAAGAGAGTATGTTTTTGATAATTTTATGGTTTCTGCAATTTACAATGGAGTCATTATTGCCATTTATATTACAGGTTCTTTGTGTGCATTATTCACTATTCTTAAAAATATTTCAGCAAAAGACATATTAATAGCTCAGGACGCCAGTAGAAAAAATAGCATTCTTTCT+ STY4453 100 HCM2.0052c 59.813 STY4453 98.9 HCM2.0052c
ATGGGCAACACTAAGTTGGCTAATCCGGCACCGCTGGGCCTGATGGGCTTCGGCATGACCACCATTCTGCTTAACCTGCACAATGCCGGTTTTTTCGCCCTGGACGGTATTATTCTGGCGATGGGGATTTTCTACGGCGGTATCGCGCAAATTTTTGCCGGTCTGCTGGAGTATAAAAAAGGCAATACCTTTGGTTTAACGGCCTTTACTTCTTACGGTTCGTTCTGGCTGACGCTGGTCGCTATCCTGCTGATGC- STY0009 100 STY0278 61 STY0009 99.3 STY3474

STY4602 91 STY2883 88 STY4602 85.2 STY2883
ATGAGCATGTCTCATATTAACTACAACCATCTTTATTATTTCTGGCATGTCTATAAAGAAGGTTCTGTCGTGGGCGCCGCAGAGGCGCTTTTTCTGACGCCGCAAACCATTACTGGTCAAATTAAAGCCCTGGAAGAGCGTTTACAGGGGAAGCTATTTAAACGTAAGGGACGCGGTCTTGAACCCAGCGAACTGGGCGAGCTGGTTTTTCGCTATGCGGACAAAATGTTTACGCTAAGCCAGGAGATGCTGGATA+ STY0048 100 STY0511 59.223 STY0048 99.2 STY0511
ATGACACAACCATTACCGGGGGCACGCGCGGTGAGCGCTGAAAATGAACTGGATATTCGCGGGTTGTTTCGTACTTTATGGGCTGGCAAATTCTGGATTATCGGCATTGGCCTGCTATTTGCCCTTATCGCGTTAGCCTATACCTTTTTTGCTCGTCAGGAGTGGAGTGCGACGGCGATCACCGATCGCCCAACCGTAAATATGTTGGGCGGTTATTACTCCCAGCAGCAGTTTCTGCGCAACCTGGATATTAAG- STY3636 100 STY1544 51.961 STY3636 99.3 STY1544
ATGTATCAGGTTGTTGCGTCTGATTTAGATGGCACGCTGCTCTCCCCCGACCATACGTTGTCCCCTTATGCCAAAGAGACTCTGAAGCTGTTGACCGCACGCGGCATCCATTTTGTCTTTGCCACTGGTCGTCATCATGTCGATGTAGGGCAAATCCGCGATAATCTTGAAATCAAGTCTTACATGATCACCTCCAACGGCGCGCGAGTGCACGATACCGACGGGAATTTGGTTTTTACGCATAATCTGGACAGCG- STY3597 100 STY0499 68.317 STY3597 99.6 STY0499
ATGAGTATTCTGATCACCCGCCCCTCTCCCGCAGGGGAAGCGTTAGTGAGCCGTCTGCGCGCACTGGGGCAGGTGGCCTGGAGTTTTCCACTGATTGAATTTGTCGCCGGTCGGGAGCTACCCACCCTGGCCGACCGCCTGGCAACGCTGACGGAAAACGATCTGGTTTTTGCCCTTTCACAGCACTCCGTCGCCTTTGCTCACGCCCAGCTCCAGCGGGATGGACGAAACTGGCCTGCGTCGCCGCGCTATTTCT+ STY3622 100 STY0359 65.686 STY3622 98.7 STY0359
ATGACCGTACGCATAGCGATTAATGGCTTTGGTCGCATCGGGCGTAACGTGGTTCGTGCTTTGTATGAATCCGGACGTCGGGCGGAAATTACCGTGGTGGCCATCAACGAGCTGGCGGATGCCGCAGGCATGGCGCATTTGTTGAAATACGATACCAGCCACGGGCGTTTTGCATGGGAGGTTCGCCACGAGCGCGAGCAGCTTTTTGTCGGCGACGATGTCATTCGTATTCTGCATGAACGAACGCTGGCGGAT- STY3228 100 STY1825 62.376 STY3228 99.31 STY1825
ATGAGAAAAATGAAAATAGGGCTGGCGCTGGGATCTGGCGCAGCGAGAGGATGGTCTCATATTGGGGTCATCAAAGCCCTCAAGCAAACAGGCATTGATATTGATATCGTTGCAGGATGCTCAATAGGTTCACTGGTCGGCGCCGCGTATGCCTGTAATAAATTATCGGCGCTTGAACAGTGGGTATGTTCATTCCGCTACTGGGATGTTTTACGCCTGATGGATGTATCCTGGGGCAGAGGAGGGTTGCTTCGCG+ STY1296 100 STY1296 99.6
GTGGCGAATGACACCCCGTTCTCTGCGCTATGGCAACGCCTGTTAACCCGTGGATGGCAACCGGTAGAGGCTTCCACGGTAGACGACTGGATCAAACGGATTGGAGATGGCGTCATCCTGTTAAGTAGCGATCCGCGGCGTACGCCGGAAGTCAGCGATAACCCGGTGATGATTGCCGAACTCCTGCGTGAGTTCCCGCAGTTTGACTGGCAGGTGGCGGTGGCCGACCTTGAACAAAGCGAAGCTATCGGCGATC+ STY1917 100 STY1916 88 STY1917 87.75 STY2537
ATGATTTTGAATGCATTTTCTCTTGAAGGTAAAGTCGCGGTTGTGACGGGGTGCGATACCGGATTGGGACAGGGGATGGCGTTAGGGCTGGCGGAAGCGGGCTGTGACATTGTCGGTATTAACATTGTTGAACCGACGGAAACTATTGCGCGCGTCACCGCTCTGGGACGACGTTTTTTAAGCCTGACAGCCGATCTGCGTCAAATCGATGGTATTCCGGCGCTACTGGAACGGGCGGTGGCGGAATACGGTCATA- STY3162 100 STY2835 65.421 STY3162 98.3 STY2401
ATGAAAATAGTGATCGCACCAGATTCGTATAAGGAAAGTTTGAGTGCTCTTGAGGTAGCGACCGCCATTGAACAAGGATTTCGCGAGATCTGGCCTGACGCGGATTACCTGAAATTACCGCTGGCTGATGGCGGAGAAGGTACTGTCGAAGCGATGGTTGAAGCGACGGCGGGTCGAATCGTGCATGTTGAGGTCACCGGGCCGTTGGGGCATCGCGTCAATGCGTTTTATGGGCTTTCCGGCGATGCGCGTTCC+ STY3097 100 STY3429 79 STY3097 99 STY3429
ATGACAAACCCTCTTTATACCGGACACCCGTTCGGCACAACGGTAACGGAAGAGACGTTACGCGCTATCTTTCTCCCGCTGACCCAATGGGAGGATAAATATCGTCAGTTGATTCTGTTAGGAAAACAGCTCCCCGCTCTGCCGGATGAATGCAAAGCGCAGGCGAAGGAGATAGCCGGCTGCGAGAACCGCGTCTGGCTGGGCTTTACCCGATCAGATAACGGAACGATGCACTTTTTCGGCGACAGTGAGGGGC+ STY3125 100 STY1749 57.843 STY3125 99.1 STY1749
ATGAACACATTCAGAAAAGGACTTGATTTATTGCTGGGCGCTATCTGTTGCCTGGTGCTGGCGATAATGGTTGGCATCGCCTGCTGGCAGGTGGTGAGCCGCTACATTCTGGGCGTTCCCAGCACCCTTACCGAAGAGATGCTGCGATTTCTCCTGGTGTGGGTATCAATGCTGGGCATGGCTTTTGTCGCCGGTCAGAAACAGCATATCAGTCTGACTATCTTACTGGATAAGGTGTCGCCGACGATTCGCGGCT+ STY3819 100 STY3891 60.748 STY3819 98.4 STY3891
TTGATTACACATATTAGCCCGCTTGGCTCAATGGATATGTTGTCGCAACTGGAAGTGGACATGCTGAAACGCACGGCCAGTAGCGACCTGTATCAACTGTTTCGTAACTGTTCACTTGCCGTTCTTAACTCCGGCAGCCTGACCGACAACAGCAAAGAGCTGCTGTCCTGCTTTGAAAATTTCGATATTAACGTACTGCGCCGCGAGCGCGGCGTGAAGCTGGAATTGATTAATCCGCCTGAAGACGCCTTTGTT+ STY3108 100 STY3652 50 STY3108 99.7 STY3652
ATGGCACTGGAAAGCGGGATTGCGCAGTTAGTGGAGGAATTTATCGCGGCGGGACGCCCCTCTTCTCGCGAACAGAATATTGATGACCGGAGGGCGGGCTACATCGCTAGCACGACATTGGCAGGAGAAACAGAAACCCGCGTCCAGGTTGAAGATATTGAACTCGATGCCATGACGTTTCGCGTGGTTTCGCCGCTCAATGCCACAGGGAAATTACCCTGCATCATTTATTATCATGGTGGCTGCTTTGTCAGC+ STY3846 100 STY3380 63.462 STY3846 95.6 STY0534
ATGACAATATTGACTCATACCCTCGGTTTTCCTCGCGTTGGCCTGCGTCGCGAGTTGAAAAAAGCGCAAGAGAGCTACTGGGCGGGGAACACAACGCGTGAAGCGTTACTGGCGGTGGGCCGCGAACTGCGCGCGCGTCACTGGGAGCAGCAGAAACAAGCGGGTATTGACCTGTTACCGGTAGGCGACTTTGCCTGGTACGACCATGTTCTGACCACCAGCCTGCTGTTAGGCAATGTGCCGGCTCGTCATCAG- STY3594 100 STY0144 85 STY3594 99.1 STY0144
ATGACGGAGGTCGCGCTTTCTCTGGATGTCTCGCGGTTCCTGCGCTATTTAGGCGTGGAGCGCCAGCTTAGCCCCATTACCCTGCAGAACTACCAGCGTCAGCTTGATGCCATTATCGCTTTAGCCGGAGAAACCGGGCTGAAAAGCTGGCAACAATGTGACGCTGCGATTGTGCGCAGTTTTGCGGTGCGCAGTCGGCGTAAAGGGCTTGGCCCTGCCAGTCTGGCGCTACGTCTCTCGGCATTGCGAAGCTTTT- STY3610 100 HCM1.167 65.347 STY3610 99.1 STY3200
GTGAAAGTACTGACTGTATTTGGTACACGACCGGAGGCCATTAAGATGGCGCCTCTGGTCCATGCGCTGGAAAAAGATCCTCATTTCGAGGCCAAAGTATGCGTTACTGCGCAGCATCGGGAGATGCTTGATCAGGTATTAACTCTTTTTTCTATTGTGCCTGATTACGATCTCAACATTATGCAGCCGGGACAGGGGTTGACGGAAATTACCTGCCGAATTCTGGAGAGATTAAAGCCGATCCTGGCAGATTTT- STY3635 100 STY1928 61.765 STY3635 99.6 STY1928
ATGAAAGATACTACCGTTCCCCTGACGCTGATCTCACTACTTGCCGACGGAGAGTTTCACTCAGGCGAGCAGTTGGGTGAACGGCTGGGAATGAGCCGTGCGGCTATTAATAAACATATCCAGACATTACGCGACTGGGGAGTAGATGTATTTACCGTTCCCGGGAAAGGATATAGCTTACCGGAACCCATCCAGTTACTGGATGCTGACCGTATACATAGCCAACTGGATAGCGGAAACGTGGCGGTATTGCCC- STY3741 100 STY3741 98.8
ATGTTAAGGGTCTACCACTCCAATCGTCTGGATGTGCTGGAAGCGTTGATGGAGTTCATCGTCGAACGCGAGCGGCTGGATGATCCCTTTGAACCAGAAATGATTCTGGTACAAAGCACGGGTATGGCGCAGTGGCTGCAGATGACCCTTTCACAAAAGTTTGGTATTGCGGCGAATATCGCTTTTCCGTTACCGGCGAGTTTTATCTGGGAGATGTTTGTCCGCGTGTTGCCAGATATCCCCAAAGAAAGCGCT+ STY3134 100 STY0202 62.136 STY3134 98.9 STY0717
ATGAATGCTGTGATTGAACAACGTAAAGTTCTCCTCGAAATCGCCGATCTAAAAGTACATTTTGATATCAAAGAAGGGAAGCAGTGGTTCTGGCAACCGCCGAAAACCCTGAAAGCGGTGGACGGCGTTACGCTACGCCTGTATGAAGGCGAAACGCTTGGCGTGGTGGGGGAATCCGGCTGCGGCAAGTCGACGTTTGCGCGCGCCATTATTGGTCTGGTGAAGGCGACAGACGGTAAAGTCGCCTGGCTGGGA+ STY1309 100 STY0887 72 STY1309 98.4 STY4172
ATGCGACATCCTTTAGTGATGGGTAACTGGAAACTGAACGGCAGCCGCCACATGGTAAACGAACTGGTGGCTAACCTGCGTAAAGAACTGACGGGCGTAGCAGGCTGCGACGTGGCAATCGCTCCGCCGGAAATGTATATCGATCTGGCGAAACGCGCTGCTGCCGGCAGCCACATCATGCTGGGCGCGCAGAACGTTGATCTGAATCTGTCTGGCGCATTCACCGGTGAAACTTCGGCTGAAATGCTGAAGGATA+ STY3789 100 STY4635 71.963 STY3789 99.1 STY4635
ATGACCGCGACTGCACAGCAGCTTGAGTTTCTCAAAAACAGCATCAAAAGCATTCAGGATTACCCGAAACCGGGCATTCTTTTCCGTGATGTCACCAGCTTACTGGAAGACCCGAAAGCCTACGCGCTCAGTATTGAACTGTTAGTTGAGCGTTATAAAAATGCGGGTATCACCAAAGTGGTCGGCACCGAAGCGCGTGGCTTCCTGTTTGGCGCGCCGGTTGCGCTTGGGCTGGGCGTTGGTTTTGTTCCGGTAC+ STY0527 100 STY3468 60.194 STY0527 99.3 STY4628



ATGAACAAGAAGATTCATTCCCTGACCTTACTGGTCAATTTAGGGATTTACGGGGCCGCTCTGCCCGTGATGGCGGAAGAAAAAACCGATAGCGCTGCGCTCACCAATGAAGACACCATCGTGGTGACCGCTGCCCAGCAAAACCTACAGGCGCCAGGCGTATCCACCATCACCGCCGATGAGATCCGCAAAAATCCGCCCGCGCGCGACGTGTCAGAAATCATCCGCACCATGCCGGGCGTAAACCTGACCGGC- STY0628 100 STY2894 84 STY0628 98.8 STY2894
ATGAAAGCATTTGATTTGCAACGAATGGCGCTGGATAACGTGTCGGTAGCGTTTTTGGGGGAAGTGGCGCTACGTAGCTTTTACACCTTTGTTCTGGTGTTTCTTTTCTTAAAGGTGACAGGACGACGCGGCGTACGGCAAATGTCGCTTTTTGAAGTGCTGATCATTTTGACATTGGGATCGGCGGCAGGCGACGTCGCGTTTTATGATGACGTTCCGATGCTCCCTGTTCTGGTGGTATTCATCACCCTGGCGC+ STY0976 100 STY0853 63.303 STY0976 98.7 STY0853
ATGTCTTATGCACGACATTTACCGGTATTAATGTATCACCATGTCAGTGATAAACCCGGACAGATAACCTTATCTCCCCGTACGTTCCGGGCGCAGATGAAATGGCTGGCTGAATCTGGCTGGAAAACCGTTACTGCTGCAGCGGTGGAAGCTTTTTATCATGGTGCAAGATTGCCTCGTAAAAGCGTCATGCTGACTTTTGATGGCGGCTGGCTGGATAACTGGTTGCAGGTTTTTCCGGTGCTGCAGGAGTTTA+ STY0338 100 STY3642 58.824 STY0338 98.5 STY3642
ATGTCAGAAAATAAAAATGTGCAAGATACACATATTTCCGAGCAAATGAAGGCACTTCACGGTGCGTTGATTCGCGTGGTGAGCGCGCTCAACCGGCCTCGTAATGATGAGAAATTAATTGCAGAGGCGGGGATTCAACTCGATCGCGCGCTATTTTCGATCCTTATTAGTATCGAACGTTTAGGGCCGATTGGCGTTGTTGAGTTAGCCGAACGTGCCGGTCGTGATTATACGACGGTAAGCCGACAGGTCGCCA- STY1514 100 STY1514 97.3
ATGCACTTACGTCATCTTTTTTCGCCGCGCCTGCGTGGTTCTTTATTGTTAGGTTCGCTCCTCGTCGCATCCTCATTTAGCACGCTGGCGGCGGAAGACATGCTGCGTAAAGCGGTAGGCAAAGGCGCTTATGAGATGGCCTGGAGTCAGCAAGAAAACGCGCTCTGGCTGGCTACATCGCAAAGCCGTAAACTGGATAAAGGCGGCGTAGTTTATCGTCTCGACCCGGTGACGCTGGAAATCACGCAAGCGATT+ STY1479 100 STY1488 69.307 STY1479 99 STY1488

STY3708 60.55 STY3708 15.16
ATGGCTATGTATCAAAATATGCTGGTGGTCATCGATCCCAATCAGGACGACCAACCCGCATTACGGCGAGCAGTTTATTTGCATCAACGGATTGGCGGCAAAATTAAAGCTTTCCTGCCTATTTACGATTTCTCGTATGAGATGACCACCCTGCTTTCTCCTGACGAACGCACCGCAATGCGTCAGGGCGTAATAAGTCAACGCACAGCCTGGATACGTGAGCAGGCGAAATATTATCTTGAAGCCGGTGTCCCC- STY1403 100 STY4737 62 STY1403 99.1 STY4737

ATGCCGTTTACATTTCAGATCGGAAATCATAGTTGCCAGATATCAGAAAGACATTTAAGAGATATCATTGATCATAAAAGAGAGCATGTTTTTTCAACGTATGAGAAGTTCATAGATTTTTTCAGGAATATATTTACCAGTCGAAGTTTAATCTCTGATTATAGAGAAATCTATAATCTACTGTGCCAAAAAAACGAGCGTCCAGATATTACGAAGCCTTTCTCGCTACGACCATTTTCGAAGCGAGATGAAGAC+ STY1353 100 STY2293 68.932 STY1353 56.34 STY2293
ATGACAATTAAAATAACAGCGTTGGCGGCATCGATCGGCGCGGCAGTGGCTTTCATGCCTTTCGCCACTCAGGCGGAAATCACCGTTTTAAAACAAGATCCCCAGGCGGGTAATCCACTCAGCCGACTCAATTTCACCGTTGGCGGGAGTATTCGTCCGCAGTTCCAGAATATGACCGGTAATGACGGCGCGAACGGTTATAAACGTAATGGTTTTGATGGCGGGACGCGTTTCCGCTTCGCCGCGGATTATTAT+ STY0556 100 STY0556 99.3
ATGAAGCTTGACGCCTGGGATAAAAACATTCTGACATTATTGCAACGCGATAATCGTCTTTCTCAGCGGGAAATCGCCGAACAGGTCAATCTTTCACCTTCGGCAGTGAATCGTCGTATCGCGGCACTGGAGGAGGCGGGCATAATTAAAGGCAATGTCAGCCTTGTTGATGCTGGCAAAGTGGGACGCCCGGTCACGATTGTGGTGCAGGTGGTGATCGAAAACGAGCGATTCAATTTACTGGAAGAGGCTCGTC- STY1005 100 STY0502 57.143 STY1005 98.9 STY0502
ATGCGCGCGCTACTCCCTTATCTGACGCTTTATAAACGCCACAAATGGATGCTAACGCTGGGAATTGCGCTGGCAATCCTGACCCTGCTTGCCAGTATCGGGCTGCTGACGCTTTCCGGCTGGTTCCTGTCCGCGTCCGCTATCGCAGGCTTCGCGGGAATTTACAGTTTTAACTATATGCTCCCGGCGGCCGGCGTGCGCGGCGCGGCCATTACCCGTACCGCTGGTCGTTATTTTGAACGTCTGGTAAGTCAT- STY0954 100 STY0707 67.647 STY0954 98.8 STY0955
GTGGTGGCGCCAGGCCCGATGAAAGACAGCGCGTTAACCCGCCGGATCTTTAATCACGGCGTGACTGCCCTGCACACGCTGGCAGAAGAGTATGGCTGGACCATCCGGGAGCAGGCTGCACTGGCTTCCGCCAGCGGGCCGGAAGGGTTGCTGGCGATTGACGCGCCCGCTCAGGCGCTCAAACAGGCGACCATCGCGCTGGAACAGCGTTATCCACTGGGGCGCCTGTGGGATATCGATGTCCTGACGGCGGAAG- STY0669 100 STY0071 63.366 STY0669 74.79 STY0071
ATGATTAAACGTACATTGCTGCTTGCTATGCTGCCCATTCTCGCCCACGCGGAAGAACTGCCTGCGCTGGTTAAAGCCATTGAAAAACAGAGCATAACAATCCTGAAATCCTTCGAGGCGCCGGGGGGCATGAAGGGCTATCTCGGAAAGTATCAGGATATGGGCGTCACGATTTACCTGACGCCGGACGGTAAACACGCGATTTCCGGCTATATGTATAATGAAAAAGGTGAAAATCTTAGCAACGCCCTGATAG- STY0652 100 STY3312 69.307 STY0652 98.1 STY3312
ATGAAAAAATTTACAGTGGCGGCACTGGCGTTAACAACTCTTCTCTCAGGCAGCGCGTTCGCGCACGAAGCCGGAGAATTCTTTATGCGTGCAGGTCCGGCAACCGTCAGACCTACAGAAGGGGCGGGTGGTACGCTGGGGCATTTAAACGGGTTTGATGTGAGTAATAACACGCAACTCGGCCTGACATTCACTTACATGGCGACGGACAATATCGGGGTTGAATTGCTGGCGGCCACGCCGTTCCGCCATAAGG+ STY1319 100 STY0824 69.444 STY1319 98.9 STY0824
GTGCAGACGTTCACTGGTCGTTGTCTTTGCGGACAAAGCCATTTTACCGTTGACGTCGAAATGCTGGATGTCTATGCCTGCCATTGTACGCTGTGTCAAAAATGGTCGGGTGGAATAGCCATGTATCTGGAAGCCTGCGGGCAACCACAGCTAGCCCCCCTTTCCCCGGAACCGCCATACTTTTCATCCTCTTCGCGCGGCGAACGCTACTTCTGTTCTGGCTGCGGGTGTCCGCTGTGGTTTCGGCTTACCGATA- STY1491a 100 STY4240 57.426 STY1491a 97.92 STY1491a
GTGAATATAATGAAAAAGAGTTTTCTTGGTGCTCTCCTGTCTCTGGGTTTATTAAGTGCTGCTCATGCAGATGTATATAAATTTGATAATACGCATACCAATGCGGTATTTAATATCGATCGTTTCCAGACCTCAACCAATCATGGCGGGTTTTATGCTATTAGCGGCGAACTGAAATATCAGCCGGAAAAGCAAGTCGCAGAGATGCGTGTGACGATTCCCGTGAGCGCCTTAAATACCGGGGTGGATGCGTTTG+ STY1443 100 STY4158 65 STY1443 98.1 STY4158
GTGACCGCTTTTTCAACCCTGAATGTTTTGCCCGCCGCCCAGCTCAATAACCTTACTGAGCTGGGCTATCTTGAGATGACGCCTGTCCAGGCCGCAGCATTACCCGTCATTCTGGCGGGTAATGATGTGCGTGTGCAAGGCCAGGACCGGTAGCGGTAAAACGGCGGCGTTTGGTCTTGGGCTCTTGCATCGAATTGATGTCACTCTGTTCCAGACACAGGCATTAGTGCTGTGCCCGACGCGGGAGCTGGCGGA+ STY1410 100 STY0855 74 STY1410 98.38 STY3461
ATGAAGCGACTTAAAACTGAACTCAACGCGCTGGTCAATCGTGGGGTAGACAGGCATTTGCGTCTTGCCGTAACCGGGTTGAGCCGCAGCGGTAAAACAGCGTTTATCACGGCGATGGTTAACCAGTTGCTTAATGTCCACGCGGGCGCGCGCTTACCGTTGCTCAGCGCGGTACGCGAAGAACGCCTGCTTGGCGTAAAGCGCGTGCCTCAACGTGATTTTGGTATTCCCCGTTTTACCTACGACGAGGGGATA+ STY1376 100 STY1376 97.78
ATGGCGCAATTCTACTCTGCAAAACGGCGCGTGACGACGCGTCAGATCATAACCGTTAAAGTCAATGACCTCGATTCATTTGGTCAGGGCGTAGCCCGTCATAACGGAAAGGCGCTGTTTATCCCCGGTTTATTGCCTGAGGAAAGCGCAGAAGTCATTATTACAGAAGATAAAAAGCAATTTGCCCGCGCACGCGTTTCGCGCCGTTTGAATGATAGCCCGGAACGAGAAACGCCGCGCTGCCCGCATTTTGGC+ STY3095 100 STY0915 62.376 STY3095 98.7 STY0915
ATGTTATTTGCATGGATAACCGATCCTAATGCCTGGCTGGCGCTCGGTACGCTGACGCTGCTGGAGATTGTACTTGGGATCGACAACATTATTTTTCTTTCTCTGGTGGTAGCAAAACTTCCTACGGCGCAACGGAACCACGCACGGCGGCTTGGGTTGGCGGCGGCGATGGTTATGCGCCTGGCGCTGCTGGCGTCAATCGCCTGGGTCACTCGGCTGACTAATCCGCTGTTTGAGCTTTTCGGCGAAGCGATTT+ STY3149 100 STY2332 71.569 STY3149 99.2 STY2332
ATGAAGGTAAATGCATGGACAATTTTGCTTATGTCGGCGCATCTGACGGCCTGTGCCGTCCCTGGCACAGAAAAATATCAGACCAGCATGGACAGCGTTACGGCAGAAAAAATAAGCCGGATTATCCAGTCGGATGTCATTCCTTATAAAGGCGAAAACCATGGAGAAGTTATCAGCCGCGTATCGTCTGCTTTTCTCGGAACACCTTATCAGGCGGATACGCTCATCGGTGGGCCCGGCATCCCCGAAGTCCTTG+ STY3186 100 STY3186 99.16
ATGAATATGGAAGAAATTGTGACGCTTAGTGTAAAGCATAACGTCTCGGATCTACACCTGTGTAACGCCTGGCCTGCGCGATGGCGCAAACAAGGACGCATGGAGACCGCGCCTTTTACCGCGCCTGATGTCGACAGGCTTCTGCTTGATTGGCTTAATGACGCGCAACAATATCAGTGGCGAACGCACGGTCAGCTTGATTTCGCCGTCTCGCTGTCTGGCACGCGGCGCCTGCGCGCCAGTGCGTTCACACAT- STY3252 100 STY0165 69 STY3252 98.4 STY0165
ATGCAAGTTTCAGTTGAAACCACTCAGGGCCTTGGCCGCCGTGTAACGATTACAATCGCTGCTGACAGCATCGAGACCGCTGTAAAAAGCGAGCTGGTCAACGTAGCGAAAAAAGTACGTATTGACGGCTTCCGTAAAGGCAAAGTACCGATGAATATCGTCGCTCAGCGTTATGGCGCTTCTGTTCGCCAGGACGTGCTGGGCGATCTGATGAGCCGCAACTTCGTTGACGCGATCATCAAAGAAAAAATTAAC+ STY0489 100 STY2615 60.377 STY0489 99.5 HCM2.0008c
ATGTACCAGATCGTTCTGGGAAAAGTGTCAACATTAAGCGCAGGTCAATTGCCCGACGCGTTAATCGCTCAGGCGCCGCAGGGCGTTCGCCGGGCAAGCTGGCTGGCCGGGCGCGTGCTGCTTTCCCGTGCGCTCTCGCCGCTACCGGAGATGGTGTATGGCGAACAGGGTAAACCGGCTTTTTCCGCCGGAACGCCGCTGTGGTTTAACCTCAGCCATAGCGGCGACACTATTGCTCTGTTGCTTAGCGACGAAG- STY4228 100 STY2810 61.765 STY4228 98.9 STY2810
ATGAACGTACTGGAAGTCGATCTGCATAAACTGACGGTCAGCGATCCGTTACTCGGACAGTATCAACAACTGGTTCGCGATGTGGTTATTCCTTACCAGTGGGATGCGTTAAACGATCGTATTCCAGAGGCTGAACCCAGCCATGCCATTGAAAATTTCCGCATTGCCGCAGGCCAGCAGACGGGCGACTTTTACGGCATGGTCTTTCAGGACAGCGACGTGGCGAAATGGCTGGAAGCGGTTGCCTGGTCACTG- STY4117 100 STY4117 98.2
ATGCAGCAGATTAATTTTTATCGTCAGCGGGTAGCGATTAACGTGCTGGCAAAGGATATCGCCAACGCGAAGGCTATCTATGAAGCCGCCGAAGGCCATGCGGTCATTGGTGTACTTTCCGCGCAGTTCGCTACGGTAGAAGAGGGCGTGCCGGAGGTGAAACGCTGGATGGCGGAGGTGCCGTCTATCTCGGTGGGGCTGGGCGCAGGCGACCCGGCGCAGTACTACAAAGCGGCGATGATTGCCGCCCATACTC+ STY4018 100 STY4786 67 STY4018 97.7 STY4786
ATGAAAAAATTAGCTGCAATCGTTGCCGTTATGGCACTGTGTTCTACCCCGGTTCTGGCGGCTCAGCAGGGCGGTTTCTCCGGCCCGTCGGCGACGCAAACGCAGGGCGGCGGATTTGTCGGCCCGAACGGCAGCAGCACGACGGTAGAGAGCGCTAAATCGCTGCGTGACGATGCGTGGGTAACGCTGCGCGGGAATATCGTCGAGCGCATTTCCGACGACCTGTATGTGTTTAAAGATGCGACCGGTACTATCA- STY3353 100 STY2698 63.303 STY3353 99 STY1545
GTGAAAACGATCGGGCTGTTGGGGGGGATGAGCTGGGAATCGACTATCCCTTATTACCGTTTAATCAATGAAGGCATTAAACAGCAGCTGGGAGGCCTGCACTCGGCGAGCTTACTGCTGCATAGCGTAGATTTCCACGATATTGAAGTATGTCAACGCCGCGGCGAATGGGATAAAGCGGGCGATATCCTGGCGCAGGCCGCGCAGGGGTTACAGCAGGCGGGCGCAGAAGGTATTGTGCTGTGTACCAACACCA- STY3159 100 STY3158 47 STY3159 98.3 STY3158

STY0255 48.113 STY0255 5.3
STY1829 65.347 STY3384 61.765 STY3593 22.76 STY1829

ATGTCACAGGTTACTGAAAATAATGTTAATGCCGCACCGGCGCCCATGACGCCATTGCGGGAGTTCTGGCACTATTTCAAACGCAATAAAGGCGCGGTCGTCGGGCTGGCGTATGTTCTCATCGTGATCCTGATTGCGGTGTTTGCCAACTTTATTGCGCCGTACAACCCGGCAGAGCAGTTCCGCGATGCGCTGCTGGCGCCGCCGGTCTGGCAGGAAGGCGGCAGTTGGGCGCATATTCTGGGAACGGATGATG+ STY4170 100 STY0890 73 STY4170 98.6 STY1357
ATGACATTTTCACTTTTCGGCGATAAATTTACCCGCCATTCAGGCATTACCCGCCTGATGGAGGATCTCAACGACGGCTTACGCACGCCAGGCGCCATCATGCTTGGCGGCGGTAACCCGGCACACATCCCTGCAATGCAGGATTATTTCCAGACGCTACTGACAGAGATGGTAGAAAGCGGCAAAGCCGCTGATGCGCTTTGTAATTATGACGGTCCCCAGGGAAAAACGGCGCTACTGAATGCACTGGCCGTA- STY4133 100 STY4133 96.07
ATGGCTTTAAGCGCGAATTCCGACGCCGTAACGTATGCAAAAGCGGCGAATACCAGAACCGCGGCAGAAACCGGCGATCGTATCGAATGGGTGAAGCTATCACTGGCTTTTCTACCGCTGGCGACGCCAGTGAGTGACGCGAAGGTACTGACCGGTCGCCAGAAACCTTTGACCGAAGTGGCAATCATCATTGCCGAAATCCGCAGTCGCGATGGCTTTGAGGGCGTTGGTTTTAGCTACTCCAAACGTGCTGGC- STY4099 100 STY3945 66.99 STY4099 99.4 STY3945
ATGAAATTGATTGGGAGGTTGCTTCTCTACGTGCTGATCGCCTGTTTAGTGGTGATTTTCGGCTTTTATTTTCTGCTGCAAACGCGCTGGGGCGCAGATCATGTCAGCAACTGGGTATCAGAGAACAGCGGCTATCACCTCACATTCGACGTGATGGATCATCGTTTTTCCGCCCCATCCCATCTTTTACTGGAGAATGTGACCTTTGGTCGTGATGGTCAGCCTGCTACCCTGGTCGCGAAAACCGTAGATATC- STY4045 100 STY2937 63.107 STY4045 98 STY2937
ATGATGATGAATATTTTGCTGGAAGAACTTCCCCATCAGGAACAGGCGTTAGCGGCGATTCTGGCGAGTTTCACCGGTATCGATCACGCGCAGGCCGATCATAATCACTATGCTAATCCGCTGATTAAGGGACGTTACGACGATAAGGCCAATATTGACGTTAAAATGGAGACCGGGACGGGCAAAACCTATGTCTATACTCGGTTGATGTATGAACTGCATCAGAAGTATGGCCTCTTCAAATTTGTGCTGGTG+ STY0389 100 STY2040 57 STY0389 98.8 STY1047
ATGACTATTTGGGAAATAAGCGAAAAGGCCGATTACATCGCGCAACGGCATCGTCGCCTACAGGACCAGTGGCATATTTACTGCAACTCGCTGGTTCAGGGGATCACCCTCTCGAAAGCGCGCCTGCATCACGCAATGAGCTGCGCGCCGGAAAGGGATCTTTGCTTTGTCCTGTTTGAGCACTTTCGTATTTACGTTGCGTTGGCGGATGGTTTTAACAGCCACACCATTGAGTACTACGTTGAAACCAAAGATG- STY2975 100 STY0469 59 STY2975 98.9 STY0469
ATGGGATATTTAAAATTACCTGAGGGTAAAAGGATTGCGGTCAATCTTGGTGTCGATGTAGATGCTCAGTCTTTATGGCTGGGCGGATTTAATCGACCGTCGCCATCCTTTATGTCACGAGGAGAGTTTGGCGCACAAGTTGGCGTTCCAAGGCTTCTGAAATTGTTCAAAGAAAATAATATCAAAACCACCTTTTTTATTCCCGGACACACTGTAGACACCTTCCCGGAAATCAGTAAAGCGATTTTTGATGCC- STY3302 100 STY0943 60.194 STY3302 98.5 STY0943
ATGTGTACGACTTGCGGTTGCGCTGAAGGCAACCTTTATATAGAAGGCGATGAACATAATCCGCACTCAGCGTTTCGTAGCGCGCCCTTTGCCCCAGCGGCTCGCCCGGCGCTGAATATTACCGGCATTAAAACGCCTGACTTTACCCCAAGTCAGACCGCAGAAGGCGATCTGCATTACGGCCACGGCGAAGCCGGAACCCACGCGCCTGGTATGAGTCAGCGGCGGATGCTGGAGGTTGAAATCGACGTGCTGG+ STY2977 100 STY2869 75 STY2977 99 STY2869
ATGATGACATATATCTGGTGGTCGTTACCGCTGACGCTGGCGGTATTTTTCGCCGCCCGCAGACTGGCGGCGCATTTTAAAATGCCGTTGCTGAATCCGCTGCTGGTGGCAATGGTAGTCATTATTCCTTTTCTGTTGCTGACCGGTATTCCCTACGAGCACTACTTCAAAGGCAGCGAAGTACTTAACGATCTGCTGCAACCGGCGGTGGTGGCGCTGGCCTATCCCCTTTATGAACAGTTGCACCAGATTCGCG+ STY2412 100 STY4470 59.223 STY2412 99 STY4470
ATGTCTTTTCTTCCCGTAATTATGGCTGGCGGCACAGGTAGCCGTTTATGGCCGCTTTCACGCGAATATCATCCGAAGCAGTTTTTAAGCGTTGAAGGTAAACTATCAATGCTGCAAAATACTATAAAGCGATTAGCTTCACTTTCTACAGAAGAACCCGTTGTCATTTGCAATGACAGACACCGTTTCTTAGTCGCTGAACAACTCCGTGAAATTGACAAGTTAGCAAATAATATTATTCTCGAACCAGTAGGC- STY2293 100 STY2317 75 STY2293 98.5 STY2317
ATGCGTTTATGCGACCGAGATATTGAAGCCTGGCTGGATGAAGGCCGTTTGTCTATCACCCCGCGACCTCCCGTAGAGCGCATTAACGGCGCGACGGTCGATGTACGTCTTGGCAATAAATTTCGAACCTTCCGTGGCCATACGGCGGCGTTTATCGATCTGAGCGGGCCGAAAGATGAGGTCAGCGCGGCGTTGGATCGCGTGATGAGCGATGAAATCGTTTTGCCGGACGGCGAGGCATTTTATCTGCATCCAG- STY2334 100 STY1696 59 STY2334 98.3 STY3472
ATGAAACGCAACGTACTGTTATTACCGCTGCTGATTTTTCTGCTGATTGCCGCGGCGCTGCTGTGGCAGCTGGCGCGCAACGCGCAGGGGGATGACCCGACGAATCTCGAATCGGCGCTGACCGGAAAGCCGGTGCCGGCGTTTCGCCTGGAATCGCTGGAGACGCCGGGTCAGTACTATCAGGCGGAGGTGCTGACGCAGGGGAAACCGGTGCTGCTTAACGTCTGGGCCACCTGGTGCCCGACCTGCCGCGCCG- STY2474 100 STY3965 100 STY2474 98.9 STY3965
ATGCCGCGATTAAGCCCGGTCAATCAGGCCCGCTGGGCGCGTTTCCGCCATAATCGCCGGGGCTACTGGTCACTATGGATTTTCCTGGTAGTGTTCAGCCTGAGCTTATGCGCGGAACTGATTGCTAACGATAAGCCATTGCTGGTGCGCTATGAAGGCCAGTGGTATTTTCCGCTGGTAAAAAATTACAGCGAGCGCGATTTCGGCGGCCCGCTGGCGACAACGGCAGACTATCAGGACCCCTGGCTACAACGG+ STY2454 100 STY1306 58.416 STY2454 99.1 STY1306
ATGGAACAAGCGCATACCCGGCTCATCGCGCAACTGAATGAACGAATTTCAGCGGCGGATAATACGCCGCTATACATGAAATTCGCCCAGACGGTAAAGGATGCCGTGCGCAGCGGTATTCTTGAGCACGGTAATATTTTGCCTGGCGAACGCGATCTCAGCCAGCTTACCGGCGTCTCGCGCATCACGGTACGAAAAGCGATGCAGGCGCTGGAAGAAGAGGGGGTCGTCACGCGCGCCCGCGGCTACGGTACGC- STY2374 100 STY3888 58 STY2374 99.3 STY0469
ATGATGCGAATCGCGCTCTTCCTGCTGACGAACCTGGCCGTGATGGTCGTTTTCGGGCTGGTTCTGAGCCTGACAGGGATACAGTCGAGCAGCGTGCAAGGCTTGCTGATCATGGCGCTGCTGTTTGGTTTTGGCGGTTCTTTTATTTCATTGCTGATGTCCAAATGGATGGCGTTAAAATCCGTAGGAGGGGAAGTTATTGAACAGCCTCGCAATGAAAGAGAACGCTGGTTGATGAACACCGTAGCAACGCAAG- STY1975 100 STY3109 69.307 STY1975 99.3 STY3109
GTGGCCCGTATAGCAGGCATTAACATTCCTGATCAGAAACACGCCGTGATCGCGTTAACTTCGATCTACGGTGTCGGCAAGACCCGTTCTAAAGCCATCCTGGCTGCAGCGGGTATCGCTGAAAATGTTAAGATCAGTGAGCTGTCTGAAGAACAAATCGACACGCTGCGTGACGAAGTTGCCAAATTTGTCGTTGAAGGTGATCTGCGCCGTGAAATCAGCATGAGCATCAAGCGCCTGATGGATCTTGGTTGCT+ STY4380 100 STY3901 59.406 STY4380 99.7 STY3901
ATGGCTTATAAACACATTCTTATCGCAGTTGATCTCTCCCCGGAAAGTAAAGTTCTGGTTGAAAAAGCGGTCTCTATGGCGCGCCCCTACAACGCGAAAATCTCCCTCATCCACGTTGATGTGAACTATTCAGACCTGTACACCGGTCTGATTGACGTCAATCTGGGCGATATGCAGAAACGTATCTCCAAAGAAACCCACCACGCGCTGACCGAGCTGTCTACCAACGCTGGCTACCCTATCACTGAAACCCTGA- STY4212 100 STY2136 68 STY4212 99.1 STY2136
ATGGATTTGTCACAGTTGACGCCGCGTCGTCCCTATCTGTTGCGTGCTTTCTACGAGTGGTTGCTGGATAACCAGTTGACCCCGCATCTGGTGGTGGATGTGATGCTGCCTGGCGTGCATGTCCCTATGGAATATGCGCGCGATGGGCAAATCGTCCTCAATATTGCGCCGCGGGCGGTAGGTAATCTGGAGCTGTCTAATGATGAAGTGCGTTTTAATGCGCGCTTCGGCGGCGTTCCCCGTCAGGTTTCTGTGC- STY3522 100 STY2555 65.347 STY3522 99 STY4874
ATGTCTAAAAAGATTGCCGTGATTGGCGAATGCATGATTGAGCTGTCGCAGAAAGGCGCTGATGTTCAGCGCGGCTTCGGCGGCGACACGCTGAATACCTCCGTTTATATTGCCCGTCAGGTCGATTCTGCCGCTCTGGCCGTTCACTATGTAACGGCGCTGGGTACCGACAGTTTCAGCCAACAGATGCTGGAGGCGTGGCAGCATGAAAATGTGGATACCTCGCTAACGCAGCGGATGGAAAATCGCCTGCCA- STY4191 100 STY4191 99.4
ATGCCATTAGTCATCGTTGCTATCGGTGTTATCTTGTTACTTCTTCTGATGATCCGCTTCAAAATGAACGGATTTATCGCCCTTGTCCTGGTAGCGCTCGCTGTCGGGTTGATGCAGGGAATGCCGCTGGATAAAGTCATCGGCTCCATCAAAGCCGGTGTCGGCGGTACGCTTGGCAGTCTGGCCCTGATTATGGGGTTCGGCGCCATGCTGGGCAAAATGCTTGCCGACTGCGGCGGCGCTCAACGTATCGCC- STY4284 100 STY4820 76 STY4284 98.3 STY4820
ATGTTAGAACAAGTATGCCAGCTTGCACGGAACGCGGGCGATGCCATTATGCAGGTTTATGATGGAGCCAAACCGATGGAGTACGCCCGCAAGCAGGACGATTCTCCAGTCACTGCGGCGGATATCGCCGCACATACCGTGATTCTCGAAGGGTTACGCACGCTCACGCCGGATATTCCGGTGCTTTCAGAAGAAGATCCGCCCGCCTGGGAAGTGCGCCAGCACTGGCAGCGTTACTGGCTGGTCGATCCGCTCG+ STY4762 100 STY2792 66 STY4762 98.5 STY3628



ATGTCTACGCTTCTCTATTTGCACGGATTCAACAGTTCCCCTCGCTCGGCAAAAGCGTGCCAGCTAAAAAACTGGCTGGCGGAGCGTCATCCGCATGTTGAGATGATCGTCCCTCAACTGCCGCCGTATCCTGCCGATGCGGCGGAGTTGCTGGAATCTCTCGTACTTGAGCATGGCGGTGCGCCATTAGGGCTGGTAGGATCGTCGCTGGGTGGTTATTACGCCACCTGGCTGTCGCAATGTTTTATGCTGCCGG- STY3360 100 STY3360 66.667 STY3360 99.3 STY1078
ATGAAACCTCGTCAGCGTCAGGCCGCGATTCTGGAGCACCTGCAAAAACAGGGAAAATGCTCGGTTGAAGAACTGGCCCAGTACTTTGACACGACAGGCACCACTATCCGTAAAGATCTGGTCATTCTGGAAAATGCCGGAACCGTCATCCGCACCTATGGCGGCGTGGTGTTGAATAAAGAAGAGTCCGATCCGCCTATTGATCACAAAACGCTTATCAACACCCACAAAAAAGCGCTGATAGCCGCAGCCGCTG+ STY2959 100 STY0186 61.765 STY2959 100 STY4280
ATGCCGCAACAAAATTATCTGGATGAACTCACGCCTGGTTTTACGCCATTACTGGCAATAAAAGAGGCTTCCCGTTGTTTATTATGTCACGATGCGCCCTGTAGTCAGGCTTGCCCGGCGCAAACCGATCCGGGGAAATTTATTCGTTCTATTTACTTTCGCAATTTTAAAGGCGCAGCGGAAACTATCCGGGAAAATAATGCGCTTGGCGCCGTCTGCGCCAGAGTCTGTCCGACGGAAAAATTATGCCAGCGC+ STY2416 100 STY3511 85 STY2416 99.3 STY3511
ATGGCTGTCATTCAAGATATTATCGCTGCGCTCTGGCAACATGATTTTGCCGCGCTGGCGAATCCACACGTTGTTAGCGTCGTCTACTTTGTCATGTTCGCCACGCTATTTTTAGAAAACGGTCTGCTGCCAGCGTCATTCTTACCCGGCGATAGTCTGCTGCTACTGGCAGGCGCGTTGATCGCCCAGGATGTGATGCATTTTTTGCCGACGATTGGCATTCTCACCGCCGCGGCCAGTCTCGGCTGCTGGCTAA+ STY3334 100 STY3406 77 STY3334 99.4 STY3406
ATGAGCATAGTGCCTGTAAGCACTCAATCTTATGTAAAGTCCTTTGCAGAACCGAGCCAGGAGCAAATTAATTTTTTTAAACAATTGCTGAAAGATGAAGCATCCACCAGTAACGCCAGTGCTTTATTACCGCAGGTTATGTTGACCAGACAAATGGATTATATGCAGTTAACGGTAGGCGTCGATTATCTTGCCAGAATATCAGGCGCAGCATCGCAAGCGCTTAATAAGCTGGATAGCATGACATGA- STY1712 100 STY2960 64.762 STY1712 98 STY2621
ATGAAACTGCCAGTCAGAGAATTTGATGCTGTTGTGATTGGTGCCGGTGGCGCAGGTATGCGCGCGGCGCTGCAAATTTCCCAGAGCGGCCAAACCTGTGCGCTGCTCTCGAAAGTCTTCCCGACCCGTTCCCATACCGTTTCCGCGCAGGGCGGTATCACCGTGGCGCTCGGCAATACCCATGAAGATAACTGGGAATGGCACATGTACGACACCGTAAAAGGGTCGGACTACATTGGTGACCAGGATGCCATC+ STY0777 100 STY4703 74 STY0777 98.8 STY4703
ATGCGCAATCGTACGCTGGCTGACCTTGATCGTGTCGTTGCCCTCGGCGGAGGGCATGGATTAGGACGCGTCCTCTCCTCGCTTTCTTCATTAGGTTCGCGCCTGACCGGCATTGTGACTACCACAGATAACGGGGGGTCAACTGGCCGTATTCGCCGCTCGGAAGGCGGGATCGCCTGGGGCGATATGCGCAACTGTCTGAATCAGTTAATTACCGAACCCAGCGTCGCATCCGCTATGTTTGAGTACCGTTTTG- STY0835 100 STY4252 59.223 STY0835 99.4 STY4252

STY3186 62.5 STY3186 5.34
GTGGCGCTGTTAAACATTTTTGATATTGCCGGATCGGCGCTTGCCGCACAGTCCAAGCGGTTGAACGTTGCGGCCAGTAACCTTGCGAATGCGGATAGCGTCACCGGCCCGGACGGACAGCCTTATCGCGCCAAACAGGTGGTTTTTCAGGTGGACGCCGCGCCGGGTCAAGCCACTGGCGGGGTAAAGGTCGCCAGCGTGATTGAAAGTCAGGCACCGGAAAAGCTGGTTTATGAGCCAGGCAATCCGCTGGCGG+ STY1214 100 STY4292 64.706 STY1214 99.5 STY4292
ATGACAACGGACGATCTGGCCTTCGATAAACGCCATATTTGGCATCCTTACACTTCCATGACCTCGCCGCTGCCGGTATATCCCGTTGAGCGGGCCGAAGGCTGCGAGCTGGTTCTCGCCTCGGGCGAACGCCTGATTGAGGGGATGTCCTCCTGGTGGGCGGCCATTCATGGTTATAACCACCCGCAATTGAACGCGGCGATGAAAGCGCAAATTGACGCCATGTCGCATGTCATGTTCGGCGGCATAACCCAT- STY0826 100 STY3396 75 STY0826 99 STY2912

ATGACGAATCCAACTTTAGCGCCACAGTCTGATGAATATCAGCAAATTCATGACGGTATTATTCGTCTGGTCGATACGGCACGTACCGAGACCGTGCGCAGCATCAATGCCATTATGACTGCCACCTACTGGGAAATTGGCCGACGTATTGTCGAATTTGAACAGGGAGGAGAAGCGCGAGCGGCCTATGGCACCCAGCTTATCGAACGATTATCGGTAGATTTAAGTCAGCGCTATAAGCGCGGTTTTTCCAAC+ STY3512 100 STY3512 90.62
ATGATGAGAAAGCCTTCACAAATTGTCCATTGCATTAGTTGCGATTTATCCTGTCAATTATTCCCTGACAGCGCAGTACGGGTGCAATACTGTCATAATGCGGCATTTTCCATCTGGCCAGATGGTAATGCTTTCCTGAAAAAAGGGTTTATTGAAAAGTTATTGCTTGATAGACACAACCATTTATCCAGCGGTTTTATCTTTGTTGATTTTTCTTTCCCGAATCTTCGACGATTTACCGATTTACAATGGGCTG- STY4032 100 STY4032 98.7
ATGGAAAGAGTCAGTATTACCGAGCGCCCGGACTGGCGCGATAAAGCGACTGAATACGGGTTTAATTTTCACACTATGTATGGTGAACCGTACTGGTGTGAAGACGCTTATTACAAGTTAACGCTCGCCCAGGTGGAAAAACTGGAAGACGTTACCGCCGAGCTGCACCAGATGTGCCTCAAGGTAGTAGAACGCGTCATCGCCAGCGATGAGCTGATGACGAAGTTTCGTATTCCAAAACATACCTGGGGTTTT+ STY3366 100 STY4732 70 STY3366 98.9 STY4732
ATGAAAATTCATATTCCGTCAGCGGCAAGCAATATAGTCGATGGTAATAGTCCTCCTTCCGGTATACAAGCGAAGGAGGCATCGTTTCCTCCCCCTGAAATTCCAGCCCCTGGCACCCCTACAGTTCCTGTGGTGCTTACGCCTGAACAAATAAGGCAGCAGAGGGATTATGCTATACATTTTATGCAATACACGATTCGTGCGCTGGGGGCGACAGTCGTGTTTGGATTATCGGTTGCTGCAGCGGTAATTTCTG- STY1716 100 STY0642 83 STY1716 97.2 STY4687
ATGAAAAAAATTGCATGTCTTTCAGCACTGGCCGCTGTTCTGGCTTTTTCCGCAGGTACTGCAGTAGCTGCTACTTCTACTGTTACCGGTGGTTACGCTCAGAGCGACGCGCAGGGCGTAGCGAATAAAATGAGCGGTTTCAACCTGAAGTATCGTTACGAGCAGGACGACAACCCGCTGGGTGTAATCGGTTCCTTCACCTACACCGAAAAAGATCGTACTAACGGTGCGGGCGATTACAATAAAGGTCAGTACT+ STY0872 100 STY0380 60.784 STY0872 99.2 STY0380
ATGACCGTACGTATTCTGGCTGTGTGTGGCAACGGACAGGGCAGTTCCATGATCATGAAAATGAAAGTGGACCAGTTTTTAACCCAATCCAATATCGACCACACGGTAAACAGCTGCGCGGTTGGCGAGTACAAAAGCGAGTTGAGCGGCGCGGATATCATCATCGCTTCCACACACATTGCAGGCGAAATCACCGTGACGGGCAACAAATATGTGGTTGGCGTGCGCAACATGCTATCGCCCGCAGACTTCGGCC+ STY4740 97 STY1791 86.538 STY4740 93.8 STY1791

ATGAAAAAAGTTATTTTTTCTTTGGCGCTGGGTACGTTCGGACTGGGGATGGCCGAGTTTGGCATTATGGGCGTGCTGACGGAGCTGGCACGCGATGTCGGGATAACGATTCCCGCCGCCGGGCATATGATCTCGTTTTACGCCTTCGGCGTCGTGCTGGGCGCGCCTGTAATGGCGCTCTTTTCCAGCCGCTTTTCGCTTAAACATATACTGCTGTTTCTGGTCATACTGTGCGTGATGGGCAATGCCATATTT- STY0428 100 STY1538 59.804 STY0428 98.4 STY1538
STY4883 99 STY0544 61.538 STY4883 89.7 STY0544

ATGAAACACGGAATTAAAGCACTGCTTATTACGCTTTCTTTAACCTGCGCGGGCATGGCCCATAGCGCGCTGGCGGCGACGCCTGTCGCAAAAAATGCAGCGGTGGAAACAAAAGCGGATACGCCTTCTTCATCCTCCGCCAAAGCGGCATTACCTGCTAAAGCCAGCGATGATGAAGGTACTAGGGTGAGCATTAATACCGCGTCTGCGGAGGATCTGGCGCGGGTGATGAACGGCGTTGGGCTGAAAAAAGCGC+ STY0495 100 STY4495 59.813 STY0495 99.7 STY4495
TTGGTGGCACAGGGTACTTTATTAAAGGAAAGGATAAATCCCCCACACCTGGCGTCTTCGCCAACACGCCATTCATATCTCAACAGCGGATTGTTAAAATCTGAGCCAATCGTTCATCTCTCAACTGCGCAATTAATCGGCTATGAGGTCCTGACGCAACTTCCGTCAGAACATGATAGCGAAGTTTTTTTTCAGCAGTTAATGCTGATGGAAGGCATTGAAACATCAGAGCAACGAGGCATTGCTTTTTACGCTG- STY0599 100 STY2350 70.192 STY0599 97.4 STY2350
ATTCACAGATATGCTCACCTTGCGCCTAATCATTTAACGGAACACGCGAGGAAAATAGACGACATTTTTGGTGATGATGTCCCAAATATGTCCCATATGGAAAATAAGGAGGAAATAAAGAAGCGTAACGCGTTGATTTATAAGTGGCGCGCCCTGCAGGATTCGAACCTGCGACCCACGGCTTAG- STY0602 100 STY0602a 99 STY0602 68.13 STY0602a
ATGCGTAAAGCCCGTATTACTGCGCACCAGATCATCGTTGTGATTAGATCAGTCGAATCCGGACGGACTGTTAAAGATGTCTACCGGGAGGCCGGTATTTCTGAAGCCACCAGGGATAACTGGAGGTCTGGATACGGCGGCAGGGATACGCGTGGAATCACAAAAGGCTCCACCGTATTTACTGTCTGCTCAAGCTGAATTTTCGCCGTAAGGGTAAACAACGGCTGCCGGTACGCAATCCCTCGCCACTGGTCAC+ STY0329 99 STY0081 61.538 STY0329 97.9 STY4848
ATGGTGGACTTGTGCTGGATCTTAAATCCGGCAGGATTACCCTACACTACGATGTTACTACCGATACGAAAGAGAAACGGCTTTTTTTTTCGTGACATCTGCATCAGCAAACTGCGCAGAACGGGTATGAAAACATTTACTTTTAAAGTCAATTCAGTTAAGACCTTTGAGTCTGATACTGCTGGCGATTTATTTTCCTGGTTGAGGTTGTTACAACCCGGTACGATTAATGAGCTAAAAATTGTCAAAATTGGGA+ STY0375 97.059 STY2879 63.462 STY0378 43.54 STY0375
ATGAGTCAGAACAATTATCTGATTGACAAAAGGGTTATTCTTGATTGTGAACGAATGACGCTTTCCTGCGCCGGAGAGTTGATAACGATATCTGAATCGGAACGCAGTTTGCTTATCACTTTTTATGAAGGCCTTTTTAAAAAAGATGATTTAATTAACTATGTCTGGGGGCGCAAAGGTGTTGTGGTCTCTGATGCCAGTTATTATAAACTGATTAACCAGCTACGAGGATCATTTGATAAAATTGGTCTTAAGG+ STY0377 99 STY0374 71 STY0377 97 STY0374
GTGGACGAACTGACAGCGCAGGCATTGAAAGCCTTTACGACGCGTTACTGCGACGCGTGGCAAGAAAAACACGGTAGCTGGCCGTTGAGCGAAGAACTGTATGGCGTACCTTCTCCGTGCATTATTTCTTCAACCCGCGATGCCGTTTACTGGCAGCCGCAGCCTTTTGAAGGCGAAGAAAATGTAAACGCGGTTGAACGCGCCTTTGATATTATGGTACAACCTGCGCTCCACGCGTTTTACACCACGCAGTTTG- STY3106 100 STY0808 89.109 STY3106 99.6 STY0808
ATGTTTCCCCTCCCCCTCAAACTTCCGGATATTGTTACACCGTCTACCCGCCGCAGTATATATTTACCGCGTTGTATGCCTTTCCTGGCCGAGATCGTTAATATTTACCTCCAAGATAAACCTTATCACAAATTAACATCAGATCTTATACCTCATGCTAACTACCCCCATGAAATTAAAGAGCTATTCTCTAAAAGAATAAGGGTAATTATTACTTAA- STY4516 97 STY2840 58.333 STY4516 93.3 STY2840
ATGGGCGTCGTCATACTACAACCAGGGCAGTCATTCCCTAACCATCGCCATAATACCGCTTGTGAGGTTTTTTATACCCTAAGCGGTGAAGTGTGCCTGTATCTGGAAGGAACACCTCATATCCTGCAAACTGGAGATGTTTTACAGTGCGAACCAGGGGAGGCACATTATCTCATTAATAACGGCGATAAGCCCTAG+ STY3799 99 STY0257 57.547 STY3799 72.3 STY0257
ATGAGTAAAATGATACTATTTGTTTGCGCAACGGGTGTTGCTACTTCCACGGCTGTGGCAGAAAAAGTAATGGAATATTGTAAAGACAATGGGCTTGATGTTAATTATTCCCAAACTAATGTAGCCTCATTGCCAAACAATACCGATGGTGCAGCTTTGGTTGTATCAACAACGAAAGTTCCTTATGAACTGGATATTCCGGTTGTTAGTGGTCTGCCAATCATTACCGGAGTAGGTGAAGATAAAGTTCTTGAAA+ STY3999 100 STY3999 99
ATGTGTATTGGCGTCCCCGGTCAGGTGCTGGCCGTCGGAGATGATATTCACCAGCTTGCGCAGGTGGAAGTGTGTGGCATCAAACGTGATGTCAATATTGCTCTGATTTGTGAAGGTAAGCCAGCCGATCTGATAGGGCAATGGGTATTGGTACACGTTGGTTTTGCGATGAGCATCATTGACGAAGACGAAGCGAAAGCCACGTTAGATGCGCTGCGCCGCATGGAGTACGACATCACCAGCGCGTGA- STY3314 100 STY2978 71.845 STY3314 99.6 STY2978
ATGTGTATTGGCGTTCCTGTGCAGGTTATTTCACCCGGTCAGTGGTTCGCCAAATGCCGCGACCGACACGGCGAGCTTATCGACGTTGATATTCGGCTTGTGGCTCCCCCCTTAGCAGGCGCATGGCTGCTGACATTTGGCGGCGCAGCGCGACGAGAAATGGACGAAGCGGAAGCCGTTGAGGTACTGGTGGCGCTGGACTCGCTGGAACAGGCCATGCTCACGCAAAGCGATCCGCTGACCGGTTTTGCCGATT+ STY1528 100 STY4223 63.725 STY1528 98.7 STY4223
ATGGTAAATCAAAAAAAAGATCGCCTGTTAAATAACTATTTATCCCCGCTGGATATCACCGCAACACAGTTTAAAGTGCTGTGCTCGATACGCTGCGCGGGATGTATTACCCCGGTTGAACTTAAAAAAGTGCTGTCTGTCGATCTCGGCGCATTGACGCGGATGCTCGACCGCCTGCTGTGCAAAGGCTGGATCGAAAGACTGCCGAATCCTAATGACAAACGCGGCGTACTGGTGAAGCTAACGCCGGACGGCG+ STY1540 100 STY3130 53.922 STY1540 86.46 STY3130
ATGAAGATTTCCCGCCTCGGAGAAGCGCCGGATTATCGCTTCTCACTGGCAAATGAGCGCACCTTTCTGGCGTAGATTCGCACCTCGCTGGGATTTCTGGCGGCAGGCGTCGGTCTTGATCAGCTCGCCCCGGATTTTGCCACGCCGGTGATCCGTGAACTGCTGGCGCTACTGTTGTGTCTGTTTGCGGGCGGCCTGGCGATTTATGGCTATCTACGCTGGTTACGTAATGAAAAAGCGATGCGCCTGAAAGAGG+ STY3974 99 STY3975 62.745 STY3974 99.1 STY3214
ATGTCAGGCCGCTTGTTAGACGCTGTTCCGCTCAATTCCCTGACAGGCGTCGGCGCAGCGCAAAGCAGTAAACTGGCGAAAATTGGCCTGCATACCGTCCAGGATTTACTATTACATCTTCCTCTGCGTTACGAAGACCGTACCCATCTCTACCCCATTGGCGAACTGCTGCCTGGCATCTACGCCACCGTTGAAGGTGAAGTGCTGAACTGCAATATCACTTTCGGCGGTCGCCGGATGATGACCTGCCAGATT- STY4048 100 STY1256 70 STY4048 97.85 STY3743
ATGATGACCATCAGCGATATCGTGCAAATTATTCTTTTTTGCGCGCTGATTTTCTTTCCGCTGGGGTATCTGGCGCGTCATTCGCTACGCCGTATCAGTGATACGACCCGGCTGCTATTTGCCAAACCTCGTTATGTAAAACCAGCCGGAACTCTGCGCCGCGCTACGAAAGTCAAGGCAGACAAAAAATGA- STY4177 100 STY2271 46 STY4177 99.5 STY2271
ATGCAGAAACAATCACATGATAACGTTATTCTGGAGCTGACCGTTCGCAACCATCCTGGCGTGATGACCCACGTCTGCGGGCTGTTCGCCCGACGCGCTTTCAACGTTGAGGGTATTCTCTGTTTACCGATTCAGGGTAGCGATCAGAGCCGCATCTGGCTTCTGGTCAATGACGATCAGCGGCTTGAACAGATGATAAGTCAGATCGATAAACTGGAAGACGTGGCGAAGGTGGTACGAAACCAGTCCGATCCCA+ STY3987 100 STY2711 60 STY3987 99.3 STY3122

STY3710 51.923 STY2494 45.192 STY3710 19.29 STY2494
GTGACCCTCGATGCGCTTAATGCGATGGGGGAAGGGAATATGGTTGGCCTGCTTGATATCCGCTTTGAGCGTATTGGGGACGATACGCTGGAAGCGACAATGCCCGTCGATCATCGCACCAAACAGCCGTTCGGCTTGCTGCATGGCGGAGCGTCTGTGGTGCTGGCGGAAAGTATCGGCTCGGTCGCAGGCTATCTGTGTACGCAGGGGGAGCAAAAGGTGGTGGGGCTGGAGGTGAATGCCAACCATGTACGGT- STY1757 100 STY0643 73 STY1757 94.86 STY0643

STY3641 31.081 STY3641 31.08
STY2012 72 STY2207 66 STY2012 65.09 STY4608
STY2958 72.277 STY4871 54.455 STY2958 64.44 STY4871

ATGATGGACTTTTTCAGCATTAACAATGTAATGGTCAACATTCCTCTCGGCGAGGGTGGGTATGCGCTATCGTGGATTGAGGCTATCGGTACCGTCTTTGGCTTATTGTGCATCTGGTGCGCCAGCCGGGAAAAAATCATTAATTACCTGTTTGGCTTGATTAACGTCACTCTGTTTGCCGCCATCTTTTTTCAGATTCAACTGTATGCCAGCTTGCTACTTCAGGTGTTTTTCTTTGCGGCGAATATTTACGGCT- STY3643 98 STY0798 66 STY3643 90 STY2460
HCM1.183 58.716 HCM1.183 36.78

ATGTTGGGCTGTTTTCACTATTTGACGAATAAAGAACCCATGGAAAATCATGAAATTCAGAGTGTGCTGATGAATGCCCTCTCCCTCCAGGAAGTCCACGTCTCCGGCGATGGCAGTCACTTTCAGGTTATTGCCGTGGGCGAGATGTTTGACGGCATGAGCCGGGTCAAGAAACAGCAAACGGTCTATGGGCCGCTAATGGAGTACATTGCGGACAACCGTATCCATGCCGTATCGATCAAAGCATATACCCCGG- STY3487 100 STY2365 59.223 STY3487 100 STY0488
ATGGAAATAACCTTTTCTGCTGACAGAGAAGCGGTAGACGAACTCATTAAACACTTTTTTACTGAAAATAAGCTCTATTTGAGAGGGCGGTTTTATCTGTCCGCGGCGGTGGTATAA- STY2147 100 STY2148 100 STY2148 58.43 STY2147

STY4597 86 STY2205 74 STY4597 79.1 STY2205
STY4598 79 STY2206 73 STY4598 67.38 HCM1.252

STY2082 63 STY2103 59.804 STY2082 32.56 STY2103



STY4288 76 STY0523 75.248 STY4875 59.07 STY4020
HCM2.0131 72 STY2526 57.282 HCM2.0131 52.44 HCM1.54
STY4490 63.366 STY2397 61.765 STY3587 26 STY4490
STY1941 47 STY2900 24 STY1941 38.24 STY2900
STY1503 60.952 STY2668 51 STY1503 15.77 STY2668
STY2493 100 STY2203 85 STY2493 99.7 STY1649
STY2581 100 STY2159 70 STY2581 98.4 STY2159
STY2585 100 STY2584 76 STY2585 99.2 STY2584
STY2710 100 STY0007 72 STY2710 99 STY0007

ATGAATCGTTTTATTATGGCCAATAGCCAGCAGTGTCTGGGATGCCATGCCTGCGAGGTCGCCTGCGTAATGGCTCACAATGATGAGCGACATGTTCTGACGCCACAGCGCTATCAGCCCCGAATTACTGTCATCAAACATCAGCGCCAGCGCAGCGCGGTTACATGTCACCATTGCGAAGATGCGCCCTGCGCCCGTAGCTGTCCGAACGGCGCGATCGCGCATATTAACGACAGCGTGCAGGTCAATGCGCAG- STY2717 100 STY3511 71 STY2717 98.4 STY4477
STY0157 52.427 STY0157 31.77

ATGCTCGCAGTTTGCTGTGCGCTATTTTATAGCCAGAGCAGTATTTCCGCTGAAAGCGTTGAATACGACAGTTCCTTTTTAATGGGGAGTAGCGCCTCCACAATCGATATCAGCAAATACTCCGACGGCAACCCAACGCCTGTCGGAACGTATAGCGTGAAAGTTTTTGTCAACGAAAACCCCGTATCAAGCCTGTCCATACCCTTTATCGATATCGGCAAGGTCAGTGCAGAAGCCTGCCTGACACAAAAAAAT- STY0205 100 STY3920 67 STY0205 100 STY0593
ATGAATACGAATAATTCACCATTTTTACATACTCCAGCAGACGGAAGTCGAAAGTTCACTACCTTCGAAGTGGGGCATGACAGGGCTTTCGATTCTGAAGTTAAAATATTTGAACATATAGCCAATAAATTTCCAACAACGGCAAAAGGTCGTATTGATCTATACTCGGAATTAAAAGTATGCCCCTCATGTTCAGAGGTTATAACTCAATTCAAAGCAATGTATCCTAATATTGAAGTTAATGTGACATGGGGAG+ STY0326 100 STY2350 61 STY0326 100 STY2350

STY0587 100 STY2349 58 STY0587 100 STY2349
ATGGTATTAAATTGTCCTCAACCACTTAAAGTGATCATAAATTCTTTGGATGTGTTTACATCCTACAATTTGAGAAAGCACTGCCAAACGTGCATGAGGGTGATAATCATGGGTCACGCATTAAAAAAGGCAGATCGCTTGTACATTCCGCCTCGTGACAAATCCATGGTGGCGAAACCTCGTGCAGCGATCAGCAAAGCATGTTCACATACTGGTCAAGTTAAAAACGCCTTTGAGTTTGGGTTTGCTCGTTACG+ STY1030 100 STY0122 62.963 STY1030 100 STY0311
ATGATTACTTTTGATCAGGCAACCGTTGACAGCTCTGGTGCCTTTCTCATCGGGGAGCTGGAGCGACTCGACCAGACGCTGAACCTGCCACTGGTGGGGTACACCTGGACCCGCGATATTCAGTTGCGTGAAGATGTCTCTATCGCAGATGACATTTCCAGCTGGACGAATACCAGCTTCGCCGCTGCGGGTACTGGTGCAAATCCGAATGGCAAAAACTGGGTAGGCAAAGACTCAACCGCTATTGCTGGCGTG+ STY1052 100 STY2035 94 STY1052 100 STY2035
ATGGAATGTTCAGTCAAAGGCCACGATTATCGCGTGGCGAAACTCAGCGTTTTTGACCAGCTGAAAGTCACCCGTAAATTGCTGCCGGTGCTGGCGGGCATGATGTCAGATTTCGGGGGCATTCGCTCCCTTCTGCCTGCGGATGGCAAAATCGACAGCGCTAAGTTTGATGCGCTTAAGCCGGTGTTTGAAACCCTGCTGCCGCGTATCGCTGAGGAACTGTCTTCCCTGACCGAAGAAGATACCAACGCGATTA- STY2027 100 STY1060 90 STY2027 100 STY1060
ATGCACTCCTGGAAAAAGAAACTTGTAGTCTCACAATTAGCATTGGCTTGCACTCTGGCAATCACTTCTCAGGCGAATGCTACTACATACGATACTTTTGGGTACCATGACGATGCGGCCACTGTTTTTGGCTGGGATGATACCAACGACCATGACTATCTAACTTATGGTGGTTATGTCTACAACACCCCAGCTAGTGATAGCGGCTATTTTGATACAAAATTTACTGGTGACACTGTAAATGGCGTTATTTCA+ STY0405 100 STY4081 65.347 STY0405 100 STY4081
ATGACTAATTACGGCACAACAACATTACCAAGAACCAGCGTTGTACCGGGAATGCTGGTTAAGTACCAGGGGCGCACATACCGCGCATCTGCAAACGTAGGAAAAGGGTTGTACTTGTTTACCCTTTTCGAACGCCTGCGGACAACCAACGACGAGATCGAGGTTTACCTCAACCAACACGGCAAACCTGCAACCCATTAG- STY1019 100 STY4202 58.252 STY1019 100 STY4202
ATGGCAAAACCGGACTGGGAGGCCATCGAGACGGCATACCGGGCCGGAATTATGAGCCTTCGCGACATAGGGGCGCTGTACGGCGTAACGGAAGGGGCGATAAGGAAGAAAGCAAAGAAGCTGGAGTGGGTACGCAAAAATATTACGCAGGTACGCAAAAATGGTACGCAAAAAAACACGGTGCGTACCACGAGGAGGCCTGCCAGCTCCGGCGCAGTGCAAAAGCATTCGCGGCCAGAATCCGGACCTCCCGCAG+ STY1046 100 STY2041 85 STY1046 100 STY2041
ATGAGTTTAGCGCAGCCTAAATCCGGAGAGCTTTTAGAGATCCTTGGTCCCTCACTCACTCAGGGAGAAAACCTACTCAGTGAGTTTGAAATTCATGCCGTCATTCGTGACGCCAGGAATGTTCCTGAATATTATCAAGGGCTTTCTATCGAGGGATTAGCTAAGCTTGTTTTAGGCGAAGTTGAAGAGGGATGTGCCCTTTGTGAAAAGTCATTGGCGATAGCCCCGGACGATTCTGTTTCGTTTTGTAACTATA- STY2021 100 STY1066 78 STY2021 100 STY1066
ATGAACAAGACCAACCATTTTAATCGCCAGGCGCTTATTGCCACGGTATTACTGGCTGCGCCGCTGGTGTCACACAGCGCGATTGTGCCGGATCGTACCCGCGTTATTTTTAACGGCAATGAAAATTCAATCACCGTCACGCTGAAAAACGGCAACGCCACTCTGCCCTATCTCGCTCAGGCGTGGCTGGAAGACGATAAGTTCGCCAAAGATACCCGCTATTTTACCGCCCTGCCGCCGCTGCAGCGTATTGAGC+ STY3087 100 STY3175 66.055 STY3087 100 STY3175
ATGGCTAAATATATATTCCTCTTTATCTGGATTGTGACATTTTCTGTCAGCGCTGGTGAGCGAGGATATTATTTATTCGTATGGGGTAACCCTGAAGGGAAGGAATATTTTAAAGAATATAGAGCTGATGAAAGGATATATGCGGTCAATAAATCCTGTTGGAATGAAAGAGCGGGGAACTCTATACGAATAGTATATGTTGATACTTATCCTCATGGAATAACCGATTCTTTAATTAATTCCTTTTTGGCTGGGA+ STY3285 100 STY1729 74.257 STY3285 100 STY1729
ATGTATCCCCCAAACCAAGGGGGGATGAGAACCACCGACCGGGGTTCGACAACTGGCGCAGCCAGTTGGACAGACCGGGCGCGCAGCGAACGGGCTGCCCCGAAGGGGCGAGCAAAGCGAGTCAATCCCCCCCTCACCGCCATATTCAAGAAAGAGCTCGTACGAAAGTACGGGCTTTTGTATCTAAACTTCTTGTTTTTACTGTGA- STY0947 100 STY1405 88 STY0947 100 HCM1.210c
ATGTCCGAACCTGTATCCAGTGCGACAGTGTTGGCTGGTGGATTAATGGGGGCCAGTGTATTCGGTCTGGCAACCGGAACCGATTATGGTGTGGTATTCGGCGCTTTTGCCGGCTCGGTATTTTATGTCGCCACGGCAACCAACATCGGACGCATCAGGCTGGTCGCTTATTTTATCACGTCATTTATTGTGGGAGTGCTTGGCGCCGGGCTGATAGGTACTAAGCTTGCGGCAATAACGCATTATGAAAAACCAC+ STY1040 100 STY0138 58 STY1040 100 STY3294
ATGCCGACTCTTGATGTAACAGATGTGCTTTTTGACCCCGATTTTTGCGACTTCAATTTGTGGGTAACACGCCGAGTGCAAACGGTGGATGAGGACGGGATCGGCAGCGACAGTGAAGTTAAAAAGCAGTTTGCCGGAGTCGTAACTGTTGATCGCTCTCTGGAAAACCGCCGTATGCAGGCAGGGCAGGTAATCAGTGGTGCAATTCTGATTGTGACGACTGAGCGACTGACGCAGGGACAGACTGGCCGTGATG+ STY1056 100 STY2031 94 STY1056 100 STY2031
ATGCCGACTCTTGATGTAACCGATGTTCTTTTCGACCCGGATTTTTGTGACTTCAACCTTTGGGTAACGCGTCGGGTACAGACAGTGGACGAAGACGGGATTGGTAGCGACAGCGAAGTTAAAACGCAGTTTGCCGGGGTTGTTACCGTTGACCGTTCACTGGAAAACCGCCGCATGCAGTCCGGGCAGGTTATCAGTGGAGCAATCCTTATCGTGACGACTGAGCGACTCACGCAGGGGCAGACTGGCCGTGATG- STY2031 100 STY1056 94 STY2031 100 STY1056
ATGCTCAATTCAAGAACCTACCTTTATCAGCGTAACGGTGTCTTTTACATCCGCCTTAGGATGAAGACCACTGGTCGCCTGACCGCTTCGCTTCCCTCTCATAACCGTTATAAACTAGCGTCAGTATCACTACGGACTAAGGACAGACGCACCGCTATGGCTCACTCTCGACACATCAAGTCAGCACTTAAAGCAATACACGCAGACAACCCTAGCGCATCCTATGAGGAACTACGGGAGCACCTGAAGACCATT- STY3193 100 STY0820 48.113 STY3193 100 STY0820
ATGCTGGGGCTTAGTTTATTGTTGGCGCTACTGTTTAGCCACCGATTACGCCAACCACACCACCTTTGGGCCGGGTGCTATGTGGTCGTATTGCTGCTGTTGTTGGCGCACATGGGGGATATTCTCGATAGGCATCATCGGCGCGATGCCTATCAGGCACAGCAGGTGGCGGAAGAAACGCTGTTACGAAAAATCGATACGACTGATGACCGCGTTTTTTTAAATCATTTGATGTCGCAAGCCATGCAGCCGCAAA- STY3347 100 HCM1.247 63.889 STY3347 100 HCM1.247

STY1042 100 STY0321 61.765 STY1042 100 STY2548
ATGGCACAGGGCTTGCCTGTATCAAACGTTGTTAATGTTGATGTGATCATGTCGCCGCGTGCAGCATCAGGGCGAAATTTTGGTGCATTACTCATTCTCGGCCCGTCCACAATCATTCCGGTAAGTGAGCGCATTCGCCGTTATTCTGCCGCGGAAGATATTGGAAAAGATTTTGGCGTGGAATCATCAGAATATAAGGCTGCGCAGGTGTTTTTCTCTCAATCACCGAAACCTCAGGAGGTTTTTGTTGGTCGT+ STY1058 100 STY2029 86 STY1058 100 STY2029
ATGTTCTTAACATTTCCTAATGTAGCAATAACTCGAGATAACAGGATAGACAAATTATCTGAAAATGATTTAGAACTCATTCGTGATACGGCTATACAAAATGGCGGAAGAAAGATACAGGTACAATTACGTGATTTATTATATGAAGTAAGTAATCGTGCTGTTGAAGGTGATAATAATACATTCAAAGTTAGTTTTTCTACTACAGACCGAGCCATGTTTAGGGAACGTCATATTGAATGGCAGGGAAACGCTA- STY1076 100 STY3370 61.321 STY1076 100 STY3370
GTGATTTACCCAACGAATACAGGAAAAAGCGGAGAACACCTTCGTCTCACCACGCTGGAAAGTGTCTGGATTCAGGGAAAACTGCGTATGTGGGGGCGCTGGTCGTATATTGGTGGCGGTAAGACGGGAAATATGTTCAACCAGTTGCTGACCTCTAAAAAGCTGACAAAAACGGCAATTAACGAGGCGCTCCGGAGGATGAAAAAAGCAGGTCTGGACAAACCTGAACTTGAGGCTTTTTTGCGGGATATGATCA- STY2050 100 STY1049 60.784 STY2050 100 STY3956
ATGACTATTGCCATTACCGACGTCGTCCTGCGTGACGCCCACCAGTCTCTGTTCGCCACCCGCCTGCGCCTTGACGATATGCTGCCGATTGCCGCTCAGCTCGACGACGTGGGCTACGGCTCGCTGGAGTGCTGGGGCGGCGCCACCTTTGACGCCTGTATTCGTTTTCTCGGCGAAGACCCGTGGCTGCGCCTGCGCGAACTCAAAAAAGCCATGCCCAAAACCCCGCTGCAGATGCTGCTGCGCGGCCAGAAC- STY0064 100 STY3532 100 STY0064 100 STY3532
ATGAGCACCATCCTGAAATGGGCGGGAAATAAAACTGCCATAATGTCCGAACTGAAAAAACATCTTCCTGCTGGCCCGCGACTGGTTGAACCTTTCGCGGGTTCCTGTGCTGTGATGATGGAGACGGATTATCCCAGCTATCTGGTTGCGGATATTAATCCTGATTTAATCAACCTCTATAAAAAGGTTGCCGCTGATTGTGAATCGTTTATATCTCGCGCCAGAGTTTTATTTGAGATCGCAAACAGGGAGGTGG+ STY3667 100 STY4636 90 STY3667 100 STY4636
ATGAGCGCAAGCGGAATTTATGAGGCGCGGCATCTTAAAGAGCACAGGGAGATTGTAAGTAGCCCGATATTGCTGGCTTTTGCTTATCTTGCTGACGGGATTCGTCGTATGAAGCATGAGAATTACCTCATGTTTTATATAAGGATTCAACACCATATCAAAACCGGTAGCTCTCAACCTTTCAAGGCTATGTGTCAGATCAAGTGGCAACTAATAAACATAAATTTAAAAACTTATATATCTGGCCAGATAGACT+ STY4854 100 STY2296 61.386 STY4854 100 STY2820

STY4403 100 STY3601 61.165 STY4403 100 STY3601
ATGTCTAAAGAAACTAACTACTTTAATCTGAATATCAACGGTCTGGGCTATATCACGAATGTACGTCAGGTTGTCAACGGTAACAGTAAGTTTACCTGTTGTACGCTGAATGCCCTTAGTGGTCCGACAGATAATGCAGACTACACCCGCTTTGATGTCACAGTCGCAGGCAAAGACGCAACGAGTTTAATTAACCGCTGCCAGAAGTCCTGTGATGAGGACAAAAAAGTAATGATCGGTTTTGTTCTCAGTGGGA+ STY4534 100 STY3635 62 STY4534 100 STY3635
TTGGCCTTTTCCGGTCTGGCGCTGTTACCCTTAGCCGCCCTTTACCTTTATCTGGCCTTTTCCCTTTTGCTGGCACAATCACCAGAAAAAAATAACGGAATGCTGCACCAGAAGCCTGTTAATAGGCTAGACCATTTAGAAACATCGTTATTAAAAGGAAACCGTACAAAAAATTTTGCCCCCAAAATTTTTTGTACGAAAACCGATGGATAA- STY4677 100 STY4677 86 STY4677 100 STY3644
ATGAGACACACCACCATTACCGCCCGTGACCTCGAATGTCTGGAGCATATGCGCAACGTCGGCCAGCTCGTCAATGAGCTGATGCAGGTGCAGGACTGCGCCACCGTTCGTCGCGACCCGGTGCAGCAGTCACAGCTCACCTCGGTGATTTACCTCATGACCGCCCAGCTTGACGGCGTGGTAGAGCGCTGCAATCAGCGCTGGCTGACCGGGGAGGGCAACGTATGA+ STY4830 100 STY4122 63.462 STY4830 100 STY1324

STY4870 100 STY4870 70
ATGACACTGAGGATCTTAATCAAAACAACTTCATTTCTGAGATTTATTCTGACGCTTGTGTTCATGCTGGTTATGCTTACGTGCCTGTCCCTTGCACTGGCTGATTTAGGGTTTCGTTATCAGTCTGAAATAGCCCAGTTCCGGATCTGGATGAAGGAAACCTGGTTGTTGTGGCTTCTGTGGCGGCTGATGCTTTACAGCGTGACTGGTTGGGGGATATGGCGTTGTTATCACTCCCATGGCTCTTCTCAGGCTC+ STY4578 100 STY0674 61.165 STY4578 100 STY0221
ATGTTTCTCCCCTTTTTTTACAGGAGAAACATCATGCTGAAATTCAGTGCAAAAGACTTAAAACCGGTACTGCTTGAGGCACGTAAAAACCACTGTGGCGTGGTACTGGTCAAGGATCATGGCGTTTATATTATGTCTGAAACCGGTGAGCTCACTCCGCGTGGCCGAAAAGTGGCTTATGCGAAGGGATGCCATCCAGAAAAGGATGAGGCCTGGTGGGATACCGCCCGGGCAGAAGTAGGGGGTGATGATTTTG+ STY4595 100 HCM1.20c 70.588 STY4595 100 HCM1.20c
ATGAGCACCATCCTGAAATGGGCGGGAAATAAAACCGCCATCATGCCGGAACTGATTAAGCATCTGCCTGCAGGTCAGCGACTGGTGGAGCCGTTCGCCGGTTCCTGTGCTGTGATGATGGCAACAGACTATCCTCATTATCTTGTCGCGGATATTAATCCAGATCTTATCAATCTCTATAAAAAAATTGCCCTTGATTGTGAAGCTTTCATATCACGCGCAAAGAATATTTTTGCGATTGCGAATAGAGAAGTTG- STY4636 100 STY3667 90 STY4636 100 STY3667
ATGCCGGGCAACCGCCCGCATTATGGGCGTTGGCCTCAACACGATTTTCCGCCATTTAAAAAACTCAGGCCGCAGTCGGTAACCTCGCGCATACAGCCGGGCAGTGACGTCATCGTCTGCGCGGAAATGGACGAACAGTGGGGATACGTCGGGGCTAAATCGCGCCAGCGCTGGCTGTTTTACGCGTATGACAGGCTCCGGAAGACGGTTGTTGCGCACGTATTCGGTGAACGCACTATGGCGACGCTGGGGCGTC- HCM1.04c 100 HCM1.136a 100 HCM1.204c 100 HCM1.238c
TTGGGCGCTGTCGACGACAGCATGGAGCAGGAGGGAGACTACGCCAGTGCCGCTGGCGCAGAAAGGAAAAACTGTTTGTACGTCAAAAAGATTATTTGCGAGCCTGAACTGCCGCGCTTCGCTTGCCTTCTCCCGATCTTCTGA- STY4674 100 STY0367 54 STY4674 100 STY0367
ATGACGACATCGAGCTATCTTGAGTACATCCTGACGATTCTGGGCTGGGTTGTTAATAACGGTTTGTGGGATGTTCTGACAGGCACGGGACTTTTTGCATTACCACTGGGCTTTAAAATCATTGGTATCTGGATCAAAACACGGGAAGAAGGGGATGATGAGGGTAATAAAGGTATCCTGTCGGCCCGACGGATGGAACATGCTATTTACGGGGCATTTATCGTTATTATCGCCTGCTGTGTCCCCACTCAGACA+ STY4579 100 STY0674 72.277 STY4579 100 STY0674
ATGATTAAGCAGCCAGCGCTTGCTCAGGAACAGTACGCCTGCGTATATGCATGGCTGGCGTTACTCTTTTTCCGGGAAGTGGATGATGAAGGGTTAATACAATTACAGTCCGCGGAAATCGCGGACTGGCTGGCGCTGTTAAAGCGTCAGCCAGCGCTGGCGGCGTCGGTGGCGTTACTCGAACAAAAAATTGCCGCGCTTAGCCTGCGTCAGGATGCGCAGCTGGAGCTGGCCGCGGATTTTTGCGGATTGTTCC+ STY3957 100 STY4176 66.019 STY3957 98.3 STY4176
ATGAGCCATAACGACACTATCGTCGCCCAGGCAACCCCACCGGGACGCGGTGGCGTGGGTATCCTGCGTATTTCCGGTCTGAAGGCGCGCGACGTTGCGCAAGAGGTGCTGGGCAAGCTGCCGAAGCCGCGCTATGCCGACTACCTGCCGTTTAAAGATGTTGACGGCAGCGCGCTGGATCAGGGTATTGCGCTGTGGTTCCCCGGCCCGAACTCCTTCACCGGTGAAGATGTGCTGGAGCTACAAGGGCACGGC- STY3937 100 STY2826 64.762 STY3937 99 STY2826
ATGGCTTCAGAAAATATGACGCCGCAGGAATACATAGGACACCATCTGAATAACCTTCAGCTGGACCTGCGTACTTTCTCGCTGGTGGATCCGCAGAACCCCCCAGCCACCTTCTGGACGCTCAATATTGACTCCATGTTCTTCTCGGTGGTGCTGGGTCTGTTGTTTCTGGTGATGTTCCGTAGCGTTGCTAAAAAAGCGACCAGCGGCGTGCCAGGCAAGTTTCAGACCGCGATTGAGCTGATAGTCGGCTTTG+ STY3907 100 STY3907 99.9
ATGGGCAGCGTTAACTTCATAACTCACGCCGATGTTCTGCAACTTATTGCGAAAAGAACGGCTGAAGATTGTATTATTTTTCTTTCTGGCCCTACGTCCAGAAAGACGCCGCTGTCCTTGTTACGAATGAAAGATGTCATTGCAGTCAATGGTTCTGTTCAATATTTGCTAAACAATAACGTCAAGCCATTTTTGTACCTTCTGACGGATGTTCGCTTCCTCCATCGCCGGCGCGAAGATTTTTATAACTTTAGCC+ STY4080 100 STY4080 67.308 STY4080 98.9 STY0703
ATGGGTCAGTCTGCGGCCAATTTAGTCGATATGCGCGACGTCAGCTTTTGCCGTGGCGAACGCTGCATTTTCGATAATATTTCCCTGACGGTGCCGCGCGGGAAGATCACGGCGATCATGGGGCCGTCGGGCATCGGTAAAACCACGCTGTTGCGCCTGATTGGCGGACAGATCCCGCCGGATAAGGGCGAGATCTTATTTGATGGCGAGAATGTGCCGGCCATGTCCCGTTCGCGGCTCTACACCGTCCGTAAAC- STY3492 100 STY2678 65 STY3492 99.4 STY2678



STY2039 62.745 STY2039 11.36
ATGGCTGTCGCTGCCAACAAACGTTCGGTAATGACGCTGTTTTCTGGTCCTACTGACATCTATAGCCATCAGGTCCGCATTGTGTTGGCTGAAAAGGGTGTTAGTTTTGAGATCGAACATGTGGAAAAGGACAATCCACCTCAGGATCTGATTGACCTCAACCCGAATCAAAGCGTTCCGACACTGGTGGATCGTGAGCTGACCCTGTGGGAATCTCGCATCATTATGGAATATCTGGATGAGCGTTTCCCCCATC- STY3523 100 STY2406 59.223 STY3523 99.2 STY1671
ATGTTGAAAAAATTTCGTGGCATGTTTTCCAATGACCTGTCCATTGACCTGGGTACCGCGAATACCCTCATTTATGTAAAAGGACAAGGCATCGTATTGAATGAGCCTTCCGTTGTGGCCATTCGTCAGGATCGTGCCGGTTCGCCGAAAAGCGTGGCTGCAGTCGGTCATGATGCGAAGCAGATGCTGGGCCGTACGCCGGGCAATATCGCTGCGATCCGTCCGATGAAAGATGGCGTTATCGCTGACTTCTTT- STY3554 100 STY4234 61.765 STY3554 99.7 STY4234
ATGAAGACCACTTTTTCCGCTCGTTTTATGCAGCGCATGGCGCTCACCACGGCGCTTTGTGCCACGTTTATCTCAACCGCACATGCCGATGACCTGAATATCAAAACTATGATCCCGGGTGTTCCGCAGATCGATGCGGAATCCTACATCCTGATCGACTACAACTCCGGCAAAGTTCTGGCGGAACAAAACGCCGACGAACGTCGCGACCCGGCTAGTCTGACGAAGATGATGACCAGTTACGTCATCGGACAG- STY0688 100 STY0896 80 STY0688 99.4 STY0896

STY0012 65.385 STY3554 63.462 STY0012 11.09 STY2785
ATGACTGACAACAATACCGCATTAAAGAAGGCTGGCCTGAAAGTAACGCTTCCTCGTTTAAAAATTCTGGAAGTTCTTCAGGAACCAGATAACCATCACGTCAGTGCGGAAGATTTATACAAACGCCTGATCGACATGGGTGAAGAAATCGGTCTGGCAACCGTATACCGTGTGCTGAACCAGTTTGACGATGCCGGTATCGTGACCCGCCATAACTTTGAAGGCGGTAAATCCGTTTTTGAACTGACGCAACAGC- STY0731 100 STY0183 51 STY0731 99.6 STY0183
ATGTCACATCACATTGTTATTGTTGAGGATGAACCTGTTACTCAGGCCAGGTTACAGGCCTATTTTGAGCAGGAGGGGTATCGCGTTTCGGTGACCGACAGCGGCGCGGGCCTGCGCGTGACATCATGGAGCATGAGCACGTTTCGCTGATCCTGCTGGATATCAACCTCCCCGATGAAAACGGGTTGATGCTGACCAGGGCGCTACGCGAACGCTCCACGGTGGGCATTATTCTGGTGACGGGGCGTTGCGACCA- STY3954 100 STY3812 71 STY3954 99 STY4947
ATGGAGGGGAGCTGGTCAGGGTTCAGGTACGATGACGACGATTCGGAGGTCTCAATGCATCTCAAAGAAATAACCAGCCAGGGGTACTATATCTATGAAGCGCCGGTCCGTTTATGGCACTGGATCACGGCGTTATCCATTGTCGTCCTGGCTGTTACAGGATATTTCATTGGCCGCCCCCTGCCATCGATTCAAGGTGAAGCGACCTTTATGTTTTGGATGGGCTGGATACGACTGATCCATTTTACCACGGCGT+ STY1526 100 STY1915 78.218 STY1526 99.9 STY1915

STY2521 64 STY2500 63.366 STY2500 10.6 STY3945
ATGCAGGAGCGCAGCGTCACTAAAGCTGCAAAACGGATGAACGTAACGCCCTCTGCGGTCAGCAAATCGCTGGCGAAACTCCGGGCATGGTTTGACGATCCGCTGTTCGTCAATACGCCGCTGGGCCTGGCGCCGACGCCGCTGATGGTCAGTATGGAGCAAAGTCTGGCGGACTGGATGCAGATGGGGAATCAACTGCTTGATAAGCCACATCATCAAACGCCGCGCGGTTTAAAATTTGAGTTGGCGGCAGAGT- STY3935 100 STY4311 63.81 STY3935 92.37 STY4311
ATGAGCACTGATAATAAGCAATCGTTGCCTGCGATTACCCTCGCAGCTATTGGGGTTGTCTACGGTGATATTGGTACCAGCCCGCTTTATACGCTTCGTGAATGTTTGTCCGGTCAGTTTGGTTTTGGCGTTGAACGAGATGCCGTGTTTGGTTTTCTGTCGCTGATCTTCTGGCTACTCATCTTTGTGGTTTCCATCAAATATCTCACCTTCGTGATGCGCGCCGATAACGCGGGTGAAGGTGGAATTTTGACG- STY3898 100 STY3898 99.3
ATGCTTATAATTTCATACATTGCATTATGCTTATTATTTATAGTTTATCTCTATACTCTTTCCGTAAGAATTGAGGGAAAAATAATAAATGTAATGGTCCCATACCTGATAATAACAGTCCCTACACTGTACGTGTTTGAAGGTATATTTGTATACCTCTCAGAGGTGCAGAATTATACAGTGGAATATTTGTTTTTCTATACTTGCTATATAACATACATAGCATCATTTGTTATTTCTTATCTTTACACACAA+ STY1779 100 STY4459 55.882 STY1779 99.8 STY4459
ATGAGAGTATTGGTTACAGGTGGTAGCGGTTACATTGGAAGTCATACCTGCGTACAATTGCTGCAAAATGGTCATGACGTCGTCATCCTCGATAACCTCTGCAACAGCAAGCGCAGCGTGCTGCCCGTTATTGAACGTCTGGGCGGTAAGCACCCGACCTTTGTCGAAGGCGATATTCGCAACGAAGCGCTTATAACCGAAATTCTGCACGATCACGCGATTGATACCGTGATTCACTTTGCCGGCCTGAAAGCC- STY0809 100 STY0809 98.7
ATGAAAGATGAGCTTTTTCTGCGCGGCGAGAACGTGCCAATGACCAAAGAGGCGGTACGGGCGCTGGCACTGTCGAAACTTGAGCTCCACCGCGCCAGTCACCTGATTGACGTCGGGGCGGGAACGGGAAGCGTCTCAATTGAAGCGGCGCTGCAATTTCCTTCGTTGCAGGTGACGGCTATTGAGCGTAATCCTGCCGCGCTACGGCTGCTTGATGAGAATCGTCAGCGCTTTGCCTGCGGCAATATCGATATTC- STY2235 100 STY2235 63.366 STY2235 98.4 STY2235
ATGATTAAAAAAATCATATTTACTGTTACTCCTATATTTTCAATTCCTCCTCGTGGCGCGGCTGCGGTAGAAACCTGGATTTACCAGGTTGCAAAACGATTATCAATACCGAATGCTATTGCTTGTATAAAGAATGCCGGCTATCCTGAATATAATAAAATAAACGATAACTGTGATATTCATTACATTGGGTTTAGTAAAGTTTATAAGCGTCTTTTTCAGAAATGGGCTCGTCTCGACCCACTACCCTATTCC+ STY4081 100 STY4081 98.7
ATGAAAACGGGGGTGACATTCTGTAATCATCAGAATACCAGTAATGTCTGTACGCCTTCCCGCTCCGTATTGTATACCGGCTTACATATGCCCCAGACAAAGATGTTTGATAATCTGGGATTACCCTGGATGCCTTATGACCTTGACCCCGCTCTTGGAACCACAGGCCATATGATGCGGGAACTGGGATACTATACGGCCTATAAAGGTAAGTGGCATCTTACAGAAAAACTGGAGAAGCCTTTGCCTGACGAA+ STY0098 100 STY0099 100 STY0098 80.11 STY0099
ATGTCTGACGTGACCGTCGTAAACTGTCCGACCTGCGGTAAACCGGTCGTCTGGGGGGAAATTAGCCCCTTCCGCCCATTTTGTTCTAAACGCTGTCAGTTAATTGATTTGGGCGAATGGGCCGCCGAAGAGAAACGAATCGCCAGCAGCGGCGACCAGTCTGATAGCGACGACTGGAGCGAAGAGCGCTAA- STY0160 100 STY0025 51 STY0160 99.5 STY0025
ATGAAAGACATAGATACACTCATCAGCAACAATGCACTATGGTCAAAAATGCTGGTGGAAGAGGACCCCGGATTTTTTGAGAAACTGGCGCAAGCGCAAAAACCGCGCTTTCTATGGATTGGATGTTCCGACAGCCGCGTTCCCGCAGAGCGTTTAACCGGGCTTGAACCGGGCGAATTGTTTGTTCACCGTAATGTGGCTAACCTGGTTATTCACACCGATCTGAACTGTCTCTCCGTGGTTCAGTATGCGGTAG+ STY0193 100 STY0193 99.4
ATGTATGACAATCTAAAAAGTCTGGGCATTACCAATCCTGAGGAAATCGATCGTTACAGCCTGCGGCAAGAAGCCAATAACGATATCCTGAAAATCTATTTTCAAAAGGATAGAGGTGAATTCTTTGCTAAAAGCGTGAAGTTTAAGTATCCACGCCAGCGTAAAACGGTGGTGGCTGATGGCATCGGTCAGGGTTATAAAGAAGTACAGGAGATTAGCCCTAACCTACGCTATGTGATTGACGAGCTGGACCAAA- STY0233 100 STY3824 49 STY0233 99.2 STY3824
ATGGCCCGTACCGAAATTTGGTTACGTTTAATGTACGTCGGCGACCTTTATGGCGAGGCGATGTTGAACATGGCGAATTCGCTTATTCGCCAGCCTCAGATAAATCGCACGCACCTTCAGGAGGCTGGTCTTACTGCGCGGCAAGCTGAACGTTTTTTACAGCTTCCAGCAGGTGTGCTTGATGAGACGTTACGCTGGCTTGAACTACCGCAGCACCATTTTCTGTGTGCGGATAGTGAGATTTATCCTCCTCAA+ STY4392 100 STY4393 29 STY4392 98.8 STY4393
ATGTCGAAGACACTTTTACAGATCCATTTTAACTTTAGCGGCCCTTTTGGCGAGGAGATGACTCAGCAACTGGTCGGGCTGGCGGAGTCTATCAATGAGGAGCCGGGCTTCATCTGGAAAATCTGGACAGAAAGCGAGAAAAACCAGCAAGCTGGCGGCATTTACTTGTTTGAATCCGAAGAAACGGCGCAGGCTTATATTAAAAAACACACTGCGCGTCTGAAAAATCTTGGCGTTGATGAGGTGACGTTTACAT+ STY4337 100 STY4115 62.5 STY4337 99.7 STY4115
TTGACTACACCATTAAAAAAGATCGTGATTGTCGGCGGCGGCGCTGGCGGGCTGGAAATGGCGACGCAGTTAGGCCATAAACTGGGGCGCAAGAAAAAAGCGAAAATCACGCTGGTAGACAGAAATCACAGCCATCTGTGGAAACCATTGCTGCACGAAGTGGCGACTGGCTCTCTGGACGAAGGCGTGGATGCGCTGAGCTATCTGGCTCATGCGCGTAATCATGGTTTCCAGTTCCAGCTGGGGTCGGTGATG+ STY1251 100 STY1290 63.725 STY1251 99.4 STY1290
ATGGCACATTTCTCAAGACTGCAAATAACGCTTCACTGGTTAACACTGCTCCTGACAGGCATAGCATATGCGGCTATTGAGTTACGGGGGTGGGCGCCAAAAGGCTCCAGCGTTTACCTATTTATGAAAGACATGCACTATGACATGGGCGTTCTGGTCTGGGCGCTGATGTTTTTACGGTTATATCTTAAACACAAATACCCGGATCCGGTCATTACGCCTCCCCCTCCTCACTGGCAGCACGTAGCCGCTAAAT+ STY1868 100 STY1431 65 STY1868 98.9 STY1431
GTGACCAAACTTAAACTTCTGGCTCTTGGCGTGTTTATTGCAACATCCGCCAGCGTCGCGCACGCTGAAAGCAACCTGACGTTGGGCGCAGGCGTTGGTGTGGTTGAACACCCTTATAAAGATTACGATAGCGATGTTTATCCGATACCGGTCATCGCTTATGAAAGCGAAAACTTCTGGTTCCGTGGTCTGGGCGGCGGGTACTACTTGTGGAATGACAATGCCGATAAGTTGTCAATCATGGCATACTGGTCCC- STY1830 100 STY0472 62.376 STY1830 99.5 STY2778
ATGACAGAAAAAGTAAAACAATCTGCGGCGGTTACGGGTAGCGATGAAATCGATATCGGGCGTCTGGTCGGAACGGTGATTGAAGCGCGTTGGTGGGTGTTGGGGACGACGGCCATATTTGCGCTGTGCGCGGTAATTTATACGTTCTTCGCCACGCCCATCTATAGCGCCGATGCGCTGGTGCAGATTGAACAAAACGCCGGTAATTCGCTGGTACAGGATATCAACAGCGCATTAGCGAATAAGCCGCCGGCT- STY2329 100 STY1573 65 STY2329 96.98 STY1155
ATGAAAAACGTAAAAAACCTCATCGCTGCTGCGGTACTGAGTTCGCTCTCATTCGCCAGCTTCGCCGCCGTTGAAGTTCAGGCAACGCCAGAAGGTCAACAGAAGTTCGGCACCATTTCCGCGAATGGCGGCACGAATCTGGGCTCGCTGGAAGATCAGCTGGCGCAAAAAGCGCAGGAAATGGGGGCGAAGTCTTTCCGTATTACCTCTGTTACCGGCCCGAATACCCTCCACGGTACGGCGGTAATCTATAAGT+ STY1254 100 STY0860 61.905 STY1254 98.8 STY0860
ATGCAACAAGAACATCGAGAGTGTATTGAGCAGTGTTATGAATGCGCGGCGGCGTGTGATATCTGCGCCTCTTCTTGTCTGCGTGAAGATAACGTCGAAATGATGAAGCATTGCATCGAGTTAGATATGCAATGTGCGGCCATTTGTCGCCTGGCGGCGCAATTTATGGCATTGGAAAGCGAGTACTCACAAAAATTATGCCGCCTGTGCGCGGATATCTGCAAAGCCTGCGCCGAAGAGTGTGCAAGGCACGATC- STY1859 99 STY1859 98.5
ATGAAATCAGTGAAAAACGTAACGTTTTGCGGGCAGGTGACGCTTCCTGCCATCGGACAGGGAACATGGTATATGGGCGAGCGCGCGGATCAACGTCAGCGCGAGGTTTCGGCGCTGCGCGCGGGGCTGGATTTGGGGTTACGCCTTATTGATACGGCGGAAATGTATGCCGACGGCGGGGCGGAAAAGGTCGTGGGCGAGGCGTTAGCAGGGCGACGCGATGAGGCATTTCTAGTGTCAAAAGTGTACCCGTGGA- STY1828 100 STY3338 64.762 STY1828 98.8 STY3338
ATGGAATGGATTGCCGATCCGTCAATCTGGGCCGGACTGGTAACGTTAATCGTTATCGAACTTGTTCTCGGCATTGATAACCTGGTCTTTATTGCCATCCTCGCTGAAAAACTACCGCCGGGGCAGCGCGACCGCGCGCGCATTACCGGCCTGATACTGGCGATGATCATGCGCCTGCTGCTGCTGGCGTCAATCTCGTGGCTGGTCACCTTGACTAAGCCGCTCTTTAGCGTACAGGCGTTAAGCTTTAGCGCC+ STY2332 100 STY1958 88 STY2332 99.6 STY1958
ATGCGTGTAACAATCGTTCTTGTCGCTCCCGCCAGAGCGGAAAATATCGGCGCAGCCGCCCGGGCTATGAAGACCATGGGATTTACTGACCTGCGTATTGTCGACAGCCAGGCGCACCTAGAGCCCGCTACCCGTTGGGTCGCACATGGATCTGGAGATATTATTGATAATATTGAGGTTTTCCACACCCTTGCCGACGCGCTCCACGATGTGGATTTTACCGTAGCGACGACAGCCCGCAGCCGGGCAAAATTTC+ STY4949 100 STY2791 65 STY4949 98.4 STY2791

ATGTCAAAAGTCGCTCTCATTACTGGCGTAACCGGACAGGATGGGTCTTACCTGGCAGAATTTCTGCTGGAAAAAGGGTATGAGGTGCATGGTATCAAGCGTCGCGCGTCATCGTTTAATACCGAGCGCGTGGACCATATTTATCAGGACCCGCACAGCTGCAACCCGAAATTTCATCTGCATTATGGCGACCTGACCGACGCCTCAAACCTGACCCGCATTTTACAAGAAGTGCAGCCGGATGAGGTCTACAAC- STY2321 100 STY4473 77 STY2321 98.1 STY4478
ATGTTTAAACCAGAACTCCTTTCGCCAGCGGGAACGCTGAAAAATATGCGTTACGCTTTCGCTTACGGTGCCGATGCCGTCTATGCGGGCCAACCGCGTTACTCTTTACGCGTGCGCAATAACGAATTCAATCACGAAAATTTGCAGCTTGGCATCAACGAAGCCCACGCGCTCGGAAAAAAATTCTACGTGGTGGTGAACATCGCCCCGCATAACGCCAAGCTCAAAACCTTTATCCGTGACCTGAAACCCGTC+ STY2365 100 STY4170 60.194 STY2365 98.78 STY4170

STY4514 63.208 STY0301 60.396 STY0301 26.65 STY4514
GTGCGTAAAGCCCGTATTACTGCGCACCAGATCATCGCTGTGATTAGATCAGTTGAATCCGGACGGACTGTTAAAGATGTCTACCGGGAGGCCGGTATTTCTGAAGCCACCAGGGACAACTGGAAGTCTGGATACGGCGGCATGGAAGCTTCTGATATTAAATCTTGA+ STY0329 99 STY0343 99 STY0329 99 STY0343

STY0130 73 STY4273 62.5 STY0130 57.24 STY4273
ATGAATTCTCTGTTTGCCAGTACGGCCCGCGGGCTGGAAGAGCTGTTAAAAATTGAACTGGAAAAACTGGGCGCCGTAGGGTGTCAGGTTGTTCAGGGTGGGGTCCATTTTCAGGGCGACACGCGGCTTATTTACCAGAGCCTGATGTGGAGCCGCCTGGCCTCGCGTATTATCCTGCCGATGGGTGAGTGCAAGGTCTACAGCGATCTCGATCTTTACTTCGGCGTTCAGGCGATAAACTGGACAGAGATTTTT+ STY1082 100 STY1082 99
ATGCCACATTCCTGGGATTATGATGCAGTCGTCATAGGGTCAGGCCCCGGCGGTGAAGGCGCTGCAATGGGTCTGGTTAAGCAAGGAGCACGCGTCGCGGTGATTGAGCGTTATCATAACGTTGGCGGCGGATGTACCCACTGGGGCACCATTCCATCCAAAGCCCTTCGCCACGCCGTCAGCCGCATTATTGAATTTAATCAAAACCCGCTCTATAGCGACCACTCCCGTCTCCTTCGTTCTTCTTTCGCCGAT+ STY3748 100 STY2809 63.208 STY3748 99.4 HCM1.158
ATGCCGCGTTTTGCCGCCGATTTGTCGATGATGTTTACCGAAGTGCCGTTTATCGAGCGTTTTGCCGCTGCTGCCGAAGCCGGTTTTCAGGCCGTTGAGTTTCTGTTCCCCTACGGCTTTGCCGCCAGCGAGATTAAAGCCCAGCTATCGCGTCATGATCTGACGCTGGCGCTGTTTAATACTTCGGCGGGTGATACCGCGGCGGGCGAGTGGGGACGTGCCGCGCTACCGGGGCGCGAACACGACGCGCGCGCCG- STY3040 100 STY0566 63 STY3040 97.8 STY0566
ATGAAAAAGAAAACATCGCTCAGCGAGGAGGACCAGGCGCTGTTCCGTCAGCTGATGGTCGGCACCCGAAAGATTAAACAGGATACTATCGTCCATCGGCCACTGCGCAAGAAAATCACGGAAGTCCCTACCCGAAGGTTAATTCAGGAACAGGCGGACGCCAGCCACTATTTTTCTGATGAGTTCCAGCCGCTGCTCAATACGGAAGGGCCGGTAAAGTATGTCCGTGAAGATGTCAGCCATTTCGAGCTAAAAA+ STY2618 100 STY3036 75.49 STY2618 99.6 STY3036
ATGAACTATTCACTGCGTCAACTGCGGATTTTTATTACCGTCGCCCAGGCCAAAAGTTTTAGTCGGGCAGGGGACAGGATTGGACTGAGCCAGTCTGCGGTCAGTCATAGCGTAAAAGAGCTGGAGCGGCAAACCGGCGTCAGACTGTTGGATCGCACCACGCGTGAGGTGGTGCTGACCGAGGCGGGGCAACAGCTGGCGACGCGTCTGGAGCGGGTGCTTGATGAACTGAACAGCATACTGCGCGATGCAGGC- STY2660 100 STY0277 66 STY2660 99.4 STY3749

HCM2.0055c 57.692 STY2778 46.602 HCM2.0055c 38.58 STY2778
ATGGCTATTGAACGGACTTTTTCCATCATTAAACCCAACGCGGTGGCAAAAAACGTTATTGGCAGCATCTTTGCGCGCTTTGAAGCTGCAGGGTTCAAAATTGTTGGCACTAAAATGCTGCACCTGACCGTTGAGCAGGCGCGCGGCTTCTATGCTGAGCACGACGGCAAGCCGTTCTTTGACGGTCTGGTGGAGTTCATGACCTCTGGCCCTATCGTGGTATCCGTGCTGGAAAGTGAAAATGCGGTACAGCGTC- STY2771 100 STY4936 92 STY2771 97.5 STY4936

STY0522 59.804 STY0522 15.1
ATGACGGAAAACATTCATAAGCATCGCATCCTCATTCTGGACTTCGGTTCTCAGTACACTCAACTGGTTGCGCGCCGCGTGCGTGAGCTGGGTGTTTACTGCGAACTGTGGGCGTGGGATGTGACAGAAGCACAAATTCGTGACTTCAACCCAAGCGGCATTATTCTTTCCGGCGGCCCGGAAAGCACCACCGAAGAAAACAGCCCGCGCGCGCCGCAGTATGTCTTTGAAGCAGGCGTGCCGGTATTTGGCGTC- STY2751 100 STY2751 96
ATGAGACTGACATCTAAAGGGCGTTATGCCGTGACCGCAATGTTAGACGTTGCGCTCAACTCCGAAGCGGGCCCGGTACCGTTGGCTGATATTTCTGAACGTCAGGGGATTTCCCTTTCTTATCTGGAACAGCTATTTTCCCGTTTACGTAAAAACGGTCTGGTTTCCAGCGTACGCGGGCCGGGCGGCGGTTATCTGCTGGGTAAAGATGCTGGCAGTATCGCGGTCGGCGAAGTGATCAGCGCGGTTGATGAAT- STY2790 100 STY4181 81 STY2790 99.4 STY4181

STY4610 65 STY1636 60.577 STY3692 33.6 STY1639
ATGAATAAAATCCTGTTAGTTGATGATGACCGAGAGCTGACTTCCCTGTTAAAAGAGCTCCTCGAAATGGAAGGTTTTAATGTCCTGGTGGCCCACGACGGCGAGCAGGCGCTTGAGCTTTTGGATGACAGCATCGATTTACTTTTGCTTGACGTCATGATGCCGAAGAAAAACGGTATCGATACGTTGAAAGCGCTTCGCCAGACACACCAGACGCCTGTCATTATGCTGACCGCGCGCGGCAACGAGCTGGATC+ STY3812 100 STY3954 69 STY3812 99.1 STY4294

STY1625 87 STY4607 61.765 STY1625 69.56 STY4607
ATGACGTATCGCAGTAAAGTGGCAGTGGTTTACCTGCTCGGCTTCTTTCTTGATCTGATTAATCTGTTTATTGCCAGCGTGGCTTTTCCTGCGATGTCCGTGGATCTGCATACGTCCATATCGGCGCTGGCATGGGTGAGTAACGGTTATATCGCAGGATTAACGCTGATCGTTCCGTTTAGCGCGTTTCTTTCACGTTATCTCGGCGCACGACGGCTGATCATATTTTCGCTCATTCTGTTTAGCGTTGCCGCC- STY3036 100 STY2941 65 STY3036 98.8 STY2941

STY3071 78 STY3278 59.615 STY3071 38.31 STY3278
ATGAGCATTGAGATCGCCAGAATTAAGAAATCGTTTGGTCGCACTCAGGTACTGAATGATATCTCGCTGGATATTCCTTCCGGCCAGATGGTTGCCTTGTTGGGGCCGTCTGGTTCCGGCAAAACGACGCTGCTGCGCATTATTGCCGGGCTGGAACATCAGTCCAGCGGCCATATTCGTTTCCACGGTACGGACGTTAGCCGCCTGCACGCGCGTGAGCGTAAAGTCGGTTTTGTGTTTCAGCACTATGCGCTG- STY2678 100 STY1573 88 STY2678 96.1 STY2393



ATGCGCTGGCAAGGGCGTCGTGAAAGTAACAATGTAGAGGACAGACGTAATCGGCCAGGCGGCCCCTCGCTGGGTGGCCCTGGCTTTCGTCTTCCGCGCGGGAAAGGCGGCATCATTCTGTTGGTGGTGGTGGTGGTCGCAGGGTACTATGGGGTGGATTTAACCGGTCTGTTGACTGGTCAGCCGGTTTCGCAGCAGCAGTCGACGCGTTCGATAAGCCCCAATGATGATGAAGCGGCAAAATTTACCTCGGTGA- STY2724 100 STY1652 58.416 STY2724 97.32 STY3480
ATGCCAGTTACGTTAAGTTTTGGTAATCGTCATAACTATGAAGTTAATACTTCACGGCTAACCCGTTTGATGAGTCCTAATAAAGAAGAAGCGCTATACATGGGGGTATGGGATAGATTTAAGGACTGCTTCAGAACACACAAAAAAAAGAGGTGCTGGAGGTATTATATACACTCATCCATGGATGTGAACGTGAAAATCAAGCTGAACTTAATGTTGATATAACCGGCATGGAGAAGATACATGCCTTTACAC+ STY0971 100 STY3073 69 STY0971 96.6 STY3073
ATGTTAGAGCAACTTTCACAACTCTTTGAATTTCTATGGGGTGGCCCATTATTTTTGTGTGTCATCGGCATTGGCTTTTATTTTACAGTACGCCTCAAATTTTTCCAGATTATCAATTTAAAAGAAATTTACCGTAATACAATTGGTACACTTGCCGGAAAAAATAAACAAAACACTACTGGCGAGGCAGCGTCTAAAAAATCCTTAAAATCAATAGAGGTGGCTGCCACTGTGCTATCCGGCTCATTAGGCGCG+ STY1009 100 STY0006 67 STY1009 98.49 STY0006
ATGCAGGATCGCAATTTTGATGACATTGCTGAAAAGTTTTCCCGTAACATTTACGGCACGACCAAAGGGCAACTGCGGCAAGCCATTCTGTGGCAAGACCTGGATCGCGTGCTGGAGGAGATTGGCGGGCGGAAACTGCGGGTGCTGGATGCCGGCGGCGGCGAAGGGCAAACGGCGATTAAGATGGCGGAACGCGGCCATCAGGTGACGTTATGCGATCTGTCTGGCGAAATGATCGCCCGCGCGCGGCAGGCGG+ STY0993 100 STY2396 62 STY0993 99.9 STY2396
ATGCCACTACATCACTTAACGCGCTTTCCTCGCCTGGAGCTTATTGGCGCGCCGACCCCGCTCGAATACCTGCCGCGATTGTCTGATTATCTTGGCCGTGAGATTTACATTAAGCGCGATGACGTTACGCCCATTGCAATGGGCGGCAATAAACTGCGTAAGCTGGAGTTTCTAGTGGCCGACGCGCTGCGAGAAGGGGCGGATACGCTGATAACCGCAGGGGCGATTCAGTCAAACCATGTCCGTCAGACGGCG- STY2161 100 STY2237 63.107 STY2161 97.9 STY2237
ATGAACGTCGTCATCCTTGACACCGGCTGCGCCAATTTAAGCTCGGTAAAATCCGCCGTGGCGCGCCACGGTTACACCCCGGTGGTCAGCCGCGAAGCGGAAATCGTATTACGCGCTGACAAACTCTTTCTGCCCGGCGTCGGCACGGCGCAAGCCGCTATGGATCAACTGCGCGAACGTGAACTGATCGACTTAATTAAAGCGTGTACTCAGCCGGTACTGGGTATCTGCTTAGGGATGCAACTGCTGGGTCGTC+ STY2284 100 STY0287 59.406 STY2284 98.7 STY0287
GTGAACGGTGAATTGATTTGGGTTCTCTCTTTACTGGCGATTGCCGTCGTGTTGTTTGCGACGGGCAAAGTACGTATGGATGCGGTGGCTTTATTCGTCATTGTTGCTTTTGTCCTTAGCGGTACCTTGACCCTTTCGGAAGCCTTCTCCGGCTTTAGCGATCCGAATGTCATTCTTATCGCCGCCTTATTTATTATTGGCGACGGCCTCGTGCGCACCGGCGTTGCGACGGTGGTCGGTACCTGGCTGGTTAAA- STY2563 100 STY4318 68 STY2563 99.1 STY4318
ATGTCTCAGGCTATAGGAATTTTAGAACTCACCAGCATCGCCAAAGGCATGGAGCTTGGTGATGCCATGCTGAAAAGCGCCAACGTCGATCTACTGGTCAGCAAGACCATCTGCCCAAGTAAGTTTTTACTGATGCTGGGCGGCGATATCGGCGCTATCCAGCAGGCCATTGAAACCGGTACGTCGCAGGCCGGCGAGATGCTCGTCGACAGCCTGGTGCTGGCAAATATTCATCCCAGCGTACTTCCGGCCATCA+ STY2259 100 STY2243 73 STY2259 97.3 STY2701
GTGTTCGCGGAGTATGGTGTTCTGAATTATTGGACGTACCTGGTCGGGGCGATTTTTATCGTTCTGGTACCAGGGCCGAATACGCTTTTTGTGCTTAAAAATAGCGTGGGACGCGGGGTTAAAGGAGGATATCTTGCCGCATGTGGCGTGTTTATCGGTGATGCGATATTAATGTTTCTGGCGTATGCGGGCGTGGCGACGCTGATCAAAACAACGCCGGTTCTGTTTAACATTGTTCGCTATCTCGGCGCGTTTT- STY1851 100 STY4064 65.347 STY1851 90.23 STY4064
GTGATAGCAAAATTCTTCCCGTGGTATAGCGAGATAACACGTCCACAAAAAAATGCTTTATTTTCAGCATGGCTGGGTTACGTTTTTGATGGCTTCGACTTTATGCTGATTTTCTACATTATGTATCTGATCAAGGCTGACTTAGGATTGACAGATATGGAGGGCGCATTCCTTGCCACAGCGGCCTTTATTGGGCGACCATTTGGCGGGGCGCTATTTGGTCTGCTGGCAGACAAATTTGGCCGTAAGCCGTTA+ STY1169 100 STY3519 72 STY1169 99 STY3519
ATGAAGCTTTTGAAGGCAGTACCCGCTGTAGTTATGCTGGCGGGTGGCGTGTTCGCGTCTCTGTATGCCGCCGCCGATGATTCCGTTTTTACTGTCATGGATGATCCCTCCACCGCGAAAAAACCTTTTGAAGGTAATCTGAATGCGGGCTACCTTGCTCAGTCAGGCAATACTAAAAGTTCTTCCTTAACGGCTGACACGGCGATGACCTGGTATGGACAACGTACCGCCTGGTCATTATGGGGCAATGCCAGCA- STY1784 100 STY2185 56.436 STY1784 99.2 STY2185
ATGTCTTTTAGCGAATTTTATCAGCGTTCCATTAACGAACCGGAGGCGTTCTGGGCCGAGCAGGCCCGGCGTATCGACTGGCGACAGCCGTTTACGCAGACGCTGGATCATAGCCGTCCACCGTTTGCCCGCTGGTTTTGCGGCGGCACCACTAACTTATGTCATAACGCCGTCGACCGCTGGCGGGATAAACAGCCGGAGGCGCTGGCGCTGATTGCCGTCTCATCAGAGACCGATGAAGAGCGCACATTTACC+ STY0403 100 STY4473 73 STY0403 98.5 STY4473
ATGTCGCATAATGAAAAATCCCCCCATCAGTCCCCCGTGCATGATACCCGTGAATCACAGCCCGGCCTGGACTCCCTGGCACCGTCAGACGGTTCACATCGCCCCACGCCAGAACCGACGCCGCCGGGCGCGCAACCAACGGCCCCCGGCAGCTTAAAAGCGCCCGAGACCGCGAATGATAAGCTCACCGCCCTCGACGCCTTTCGTAAAGGCAGCGAAAATTATGCGCTGACCACCAATCAGGGCGTGCGCATC+ STY1793 100 STY1793 99.2
ATGTTATGGTCCATCATGTCAAAGCCCCTCGATCTCAATCAGTTAGCGCAAAATATTAAGCAGTGGGGGCTGGAGCTGGGCTTTCAGCAGGTCGGTATTACTGATACCGATCTGCGCGCATCCGAACCTGCGCTGCAGGCGTGGCTGGACAAACAATACCACGGCGAGATGGCATGGATGGCGCGCCACGGTATGATGCGCGCCCGGCCTCATGAACTCTTACCCGGTACGCTACGTGTCATCAGCGTGCGCATG- STY4712 100 STY3383 60.396 STY4712 99 STY4793

STY2203 100 STY1649 89 STY2203 46.88 STY1649
ATGTCGTATTCTATCGGCGAATTTGCCAGACTATGCGGTATCAATGCCGCCACGCTAAGGGCATGGCAGCGACGCTATGGTTTATTGAAACCGCAGCGTACTGATGGCGGGCATCGCTTATACAGCGATGACGATATTCGACAAGCGCTTAGCATCCTCGACTGGGTGAGAAAAGGCGTACCGATAAGTCAGGTCAAACCCTTACTGTCGCGTCCGGTCATTCGCCTGGGCGATAACTGGATAACGATTCAGGAGA+ STY1730 100 STY2390 74 STY1730 97.77 STY2390
GTGATGGAGCGTCCTGTTAAATGCGGGGTATGTAATAAGGAGCTGACGATGAAACAAGAACTTGCCTTATCCTCACTGCTGCTTTCTGCCGGACTGGTGAGTACGACGGCACAGTCTGCCGAATTCGCCAGTGCTGACTGCGTAACGGGTCTGAATGAAATCGGCCTGATCTCGGTCAGTAATGTTGCAGGAAACCCACAGGATGTGGAGCGGATTATCGCCCTCAAAGCCGATGAACAGGGTGCGTCCTGGTACA- STY4734 100 STY4820 63.366 STY4734 99.1 STY4820

STY0089 64.356 STY3244 62.136 STY3160 16.32 STY4875
ATGAACACTGAAAAACCGTCGGTAGCTCACAACGTTGACCATAATGAAATCGCCAAATTCGAAGCCGTCGCGTCGCGCTGGTGGGATCTGAAGGGCGAATTCAAGCCATTGCATCGCATCAACCCCCTACGCCTTGGCTACATTACTGAGCGCTCAGGCGGCCTGTTCGGTAAAAAGGTGCTCGACGTCGGCTGTGGCGGCGGTATTCTGGCGGAGAGCATGGCGCGCGAAGGCGCTACCGTTACCGGGCTGGATA+ STY2505 100 STY3563 62.745 STY2505 99 STY3563

STY3687 63.462 STY3989 63.366 STY0426 13.32 STY3687
ATGGCTTACCAGACAGTGAATCCTGCCAATAATCAGCTCATTAAAGAGTATCCCCCGCACACGGACGCGGATATTGAAGCCGCGCTGCAAAAAGCTGACGCGCTCTATCACTCCGACTGGTCCAGGGGAGAGATTGACCAACGTTTGCCGGTACTGCATAAGCTGGCTGACTTGATCGACAGCCGTGTTGAAGAACTGGCAAAAATCGCCAGCCAGGAGATGGGCAAGCTCATCGAGCAAAGCCGTGGCGAAGTC+ STY4876 100 STY2911 70 STY4876 98.2 STY2911
ATGTTTGACGCCGCCCCCATAAAAAAAGTCTCGGTGGTTATTCCTGTCTATAACGAACAGGAAAGCCTGCCGGAATTGATAAGACGCACCACCACCGCCTGCGAGAGTCTGGGCAAAGCGTGGGAGATTTTATTGATAGATGATGGTAGCAGCGATAGCTCGGCGGAGCTGATGGTTAAGGCGTCCCAGGAGGCCGATAGCCATATCATCTCTATTTTACTCAACCGTAACTACGGTCAACATGCAGCGATTATG+ STY2528 100 STY3526 63.81 STY2528 98.9 STY3526
ATGAAGCAGAGCCATTTTTTCGCCCATCTCTCCCGCATGAAGTTGATTAACCGCTGGCCGCTGATGCGTAACGTGCGTACGGAAAACGTCTCCGAACATAGTCTGCAGGTGGCGATGGTCGCCCATGCGTTGGCGGCGATAAAAAACCGTAAATTTGGCGGCCAGCTCAATGCTGAACGCATCGCGCTTCTGGCGATGTATCATGATGCCTCGGAAGTACTGACCGGCGATCTGCCAACGCCGGTAAAATATTTTA+ STY2562 99 STY2073 66.667 STY2562 98 STY0535

STY1960 63.889 STY3116 62.385 STY4015 44.65 STY1960
ATGATTCGTCATATCGCCATTTTTCTTTGTTCTTTATTGATGTGCAGCACCACTTTTGCCGATTCGGTAACGTCGGTATCGCTTGGCGCGCTCTTAACCGCGCTCAATGAACGCATGTTATTAATGAAAGATGTGGCTGCTTATAAAATGAAGCACCATCTGCCGATAGAGGATTTCACACGTGAACAAAATGTTTTTGCCGAGGCTGAAGAAGAAGCGAAAAATAACGGTCTGGACCCGCATTCGATAACCCCTT- STY1852 100 STY0579 60.194 STY1852 98.5 STY0579

STY3084 64.22 STY4500 62 STY3090 45.49 STY3084
ATGTCTTTACATTCGCCGGGGCAGGCATTTCGCGCCGCGCTCGCTAAAGAGAATCCATTACAAATTGTCGGCGCTATTAATGCCAACCATGCTCTGTTGGCCCAACGGGCCGGGTATCAGGCTATCTATCTTTCTGGCGGCGGCGTAGCGGCGGGCTCGCTCGGACTGCCGGATCTGGGGATTTCGACGCTGGATGATGTGTTAACCGATATCCGGCGCATCACGGATGTTTGCCCGCTGCCGCTGTTGGTGGATG+ STY0400 100 STY4402 77.982 STY0400 99.2 STY4402
ATGAACACCGTTTGTACCCATTGTCAGGCCATTAACCGCATCCCCGGCGATCGGCTTCAGGACGCGGCAAAATGTGGACGCTGCGGTCATGAGTTGTTTGACGGAGAAGTCATTAATGCGACCGGCGAAACGCTGGACAAACTGTTGAAGGACGATCTTCCAGTGGTGATCGACTTTTGGGCACCCTGGTGCGGCCCTTGCCGTAACTTTGCGCCAATCTTCGAGGATGTCGCAGAAGAGCGCAGCGGTAAAGTCC+ STY2842 100 STY3639 64.706 STY2842 98.6 STY3639
ATGAGTGCGTCGTTGGCAATCCTCACAATCGGCGTTGTGCCAATGAGCGAAGTGTTACCGCTTCTGACGGAATACATCGACGAACAACACATAACCCATCATAGCCTGCTGGGAAAAATGAGCCGGGAAGACGTTATGGCGGATTACGCTGTAGAGCCTGGCGACGATCTGCTTTTGACGTTGCTGAATGATAACCAGATAGCCCATGTTTCCCGCCAGAAAGTGGAGCGAGATTTACAGAGCGTTGTCGAGGTGC+ STY0423 100 STY2791 65.421 STY0423 99.1 STY2791
ATGGCCAATAATACCACTGGATTCACCAGAATTATCAAAGCGGCAGGATATTCCTGGAAAGGATTTCGCGCCGCATGGACTCACGAAGCGGCGTTTCGCCAGGAAAGCCTCGCGGTATTGCTGGGCGTCATCATCGCCTGCTGGCTGGATGTGGATGCGATTACCCGTGTGTTATTGATAGGTTCCGTTTTACTTATCATGATTGTTGAAATCCTCAACAGCGCTATTGAAGCGGTCGTTGACCGCATCGGTTCTG+ STY4432 100 STY4224 87 STY4432 99.7 STY4224
ATGAAACTGATGTTCGCATCGGACATTCATGGTTCTTTACCCGCCACGGAACGCGTGCTTGAGCGGTTCGCGCAAAGCGGCGCGCGTTGGCTGGTGATATTAGGCGATGTCCTTAACCACGGGCCGCGCAATGCGCTGCCTGAAGGCTATGCGCCCGCCCAGGTTGCCGAACGCCTGAACGCGGTGGCGACGCAAATCATTGCCGTGCGCGGCAACTGCGATAGCGAAGTGGATCAGATGCTGCTGCATTTCCCGA- STY2577 100 STY2800 56.436 STY2577 99.3 STY2800
ATGGCTGAAGGAAAAATGATGTCGGACTTTTTGCCTTTCTCCCGTCCGGCGATGGGCGCGGAAGAGCTCGCTGCCGTTAAGACCGTACTGGACTCAGGTTGGATAACAACCGGCCCGAAAAATCAGGAACTGGAAGCGGCGTTTTGTCGGCTAACAGGCAATCAATATGCCGTTGCCGTCAGTTCAGCCACTGCCGGTATGCACATCGCGTTGATGGCGCTGGGTATTGGTGAAGGCGACGAGGTCATTACACCG+ STY2527 100 STY3630 73 STY2527 98.9 STY3630
ATGATGCCATTATCGCGCTCACGTCTTGAGTTTATCGCCACGATTTTACAAAACGTACTAAATTTGGGGCTGCTTACCCTCGGTCTGATCCTGGTCGTTTTTCTCGGTAAAGAGACGGTGCATCTGGCGGACGCATTATTCGCGCCTGAGCAAGCCAGCAAATATGAACTGGTGGAAGGGCTGGTGATCTACTTTCTTTATTTCGAATTTATTGCGCTGATTGTGAAGTACTTTAAGTCTGGCCTTCACTTTCCGC+ STY4422 100 STY0242 59 STY4422 99.5 STY0242
ATGAAACGTGCGTCTTTCATTACGCTAACTATTATCGGCGCGTATAGCGCGTTACAGGCAGCCTGGGCGGTTGATTATCCATTACCGCCAGAAGGCAGCCGTCTTATTGGTCAGAATCAAACCTATACCGTACAGGAAGGTGATAAAAACCTGCAGGCTATCGCCCGGCGTTTTGATACGGCGGCGATGCTCATCCTTGAAGCGAACAATACGATTGCGCCGGTGCCTAAGCCCGGTACGCTAATTACCATTCCC- STY1748 100 STY2218 79 STY1748 98.5 STY2218
ATGACCTCTTTTTTACATGCTTATTTTACGCGATTAAATTGTCAGCCGTTGGGGGGTCCTACGGTTGAAGCGCTCAGAACGCTTCACTTAGCGCACAACTGCGCGATTCCTTTTGAAAATCTGGATGTGCTACTGCCTCGTGAAATACAGCTTGATGAGACGGCACTAGAGGAGAAACTGCTTTATGCCCGACGCGGTGGATACTGTTTTGAACTGAATGGCCTGTTTGAACGCGCGTTACGCGACATCGGTTTTA+ STY1483 100 STY0539 50 STY1483 98.9 STY0539
ATGATGAAAAAAGCGTTACTTACCGATGATGAATGCTGGCTGCGGGTGCAGGCGCGCGATGCCAGCGCGGATGGGCGTTTCGTTTTTGCAGTGCGAACCACTGGCGTTTTTTGCCGCCCTTCTTGTCGCTCGAAGCGGGCGTTACGTAAAAATGTTCGCTTTTTTGCCAACGCGCAGCAGGCGCTGGACGCCGGTTTTCGCCCCTGCAAGCGCTGTCAGCCGGATAATGCGCGCGCGCAGCAACGGCGGTTGGAT- STY2491 100 STY1405 64 STY2491 98.2 STY1405
ATGAAAACATTGAGTAAAAGTTCACACATCCCACTGTATCAACAGGTTGTGGAGTGGATAAGGGAAAGTATTTATAGCGGAGAATTGGTTGAGGATGACCGGATACCTTCAGAGTTTCAAATCATGGATATGCTGGAGGTGAGTCGCGGTACCGTTAAAAAAGCGGTTGACCAACTTGTCCGGGAAGGTGTTCTTGTGCAAGTGCAGGGTAAAGGAACTTTCGTAAAGAAGGAAAATGTTGCTTACCCACTGGGTG+ STY3997 100 STY2094 58.824 STY3997 99.6 STY4201
ATGGCGATTCTCGGCCTGGGAACGGATATTGTAGAGATTGCCCGCATTGAGGCAGTGATCTCCCGTTCCGGCGAACGTCTGGCAAGGCGTGTGCTCAGTGACAACGAGTGGGCTATCTGGGAGACGCATCAGCAGCCGGTGCGTTTTCTCGCCAAGCGTTTTGCGGTCAAAGAGGCGGCAGCGAAAGCTTTTGGCACCGGCATCCGCAACGGTCTGGCGTTTAATCAGTTCGAAGTGTTTAACGATGAGCTGGGAA- STY2823 100 STY2823 99.5
TTGAAAAAGCTGAAACTGCATGGCTTTAACAATCTGACGAAAAGCCTGAGTTTTTGTATTTACGATATCTGCTACGCCAAAACCGCAGAAGAGCGCGATGGCTATATCGCCTATATCGATGAACTCTATAACGCCAACCGACTGACCGAGATCCTGTCGGAGACCTGCTCCATTATCGGCGCGAACATCCTGAACATCGCCCGTCAGGATTATGAACCCCAGGGCGCCAGCGTCACGATTCTGGTGAGCGAAGAGC- STY0187 100 STY4804 70 STY0187 98.6 STY4500
ATGGATTACGAAATCAGGCAGGAACAAAAACGCAAGATAGCCGGTTTCCACATGGTCGGTCCATGGGAACACACCGTGAAGCAGGGTTTTGAACAACTGATGACGTGGGTGGATCGACAGCGGATCGTGCCAGTTGAATGGATTGCCGTCTATTACGACAATCCAGATGTCGTACCTGCAGAAAAACTCCGCTGCGATACCGTGGTGTCCGTGGCAGAGAATTTCATCCTGCCGGACAATAGCGAAGGCGTAATCG- STY2266 100 STY2266 100
ATGTTGCCAGATAAGGGTTGGTTGGTAGAGGCGCGACGCGTCCCTTCTCCGCATTATGATTGCCGTCCGGATGACGAAAAACCGTCCTTGCTGGTGGTGCATAATATTAGCCTGCCCCCCGGCGAGTTTGGCGGTCCGTGGATCGATGCATTATTCACCGGAACGATAGATCCAGACGCCCATCCTTTTTTTGCAGAAATCGCTCATCTTCGTGTTTCGGCCCATTGTCTGATTCGTCGCGACGGTGAAATCGTCC+ STY0168 100 STY0927 51.485 STY0168 99.5 STY0927
ATGAAAAAGGTTATGTTAAGCGCTCTGTTACTGTCGTTACCCTTGCTGGGCTACGCGCAGGAACGGTTCCCCTCCCCGGAAGCGGCCGCCAGCGCCTTCGCCGCGGCGGTAGCCGGAAAAAACGAAACGCAGCTTACCGCGCTACTGGGCGATGACTGGCGGCAATTTCTGCCGCCGGAAGGTGCCGATCCCGAGGCCGTGGCCCGCTTCAATCGTGACTGGCGCGAAGGCCATCGCATTGTACAAAAAGACAATA- STY0179 100 HCM1.221 61.111 STY0179 99.6 STY0659
ATGCCTGTTATTACTCTTCCTGATGGCAGCCAACGCCATTATGACCACCCTGTAAGCCCGATGGATGTTGCTCTGGACATTGGTCCTGGCCTGGCGAAAGCCACCATTGCGGGCCGTGTGAATGGCGAGCTGGTTGATGCTTCCGATCTGATTGAAAATGATGCGACGCTTTCCATCATCACCGCAAAAGATGAAGAGGGTCTGGAGATCATTCGTCACTCTTGCGCGCATCTGTTAGGTCACGCTATCAAGCAA- STY1778 100 STY3854 65.741 STY1778 98.7 STY0470
ATGAAGTTTATCATTAAATTGTTCCCGGAAATCACTATCAAAAGCCAATCTGTGCGTTTGCGCTTTATAAAAATTTTAACCGGGAACATCCGTAACGTTTTAAAGCACTACGATGAGACCCTCGCGGTTGTCCGTCACTGGGATAACATTGAAGTTCGCGCCAAAGATGAAAACCAGCGTCTGGCGATTCGCGACGCGCTGACCCGCATCCCGGGGATTCACCATATTCTTGAAGTCGAAGATGTGCCGTTCACC+ STY0464 100 STY3469 55 STY0464 98.2 STY3469
ATGGAAAAAAAACTGGGACTGAGCGCGCTGACCGCGCTGGTTTTAAGCTCAATGCTTGGCGCAGGTGTTTTCAGTCTGCCCCAGAATATGGCCGCCGTTGCCAGTCCGGCTGCGTTGTTAATTGGCTGGGCCATTACCGGCGTGGGGATACTCCTACTGGCATTCGCCATGTTAATCCTTACGCGCATTCGCTCCGAGCTTGACGGCGGCATCTTTACTTACGCCCGCGAAGGCTTCGGCGAACTGATTGGCTTT+ STY1645 100 STY2805 63.107 STY1645 98 STY4493
ATGACACCCGCAGTTAAGTTACTCGAAAAGAACAAGATTCCGTTTAACATTCACACCTACGATCACGATCCGAATGAAACTAACTTTGGCGATGAAGTGGTGCGTAAGCTCGGGCTAAACGCCGATCAGGTGTATAAAACGCTTTTGGTTGCCGTGAATGGCGATATGAAGCAACTGGCCGTCGCCGTGACGCCTGTAGCCGGGCAGCTGGATTTGAAAAAAGTCGCCAAAGCTCTGGGCGCGAAAAAGGTCGATA- STY0541 100 STY4902 65.385 STY0541 98.8 STY3151
ATGGAGCTATTAAATCAACTTAAACGTTTATGCCGCGCGCTGCGTGGTACCCCAAATAGTTGGCCTGCTATCGATCTCTCCCTGCCCGGCGGTCGTCATCTGCATCTGGTTGGCAGTATTCATATGGGGACGCGCGATATAGCTCCTCTTCCAGCAAAGCTGGTGAAAAAGCTACGCCAGGCCGACGCGCTGGTCGTTGAAGCGGATATTTCCGGTAACGAAACGCCATTCAGCAATCTCCCCAAATGCCCGCCGT- STY0542 100 STY2595 54.286 STY0542 98.4 STY2595
GTGAGACTCTCCGCCTTTTATCGTTGGCTGCTTTTAGTGGTTGGTTTATCAATTTCAGGAATATCCTTAGCCCAGGACGCCGGTTGGCCCCGGCAAATCCAGGACAGCCGAGGCGTTCATACTCTGGACCACAAACCCGCGCGTATCGTCTCTACCAGCGTGACGTTAACAGGCTCGCTGCTGGCGATTGATGCGCCCGTCGTCGCCAGCGGAGCCACTACGCCGAATAACCGTTTTGCCGACGATCAAGGGTTT- STY0638 100 STY0979 70.297 STY0638 97.8 STY0979
ATGGAAAAGACATATAACCCCCAAGATATCGAACAGCCGCTTTACGAGCACTGGGAAAAGCAGGGCTATTTCAAGCCTAACGGCGACGAAAGCAAAGAGTCCTTCTGCATCATGATCCCGCCGCCGAACGTCACCGGCAGTTTGCATATGGGACATGCTTTCCAGCAAACCATCATGGATACCATGATCCGTTACCAGCGTATGCAGGGTAAAAACACCCTGTGGCAGGTCGGCACCGACCACGCCGGGATCGCA- STY4814 100 STY4503 64 STY4814 97.2 STY4503
ATGCAGACCCCGCACATTCTTATCGTTGAAGACGAGTTGGTAACACGCAACACGTTGAAAAGTATTTTCGAAGCGGAAGGCTATGATGTATTCGAAGCGACAGATGGCGCGGAAATGCATCAGATCCTCTCTGAATATGACATCAACCTGGTGATCATGGATATCAATCTGCCAGGGAAAAACGGTCTCCTGTTAGCGCGTGAACTGCGTGAGCAGGCTAATGTTGCGCTGATGTTCCTGACGGGCCGCGATAACG- STY4947 100 STY4294 71 STY4947 98 STY3954
ATGTTTTTGCATAACATTAAAATACGTTCAAAATTATTTATGGCCTTTGGCTTATTCATTGTTCTCATGGTGGTGAGTTCCGCTCTGTCTTTGTTTAGCCTTGATCGGGCTAATACGGGTATGCAGGACATTATTACCAATGATTATCCCACCACGGTAAAAGCCAATCTGTTAATCGATAATTTTAATGATTTCATCATCGCGCAGCAGCTCATGTTACTGGATGAAGAGGGGCGCTGGAGCCAGAGCTCGCAG- STY3394 100 STY2128 84 STY3394 96 STY3325
ATGAATCCAAAACGTTATGCGCGTATATGCGAAATGCTCGCCAGGCGTCAGCCTGATCTCACGGTCTGCATGGAGCAAGTCCACAAACCTCATAACGTTTCTGCAATCATTCGTACCGCAGATGCCGTTGGCGTCCATGAAGTCCATGCCATCTGGCCTGGTAGCCGGATGCGCACCATGGCTTCCGCGGCGGCGGGCAGCAACAGTTGGGTACAGGTGAAAACTCACCGTACCATTGACGATGCGGTAGCCCATT- STY4049 100 STY4726 65 STY4049 98.8 STY4726



ATGGAGTATTTAGCACGACTAAATATCGTTGCGATGCTGATGTCAACGACGTTCTGGATCAATCTGGCGGTCGTTTTTTTCGTCACCCTCATTACTTACTGGCTCATCAACTGGCTACTTAATGTGGTCTATAAAGCGCTACAACGCCCGGATAAAAAGGATGATGCTCATGGGCGGCTGCGGCCTATTGTTTTCGAGATGCTGAAAAAGACCAGTAAGATGCTCATCTTTTTTGCCGCATTTCTCTTTAGCCTG+ STY1860 100 STY1401 64.706 STY1860 99 STY1401
ATGGGTATTACGTCCCGCTTAAAAGTCATGTCGTTCTTGCAATATTTTATCTGGGGGAGCTGGCTGGTTACCCTGGGCTCTTACATGATCAACACTCTGGATTTTACCGGCGCGAATGTCGGTATGGTCTACAGCTCAAAAGGACTGGCAGCGATTATCATGCCGGGCATTATGGGGATCATTGCTGATAAATGGCTGCGCGCTGAGCGAGCCTATATGCTTTGCCATCTGGTTTGCGCGGGGGCGTTATTGTAC- STY2657 100 STY3268 80 STY2657 98.9 STY3268
ATGCGTATTCTGTTTGTCGGTCCACCACTGTATGGACTGCTATACCCTGTGCTGTCCCTGGCGCAAGCGTTTCGTGTTAATGGCCATGAAGTGCTGATTGCAAGCGGTGGAAAATTTGCACAGAAAGCAGCAGAAGCTGGGTTGGTGGTATTTGACGCTGCGCCTGGTTTCGATTCGGAAGCGGGTTATCGCCGTCAGGAGGCATTGCGAAAAGAAAATAACATTGGAACAAAAATGGGGAACTTCTCATTTTTC+ STY2890 100 STY2326 54.286 STY2890 97.9 STY2326

STY0631 52.885 STY4044 48 STY0631 15.63 STY4044
ATGAGAATTGAACTTGTTATCAGCCGGACAAAACAGCTTCCGGAAGGTGCCGTGCCTGCACTTGAAAAAGAATTAATTACCCGTCTCCAGAATCAGTATGAAAACTGCAACTTAACCATCCGTCGAGGCAGTCAGGATGGTCTGAGTATCGTCGGTGCTGCTGATGGCGATAAAAAACGTATACAGAGCATTCTGCAGGAAACGTGGGAAAGCGCTGACGACTGGTTTTATGCATATTAA+ STY1032 100 STY1200 66.337 STY1032 97.43 STY1200

ATGTCTCAGTCTGGCTCCGTTCTTCGTCGTAACGGATTTACGTTTAAACAGTTTTTTGTCGCACACGATCGGTGTGCGATGAAAGTGGGAACTGACGGTATTTTACTCGGGGCGTGGGCGCCGGTCGCGGATGTAAAGCGAATTCTGGATATCGGTACTGGAAGCGGTCTGCTGGCGTTAATGCTGGCGCAGCGGACGGATGACAGTGTGCCTGTTGACGCCGTGGAACTGGATGCCGGGGCTGCCATGCAAGCGC- STY2835 100 STY3162 66.337 STY2835 98.9 STY1900
ATGTTTGACCAATACCGGAAAACAATACTTGCCGGCGCCGTCGCACTGACATGCGGACTCACCGCAGCCAGTACGTTTGCCGCAGGTTTTCAACCGGCGCAGCCCGCAGGGAAATTAGGCGCAGTCGTTGTCGATCCTTACGGTAATGCCCCTCTCACCGCACTGGTGGAATTAGATAGCCATATTATTTCAGACGTTAAAGTTACTGTACATGGCAAAGGGGAAAAAGGCGTTCCCGTTACTTATACCGTTGGG+ STY3370 100 STY3771 77 STY3370 99.1 STY3771
ATGGACAAAATGAAGCGTCATCTGGTGTGGTGGGGAGCGGGGATTCTTGTGGCGGTGGCCGCGATCGCCTGGTGGATGCTGCGCCCTGCGGGAATACCGGAGGGGTTTGCCGCCAGCAATGGCAGAATTGAAGCCACCGAAGTGGATATTGCCACTAAGATTGCCGGGCGTATTGATACCATCCTCGTTTCGGAAGGGCAGTTCGTTCGTCAGGGCGAGGTGCTGGCGAAAATGGATACCCGCGTATTGCAGGAG+ STY4223 100 STY1528 65.385 STY4223 98.4 STY1528
GTGAACGCGCTCTTTGATATCTGGTACGGGATGTCGCGCCGTGGTCGGGTTTTTTGTTGGTGTGCAGGCGTGCTGTGCCTGACGCTGACGGTCGCGTTATCTGTGGGCTATCCCGGCTGGAAGACGCTGGATACGCAACATGCGCGGTTAAGCCAGCAGCGCGAGGCCGCCCGGCAACAGTGGCGTCATCTGCGCCGTCTGAGCGTCGCGGCTGAACCGCTTTTCGGGCGTACCATCGAAAATCCGCGTCCTTTTT+ STY4306 100 STY0950 67.925 STY4306 96.6 STY0950
ATGGACGAGCGTATTCCTTGTAAAAACCCGCAATGCTCACATTTCATCCTGCCAGCAACGGCTGCCCGCACGGAGGGCTATTGCATGCCCTGCGTCCAGGCGCGCTATCGGCAAGAGCAGGAAGAATATATCCGGAAAAACAGAAAAACGATCGACGCGTTCAGTGGCATTACCAACCCTGTTGAAATGCTTAAACTCGTTCATGAACCCCGGGAACACGATCCGTTAATCGAGTGGATTCCCTGCCCCATTCCG+ STY2690 100 STY2080 64.815 STY2690 99 STY2080
ATGTCCTCGAATAAAACAGAAAAACCGACTAAAAAACGGCTGGAAGACTCCGCTAAAAAAGGCCAGTCATTTAAAAGTAAAGATCTCATTATCGCCTGTCTGACGCTGGGAGGAATTGCCTATCTGGTGTCGTATGGCTCATTTAATGAGTTTATGGGGATAATTAAGATCATTATTGCGGATAATTTTGATCAGAGCATGGCTGATTACAGTTTGGCCGTTTTTGGGATAGGATTAAAATATCTGATTCCATTT- STY3010 100 STY0963 61.905 STY3010 98.9 STY1698

STY2701 98 STY2243 72 STY2701 96.9 STY2243
TTGCACGTCTGTAGAAGCGAGTCTGATGACTCGCTTTTTTTGTATCCGCGTAAGGAGCAGCAGATGCATTATCCGGTTGACGTGTTTATTGGCAAAATTCGTGACTATGACGGCAGCCGCCCGAGCGCTATCGCCAAGGTGCAAATCGACGGCGAACTCATGCTGACCGAGCTGGGTCTGGCAGGCGATCAGCAGGCCGAAAAGAAAATCCACGGCGGCCCCGACCGCGCGCTATGTCATTACCCCCGCGAACACT- STY3815 100 STY3815 98.8
ATGGCACTGCCCATTATTATTGATTGCGATCCGGGTCATGATGACGCGATCGCCCTCGTTCTCGCCCTCGCCTCCCCTGAACTGGAAGTGAAAGCGATCACCTCTTCCGCCGGCAACCAGACGCCGGAGAAGACGCTGCGCAACGTGCTGCGGATGCTGACACTGCTCAAACGCCCGGATATTCCTGTGGCGGGCGGCGCGGTGAAACCGCTCATGCGCGAACTGATTATCGCTGATAACGTTCACGGCGAAAGC- STY0706 100 STY0060 66 STY0706 95.7 STY0060
ATGGAACACTATAAAGACTATCCAGCGCATGTCATTTTTGCACGTCGTGCTTTCGCGGTGACCGCAGGCGTGCTGGCGTTGCCGGTGATGCTCTTCTGGAAAGACCGCGCGCGTTTTTATAGTTATCTGCACCGTGTCTGGTCGAAAACCAGTGATAAACCGGTATGGATGGCGCAGGCTGAAAAAGCCACCTGCGACTTTTATTAA+ STY0748 100 STY2477 63 STY0748 98.1 STY1336
ATGAAAAAATTTTATAGCTGTCTTCCTGTCTTTTTACTGATCGGCTGTGCCCAGGTGCCCCTCCCTTCCTCCGTGAGCAAACCGGTACAGCAACCTGGCGCTCAGAAAGAGCAACTGGCCAACGCAAATAGTATTGATGAGTGTCAGTCTCTTCCGTATGTGCCGTCAGACCTTGCGAAGAATAAATCATTATCAAACCAGAACGCTGATAATTCCGCATCAAAAAATAGCGCAATCAGCTCAAGCATTTTTTGCG+ STY3023 100 STY2849 53 STY3023 98.9 STY2849
ATGCTGAGTATCGCTATTAAGGAACAAAACAGTCACTTTGAGCATGGTTTGAAAATCATCATGACGCGTCTGGCGAATCAATGGCAGCAGAAAATTGACTTTCTGCCGCCAGAAGAGATAGATAATGCCGATATCGCTTTCCTGACCCTGGATGATGATTGGTTCAGCGCAGGCTGTTACCAGATACCTATGCATACTCAACATCAGCTACGGGTAATTATTTGTAATAAATGCGATAAAGAAAAGCTCATGTTCA+ STY0600 100 HCM2.0026c 61.765 STY0600 97.8 HCM2.0026c
ATGACTGCACGCGTGATTGCCCTCGATTTAGACGGAACATTATTAACCCCGCATAAAACCTTACTCCCCTCCTCGCTTGAAGCGCTATCACGCGCCAAAGAGGCGGGCTTTCAACTTATCATTGTCACTGGTCGCCATCACGTTGCTATTCATCCTTTTTATCAGGCGCTGGCGCTGGAAACACCTGCTATTTGCTGCAACGGCACCTATTTGTATGATTATCAAGCTAAAACTGTCCTGGATGCCGATCCTATGC- STY0817 100 STY3947 67 STY0817 94.46 STY3870
ATGCGCAGGTTAATGCTCCGCTCATTTAGCGCCGGCTATTCCACTCAGCCGGTTATTGCAGATCTCAACGTTCCCTTACTGCCGCGCGGGAAAATTACCATTTTGCTGGGGCCGAACGGCTGTGGTAAATCGACGTTACTACGTTCGCTGGCCGGGCTGAATAACGTCGACGGCGAGGCGCTGCTTGATGGCGAAGATCTCATGTCGTTATCGTTTGCCGAGCGGGCGCAGAAAGTTGTGTTTTTGCCGCAGTCAT+ STY0803 100 STY2934 75.728 STY0803 99.5 STY4224
ATGAAAAAGACAGCTATCGCGATTGCAGTGGCACTGGCTGGTTTCGCTACCGTAGCGCAGGCCGCTCCGAAAGATAACACCTGGTACGCTGGTGCTAAACTGGGCTGGTCTCAGTACCATGACACCGGCTTCATTCACAATGATGGCCCGACTCATGAAAACCAACTGGGCGCAGGTGCTTTTGGTGGTTACCAGGTTAACCCGTACGTTGGCTTTGAAATGGGCTACGACTGGTTAGGCCGTATGCCGTACAAA- STY1091 100 STY4157 64 STY1091 99.2 STY4157
ATGTCTTTTTCTCAAGCGGTTAGCGGCCTGAACGCTGCGGCCACCAACCTTGATGTTATCGGTAATAACATCGCCAACTCCGCCACCTATGGCTTTAAGTCCGGTACGGCATCATTTGCCGATATGTTCGCCGGTTCCAAAGTGGGGTTGGGCGTAAAAGTGGCGGGGATTACCCAGGATTTTACCGACGGTACGACAACGAACACCGGGCGCGGGCTGGATGTCGCGATTAGCCAGAACGGTTTTTTCCGCCTG+ STY1216 100 STY4251 63.366 STY1216 99.4 STY4251
ATGAAGCCTTCTATCGTTGCCAAACTGGAAGCCCTGCACGAACGCCATGAGGAAGTTCAGGCGTTGCTGGGCGATGCGGGAATTATCGCCGACCAGGACCGCTTTCGCGCATTGTCGCGCGAATATGCGCAATTAAGCGACGTTTCTCGCTGTTTTACGGACTGGCAACAGGTTCAGGACGATATCGAGACGGCTCAGATGATGCTCGACGATCCTGAAATGCGGGAAATGGCGCAGGAAGAACTGCGCGAAGCG- STY1901 100 STY3197 86 STY1901 99.3 STY3197
ATGAGTCGTTTAGTCGTAGTATCTAATCGAATTGCCCCCCCGGATAATAAAGGCGGCGCCGGCGGCCTCGCTGTTGGCGTGCTTGGCGCGCTAAAAGCGGCTGGCGGGTTGTGGTTCGGCTGGAGTGGCGAGACAGGTAACGAGGATGAGCCATTAAAAAAGGTGACAAAAGGTAATATTACCTGGGCATCGTTTAACCTGAGTGAACAAGATTACGAAGATTATTACTGTCAATTTTCCAATGCGGTTCTCTGG- STY2137 100 STY4405 57 STY2137 99.1 STY2764
ATGGGCGCCGGGCAGAAGATTAATTGCTGTCAGGGAAACGCGCTGGCGCGTGGCGATAACTTACGCTGCGGGACTGTCGACGCTGTACAGAAAATCTGGCCTCCAGACTGGCTTAAATATGCACACATGACAATACAACCGGAAAATTTACAAAACGCATAA- STY2207 99 STY2012 61 STY2207 97.5 STY2012
GTGAATCTTAACGCAACAATCCTCGGCCAGGCCATCGCGTTTATTCTCTTTGTCTGGTTTTGCATGAAGTACGTATGGCCGCCGTTAATGGCAGCCATCGAGAAACGTCAGAAAGAAATTGCTGACGGTCTCGCTTCTGCTGAACGAGCACATAAGGATCTTGACCTTGCAAAGGCCAGCGCGACCGACCAGCTGAAAAAAGCGAAAGCGGAAGCTCAGGTAATCATCGAGCAGGCAAACAAACGCCGCGCTCAGA+ STY3909 100 STY3981 77 STY3909 99.8 STY3981
ATGCGTTTATTGCATACTATGCTGCGCGTCGGCGATTTGCAGCGTTCCATCGCTTTTTACACTAACGTTCTGGGCATGAAATTGCTGCGTACCAGTGAGAATCCGGAATACAAATACTCGCTGGCCTTTGTGGGATATGGTCCGGAAACGGAAGAAGCGGTCATCGAACTAACCTATAACTGGGGCGTTGAGAGCTACGACATGGGCAATGCGTATGGGCACATCGCGCTGAGCGTTGACAATGCTGCTGAAGCCT+ STY1687 100 STY0567 62.857 STY1687 99.5 STY0567
ATGCAAGAAAGTATCCAACTGGTTATTGAATCGCTGCCGTATTTGCTTAAAGGCGCCGTCTTTACCCTGCAACTGAGTATTGGCGGTATGTTTTTTGGTCTGCTGCTGGGATTTGTGCTGGCGCTGATGCGGATGTCTCCGCTATGGCCGGTTCGCTGGCTGGCGCGCTTTTATATCTCGATTTTTCGCGGTACGCCGCTTATCGCCCAGTTATTTATGATCTATTACGGCCTGCCGCAATTTGGTATTGAGCTGG- STY2160 100 STY0487 64.762 STY2160 99.3 STY0867
ATGATGCTATTTCGCAACAAATCTGTACTGGTTTTAGGGGGAAGTCGTGGTATCGGCGCGGCTATTGTACGACGCTTTAGCGCTGACGGCGCATCGGTCGTTTTCAGCTACGCCGGATCGCGTGAAGCCGCCGAAAAACTGGCAGCGGAAACCGGAAGCACCGCCATCCAGACGGATAGCGCCGATCGGGATGCCGTCATCAGCCTCGTGCGTGAGTACGGACCACTGGATATTCTGGTCGTCAATGCGGGCGTGG- STY1389 100 STY0642 76.238 STY1389 98.5 STY2682
ATGAAGCAACTTTGGTTTGCCATGTCCCTTGTGGCGGCTAGCCTGTTCTTCTCAGTAAACGCCTCGGCCGACCCTGCGTCCGGGGCGTTATTGCAGCAGATGAACATCGCCAGTCAGTCACTGAATTACGAGCTGTCATTCGTCAGCATCACGAAACAAGGCGTTGAATCTCTGCGTTATCGACACGCACGCCTGGATAGTCGCCCGCTTGCGCAATTGCTACAGTTGGACGGTCCCCGCCGGGAGGTCGTACAG- STY2831 100 STY2831 98.6
ATGGCTGATACAAAGGCAAAAATCACCCTTACTGGTGACACTGCTATTGAACTGGATGTGCTAAAAGGCACACTCGGTCAAGATGTTATTGATATTCGTAGTCTCGGTTCAAAAGGAGTTTTTACTTTTGACCCTGGTTTCACCTCTACCGCATCCTGCGAATCTAAAATCACCTTCATCGACGGCGACGAAGGCATTTTGTTGCATCGCGGTTTCCCGATTGACCAGCTTGCTACCGATTCCAACTATCTGGAA- STY0773 100 STY0401 61.905 STY0773 99.4 STY0401
ATGAATAAATTTGCTCGCCATTTTCTGCCGCTGTCGCTGCGGGTTCGTTTTTTGCTGGCGACAGCCGGCGTCGTGCTGGTGCTTTCTCTGGCATATGGCATAGTGGCGCTGGTCGGCTATAGCGTAAGTTTTGATAAAACCACGTTTCGTCTGCTGCGCGGCGAAAGCAACCTGTTTTATACCCTCGCCAAATGGGAAAATAATAAAATCAGCGTTGAGCTGCCTGAAAATCTGGACATGCAAAGCCCGACCATG- STY1270 100 STY4295 64.486 STY1270 98.8 STY4295
ATGAAAGTTTTAGTCATTGGTAACGGCGGGCGCGAACATGCGCTGGCCTGGAAAGCCGCACAGTCGCCGCTGGTTGATACCGTTTTTGTCGCACCGGGTAACGCCGGTACCGCGCTGGAGCCCGCGTTGCAGAACGTGGCTATCGGCGTCACCGATATTCCGGCGCTGCTGAGCTTTGCCCAGAACGAGAAGATTGATCTGACCATCGTCGGTCCGGAAGCGCCGCTGGTGATCGGCGTGGTCGATGCGTTCCGC+ STY3710 100 STY2459 67 STY3710 96 STY2459
ATGACAGATTTAACCCTAAAAGCGCTGGCCGCAGAGAGACAGGTTTCCGTGGATCGCCTGGTACAGCAGTTTGCTGATGCAGGTATCCGGAAATCTGCTGACGACTCTGTGTCCGCACAAGAAAAACAGACTTTACTGGCGCACCTGAACCGCGAAGCGGTTTCTGGCCCCGATAAATTGACGCTGCAGCGTAAAACGCGCAGCACCCTGAATATTCCTGGTACCGGTGGAAAAAGTAAATCGGTACAAATCGAA- STY3467 100 STY4353 81 STY3467 97.9 STY3739
ATGGAAATTAATGAAAAATTGCTGCGCCAGATAATTGAAGACGTGCTCCGCGATATGAAGGGCAGCGATAAACCCGTCTCGTTTAATACGCCTGCGGCATCCACAGCACCACAGACCGCTGCGCCTGCGGGCGACGGCTTTCTGACCGAAGTGGGCGAAGCACGCCAGGGCACTCAGCAGGACGAAGTCATTATCGCCGTCGGCCCGGCATTTGGCCTGGCACAGACTGTTAATATCGTCGGCTTACCGCATAAGA+ STY2246 99 STY2473 53.465 STY2246 97.5 STY2473
ATGACTATTCCCCTCTGGTGGCAAAACGGCGTTATTTATCAGATCTACCCGAAAAGTTTTCAGGACACGACCGGCAGCGGCACCGGCGATTTACGCGGCGTCACGCAGCGCCTTGACTATCTACAGCGACTCGGCGTGGACGCCATCTGGCTCACGCCGTTTTATATCTCGCCACAGGTGGATAACGGTTATGACGTCGCAAATTATACGGCTATCGACCCGACCTACGGCACGCTGGATGATTTTGACGAGCTG- STY4793 100 STY1503 64 STY4793 97.84 STY0439
ATGGTAGTAAATAAACGTTTAATCTTAATTTTACTATTTATACTCAATACAGCAAAGAGTGATGAGTTATCATGGAAAGGTAATGACTTCACCCTTTATGCCAGACAAATGCCATTAGCAGAGGTTTTACATCTGCTCTCAGAGAACTATGATACGGCTATTACTATTAGCCCATTGATAACAGCTACATTTAGTGGAAAAATTCCGCCTGGACCACCGGTCGATATTTTGAATAACCTGGCAGCACAATATGAT- STY1726 100 STY1726 98.9
ATGACGCAATTTGCATTTGTGTTCCCCGGTCAGGGTTCTCAGAGCGTTGGGATGTTGGCCGAGATGGCGGCAAATTACCCTATCGTAGAAGAAACGTTTGCTGAAGCTTCTGCGGCTCTGGGATATGATCTGTGGGCGCTCACCCAGCAAGGTCCAGCGGAAGAACTGAATAAAACTTGGCAGACGCAGCCGGCGCTATTAACCGCTTCCGTCGCGCTTTGGCGCGTTTGGCAGCAGCAGGGCGGTAAAATGCCT+ STY1233 100 STY0921 61 STY1233 99.1 STY3334
ATGTTTATGATGAGCAAAAAAATGGCCGCTGCTGTGCTGGCAATCACCGTAGCAATGTCTCTGAGCGCCTGCTCAAACTGGTCCAAGCGCGATCGCAACACGGCTATTGGCGCAGGTGCGGGGGCGTTAGGCGGCGCAGTGTTAACGGACGGCAGTACATTAGGCACCCTGGGCGGCGCGGCGGTCGGCGGCGTGATTGGTCACCAGGTTGGAAAATAA- STY1346 100 STY0980 56.863 STY1346 99.5 STY0980
ATGAGCAAAAGTGAACAGATATCCCATATGACCGACGTTATGGCCAAGTTTGTGGGATATACCGGCAAAGTTTTGCCTGATGATGTCACTGCAAAACTGGAAGATTTGCATAAGAAAGAGACCAGTAAACTGGCCGACGTCATCTTTACTACCATGATTGAGAACCAGCGTCTGGCGAAAGAGCTGGATCGACCTTCCTGCCAGGACACCGGTGTCATTCAGTTTTTGGTGGAGTGCGGGACGAACTTTCCGCTGA- STY3535 100 STY2678 64.151 STY3535 99.7 STY2678
ATGGTTGAGCTGAAAGCGCCGTTAACCACACTATGGCGCGGTAAAGATGCTTTTGAGGAAGTGAAAACGTTACAGGGCGAAGTGTTCAGAGAACTGGAGATGCGTCGAACATTGCGGTTTGAGCTGGACGGCAAAAGCTACTTCCTGAAGTGGCATAAAGGCACTTCGCTGAAAGAAATTGTGAAGAACCTGATTTCGTTACGTATGCCTGTTCTGGGCGCTGACAGAGAATGGCACGCCATTCATCGTCTACATG+ STY4073 100 STY4073 98.1

STY2073 79 STY0029 57.282 STY2073 26.97 STY0029
ATGAAAAACAAATTGTTATTTATGATGTTGACAATACTGGGTGCGCCTGGGATTGCAACCGCGACAAATTATGATCTGGCTCGTTCAGAGTATAATTTTGCGGTAAATGAATTAAGCAAGTCTTCATTTAATCAGGCGGCCATTATTGGTCAAGTCGGCACGGATAATAGTGCCAGAGTACGCCAGGAAGGATCAAAACTATTGTCCGTTATTTCACAAGAAGGAGAAAATAATCGGGCGAAAGTCGACCAGGCAG+ STY1180 100 HCM2.0064c 63.303 STY1180 99.8 HCM2.0064c
ATGACAACCTTAAGCTGTAAAGTGACCTCGGTAGAAGCTATCACCGATACCGTATATCGGGTTCGTTTAGTGCCGGACGCGGCGTTTTCATTCCGCGCTGGTCAGTATTTGATGGTCGTAATGGACGAGCGTGACAAACGCCCGTTTTCGATGGCCTCAACGCCGGACGAGAAAGGGTTTATTGAATTACACATTGGCGCTTCCGAGCTCAATCTGTATGCGATGGCGGTCATGGATCGAATTCTGAAAGACCGGG- STY3580 100 STY2663 61 STY3580 98.9 STY2663
ATGAGCAACATTATTAAGCAACTTGAACAAGAGCAGATGAAGCAGAACGTACCTTCCTTCCGTCCGGGCGATACCGTGGAAGTGAAAGTATGGGTTGTTGAAGGTACCAAGAAACGTCTGCAGGCATTCGAGGGCGTGGTTATCGCTATTCGTAACCGCGGTCTGCACTCTGCATTCACTGTTCGTAAAATTTCCAACGGCGAAGGCGTTGAGCGTGTCTTCCAGACTCACTCTCCGGTAGTTGACAGCATTGCTG+ STY2860 100 STY0958 57.843 STY2860 99.7 STY3648
ATGATTCCTTTTAATGCGCCGCCGGTGGTGGGAACCGAACTCGAATACATGCAGTCTGCAATGAGCAGCGGCAAACTGTGCGGCGACGGCGGCTTTACGCGTCGTTGCCAGCAGTGGCTGGAGCAACATTTCGGCAGCGCGAAGGTGTTGCTGACGCCTTCCTGTACCGCGTCTTTGGAGATGGCGGCCCTGTTGTTGGATATTCAGCCCGGCGATGAAGTGATCATGCCGAGCTTTACGTTTGTCTCCACTGCT- STY3630 100 STY2527 64.356 STY3630 98.3 STY2527
ATGTTACTCACCCGAGCTCTCTCCAATGAAAAAGAAATTCGATGGGTGGGATCTTCTCTGGAGGATCTCCTGGCTTTTCCCATAACGGTACGTAAAGCAGTCGGTTATCAGCTTCACAAAATTCAGTATGGAATTGAACCCGATGACTGGAAACCGTTTTCAGAAATTGGGGCTGGGGTAAATGAAATTCGTATTCGTAACAACAATGGTATCTATCGCGTTATGTATGTCGCTAATTTTGCAGAAGCACTCTACG- STY3651 100 STY1921 52 STY3651 99.1 STY1921
GTGTATGTGTTTAAAGCTCTTGCAGGAATCGTTCTGGCACTGGTTGCCACTCTGGCGCACGCCGAGCGTATCCGGGATCTGACCAGTGTCCAGGGAGTACGGGAAAACTCGCTGATCGGCTACGGGCTGGTGGTCGGGCTGGACGGTACGGGCGACCAGACGACCCAGACGCCATTTACCACCCAGACGCTGAATAACATGCTGTCACAACTGGGGATTACGGTCCCCACCGGCACCAATATGCAGTTGAAAAAC+ STY1220 100 STY1761 61.321 STY1220 99.2 STY1761
GTGGACCATTTGCCTATATTTTGTCAATTGCGCGACCGCGACTGTCTGATCGTCGGCGGTGGCGATGTCGCAGAACGCAAAGCACGGTTACTGCTGGAAGCAGGCGCACGTTTAACGGTCAATGCGCTAACATTTATTCCGCAGTTCACCGTATGGGTAAATGAAGGCATGTTGACTCTGGTTGAGGGGCCGTTCGACGAAACGCTTCTCGACTCGTGTTGGCTGGCGATCGCGGCCACTGACGACGATACCGTC- STY4319 100 STY2318 66.667 STY4319 97.7 STY2318
ATGACCAGTAGCTATCTGCATTTTCCGGACTTTGATCCGGTCATTTTCTCAATTGGGCCCGTCGCGCTTCACTGGTATGGCTTGATGTATCTGGTGGGGTTCGTTTTCGCGATGTGGTTGGCGGTGCGTCGCGCTAACCGTCCGGGAAGCGGTTGGACCAAAAACGAAGTTGAAAATTTACTCTATGCAGGTTTCCTGGGGGTCTTCCTGGGGGGACGTATTGGCTATGTCCTGTTTTATAACTTCCCTCTGTTTC- STY3143 100 STY2817 63.208 STY3143 99.9 STY2817
ATGGCTGGACGAATCCCACGCGTATTTATTAATGACCTGCTGGCGAGAACCGATATCGTCGATCTGATCGACGTGCGCGTAAAACTCAAGAAACAGGGCAAGAACTATCACGCGTGTTGTCCATTCCATAATGAGAAAACCCCTTCTTTCACCGTAAACGGTGAAAAACAGTTTTATCACTGCTTTGGATGCGGCGCGCATGGCAATGCGATCGACTTTTTGATGAATTACGACAAGCTCGAATTTGTCGAAACC+ STY3389 100 STY3214 52 STY3389 99.4 STY3214
ATGTCACTCATTTTACCTCTGGAAAAACCGGCGCTTAACCTACGCCCGCTGCTGTGGCTGTTGCTCCCGTTGCTGGCGCTGGCGACGCTGTTTTTCTGGCCTCTGTCGCTCATCGTTGAACAGGCGCTACGCGGTGCCAATGGCGAGATCGGGCTCGAGACCTTCCGCCAGGTGGTCGACTCGAAACGCTTTGTCGGCGCGTTGCTGAACACGTTGCAAATCGCCTTTTTCGCCACCGCCGGTTGCCTGCTGCTGG- STY0466 100 STY2584 64.486 STY0466 99 STY2479



ATGGCTTATCAATCGCAAGACATCATTCGTCGTTCCGCCACTAACGGTTTCACCCCCGCGCCCCAGGCGCGGGACCACCAGGAAGAGGTGGCGAAACTCATCGACGTCACCACCTGTATCGGCTGTAAAGCGTGTCAGGTGGCGTGCTCCGAGTGGAACGACATCCGTGATGAAGTGGGCAATAACGTCGGGGTGTATGACAACCCGGCGGACTTAACTGCGAAATCCTGGACGGTGATGCGCTTCTCGGAAGTGG+ STY3841 100 STY1567 64 STY3841 98.3 STY0963
GTGATTGAATTTAAAAACGTCTCCAAGCACTTTGGCCCCACCCAGGTGCTGCATAACATTGATTTAAACATCCGTCAGGGCGAAGTGGTTGTGATTATCGGCCCTTCCGGTTCGGGTAAATCCACGTTATTACGCTGTATCAATAAACTGGAAGAGATCACCTCCGGCGATCTGATTGTCGATGGTCTGAAAGTCAACGATCCGAAAGTAGACGAACGGCTGATTCGCCAGGAAGCCGGCATGGTGTTTCAACAGT- STY0866 100 STY0924 80 STY0866 99.4 STY0707
ATGGAACAGGTTGTCATTGTCGATGCCATTCGCACCCCGATGGGCCGTTCGAAGGGCGGCGCGTTTCGCAACGTGCGGGCAGAAGATCTCTCCGCCCACTTAATGCGTAGCCTGCTGGCGCGTAATCCGTCGCTTACAGCGGCGACCCTCGATGATATTTACTGGGGCTGCGTACAACAAACGCTGGAGCAAGGCTTCAACATTGCCCGTAACGCCGCGCTGCTGGCAGAAATTCCCCATTCGGTACCGGCGGTC+ STY3578 100 STY3164 69.307 STY3578 99.4 STY3164
GTGGCAGAAGAGAGCGACGACGACAAAACAGAAGCCCCCACACCCCACCGACTTGAAAAAGCGCGGGAAGAAGGGCAGATCCCCCGTTCCAGAGAACTGACCTCACTGCTGATATTGCTGGTGGGCGTTTGTATTATTTGGTTCGGCGGCGAGTCGTTAGCGCGGCAGCTGGCGGGAATGCTCTCAGCAGGCCTGCACTTCGATCACCGTATGGTGAACGATCCTAACCTGATCCTGGGGCAGATAATTTTGCTG- STY2123 100 STY0310 68.627 STY2123 99.34 STY0310
ATGGACAAATTTGACGCTAATCGCCGCAAGCTGCTGGCGCTTGGTGGTGTCGCTCTCGGCGCCGCCATCCTGCCCTCGCCAGCGTTTGCCACACTCTCGACCCCACGCCCGCGCATTTTGACGTTAAACAATCTCCATACCGGAGAGTCAATCAAGGCGGAGTTTTTCGATGGAAGAGCCTACATTCAGGATGAATTAGCAAAGTTAAACCATTTTTTCCGTGACTATCGCGCGAATAAAGTCCGATCAATCGATC+ STY0998 100 STY4170 89.109 STY0998 99.4 STY4170
ATGTTAGAGCAACTGAAAGCCGAGGTGCTGGCGGCCAACCTGGCCCTCCCGGCGCACGGGCTGGTCACCTTTACCTGGGGCAACGTCAGCGCGGTCGATGAGACGCGCAAGCTGATGGTCATTAAGCCTTCCGGCGTCGAATATGAGGTGATGACCGCCGACGATATGGTGGTGGTAGAGATCGCCAGCGGTAAGGTCGTTGAAGGCAACAAAAAACCGTCGTCCGATACCGCGACCCATCTGGCGCTCTATCGCC- STY4119 100 STY0118 84 STY4119 97.6 STY0118
ATGCGTGTTGTTCTTATCTTGCTGTTCTTTTTCGCCGGTAATGTGTTGGCTGCCTTGCCCGCTCGTTATATGCAAACGACGAAAGATGCCGCCATCTGGTCGCAGATTGGCGACAAAATGGTGACCGTAGGGAATATCCGCGCCGGACAAATTCTTTCCGTAACGCCTGTTGCGGTTGATTATTATGCCTTTAAATTTGGCTTCGGTGTGGGGTTTATCGATAAAGGCCATCTGGGACCCGTGCAGGGAAAACAA+ STY0197 100 STY2644 64.078 STY0197 97.96 STY2644
ATGTCCTTAATTAACACCAAAATCAAACCTTTCAAAAACCAGGCGTTCAAAAACGGTGAATTCATTGAAGTCACCGAGAAAGATACCGAAGGCCGCTGGAGCGTCTTCTTCTTCTACCCGGCCGATTTTACCTTTGTTTGCCCGACTGAACTGGGTGACGTTGCCGACCATTACGAAGAACTGCAGAAGCTGGGCGTAGACGTTTATTCCGTCTCAACCGATACTCACTTTACGCACAAAGCATGGCACAGCAGCT+ STY0653 100 STY0440 69 STY0653 99.1 STY0440
ATGGCGACCATAAAAGATGTAGCCCGACTGGCCGGTGTTTCAGTCGCCACCGTTTCTCGCGTTATTAACGATTCGCCAAAAGCCAGCGAAGCGTCCCGGCTGGCGGTGACCAGCGCAATGGAGTCCCTGAGCTATCACCCTAACGCCAACGCGCGCGCGCTGGCACAGCAGGCAACGGAAACCCTCGGTCTGGTGGTCGGCGACGTTTCCGATCCTTTTTTCGGCGCGATGGTGAAAGCCGTTGAACAGGTGGCG+ STY3155 100 STY2425 78.218 STY3155 99.3 STY2425
ATGAAAAAGGATTTGTTATCATCAATTATTATCGCTATGCTGATGACTGCCGGGCTAAGCGCTTGTGATGAAAAAAAAGCGGACGAACAACCTGTAGCTCAGAGTGCGGATTCATCAGCGAGCAATACACAATCCACATCAGCGGAAAGCGCAGATGCGAACGATGTTCTTAACCAAAAGCTGAATGTTTACATTGATTGTTATAATAATCTCCAGGCAGATATTTACCGTGCTGTAAATCGTTATGCTAACACA+ STY3837 100 STY3836 66 STY3837 99 STY3836
ATGATTGAATTATTACTGCCCGGCTGGCTGGCCGGGATGATGCTGGCCTGCGCTGCTGGTCCGTTGGGCTCATTTGTGGTCTGGCGTCGGATGTCCTATTTTGGCGATACGCTGGCTCACGCGTCGCTTCTGGGCGTGGCGTTTGGCCTGTTGCTGGACGTTAACCCCTTTTATGCGGTAATCGCCGTTACGCTGCTGCTGGCCTCCGGTCTGGTATGGCTGGAGAAACGCCCTCACCTCGCGATTGATACCTTAC+ STY2101 100 STY0715 63.462 STY2101 98.5 STY2986
ATGATCCCAACTGCAACGTATCGTCTTCAGTTTCGCAATAGCATGACCTTCGATCGCGCTGCGGCGCTGGTGCCTTACCTTAAAAATCTGGGTATCAGCCATCTTTATGCCTCACCCATCTTTACCGCCACCAAAGCGTCAACGCATGGTTATGATGTCACCGATGCGAATGAGATTGAGCCTTCTATTGGCGGGCGCGAAGGATTTGAAAGACTGGTGGCTGAACTTAAAGCACAAGGTCTGGGATTGATCATC+ STY1504 100 STY1974 93 STY1504 98.4 STY1974
ATGAAAATACGCTCACAGGTTGGGATGGTACTGAATCTCGATAAATGTATTGGCTGTCACACCTGCTCCGTCACCTGTAAAAACGTCTGGACCGGACGTGAAGGGATGGAATACGCATGGTTCAATAACGTCGAAACTAAACCGGGTATTGGCTATCCCAAAAATTGGGAAGACCAGCAGGAGTGGCAAGGCGGTTGGGTTCGTGATGTTAATGGCAAGATAAGGCCCCGTCTGGGCGGCAAAATGGGGGTAATT- STY1487 100 STY1289 90 STY1487 98.4 STY1289
ATGATACAGTACCTGAACGTCTTTTTTTACGACATCTACCCCTATATTTGCGCCACGGTATTCTTCCTCGGCAGTTGGCTGCGCTATGACTACGGACAATATACCTGGCGCGCGTCGTCCAGCCAGATGCTGGACAAGCGTGGGATGGTGATATGGTCGAATCTGTTCCATATTGGCATTCTGGGGATCTTCTTTGGCCATCTGTTTGGGATGCTGACGCCACACTGGATGTATGCCTGGTTCCTGCCGATTGCGG- STY1485 100 STY1291 77 STY1485 99.4 STY1291
ATGCTTTTTAGTTTCCGAACGCTCTTGTTTATCACCAGTCTGTTCGTCAGCGCCGGAACATGGTCGTCATGTATAAAAGTCACCGATAAGAGCGCGCTCTCTGACGCGGCGATAAAAGCGGGCTACACGGCGCAAAACTGGATCGGCGCACTTGACACGAATACGGGTAATATCGGTTTGCCAACGGTGATTAGCATCAGTAATAGTGAAACATTTCAACCCTCCGGCACACTATTGGCCAGTGGGATCGGTAAC- STY0370 100 STY4228 59.615 STY0370 98.3 STY4228
ATGACAACCTTCTACACCGTGGTGAGTTGGCTGGTCATTTTGGGATACTGGGTTCTCATTGCCGGCGTCACATTACGTATTCTAATGAAACGGCGCGCAGTTCCCTCCGCAATGGCCTGGTTGTTAATCATCTATATCCTTCCGCTGGTCGGGATCATCGCCTATTTGTCCGTGGGCGAATTGCATTTAGGCAAACGTCGCGCCGAGCGTGCCCGCGCCATGTGGCCGTCTACCGCCAAATGGTTGAATGACCTC- STY1312 100 STY0847 90 STY1312 99.4 STY0847
ATGTCTCTGTTTCATTTAATCGCCCCCTCGGGCTACTGTATTAACCAACAGGCCGCGTTACGCGGCGTTCAGCGCCTGACTGACGCGGGTCATCAGGTGGAGAATGACGAGGTGATTCGTCGCCGCTATCAGCGTTTTGCCGGTACGGACGCGGAACGGCTGGCCGATGTTAATTCGCTGGCCTCGCTAACTTCGCCGGATACGATCGTCATGCCGGTTCGCGGCGGCTATGGCGCCAGCCGCTTGCTGGATCGT+ STY1928 100 STY4715 64 STY1928 98.4 STY2645
ATGACAGGAATAATCTTGAACAAGAACGCATTTAATGCTTATTTTAATAGCCTGTGTTTAGGAGTAAGACCACGAAGTGATTATATAATGAGCAAAACAGAACTATACGCGGCGTTAAACCGCGATTTTCAGTCGTTAATGGCAGGTGAAACCAGCTTTCTGGCCACGCTGGCGAATACCAGCGCGCTACTGTTCGAACGTCTTACCGAGGTGAACTGGGCGGGATTTTATCTCCTCGAAGGCGATACGCTGGTGT- STY1978 100 STY3563 64.078 STY1978 99.5 STY1488
ATGATTAGTCGCATTATGTTACAGAAAAATACGCTTCTTTTCGCAGCATTATCCGCCGCGCTTTGGGGGAGTGCAACCCAGGCTGCCGACGCCGCCGTTGTCGCTTCGCTTAAACCGCTTGGGTTTATTGCTTCCGCCATTGCTGATGGCGTTACGGATACGCAAGTATTACTTCCGGATGGGGCATCCGAGCATGATTATTCATTGCGTCCATCAGACGTAAAACGCTTACAGGGCGCGGACTTAGTCGTCTGG- STY2099 100 STY4318 61.321 STY2099 95.33 STY4318
ATGTTCACTGAATTTTTTCTCAAAAACGCATTTAATCTGGCGATACTTTTCAGTTGCGGTATGGCGTTGCTGGTCGTGAGATTTTGGCTCAGCCGTAACGTACAGTGGAAGAAAGGATTCACGTTCCATGCGGCACAGTTTTTTATTTACGCGATTATTATTGGAACCATCGGGAGCATCCTGAATAATGCTATTGAAGATTATAATTTGCGTTTTATCTCTTCCGGGGTCATTGATTTTATCTGCACCTCGCTC- STY1401 100 STY1860 62 STY1401 98.9 STY1860
ATGGAACGTCTACCCACCACGCCGCACGATGCGGTATTCCGACAGATGCTGATGCAAAAAGAGGTCGCCCGCGACTTTCTGGCTATCCACTTGCCAGAAGACTTTCTTGCAATCTGCGATCTGGATTCACTGAAGCTGGAGTCGGGGAGTTTTGTTGAAGACAATTTACGCAGCCGCTATTCAGATATTCTCTACTCTCTGCATACCCAACACGGCCCCGGGTATGTTTACGCGCTTATTGAACATCAGAGCAAA- STY0523 100 STY4020 79 STY0523 87.77 STY4020
ATGGAAAAATATGAACTGCCGCTGGTGTTTTTTACGGTATTAAGCCAGATGTCTGTCGGGATGGCTTTGGTACTGACATGGCGTACGCTGCGTGGTGAAGTGGAAGGCCAGCGTTTCTATTGGTTGGCCACCGGGCTGGTGCTGGCATTGGCGTCTATTGCCGCGATTCTGCATCTGGCGCATCCCGATCGCGCTTATAATGCGCTGATTAACCTGCGACATGCCTGGTTAAGTCGGGAAATCCTTGGCGCCACGT+ STY0661 100 STY4508 70 STY0661 98.7 STY4508

STY4012 73 STY2809 66.019 STY4012 16 STY1370
ATGTTTCTTTCTCGTCGGCTTATCGTAAGCTGCCTGCTTCTGGCGGCTGGCTGCTTCGCCATTGGCTTATGGAGCCTGCAAAGCGGCGCCGTGCCCCTTGAGACCGGGCAGATTATTGCCGCGCTGCTGGGCGACGCGCCGCGTAATATCACCCTTGTCGTAACCGAATGGCGACTACCGCGCGTATTAATGGCGCTACTGATTGGCGCTGCGCTTGGCGTCAGTGGCGCGATTTTTCAGTCGTTGATGCGTAAC- STY0635 100 STY0565 66.055 STY0635 99.2 STY1770
ATGAATGAAAGCATATTTTTACTTGATAAGCGTGTTGTATTTGATAGTACGAAGATGACCTTATCTCATGGTAATGAGATAATCAGAATATCAGAAGCTGATACCCATCTGCTTCTTGCTTTTTGGCATGGTCTTTACAAAAAAGAAGATATTATTCATTTTGTTTGGGAAAATCGTGGAGGCTGCGTCTCAGAATCAAGTTACTATAAACTCATTAATCAAATGAGAAATGATTTTAGTAGCATCGGTCTACAGC+ STY0374 100 STY0377 67.327 STY0374 93.58 STY0377
ATGGCGGAGATCGCTCACTTTCTCAAAGAGAATGATTTAAGCGTCGATACCACTGTAGAAGTGTTTATTACCGTCAGCCGTGATGACCGTCTTATTGCCTGCGGCGGTATTGCCGGAAATATCATTAAATGCGTGGCCATTAGCGAATCAGTACGCGGTGAAGGCTTAGCGTTAACGCTGGCGACGGAATTGATTAATCTCGCCTGGGAACGGCACTGCACCCATCTTTTTATTTATACCAAAACGGAATACGAA- STY0673 100 STY0067 83.168 STY0673 94.31 STY0067

STY4263 62.376 STY4263 7.8
ATGTTGGATTATGAAACGTTGCGGTTCATTTGGTGGCTGCTGATCGGCGTCATCCTAGTGGCATTTATGGTAACTGACGGGTTTGATATGGGTGTCGGTTGCCTGCTCCCGCTGATAGCGCGCAACGATGACGAACGCCGGGTATTGATCAATAGCGTCGGCGCCCACTGGGAAGGAAACCAGGTATGGTTGATTCTCGCGGGCGGGGCATTATTCGCCGCCTGGCCACGGGTCTATGCCGCCGCGTTTTCCGGT+ STY1921 100 STY0787 83 STY1921 98.9 STY0787

STY4813 60.784 STY2275 58.182 STY2275 19.81 STY4813
ATGGCGGTAACGCAAACAGCCCAGGCATGTGACCTGGTCATTTTCGGCGCGAAAGGCGACCTGGCGCGCCGGAAACTGCTGCCTTCCCTGTATCAGCTTGAGAAAGCCGGCCAGATCCATCCGGATACCCGGATCATTGGGGTGGGGCGCGCGGACTGGGATAAAGAAGCTTATACCCACGTTGTGCGTGAGGCGCTGGAAACCTTCATGAAGGAAAAAATTGATGAAGGCTTGTGGGATACGCTGAGCGGCCGT- STY2094 100 STY2094 98.4

STY0727 58.095 STY0727 10.55
STY3817 63.462 STY2620 62.136 STY3817 38.73 STY4123

ATGGACGATTTCGATATTCAGCGTGAACGGGCGTTTTCCGGCGCGGGTCGTATTGTTCTGATCTGCTCACTGTTATTTCTCATTCTCGGCATCTGGGCGTGGTTTGGCCGACTGGATGAGGTTTCCACCGGCAACGGGAAAGTAATCCCCAGTTCACGCGAACAGGTTCTGCAGTCGCTGGATGGCGGCATTCTGGCGCAGTTGACGGTGCGGGAAGGCGACAGAGTTCAGGCTAACCAGATTGTCGCCCAGCTT+ STY2878 100 STY3943 66.055 STY2878 96.56 STY0853
ATGTCTGTAATTAAGATGACCGATCTGGATCTGGCCGGGAAACGCGTTTTTATCCGTGCGGATCTGAACGTACCTGTTAAAGAAGGGAAAGTGACCAGCGACGCGCGTATCCGCGCTTCTCTGCCGACCATCGAACTGGCTCTGAAACAGGGCGCGAAAGTGATGGTAACTTCCCACCTGGGTCGTCCTACCGAAGGCGAGTACAACGAAGAATTCTCTCTGCTGCCGGTTGTTAACTACCTGAAAGACAAACTG- STY3227 100 STY3227 99.3
ATGACCAGACGCGCTGACCGTTTGTTTCAGATCGTGCAAATTTTGCGGGGTAGACGACTGACGACGGCAGCGCTGTTGGCACAGCGGCTTGCGGTTTCTGAACGGACGATTTATCGCGATATTCGCGATCTGTCGTTATCCGGTGTGCCTGTCGAAGGTGAAGCGGGGAGCGGATACCGTTTAATGGCGGGTTTTGATCTGCCGCCCTTGATGCTTACCCATCGTGAATCGGAAGCACTGATGGTGGCTATACGGT+ STY0448 100 STY0526 63 STY0448 98.4 STY2034
ATGCGTTTGCTGCAAAACTTTACTATTCGTATGGTCATGCTGACGATACTGGGACTTTTTTGTCTACTCTGGTCGGGGGTGGGTTTATACAGCGTCCATGCTTTATCCGAAGTTTCGGAAGGAAATGATATTGACCGGCATCTTGTGCGGCAAATGACGGTGCTAAGCCAGGGTAACGATCAATATTTCCGCTTTGTTACCCGCCTTAGCCGCGCGATGGATGTAAAAATCGGCGGCGGCACGCCCGATTTTGCG- STY3325 100 STY4892 89 STY3325 98.5 STY4892
ATGATCGAAACCATTACACATGGTGCGGAGTGGTTCATCGGGTTATTCCAGAAAGGCGGTGAGGTGTTTACCGGTATGGTGACAGGTATTCTTCCGCTACTGATAAGCCTGCTGGTTATCATGAATGCGCTCATCAATTTTATCGGCCAGCAGCGTATTGAGCGTTTTGCCCAACGCTGCGCCGGAAATCCGCTATCCCGCTACCTGCTTTTACCGTTTATCGGGACGTTTGTTTTTTGTAATCCGATGACCCTGA+ STY2953 100 STY3067 72.816 STY2953 98.4 STY3067
ATGGCAGACATTCGCGGTATCACGCTGTCAAACAGTGCCGCCCTGCACCTGCAGGTACGGGACGTGGAGCGCGCGTTATCCGCCCCTCGCCCGGCTGATGCGCTGGCCCCCGAATCCGTCCGCCAGCAACTGGCAGACCTCGAAGCCCGTGGGGCATTACCGCTAGCGGCGTTTCGCGAAGCGCAGGAAAGCGCAGAACGCCTGCAAGTGTGGGCGCGTGAGACATTAGGCGATCTGGCTCCAGATTTTTCACGCC+ STY0286 100 STY0287 100 STY0286 58.03 STY0287
ATGAGCATGGTTAAACATAAACGCGGCAACGCATCCGCGCTGAGTGCTCAGCATGAGGCTGAACTGAAGGCGCTGGCGAAAAAATCAGATGATGAGATTGATTACAGCGACATTCCCGCTTCGGAGGATGGACAGTGGTCTGAAGCAGTGCGTGGTAAGTTTTTTCGCCCGTTAAAAACTCAGGCCTCGGTGCGTATTGACGCCGACGTTATGGAATGGCTGAAACGGCCAGGAAAAGGCTACCAGACGCGGCTGA+ STY4887 100 STY2431 57.843 STY4887 98 STY2431
ATGCTAAAAACCATTTCACCGTTAATTTCCCCGACACTGCTCAAAGTGCTGGCCGAGATGGGCCACGGGGACGAAATCATTTTTTCTGACGCTCACTTTCCCGCGCATAGCCTGGGCCCGCAGGTGATTCGCGCCGATGGTCTTAGCGTCAGCGATCTACTGCGGGCAATCATTCCGCTCTTTGAGCTGGATAGCTACGCCCCGCCGCTGGTGATGATGGCCGCCGTAGAAGGCGACACGCTCGACCCCAGCGTTG+ STY3118 100 STY2586 66.019 STY3118 98.3 STY2586

STY2884 92 STY3700 92 STY2884 50.56 STY3700
ATGGAGAAGAAAATCGGTTTTATTGGCTGCGGTAATATGGGCAAGGCTATTCTTGGCGGACTGATTGCCAGCGGTCAGGTACTTCCCGGCCAGATCTGGGTCTACACCCCCTCCCCCGATAAAGTTGCCGCCCTGCATGATCAGTACGGCATTAATGCGGCGCAAAGCGCGCAGGAGGTCGCTCAGGTCGCGGATATCGTTTTCGGCGCGGTAAAACCGGGCATTATGGTGAAAGTGCTCAGTGAAATCTCCTCCA- STY0419 100 STY2331 59.804 STY0419 99.4 STY2331
ATGATGTTTAAGCAATACCTGCAAGTAACGAAACCAGGCATCATCTTTGGCAACCTGATCTCGGTGATCGGGGGATTTCTGCTGGCCTCAAAGGGCAGCATTGACTATCCCCTGTTCATCTATACGCTGGTCGGGGTGTCACTGGTTGTGGCGTCGGGTTGTGTATTTAACAACTACATCGACAGGGATATCGACAGGAAGATGGAAAGGACCAAGAATCGGGTGCTGGTCAAAGGCCTGATTTCTCCTGGCGTCT- STY0481 100 STY1965 75 STY0481 98.5 STY1965
GTGATTGATGACGATGGCTACCGCCCAAATGTAGGTATCGTAATTTGTAATCGTCAGGGGCAGGTGATGTGGGCCCGGCGATTTGGTCAGCACTCCTGGCAGTTCCCGCAGGGCGGGATAAATCCAGGGGAGTCGGCAGAACAGGCGATGTACCGGGAACTGTTTGAAGAAGTTGGGTTAAGCCGTAAAGATGTGCGGATCCTTGCTTCTACTCGCAACTGGTTGCGTTACAAGTTACCAAAACGTTTGGTGCGTT- STY3145 100 STY4688 61.905 STY3145 100 STY4688
ATGTTTGATTTACTCCTGCGCCATGCGCGTCTGGTCGATGACACGCTGACTAATATTGCCCTTCAGGATGGCAAAATCGCGGCGTTGGGTGACGTTGATGGTCCGGCGCTGAAAACCATTGACCTGCGCGGCGAATGTTACGTTAGCGCGGGTTGGATTGATTCTCACGTTCACTGCTACCCGAAATCGCCGATTTACCACGACGAACCGGACAGCGTGGGTATTGCCACTGGCGTTACCACAGTGGTGGATGCA+ STY4784 100 STY4772 73 STY4784 99.3 STY4772
ATGCTAAAGACGACTCTGCTTTTCTTTGTCACCGCCCTCTGTGAAATCATTGGATGTTTTCTTCCCTGGCTATGGATTAAGCGCGGCGCCAGCGTGTGGTGGCTTCTGCCCGCTGCCGCGTCACTCGCGTTATTCGTCTGGCTTTTGACCTTGCATCCGGCGGCGAGTGGGCGGGTTTATGCGGCTTACGGTGGGGTATATGTCTGTACTGCGCTCCTGTGGTTACGTGTTGTCGATGGCGTCCGGCTCACGGTTT- STY1558 100 STY1670 61.111 STY1558 97.9 STY3424
GTGGATTTACGCGATCTAAAAACCTTCCTGCATCTGGCGGAAAGCCGCCATTTTGGCCGCAGCGCGCGGGCGATGCATGTCAGTCCTTCCACCCTTTCCCGACAGATTCAGCGGCTGGAAGAAGACCTCGGCCAGCCGCTGTTTGTGCGCGATAACCGTACGGTCACGCTGACCGAAGCGGGTGAAGAGCTGCGAGTGTTTGCCCAACAGACGCTTTTGCAATATCAGCAGTTGCGCCATACCCTCGATCAGCAGG+ STY3649 100 STY3749 69 STY3649 94.1 STY3158
ATGAGTGATGCACTACTAAACGCGGGCCGTCAGACCTTAATGCTGGAGCTACAGGAAGCCAGCCGTCTGCCGGAGCGTCTGGGCGATGATTTTGTCCGCGCCGCCAATATCATTATTCACTGTGAAGGCAAAGTGATCGTTTCCGGTATTGGTAAATCAGGTCATATTGGTAAAAAAATCGCCGCGACGCTTGCCAGTACCGGTACTCCCGCTTTTTTTGTTCATCCGGCGGAAGCACTGCATGGCGATCTGGGG+ STY2960 100 STY3494 75 STY2960 99.5 STY3494

STY4270 80 STY4182 56 STY4270 21 STY4182
ATAGGCGCAGCGCGCGCCGCCTTCTTCCCGACCATCAGCCTGACAGGCTCGGCGGGAACGGCCAGCGCGTCTCTTAGCGGACTCTTTGAACCGGGATCGGGAAGCTGGCGTTTTCTACCGCAAATCACCTTGCCTCTCTTTCACGGCGGCGCATTACGCGCTGACCTGGATAGGGCGCATGTCCAAAAACAGATTGAAATCGCCTGGTATGAAAACGTTATTCAGCAAGCCTTTCGCGACGTGGCGGATGGTCTGG- STY0384 100 STY0385 68 STY0384 33.65 STY3577
ATGAGTGAACCCACATCGCGCCGTCCCGCTTATGCTCGTCTCCTTGATCGTGCGGTACGTATTCTTGCTGTCCGCGATCACAGCGAGCAGGAACTACGGCGTAAACTCTCCGCGCCGGTGATGGGCAAAAATGGGCCGGAAGAGATTGATGCGACGGCAGACGATTATGAACGCGTGATCGCCTGGTGCCACGAACACCACTATCTTGATGACGAGCGCTTCGTGATGCGCTTTATCGCCAGTCGTAGCCGCAAAG- STY2949 100 STY4405 86 STY2949 92.22 STY0826
ATGATCACCATTCGTGATGTAGCGCGCCAGGCTGGCGTGTCTGTAGCGACCGTTTCCCGCGTACTGAATAACAGCGCGTTGGTCAGTCCCGACACCCGTGACGCCGTTATGCAGGCCGTCACCCTGCTGGGATATCGGCCAAATGCGAATGCGCAAGCGCTGGCCACTCAGGTGAGCGATACCATCGGCGTCGTAGTCATGGATGTTTCCGATGCCTTTTTCGGCGCTCTGGTGAAAGCCGTAGATCTGGTCGCG- STY2425 100 STY3155 78.218 STY2425 98.8 STY3155



ATGAGTCTGGATATCAACCAGATTGCCCTGCACCAGCTTATCAAGCGCGATGAGCAAAATCTTGAGCTGGTCTTGCGCGATTCATTGCTGGAGCCGACAACCACCGTTGTCGAGATGGTGGCTGAACTGCATCGGGTCTATAGCGCCAAGAATAAGGCGTATGGCCTGTTTAATGAAGAGAGTGAACTGGCGCAAGCGCTGCGGTTGCAACGTCAGGGGGAAGAAGATTTTCTTGCCTTTAGCCGGGCGGCGACC- STY2463 100 STY3342 65.094 STY2463 99.1 STY3342
ATAGCTAACTTTCCCGCCAGCTTACTGATCCTCAATGGCAAAAGCGCTGATAACCAGCCGCTACGTGAGGCCATTACGCTACTTCGCGACGAAGGCATACAGATTCACGTTCGGGTAACCTGGGAAAAAGGCGACGCGCAGCGTTACGTTGATGAAGCCCGTAGACTGGGCGTTGAAACGGTGATTGCCGGCGGCGGAGACGGTACCATTAATGAAGTGTCTACCGCGCTCATCCAGATCCGCGACGGCGTAGCCC+ STY2369 100 STY3937 61 STY2369 98.1 STY3937
ATGAATCGTAATTCTTTCCTTGCCGCGACAGCGAGCTTACCGCTTTTTATTTTGCTGGCGGGCTGCGCCCCTATGCACGATACCCGCCAGTCGCTGACCCAGCAGACGCCCTCTTCTCATGTTGATTCCAGCCTGCCGGCGGCATTGAAAAACGGTTGGCCGGATAGCCAGTGGTGGAAGGCGTATCACGATGCGCAGCTTGACGCGCTGATTGATAATGCCATACAGCATTCGCCGGATATGCAGGTGGCTGAA- STY2402 100 STY0824 61.765 STY2402 99.4 STY0824
ATGAAAACGCTGCTGATAATTGACGCTAATCTCGGCCAGGCTCGCGCTTACATGGCGAAAACCCTGCTTGGAGCGGCGGCGCATAAAGCAAATCTGGAAATTATCGACAATCCGAATGATGCTGAACTGGCGATCGTGCTGGGCGAATCTCTGCCGAACGACAATGCTTTGAACGGCAAAAAGGTTTGGCTGGGGGATATTGGTCGCGCCGTCGCGCATCCGGAACTGTTTCTGAGTGAAGCCAAAAGCCATGCG- STY2439 100 STY3925 80 STY2439 99.1 STY3925
ATGAAAACGACCTTTAAACTGTCGTTCATGATGTTCGTGGAGTGGTTTATCTGGGGCGCCTGGTTCGTCCCCCTGTGGCTATGGCTAAATAAAAGCGGGTTTTCCGCCGGTGAAATAGGCTGGTCTTATGCCTGTACCGCCATTGCGGCGATCCTGTCGCCGATTCTGGTCGGCTCCGTTACCGACCGTTTTTTCTCAGCGCAAAAAGTCCTGGCGGTACTGATGTTTGCGGGTGCCGTACTGATGTATTTCGCG+ STY2371 100 STY2657 65 STY2371 99 STY3268
ATGACTCACGTGACAAGCGCAATTATTGTAGGTGGCGGAATCGGCGGCGCGGCGACCGCGCTGTCGCTGGCGCGCCAGGGAATAAAAGTCATGCTGCTGGAAAAAGCGCACGAAATTGGCGAGATTGGCGCGGGTATTCAGCTTGGGCCGAACGCTTTTTCGGCGCTGGATAGTCTCGGTGTGGGCGATGTTGCCCGCCAGCGTGCGGTGTTTACCGATCACATTACCATGATGGATGCCGTGAATGCCGAAGAA- STY2405 100 STY0717 55 STY2405 99.3 STY0717
ATGAAGCGGGTACTTGAGGGCATACTTGCGGTATTAATTGCCGTACTTTCCTGCATTGTATTTATTAACGTTATTTTACGTTACGGTTTTGAGAGCAGTATTTTGTCGGTAGATGAACTATCACGTTATCTATTTGTATGGCTGACGTTTATTGGCGCCATCGTTGCATTTATGGATAACGCTCACGTTCAGGTCACTTTTGTGGTGGAAAAACTTTCGCCAGCGAATCAGCGTCGACTCTCGCTGCTGACACATT- STY4127 100 STY1750 65.347 STY4127 99.6 STY1409
ATGCAGTTTTCAACAACCCCAACGCTGGAAGGACAAAGCATCGTGGAGTATTGCGGTGTGGTAACGGGCGAAGCCATTTTAGGCGCCAATATTTTCCGCGATTTTTTCGCCGGCATTCGGGATATCGTCGGCGGACGTTCCGGCGCGTATGAGAAAGAGCTGCGTAAAGCGCGTGAAATCGCTTTTCAGGAACTTGGCGAGCAGGCTAAAGCGTTGGGCGCCGATGCGGTGGTAGGCATCGATATTGATTACGAAA+ STY0926 100 STY0926 99.4
ATGAGCGAAATGATTTACGGCATCCACGCAGTGCAGGCCCTGCTGGAGCGCGCCCCTGAACGTTTTCAGGAAGCCTTTATTTTAAAAGGCCGTGAAGATAAACGTCTGTTGCCGCTGATTCACGCCCTTGAGTCCCAGGGCGTGGTTATCCAGCTGGCAAACCGCCAATATCTCGACGAGAAAAGCGACGGTGCCGTGCATCAGGGCATTATCGCTCGTGTGAAACCAGGCCGGCAGTATCAGGAAAACGATCTAC+ STY4726 100 STY3958 63.107 STY4726 98.9 STY3958
ATGCGTTATGCCATTATGGTCACCGGGCCTGCATATGGCACCCAGCAGGCCAGCAGCGCATTGCAGTTCGCCCACGCGCTGCTCAATGAGGGGCATGAGTTAGCCAGCGTCTTTTTCTATCGGGAAGGTGTCTATAACGCCAATCTCCTGACCTCGCCGGCGAGCGATGAATATGATCTGGTACGCGTCTGGCAGAAATTGAATACGCAGCATGGCGTAGCGCTGAACATCTGTGTCGCGGCGGCGCTTCGTCGCG+ STY4347 100 STY1865 66.981 STY4347 98.4 STY1865
TTGTTTGACCGTTATGATGCCGGTGAGCAGGCGGTACTGGTACACATCTATTTTTCGCAAGACAAAGATATGGAAGACCTCCAGGAGTTTGAATCTCTGGTCTCTTCCGCCGGTGTCGAAGCAATGCAGGTGATTACCGGTAGCCGTAAAGCACCGCACCCGAAGTACTTTGTAGGTGAAGGTAAGGCAGTTGAAATTGCGGAAGCCGTGAAAGCGACTGGCGCAGCGGTCGTATTGTTTGATCATGCATTGAGT+ STY4719 100 STY0996 72 STY4719 99.5 STY0996
ATGGCAACACTTACCACCACCCAAACGTCACCTTCGCTGCTTGGCGGCGTGGTGATTATCGGCGGCACCATCATTGGCGCGGGGATGTTCTCCCTGCCGGTGGTCATGTCCGGGGCGTGGTTCTTCTGGTCGATGGCGGCGCTGGTCTTTACCTGGTTTTGTATGCTGCACTCCGGGCTGATGATCCTCGAAGCTAACCTTAACTACCGCATTGGTTCGAGTTTCGACACCATCACCAAAGATCTGTTGGGGAAA- STY3460 100 STY2145 64 STY3460 97.3 STY2145
ATGACCCAGCATTCCCCTTATTCATCGGCTATCGCCGAACAACGTAATCAGGAGTGGCTTCGTTTTGTGGAGTTACTCCGTCAGGCATATGCAGAGGATCTGCATCTGCCTTTATTACAACTGATGCTTACGCCGGACGAGCGTGAAGCGCTGGGAACGCGCGTGCGCATTATTGAGGAGTTGCTGCGTGGCGAAATGAGCCAGCGCGAGTTGAAAACCGAGCTGGGGGCGGGCATCGCTACCATCACACGCGGGT+ STY4930 100 STY0455 63 STY4930 97.9 STY0455
ATGTACGCACGTTATGCTGGTTTGATTTTTGATATGGACGGTACTCTCCTGGATACCGAACCCACGCATCGCAAAGCGTGGCGTGAGGTTTTGGGGCGCTATGGTCTTCGTTTTGATGAACAGGCAATGGTCGCGCTTAACGGTTCGCCAACCTGGCTTATCGCCCAGTCAATCATTGAGCTTAACCATGCCGATCTTGATCCCCTGTCACTGGCGCGTGAGAAAACCGACGCGGTAAAAAGCATCCTGCTGGACT- STY2946 100 STY2564 61 STY2946 99.5 STY1789
ATGACGATGAAAACCCGCTATTCCTTGATAATTCTGCTTAATGCCGCCGGTCTGGCGCTGTTTTTGTCATGGTATCTTCCCGTCAATCACGGTTTCTGGTTCACCATTGATTCCGGCATATTCCACTTCTTTAACCAGAAACTGGTGGAAAGCCACGCGTTCCTCTGGTGGGTCGCTATTACCAATAATCGGGCGTTTGACGGCTGTTCGCTGCTGGCGATGGGCGGACTGATGCTCAGTTTCTGGCTAAAAGAAG+ STY2449 100 STY1470 58.416 STY2449 98.9 STY1470
ATGATGAAAAAATTACTCGCGCTTGCTGTTATTGCGCCGTTGCTCATCTCCTGCTCCAGTTCGACCAAAAAAGGCGAGACGTATAATGAAGCCTGGGTCAAGGATACCAACGGCTTTGATATTTTGATGGGGCAATTTGCCAACAATATTGAAAATCTGTGGGGATATAAGGAAGTCCTGATCGCCGGGCCGAAAGACTACGTCAAATATACCGATCAGTTCCAGACCCGTAGCCACATCAACTTTGATGATGGG+ STY3267 100 STY1927 61 STY3267 99.4 STY1927
ATGATTCGGCAACGTCGCCGTGCGCTGACGCCAGAGCAGCAACGCCGCTTTGGTCAACAGGCCGCCGCCCGAATGCTCAGCTTTCCTCCCGTCGTGATGGCGCACACTGTCGCCGTGTTTCTCTCCTTTGATGGCGAACTCGACACCCAGCCGCTGATAGAACAGCTATGGCAAGCGGGCAAGCGCGTCTACCTTCCGGTTCTTCATCCCTTCAGCCCTGGCAACCTCCTGTTTCTGCACTATCATCCGCAGAGTG+ STY3217 100 STY0013 58.416 STY3217 88.1 STY0013
ATGAGCGTAATGTTTGACTCACAAGCCGCAATCTACCCGTTCCCGCCGAAACCAACGCCGTTGAACGACGATGAAAAGCAATTTTATCGTGAGAAAATCAAGCGTTTGCTCAAAGAGCGCAATGCCGTCATGGTGGCGCACTACTACACCGATCCGGAAATTCAACAGTTAGCAGAAGAAACCGGCGGCTGTATTTCCGACTCGCTGGAAATGGCCCGTTTCGGCGCGAAGCACGCCGCATCCACGTTACTGGTA+ STY0797 100 STY3049 61.386 STY0797 96.6 STY4166
ATGGCATTGACCGCTGCGCTGAAAGCGCAAATCGCCGCCTGGTATAAGGCGCTTCAGGATCAGATTCCCGACTTTATTCCCCGTGCGCCGCAGCGGCAGATGATTGCTGACGTCGCCAGAACGCTGGCCGGGGAAGAAGGGAGACATCTGGCTATTGAAGCGCCGACCGGCGTCGGGAAAACCCTCTCCTATCTTATTCCCGGTATCGCCATTGCCCGGGAAGAGCAAAAAACACTGGTGGTCAGTACCGCTAAC+ STYrarB 100 STY0577 64.356 STYrarB 99 STY2841
GTGAAACAACAGAGACAACTTCGTCGGCGCGAGGCTGATGAGACGGCGGAACTCCCCGCCGATCTTCCTCCATTACTACGACGTCTATATGCCAGCCGGGGCGTTCGTAGCGCCCGCGAACTGGAGCGCAGCGTGAAAGGAATGCTGCCCTGGCAACAGCTTAGCGGCATAGATAACGCGGTGGAGATCCTCTACAACGCCTTTCGCGAAGGTACCCGCATTATTGTTGTTGGCGATTTTGACGCCGACGGCGCG- STY3198 100 STY3763 63.107 STY3198 99 STY3763
ATGAAGGCATTTTCGCCGCTCGCAGTCCTTATTTCTGCGTTGCTATTGCAAGGTTGCGTCGCCGCCGCGGTAGTGGGTACGGCAGCCGTCGGCACCAAAGCCGCAACCGACCCGCGTAGCGTGGGCACCCAGGTGGATGACGGAACGCTGGAACTGCGTGTCAGCAGCGCGCTGTCGAAAGATGAGCAAATCAAAAAAGAGACGCGCATCAATGTCACTGCTTATCAGGGCAAAGTTTTGTTAGTGGGCCAGTCGC+ STY3450 100 STY3450 99.3
ATGCACGAAACGCGAATTGTAGTCGGCCCTGCGCCGTTTAGCGTCGGGGAGGAATATTCCTGGCTGGCGGCGCGCGACGAAGACGGCGCGGTCGTCACCTTTACCGGAAAAGTGCGCAATCATAACCTGGGCGATAGCGTTAAGGCGCTGACGCTGGAGCATTATCCCGGCATGACTGAGAAAGCTCTGGCGGAGATCGTCGCGAAGGCGCGTTCCCGCTGGCCGCTGGGGCGGGTCACGGTGATTCATCGCGTTG+ STY0840 100 STY3722 75.962 STY0840 99.8 STY3722
ATGAGTAATGTAACCCACCAGCCAAAGATCGGCTTCGTTTCCCTGGGCTGTCCGAAAAACCTCGTTGATTCGGAACGAATCCTGACTGAGCTGCGTACCGAAGGCTATGACGTTGTGCCACACTATGACGATGCGGATATGGTTATCGTTAATACCTGTGGCTTTATTGACAGCGCGGTACAAGAGTCACTGGAAGCCATTGGCGAAGCGCTGAACGAAAACGGTAAGGTAATCGTCACCGGCTGCCTGGGCGCA- STY0891 100 STY3132 78 STY0891 99.5 STY0716
ATGACGCATTCACTCATCATTGAAGAAGTGCTGGCTCACCCGCAGGACATTAGCTGGCTGCCGTGGGCGGTACAATATTTCTTTTTTATTGGCATTGCCGCCTGCGCCGCACTGTTTGCCTGTTATCTTCACTGGCGGAAAAAAGACGCCGCAACAGAAGAAAATCGGGCATTACTGATTGCCATTACCTGTGCGATTACCGCACCGCTGGCGCTGACGGCGGATCTGCACCAGACCGCCCGCGTCTGGCATTTC+ STY1737 100 STY2546 64.078 STY1737 98.5 STY1623
GTGAGCAGCAAAGGCGAACGCGAAAAACGTAAAGCGCTGCTTCTCAGTCAGATCCAGCAGCAACGGCTGGATCTGTCCGCCAGCCGTCGCGACTGGCTGGAGACCACCGGCGCGTACGATCGCGGCTGGAATACGGTGTTAAGCCTGCGCTCCTGGGCGCTGGTCGGTAGCAGCGTAATGGCCATCTGGACCATCCGTCATCCTAATATGTTGGTACGCTGGGCGAAACGCGGCCTGGGTATCTGGAGCGCCTGGC+ STY3411 100 STY3411 100

STY2167 100 STY4190 56.731 STY2167 73.3 STY4190
TTGGCGGCCTGCACCACGCTGCTACTCCCTGCGCAGACCGTGTTCCCGGTTTATAGCGCGGCGGCCTTCCTCTGTCTGCTGGCGCTGAAATCAACGCGGCGGCGGGCGAAGTATGTCGCCTGGCTGATGCTGTCTTTAGGGTTTGGGCTATGGCTGGTACATGGCGGTTGGCTAACGGAATGGATAAGCGGGCAGCCTCGCGATCCGCAGCGCTGGGTATATGCCGTTACGCTATGGCTACGTCTGCTGGCGATCG+ STY3231 100 STY3379 63.107 STY3231 94.53 STY3379
ATGACCCAACTGAAACTGGACACGCTCAGTGACCGCATTAAGGCGCACAAAACCGCGCTGGTACATATCGTGAAACCGCCGGTCTGTACCGAGCGCGCGCAGCATTATACCGAAATGTATCAGCAACATCTGGATAAACCGATTCCGGTACGCCGCGCGCTGGCGCTGGCCCATCACCTGGCGGAACGCACTATCTGGATAAAACACGATGAACTGATCGTCGGCAACCAGGCAAGTGAAGTCCGCGCCGCGCCG- STY0882 100 STY3423 64 STY0882 98.2 STY3423
ATGGCTGATTTCACTCTCTCAAAATCGCTGTTCAGCGGGAAGCATCGAGAAACCTCCTCTACGCCCGGAAATATTGCTTACGCCATATTTGTACTGTTTTGCTTCTGGGCCGGAGCGCAACTCTTAAACCTGCTGGTTCATGCGCCGGGTATCTATGAGCATCTGATGCAGGTACAGGATACAGGTCGACCACGGGTAGAGATTGGGCTGGGCGTCGGGACGATTTTTGGCCTGGTGCCCTTCCTCACGGGCTGCC- STY0410 100 STY4811 60.952 STY0410 99 STY4811
ATGATGATACGTGAGCAAATAGAAGAAAAATTAAGGACAGCGTTCGACCCCGTGTTTCTCGAAGTTGTGGATGAAAGCTATCGTCACAATGTTCCAGCAGGATCGGAAAGCCATTTTAAGGTCGTGCTGGTGAGCGATCGCTTTACAGGCGAACGTTTTCTTAATCGTCATCGGATGATTTACGGTACGTTAACGGCGGAACTTTCCACAACCGTACATGCGCTGGCACTGCATACTTATACCCTCAAAGAGTGGG+ STY0488 100 HCM2.0096 88 STY0488 100 STY1505

STY3132 64.706 STY2023 62.5 STY4050 2.98 STY3132
STY2881 78 STY3703 78 STY4600 68 STY2881
STY0831 61.386 STY4768 58.095 STY0831 17.69 STY4768

ATGATGAAACGCTTTATCGGCCTTGTCGCGCTGGTTCTTCTTACCGGCACATTATTAACGGCATGTAATACCGCCCGCGGCTTCGGCGAAGATATTCAGCATCTTGGCCACGCCATCTCCCGCGCAGCCAGCTAA+ STY4695 98 STY2804 59.615 STY4695 73.98 STY2804
STY4386 58.654 STY1855 55 STY4386 53.8 STY1855

ATGCTTGATGTTAAGAGTCAGGATATTTCCATCCCCGAGGCTGTTGTGGTGCTTTGTACCGCCCCGGATGAAGCTACCGCCCAGGATCTGGCCGCCAAAGTGCTGGCGGAAAAACTGGCCGCCTGCGCCACCCTCCTCCCCGGCGCGACATCGCTGTACTACTGGGAAGGCAAACTGGAGCAGGAGTATGAAGTTCAAATGATCTTAAAAACCACCGTTTCACATCAGCAAGCGCTTATCGACTGCCTGAAGTCTC- STY4683 100 STY0308 60.396 STY4683 99.4 STY0308
ATGATTAATCCAAACCCAAAACGTTCTGATGAACCCGTATTCTGGGGACTGTTTGGCGCAGGCGGTATGTGGGGCGCGATCATCGCGCCGGTGATCGTGCTACTGGTTGGCATCATGCTGCCGCTGGGGCTATTTCCGGGCGATGCCCTGAGTTTTGAGCGCGTACTGACGTTCGCCCAAAGCTTTATTGGTCGCGTTTTTCTGTTCCTGATGATCGTGCTACCGCTATGGTGTGGCCTACACCGTATGCACCACG- STY4700 100 STY2405 56.311 STY4700 99.2 STY2405
ATGTCATTTTCTGAAAGCCGACACAATGAAAACTGCCTGATTCAGGAAGGCGCGCTGCTTTTTTGCGAGCAGGCCGTTGTCGCACCAGTATCAGGAGACCTGGTTTTTCGACCGTTAAAAATTGAAGTACTCAGCAAATTACTGGCATTTATCGATGGCGCAGGATTAGTGGACACGACATATGCTGAATCCGATAAATGGGTTTTGCTGAGTCCTGAGTTTCGCGCTATTTGGCAAGATCGTAAACGCTGCGAGT- STY3022 100 STY1704 59.434 STY3022 99.8 STY1704
ATGATGACCCATTGGCCTTCTCCGGCAAAATTAAATCTGTTTTTATATATCACCGGACAGCGTGCAGACGGCTACCACACGCTGCAGACGCTGTTTCAGTTTCTGGATTATGGCGACACACTCCACATCGAACCGCGTCACGATGGCGAAATCCATTTATTAACGCCGGTAACCGGCGTTGAAAATGAAGACAATCTGATCGTCCGCGCCGCGCGGCTGTTGATGAAAGTCGCCTCGGAGAGTGGACGCCTGCCCG+ STY1905 100 STY2569 60.396 STY1905 98.5 STY0522
ATGACGTTGTATATCGGTATGAGCAGGAATGACGGGCAGGTCATTGCAGATACCGACCATCTGCGCCAGTCGGTGCGGGATATTCTGCTGACGCCGCAGGGCAGTCGTCTTGCTCGCCGGGAATATGGCTCCCTACTGTCAGCCCTGATTGACCAGCCGCAGAACCCGGCACTGCGCCTGCAGATTATGTCTGCAGTCTATGTGGCGCTGAACCGCTGGGAGCCGCGCCTTACGCTGGACTCCATCACCATCAACG- STY4614 100 STY3688 88 STY4614 90.6 STY3688
GTGACAATGTTTTTACGTCAGGAAGATTTCGCCGCCGTGGTGCGGACCACGCCCCTCATCTCCCTCGATTTCATCGTGGAAAACGGCCAGGGGGAAATTTTGCTGGGCCAGCGCCTCAACCGTCCGGCGCAGGGCTACTGGTTTGTGCCGGGGGGGCGGGTGTGCAAAGACGAAACGCTGGAGGCCGCTTTTGCACGCCTGACGCAGGCGGAACTGGGCGTGCGTCTGCCGCTGGCGGCAGGGACGTTTTATGGCG- STY2319 100 STY3413 54.369 STY2319 99.1 STY3413
ATGCCGCACATTTCATCTCGCTTTAGCTCCGCCTGCATCGCGTTTATTAAACAGTGGCAGGGTCTGTCGCTGGAAAAGTATCGCGATCGGCAGGGTAACTGGGTGATTGGTTACGGGCATATGTTGACGCCGGATGAGACGCTGACGTTCATTACGCCCGACCAGGCGGAGGCATTCTTGCTGGATGACCTCAATAGCTGCGATATGCTGCTACAGAATTGCTTGCCGGAACTTAACGATCGGTTTCAACGCGAAA- STY4198 100 STY4198 99.4
ATGGCACATAAAAAGGCTGGCGGCTCGACTCGTAACGGTCGCGATTCTGAAGCTAAACGTCTGGGCGTAAAACGCTTTGGCGGTGAAGCAGTTCTGGCAGGCAGCATCATCGTTCGTCAACGTGGTACTAAATTCCACGCTGGCACCAACGTTGGTTGCGGTCGTGACCACACTCTGTTTGCTAAAGCAGACGGTAAAGTGAAATTCGAAGTTAAAGGCCCGAAAAACCGTAAATACATCAGCATCGTTGCTGAGT- STY3482 100 STY0112 55.446 STY3482 100 STY0112
ATGAGCAGAACGATTTTTTGTACTTACCTGCAACGCGACGCTGAAGGGCAAGATTTTCAGCTCTACCCTGGCGAACTAGGAAAACGTATCTATAACGAGATCTCTAAGGACGCGTGGGCGCAGTGGCAGCATAAGCAGACCATGTTGATTAACGAGAAAAAGCTCAACATGATGAACGCCGAGCACCGTAAACTGCTGGAACAGGAGATGGTGAGCTTCCTGTTCGAAGGCAAAGACGTTCATATCGAAGGTTATA+ STY3266 100 STY4252 46.226 STY3266 99.3 STY4252
ATGGCAGCTAACGGAGAAAATAATCCCAGTAATCTATTAGGTGCACCAGTTAATACCGCTATTTCTGGTGGTTCAGTATTGCCGGAAGGAAAGTTATTAACCGCCGTGAATAGCTCATTTCGCGATAAAGATCATCAAATCGAGGGGCACGGAAGTCCGGATGTTTACTCCCAGATATGGTTATTGAAGATTCGTTACGGTTTGACCGACAGACTGGAATTATCAACTGTGGGTTCCTATATCAATAACAAACGAG- STY3208 100 STY1410 60.577 STY3208 93.58 STY1410
ATGTCCAGAAGGCTTCGCAGAACCAAAATCGTTACCACGTTAGGCCCGGCAACTGACCGCGATAACAACCTTGAGAAGGTTATCGCCGCGGGCGCAAACGTAGTACGTATGAACTTCTCTCACGGCTCGCCGGAAGATCATAAAATGCGTGCTGATAAAGTCCGTGAGATTGCCGCCAAATTGGGGCGTCATGTGGCTATTTTAGGCGACCTGCAAGGGCCAAAAATTCGCGTTTCCACTTTTAAAGAAGGCAAA+ STY2096 100 STY1744 76 STY2096 98.6 STY1744
ATGAAAAAGTATTTAATACTATGGGTGCTGACGCTGAGCTTGCTCACACCTTCTGTGTGGGCCTTAACCCTGGACGAAGCGCGCACGCAGGGCCGGGTCGGGGAAACGCTGAATGGCTATCTGGTGGCCTTAAAGAATGATGCCGAAACCCAGAAGCTGGTGCTTGATATCAATCATGCCCGTCGCGCCAGTTATCAGCAGTTAGCGGATAGCAATCATCTTCCCGTGGATGAGGTGGCGAAGATGGCAGGGCAAA+ STY1425 100 STY4103 62.857 STY1425 98.5 STY4103
ATGAAAATCAAAACCACTGTTGCAACATTAAGCATTCTGTCCGTTCTCTCTTTTGGCGCTTTCGCCGCAGAACCTATCAGCGCAGAGCAAGCGCAAAACCGTGAAGCAATCGAATCGGTTTCAGTCAGCGCTATCGGCTCATCGCCTATGGATATGAATGCCATGCTGAGCAAAAAAGCAGATGAACAAGGCGCTACGGCCTACCACATTACCGAAGCGCGTAGCGGCAGCAACTGGCACGCCACTGCCGAGCTGT+ STY3542 99 STY0860 69.231 STY3542 98.1 STY3543
ATGGAAACAACCAAGCCTTCTTTCCAGGACGTGCTGGAGTTTGTTCGTCTGTTCCGTCGCAAAAATAAACTGCAGCGTGAAATTCAGGACATTGAGAAGAAGATCCGTGACAACCAGAAGCGTGTGCTGCTGCTGGACAACCTGAGCGACTACATCAAGCCAGGTATGAGCGTTGAGGCGATTCAGGGTATCATCGCCAGTATGAAAAGCGACTATGAAGATCGCGTTGATGACTACATCATTAAAAATGCCGAAA- STY2264 100 STY2264 100
ATGGATCGACCATACCGCATACAGGAAGGGTGTTTTGTCCTGCCTGAAACATTTACGGATCGCAGCGTCAATATTTTTATCCTGGAGGGCAATGAACGAACATCGCCCAGCCTGAATATTTCCCGCGATACGCTAAAACCTGATGAAGACCTGCCCGCCTATATTGACCGCCAGATTGCGCTGATGAAAAAAAATCTCGGTCAGCACCGGGTATTGTCGCGAGCGCCTGCACAGGCAGGAACGGGCAATGATGCCC+ STY0320 100 STY4030 65.347 STY0320 99.3 STY0612
GTGCCTGAGATGGAAAAAGAGCAGCTGCTTGAAATCGCCAACACCGTGATGCCCTTTGGCAAATATCAGGGACGTCGATTGATCGACCTTCCGGAAGAGTATTTGCTGTGGTTTGCCCGTAAAGATCAATTTCCGGCGGGTAAACTAGGGGAGTTGATGCAAATCACGCTGCTGATTAAAACCGAGGGGCTGACGCAACTGGTGCAGCCCCTGAAACGCCCGCTTTAA- STY2662 100 STY2662 98.7

STY2359 45 STY2359 3.01



ATGAAAATTGTTATTGCTCCTGATTCATTTAAAGAAAGTTTGTCCGCAATGGCGGTCGCTGAGGCGATAGAAAAGGGGTTCCGCGAAATTTATCCTGACGCCGACTACGTTAAGGTGCCCATGGCGGATGGCGGGGAAGGAACCGTGCAATCAATGGTGGAAGCTAGCGGCGGGCGTTATGTTGACCAGTGGGTACAAGGCCCGCTTGGGCAACCGGTAACCGCGCGTTGGGGAATGCTGGGCGATAGCGATACC- STY2730 99 STY0573 71 STY2730 90.37 STY0573
ATGGAAATAATCTGCCCTGTTTGCCATCATGCGCTGGAGCGCAATGGCGATACAGCCCATTGCGAGACATGCGCTAAGGATTTCTCGTTACAGGCACTTTGTCCTGACTGCCGCCAGCCGTTACAGGTTTTGAAAGCCTGCGGCGCAGTGGACTATTTTTGCCAGAACGGTCATGGTTTAATTTCAAAAAAACGGGTTAATTTCGTCATTTCCGATCAATAA- STY2763a 100 STY2763a 97.7
ATGATCGCGGAGTTTGAATCACGCATTCTGGCATTAATTGACGATATGGTAGAGCACGCCAGCGACGATGAGCTTTTTGCCAGTGGATACCTGCGTGGCCACCTGACGTTAGCCATTGCCGAGCTGGAGAGCGGTGATGACCACTCCGTTGAGGCGGTCTATGCCAACGTTAGCCAAAGTCTGGAGAAAGCGATCGGCGCCGGCGAACTGTCGCCGCGCGATCAGGCGTTAGTCAAAGCGATGTGGGACAATTTGT- STY2611 100 STY2891 63.208 STY2611 99.6 STY2891
ATGATCTATTTATGGACATTTCTTGCAATAAGTATACTTGCCGTGAGTGGCTATATCGGTCAGGTGATGGGGGCTTTTTCTGCGGTTTCTTCTTTTACGGGAATGGTTATCCTTGCCGCGCTGATTTATTTACTCAATGTATGGCTGCAGGATGGCGATGACATCGTTAGCGGATTATTGCTTTTTCTCGCACCGGCATGTGGGTTAATTATTCGCTTTATGGTGGGATACGGTAAGCGTTAG- STY2638 100 STY4173 65.347 STY2638 99.6 STY4173
ATGCCGTATAAAGCCAAAAGTGATTTACCCGATAATGTGCGGAATGTTCTTCCAGCCCATGCCCAGGACATTTACAAAGAAGCGTTTAATAGCGCCTGGGAGCAATATAAAGATAAAGCCGATCGTCGTGATGACGCCAGTCGCGAGGAAACCGCACACAAAGTCGCTTGGGCGGCGGTTAAAAACGATTATGAAAAAGGCGAGGATGATAAATGGCATAAGAAAAAATAA+ STY1282 100 STY0242 55.769 STY1282 99.1 STY0242
ATGCATAACTTTACCGATATGCGCGATGAAAACAGCCATGATGAAATCTGGTTGGTTGAGCATTACCCGGTGTTTACCCAGGGCCAGGCCGGTAAAGCGGAACATATATTGATGCCTGGCGATATTCCCGTTGTGCAGAGCGATCGTGGAGGACAGGTGACCTATCATGGTCCGGGCCAACAGGTAATGTACGTTTTACTTAACCTGAAACGACGTAAACTGGGCGTGCGTGATTTAGTCACCCTACTTGAACAGA- STY0686 100 STY0686 98.8
ATGAAAAAAATTTTACTCATCGCCAGCATGACCGCCGGTTTGACGGCCTGCGCGTCATCACCCGCGCCGGAAGAAGATAGTCGGCTGAAAGAGGCGTACAGCGCCTGTATCAATACCGCACAGGGCTCGCCTGAGAAGATAGAGGCCTGCCAAAGCGTACTGAATGTCCTTAAAAAAGAGCGCAAACATCAGCAATTTGCTAACGAAGAAAGCGTGCGGGTACTGGACTATCAGCAGTGCATTCAGGCGACGCGCA+ STY0726 100 STY0367 67.327 STY0726 99.1 STY0667
ATGAAAAACAAATCTATACCTCAAGCTGCGTCGCCCCTGGCCTCGTGGCTTTCTTATCTGGAAAACCTGCACAGCAAGAGTATCGATTTAGGCCTTGAGCGCGTAAGCCAGGTGGCAGCGCGTCTGGACATCCTCAAGCCTGCGCCGTTCGTTTTTACCGTTGCGGGAACCAACGGTAAAGGTACGACCTGTCGAACGCTGGAGTCGGTGTTAATCGCGGCGGGATACCGTGTGGGCGTCTATAGTTCACCTCAT- STY2596 100 STY0635 62.5 STY2596 99.1 STY0635

STY2393 62.5 STY2393 10.72
STY0347 60.784 STY1248 55.446 STY0347 30.8 STY1248
STY3236 61.386 STY0689 41 STY3236 21.69 STY0689
HCM2.0051c 52 STY2972 38 HCM2.0051c 9.5 STY2972
STY0882 60.577 STY3563 60.194 STY0930 9.66 STY0882
STY3474 63 STY4427 60.55 STY3474 39.39 STY4427
STY3184 77.451 STY0084 60 STY3184 22.65 STY0084
HCM1.273 41.026 STY0552 38.462 HCM1.273 41.05 STY0552
STY4561 66 STY4561 40.53

ATGCCTAATTTCTTTATCGATCGCCCTATATTTGCGTGGGTGATCGCCATCATCATCATGTTGGCAGGGGGGCTCGCGATCCTCAAATTGCCGGTAGCGCAATATCCGACGATTGCGCCACCAGCAGTGACGATCTCCGCAACCTACCCTGGCGCTGATGCGAAAACGGTACAGGATACCGTCACGCAGGTTATCGAACAGAATATGAACGGTATCGATAACCTGATGTATATGTCCTCCAACAGTGACTCCACG+ STY0519 100 STY2719 86 STY0519 98.9 STY3570
STY0523 100 STY4020 75 STY0523 79.62 STY4020
STY0569 96 STY4523 59 STY0569 84.44 STY4693

TGGCCGTGTGGCGACATAATCACCCGCTATGAATGGCAGTCGATCCTGAAATCGCACGGACTGGAGGGCAGTATGAGCCGTCGTGGCAACTGTCATGAAAATGCGGTTGCAGAAAGCTTTTTCCAGCTACTGAAGCGTGAACGGATAAAGAAAAAGATCTACGGAACGAGAGACGAAGCCAGAAGCGATATTTTTAATTACATAGAAATGTTTTATAACAGTAGACGTCGGCATGGTTCGAGCGAGCAGATGCCAC- STY0602a 99 STY3273 61.905 STY0602a 97.74 STY2365
STY0628 100 STY2894 71 STY0628 98.7 STY2894
STY0670 100 STY0070 77 STY0670 99.1 STY0070

ATGATTATGACCGGAATATTTGCAGAACAAACTGTAGAGGTAGTTAAAAGCGCGATCGAAACCGCAGATGGGGCATTAGATCTTTATAACAAATACCTCGACCAGGTCATCCCCTGGAAGACCTTTGATGAAACCATAAAAGAGTTAAGCCGTTTTAAACAGGAGTACTCGCAGGAAGCTTCTGTTTTAGTTGGTGATATTAAAGTTTTGCTTATGGACAGCCAGGACAAGTATTTTGAAGCGACACAAACTGTT- STY1498 100 STY1498 100
ATGAATGCTGCCCTGACTGAACGACTGGTTTATGTCGCCCGCGCGGCACGTGACGCGGGGCATGGTAAACGCGGTGCAATATACGACGCTGCCTGTGCTGAACTTGGCATGTCCCGCGCCACTCTGCTGCGCAGGCTGAAGGAGGTCTCTGTGACTGATAAACGCAAAAAACGCGCCGATGCCGGGCGCAGCGCCCTGACCCGCGACGAAGCCGCGCTGATATCTGCCACACTGCGTGAGGCCACCCGCAAGAAC- STY1604 100 STY3457 58.824 STY1604 100 STY3457
ATGTCTGATTACTTAAAAGGTAAACGTGTCGTTGATCCGGTACTGACCAGTATCGCCCGAGGCTATAAAAATGCCGCATTCATTGGCGAACGTATTTTCCCCGTCGTGCTGACGGACAAGGAAGGCGTGCGTGTGCCGACCTTCGGGAAAACCGCCTTTGTGGAATATGACACCGAGCGTGCCGTCGGGGCGGACAGCAATGTTCTGGTCCGTGAGAAAACCGGCACGCTTGATCTGGTGCTGGGTGAGCACGAT+ STY1620 100 STY0387 60.194 STY1620 100 STY1255
ATGGCAAATCTACCCGAAACCCCGCAGTGGGAAAGCGGCATCTACCAGATTGAGGTCTCTGACCCCGTTCTGGGCGGACCTGACGGAATTTCTAACCGCCAGGCTAAACAACTGGCCAGCCGAACGTCATACCTCAAACAGAAGGTCGAAAAAAGCGGAACAGACCTGGCTGCACATATCGCGGCAGTTGACCCGCATACCCAGTACGCGACGAAAGCCAGTCCGACATTCACCGGCACACCAACAGCACCTACA+ STY1637 100 STY1642 98 STY1637 100 STY3691
ATGAGACTTAAGTCGATCGTTAAAAGTTTTGCGCTGGCGGGGCTACTCTCTTCCACTGCGCTGACACCTTTATTTGCCCAGGAAGCCCCAAAAGGTGCCACTGCTTCAACCAAGCAAGCTAACAATGCGCTTTATAACCAACTTCCTTTCTCTGATAACACCGATTTCACGAATGCCCATAAAGGCTTTATTGCTGATTTACCTGCAGAGGTGATTAAGGGAGAGCAAGGGAATGTCATCTGGAATCCACAGCAG- STY2004 100 STY0099 62.264 STY2004 100 STY2434
ATGATTACTTTTGATCAGGCAACCGTTGATAGCTCCGGTGCCTTTCTCATCGGGGAGCTGGAGCGACTCGACCAGGGGCTGAATCTGCCACTGGTGGGTTATACCTGGACACGTGATATCCAGTTGCGCGAAGACGTCTCTATCGCAGATGACATTTCCAGCTGGACGAATACCAGTTTTGGCGTGGCGGGTTCTGGCGCTAATCCGAATGGTAAAAACTGGGTAGGCAAAGATTCAACTGCCATTGCTGGCGTT- STY2035 100 STY1052 94 STY2035 100 STY1052
ATGGCCAGACGCAGCACAATAGAAAAGCTGCCGGAAGACGTGCGCCGCTGGCTTGAACGGGCGCTGACTGAATCCGGCTTCAGCGGGTATAACGAGCTGGAGTCCCTGCTGCGTGAGCGGGGGTACGTTATCAGCAAATCCGCTATCCATCGCTATGGACAGAAGATTGAGCGCCGCTATGGTGCTATCCGTGCGGCAACAGAAGCGGCCCGCATGCTGACCGAAGGCGCAGCAGACGATCAGGATGCGCGTTCGG+ STY1614 100 STY0533 66.346 STY1614 100 STY0533
ATGTTTGCCGTACTGGGTGATATTGAGTTTGAACTGATTACCTACTGGGACGGCTTCGAGGCCACGTTCGGCGTCGATTATGCGGAGCATGCCCGCATCGAGGGTAAACCCGGCCTGCAGTTTGTCGGCGACAGGCTGGACGAAATCCAGATAAGCCTGGTCTTCCATCAGCATTATTGTGTGCCCGACGTGGAGCTGGCGAGAGTGCGAACAGCCATGAAGGCCCATCAGGCACTGGCGCTGGTCTTCGGCAACG+ STY1630 100 STY2343 63.366 STY1630 100 STY3548
ATGAAAAAACCTGTTTTTTTCCTTCTGACCATGATCATCTGCAGCTATATTTCTTTTGCCTGCGCTAATATCAGTGACTACAAAGTTATGACCTGGAATCTTCAGGGCTCTTCAGCATCTACAGAAAGTAAATGGAATGTCAATGTCAGACAGCTTTTAAGTGGTACTGCCGGTGTGGATATTCTTATGGTACAGGAGGCCGGTGCTGTTCCCACCTCAGCGGTTCCTACCGGACGACATATTCAGCCTTTTGGAG+ STY1886 100 STY1886 97.47
ATGGCTCTGAACCTTGATTCTCTCGGTTTATCTGCAAAGGTAACCGCGGAGGGGATCAGTGCGCCTGATTATCAGACGATACTCAGCACCCTGATTAGCTATTTTCAGCAGATTTATGGCAGTGATGCCTACCTCGAACCGGACAGCAAAGACGGCCAGATGGTGGCTCTGATGGCGCTGGCGATTCATGATGCCAATAATATGGCGATAACTGTCTACAACTGTTTTTCACCGGCAACCGGCTATGGGGCTGCA+ STY1070 100 STY2016 100 STY1070 100 STY2016
ATGTTTCCGGAGCCTAACAACGAAAAAGCCCCGGGACATGCCGGGGCCAGATGGAGTGCCAGATTAAGCTTCTGGCGGTATATACTCGTGTTTGATATCGTTAAATCGCCAAAAGTAACAATTCAAACAAAGAGGATTTTTATGTCTGAAAAAAACAAGCCACAAGGTGAAAATAAACCTCAGCACCCCGTGGCACCAAAACCAACTCCAACACAAAGTACTGCAGACTTTGCTACACGTCGTGTTTTTGTTGGAG+ STY2046 100 STY4838 53.922 STY2046 100 STY4838
ATGAAAAATATTGCGACAGGAGGCGTTCTGGAGCGTATCCGCAGACTGACCCCACCACATGTAACCGCCCCATTCAGAACGGTTGCGGAGTGGCGCGAGTGGCAACTTGCTGAAGGCCAGAAACGTTGCGAGGAGATCAACCGCCTGAATCGTCAGTTGCGGGTGGAAAAAATCCTGAATCGCTCTGGCATCCAGCCGTTGCACCGCAAATGCTCGTTTGCGAATTACCAGGTGCAGAACGAAGGGCAGCGATACG- STY2062 100 STY1023 71 STY2062 100 STY1023
GTGATGAAAGAATACCGCTATTCCGGCCCGGCCAGCGGCGTCACGCTGTCGGACGGAACCGAAATCCTGCTCTGGCCGGGGAAGACGGTTTCCCTGCCGGAGGAGCATGACTACGTGAAGGTACTGGTGGCGCTGAAGCATCTGACGCCGGTACCAGAAGATACTAAACCCGCCGTCACACCGGCTGTGCAGTCACCAAAGCGCAGAAGCAGCAGTGACAGCGAAGTGAAAACGGAGGACTCCCATGGCAGCTAA+ STY1624 100 STY4743 61.682 STY1624 100 STY4743
ATGCTTAAACTATTTTCCGCTTTCAGAAAAGATAAAATCTGGGATTTCGACGGTGGTATTCATCCGCCCGAAATGAAGTCCCAGTCAAACGGCACGCCGCTGCGCCAGGTGCCTTTGGCGCCGCGCTTTGTTATCCCTTTAAAACAGCACATTGGCGCTGAGGGCGAGCTGTGCGTTAGCGTCGGCGATCGCGTGCTACGCGGCCAGGCGCTTACCCGTGGACGTGGGAGAATGCTGCCGGTACACGCGCCCACC+ STY1665 100 STY2258 60.194 STY1665 100 STY2258
ATGAGCAAATATACGGACTTAATTACTAACTATCATGCGACAAAACCTAAATTCGTTGAACACATCGATTTAGTGACCAGGCCGTTAGCTGAAACCTCAGCCGCAATAAATGGGCTAATAAGCGCTTTTGATATTGATTATGCGACAGGAATACAACTCGATATTCTCGGCCAGTGGATAGGGTTAAGCCGTGTTGTAAGCCAGCCAATAAGCGGTGTCTATTTCAGTTGGGACACTGACGGACTTGGATATGACC- STY1071 100 STY2015 100 STY1071 100 STY2015
ATGACTTCTACTCTGACATCCAAACCGACGCTTAATCCGGCTTTACGTAGTTTCTGGACTACGCGGGCACGTAACAAAGTGCTTTATGGTGGCCGGTCATCGTCAAAATCATGGGATGCCGCTGGCATTGCCATATTTCTGTCGAATAAATACACCCTGCGTTTTTGTTGTGCCCGTCAGATCCAGAATAAAATCGAAGAGTCGGTGTATACCCTGCTCAAAATTCAGATAGACAGGTTTGGCCTGCGGCACCGT- STY2040 100 STY1047 98 STY2040 100 STY1047
ATGTGCGAACTCGATATTTTACACGACTCTCTTTACCAATTCTGCCCCGAATTACACTTAAAACGACTCAACAGCTTAACGTTGGCTTGCCACGCCTTACTTGACTGTAAAACTCTCACTCTTACCGAACTTGGCCGTAACCTGCCAACCAAAGCGAGAACAAAACATAACATCAAACGAATCGACCGATTGTTAGGTAATCGTCACCTCCACAAAGAGCGACTCGCTGTATACCGTTGGCATGCTAGCTTTATC- HCM1.194 100 HCM1.249c 100 HCM1.194 100 HCM1.249c
ATGATTACCAGTTATGAAGCCACTGTTGTTACTACTGATGACATTGTTCACGAAGTTACCCTGGAAGGAAAGCGTATTGGCTACGTGATTAAGACAGAAAATAAAGAAACCCCATTCACTGTGGTTGATATCGACGGTCCATCAGGCAACGTTAAAACACTTAACGATGGTGTTAAAAAAATGTGTCTGGTGCACATAGGAAAGAATCTGCCCGCAGAAAAAAAAGCCGAATTTCTGGCAACTCTGATTGCAATGA+ STY2072 100 STY2241 62 STY2072 100 STY0762
ATGAATGATACTTATCTCTATGGCGAAATGTTTTCTGAAAACATATTGACAAGCTATCGGATTTATGGCGACAGAAAATCATTACTCACGCCGCTCATTATCCTTCATGGCGGCCCTTCTGGCGGCTTTGATTATTTATTAAATTATCGCCGTCTGGCTGATGACGGGCGCATGGTAATATTTTACGATCAATATGGTTGCGGTCGTTCAACGCATTTTCCTCATGCCGACGCGTCTTTCTGGACTATTGCGCGTT+ STY1742 100 STY2515 48 STY1742 100 STY2515
ATGCGATACCGACGCGAAGATACCGAAGGTGATTACACTTTTGGTAGTGGCGATGATACCTGGCTGATTAACTCGCCAGAAGCTGTCGCGCAGGCGGTAAAAACACGATTTGCATTGTGGTACGGGCAGTGGTTCCTCGATAAGACAGAGGGAACACCGTGGATTCAGTCTGTGCTCGGTAAGCAAAAGCCGGAAACCTACAATCTGGCGATCCGCAAGCGCATCCTCGAAACGCGGGGCGTGAAATCCATCCTCT- STY2017 100 STY1069 92 STY2017 100 STY1069
ATGCCAAAGAATCAAAGCCTGCCAACAGTAAGTGATTTTCGCCGCGACTTCCCGCAGTTTGCTGACCCTGCCAGATATCCCGAAGCACAAATCGAGTTCCGTCTGAATCTGGCCGATGAACTACTGAGCGAAAACGTCACCGGCAAAAAGTTGTTTCCGTACTTTGCCGAGTTGTTCGTTGCGCACTATATGACGCTCTGGGCGGCAGATAGCCGGGCGATGCTGGTTGGCGGTCCGGGCGGTTCAACCAATGGTG- STY2033 100 STY1054 96 STY2033 100 STY1054
ATGATAACAATAATTATCTTTTTGATCGCACAGTTAAAAAAATTAGGCGCATTAGCTGATAATGAAATGTTTGGTTTGGAACCTGCATACATTTTTGGCGGGGAAATAAAAAAGTTTTCTTTATTCAAAAAATTGAATTTTCTGATGGTAAGATTATCATTGATAATGAATCTGTGTCATGGTCACTAA+ STY3278 100 STY1095 86 STY3278 100 STY0040
ATGAACGAATTAACTCAACAAGAAAATATTAACTCTAATGTTGCGGTTTTCAGCCCTCAGTCCCTGGCTGCAATTCAGACATTTTCCCAGGTAATGGCTTCCGGCATGGCTACTGTACCGGAACACCTCCGGGGAAATCCATCAGACTGCATGGCCATCACCATGCAGGCGATGCAGTGGCAAATGAACCCTTACGCAGTAGCTCAGAAAACTTTCGTTGTGAATGGTGTGCTCGGATATGAAGCGCAACTGGTT+ STY2074 100 STY2074 100
TTGGTTAGTTCTACTTATGGTGAAGAAAATTATAAAAATATTCATTTTAAAAACGCAACGATAAATATTCCTGCCAGATGGGTAGCTAATAAAAAAGATGATTGTTTATTGATTAGTAAAAATCATATAAATGTGTTCAGTTATCTTTATGTATGCACAGATGCGGCAACGAATAAAAATTCTTTTTTTACAAAGAATGATGATGGAGAATGGGAGGCCGTTACTGATGGCGTCCCTGTTTTAGCTGATGTAAATA- STY2352 100 STY4879 65.094 STY2352 100 STY3957
ATGAATAAACCTCTAATAGCCTTATTGCTCATCACCAGCTTCAGCGCATCTGCTGACAAAATCCCATCTTCTATCCAAAACCTGATTGCTGTTTACGATACCAGGACGCACAGCCTAGAAGATGGTGGGCTGACTATCAGATATAACAAACGACTTTTGCTGGTAGATGCAGCTGAATCGATGTTCCAAGGCATCTGTAATGATTATTATATGAACAAGTGGAAACCTGGCACGATCAAGAGAATTACACTTCTTA+ STY4599 100 STY0920 63.81 STY4599 100 STY0920

STY4639 100 STY3665 74 STY4639 100 STY3665
ATGAGTCCTTTATACCGTCTTCGCCGGGCGCTGGCGCGACGTTTTTTTACGTCCGGATACCGTCTGCGTTTTTACCGCATGCTGTCGTTGCAGATGAGAAATGGCGTGAAGTTGTTAGAGGCGCTGGAGCAAATCAGCAATATGTATACCGATTTTGGGCAGCGGACTCATGGTTTCGGTTTTCTGGTGGACGACTGCCGGGCGGCACTCACTGACAACAGCGGGGATAACTCCCTTGAGCATGCTCTTGCAAAC+ STY4546 100 STY3674 63.107 STY4546 100 STY3674
ATGGCTATGAATTCTGAACAGGCAAACGCTTTTAAAGCAGGGTCAGGTATCGACCCTACGGTACTTAATAAGTTTGTTCTGGGTTTTGTTCTGAGCGTTCTTTTTTTGTGGTTTGCCTGGTCGGTATTAGTTGTGTTTCGTGGATGGCGGGCAGGAAAAGTCACTGAGCAAAATGCTCTCCATTTTTTTATCAGTACGGCCATTTTGGTTGTGTTTTCAGTATGGATGTTCGCCAGCTGA+ STY4565 100 STY1690 81 STY4565 100 STY4565
ATGTCAGATAACGTCATTATGCAACGTAATCAAATACAGAAGATCAGAACCGGGGAGGATGTGCTGTCTGCGGTTACAGGCCGTGTGGAGTGGATATTTGATACCTTTTCTCAGGTTTGTCTGTCTTTTTCAGGTGGAAAAGACTCCACCGTTCTGTTTCATATCGCCGCCACAATAGCCCGCAGGAAACACCGGCGTTTCTCTGTCCTTTTTATTGACTGGGAAGCCCAGTATCAGTGCACGATTGAGCATGTT+ STY4583 100 STY0649 73 STY4583 100 STY0649



ATGATGAATTGTCCAAAGTGTGGACACTCAGCGCACACTAGGAGCAGCTTTCAGGTTACGGACAGCACAAAAGAGCGTTACTGCCAGTGCCAGAACATTAACTGTGGTAGCACCTTTGTCACCCATGAAACGGTAGTGCGCTTTATAGTTACGCCAGCATTGGTAAATAACGCTCCTCCACATCCAACAGTGAGTGGGCAAGGGCACATGAATTTTTAA- STY4600 100 STY2881 75 STY4600 100 STY3703
ATGGGGGCACAAAAGGGGGCACATGAACATGTGTTCTTCTTTATTTCCTTTATTTTCAATTTATTATGTTGTGTTTTGAGTCCGGCCTTCGCACCATACAAAGCTTTTTTCAAGTCTACTAACGTCTACTTTAATCCACAAAAACAGTAA+ STY4834 100 STY4582 62.037 STY4834 100 STY4582
ATGTCGAACTATCGTCGTTATTACATTAACGGTGGAACCTGGTTTTTCACGGTTAATCTGAAAAACCGGAAAAGTGATTTACTTGTCCGCCAGATTGCGGAATTACGCTCTGCGATTCGCCGAGTGAAAAATACGAAGCCTTTTCAAATTGATGCTTTTGTCGTGTTGCCTGAGCATCTGCATTGCATCTGGACGCTTCCTGAGAACGATTGTGACTTTTCATCTCGCTGGCGGGAGCTTAAAAAGTTATTTACCA+ STY4922 100 STY2572 54.902 STY4922 100 STY2572
GTGATGCGTAAATTACTCACAGCGTTGCCGGATGGCGGCGTAAGCGCCTTATCCGGCCTACAGGATGCGCAAACCGTAGGCCGGATTAGCGTAGCGCCATCCGGCAGAAAGTTTTTACTCTTAACGATCGTCCTGTTTTTAATCACATTCGCCACCCACGCCCAGGTGGTGGATACCTGGCGCTTTGACAATCCACAACAGCAGGAAAAAGCGCTGTCTATTGCCGGTCAACTGCGCTGTCCGCAGTGTCAGAACC+ STY4480 100 STY2473 70 STY4480 100 STY2473
GTGGCTGATATGGCAGATATTCCGTTATCCGGCAAGCCCCGTACGCAGGTTCTGCGCTGGCAGCGCCAGAACTGGGTAGCGGGGCTTCGCTGGGAAGAAAAGCAAAAGTCGGTACGTCGAGCCCCTGTACAACGTCGGGGTGTTCTGAACGTTGTGTTGACGGTGAAGCAGGGCAAGAGCCGGTTGACCGCGTTGGGGCAAATTGAGGCCGGCTGGCGTCACCAGAAGCTGTATTCCCTGGCGGCGCTGTTCAGC+ STY4543 100 STY0815 59 STY4543 100 STY4543
ATGTTGAGAATAAAACAGTTCTGTTTATCGATTTTATTAATGCTGGCACCAGTGTTAGCTCTGGCCTGTTCCGACATTCCATATGCTTTGTTTCACTATCAGCCGTGGGGGCAGGGAACGAAATATGTAGTTGAAGAAGATTATGGTTATAGTATTAATTTTAAAGATATTGAAATTCGAGAGGTAAAATTTAGTCAACTACGGCACGTTCCTGACCGCATTGTTAATGAATATAATGACCGTGGAAAAATGAGT+ STY4756 100 STY4755 69 STY4756 100 STY3614
ATGGCTGCGGCTACCAGCGAGCTTAACCTGTATGAATCGCAGCTCTACAACTGGCGAAGAAAACAGCAAAATCAGCTCTCTTCTTCTGAACGCGAATAGGAGATGTCCGCAGAGATCGTCCGTCTGAAGCATCAACTGGCAGAACGGGATGAGGAACTGACTATTCTCCAGAAGGTCGCGACATACTTCGCGAAACGCCTGAAATGAAGTATGTCTTCATCGAAAAACATCAGGCTGAGTTCAGTATCAAAGCCA- STY4835 100 STY0602a 66 STY4835 100 STY0602a
ATGACCATTGCGCTGGAACTTCAACAACTTAAAAAAACCTATCCCGGCGGCGTTCAGGCGCTGCGCGGCATAGATTTGCAGGTCGAAGCGGGGGATTTTTACGCGCTTCCGGGGCCAAATGGAGCAGGGAAATCGACCACCATCGGTATTATCAGCTCATTGGTTAATAAAACGTCCGGGCGCGTTAACGTTTTTGGTTACGACCTGGAAAAAGACGTGGTTAACGCCAAGCGACAGCTTGGACTGGTGTCACAG+ STY0194 100 STY4224 72 STY0194 97.8 STY4426
ATGGCGGCACAGCGTCCTTTAACGATTGCCCTGGTCGCCGGTGAAACGTCCGGCGATATTCTTGGCGCAGGCTTAATTCGTGCGCTGAAAGCGCGCGTACCCAACGCCCGTTTTGTGGGCGTTGCGGGGCCGCGTATGCAGGCCGAAGGGTGTGAAGCCTGGTACGAGATGGAAGAGCTGGCGGTCATGGGCATTGTTGAAGTGCTCGGACGTTTACGCCGTTTGTTGCATATCCGCGCCGATCTGACCCGCCGT+ STY0252 100 STY0252 99.4
ATGATCGTTTTAGTAACTGGAGCAACCGCAGGGTTTGGCGAGTGCATTGCACGCCGTTTTGTTGAGAATGGACATAAAGTCATTGCCACGGGACGTCGTCATGAACGCCTGCAAGCGTTAAAAGATGAGCTTGGCGAGAACGTATTGACCGCCCAACTGGACGTGCGCAACCGCGCGGCCATCGAAGAGATGATGGCCTCTCTGCCTGCGCAGTGGCGCGATATTGATGTGCTGGTCAATAACGCCGGTCTGGCGC+ STY1550 100 STY3162 63 STY1550 99.6 STY2682
ATGAAGATACTGATTGTTGAAGACGACACGCTATTATTACAGGGGTTAATACTCGCCGCGCAAACCGAAGGCTATGCGTGTGATGGCGTTTCGACAGCGCGTGCCGCCGAGCATAGTCTGGAGTCTGGTCATTACAGTCTGATGGTGCTGGATTTAGGGCTGCCCGATGAGGATGGCCTGCATTTCCTGACGCGAATCCGACAGAAAAAATACACCCTGCCGGTACTCATTCTGACCGCCCGCGATACGCTCAACG- STY4491 100 STY2904 71 STY4491 98.8 STY3354
ATGTTGAATGATGAATGTTCTATTTTGCTGATTGATGATGACGTTGATGTACTTGACGCCTATACCCAAATGCTTGAGCAGGCAGGCTACCGCGTGCGTGGCTTTACCCATCCTTTCGAGGCCAAAGAGTGGGTAAAAGCGGATTGGGAGGGGATCGTTTTGAGCGATGTGTGTATGCCGGGGTGTTCCGGTATCGATCTTATGACGCTGTTTCATCAGGATGACGATCAACTGCCAATCTTATTGATTACCGGA- STY2633 100 STY1733 71 STY2633 98.6 STY3711
ATGCCTGTGTCGCTCGTGAGTCGAAACGTTGCTCGTAAGCTTCTGTTCATTCAGTTTCTGGCGGTAATAGCAAGTGGATTGCTGTTTTGCCTCAAAGACCCCTTCTGGGGCATCTCCGCAGTATGTGGGGGATTGGCAGTGGCACTGCCTAATATGTTGTTTATGATATTTGCCTGGCGTCACCAGGCGCATACACCTGCTAAGGGCCGCGTGTCCTGGACTTTCGCCTTCGGTGAAGCCTTCAAGGTGTTAGCGA+ STY3906 100 STY3906 99.7
ATGTTCGAACAACGCGTAAATTCTGACGTACTGACCGTTTCTACCGTTAACTCTCAGGATCAGGTAACCCAAAAACCCCTGCGTGACTCGGTTAAACAGGCACTGAAGAACTATTTTGCTCAACTGAATGGTCAGGACGTTAATGACCTGTATGAGCTGGTACTGGCTGAAGTAGAACAGCCCCTGTTGGACATGGTGATGCAATACACCCGTGGTAACCAGACCCGTGCTGCTCTGATGATGGGCATCAACCGTG+ STY3565 100 HCM1.42 59.615 STY3565 100 HCM1.42
ATGACGATCCTTGCCTGGTGTATCGCCTGGGTGCTGGATTTTATCATCGGCGACCCTCAACACTGGCCCCATCCGGTACGCTGGATAGGCCGATTAATTACGTTTGTGCAGCGTATTGTGCGTCGCTATTGTCCCGGCGATAAAGCGCTGCGGATTGGCGGCGGCGTAATGTGGGTTGTGGTTGTCGGGGTGACCTGGGGCGTGGCATGGGGCGTACTGGCGCTGGCGCAGCGGATTCACCCCTGGTTTGGCTGG+ STY2239 100 HCM1.15c 65.049 STY2239 98.3 STY2239
ATGATGATTCTGGTGACGGGCGGGGCGCGTAGTGGTAAAAGCCGTCATGCTGAAGCCTTAATTAGCGATGCGCCGCAGGTACTGTATATCGCCACCTCGCAGATTCTTGATGACGAGATGGCGGCGAGAATTCAGCATCATAAAGATGGCAGGCCGGCACACTGGCGGACCGCAGAATGCTGGCGGCATCTTGATACGTTGATTACCGCGGATCTTGCCCCTGACGACGCGATTTTGCTGGAATGTATTACCACCA- STY2221 100 STY1910 63.107 STY2221 98.9 STY3457
ATGAAAGAGACTGTAACTATGCTCAATCAGCAATATGTCGTACCGGAAGGATTACAACCCTACCAGGGGGTAACAGTGAATAGCCCGTGGCTTGCCAGTGAAACGGAAAAGCGTCGGCGTAAAATTTGTGACTCGCTTGAAGAGGCTATCCGTCGTTCCGGGCTTAAAAATGGCATGACGATATCCTTCCACCATGCGTTTCGTGGTGGCGACAAAGTTGTCAATATGGTGATGGCGAAACTGGCGGAAATGGGA+ STY0070 100 STY0670 87 STY0070 97.5 STY0670
ATGAATTTAGAAAAAATCAACGAGTTAACCGCGCAAGATATGGCGGGTGTCAATGCGACAATCCTTGAACAGCTTAATTCCGACGTTCAACTGATTAATCAGCTAGGATATTACATTATTAGCGGCGGCGGAAAACGCATTCGTCCGATGATTGCCGTTCTTGCCGCGCGTGCGGTGGGTTATCAGGGTAACGCGCACGTGACTATCGCCGCTCTGATCGAGTTTATCCACACGGCGACGCTGCTACATGATGAT+ STY3484 100 STY3941 59.434 STY3484 99.2 STY0880

STY1590 64.078 STY1643 57.843 STY1590 12.97 STY1643
ATGGGGATGGAAAACTACAATCCGCCGCAGGAACCCTGGCTGGTTATCCTGTATCAGGATGAGCACATTATGGTGGTCAATAAGCCCAGCGGCCTGTTGTCCGTGCCGGGGCGTCTGGAAGCGCACAAAGACAGCATTATGACGCGTATCCAGCGCGACTACCCGCAGGCAGAGTCGGTGCATCGTCTGGATATGGCCACCAGCGGCGTGATTGTAGTGGCGCTGACCAAAGCCGCGGAGCGGGAGCTAAAACGCC- STY0110 100 STY1227 62.136 STY0110 98.3 STY1227
ATGTCAGAACGTTTCCAAAATGACGTGGATCCGATCGAAACTCGCGACTGGCTACAGGCGATCGAATCGGTTATCCGTGAAGAAGGTGTTGAGCGCGCTCAGTATCTGATTGACCAACTGCTTTCTGAAGCTCGTAAAGGCGGCGTGAAAGTCGCGGCAGGCGCAGGGGCCAGTAATTACATCAACACTATTGCCGTTGAAGACGAACCGGAATACCCGGGTAATCTGGAGCTGGAACGTCGCATTCGTTCTGCG+ STY0175 100 STY3220 63.889 STY0175 98.7 STY3220

STY2332 63 STY3918 58 STY2332 11.66 STY3918
ATGGCATCGATCGATTTCCGAAATAAAATTAACTGGCATCGTCGTTATCGTTCACCGCAGGGCGTAAAGACGGAACATGAGATCCTGCGGATTTTTGAAAGCGATCGCGGGCGGATTATCAACTCTCCGGCTATACGCCGTTTGCAGCAAAAAACGCAGGTTTTCCCGCTGGAGCGCAATGCCGCGGTGCGTACTCGTCTGACGCATTCGATGGAGGTGCAGCAGGTGGGGCGTTATATCGCGAAAGAGATTTTA+ STY0230 100 STY0230 66.038 STY0230 98.7 STY0230
ATGATTGCCATCTCCCGGACGGTCTCCATAGCCGATAATGAGCTGGAAATTACGGCCATTCGCGCGCAGGGCGCGGGTGGTCAGCACGTAAATAAGACCTCTAGCGCGATTCATTTGCGCTTTGACATTCGGGCCTCTGGCCTGCCAGAGTATTATAAACAGCGTTTGCTGACGGCCAGCCACCATCTGATAAGCGATGATGGCGTCATTATCATTAAGGCGCAGGAGTTCCGGAGCCAGGAGCTCAACCGGGAAG+ STY0265 100 STY4398 60.952 STY0265 99.3 STY4398
ATGACCATGATGACTGCAACACAGGCGTTATCCGTTAATCCTGCGACCGGCCAGACGCTGGCGGCAATGCCCTGGGCTAACGCGCAAGAGATTGAACATGCGCTGAGTCTGGCGGCGAGCGGTTTCAAAAAGTGGAAAATGACATCGGTAGCGCAACGGGCGCAAACATTACGCGATATTGGTCAGGCGCTTCGCGCTCATGCAGAAGAGATGGCGCAATGTATTACGCGTGAAATGGGTAAGCCTATAAAGCAG- STY1536 100 STY1467 66.667 STY1536 75.02 STY4876
ATGCAAGAGCAATACCGCCCGGAAGAGATAGAATCCAAAGTACAGCTTCACTGGGATGAGAAGCGCACATTTGAAGTGACCGAAGACGAGAGCAAAGAGAAGTATTACTGCCTGTCGATGCTTCCCTATCCTTCTGGCCGACTACACATGGGCCACGTACGTAACTACACCATCGGCGACGTGGTTGCCCGCTACCAGCATATGCTGGGCAAAAACGTGCTGCAGCCAATCGGCTGGGACGCCTTCGGCCTGCCG- STY0699 100 STY0055 62 STY0699 98.8 STY4784

STY1320 50 STY1320 8.83
GTGAAAAGAAAATATCTTACGCAAGAAGAGATTGAAAAACTGCTGTCAGCGACCGACAGAATGCCCTTCCCGGAAAGAAACCGCTGCTTAATCCTGATGGCGTTTATTCACGGCTTCCGGGCCAGTGAGCTGCTGGGGCTGCGCTTGTCGGATATTGATCTTGCAGGAAGACAGCTTTATATCCGGCGCCTCAAAAATGGCTTTTCAACGTGTCACCCCCTCCTTCCCGATGAGTATAACGTACTGAAAAGCTGGC+ STY0756 100 STY3340 61.818 STY0756 100 STY3340
ATGTTGCAGCGGACGTTAGGCAGCGGATGGGGCGTGTTATTGCCTGGAGTGATTATCGTTGGACTGGCGTTTATCGGCCTGTCAGCTTATGCGCTGAAGCTGTTGATTGTATCAGGATTGCTACTGTCTGCGCTGATGTTGTATCACAAACAATTACGGCATTTTGTACTGCTGCCATCGTGTATAGCGCTTATTGGCGGCATGATGTTGGCAATGATGAACTGGAATCAGGGATGA+ STY4905 100 STY4599 44 STY4905 99.2 STY4599
GTGCTGGCTATCGCAGCCACGCTGCCCGGATTTCAGTCGCTTCATACCTCCGTTGAGGGGCTGAAACTGATCGCCGATTACGAGGGATGCCGCCTGCAGCCTTATCAGTGTAGCGCGGGCGTCTGGACTGACGGGATCGGCAATACGTCCGGTGTGGTGCCTGGAAAAACCATCACGGAACGGCAGGCGGCGCAGGGACTTATCACCAATGTGCTGCGCGTGGAGCGGGCGCTGGAAAAATGTGTGGTGCAGCCGA- STY4620 100 STY3682 89 STY4620 90.41 STY3682

STY4673 71 STY3485 66 STY4673 46.28 STY2605
GTGGGCCAGCGAATACCGGTTACGCTCGGCAATATTGCGCCGTTATCATTAACACCGTTCCGGTCAGGCCGTATGGCGCTGGTCTGTGAGGGCGGGGGGCAGCGGGGCATCTTTACCGCAGGCGTGCTGGATGAGTTTATGCGTGCGCAGTTTAATCCTTTCCATCTCTACTTCGGCACATCAGCCGGTGCGCAAAATCTCTCGGCGTATCTCTGCAACCAGCCCGGCTACGGGCGTAAAGTCATTATGCGCTAT+ STY4914 100 STY0143 60.194 STY4914 97.3 STY0143
GTGCAATTCTCCAGAGTAGAGCCCCGTTCTCAATTAGCGTTATCGTTTCTCTTTATATGCTGATCCATAAAACCAGCGTTAGCGCATGATCATTTTAATCCATTATCGTTGGAAAATGATGAACCGGGCGTGGAGAATGTCGATCTATCGGTTTTCGAAAAGGGGGGCAGGCAGAAGGCACCTATAATGTTGATATTTATATTAATAACACTAATGTTGAAACAAAAAATATTGCCTTTAAAAATAAAAAATCAG- STY4941 100 STY0026 76 STY4941 98.58 STY3920

STY4822 64.706 STY1911 59.804 STY1911 23.04 STY4822
STY2248 71 STY2755 63.107 STY2248 56.4 STY2755
STY2529 57 STY1981 52.427 STY2529 9.09 STY1981

ATGGCAGCTAAAGACGTAAAATTCGGTAACGACGCTCGTGTGAAAATGCTGCGCGGCGTAAACGTACTGGCAGATGCAGTGAAAGTAACCCTCGGTCCGAAAGGCCGTAACGTGGTTCTGGATAAATCTTTCGGTGCGCCGACTATCACTAAAGATGGTGTTTCCGTAGCGCGTGAAATCGAGCTGGAAGACAAGTTTGAAAACATGGGCGCGCAGATGGTGAAAGAAGTTGCCTCTAAAGCGAACGACGCTGCA+ STY4690 100 STY4466 51 STY4690 98.7 STY4466
ATGCGTAAAATCGCATTTTTTCTTGCGATGCTTCTGATGCCGTGCGTCTCATTTGCCGGTTTGCTGAGCAGCAGCAGCCCCGTCACGCCGGTCAGTAAAGAGTATAAGCAGCAGTTAATGGGCTCACCGGTCTATATTCAAATTTTTAAAGAAGAGCGCACCCTTGATCTCTACGTCAAAATGGGTGAGCAATACCAGTTGCTTGATAGCTACAAAATTTGCAACTATTCCGGCGGGTTAGGCCCGAAACGCCGTC- STY0357 100 STY0438 59.804 STY0357 99.2 STY0438

STY4577 63.462 HCM2.0055c 61.165 HCM2.0055c 40.03 STY4117
ATGATAGCCAGCAAATTCGGTATCGGCCAACAGGTCCGCCATTCCCTGTTAGGTTACCTCGGAGTGGTCGTCGATATCGACCCGGAATATTCGCTTGATGAGCCGTCGCCTGATGAACTGGCGGTTAACGACGAACTTCGCGCCGCTCCGTGGTACCACGTGGTAATGGAAGATGATGATGGTCAGCCAGTGCATACTTATCTGGCCGAGGCCCAGTTGCGAAGCGAAATGCGGGACGAGCATCCAGAACAGCCAT- STY1102 100 STY2634 55 STY1102 100 STY2634
ATGTCGCAACGCACAGAGAAAAAAATCGGGAAACGTTCGCAGGCCACCGGTGCAAAACGGCAGCTTATCTTAACCGCCGCGCTTGCCGTTTTTTCCCAGTATGGCATTCATGGCGCGCGTCTTGAACAGGTCGCCGAGCGGGCAGGCGTCTCCAAAACCAATCTGCTTTATTATTATCCCTCGAAAGAGGCGCTGTATGTCGCGGTAATGCGACAGATTCTGGATGTCTGGTTGGCGCCGCTCAAGGCGTTTCGCG+ STY1157 100 STY3368 80.189 STY1157 98.1 STY3368
ATGAAAAAAAACCTGCTGGGATTCACCCTCGCATCCTTGTTATTCACGACCGGTTCCGCCGTGGCGGCGGAGTATAAAATTGATAAAGAAGGCCAACATGCGTTCGTCAATTTCCGCATCCAGCATCTGGGCTACAGCTGGCTATACGGCACCTTTAAAGATTTCGACGGCACGTTCACTTTTGACGAAAAAAATCCGTCAGCAGACAAAGTGAATGTGACCATTAACACCAATAGCGTCGACACTAACCATGCCG- STY1194 100 STY1330 61 STY1194 98.8 STY1330
GTGGCAGAAGAAACTATATTCAGCAAAATTATTCGTCGTGAAATCCCTTCGGATATCGTTTATCAGGATGAGCTGGTCACCGCCTTTCGTGATATTTCACCGCAGGCGCCGACGCATATCTTGATTATTCCCAATATCCTGATCCCAACCGTCAATGACGTGACGGCGGAACATGAACAGGCGTTAGGTCGGATGATCACCGTGGCGGCGAAAATCGCTGAACAAGAAGGCATTGCCGAAGATGGGTATCGTTTAA+ STY1245 100 STY0144 60.194 STY1245 99.4 STY4136
ATGAAAACAGTCTTCTCTTTGACCGCAGCCGCAATGATGGCATTGAGTGGCGGCGTATCTGCCGCGTCGGCGTTTAGCCTCAGTAGCGCGGATATTCCGGCAGATTTTCGTTTAACGCAACAGCACGTCTTTAAAGGATTTGGTTGTAGCGGAGAAAATATTTCGCCGCAGCTGAGCTGGCGCAATCCGCCTGCCGGAACCAAAAGCTACGCTATTACCGTCTTCGATCCTGATGCTCCCACCGGAAGCGGCTGGT+ STY1104 100 STY0825 71 STY1104 98 STY0825
GTGAACCAGGCCATACAATTCCCTGACCGCGAAGAATGGGATACTGCCGCCAGCGCTATCATCTTTCCCGCCCTGGTCAATGGGATGCAAATCACGTGTGCGATAAAAAAAGATGTACTGGCGTATCGCTTTGGTGGAGAAACAGCGGAGCAATGGCTGGCCATTTTTCGTGAGTATCGCTGGGACCTGGAAGAAGAGGCTGAAGCATTAATCCTGGCCCAGCAGGAAGACGATCACGGTTGGATATGGTTATCCT+ STY4397 99 STY2803 60.784 STY4397 97.3 STY2803
ATGGCAATCCGTAAACGTTTTATTGCAGGCGCGAAATGTCCGGCCTGTCAGGCGCAGGATACAATGGCGATGTGGCGTGAAAATAATGTCGATATTGTTGAATGCGTTAAGTGCGGGCATCAAATGCGGGAAGCGGATAAAGACGTTCGCGAGCATGTTCGCAAAGAAGAGCAAGTGATCGGGATTTTTCATCCGGACTAG+ STY4342 100 STY1384 61.386 STY4342 99.5 STY1384
ATGACACTAAATGGGAAATCTCCAGTGAAGTTCGTAAAGTATTTATTGATCCTTGCAGTATGTTGCATCCTGCTGGGAGCAGGCTCGATTTATGGCCTTTATCGCTATATTGAGCCGCAGCTACCTGACGTCGCGACATTGAAAGATGTGCGTTTACAAATTCCGATGCAGGTTTACAGCGCGGATGGCGAACTTATCGCGCAATATGGCGAAAAACGCCGTATTCCCGTTACGCTCGATCAAATTCCGCCGGAA- STY4303 100 STY4606 67 STY4303 99.1 STY0215

GTGAGTACATTAACACTGGTTTTAACCGCCGTCGGTTCCGTCTTACTGCTGCTGTTTCTCGTGATGAAGGCGCGTATGCACGCCTTCGTCGCGTTAATGGTCGTCTCAATGGGCGCGGGGCTTTTTTCAGGGATGCCGCTTGATAAAATCGCCGCGACCATGGAAAAAGGGATGGGCGGCACGCTGGGCTTCCTGGCGATTGTGGTCGCGCTGGGGGCGATGTTCGGTAAAATTCTGCATGAAACCGGCGCGGTC+ STY4270 100 STY3978 67 STY4270 95 STY3978
ATGAAAACTAAGATCCCTGATGCCGTGCTGGCAGCCGAGGTGAGCCGTCGTGGTTTAGTCAAAACCACCGCGATAGGCGGCCTGGCGATGGCCAGTAGCGCATTTACCCTGCCATTTACCCGCATCGCTAACGCCGCAGAGGCGATAAGCCCGACGAAAACCGACGAGAAAGTCGTCTGGAGCGCCTGTACGGTAAACTGTGGCAGCCGTTGTCCGCTACGTATGCATGTTGTGGATGGCGAAATCAAATATGTA+ STY0962 100 STY1565 84 STY0962 98.3 STY1565
ATGGAGGAAAAAAGGGTCGCCAGCGTGTTCATTAAGCCCTCGCTGGGTTTTGGCGCGGCGGGCGTTATCGCTTTGCGCCGTCATCCTGACGGCGCAAAGCAGGTGCTTTACAGCGCGATTGCCATATCAGGGCAACAGCTATTTAACAGCAAAAAAATCCAACAGTATCGTCAGAAAGAAGATATCCAGCTCATTATTGATGGCGTTCTTCAGCAGGAAAACCTCGTCGAACAGTGGCTGCCCAAAGCCAGCGTAA+ STY3865 100 STY3387 52.83 STY3865 97.4 STY3387
ATGTTGAAATTCATCCAAAATAACCGGGAAGCGACGGCACTGCTGGCAATAGTCTGTTTATTCGTGTTTCTTGGCGCGCTGGATAGCCAGTATTTGAGCGTGCAAACGCTGACAATGGTTTTCAGTAGCGCGCAAATTTTGATGCTGTTGGCGATTGGCGCGACGATGGTAATGCTCACCCGCAATATTGATGTATCGGTGGGCTCGACGACAGGAATGTGCGCGGTATTGCTGGGAGTAATGTTAAACGCCGGC- STY3795 100 STY3230 93 STY3795 99.3 STY4406



STY0883 69 STY2314 62.963 STY3222 13.15 STY0883
ATGTCGTATACACCCATGAGCGATCTTGGACAGCAAGGCTTGTTCGATATCACTCGTACCTTATTGCAGCAGCCCGATTTGGCGTCGCTCAGTGAAGCGCTTTCGCAACTGGTAAAGCGTTCAGCGCTCGCCGACAGCGCCGGCATTGTGCTATGGCAGGCGCAGTCGCAACGCGCACAATATTATGCGACGCGAGAAAATGGCCGTCCTGTTGAATATGAAGATGAAACCGTACTGGCGCACGGCCCGGTACGT+ STY2981 100 STY2809 74.257 STY2981 98.7 STY2809
GCGCAGGCGCAAGGGCGCTGCGGCGTTATTCCGGCTCAGACGCTTGATGAAGGCGTTGCCGCGACCCGTGCGGCGCTGTCGCGTTTACAGCAGGAAGGATATCGCTACGCGGTACTTGACGCGCTCAATGAGCGGCACCTGGAAATCCAGGGCGAGGTTTTGCGTGATGCCCCGCTGGTGACCGGCGGTTCCGGGCTGGCAATGGGGCTGGCGCGTCAGTGGGCGAAGCACGGCGTTTCTCAGGCCCGTTCCGCAG+ STY3042 100 STY0184 65.385 STY3042 52.32 STY0184
ATGGATCGCATTATTCAGTCACCAGGTAAGTATATTCAGGGTGCAAACGTCATCGCGCGTCTTGGCGATTATTTAAAACCAATGGCGAACAACTGGCTGGTTGTGGGCGATAAATTCGTGCTGGGATTTGCCGAAGAGACGCTGCGCAAAAGCCTGACGGATGCCGGTTTGTCAGTAGAAATCGCCCCGTTTGGCGGCGAATGTTCGCAAAATGAGATCGACAGGCTGCGCGCCGTCGCCGAAAAAAGTCAGTGT+ STY3759 100 STY0646 66.99 STY3759 99 STY0646
ATGAGTGTGTTTTATCCGTTAATTCAGGCGCTGGTGCTATTTGCCGTTGCGCCATTGCTGTCCGGTATTACTCGCGTGGCGCGCGCCCGTCTACACAATCGCCGTGGGCCGGGCGTGTTGCAGGAGTACCGCGACATTATCAAACTGCTCGGTCGTCAGAGTATTGCGCCCGCTGATTCCGGCTGGGTTTTTCGCCTGACGCCGTTTGTGATGGTCGGCGTGATGCTGACTATCGCCACCGCGCTGCCGGTCGTC- STY2972 100 STY3608 65.385 STY2972 98.2 STY2552
TTGAAAACAACTCTCAGCCAGCCTTTCATTATCAACAAGTTAAGTATCAATGTTAAGTCTGCGCTCAGTCGCTCTGGAAAAATCGTTTTCGAAGCTAACCCAGCTCAAAAACTCTACATTGTTTTCGATGACCACAGACAAGCTCCTGCTGGTTTCGGGGTAAAAGCCAGTTTGACGAAAAAAACCTACGTAATCCAGCGAAGAGTAGCCTCGTCAGATCGTAATGTCAGTGAGGGTAGGAAGCCAAGTTCTGTCT- STY3032 100 STY3031 98 STY3032 61.52 STY3031

STY4014 59.048 STY3069 57.692 STY3069 30.02 STY4014
ATGTTCAAGGAACGGATGACGCCAGAAGAACTCGCTAATCTCACCGGTTACAGCCGACAAACCATCAATAAATGGGTACGGAAAGAAGGCTGGGCAACATCGCCCAAACCTGGCGTCCAGGGCGGTAAAGCCCGTCTGGTTCATGTAAACGAACAGGTTCGTGAATATATCCGCAGCGCTGAACGTTCAGTTGACCATCACGCAGACACATTCACGCCTGCCAGCAACGCATCGCTTGAAGCGCTGCTCATGACGC+ STY2652 100 STY0651 63.107 STY2652 100 STY2653
GTGACGGTTAAACGCCCGGTCTCGGCCAGTCTGGCTAAGGCTTTTTTCTATATTGTGCTGTTGTCTATTCTGTCCACCGGCAGCGCATTACTGACGCTGACCAGCAGTTTACGGGATGCCGAAGCGATCAATATCGCCGGTTCGCTACGAATGCAGAGCTATCGGCTGGGTTACGATCTGCAAAGCCGTAGCCCGCAGATTAATGCGCATCGTCAACTTTTCCAGCACGCGCTCAACTCGCCGGTACTGCAAAAT+ STY2718 100 STY1286 65.714 STY2718 98.5 STY1286

STY1115 84 STY1760 64.356 STY1115 74.71 STY1760
TTGTGCGGAGGCAACTCCGCACACACATCAATTATTCCCTCCCTCCCCTGTGCTACACTGCGCGCCACTCCTTTTTGCTACGAGTTTGTTATGAGACGAGAACTTGCCATCGAATTTTCCCGTGTGACCGAAGCGGCGGCGCTGGCTGGCTACAAATGGCTGGGACGCGGCGATAAAAATACCGCGGACGGCGCGGCGGTCAACGCCATGCGTATCATGCTCAACCAGGTCAACATTGACGGCACCATCGTGATT+ STY3785 100 STY0190 62.745 STY3785 98.1 STY0190

STY3925 69.903 STY2439 68 STY2439 46.65 STY3925
TTGATCCTGATGAAGCGTCGGGAGGACATTATGCCAGTCTGTGAATTACGCCACGCGACAACAGAGGATACCGATTCTGTTTACGCGCTTATCTGTGAGTTACTTAAAAATGAGCTTGATTATCAGGCTTTCAGGGATGGGTTCGCCGCTAATTTACTGGACCCCAACCTTCATTATCGTTTAGCGCTACGCAACGGAGAGGTGGTCGGCATGATCAGCCTGCATATGCAGTTTCATCTCCATCATGCCAACTGGA+ STY4486 100 STY4795 63.462 STY4486 98.2 STY4795

STY0035 49 STY0035 15.55
ATGCCTCACGCTCTTTTTTCTCATAATCCTGAGTATTGTATTGATATTATTCATGCACATAAACCGGCATTTACCCCGCGAGTCGCGTTTATTTTAGGCTCCGGGTTGGGTGCTCTGGCGGATCAAATCGAAGATGCGGTAGCCATTTCTTACGAGAAATTGCCGGGATTTCCCGTCAGCACCGTACACGGCCATGCTGGTGAACTGGTGCTCGGCCATCTGGCGGGTGTTCCGGTGGCCTGTATGAAAGGCCGCG- STY2658 100 STY2122 59.406 STY2658 98.8 STY2122
ATGCTGAGTTTACAACGGGTTACGCTGGAAAGCGCGCGTTATCGCTGGTATGGCGCGAGACGCTGGTCGCCGTTATTACAGAATGTCTCTTTTGATATCGCGCCCGGCGAAATGGTGGCATTGGTTGGCGGCAGCGGGGAGGGAAAAAGTCTGCTGCTGCAATGCCTGCTCGATCTGCTGCCGGAAAACTTACGTTTTCGGGGTGAGATTACGCTTGATGGCAACCGGCTGGACAGACATACCATCAGGCAGCTTA- STY1862 100 STY1423 66.346 STY1862 97.5 STY0887
ATGTCTGGAGGATTAGTTACAGCTGCATACATTGTTGCCGCGATCCTGTTTATTTTCAGTCTTGCCGGGCTTTCAAAGCATGAAACGTCCCGCCAGGGGAATAACTTCGGTATTGCCGGGATGGCGATCGCGTTGCTGGCGACCATTTTCGGGCCGGATACCGGCAACGTGGCATGGATTCTGGTCGCCATGATTATTGGCGGCGCGATTGGCATCCGCATGGCGAAAAAAGTTGAGATGACCGAGATGCCGGAG- STY1588 100 STY3710 62.136 STY1588 99.2 STY0644

STY2756 100 STY2758 75 STY2756 85.47 STY2760
ATGAAAAAAAACGTACCGATTTTCCTTCGATTATTGCTACTGCTGTCGGCGGCCGGCCTGTCGTTTGCCGTGCAGGCGGGAGGCATTGCGCTGGGCGCGACCAGGGTGATTTATCCGCAGGGAAGTAAGCAAACCTCCTTGCCGATTATTAATTCTTCTGCCAGCAATGTTTTTTTAATTCAGTCGTGGGTCGCCAATGCCGATGGTTCACGCTCGACGGATTTTATCATTACGCCGCCTCTCTTTGTGATCCAGC+ STY0025 100 STY0592 75.728 STY0025 98.5 STY0592
ATGGCAAGAGATAGAGGTTCCCCTATGATGCAATTTTTTCAGCGTTTGCTCGGTAAAACAAGCACGCCAGCGCCGATTCGCGGACCATTAGGATTACATCTTAACGCCGGTTTCACGCTGGATACGCTGGCATTCCGGCTACTAGAGTCGTCGTTGCTGGTGGCGCTACCAGGTGAAAAATACACTGTCGCGGCAGCGAGTCGCATAGATTTAGGCGGCGGCAGTCAGATTTTTCGCTACTACACCTCTGGCGATG+ STY4729 100 STY2855 62.5 STY4729 98.6 STY2855
GTGCCACATATCCGTCAGTTATGTTGGGTTAGCTTACTGTGCCTGAGCAGTTCTGCGGTAGCCGCAAATGTTCGTCTGAAAGTCGAAGGGCTATCCGGAGAGCTGGAAAAAAACGTTCGCGCACAGCTCTCTACGATTCAGAGCGATGAGGTGACGCCGGATCGGCGCTTTCGCGCCCGAGTTGATGATGCGATTCGCGAAGGGCTTAAAGCGTTAGGCTATTACGAACCCACTATCAAATTCGACTTGCTTCCA+ STY4768 100 STY2938 63.107 STY4768 96.5 STY4489
ATGCGCATTCATATTTTGGGAATTTGTGGCACTTTCATGGGGGGGCTGGCGATGCTGGCTCGCTCGCTTGGTCATGAAGTAACGGGTTCGGACGCCAATGTGTATCCGCCGATGAGTACCTTACTTGAGAAGCAAGGCATTGATCTGATCCAGGGTTATGACGCCAGCCAGCTCGATCCGCAGCCAGATCTGGTGATTATCGGCAATGCGATGACGCGCGGGAATCCGTGCGTGGAAGCGGTGCTGGAAAAAAAC+ STY4775 100 STY2696 66.99 STY4775 96.62 STY2696
ATGAGTAGTCCACAAGAAAATTTATACGATGCAATTCGTATTGTAAAAAGGAAAATCATTCCTTTGGCCTTTATTCTTTACTTTTTTAACTATATGGATCGTGTCAATATTGGGTTTGCTGCATTACGCATGAATGAATCTCTCGGTATTACGCCTGAGGATTTCGCTAATATTTCTTCTATATTCTTCATATCATATTTAATCTTTCAAATTCCGAGTAGCATTGGCTTGCAAAAGCTTGGCGCAAGAAAATGA- STY2501 100 STY2520 66.337 STY2501 99.6 STY2520

STY4012 60.55 STY4012 3.1
ATGCAACGGATTATTCAGTTTTTCTCCCAACGCGCCACAACGTTATTTTTCCCGATGGCGCTGATTTTGTACGATTTTGCCGCCTATCTGACGACGGATCTGATTCAGCCTGGCATCATTAACGTCGTGCGCGATTTTAATGCTGACGTCAGTCTTGCGCCGGCCTCGGTCAGTCTCTATCTGGCGGGAGGAATGGCGTTGCAATGGCTTCTGGGGCCGCTATCCGACAGGATTGGCCGCCGGCCAGTGCTGATT- STY4874 100 STY0899 71 STY4874 98.8 STY0899
ATGACGAAATACGGTGTTATAGGTACAGGTTATTTTGGCGCTGAACTGGCGCGATTTATGTCTAAGGTTGAAGGGGCGAAAATCACTGCGATTTACGATCCGGTAAATGCGGCTCCGATAGCGAAAGAGCTGAACTGTGTCGCCACTTCAACGATGGAGGCGCTTTGTACCCATCCTGATGTGGATTGCGTAATTATTGCTTCACCAAATTACTTACATAAAGCGCCGGTCATTGCGGCGGCTAAAGCGGGTAAA+ STY1170 100 STY4205 48 STY1170 98.83 STY4205
ATTAAAGGCGGAAAACGAGTTCAAACGGCGCGTCCGAATCGTATTAATAGCGAAATTCGCGCGCAAGAAGTTCGCTTAACAGGTCTGGAAGGCGAGCAGCTTGGTATTGTGAGTCTGAGAGAAGCTCTGGAAAAAGCTGAAGAAGCCGGAGTAGACTTAGTCGAAATCAGCCCTAACGCCGAGCCGCCGGTTTGTCGTATAATGGATTACGGCAAATTCCTCTATGAAAAGAGTAAGTCTTCTAAGGAACAGAAGA- STY1777 100 STY0808 58.879 STY1777 99.5 STY0808
ATGGATACCCTGCAACAATCTCCGCCAGCAGAGCCTGAAGGCGGTCTGCGGCGTAACCTGAAGAAGCGGCACCTGCTGATGATGTCGCTGGGCGGCACGATTGGCACCGGCTTATTTATCGGCATTGCCGAACCGTTAAGCAGCGTCGGGCCGGCGGGAACCTTACTGGCCTATCTGTTTGCCGGAACCATTATGCTGGCGACGATGATGTGTCTTGGCGAATTATCATGCGCCTTTCCTCACTCCGGTTCATTT- STY2587 100 STY0438 72.277 STY2587 90.68 STY0438
ATGCTGCGCCGGGAGAAACAAAAACAACGCATAATCTGGGACAAATTGATGATTAAAGGCAAACTGGCGCTCGTGACGTGCGCGCTGACTCTGGTATTCACTTCGTCGCTTTTCGCCGCGTCGGACACGGCAGATGGTCGTACCCTGAAGCTGGCCATTGGCCCTGAGCCAACGGAAGGCTTTGATCCCATGCTGGGCTGGAGCCACGGCAGCTACTTATTGCTTCATGCGCCGTTGCTTAAGCAAAACGCCGAT- STY1865 100 STY0888 57.143 STY1865 98.8 STY0888

STY3088 73 STY3340 53.774 STY3088 53.42 STY3340
ATGACCATGTATGCCACGCTGGAAGAAGCTATCGATGCAGCCCGGGAAGAATTTCTGGCTGACCATCCAGGCCTCGAACAAGACGAAGCGAATGTGCAGCAGTTCAACGTTCAGAAATATGTACTGCAGGATGGGGACATCATGTGGCAGGTCGAATTTTTCGCCGATGAAGGTGAAGATGGCGAATGTCTGCCGATGCTGAGTGGTGAAGCCGCACAGAGCGTGTTTGACGGCGATTATGATGAGATAGAGATCC- STY1190 100 STY2914 56 STY1190 99.5 STY2914
ATGGCCGAAATGGCTGAAGTCGCGAAGGGTGTCGCTACACACCAACGTTTAGTGGCTTTATTAACCCAGGAGAACGCGCGCTATCGTGTGGTGAGCCATGAAGCAGTAGGAAAATGCGAAGCGGTATCTGAAATACGCGGTACTGCGCTGGGCCAGGGCGCAAAAGCGCTGGTCTGTAAAGTCAAAGGCAACGGCGTCAACCAGCACGTTCTTGCTATTCTGGCGGCCGATCAGCAAGCCGACCTCTCTCAGCTTG+ STY1835 100 STY1835 98.7
ATGAGTTCATCGTGTATAGAAGAAGTCAGCGTACCGGATGATAACTGGTACCGAATCGCCAACGAATTGTTAAGTCGTGCGGATATTACAATTAATGGTTCCGCCCCGTCTGACATTCGTGTTAAGAATCCCGATTTTTTTAAACGCGTCCTCCAGGAAGGATCGTTGGGGTTAGGTGAGAGTTACATGGATGGCTGGTGGGAATGCGAGCGTCTGGATATTTTCTTCAGCAAAGTCTTACGTGCCGGTCTTGAA+ STY1695 100 STY1343 61.682 STY1695 99.2 STY1343
ATGAAATACGACCTTATTATTATCGGCAGCGGTTCGGTTGGCGCCGCCGCTGGTTATTACGCCACCCGCGCCGGGCTAAAGGTCCTGATGACCGATGCGCATATGCCGCCTTATCAACAGGGCAGCCACCACGGCGATACCCGTCTTATCCGCCACGCTTATGGTGAAGGCGAAAAATATGTCCCGCTGGTGCTTCGCGCCCAGACGCTTTGGGATGAGCTCTCCACACACAATGAAGAGCCTATTTTTGTCCGC- STY1198 100 STY1198 98.8
ATGCAAAAGAAATCAATTTACGTTGCCTATACCGGCGGTACTATCGGTATGCAGCGCTCCGATAAAGGGTATATCCCGGTGTCCGGGCGCCTTCAGCGTCAGCTGGCGCTGATGCCGGAATTCCACCGCCCGGAGATGCCGGATTTTACCATCCATGAATATGCCCCGCTGATGGATTCATCAGATATGACGCCGGAAGACTGGCAGCATATCGCTGCAGATATCAAAGCGCACTACGATGAGTATGACGGTTTT+ STY1820 100 STY1935 63.366 STY1820 92.36 STY1935
ATGAAAAAGATTTGGCTGGCGCTGGCTGGTATGGTTTTAGCTTTTAGCGCCTCGGCAGCACAGATCAGCGACGGTAAACAGTATATCACGCTGGATAAACCGGTCGCTGGCGAACCCCAGGTACTGGAGTTTTTCTCATTCTACTGCCCACATTGTTATCAGTTTGAAGAAGTGCTTCATGTGTCTGACAATGTGAAGAAAAAGCTGCCGAAAGGCACCAAGATGACCAAGTACCACGTTGAGTTCCTGGGGCCGT- STY3883 100 STY4845 67 STY3883 98.7 STY4845
ATGAACAAGAACGTAGCAGGAATTTTAAGCGCAGCGGCGGTAATGACTATGCTGGCAGGCTGTACGGCGTATGATCGTACAAAAGACCAATTTGTTGAGCCTGTCGTTAAAGATGTTAAAAAAGGAATGAGCAGGGCGCAAGTTGCGCAGATTGCGGGCAAACCGTCATCTGAAGTGAGCATGATTCATGCGCGTGGTACCTGTCAGACCTACATCCTGGGTCAACGTGATGGTAAAGCGGAAACCTACTTTGTTG- STY1802 100 STY1802 99.1

STY4888 64.078 STY4610 64 STY4610 17.9 STY3692
ATGGCAAGCAGTAACTTGATTAAACAATTGCAAGAGCGGGGGCTGGTAGCCCAGGTGACGGACGAAGACGCGTTGGCAGAGCGACTGGCGCAAGGCCCGATCGCGCTCTATTGCGGCTTCGATCCTACCGCTGACAGCTTGCATTTGGGGCATCTGGTTCCATTGTTATGCCTGAAACGCTTCCAGCAGGCAGGGCACAAACCTGTTGCGCTGGTAGGCGGCGCGACCGGTCTGATTGGCGACCCGAGCTTTAAA- STY1673 100 STY0181 61.905 STY1673 99.1 STY0181
ATGACATTTCCTGTAGAAAAAGTACGGGCGGATTTTCCCATACTGCAGCGTGAAGTTAACGGCCTGCCGCTGGCTTACCTGGACAGCGCAGCCAGCGCTCAAAAACCTAATCAGGTGATTGATGCTGAATCTGCCTTCTACCGTCACGGCTATGCTGCGGTACATCGGGGTATCCATACGTTAAGCGCGCAGGCGACCGAAAGCATGGAGAATGTGCGTAAGCAGGCGTCGCGGTTTATTAACGCCCGCTCCGCA- STY1750 100 STY3124 71 STY1750 99.6 STY3124
ATGTTTTCACGCGTGTTGGGCTTTGCCCGTGATGCGATTGTCGCCAGAATTTTTGGCGCAGGGATGGCGACCGACGCCTTTTTTGTGGCGTTTAAACTTCCCAATCTACTACGCCGGATCTTTGCCGAAGGCGCTTTTTCTCAGGCCTTTGTGCCTATCCTGGCGGAATATAAGAGCAAGCAGGGTGAAGAAGCGACGCGGATCTTTGTCGCTTACGTTTCCGGCCTGTTGACGCTGGCATTGGCCGTCGTGACG+ STY1209 100 STY0851 65.686 STY1209 93.81 STY2479
ATGGAAACTTTGCTGGAGATAATCGCGCGGCGTGAAAAGCAATTACGCAGCAAACTTACCGTGCTTGATCAGCAGCAACAGGCGATTATTACTGAACAGCAGATTTGCCAGACGCGCGCTTTAGCAGTGACTACCAGACTGAAAGAATTAATGGGCTGGCAAGGTACGTTATCTTGTCATTTATTGTTGGATAAGAAACAACAAATGGCCGGACTATTCACTCAGGCGCAGAGCTTTTTGACGCAACGGCAGCAGT- STY1704 99 STY1570 62.376 STY1704 97.9 STY1570
GTGCTCAACAAACTCTCTCGTCTGCTGGCTGATGCCGGTATTTCTCTTACCGATCACCAGAAAACGCTGCTGGTCGCCTACGTTGATATGCTGCACAAATGGAACAAAGCATACAACCTGACGTCAGTGCGGGATCCCAACGAAATGTTGGTACGCCATATTCTCGACAGCATAGTCGTTGCGCCGTATCTGCAGGGACAGCGTTTTATCGATGTAGGAACAGGACCGGGGCTGCCGGGCATCCCGCTGGCTATTG+ STY3905 100 STY3905 98.45
ATGATTACAGGTATCCAGATTACTAAAGCCGCTAACGACGACCTGCTGAATTCCTTCTGGCTGCTGGACAGCGAAAAAGGCGAAGCGCGCTGCATCGTTGCAAAATCCGGCTTTGCTGAAGATGAAGTTGTGGCTGTCAGCAAACTGGGCGAGATTGAATACCGTGAAATTCCGATGGAAGTTAAACCGGAAGTACGCGTTGAAGGCGGTCAGCATCTGAACGTTAACGTTCTGCGTCGTGAAACTCTGGAAGACG- STY2839 100 STY0973 85 STY2839 99.5 STY0973
ATGACCACTCTCACGTTGAATACCTCGTTACTCTCTTCTCGCCGTATTCTGGCTGCCTTTAGCGGTGGCCTGGATTCTACGGTGCTTCTGCATCAACTGGTGTTGTGGCGAGAACGCCATCCTGACGTCACGCTGCGTGCTATCCATATTCATCACGGTTTAAGCCCTCATGCTGATAGCTGGGTGCGGCATTGCGAAACCGTATGCGAACGCTGGCAGGTTCCGCTGGTAGTGGAGCGGGTGACGTTGGCGGAT+ STY0261 100 STY1250 63.725 STY0261 98.1 STY1250
ATGTTGAATGCCTGGCACTTACCGGTTGCCCCGTTTGTTAAGCAACATAACGATAAATTAACCATTACGCTGTGGCTGAGCGGAGAAAATCCGCCGTCTCGCGTGACGTTGCGCTCAGAATTCGATAACGAAGAAATCTCACTGGCGATGCGCAAACAGCGCCGCCAGCCGCAGCCGGGCGTGACGGCGTGGCGAGCGACGCTCAATATCGCGTTAGGGCAGCCCCGTCGCCGTTACAGCTTTAAATTGCTTTGG+ STY0439 100 STY1935 71.154 STY0439 97.5 STY1935
GTGTTAACTTTGCTCCATCTACTTTCTGCCGTTGCGCTGTTGGTATGGGGAACACATATCGTTCGTACTGGCGTAATGCGCGTGTTTGGCGCGCGTCTACGCACTGTCCTCAGCCGCAGCGTGGAAAAGAAACCGCTCGCCTTTTGTGCGGGTATCGGTGTTACCGCGCTGGTACAAAGCAGTAACGCCACCACTTTATTGGTAACGTCGTTTGTCGCCCAGGATCTTGTCGCCCTGACGCCAGCTCTGGTGATT+ STY4406 100 STY1281 62.5 STY4406 99 STY1281
ATGAAGAGAGTTCTGACGGCGCTCGCCGCCGCACTCCCCTTCGCCGCTCATGCGGCGGATGCCATTAGCGGCGCGGTTGAACGCCAGCCCACCAACTGGCAGGCGATTATCATGTTTTTGATTTTCGTCGTGTTTACGCTCGGTATTACCTACTGGGCCTCTAAACGCGTACGTTCCCGTAGCGACTACTACACGGCTGGCGGCAATATCACCGGGTTCCAGAACGGGCTGGCGATTGCCGGCGACTATATGTCC- STY4471 100 STY0538 60.194 STY4471 99.4 STY0538
ATGACGGCGCATGAAGTTAATTTTGACGGGCTGGTGGGGCTTACGCACCATTATGCCGGGCTATCCTTCGGCAATGAGGCATCGACCCGCCACCGTTTTCAGGTGTCGAATCCTCGTCTGGCGGTAAAGCAGGGGCTGCTAAAGATGAAAGCTCTGGCGGATGCCGGCTTTCCCCAGGCGGTGATCCCGCCGCATGAGCGGCCCTTTATTCCGGCGTTACGTCAGCTCGGCTTCACGGGTAGCGATGAGCAGATT- STY1808 100 STY1808 99
ATGACCCTGTCTTTTACTGCCCGTTGGCGCGATGAATTGCCAGCAACGTATACCGCGCTTTTACCCACACCGTTAAAAAATGCGCGACTGATTTGGTATAACGACGAACTGGCGCAGCAGTTAGCCATTCCCGCTTCGTTATTTGACGCTACCAATGGCGCTGGCGTTTGGGGCGGCGAAACCTTATTACCCGGTATGTCGCCTGTCGCGCAGGTATATAGCGGGCATCAGTTCGGCATCTGGGCGGGACAACTC- STY1765 100 STY3762 69.231 STY1765 98.5 STY3762
ATGGTTCAGCGTGTCACCATCGCTCCACAAGGCCCGGAATTTTCGCGTTTTGTCATGGGTTACTGGCGTTTGATGGACTGGAATATGTCCGCGCGTCAGTTAGTGAGTTTTATCGAAGAACATCTGGATTTGGGCGTCACTACCGTTGACCATGCGGACATTTATGGCGGTTATCAGTGCGAAGCGGCGTTTGGCGAGGCGCTAACGCTGGCGCCGCATTTGCGGGAAAAACTGCAAATCGTTACCAAATGTGGTA- STY1683 100 STY0697 72.816 STY1683 98.8 STY0697

HCM2.0081 54.455 STY3555 53.333 HCM2.0081 17.73 STY3555



GTGAAGATACTTATTACTGGCGGGGCAGGTTTTATTGGATCAGCTGTTGTTCGCCATATTATTAAGAATACACAGGACACTGTAGTTAATATTGATAAATTAACCTACGCCGGTAATCTTGAATCCCTTTCTGATATTTCTGAAAGTAATCGCTACAATTTTGAACACGCGGATATTTGTGATTCCGCTGAAATAACGCGTATTTTTGAGCAGTACCAGCCGGACGCGGTGATGCATTTGGCTGCGGAAAGTCAT- STY2307 100 STY3633 80 STY2307 99.2 STY3633
ATGAATCTTGGTACCTTAGTGTCTGAAACCCGTAACCCGCAAACGATGGATCTGGATGCGTTGTCTACTCCTGAATTAGTTAAGCGTTTTAATGAACAGGATACGCTGGTAGCGGAAGCAGTAAAAGCCACTCTGCCTGACGTTGCGCGTGCGGTGGATGCTGCTGCGGCGGCGCTGAAGTCTGGCGGACGTATCATCTATATGGGGGCGGGCACCAGTGGTCGGCTTGGCGTACTGGATGCCTCAGAATGCCCCC- STY2817 100 STY3143 63.208 STY2817 98.2 STY3143
ATGCTCGTCTATTGGCTGGATATTGTAGGCACGGCTGTATTTGCTATCTCTGGCGTGTTGCTGGCCGGGAAATTACGTATGGACCCGTTCGGCGTCCTGGTGCTCGGCGTCGTTACTGCCGTCGGCGGCGGGACAATCCGCGATATGGCGCTGGATAACGGCCCGGTATTCTGGGTTAAAGATCCTACCGACCTGGTCGTCGCCATGGTCACCAGTATGCTGACCATCCTGCTGGTTCGCCAGCCGAGACGTCTGC+ STY0227 100 STY0122 63.81 STY0227 98.7 STY4056
ATGAACAAATTTTCCAGTGTCTGGGTATTCAGCGATACCCCTTCTCGTCTGCCCGAACTGATGAGTGGTGCGCAGGCTGTAGGTGAAAAAGTTAACGCGTTCGTACTGAACGAAGCGGACAGCGCGACAGCATGTCATTTGGGCGCGGATCATGTCTGGCTGCTCAGCGGCAAACCAGAAGATCGCATGATCGAAGACTACGCTGCTGCGATGGCTGAGACTATTCGTCAGCATAGCGAGGGCGGCGCGGTGCTG+ STY0086 100 STY3896 63 STY0086 98.8 STY3896
ATGACGCTGTTTACGACATTACTGGTGCTGATTGTCGAGCGCCTGTTTAAGCTGGGCGAGCACTGGCAGCTCGATCATCGGCTGGAGGCGCTATTCCGTCGGATTACGCATTTTTCGATGTTGCGCACGATGGGAATGACGGCGATCGCGATGGTGGTGACTTTTCTACTGCTCCAGGCGTTAAAAGGGCTGCTATTTAACGTGCCGACGCTGGTGGTGTGGATTCTCCTGGGCGTGCTGTGTATCGGCGCGGGCA+ STY0169 100 STY0169 99.28
ATGCAGGGCACAAAAATTCGACTCTTAGCGGGCAGTCTGTTGATGTTGGCCTCTGCCGGCTATGTGCAGGCAGATGCGCTCCAGCCCGATCCGGCATGGCAACAGGGGACGCTGGCTAATGGGTTACAGTGGCAAGTGTTGGCTACGCCTCAGCGCCCCAGCGATCGTATTGAAGTTCGTCTACAGGTTAATACCGGTTCGCTCACCGAAAGTACGCAACAGAGCGGGTTTAGCCATGCGATTCCCCGTATCGCG+ STY4190 100 STY0801 61.905 STY4190 98.9 STY0801
ATGAAACAAACACAACGGCATGACGCGATCATTGAACTGGTGAAAAAACAGGGGTACGTCAGTACGGAAGAGCTGGTGGAGCATTTTTCTGTCAGCCCGCAAACCATTCGTCGGGATCTTAACGATCTGGCGGAACAGAATATGATTTTGCGCCACCACGGCGGCGCGGCGTTGCCCTCCAGCTCGGTGAACACGCCGTGGCACGATCGTAAGGCGACGCAAACGGAAGAAAAAGAGCGCATCGCTCGCAAAGTCG+ STY4280 100 STY3853 76 STY4280 98 STY2959
ATGACATTCACGGACTGGCCGTGGCGCCACTGGCGTCAGGTTCGCAGTCAGGCGCCCGCTCTGCGCCTGAACGATGAAGTGCTAAGCTGGCGCGCCCTCTGTGAGCGTATTGATGCGCTGGCGGGCGGGTTTGCCGCGCAGGGCGTACGGGAGGGCGACGGTGTCCTGCTGCGCGCCGGGAATCAGCCGCGCACTCTGTTGGCATGGCTTGCGCTGATGCAGTGCGGCGCGCGGGTTCTGCCCGTCAACCCGCAG- STY2535 100 STY2535 98.1
ATGCAATTGCGTAAATTACTTCTGCCAGGGTTGCTTTCCGTTACCCTGCTCAGCGGCTGTTCACTGTTTAGCGGCGAAGAAGATGTCGTCAAGATGTCTCCATTACCGCAGGTTGAAAACCAGTTTACCCCGACCACTGTCTGGAGCACCTCTGTCGGTAACGGAATTGGTGAATTTTATTCTAACCTTCATCCGGTAATGGCAGATAACGTGGTCTATGCAGCCGATCGCGCGGGCGTGGTAAAAGCGCTCAAT- STY2765 100 STY0008 63.366 STY2765 99.1 STY0008
ATGCGGCGGCGAGTCGCGCCCACTTCACATTACTTCCGGCGATGCCACCAGCCTAAAAACAGACCTGTCGCAATCCCGACCAGCGTTGGTGCCGCCAGATCGTGCCAGATAGTAATGCTCAACTCTGTGAGCGTCATATTGCCGCCTTTGTTGCAATGGCAACGGTTCGCGGCTATCCTCAACTTGTCTGGGGTCAAGTTAGCCCCCGTAATGTTGCCGGTGAATACCGAACAATGTGCGGGGGTTTTCTCTTTCC- STY0450 100 STY4174 85.149 STY0450 81.3 STY4174
ATGAAAATCTCGTTAGTCGTTCCGGTCTTCAATGAAGAAGCCACGATACCTATTTTCTATAAAACGGTTCGCGAGTTTGAAGAGTTAAAACCGTATGAAGTTGAGATTGTTTTCATCAACGACGGAAGCAAAGATGCGACTGAATCAATAATTAACAAAATAGCTGCATCTGATCCGCTCGTTATTCCGCTTTCGTTTACGCGAAACTTCGGTAAAGAACCTGCTCTTTTCGCGGGTCTCGACCATGCAACCGGG- STY0606 100 STY2627b 84 STY0606 98.1 STY2627b
ATGGCTCGCGCAAAACTGAAATTTCGGCTGCATCGTGCAGTCATTGTATTGTTCTGTCTCACACTGCTCGTCGCGCTCATGCAGGGCGCGTCCTGGTTTAGTCAAAACCACCAGCGACAGCGCAATCCACAGCTGGAAGAGCTGGCCCGCACGCTGGCGCGCCAGGTGACGCTCAACATCGCCCCGCTGATGCGCAGCGAAACACCGGATGAAAATCGCATCAACGCCGTGCTGCGTCAGCTCACGCAAGAGAGCC- STY4924 100 STY3467 61 STY4924 98.3 STY3467
ATGAACCGGTTTATTATGGCGGATGCGTCGGCGTGTATCGGGTGTCGTACCTGCGAGGTCGCCTGCGTGGTGTCGCACCAGGAACAGCAGAATAGCGCGGCGGTGACGACGGCGGACTTTGTGCCGCGTATCCGGGTGATAAAAGAGGATAGCTTCACCACGGCCACGGTCTGCCATCAGTGTGAGGACGCGCCGTGCGCGAATGTCTGCCCGGTACAGGCGATTCGCCGTGATCGGGGGCATATCTTCGTGACGC+ STY4132 100 STY2965 71 STY4132 99.4 STY2965
ATGACGAATAGCGCTTCGCAGGCGACACGCGCGCCTTTTGAACATAGCCTGGGGATTATCCGCCAGGCATCAATAGAAATCCTGCTGCTGCTGGGTATTCATACCACAGAGGGAAAAGAGCCCCGGTGGTTCATGGAACAACTTGAGCAGGCGCGTCTTAACCTGGGCGGTTGGGGCGCGGTGGCGAAAAAATTGCGGATAAATGACGCGCAGTTGAGCCAGTTTATGCTGCAACTGCGTCATCTTCAGCAGCAT+ STY4199 100 STY0960 64.706 STY4199 98.9 STY0960
ATGACCACAGATTACACTGCAAAGATTCTCACAATGAGCAAATCATTACAAAAACCCACCATTCTGAAAGTGGAAACCGTCGCACAATCCCGACTGTTTAACGTAGAAAGCGTGGATCTGGAGTTCAGCAACGGCGTGCGTCGCGTGTATGAACGTATGCGACCATCAACCCGTGAGGCGGTAATGATTGTGCCGATCGTTGATGAGCATCTGATTCTTATTCGTGAGTATGCGGTGGGAACCGAATCCTATGAGC+ STY4302 100 STY0157 59.406 STY4302 100 STY0157
ATGAGCATCACTTTACTTGACGGCGTAGTGAAGAAAAACCGCGCACGTTTAATTCCTTTTATGTTGGCGCTGTACGTACTGGCGTTTCTGGATCGTTCAAATATTGGTTTTGCCAAAGAGACCTATCAGATAGATACCGGGCTAAGTAATGAAGCCTACGCGCTAGGGGCCGGTATTTTCTTTGTGGTTTACGCTTTCCTTGGCGTACCGGCTAACCTGCTGATGCGCAAATTTGGCGCAAGAACCTGGATCGGC- STY2520 100 STY2501 66.667 STY2520 99.8 STY2501
ATGACGCGCCGTGCTATCGGGGTGAGTGAAAGACCGCCGCTTTTACAGACAATCCCGCTTAGTTTACAGCACCTTTTCGCCATGTTTGGCGCGACCGTGCTGGTGCCAGTTCTGTTTCATATCAATCCCGCGACGGTGCTGCTGTTTAACGGTATCGGAACGTTGCTGTATCTCTTTATCTGCAAAGGTAAAATTCCTGCCTACCTCGGATCGAGCTTTGCCTTTATTTCCCCGGTATTACTGTTGTTGCCGCTG- STY2738 100 STY4046 82 STY2738 99.3 STY4046
ATGTCGAGTAAGTTAGTACTGGTTCTGAACTGCGGTAGTTCTTCACTGAAATTTGCAATTATTGATGCAGTTAATGGTGATGAATACCTTTCTGGTTTAGCCGAATGTTTCCATCTGCCAGAAGCACGCATCAAATGGAAAATGGACGGCAGTAAACAAGAAGCGGCTTTAGGTGCAGGCGCCGCTCACAGTGAAGCGCTGAACTTTATCGTTAACACTATTCTGGCACAAAAACCAGAACTGTCTGCGCAGTTA+ STY2567 100 STY3424 72 STY2567 99.3 STY3424
ATGAAAAACGTAATCGGTACTGGCAGTGCGCTTGATCGCCTGAAAAGAATTATCCCAGCCAGTGTGCAGCCGAAATTCTCGACTGCTGATGAGTGGCGGGCATGGCAGGAAGCCGAAGGGCGTAAACGCAGTGAAGAGCTTGACAGGATGAATCAGAAATCCCGCACCGAGAAGATTTTCGGGCGATCTGGCATTCAGGATCTCCATCGTAGCTGTACGTTTGCTAACTACGAAGTAAGCGGGGAGGGGCAGCGAA+ STY1023 100 STY2062 70 STY1023 99.6 STY2062
ATGAAAACGTTGGTAGTTGCTCTTGGCGGCAACGCATTATTGCAGCGCGGAGAAGCGCTAACGGCAGAGAATCAATATCGCAATATTGCCGACGCGGTGCCTGCGCTGGCACGACTTGCCCGCTCGTATCGGCTGGCGATAGTACATGGCAACGGCCCCCAGGTCGGCCTGTTGGCTTTACAGAACCTTGCCTGGAAAGCCGTTGAGCCTTATCCGCTGGATGTGCTGGTGGCGGAAAGTCAGGGAATGATCGGCT+ STY0580 100 STY4804 69 STY0580 98.9 STY4804
ATGTTAAACAGTATATTCATTATATTCTGCCTGATCGCTGTAAGTGCGTTCTTCTCCATCTCCGAGATCTCGCTTGCCGCATCACGTAAGATTAAACTTAAGTTATTAGCTGATGAAGGCAGTATCAACGCACAACGCGTATTGAAAATGCAGGAAAATCCCGGCATGTTTTTCACCGTTGTGCAAATTGGCCTGAACGCCGTCGCTATTCTTGGCGGTATCGTCGGCGATGCGGCATTTTCGCCCGCCTTTTCC- STY4766 100 STY3460 61 STY4766 99.2 STY2332

STY2048 91 STY1725 62.617 STY2048 48.5 STY1725
ATGAGTAACATCCTGATTATCAACGGGGCGAAAAAATTCGCGCACTCCAACGGCCAGTTGAATGACACCCTGACCGAAGTTGCCGATGGGCTGCTGCGCGATCTGGGTCATCAGGTTAAGATCGTCCGCGCCGACAGCGACTATGACATTAAAGAAGAGGTGCAGAATTTCGTCTGGGCTGACGTGGTGATTTGGCAGATGCCAGGCTGGTGGATGGGCGCGCCATGGACAGTAAAAAATATATGGATGATGTCTT+ STY3356 100 STY3356 99.3
ATGAAAAAAAATCGCGCTTTTTTGAAGTGGGCAGGGGGAAAATACCCTCTGCTTGATGATATCAAACGACATTTGCCAAAAGGCGAGTGCCTTGTCGAACCTTTTGTGGGTGCCGGATCGGTGTTTCTTAACACCGACTTTTCTCGTTATATCCTCGCCGATATCAACAGCGACCTTATTAGCCTCTATAACATCGTGAAGTTACGTACTGACGAGTATGTACAGGCTTCGCGCGAGCTGTTTATGCCTGAAACTA+ STY4312 100 STY4636 73 STY4312 99.6 STY1014
ATGTTCCAGTTATCGGTTCAGGACATTCATCCGGGCGAGCAGGTCGGAAATAAAGAAGAGGCCATTCGGCAAATCGCCGCTGCGTTAGCGCAGGCGGGGAATGTGGCGGGCGGCTATGTTGACGGTATGCTGGCGCGCGAACAGCAAACCTCAACCTTTCTTGGCAATGGTATTGCGATTCCCCATGGTACAACAGACACGCGCGATCAGGTGCTGAAAACCGGCGTCCAGGTCTTTCAATTTCCGCAGGGCGTT- STY2442 100 STY3438 69 STY2442 98.9 STY4111
ATGGCATACACCACTTTTTCACAAACGAAAAACGATCAGCTCAAGGAACCCATGTTCTTTGGCCAGCCGGTCAACGTTGCACGCTATGACCAGCAGAAATATGACATCTTCGAAAAACTGATCGAAAAACAGCTCTCTTTCTTCTGGCGTCCGGAAGAGGTCGACGTCTCCCGCGATCGTATCGACTATCAGGCGTTGCCGGAGCACGAAAAACATATCTTCATCAGCAACCTCAAATACCAGACGCTGCTGGAT+ STY2507 100 HCM2.0121c 82 STY2507 98.5 HCM2.0121c
ATGCCTGCATTAGATTTGATTCGACCTTCAGTGACTGCCATGCGCGTGATTGCCTCCGTGAATGACGGCTTTGCGCGGGAACTTAAATTACCGCCACATATACGTAGTCTCGGACTCATCACGGCAGATTCTGATGATGTGACCTATATTGCCGCTGACGAAGCGACCAAACAGGCGATGGTGGAAGTAGTCTATGGCCGCTCCCTCTATGCCGGGGCGGCTCACGGGCCGTCGCCTACCGCCGGTGAAGTGTTGA- STY2693 100 STY2693 98.5
ATGAACAGCCAGTTTGCCGGATTAACGCGCGAAGCATGTGTGGCATTGTTAGCGTCATATCCGCTTAGTGTGGGTATTCTGGCAGGGCAGTGGATTGCGTTGCATCGCTATCTGCAACAGTTGGAAGCGTTAAACCAGCCGCTGTTGCATTTGGATTTGATGGATGGTCAATTTTGCCCACAGTTTACCGTTGGGCCATGGGCAGTTGGGCAACTGCCGCAAACTTTTATCAAAGATGTTCATTTGATGGTAGCGG- STY3790 100 STY3151 60.784 STY3790 98.7 STY3151
ATGGCCAAAGAACAAACGGACCGTACGACATTAGATCTGTTCGCGCACGAGCGTCGCCCGGGACGACCTAAAACGAATCCGCTTTCGCGCGATGAACAGTTACGCATCAACAAGCGCAACCAGTTAAAACGCGACAAAGTTCGTGGCCTCAAGCGTGTCGAATTAAAACTCAACGCACAAGCGGTTGACGCGCTGAATGAGCTGGCCGAAGCGCGCAACATTAGCCGCAGCGAGCTCATTGAAGAAATATTAATGA- STY0733 100 STY0655 88 STY0733 100 STY0655
ATGACTTTGCTTTCAGGAAAAAACACACTGGTTCTCTGCCTCTCCTCTATTTTATGTGGATGTACGACGAACGGCTTACCCGCACCTTATAGTATTAATTTGTCGTTCCCGGTCATTACACAAAACCAAATTAATTCCGGTGGTTATTACATAAATGACGCGGAACAAATTCGGACAACTGATGGTCTGTGCCTTGATACAGGCCCAGATCAACAGAATCGTTTGACGCTGCGGGAGTGTAAACATGTGCAATCTC+ STY1882 100 STY1412 85 STY1882 95.01 STY1412
ATGGATTATCAAAATAATGTCAGCGAAGAACGTGTTGCGGAAATGATTTGGGATGCCGTTAGTGAAGGCGCCACGCTAAAAGACGTTCACGGGATCCCTCAAGATATGATGGACGGTTTATATGCTCATGCTTATGAGTTTTATAACCAGGGACGACTGGATGAAGCTGAGACATTCTTTCGTTTCTTATGCATTTATGATTTTTACAATCCCGATTACACCATGGGACTGGCGGCGGTATGCCAACTGAAAAAAC- STY3009 100 STY3009 99.2
ATGAACGACAACGCTTTTACTTTCCAGACGCTACACCCGGAAACCATCATGGATGCGCTGTTTGAACAGGGGATCAGGGTGGATTCCGGGCTGACTCCACTAAACAGTTATGAAAACCGCGTCTATCAGTTTCAGGATGAAGACCGTCGACGTTTTGTCGTTAAGTTTTATCGTCCTGAACGCTGGTCTGTTGATCAAATTCGGGAAGAACACCAATTCGCGCTTGAACTGGTGAAGGATGAGGTTCCGGTTGCT- STY3884 100 STY1101 61.538 STY3884 99.3 STY1101
ATGGTCGTTGACAGACTGAGAACCGATCTTCTCAACAAGCTGATAAACGCGCGTATCGATCTTGCCGCTTATCTGCAATTGCGAAAAGCGAAGGGGTATATGTCAGTCAGCGAAAGTGACACTCTGCGTGACAATTTTTTTGAACTGAATCGCGAGCTCCACGATCACGCTTTACGGCAGGGACTGCATCTCGATCAGGAAGAGTGGAACGCGCTGCGCCGTGCCGAAGGCGCGCTTGCAGCCGCCGCCGTTTGTT+ STY0893 100 STY2696 68.224 STY0893 99.7 STY2696
ATGTCAGCCAAACATCCGGTGATAGCAGTAACAGGGTCAAGCGGCGCGGGGACCACCACCACCAGCCTCGCGTTTCGTAAAATTTTCGCGCAGTTAAATCTGCATGCCGCCGAGGTGGAAGGCGACAGTTTTCATCGTTACACCCGCCCGGAAATGGACATGGCGATCCGCAAAGCGCGTGACGCCGGGCGGCATATCAGCTATTTCGGGCCTGAAGCCAATGACTTCAGCCTACTGGAACATACCTTTATTGAGT- STY4333 100 STY2615 63.462 STY4333 98.6 STY2615
ATGGTTGCCCCTGTTCCCGCAAAACGCGGGAGAAAACCTGCCGCTACCACTGCACCCGTAACCGGGCAGGTTCAGTCTTTAACTCGCGGTCTGAAGCTGCTGGAGTGGATTGCCGAGTCCAACGGCAGCGTCGCGCTGACCGAACTGGCGCAACAGGCGGGTTTGCCTAATTCCACGACTCACCGTCTACTCACCACCATGCAGCAACAGGGTTTTGTCCGCCAGGTTGGTGAGCTGGGCCACTGGGCCGTAGGCG- STY4404 100 STY0564 67.647 STY4404 98.2 STY0564
GTGGAATATTCAATATTAAGTAACAACCTTAAAATGCCTATGGTGGGTTTTGGCGTTTTTAAGGTAACCGACAAAGAAGAATGTCAGCAGTCAGTGTTAAGCGCTATTCGCAGCGGTTATCGTCTTATCGATACCGCTGCGGTATACGGCAATGAAGATGCCGTTGGTGACGCTGTTCGTGAAGCCATCGCGACAGGTCTGTGTACCCGTGAGGAGTTATTTATTACTTCTAAACTGTGGGTGCAAGATATGGCTA+ STY1388 100 STY0259 63.81 STY1388 99.3 STY3338
ATGGCAAGATATTTGGGTCCTAAGCTCAAGCTGAGCCGTCGTGAGGGCACCGACTTATTCCTTAAGTCTGGCGTTCGCGCGATCGATACCAAGTGTAAAATTGGACAAGCTCCTGGCCAGCACGGTGCGCGTAAGCCGCGTCTGTCTGACTATGGTGTGCAGTTGCGTGAAAAGCAAAAAGTTCGCCGCATTTACGGTGTGCTGGAGCGTCAGTTCCGTAACTACTACAAAGAAGCAGCACGTCTGAAAGGCAACA+ STY4382 100 STY4715 63.107 STY4382 99.8 STY4715
ATGTTAAAGCGCGTGTTTTACAGCCTGTTGGTCCTGGTAGGCTTGCTGCTGTTGACGGTGCTTGGCCTCGATCGGTGGATGAGCTGGAAAACAGCGCCCTATATCTATGACGAGCTACAGGATCTCCCCTACCGCCAGGTTGGCGTCGTGTTAGGGACAGCCAAATACTATCGCAAGGGTGTCATTAATCAGTACTATCGTTATCGTATCCAGGGCGCGTTAAACGCTTACAATAGCGGTAAAGTCAATTACCTGC+ STY2414 100 STY3402 66 STY2414 99.5 STY3402
ATGTTTCGACACGTAAAACAACTTCAATATACTGTGCGAGTGAGCGAACCTAATCCTGGATTAGCGAACCTGCTGCTGGAACAGTTTGGCGGCCCGCAGGGCGAACTGGCGGCCGCCTGCCGCTACTTCACGCAAGGTTTAAGCGATGATGATGCCGGTCGTAGAGAGATGTTAATGGACATCGCCACCGAGGAGCTGAGTCATCTGGAAATTATCGGCTCACTGGTAGGAATGCTTAATAAAGGCGCTAAAGGCG- STY1320 100 STY0544 63.107 STY1320 99 STY0544
GTGAGTTTTATACGATTACATAAAGATGCCGCTGCAATGTGGTTGAGTCGGCTGTTACCTGCGGCGATCTTCATTCTGGTGGGGCTATTTTCCATTATGGTCATTCGCGACTATGGCCGTGAGAGCGCTGCCGCCAGGCAGACGCTGCTGGAAAAGGGAAATGTACTCATTCGCGCTCTGGAGTCCGGCACGCGAGTAGGTATGGGAATGCGGATGCATCACGCGCAGCAGCAGACATTGCTGGAAGAGATGGCG- STY3712 100 STY0006 65.049 STY3712 99 STY1619
TTGCGCTTCTTTTTTATCCTGATGGTGCTGCCAGGCGCCGATAGAAGAGTAGACGAAACGTCCAAAGAAGAAGAGAAAACTGATAAGCAGTACGATACGGGTCATGCGAGTGTTAAATCGATGTCGTTTTCGCATACTGTTGGCCTGACTTACAAAGGGTTCCTTAACGTTGGCCCAGCGGTATGGGCGGGATCAGGCTGGGTTCTTCAAAGGTATTATCAAGGCGAAGAACGTAACAAGCCTGCGTTCACTCTAC- STY2746 100 STY4323 48 STY2746 98.9 STY4323
ATGCTCACTCGCCTGCGCGAAATAGTCGAAAAAGTGGCCAGTGCGCCGCGTCTGAACGAGGCGCTGAATATTCTGGTCACGGATATCTGTCTTGCGATGGATACAGAGGTTTGCTCGGTTTACCTGGCCGATCATGACCGACGCTGTTATTACCTGATGGCGACGCGGGGGTTGAAAAAACCGCGTGGTCGAACCGTTGCGCTTGCGTTTGATGAGGGGATCGTCGGTCTGGTGGGCAGGCTGGCGGAACCCATT+ STY3144 100 STY2668 67.327 STY3144 99.01 STY2668

STY3013 100 STY3014 100 STY3014 57.41 STY3013
ATGAGCATTAGTCGTCGTTCTTTTTTGCAGGGGGTAGGCATAGGCTGCTCTGCCTGCGCGCTGGGCGCTTTTCCGCCCGGGGCGCTGGCGCGCAACCCGATTGCCGGCATTAACGGTAAAACCACGCTAACGCCAAGTTTGTGCGAAATGTGTTCCTTTCGTTGCCCTATTCAGGCGCAGGTAGTCAATAACAAGACCGTTTTTATCCAGGGCAATCCTTCTGCGCCGCAGCAGGGGACGCGCATATGCGCCAGG- STY2271 100 STY1738 66.019 STY2271 98.9 STY0962
ATGAATGTCTATACATTTGATTTTAATGATATTAAAAACCAAAGCGATTTTTATCGCGAGTTTACGCAGACGTTTGGCCTTGCCAGTGAGAAAGTAAGCGATCTTGATACATTATGGGATGCGGTAATGAGCGATATCTTACCCCTACCGCTAGAGATTGAGTTCGTTCACCTGCCTGATAAACTGCGCAGGCGCTACGGGGCGCTGATTTTACTCTTTGATGAAGCGGAAGAAGAGCTGGAGGGACGGCTACGGT- STY3544 100 STY3544 98.9
ATGAATCCAATTATAGATGGAATTATTGCGCTTGAAGGCGGTTACGTATTTAACCCTAAAGATAAAGGCGGCGCCACTCATTGGGGCATTACCGAAGCCACGGCGCGAGCGCATGGCTATGCTGGCGATATGCGGGATCTGACCCACGCTGAAGCCTACGCGATTCTCGAAGAGGATTACTGGATAAAACCAGGCTTTGATGTCATCTCGACGCTATCGTGGCCAGTCTCATTCGAGCTGTGCGATGCGGCAGTCA- STY0016 100 STY1889 71 STY0016 98.3 STY1889
ATGGAATCCCGCCAATTATCCGCTACAGCACATGAGATGATGAATAACGGTGACGCCTTCGCGCATCAGCAAATGGCTCAGACACAGAAACCCAGCGCCCCGACTACTGTGGAAAATGCGACACCCTTTTCTGAAATGGACGACTATGAAAAAGCAATGGTCATCCATCAATCGATGAATAATGCCCATTCTTTCTCCCACGAGATCCAGGCTGAGGAGCACCATAAACAGATTAAACGCAATTAG- STY0609 99 STY0348 48 STY0609 98.4 STY0348
ATGAGTAAACCACTCTGTTCAACAGGACTACGCTGGCTATGGCTGGTAGTAGTCGTGCTGATTATCGATTTGGGCAGCAAATACCTGATCCTCCAGAATTTCGCTCTGGGGGATACGGTAGGGCTGTTCCCGTCGCTTAATCTGCATTATGCGCGTAACTACGGCGCGGCTTTTAGCTTCCTGGCGGATAGCGGCAGCTGGCAGCGCTGGTTCTTTGCCGGGATTGCGATAGGGATCTGCGTAATTCTTTTGGTGA+ STY0056 100 STY0063 60 STY0056 96.4 STY3380
ATGACAACTTATCAGGAGATTGAAGCCAGATTGATTCGCTGTTTCACTATCACGTCATGGATAGCGTGCCAGATTGCCAGCTATATGGATTTTAAGCTGTTTACGCATAGCAACTTTTTTAGCGAAAATTAA+ STY0755 100 HCM1.63c 43 STY0755 99.2 HCM1.63c
ATGTCGCTGTTTCTGACAAGTTTTATTTTCGAAAAAAAAGAGTACGACGAAGAGTTTTATCAACTGGATGGCTGGATTGAGCGCTATACACAGACTATTGATGGCTATATTGGGATGGAAAGCTATACCGATGCCGCCAGCGGAAGAATGGTTAATAATTATTACTGGCAGACCCGCGAATCAATGGAGCTATTGATAAATAATTTACAGCACCAGCAGGCCAAATCACAAAGTCATAAGTGGCTTTCCGGTTACC- STY1398 100 STY1398 97.6
ATGAGTCAAACATCATCGAATCCGGCAACCATACGCTTGCCGTTTAAAGAAAAACTTGCCTATGGACTGGGGGATTTAGGTTCCAATATCCTGTTAGATATCGGGACCCTCTATTTACTCAAATTTTATACCGATGTGCTGGGTTTACCAGGGACTTACGGCGGGATCATTTTCCTGATCGCCAAATTTTTTACCGCATTTACCGATATGGGTACCGGCATTATGCTCGACTCGCGGCGTAAAATTGGTCCGAAG+ STY3860 100 STY3861 84 STY3860 98.8 STY3861
ATGACTGACAATCGCGTAGAGAATAGCAGCGGACGGGCGGCGCGCAAGCTAAGGCTCGCATTAATGGGACCTGCGTTCATTGCCGCGATTGGTTATATCGATCCCGGTAACTTCGCGACCAATATTCAGGCCGGCGCCAGCTTTGGCTACCAGCTACTCTGGGTGGTGGTCTGGGCGAACCTGATGGCGATGCTGATTCAAATCCTCTCGGCAAAACTCGGGATCGCCACCGGCAAGAACCTGGCGGAGCAAATT- STY2649 100 STY3928 62.136 STY2649 99 STY3928



ATGGGCAGCACGATCTCTCCGTCGTCGGGTGAATATTTGTTGGAAATGCGTGGCATTAACAAATCATTTCCCGGCGTGAAAGCGCTTGATAATGTCAACTTAAACGTTCGTCCGCACTCTATTCATGCATTAATGGGCGAAAACGGCGCAGGCAAATCAACATTATTAAAATGTCTTTTCGGTATTTATCAAAAAGACTCCGGCAGCATTGTATTTCAGGGAAAAGAAGTGGACTTCCATTCGGCGAAAGAAGCG- STY2422 100 STY3896 74 STY2422 98.7 STY3896
ATGATTCCACAAATTTCTCAGGCACCCGGCGTCGTTCAGCTGGTGCTCAATTTTTTGCAGGCGCTGGAGCAGCAAGGGTTTACGGGCGATACGGCAACCAGCTATGCCGACCGTCTGACAATGTCGACCGATAACAGTATCTACCAGCTTCTTCCCGATGCTGTTGTGTTTCCCCGTTCTACGGCGGATGTCGCGCTTCTTGCCCGTCTGGCGGCGGAGCCGCGCTTTACGTCGCTGATATTTACCCCGCGAGGC+ STY1758 100 STY2697 92 STY1758 98.6 STY1520
ATGAAAATTCGTTCACAAGTCGGCATGGTGCTGAATCTCGATAAGTGCATCGGCTGTCATACCTGTTCAGTCACCTGTAAAAACGTCTGGACCAGTCGCGAAGGTATGGAATACGCCTGGTTCAACAACGTAGAAAGTAAGCCCGGCGTTGGTTTTCCTAATGACTGGGAAAATCAGGAAAAATGGAAAGGCGGCTGGATCCGCAAAATCAACGGCAAACTACAGCCGCGCATGGGCAACCGGGCGCTGCTGCTG+ STY1289 100 STY1487 89 STY1289 97.7 STY1487
GTGAGTGGTTACAATGAGCAGTTCCTGAAAAAAAATCCATTAGCGATATTAGGCGTGCTACGGGATTTAAATAAAAATCAGGTTCCACTGCGTATTTCATGGGCGCATGGTCAATTCATTAGTAAAATTTTGGCGGTAGCCCCGGAAAAACTCATCGTGGATTACGGCAGCCAGGAATATAAAAATAGCGCCGTATTACGCGCCGGGCAGGTAGCCATTATCGCAGAAACACAAGGCGCAAAAGTCGAGTTCACGT+ STY1926 100 STY1676 65 STY1926 98.1 STY1239
ATGCGTTACTCACCTGAAGCGTTAATGGCATTTGTTGAGGCCGTCTCTTGCGGCTCGTTTTCTGCGGCGGCGCGCCGCCTGCGTAAAAGCCAGTCCACCATTAGTACCGCCATTGCGCATCTGGAGGCGGATCTGGGATTTTCATTATTTGATCGATCATCGCGCCAGCCCGTTCTGACCGAAGAAGGAAAACGGGTGCTTAGCTATGTTCAGGCTATTTTATCGGCGAGCGACCGTCTGGATGAGGTGGCGCTGA- STY3165 100 STY0026 65.049 STY3165 97.7 STY0950
ATGAGTTCATTAAGTCACGCGGCGAGCAGTGCGGAGAAACGCACGAACGCCCGCTACTGGATAGTGGTGATGCTGTTTATCGTCACATCCTTCAACTACGGCGACCGCGCCACATTGTCCATTGCCGGCTCAGAAATGGCCAAAGATATCGGCCTTGATCCGGTAGGTATGGGCTATGTTTTTTCTGCTTTTTCATGGGCCTATGTTATCGGGCAGATCCCGGGCGGCTGGCTGCTGGACCGCTTTGGTTCCAAA- STY3100 100 STY4097 75 STY3100 99 STY4097
ATGCACTATCACCGTATACCCCACAGCTCGCTCGAAGTAAGTACGCTAGGGCTGGGCACAATGACATTTGGTGAACAAAACAGCGAAGCCGACGCTCACGCACAGCTCGACTATACCATCGCAAATGGCATTAACCTTATCGACGCCGCCGAGATGTATCCGGTACCGCCGCGCCCGGAAACACAAGGGCTGACGGAGTCCTATATCGGTAACTGGCTCGCCAAACGCGGCAACCGTGAAAAACTGATCATCGCC+ STY3151 100 STY0460 59.259 STY3151 98.8 STY0460
ATGGAATCACTGGCCGCGCTCTATAAAAATCATATTGTTACCTTACAAGAACGGACGCGCGATGTTCTGGCGCGCTTTAAGCTGGATGCGTTACTTATTCATTCCGGCGAGCTTTTCAACGTCTTTCTCGACGATCACCCTTATCCGTTTAAGGTCAATCCGCAGTTTAAAGCGTGGGTGCCGGTAACTCAGGTTCCAAATTGCTGGCTGCTGGTCGATGGCGTCAACAAACCCAAATTGTGGTTTTATCTGCCG- STY3576 100 STY3214 62.617 STY3576 98.9 STY3214
ATGAAAAATGTTGGTTTTATCGGCTGGCGCGGAATGGTCGGCTCTGTTCTCATGCAACGCATGGTAGAGGAGCGCGATTTCGACGCTATTCGCCCTGTTTTCTTTTCTACCTCCCAGTTTGGACAGGCGGCGCCCACCTTCGGCGACACCTCCACCGGCACGCTACAGGACGCTTTTGATCTGGATGCGCTAAAAGCGCTCGATATCATCGTGACCTGCCAGGGCGGCGATTATACCAACGAAATTTATCCAAAG+ STY4271 100 STY2587 69.307 STY4271 99 STY2587
ATGAAGAACTGGAAAACGCTGCTTCTCGGTATCGCCATGATCGCGAATACCAGTTTCGCTGCCCCCCAGGTAGTCGATAAAGTCGCAGCCGTCGTCAATAATGGCGTCGTGCTGGAAAGCGACGTTGATGGCTTAATGCAATCAGTCAAACTCAACGCGGGTCAGGCAGGTCAGCAGCTTCCGGACGACGCCACGCTGCGCCACCAGATCCTGGAACGTTTGATTATGGATCAAATTATCCTGCAGATGGGTCAG+ STY0107 100 STY1819 74.312 STY0107 99.1 STY1819
ATGAAACGCATTCTGGTGACCGGCGGCGCAGGCTTTATCGGATCTGCGGTGGTGCGGCATATCATCCATGAAACGGCAGACGCGGTGGTGGTGGTGGATAAACTCACCTATGCGGGCAACCTGATGTCTCTGGCGTCGGTGGCGCAAAGCGACCGTTTCGCCTTTGAGAAGGTGGATATCTGCGATCGGGCATCACTGGAGCAAGTTTTCCAGCAGTATCAGCCCGATAGCGTGATGCACCTGGCGGCGGAAAGC- STY3633 100 STY2307 80 STY3633 99.3 STY2307
ATGACGACGAAAAAAGCTGATTACATTTGGTTCAATGGCGAGATGGTGCGCTGGGAAGACGCGAAGGTTCACGTAATGTCTCACGCGCTGCACTACGGTACGTCGGTATTTGAAGGGATTCGGTGCTACGACTCTCACAAAGGCCCGGTAGTGTTTCGTCATCGTGAACATATGCAGCGCCTGCGCGACTCAGCAAAAATTTATCGTTTTCCGGTTTCCCAGAGCATTGATGAGCTGATGGAAGCCTGCCGCGAC- STY3654 100 STY4776 62.617 STY3654 98.9 STY4776
ATGGCTGCCCTTAATTCGAAAGTCAAAAAAGCCGTTATCCCGGTCGCGGGATTGGGAACCAGGATGCTGCCAGCGACCAAAGCTATCCCGAAAGAGATGCTGCCGCTGGTTGATAAGCCATTAATTCAGTACGTCGTGAACGAATGTATCGCTGCTGGCATTACTGAAATCGTGCTTGTTACGCACTCGTCTAAAAACTCTATTGAAAACCACTTTGATACCAGTTTTGAGCTGGAAGCGATGCTGGAAAAACGCG+ STY1298 100 STY2308 77 STY1298 99.7 STY2308
ATGGTTTACTCCTATACCGAGAAAAAACGTATTCGTAAGGATTTTGGTAAACGTCCACAAGTTCTGGATGTACCTTATCTCCTTTCTATCCAGCTTGACTCGTTTCAGAAGTTTATCGAGCAAGATCCTGAAGGGCAGTACGGCCTGGAAGCAGCCTTCCGTTCCGTGTTCCCGATTCAGAGCTACAGCGGTAATTCCGAGCTGCAGTACGTCAGCTACCGCCTTGGCGAACCGGTGTTTGACGTTCAGGAATGT+ STY3732 100 STY0655 66.355 STY3732 99.2 STY2616
ATGTCCCACTTACGCATCCCGGCAAACTGGAAAGTTAAACGCTCTACCCCCTTTTACACCAAAGAGAATGTTCCGGCGGCACTGCTCTCTCATCACAACACAGCGGCAGGCGTTTTCGGACAACTCTGCGTGATGGAAGGCACCGTGACCTACTATGGCTTTGCGAATGAAACCGCGACAGAACCAGAAGTGAAAGTGGTGATTAATGCCGGGCAATTCGCCACCAGTCCGCCGCAATACTGGCATCGGGTAGAGC+ STY1937 100 STY1850 62.136 STY1937 99.4 STY1914
ATGGCAATTGCAATTGGCCTCGATTTTGGCAGTGATTCAGTGCGCGCTCTGGCAGTGGACTGCGCCACCGGCGACGAGATCGCCACCAGCGTAGAGTGGTATCTGCGCTGGCAAGAAGGCCGTTATTGCGACGGCCCGAACAACCAGTTCCGTCATCATCCGCGCGACTACATGGAGTCAATGGAGGCCGCGCTGAAAGCCGTTCTGGCACAATTAAGCGCCGCGCAACGCGCAAATGTCGTTGGCATTGGCGTT- STY0120 100 STY2477 62.963 STY0120 97.7 STY2477
ATGTTGAAATTTATTTTACGCCGCTGTCTGGAAGCGATTCCGACGCTGTTTATTCTTATTACCATCTCTTTCTTTATGATGCGCCTCGCGCCGGGGAGTCCTTTTACCGGCGAGCGCGCATTGCCGCCGGAAGTGCTGGCCAATATTGAAGCAAAATATCATCTGAACGATCCCATCATGACGCAGTACTTCAGCTACCTGAAGCAGCTGGCGCATGGCGATTTTGGACCATCGTTTAAATATAAAGATTACACG+ STY1305 100 STY4169 67.619 STY1305 99.1 STY0889
ATGAAATGGTTATGTTCAGTAGGTGTTGCTGTGAGTCTGGCGATGCAGCCAGCATTGGCGGAAAACCTGTTTGGCAATCACCCGCTGACGCCCGAAGCGCGCGACGCGTTCGTCACGGATTTACTCAAGAAAATGACTGTCGATGAAAAAATTGGTCAGTTACGTCTGATTAGCGTCGGCCCTGATAACCCGAAAGAAGCGATTCGCGAGATGATCAAAGACGGGCAGGTAGGGGCGATTTTCAATACCGTCACC- STY2396 100 STY4134 62.857 STY2396 99 STY4134

STY3579 100 STY3771 79 STY3579 98.5 STY3771
ATGGCAATCCCGAAACTACAGTCTTACGCGCTGCCCACCGCACTGGATATCCCGACCAACAAAGTGAACTGGGCATTTGAGCCGGAGCGCGCGGCGCTGCTCATCCACGATATGCAGGATTACTTTGTCAGCTTTTGGGGCCGCAATTGCCCAATGATGGACCAGGTAATTGCCAATATCGCCGCTCTGCGCCAGTACTGTAAGGAACATCATATCCCGGTTTATTACACCGCTCAGCCGAAAGAGCAAAGCGATG+ STY0641 100 STY4170 63.725 STY0641 98.1 STY4170
ATGCTTTCAATTGCGAGGCGCACCGCGGCAGGCGCCGCCCTGTTGCTTATCATGCCGCTTGCCGTATGGGTATCAGGCTGGCAGTGGCAGCCAGGACATCAGGTCTGGTGGCTAAAAACGCTATTCTGGATAACGGAAACCGTGACCAAACCCTGGGGCGTTATCACGCATGTGATTCTTTGTGGATGGTTCTTATGGTGCCTGCGATTTCGCCTGCGCGCCGCCATTATGCTGTTTGCGATTCTCGGTGGGGCGA+ STY1341 100 STY1341 100
GTGTCTCAGCCTTGTCCCTGTGGTAGCGCTGACGAGTATAGCCTATGTTGTGGTCGTATTGTGTCCGGAGAACGAGTAGCACCCGATCCGTCACATCTCATGCGCTCTCGTTACTGCGCTTTTGTGATGAAAGACGCAGATTACTTAATTAAGAGCTGGCATCCAACTTGCAATGCGGCCGCGTTTCGTGATGATATCATCGCCGGATTTGCCAATACTAGGTGGCTCGGCCTGACTATTTTTGAACATACCTAGT- STY1295 100 STY4292 59.406 STY1295 99.3 STY4292

STY1018 63.551 STY1238 61.468 STY1018 31.37 STY4796
ATGGCAATGGCCGCCGTGTGCGGTTCCAGCGGTATTGCTTCACTCTTTTCTCAGGCGGCGTTTGCCGCGGAATCCGATATTGCGGATGGTAAAATTGTCCGTTTTGATTTTGCTGGTCTGCAATCAATGGCCCAGGCGTTAGCGAAAAAGCCCTGGGGTGGCGCGCCGGGACCCTTGCCGGATACGCTCGCCAATCTGACGCCGCAGGCCTATAACAGCATTCAGTATGACGCGGCGCATTCACTCTGGAACGGT+ STY1442 100 STY1187 70.297 STY1442 98.8 STY1187
ATGTTGAGAAATATCAGCGTCAGGACATGCATTATTCTATTCATGGTATGTACGTTTCTTTTAGTGGATACTTTACAAATAACCTTTCTGCACGATCTCCCTATTTTAATTACGTGTAATATCATTTATCTGATCTCGGCATTACTGCTTTGGTGGTATATGACCTGCTATCTGGTAGTGCCAATTAATACCGCGAAGAAAAGTATTGAAGAGGTCGCAGCAGGAAACTTGTCTATTCATATCTCCGAATTTGGC+ STY1408 100 STY4234 82 STY1408 98.6 STY4892
TTGGCTACAGTTTACGGTAAAAGCAAAGTCCATACTTTAACTATTAATGGGAGTATGCTGGCCGGGCGGCTTGCGGGGCCTTCATGCTCCCACATTTACAATGTTGGTATGATTACATTCTCTCTATACTTTACTGTGCTAACCTTTTATCTCGTTGAGATACCGTTTAATTTAAATGTTCTCTTTTTGATGTACATTATAAGAGGAGACATTATTCATATTTTCGAAATCAGGGCAGACGATATGTATACAACC- STY1392 100 STY1392 98.1
ATGAAGCCGGAAAATAAAATTCCCGTACTCACCCGACTGTCTGACGAAATGACAGCCGTCGTAAACTTCCAGCAACCAGGCCTTCCCCCCTGGCCTGCCGATGGCGATATTGAGACCCAGCGTCAGTATTATCTTCTTGAGCGCCGTTTCTGGAATGCCGACGCGCCGTCCATGACCACCCGCACCTGCGCCGTCTCTACGCCTTATGGCGATGTAACAACCCGGCTCTACTCGCCGCAGCCGACCAGTCAGGCC+ STY0534 100 STY0975 61.765 STY0534 99.2 STY0975
ATGATTTCCGCCTCTCTGCAACAACGTAAAACCCGCACCCGCCGCAGTATGTTATTCGTACCGGGCGCCAACGCGGCGATGGTGAACAATTCGTTTATCTACCCGGCCGACGCGCTGATGTTCGACCTGGAAGACTCCGTTGCATTACGCGAAAAACACGCGGCGCGCCGTCTGGTATATCACGCGCTGCAACATCCGCTTTACCGTGACGTCGAAACCATCGTCCGCGTGAATGCGCTGGACTCCGAATGGGGCG- STY0671 100 STY0069 79 STY0671 99.1 STY0069
ATGAAAAGTGAAATTCTCTCCGTTAAGGAGAAGATTGGCTATGGTATGGGCGATGCCGCCAGCCACATCATCTTTGATAACGTCATGTTATATATGATGTTCTTCTATACCGATATTTTCGGCATTCCCGCTGGTTTTGTCGGCACCATGTTTTTACTGGCGCGTGCGCTTGATGCCATCTCCGACCCTTGCATGGGCCTGTTGGCCGACCGTACCCGCTCTCGCTGGGGCAAATTCCGACCCTGGGTGCTGTTT+ STY4043 100 STY0171 73 STY4043 98.8 STY0171
ATGAAACCGCAGATTTACCATGTTGACGCCTTCACCAGCGAACCCTTTCGCGGCAACTCTGCTGGCGTTGTCTTACATGCGGATACGCTAAGCGACGCGCAGATGCAGCTGATTGCCCGTGAACTTCGTCACTCGGAAACCGCCTTTTTGCTAAAAAGCGAAGAGAGTGATGTGCGCATACGCTACTTTACACCGACAGTAGAAGTCCCCATCTGTGGTCATGCCACTGTGGCCGCGCATTATGTTCGGGCAACGG- STY1484 100 STY3380 85 STY1484 99.2 HCM2.0035c
GTGGAATTGTTGTCTGAATATGGCTTATTTTTGGCAAAAATCGTCACCGTTGTGGTGGCCATTGCCGTCATTGTGCTGCTGATCGTGAATGCTACGCAACGCAAACGTCAGCGCGGCGAGCTGCGCGTGACCAATTTGAGTGAGCAGTATCAGGAGATGAAGGATGACCTTGCTGCGGCGTTGATGGATGGCCATCAGCAAAAACTGTGGCATAAAGCGCAGAAAAAAAAGCATAAGCAGGAGGCGAAAGCCGCC+ STY1334 100 STY4304 64.078 STY1334 99.8 STY4304
ATGCGTACTCATACTTTATTTAAAGTTGCAGTGCTTACTGGCTTGCTGGCGTTATCCGGCTGTGCGTCTAAAGTCACACAGCCGGATAAGTATTCTGGATTCTTAAAAAATTATTCGGACCTGAAGGAGACTACTTCCGCCACGGGGAAACCGGTGTTGCGCTGGGTAGATCCACATTTTAATGACTCTAACTATGACAGTATTGTTTACAATCCGATAACATATTACCCCATCCCCAAGCCAACGACCCAGGTCG+ STY1457 100 STY1778 58.824 STY1457 97.2 STY2240
ATGAAAATTTTACCGCTGGCACTCTTTATCATTCCTTTTCTGGCCGGATGCGGCGCCAATAATACGCCGCCGCAAACGCCTATTCCCGGGGAAAAAACATCTGCCAAATTACGTACCCTGGAAACAGGCGCGGCGGCTATTCAATCCAGACCACCTGTCGATGCCATCAGTACCTACCTTGACGGGTTCCATTTTTATAGCGGTGATAAAAACGGACAGATGGAAGCGCACCATTACGTTACCGTCCTGAACGAAG+ STY1502 100 STY0266 64.078 STY1502 98.5 STY1471
ATGGTTGACTGTCTGGCGATTCCGCAACTTAACGATAATGGCGATCGGGTTGACTGGTATTCGCCGATTGAAGGTCAGGCGATAGCGTGGAAAGCGGCTGACGAAGAGACACGTTCTCGGGCTTTACGTTATTTAGCCAGCACTTTTGAAAGCGCGGCTGCACTCAGTCGCAAAAGTCTGCAATCCGGTAAAACAGCGCTCCAGCTATTTGGTTCGCTACTTGAGAAGGCGACGCAATTTCCCGGCGAAAATCAT- STY1472 100 STY1472 88.96
ATGGACATCAGGCAAATGAACAAAACCCATCTGGAGCACTGGCGCGGATTGCGAAAACAGCTCTGGCCTGGTCACCCGGATGACGCCCATCTGGCGGACGGCGAAGAAATTCTGCAAGCCGAACATCTGGCATCATTTATTGCGATGGCAGACGGGGTGGCGATTGGCTTTGCGGATGCCTCAATCCGCCACGATTATGTCAATGGCTGTGACAGTTCGCCCGTGGTTTTCCTTGAAGGTATTTTTGTTCTCCCCT- STY1445 100 STY3236 62 STY1445 97.3 STY3236
ATGACGCTATTAGGCACTGCGCTACGTCCGGCAGCAACGCGGGTGATGTTATTAGGGGCAGGTGAATTGGGAAAAGAGGTGGCGATTGAATGCCAACGCCTGGGGATCGAGGTTATCGCCGTCGATCGCTATCCTGATGCTCCCGCCATGCATGTGGCTCACCGTTCACACGTCATTAATATGCTGGACGGCGAGGCGCTACGTCATGTGATTACAGAGGAAAAACCGCATTATATCGTGCCGGAAATAGAAGCG+ STY2089 100 STY4777 62.857 STY2089 99 STY4777
ATGGAACAATGCCGAAAAGCGGGTAAAAGCCACTGGTATCATGAAACACAATCCACTATGTCGTCACAAACTCCGCTTTCGCTGATGCCGGAAGCCGCGTATGTTAACGATCGATTTTTACTGGATTTAGCGGTAGCAGAAACCGCGTTGACGCCTTTTGAGTCATGGTTAAAGCCAGCTCGCCAGTTGGCGGATGTCTTATTTCCCCGCACGGTTCTCAACGACCGGCTTCATACGTTTAGCGCCTATGAACGT- STY1351 100 STY2801 50 STY1351 91.54 STY2801
ATGTTGGAGTTGTTATTTCTGCTGTTGCCTGTAGCCGCTGCCTATGGGTGGTATATGGGTCGCAGAAGTGCGCAACAAACAAAACAGGATGAAGCTAACCGCCTGTCGCGCGATTATGTCGCAGGGGTTAACTTCCTGCTGAGTAACCAACAAGATAAAGCGGTGGATCTGTTCCTCGATATGCTTAAAGAGGATACCGGCACCGTTGAGGCTCATCTCACTCTCGGTAATTTGTTTCGCTCTCGCGGCGAAGTC+ STY1343 100 STY4291 62.376 STY1343 99.4 STY4291
ATGTTTGATAATTTAACCGATCGTTTGTCGCGCACGCTGCGCAATATCAGTGGCCGTGGGCGCCTTACTGAAGACAACGTTAAAGAGACGCTGCGCGAAGTGCGCATGGCGCTGCTGGAGGCTGACGTTGCGCTGCCGGTAGTGCGTGAGTTCATCAATCGCGTAAAAGAGAAAGCGGTTGGTCATGAAGTTAACAAAAGCCTGACCCCAGGGCAGGAGTTCGTCAAGATTGTCCGTAGCGAACTGGTTGCGGCA- STY2864 100 STY4240 90 STY2864 98.5 STY4240
ATGAACAAAATGCTATTAGCCGGAAGTGCCGGTATTGTTCTGCTGTCTGCTGCAGCCAGTCCGGTATGGGCAGACGATAATGCCAGTACATTTTCACTTGGATACGCCCAGTCCCATACTAATCACGCCGGGACGTTGCGTGGGGTTCGGCTGGCAAACAACTATGAAATGTCACCGGACTGGGGGCTGACAACCTCATTTGCCTGGCTAAATGGAAGCCAGCGCTATTCCGATGAAAGCAGTAATGGTCGTGTAA- STY3179 100 STY0409 51.852 STY3179 99.1 STY0409

STY1555 63 STY1520 62 STY1520 34.54 STY3444
ATGAGCGCTCAGGCACTGGTATGCCTCGCCCCTGGTAGTGAAGAGACCGAAGCGGTCACCACTATCGATCTGCTGGTTCGCGGCGGAATCCACGTCACTACCGCCAGCGTCGCCAGCGATGGCAACCTGACGATTGTCTGCTCGCGCGGCGTGAAGCTGCTGGCGGATGCGCCGCTGGTTGAAGTTGCCGACGGCGATTATGACATCATCGTGTTGCCCGGCGGAATTAAAGGCGCCGAGTGCTTTCGCGACAGCC- STY0472 100 STY2985 70.874 STY0472 98.8 STY2182
ATGGCCCGTCTGGCAGCATTTGATATGGATGGCACGTTATTAATGCCCGATCACCATTTGGGTAGAGAAACGATCGCCACGCTGTCGCGTCTGCGCGAACGCGATATCACTCTGACATTCGCTACGGGTCGTCACGTGCTGGAGATGCGGCATATTCTGGGGACGCTTTCACTGGATGCTTATCTTATTACCGGTAACGGGACGCGAATTCACTCGCTGGAAGGCGACGTGCTGCATCGTCAGGATCTCGATCCTC+ STY0499 100 STY3597 68.317 STY0499 99.4 STY3597

STY4500 67 STY4684 67 STY4684 21.01 STY4500
ATGCAGCCAAATGACATTACTTTCTTTCAACGTTTCCAGAATGACATTCTGGCAGGGCGTAAAACCATCACTATTCGTGATGCCTCCGAGTCCCACTTTAAAGCAGGCGATGCTCTACGCGTGGGGCGGTTCGAAGATGATGGCTATTTTTGCACAATCGAAGTGACAGGAACGTCAACTGTGACGCTGGATACGTTGAACGAAAAACATGCGCAACAGGAAAATATGTCGCTTGATGAGCTGAAACGGGTCATTG- STY3206 100 STY4805 60 STY3206 98.7 STY4805
ATGTCATCCGATATTAAGATCAAAGTGCAAAGCTTTGGTCGATTCCTCAGCAATATGGTGATGCCTAATATCGGCGCGTTTATCGCGTGGGGTATTATCACCGCATTATTTATTCCAACAGGGTGGTTGCCTAACGAAACGCTGGCGAAACTGGTTGGTCCGATGATCACCTACCTGCTGCCGCTGCTCATCGGTTATACCGGCGGTCGTCTGGTTGGCGGCGAACGCGGCGGCGTGGTAGGCGCTATTACTACC- STY4111 100 STY2442 65 STY4111 97.6 STY2442
GTGTATCACCTGGTGCTATACTTTAGATTACAGGATGTCAACCTGATGCGAATCTTCAAAACCAGGTGGTTTAACAGAGAAGCGAAGTCCCACACGATAAAAGATGACGAGTTAAGCGAGGCCATCAACGCCGTACTGCAAGGAAAAGCAGATAATCTTGGCGGCGGAGTTTATAAAAACGTCTCAATTAAAACCGCGATCGCGCAATCGTGTTGGCAAAGGGAGGCGAACATTGGTTTTACACCTTCCTGTATAC- STY4007 99 STY3236 61.165 STY4007 92.25 STY3236
ATGAAAAAAATCAGCTTACCGAAAATCGGTATCCGCCCGGTGATTGATGGACGTCGTATGGGCGTACGCGAGTCGCTCGAAGAGCAAACCATGAACATGGCGAAAGCGACGGCGGCGCTCATCACCGAGAAAATCCGCCACGCCTGTGGGGCACAGGTGGAGTGCGTCATTGCGGATACCTGTATTGCCGGAATGGCGGAATCCGCCGCCTGTGAAGAAAAATTCAGTAGCCAGAACGTGGGCGTGACCATTACC+ STY3116 100 STY3116 95.91
ATGACAGAACATAACCGGATACCGGCCCGGCAGATTATCGTTTACGGTGACTGCTGGCCGGTGACGATCGCCGTGGCACACCTGGTCCGGAGATTTCTGCCGGGCTGCAACTGTGAAACCGCATACAGGCTGCCTGTTCTGTTGCAGCAATTACGTCGGAAACCGGAGGCCATACTGATACTGTGTCTGCGTCCCCGTGAACATCTCTTTTTGTTCTATTCCCTGAGGCAGATACTGCCGGACTACCCGGTTATGA- STY3172 100 STY4319 62.376 STY3172 98.3 STY4319
ATGAATAAATTTTTGCGCCAGCTCTCTCTGCTGGCGTTGCTTTTTTGCTGGCCGTTAATGTCACAGGCGGCGCGTACTTTTACCGATCAACTTGGCCGCCAGGTCACGGTTCCCGATACCCTCGACAGAGTGGTGGTGCTCCAGCATCAAACGCTCAATCTCCTTGTACAGATGAATGCCACTGACAAAATCGTTGGGGTCATGGCGAACTGGAAACAGCAATTAGGCGACGGCTATGCGCGTCTGGCGCCGGAA- STY3313 100 STY0539 53.774 STY3313 98.6 STY0539
ATGCTCAACCAGAAATTAAACCCCACGCCTTCTGAAGATCTGACTATTGATGTCGATCTGTTTTATGAAACAGACCCGTGCGAGTTAAAGCTGGATGAAATGATCGAGGCGGAACCGGAGCCGGAGATGATCGAGGGGCTTCCCGCCTCTGACGCCCTGACCCCTGCCGATCGGTATCTCGAACTGTTCGAGCATGTACAGTCAACAAAACTGTTTCCAGACAGTAAAACGTTCCCGGACTGCGCGCCGAAGATG- STY4200 100 STY1924 77 STY4200 98.9 STY1924
ATGGCTAAACTACCGCCGCTCAGTCTTTATATTCATATTCCCTGGTGTGTACAAAAATGTCCATATTGCGACTTCAATTCCCATGCGTTGAAGGGCGAGGTGCCGCATGACGACTACGTCCAGCATCTGTTAAGCGATCTGGATGCCGACGTCGCTTGGGCGCAAGGGCGTGAAGTAAAGACCATTTTTATTGGCGGCGGTACGCCAAGCCTGCTTTCCGGGCCGGCGATGCAAACGCTGCTGGACGGCGTGCGT+ STY3257 100 STY3877 59.804 STY3257 98.6 STY3877



GTGATTGTGATGCCAAAACGCCTGTCAGACGAGATTGCCTCTCGCGTGCGGGCGCTGATTGAAGAACAAAACCTGGAAGCGGGCATGAAATTGCCCGCCGAGCGCCAGTTGGCTCTACAGCTTGGCGTATCACGCAACTCTTTACGCGAAGCGCTGGCGAAGCTGGTCAGCGAAGGCGTGCTGGTGAGCCGTCGCGGCGGCGGGACATTTGTCCGCTGGCAGCACGAAACCTGGTCTGAACAGAATATCGTGCAAC- STY4103 100 STY0068 64.423 STY4103 99.1 STY0174
ATGTCTTTAGTCAATGGTAGGATCCTGCTCAATTGTATTCAGGAAAAACATGTCCTTGCGGGGGCATTTAATACAACGAACCTGGAGACAACAATTTCCATTCTTAATGCAATAGAACGTTCCGGATTGCCCAATTTTATTCAAATTGCTCCTACTAATGCACAGCTTTCAGGTTACGATTACATTTATGAAATAGTGAAGTGACATGCCGATAAAATGGATATTCCTGTCAGCCTGCATCTGGATCATGGGAAAA+ STY4003 100 STY3435 59.804 STY4003 99.1 STY3435
ATGACTACGCCGCACCTTTTATTTGATTATGTCGGACATTTACCAGAATGCCCCACATGGAGCGAGGATGAAAGCGCGCTGTATTGGACTGATATCCTGGAACAGGAGATCTATCGTTACCATCCGGCGAGTGGGACGCATAGCGTGCTGGCGTTTCCGGAAGAGGTAGGCTGTTTTGCCTTGCGTGAGCAGGGCGGATTTATTGTGGCCATGCGTCATGCTATTTGGCTGGCCGATAAAAATGGATTATTGCAGC- STY2855 100 STY2854 57 STY2855 98.3 STY2854
ATGGCGCTTTACACAATTGGTGAAGTGGCTTTGCTTTGTGATATCAATCCTGTCACGTTGCGCGCGTGGCAGAGACGTTATGGACTTTTAAAACCACAGCGAACGGATGGCGGTCATCGTCTGTTTAACGATGCCGATATCGACAGAATCCGCGAAATCAAGCGCTGGATAGATAACGGCGTCCAGGTCAGCAAAGTCAAAGTGCTGCTCAGTAGCGACAGTAGCGAACAACCTAACGGCTGGCGCGAACAGCAGG+ STY2390 100 STY1730 74.257 STY2390 99.5 STY1730
ATGGATAATATTGATAATAAGTATAATCCACAGCTATGTAAAATTTTTTTGGCTATATCGGATTTGATTTTTTTTAATTTAGCCTTATGGCTTTCATTAGGATGTGTCTATTTTACTTTTGATCAAGTACAGCGATTTATTCCTCAAGACCAATTAGATACAAGAGTTATTACTCATTTTATTTTGTCAGTAGTATGTGTCGGTTGGTTTTGGATTCGTTTGCGACATTATACATACCGCAAGCCATTTTGGTAT- STY2291 100 STY1499 65.686 STY2291 99.2 STY1499
ATGCTGGAAGACTTACGCGCGAATAGCTGGAGCTTACGCCCCTGTTGCATGGTGCTGGCCTACCGTATCGCTCATTTTTGTTCCGTCTGGCGCAAAAAGAATGTGCTGAATAATCTGTGGGCCGCGCCGGTGCTGGTGCTGTATCGCGTGATCACGGAATGCCTGTTCGGGTATGAAATCCAGGCCGCCGCGACCATTGGTCGGCGGTTCACTATCCATCATGGTTACGCGGTAGTGATCAACAAACATGTCGTCG- STY2327 100 STY4398 76 STY2327 99.6 STY4398
ATGCTTAATGCCGGAGGTGGTTTACGCATGGATATCAACACGCTTATTACGCATTATGGCTATGCGGCGCTGGTTATCGGCAGTATGGCCGAAGGTGAAACCGTTACCCTGTTGGGGGGCGTCGCGGCGCATCAGGGATTACTCAAGTTTCCGCTGGTGGCGGCGGCCGTCGCGCTGGGAGGGATGATGGGCGATCAGCTACTTTACCTGTTAGGACGATGCTATGGCGGGAAGATCCTGCGTCGTTTCCCGCGTT+ STY2400 100 STY4021 59 STY2400 98.9 STY4021
ATGTTCGACGTACTAATGTATTTGTTTGAAACATACATCCATAACGAAGCCGAGCTGCGCGTGGATCAGGACAGACTGGAGCGTGATCTCACCGACGCTGGGTTTGATCGCGAAGACATCTACAATGCGCTGCTGTGGCTGGAAAAACTCGCTGACTATCAGGATGGCCTCGCGGAACCCATGCAACTTGCTTCCGACCCTCTTTCAATGCGCATTTATACGGTTGAAGAATGTGAAAGGCTTGATGCCAGTTGCC+ STY4393 100 STY1134 89 STY4393 99.8 STY4333
ATGATGGATAAAATATATGCAATGAAATTGTTTGTGCGCGTGGCGGAACGGGAAAGTTTTTCCCGCGCAGCAGAAGATATCGGCCTTCCCAAAGGCAGCGTCTCACGGCAAATACAAGCGTTAGAACATCAACTGGGCATCCGCCTGCTCCACCGCACCACCCGGCGGGTACAGCTTACTCAGGACGGGATGGTTTACTACGAACGGGCAAAAGATCTGTTGAGTAACCTGGATGAACTGGAGGGTCTTTTCCAGC- STY4196 100 STY1386 63.725 STY4196 97.7 STY1386
ATGGCGGATACTTTAATGAGCGATACACCTTTCTGGCAACGTAAAACCCTGGATGAAATGACCGATGCCGAGTGGGAGTCGCTGTGCGATGGCTGCGGTCAATGCTGCCTGCATAAGCTGATGGATGAAGATACAGATGAAATCTACTTCACCAACGTGGCGTGCAGGCAATTAAATATCAAAACGTGCCAGTGCCGTCATTATGAACGCCGTTTTGAATTTGAACCCGACTGTATCAAACTCACTCGCGAAAACT- STY1941 100 STY3163 55 STY1941 99.1 STY3163
ATGAAGCCGTCCATCATTCTCTACAAAACCCTGCCTGATGATTTGCTGCATCGCCTGGAGGCGCATTTTACCGTCACCCAGGTACCGAACCTGCATCCGGAAACGGTCGCGCGACACGCGCAGGCATTTGCCAGCGCGCAAGGCCTTCTGGGCACCAGCGAAACCGTTAACCGCGCGCTGCTGGAAAAAATGCCGGCGCTACGCGCGGCGTCGACCATCTCGGTGGGATACGATAATGTCGAGGTGGACGCCCTT- STY4156 100 STY2601 66 STY4156 98.9 STY2601
ATGAACAAGAATAAGTACTCAACCCCCTTACTGATGCTTGCCACCATCTTAGCCGGTATGCTTTCCCCGATGCAGTCTGCCGTTAATGGGCAGTTAGGACATTGGTTACAAGACGGTAATGCTTGCGCAGTAATCTCGTTTGCCAGCGGTCTGGTCGTCATGTTTTTTATTATTATTGCGCGCAAAGAAACACGCCAGCAATTCGCCTCAATCCCTACTCTGATTAAAAAGAGAAAAATCCCGCTATGGAATTGG- STY4262 100 STY4262 99.2
ATGAGCAAACGACGCATCGCGCCGTTAACGTTTTTGCGCCGTCTACTTTTACGTATCCTTGCTGCGCTCGCCGTCTTTTGGGGCGGCGGCATTGCGCTGTTTAGCGTGGTTCCGGTGCCTTTTTCGGCGGTGATGGCGGAACGGCAGATTAGCGCCTGGCTCGGCGGAGAGTTCGGTTATGTGGCGCATTCTGACTGGGTCAGTATGGCGGATATCTCGCCGTGGATGGGGCTGGCGGTAATTGCGGCGGAAGACC- STY3505 100 STY1901 59.406 STY3505 98.4 STY4303
ATGCAGCCATTTGGTGTGCTTGACCGCTATATCGGTAAAACCATTTTTACCACCATCATGATGACGTTGTTCATGCTGGTGTCGCTCTCCGGGATCATCAAGTTTGTCGATCAGCTGAAAAAAGCGGGGCAGGGTAACTACGACGCGCTGGGCGCGGGTATGTACACCCTGCTCAGCGTACCTAAGGATATCCAGATCTTCTTTCCTATGGCGGCGCTGCTTGGCGCGCTGCTGGGGCTGGGGATGCTGGCGCAG+ STY4818 100 STY2479 61.765 STY4818 98.7 STY2479
GTGCAACGTGAAGATATTCTGGGAGAAGCCCTGAAATTACTGGAGACGCAAGGGATAGCCGATACTACGCTGGAAATGGTGGCGGAGCGCGTAAATCGCCCACTCGACACATTACAGCGTTTCTGGCCAGATAAAGAAGCCATTTTATATGACGCGCTACGTTATCTGAGTCAGCAGGTAGATATCTGGCGACGCCAGCTTCTTCTTGATGAGACGTTTTCTGCTGAACAAAAGCTACTGGCACGCTACAGCGCGC- STY4681 100 STY2096 61.538 STY4681 99.5 STY2096
ATGACGCCGCAACTCACCTGGACGCGTGAGGCGGACACTCTGGTGCTGGCGGGAGAGCTGGATCAGGACGTGTTGGCGCCGCTATGGGACGCGCGCGTAGAAGCGATGAATGGCGTTACCCGTATCGACCTGAGCCAGATCTCCAGGGTAGATACGGGGGGACTGGCGCTGCTGGCGCACCTTGTGAACCAGGCAAAAAAGCAGGGCAATGCCGTGTCGCTGTCTGGCGTTAACGACAAGGTTTACGCGCTGGCGC- STY3488 100 STY3488 99.7
ATGCACATTACATACGATCTCCCGGTTGCAATTGAAGATATCCTCGAAGCGAAAAAAAGACTGGCGGGGAAGATATATAAAACGGGAATGCCTCGCTCTAACTATTTTAGTGAACGTTGCAAAGGCGAAATATTTCTCAAGTTTGAAAATATGCAGCGTACGGGTTCATTTAAAATTCGTGGCGCTTTTAACAAACTTAGCTCGTTAACGGAGGCGGAAAAACGTAAAGGCGTCGTGGCCTGTTCCACAGGTAAT- STY3427 100 STY3652 66 STY3427 98.8 STY3652
ATGCGGATATTAGTCTTAGGGGTCGGCAATATTTTGCTGACCGATGAAGCCATCGGGGTACGTATTGTTGAAGCGTTAGAGCAACGATACACCCTGTCGGATTTCGTTGAGATTCTGGATGGCGGTACGGCGGGAATGGAACTTCTTGGCGATATGGCGAATCGGGATCATTTGATCATTGCCGACGCCATCGTGTCGAAAAAGAACGCGCCGGGAACCATTATGGTACTGCGCGACGATGAAGTTCCGGCGCTGT- STY3317 100 STY2868 62.745 STY3317 98.6 STY1527
ATGAATCAAGTTGCCGTTGTCATTGGCGGAGGCCAGACCCTGGGGGCATTCCTTTGCCGTGGGCTTGCAGAAGAAGGATACCGCGTGGCGGTCGTTGATATTCAAAGCGATAAAGCCGCGAATGTCGCCCAGGAAATTAACGCCGATTTTGGCGAAGGTATGGCCTACGGTTTTGGCGCCGACGCCACCAGCGAGCAGAGCGTGCTGGCGCTGTCCCGCGGCGTAGACGAGATTTTCGGGCGCGTCGATCTGCTGG+ STY2956 100 STY1234 60 STY2956 99 STY2401

STY4821 66 STY4803 59.615 STY4821 40.02 STY3992
GTGAAATACAATACGATGAATAACGATGAGATTATCCTGTCGTTGTGCGCCCGCTTAAAGGAGACGCGTCTGTCTCTTGCGATGACCCAGCAGCAGCTTGCCGATCGCGCGCACGTTGGCATTGCCACCATCAAGCGTATCGAGAAGGGGGGAGGGCTCAATCTTGATACGCTAATTTCTCTCCTGCGGGCGCTGGATAAGTTGCATAATCTTGATGCGGTGCTGTTTGAATCCGAACTGCGTAATTTTCACGAAA- STY2429 100 STY3583 58.416 STY2429 88.49 STY3583
ATGAGTATAAAAACATTTATTTTCAGCCAGCCCGATAAGCCGATTGTAAAAGAGAAAAAAGAGATAGACCAGACCTATAAAAAATTTCGTTTTGAGATTATCGCCTCGGTCTTTATCTCTTATGCCGTCTTTTATCTTACCCGTAAAAACTTCTCCGCCGCGATGCCGGCCATGCTGACGGAAACGTCGCTGACCGCAGAAGACTTCGCCATTATGTCTTCTATTTTTTACATTCTTTATGGCGCGATGAAGTTT+ STY2432 100 STY3994 67.327 STY2432 99.5 STY3994

STY2501 62.857 STY4307 62.5 STY4307 29.75 STY2468
ATGAGCAGGCGTGTCGCCACCATTACCCTTAATCCGGCTTACGATCTGGTTGGGTTTTGCCCTGAAATCGAACGCGGCGAAGTGAACCTGGTGAAAACCACGGGTCTGCACGCGGCGGGCAAAGGCATTAACGTTGCCAAAGTGCTGAAAGACTTAGGCATCGACGTCACTGTCGGCGGTTTTCTCGGTAAAGATAACCAGGACGGTTTTCAGCAATTATTCAGCGAACTGGGTATCGCTAACCGCTTTCAGGTG- STY2441 100 STY1785 66.337 STY2441 99.6 STY1785
ATGGCTAAATCAGCACTGTTTTCGGTGCGTAAAAATGAGCCCTGCCCGCAGTGCGGGGCCGAACTGGTAATTCGTTCCGGGAAACATGGTCCGTTTCTCGGCTGTTCTCGCTATCCGGAATGCGATTACGTTCGTCCGCTGAAAAGTCAGGCGGACGGACATATCGTTAAAATTCTGGAGGGGCAACTGTGTCCTGAGTGTGGCGCCGTACTGGTGCTGCGTCAGGGGCGCTTTGGCATGTTCATCGGATGCAGTC+ STY4394 100 STY2684 61.165 STY4394 98.9 STY4936
ATGGGTCAGAAAGTACATCCTAATGGTATTCGCCTGGGTATTGTAAAACCATGGAACTCTACCTGGTTTGCGAACACCAAAGAATTCGCTGACAACCTGGACAGCGATTTTAAAGTACGTCAGTACCTGACGAAGGAACTGGCTAAAGCGTCTGTATCTCGTATCGTTATCGAGCGTCCGGCTAAGAGCATCCGTGTGACTATTCACACCGCTCGCCCGGGTATCGTTATCGGTAAAAAAGGTGAAGACGTAGAAA+ STY4364 100 STY4750 68.868 STY4364 100 STY4750
ATGCTGAAATTCATGCTTGATACCAATACTTGTATTTTCACCATCAAAAATAAGCCCGAACACATCAGAGAACGCTTCAACCTCAATACATCCCGAATGTGTATCAGCTCCATCACCTTAATGGAGCTGATTTACGGTGCTGAAAAAAGCCTGGCACCGGAGCGTAATTTTGCAGTCGTGGAGGGATTTATCTCCCGCCTTGAGGTTCTGGATTACGATACACAGGCAGCGATACATACCGGTCAAATCCGTACCG- STY3182 100 STY4047 59.223 STY3182 97.7 STY4047
ATGAGTCCGACCATTGAACTTCTTTGTGGCCATCGTTCTATTCGCCATTTCACCGATGAACCCGTGACTGACGCGCAGCGAGAGGCCATTATTGCCGCCGCGCGCAGCACGTCCAGTTCCAGTTTTTTACAGTGCAGCTCTATAATCCGTATTACCGATCGGGCGCTGCGCGAGGCGTTAGTGCCCCTGACGGGCGGGCAAAAGCATGTGGCGCAGGCCGCTGAGTTCTGGGTATTTTGTGCCGATTTTAATCGTC+ STY0907 100 STY2644 64.151 STY0907 98.9 STY2644
ATGACCTTATTTGCGGAGTATAACAGCCCCTATCTGTTTGCCATCGCGTTCGTTTTCTTTATCGGCGTGCTGGAGATGATTTCTCTGATTTTTGGCCACTTTCTTTCAGGCGCGCTCGACGCCCATCTCGATCATTATGATGCCCTGTCATCCGGCCCTGCGGGCCAGGCGCTTCATTATCTGAATATTGGACGCGTTCCCGCCCTAGTCGTCCTCTGTCTATTGGCCGGCTATTTCGGCCTCTTCGGTATCCTCA+ STY3377 100 STY3377 98.7
ATGCCTGACAATAAAAAACAAGGGCGTTCCAACAAGGCCATGACATTTTTTGTCTGCTTTCTTGCAGCCCTGGCAGGATTACTTTTTGGCCTGGATATCGGCGTTATCGCCGGTGCTTTACCCTTCATTACCGACGAGTTTCAGATTACCGCACACACTCAGGAATGGGTGGTCAGCTCCATGATGTTTGGCGCGGCCGTCGGCGCTGTCGGCAGCGGCTGGCTCTCCTTTAAGCTGGGTCGTAAAAAAAGCCTG+ STY3244 100 STY3160 77 STY3244 99.5 STY3160
ATGATGAAAGAGACCGATATTGCTGATGTTTTGACGTCCACTCGCACTATCGCGCTGGTAGGTGCGAGCGATAAACCCGATCGTCCAAGCTATCGGGTAATGAAATACCTGCTTGAACAGGGCTACCATGTGATTCCGGTTGCGCCAAAAGTCGCGGGTAAGACATTGCTGGGGCAACAGGGGTATGCCACGCTGGCGGATATTCCCGAAAAAGTCGATATGGTGGATGTTTTTCGCAACTCTGAAGCTGCATGGG+ STY1101 100 STY2869 65.686 STY1101 98.8 STY2869
ATGTCGCAATTAACCCATATAAACGCCGCAGGCGAAGCGCACATGGTGGACGTTTCCGCGAAAGCGGAAACCGTTCGTGAAGCACGGGCGGAAGCATTCGTTACCATGCGTAGTGAAACGCTGGCGATGATTGTTGATGGCAAACACCACAAGGGCGATGTTTTCGCGACTGCCCGTATTGCCGGTATTCAGGCCGCTAAACGCACCTGGGAGCTGATCCCGCTGTGCCACCCGCTACTGCTAAGTAAAGTGGAGA+ STY0838 99 STY4428 63 STY0838 97.7 STY4428
ATGCTTAACTATGTTCTCAAGCGCCTGCTGGGATTAATTCCTACGCTGTTGATTGTGGCAGTGCTGGTGTTTTTATTTGTTCATTTGTTGCCCGGCGACCCGGCGCGGCTGATAGCCGGACCGGAAGCCGACGCGCAGGTGATAGCGCTGGTTCGTCAGCAGCTGGGGCTTGATCAGCCGCTTCATGTCCAGTTTTGGCATTACATCACCCATGTTTTACAAGGCGATTTCGGGACGTCAATGGTTTCCCGCCGC+ STY0889 100 STY4169 66 STY0889 98.58 STY1305
ATGCAAATACAGAGCTTCTATCACTCAGCTTCACTAAAAACCCAGGAGGCTTTTAAAAGCCTACAAAAAACCTTATACAACGGAATGCAGATTCTCTCAGGCCAGGGCAAAGCGCCGGCTAAAGCGCCCGACGCTCGCCCGGAAATTATTGTCCTGCGAGAACCTGGCGCGACATGGGGGAATTATCTACAGCATCAGAAGACGTCTAACCACTCGCTGCATAACCTCTATAACTTACAGCGCGATCTTCTTACC- STY1121 100 STY4444 54.369 STY1121 98.5 STY1864
GTGACTGACATGAATATCCTTGATTTGTTCCTGAAGGCAAGCCTTCTAGTTAAACTTATCATGTTGATTTTGATTGGTTTTTCAATAGCATCCTGGGCCATCATTATCCAGCGAACGCGTATCCTGAACGCCGCTGCGCGTGAGGCGGAAGCGTTTGAAGATAAATTCTGGTCCGGAATCGAACTATCGCGTCTGTACCAGGAAAGCCAGGGGAGACGCGATAGTCTGTCGGGCTCGGAACAAATCTTTTATAGCG+ STY0791 100 STY3332 70.874 STY0791 99.3 STY3332
ATGGCTCGCCACCCACGCTGGACACTGTCGCAAGTAACCGAATTATTTGAAAAACCACTGCTGGAATTGCTGTTTGAAGCGCAGCAAATTCATCGCCAGCATTTCGATCCGCAGCAGGTACAGGTTAGTACGCTGTTGTCGATCAAAACCGGCGCCTGCCCGGAGGATTGTAAATACTGCCCGCAGAGCTCGCGCTATAAAACCGGGCTGGAAGCCGAGCGTTTAATGGAGGTAGAGCAGGTACTGGACTCCGCC+ STY0827 100 STY3747 65 STY0827 99.3 STY4091
ATGACGACTCCTTTTACCTACGAAACGCTGCCCGCCGACCCAAAAGCGGCCATTCGTCAGATGAAGCAGGCGCTACGCGCGCAAATCGGCGACGTACAGGCGGTGTTCGACCGTTTGAGCGCCACCATAGCAGCCCGGGTGGCGGAAATTAACGATCTGAAGGCGCAGGGACAGCCGGTATGGCCAATTATCCCTTTTAGCGAACTGGCGACGGGCAACATTAGCGATGCTACCCGCGCCGAGGTTAAGCGCCGC- STY0880 100 STY0779 68.932 STY0880 98.4 STY0779
ATGAGCCAGAATGTTTATCAATTTATCGACCTGCAGCGCGTTGATCCGCCGAAGAAACCGCTGAAGCTCCGTAAGATCGAGTTTGTTGAAATCTACGAACCGTTTTCTGAAGGTCAGGCGAAAGCCCAGGCGGATCGCTGTTTGTCCTGCGGGAACCCCTACTGCGAGTGGAAATGTCCGGTACATAACTACATCCCGAACTGGCTGAAACTGGCTAACGAAGGGCGTATTTTTGAGGCGGCTGAGCTATCGCAC+ STY3511 100 STY2717 80 STY3511 98.7 STY2717
ATGCCAACTCCCCAAAATTACTCATTCATCGCCATAGCGGTATCAGCAGCATTAGCCTCTATGGTATTTCCCTCCCAGGCGGCCTGGGTTGACGTTGATAGTCTGCCATCCAGTGGGCTGGTCAGCCAGCTGCCGCCGGAATTACAGGCTATTATTCCCGCTCAGGCCAGTACCGGTTTCACCAAAGTCGGTACCATGCCCAACTACGTTTATCAGTGGAACACCGGCACCATCCCGGTTTATGGCAATGGCCTC- STY4030 100 STY2755 64 STY4030 98.1 STY2755
ATGACAATGAACATTACCAGTAAACAAATGGAAATTACTCCGGCAATCCGCCAACATGTCGCAGACCGTCTCGCCAAACTGGAAAAATGGCAAACTCACCTGATTAATCCTCATATCATTCTGTCTAAAGAGCCACAGGGCTTTATTGCTGACGCCACCATTAATACACCGAACGGACATCTGGTCGCCAGCGCAAAACACGAAGATATGTACACCGCTATTAATGAATTGATCAACAAGCTGGAACGGCAGCTCA+ STY2853 100 STY4491 64.078 STY2853 100 STY3500
ATGCAAGTTTTTATCATGCGTCACGGCGACGCAGCCCTCGATGCCGCCAGTGATTCGGTTCGTCCCTTGACCTCTTGTGGGTGTGACGAGTCTCGCCTGATGGCGAACTGGCTGAAAGGTCAAAAAGTGGATATCGAACGTGTTCTGGTGAGTCCGTTTCTTCGGGCCGAACAGACGTTAGATGTGGTCGGCGATTGTATGAATCTGCCGACTCAGGTGGATGTCCTGCCGGAGCTAACGCCCTGTGGCGATGTCG- STY2619 100 HCM2.0105c 53 STY2619 99.2 HCM2.0105c
ATGATGAATAAAGACGAAGCCGGCGGTAACTGGAAACAGTTTAAAGGTAAAATGAAAGAACAATGGGGCAAACTGACCGATGACGATATGACCGTTATCGAAGGTAAACGCGACCAACTGGTAGGTAAAATCCAGGAGCGTTACGGTTACCAGAAAGATCAGGCGGAAAAAGAGGTTGTTGACTGGGAAACCCGTAACAACTATCGCTGGTAA+ STY4436 100 STY1356 54.369 STY4436 100 STY1356
ATGCAGGGTTCTGTGACAGAGTTTCTAAAACCGCGCCTGGTAGATATCGAGCAAGTGAGTTCGACGCACGCCAAGGTGACCCTTGAGCCTTTAGAGCGTGGCTTCGGCCATACTCTGGGTAACGCACTGCGCCGTATTCTGCTCTCATCGATGCCGGGTTGCGCGGTGACCGAGGTTGAGATTGATGGTGTACTACATGAGTACAGCACCAAAGAAGGCGTTCAGGAAGACATCCTGGAAATCCTGCTCAACCTG+ STY4383 100 STY1760 75.728 STY4383 99.9 STY1760
ATGCGCCTGGTTTTATCATCTCTGATCGTGATAGCGGGTCTACTGAGTAGTCAGGCTACGGCTGCGACTGCGCCCGAACAAACTGCGAGTGCAGATATTCGCGATAGCGGCTTTGTGTATTGTGTCAGCGGGCAGGTCAACACCTTTAATCCGCAAAAAGCGAGTAGCGGCCTCATCGTCGATACCCTGGCCGCCCAGTTATATGACCGCCTGTTGGATGTCGATCCCTATACTTATCGTTTAGTCCCAGAGCTG- STY1369 100 STY4168 63.725 STY1369 98.5 STY4168
ATGAAGCTGGTTACCGTGATTATCAAACCGTTCAAGCTGGAGGACGTGCGGGAGGCGCTTTCTTCCATTGGCATTCAGGGACTGACCGTCACCGAAGTGAAAGGGTTTGGCCGTCAGAAAGGACACGCCGAACTGTATCGCGGCGCGGAGTACAGCGTGAATTTCCTGCCGAAGGTCAAAATTGATGTGGCTATCGCCGACGACCAACTGGAAGAGGTGATCGATATCATCAGTAAAGCGGCTTACACCGGAAAAA+ STY0506 100 STY2808 85 STY0506 100 STY2808
GTGAACGTTGGATGCTTTATGACACAACCTATTAGCGTCATTGCCAGAAGCCTGGTACGCGAACGCCAGCAAACCGGACTGTCGCTGGCGGAGATTGCGCGGCGCGCAGGCATCGCTAAATCTACGCTTTCACAACTGGAAGCAGGGAACGGCAACCCCAGCCTGGAGACGCTATGGTCGCTATGCGTCGCGCTCGACATTCCCTTTGCCAGGCTGCTGGAGCCGCAGGTACAAAAAACGCAGGTGATTCGCCGCG+ STY3832 100 STY1400 63 STY3832 91.55 STY4716
ATGAAAAGGTTATGTTATTTTGTGAATTCAGACTGGTACTTTGATTTACACTGGACAGAACGTGCGATAGCGGCAAGGGATGCGGGTTATGAAATTCATATCATAAGTCATTTTATTGGTGAAGAGATTATAAAAAAATTCAAAACGCTTGGTTTTATTTGTCACAATGTGTCTCTTGTTGCTCAGTCATTTAATATGTTTGTTTTTTTTAGAGCATTCCTTAACGCTCGGAAAATTATTAAGGAGATTAATCCT+ STY0761 100 STY0322 57.282 STY0761 99.5 STY0322
ATGGAGACCTGCGTGCTCATGCAACTAAAAAATTGCATAAAATGTTCTATCGCTCACATTTTGCGCTATAAGAGACAAAAATGCTCTAATTTCAAACAAGAGAGCATAAATTTTCGGCATTTTACCAACCGTCTGACCAGGATACGACGCGGCATTTCAACGCTCCGTCGATAG+ STY3739a 100 STY4881 64.486 STY3739a 99.4 STY4881

STY0214 62.5 STY2625 60.377 STY2625 19.88 STY0214
STY1816 58.416 STY3628 58.252 STY3628 36.75 STY1816
STY2627a 75 STY0607 70 STY0607 67.2 STY2627a
STY4627 100 STY3675 99 STY4627 95.2 STY3675



ATGGCGGTTGAAGTTAAATACGTAGTCATTCGCGAGGGTGAGGAGAAGATGTCATTTACCAGTAAAAAGGAAGCCGACGCCTGGGACAAAATGCTCGATACTGCCGATCTTCTTGATACCTGGCTTGAGCAGTCGCCAGTCGTGCTGGAAGATGGGCAGCGCGAGGCGTTGTCGCTGTGGATGGCGGAACATAAAGAGGTGTTAAGCACGATCCTCAAAACCGGTAAGTTGCCTTCTCCGCAGGCGGTTGAAAAGG- STY2088 100 STY2037 72.549 STY2088 99 STY2595
STY4618 96 STY3684 93 STY4618 50.51 STY3684
STY4633 95 STY3669 86 STY4633 83.08 STY3669

ATGTCTTTAGAAGTGTTTGAGAAACTGGAAGCAAAAGTACAGCAGGCGATTGACACCATCACCCTGTTACAGATGGAAATTGAAGAGCTGAAAGAAAAGAACAACAGCCTGACGCAGGAAGTGCAGTCTGCACAGCATCAGCGTGAAGAACTCGAGCGTGAAAATAATTTTCTGAAGGAACAGCAGAGCGGCTGGCAGGAACGTTTACAGGCGCTGCTTGGTCGTATGGAAGAAGTCTAA- STY3782 100 STY0474 59.223 STY3782 99.2 STY0474
ATGGGTAAACTAACGCTGCTGTTGCTGGCTTTACTGGTCTGGCTACAGTACTCGCTGTGGTTCGGTAAGAACGGCATACATGACTATAGCCGCGTCAACGATGATGTGGTCGCGCAGCAGGCGACAAACGCCAAACTTAAAGCGCGTAACGATCAGCTTTTTGCCGAAATTGACGATCTCAATGGCGGCCAGGAAGCGATTGAGGAGCGCGCGCGCAACGAACTTAGCATGACCAAACCGGGCGAAACCTTCTATC- STY3056 100 STY3115 57.547 STY3056 99.7 STY3115
ATGAACCGCACTAACAAACTGATCTTAGGTGCAGTAGTTCTGGGTTCCACGTTACTGGCAGGTTGTTCCAGCAACGCTAAAATCGATCAGTTGTCTTCCGATGTACAGACGCTGAGCGCTAAAGTTGATCAACTGAGTAATGACGTAAATGCAATGCGTTCCGACGTTCAGGCTGCTAAAGACGACGCAGCTCGCGCTAACCAACGTCTGGACAACAAAGTATTCCGCATCTGTAAATGA+ STY1746 99 STY1745 90 STY1746 96.3 STY1745
GTGATATACTGTGCACGTTTACACATAAGCGAGGATGATATGTCTATTGATTTAGACCCAACCCAACTGGCGATTGAATTTTTACGCCGTGATAAAACCGAACTTTCTCCCGCGCAGTATTTGAAGCGTTTAAAACAGCTGGAGTTAGAGTTTGCCGATCTCCTCACCCTCTCTGCAACCGAACTGAAAGAAGAGATCTATTTCGCCTGGCGGTTGGGCGTGCATTAA- STY1756 100 STY1385 42 STY1756 98.7 STY1385
ATGCCTATGAAAAAGATCGCAATAATGTTTTTACCTGTGCTGCTGACCGGCTGTAGCGTTTATCAACAATTTGTTGAACGTATGCAAACGGATACGCTGGAATATCAGTGTGATGAGAAGCCGCTTACCGTTAAAGCCAATAACCCGCGTGAAGAGGTCAGTTTTGTTTATGACAATAAGCTGCTGACCCTGAAGCAAGGAATCTCGGCCTCGGGCGCGCGTTATACCGACGGGATTTATGTTTTCTGGTCGTAA- STY1675 100 STY3765 63.725 STY1675 76.04 STY3765
ATGTTCGTAGAACTGGTTTATGACAAGCGTAATGTTGAAGGACTCGAAGGGGCCAGCGAGATCATTCTGGCCGAACTGACGAAGCGGATGCACCAGATTTTCCCTGATGCCGAAGTGAGGGTGAAGCCGATGCAGGCAAACTGCTTGAATAGTGATACCAACAAAAGCGATCGCGAAAAGTTAAACAGGTGGCTTGGCTGGTTTCAGATTACGCGGGTAGGATCAGATCACTCCAAATACCGACGACATAGAATTA- STY1077 98 STY1883 74 STY1077 96.9 STY1883
ATGGAAGCATTAGGAATGATTGAAACCCGGGGCCTAGTTGCGCTGATTGAGGCCTCAGATGCGATGGTAAAAGCCGCACGCGTGAAGCTGGTCGGTGTGAAGCAGATTGGCGGTGGCCTGTGTACGGCCATGGTGCGTGGCGACGTGGCGGCGTGCAAAGCCGCAACCGATGCTGGCGCCGCTGCGGCGCAGCGCATTGGCGAGCTGGTCTCTGTACACGTGATTCCACGCCCGCACGGCGATCTGGAAGAAGTGT- STY2701 100 STY4439 59.804 STY2701 99.7 STY4439
ATGGATTACGAATTTCTGCGCGATGTGACCGGACGGGTTTTGGTACGAATGTCGATGGGCCACGAGGTGGTCGGTCACTGGTTTAATGAAGAGGTTAAAGACAACCTCTCGCTACTGGATGAAGTAGAACAAGCCGCGCGTACGGTCAAAGGCAGCGAACGTTCCTGGCAACGAGCAGGGCATGAGTACACGATCTGGATGGACGGCGAAGAAGTGATGATTCGCGCCAATCAGCTGGATTTTTCCGGCGATGAGA+ STY0182 100 STY4134 67 STY0182 97.2 STY4134
ATGGCTCATGATGTTGCGCGTGTTACAGGCAACGCGCGGTCGCTAAAAGTGACGCCAGGCCAGATCTGCCATCTGGTATCGCCTGAAAAATTACAGGTATAA+ STY4408 96 STY4408 96.1
ATGGAATTACAGCTTATGCTTAACCACTTTTTCGAGCGTGTCAGAAAGGATGCAAATTTCAACGCATTTCTAATCGATCTGGAATATAATAATATCGCTTATTACATCTATTTTGTTGCTACCGGTAATGTGAAAATTATCACTCATGCAGGCCATTTCATTTCTATTAAAAGCAATAGAAAGCTGATTAAAGTCAATTCAACACCAAATACGCAATTAATAAAATTGACTTCAGCTAAACACTTTTCGGGCGAGC+ STY1988 99 STY2422 62.376 STY1988 97.7 STY2422
ATGACTATCACGGACCTGGTGCTGATTCTCTTTATTGCCGCATTATTGGCTTACGCTCTCTACGATCAGTTCATCATGCCCCGTCGCAATGGCCCCACTCTGCTTTCTATAGCCCTGCTCCGCCGCGGTCGCATAGACAGCGTTATCTTCGTTGGGCTGGTCGCCATCCTTATTTATAACAACGTAACCAGCCACGGAGCGCAGATGACCACATGGTTATTAAGCGCGCTGGCGTTAATGGGGTTTTATATATTCT+ STY1962 100 STY4421 59 STY1962 96.85 STY1226
GTGAATATGGCTTCTTCTGCACCATCGCGACGTTTAGCTTTACTGCTGCTGGCATCGACATTTGCGACGCCAGCGGCCTGGGCACATGCGCACCTGACGCATCAGTATCCAGCAGCGAATGCTGCCGTTACGGCCTCGCCACAGGCGCTGACTCTGAACTTTTTTGAAGGGATTGAGCCAGGATTCAGCGGCGCAACCATTACTGGCCCTCAGCAAGAGTCCATCAAAACGCGCCCGGCAAAGCGAAATGAACAGG- STY2081 100 STY3199 58.095 STY2081 98.4 STY3199
ATGAATCTGTTATCTGCTCTTCTGAAAAGATACTGGTTGCAGCTGGCGTTTATTTTGCTGATGGCTGGTGCGTTTATCGCCGGTAATGTCTGGAGTGACAGGGGCTGGCAAAAAAAATGGGCAGATCGCGACAGCGCTGAATCCTCTCAGGAAGTCAACGCCCAGACCGCCGCCCGTATTATTGAACAGGGCCGCATTATTGCCCGTGATGAGGCTGTGAAAGATGCACAAGCGCAAGCCGCTAAATCTGCTGCCA+ STY1043 100 STY0753 62.376 STY1043 90.31 STY4816
ATGATTAATTATGATGTCCTTCACATTAATGTGGCATTAGCGCATTGCAGAAATGCGATAAACAGAGTAAAGCTAAAGCACAATCTCATATTCTTGCAATCAAGGAGCGAGTTATGA+ STY2135 100 STY2659 57.426 STY2135 100 STY1176

STY1654 57.843 STY1654 19.1
STY1553 59.615 STY1553 4.65
STY3047 63.107 STY3383 62.5 STY3383 21.1 STY3047
STY1921 62.264 STY0758 57.009 STY1921 49.98 STY0758
STY4077 61.765 STY4171 40 STY4077 23.78 STY4171
STY1620 60.396 STY1159 59.615 STY1159 37.99 STY1620
STY0976 60 STY0976 10.52
STY2277 58.095 STY2277 16.82

STY2489 51.961 STY4037 46.078 STY2489 16.88 STY4037
STY3231 38.835 STY3231 13.61
STY0688 100 STY0896 74 STY0688 99.2 STY0896
STY2463 61.165 STY3593 58.416 STY2463 28.78 STY3593
STY0786 100 STY1919 76 STY0786 98.7 STY1919
STY3977 58.824 STY3977 43.72
STY1700 60 STY2711 52 STY1700 44.67 STY2711
STY2839 100 STY3739 59.434 STY2839 100 STY3739

ATGACACAGATAGAATATCTGGACTACCTCTGCTATTGGGGGAAAACAGATAAATCAACAGAAAACATAACCTGTAATTATCATTTACTGGCATACCATTGCCTGGACGTTGCTGCATGCGGGGAATACATAATAAAAAACAATACATTCAATTCATGTAATATATTAAAAGAATGTAATATCTCAGGTACAAATGCAGAAAACTGGATAATCTGGTTTCTTGCCAGCCACGATATCGGAAAATTCGCCAGAGGA+ STY3071 100 STY3071 100
ATGGCAAAAGTATTTACACCAGAAGAGCGGGAAAAAATTAAAGGGCAGGTTGTTGAACTTGTACGTCTGAGCGGTCGCGAGACGTTACGGGCTCTGGAGGCTAAAACCGGTGCATCAAGGTATTACATAAGCACTCTCGCCAGAGAACTGGTCGCCAGTGGTGATGTTTACAATTCAGGCTACGGATTATTCCCGTCTGAGCAGGCGCGTAAAGACTGGCAAAATGCCCGCAAAAAACTATCAAGGGCAAAGGTGA- STY2060 100 STY2060 100
ATGAATCTTGTGACACTCAAAACGTGGGGAAAACTCAGATATCCGGATAACCCACCATCAATATCAACGCTGAGACGATGGGCAAGGAATGGAAACATTTATCCTGCACCTGAACTACACGGGAGGAGTTACAGGGTGGTTCCGGAAGCTTTCTATATCAACCCAAATAAGGTTGATACCGATATAACACACCATCAGCCTAATGGGCGACAAGGGAGAGACAGTCCGTTACTGGAGAAGTTAAAACATGCAGCGG+ STY2076 100 STY3438 55 STY2076 100 STY3438
ATGAAGAAGAATACCCGCTTTGCTTTTAACGCTTACCTGCAGCAGCTGGCGCGTCTGAACGGTGTTGCAGTTGAAGAACTGTCCAGCAAGTTCACCGTCGAACCGTCCGTGCAGCAGACGCTGGAAGACCAGATCCAGCAGTCCGCCGCTTTCCTGACACTGATTAACGTCACGCCAGTGACTGAGCAGTCCGGTCAGTTGCTGGGGCTGGGTGTTGGCAGCACCATTGCCGGAACCACTGATACCACCGCGAAA+ STY3677 100 STY4625 98 STY3677 100 STY4625
ATGCAGAAATATATTTTCAGCGCCGATAAAAATGCGTTTTTCCCTGTGGAGCTTAAAATCGCTTATCAGGAATCCGGCGAATGGCCCGATGATGGAATCGAAATTGACGACACTGTTGCCGCCGAATTTATGAAGGAAGCACCAGAAGGAAAATACAGAGGTGTCATCGACGGAATGCCTGCATGGATTGATATTCCACCGCCAACTCATGAGGAACAAATTGCCGCAGCCGAACTGGAAAAGCAGCAATTGATTA- STY3693 100 STY2463 58.416 STY3693 100 STY2463
TTGAACCGCTGCCATTGCCGACAGTTGCTTTGCGTCGCCGGTGTGCTGTCCGGCGTGGCGCAGGCGGCGCTGCCCAGCCGCAGTCAGGTGGACGGCTGGCTACAACAAATGGGGGATAGCGATACTTACGATGCCGCCAAAGGCGTCAACTGGGGAGTAATGCCCGGGCCATTTTATACCCCTGAACTGGGGCTGGGCATCGGCACCGCCATTGTCGGTATGTATCGCCCCGATCCTGCCGATAAGGTTAGCCAG+ STY3949 100 STY3761 63 STY3949 100 STY3761
ATGGATTATATTAATCGATGGCTTGGCTCTGAACTGCTGATGTTTTGTGTTCTACCGTGGGGGTATGCCGCTGCGGTGGCATCACTGCTGATCCTGATGTTTTCCAAAAAACGCAGCCGACAGATTTTGCTGTGGGTATTACTACCACAGTGGGCATTCGTGGTATTGCTGTTACCCACGTTGCAGTACACCCAGTTGTTGAGTCAAACAGGCACGGTATGGATGTTGATGCTCCTGTTGCCGATTCTGAGTTGG- STY3344 100 STY1204 61.321 STY3344 100 STY1204
ATGTATGCAGCGGAAAGTGAAGTGGTTTATCAGTTTTGTTACAGAGGGGAGAGTTATTCAGTACCTGAAGATGATTTGCTCTGTTGTTATCCGTCGTTGTCGGGCGATGGCAGTTACTTTTTCACGCTAAAGGATGGGACGTTTTTACGGGGAGAGCAGGTTAAAGAGACGGTACGAAAAAATGTATCTCCCTTTGAGCGTTACCGTAAGAACAAAGAACGATAG+ STY3663 100 STY3487 50 STY3663 100 STY3487
GTGGCGAAAGGCACTGCCACATCAAAACCCCGTCCACCGCCCTTTATTTCAGGAGAAAGCAGCATGAAGTTTGTTGCGCCAGAACAGGCACCGGAACAGGCGGAAATCATCAGAAATACGCCGTTCTGGCCTGATGTGGACCTGTCGGAGTTTCGCAGCATGATGCGCACTGATGGCACGGTGACGCAGCCGCGTTTAAAGCAGGTTGCGCTGTCGGCAATTTCGGAGGTCAACGCAGAGCTGTATGAGTTTCGCA+ STY3679 100 STY4623 94 STY3679 100 STY4623

STY2888 100 STY3696 100 STY2888 100 STY3696
ATGTTTGCCAGCGGTGACGGGAAAGTGCGTGTTGAATGCCGCTTTGAAAGCAATACACTGTGGCTCTCTCAGGGAATGATCTGCGAACTATACGGTAAAGCTAAAGCCACCATCAGTGAGCATATAAAGAACATCTTTGCAGATGGCGAGCTTGAAGAAAATTCAGTTGTTCGGTTTTACCGAACAACTGCCAGTGATGGGAAAAATTATCAGATTCAATACTTTAGTTTGCCGTTGATACTCGCTGTCGGCTAC- STY4036 100 STY4036 100
ATGAAAAGCATCGTAATCGAAAAACCGAATACATTAACCATCGAAACGCGCGCGCTTCTGCAGCCAGCATCTGGCGAAGTTCGTATTAAAGTGAAACTGGCGGGTATCTGCGGTTCCGACAGCCATATTTATCGGGGACATAATCCCTTTGCAAAATATCCCCGTGTCATAGGCCATGAATTTTTCGGTGTCATCGACGCGGTAGGCGACAACGTCAATCGCGACCGGATAGGAGAACGGGTATCCGTCGATCCGG- STY1555 100 STY1520 60 STY1555 100 STY1520
ATGCTGGGCGAGCTAGAGATATTTGAGTCGCGGCATTACATCTGTTCTGTCGTAGCCGTCGGCAATGTACAGCTACTTAGCCTGCCGCAAGCACATTTTTGCCGCTGGCTGACGCTGGATAACCACTTTAACCAGCGAATGCTGCGGTTTTTCAGCCAACAGTATTACCAGTTGTCGAAAAAGGCCAGTAGCGACAATTTGTACTCGCTGCATCAGCGCGTATGCCAGGCATTATGGCTGCGTTATCAACAATATG- STY3645 100 STY3913 56.311 STY3645 100 STY3913
ATGACTAATACAAACTCCGTTTACGTCGCATGGCAGGCACCAGATACCAGAGACTGGCATGTTGTTGGTAACTTGCAAGAGCGCAAATCGGGGTATGTTTTCAGGTATACCAAAGGTGCTCTTAAATCTACTAAATTTACAAAGTTTAGCGGCATGAGTGATGTTCGTGAAACTTATGTTTCGGAAGAATTGTTTCCTCTTTTTAAAAATCGCCTTTTATCACCGAGACGTCCAGAGTATCCGAGTTTCATTAAAT+ STY3673 100 STY1241 53.922 STY3673 100 STY1241
ATGGCAGTGATTGACCTTTCGCAGTTGCCTGCGCCGCAGATTGTGGATGTGCCGGACTTTGATACGTTGCTTGCCGAACGCAAGGCAGAATTTGTGGCGCTTCATCCGAAAGATGAGCAGGAAGCAGTGAGCCGCACACTGGAACTGGAATCTGAACCCGTCACCAAATTGTTGCAGGAGAACGCTTATCGTGAGTTGCTTCTGCGCCAGCGCATTAACGAAGCCGCGCAGGCGGTGATGGCGGCTTATGCCATAG+ STY3689 100 STY4613 100 STY3689 100 STY4613
ATGAGTTTGTCTATGTTTGCTCGTGGAATAAAAATAGTTATTCTGGCACTCCTGTGCCTTAATCTTCCCTCTGCTTTTGCAGGTATTGTGGTCGGTGGAACTCGCGTCATTTTTCATGGCAACGATCCTGACTCTACTATTTCTATTTACAATAAAGAAGTTGATTTGCCTTATCTAATACAAGTATGGGTTGATCCTTTCAGTAAGGATGATAAGAGCAAACCACCTTTTACCGTCATTCCGCCTGTTTCTCGTC+ STY3919 100 STY0372 65.049 STY3919 100 STY0592
ATGCCATATGTTTATGCTAATGCAAAGGCTTTACAGGATACAGAAAAGGTAGGAAACCACCATCAGTGTGTTGAACTTATTCAACACTATATACGAGTAGGACAAGCGAGTACATGGCAGCAAGGGGCCGCAGTATTTGGAAACAAAAACATTGAAGTCGGGACAGTTATCGCTACTTTTGTGAATGGGCGATATCCGAACCACAATAGTGGCAACCATGCTGCATTTTTTTTGGGGCAAGATACTGGCGGGATAT+ STY0300 100 STY3821 61.111 STY0300 100 STY3821



ATGTATACCGAGTGTACATATATCACTGTAATAAACAACAAAGCAAGGTTATTTTTTATGAACATGAAAACATCTTTTATTGCCGCAGCTGTGGCATTGGCCACCGTTTATTCTTTTTCTGTTTCTGCGGTTCAGAAGGATATTACCGTCACTGCCAATATTGACAGTACACTTGAACTGCTGCAGGCCGATGGTTCATCCCTCCCGTCGACTATGAAGCTGGATTTCATGCCGGGTAAGGGCCTGGTCCATAAAT+ STY0346 100 STY0346 100
ATGAACACCACACTGACACCCGCAGATCTCGATCCCCGTCGGCAGGCCATGCTGCTGTACTTTCAGGGATACCGCGTAGCCCGCATTGCTGAAATGCTGGGCGAGAAAGTTGCAACCGTTCACAGCTGGAAAAAACGCGACAAGTGGGGTGACTATGGGCCGCTGGATCAGATGCAGCTCACCACCGCCGCACGCTACTGCCAGCTCATTATGAAGGAGCACAAAGAAGGGAAAGATTTCAAAGAGATTGACCTG- STY3675 100 STY4627 100 STY3675 100 STY4627
GTGAATTTCAGCTCTGAACTGCTTAACAAAGGCAACAAAACTCCCGCATTCAGCATCAGTATTGAGGGGAAGGATATCACCACTGTGCTGGATAACCGCCTGATGAGTCTGACGCTGACGGACAATCGGGGCTTTGAAGCAGACCAGCTTGATTTGGAGCTGGACGACGCCGACGGAAAAATCGTGCTGCCGCGCCGTGGGGCTGTCATTACGCTGGCGTTGGGCTGGAAGGGGCAGCCGCTTTTCCCGAAAGGA- STY2882 100 STY3702 100 STY2882 100 STY3702
ATGCTGAATAGCAATACAGCAGTGTTATGCAGAATTCTCCACCCCGATGCGCAGAAGGCACTACTTGACTGGTTTGCTACGCTGTCTGAGCGTTATGAGCGCAAGGATGGTAAACGAGTCAACGGTCGCGCCTGGCGGGCTGAGTTGAAAAGAATGGCGCCGCCATATGGCGTAATGATATGTGAAGGACATGACGCTCTCCGCCAGGCTCTGCTTAAACATATGCGACTGCAACCTCTTGATGAGATGGCTCTGG- STY3069 100 STY1231 62.5 STY3069 100 STY1231
ATGATAAAAAAATCGACCTATGATGTGTCTCATCATTCGGCAATATGTGGCGTGACGGGGGATTATTATCGGATCTCAGCGACATATCACATAAAACGATCTATCCGTGTTTTTTTGATCATCTTATGTTGCCTGTTACCCGGTGGCGTTTTTGCCGGGTCCCTGATTAACGCAGGATTAATTTCCCCCGATAATGTCAACCTCAGTATACGGGATTTTCTGGGGTTTTATGCCAGTGATAACTTACAGGAAAAAG+ STY0306 100 STY1378 62 STY0306 100 STY4941
ATGAGTAATAAAATGAAGTGGACGAGTATGACAGCCCATTGGTCAGCAATTATTAATTTCATCCGAAAATATGTTTATCCAGCAAGGATAATTGCCATCCTGCTGATGGCTGGCGCTACACTGCCACAAGTCGCCGATGCGATTACCGTCGACCTGAATTACGACAAGAACAATGTAGCGGTCATCACTCCTGTCTGGTCCCAAGAATGGAGTGTAGCAAATGTGTTGGGGGGATGGGTATGTCGTTCAAACAGG+ STY0348 100 STY3744 89.109 STY0348 100 STY3744
ATGACACCAGAAATTATCCTGGCTCGTACAGGTATTGACGTTAGCAACATCGAGCAAGGTGATGACGCGTGGCACCGTCTACGCCTCGGTGTCATCACTGCTTCCGAAGTTCACAACGTCATTTCCAGGCCAAAGTCGGGCAAGAAGTGGACTGATATGAAGATGTCCTACTTTCTCACCCTTCTTGCCGAAGTTTGCACCGGCGTGGCACCGGAAGTTAACGCCAGGGCGCTGGCCTGGGGGAAACAGTATGAAG- STY1016 100 STY1016 66.667 STY1016 100 STY1016

STY4142 100 STY4142 100
ATGAATCCAATTAAAAGACGAAAACATATTCTTGATGAATTAAACAAATTCGGTGAAGTCACCGTTATTAAATTATCGGAAATGCTCAACGTCACCTCGGAAACCATTCGTCGCGATCTCTCCTTACTGGAATCAGAAGGCAAAATCACTAAGATTCATGGGGGCGCGGTCAAAAAGCAAGTTGTCCAGGAAGATGCGTTTAGCGCAAGAATAGAGGCGCATCGCGAAGAGAAAATAGCGATTGGCAAACTTGCCG- STY4412 100 STY0186 74 STY4412 100 STY3044
ATGTTAAGCAATTCAATGAAAAATGAAACAGAGGGAAAGATGATGAATGAGGTATCAACATTAAATCCATGCAACAGGCCTGACCGGGGAATGTCGGCAGATGCCGGTGCCACTGCACTGTTTATTCTGGTGATCATTGGGGTGATAGCCGCGGCGGTCTGGTCGATGTGGGGTAAAAAGGATGCGGGTACGGAGCTGACAAACTATCAGACCCTGGCCACGAACACCATTGGCATGATGAAAGGCGTTGACGGTT+ STY4547 100 STY4547 100
ATGAGGAAAACAAAAATGAAGATTAATCACGTCCTACCAGAAAGATATTCATTAAAGAGCACTGAACTCGGTGGTGGCATGGGGGACATTTTAATATGTAAGGATAATCATTTAGATAGAGATGTAATTGTAAAGTTGTTAAAGGATGGAGAAGAAGAGAGACGTTTACTAGATGAACAGAAAGCGCTACTCAAACTTCGTTCTAAACATGTAGTACAACTTTATGATTTAATTGACATAACAGTCTCCGAAAAA- STY4823 100 STY1009 59.615 STY4823 100 STY1009
ATGGCGTCTGCTTTGACCGCTTTCCCGGAAGACGGGGACATCAGCCGGATATGGTACGATCGGCTTTGTATCGAATTTAACAGCGACGGCGGACTGAGTCCGGCTGAACTGCGGGTTATCCGACTGCTGCTGCAGGGCTATAACTGCGGGCAGATTGCTGCCCTCTGTTTTCGCAGCGTCAAAACCATTTCAGCCCAGAAAGGCCTGGCTTTCAGGCGCCTCGGCGTCAGGAATGATGCCACCCTGTTGCCAACCC+ STY4843 100 STY3047 62.037 STY4843 100 STY3047
ATGCAAAAGTTTGATACCAGGACCTTCCAGGGCTTGATCCTGACCTTACAGGATTACTGGGCTCGCCAGGGCTGTACCATTGTTCAACCATTGGACATGGAAGTCGGCGCGGGAACTTCTCATCCAATGACCTGCCTGCGCGCGCTGGGGCCAGAGCCGATGGCGACTGCCTATGTGCAGCCTTCTCGTCGTCCGACCGATGGCCGCTACGGCGAAAACCCGAACCGCTTACAGCACTACTATCAGTTCCAGGTA+ STY4143 100 STY0736 64 STY4143 100 STY0736
ATGAACGTTTATCAACTGAAAAACCGCACTGACGTTTTGATCTGGCTTTCGCTGATTGAGGGCGATTTGCTGAGTATCCAGGCTTCTCTGAACGCCGGTTTATATCCGCTTTATGATGACAGGCAGGAGGAACCGGAGTTTGAATGTGCGGTATTTAACTGTGGTATGGCTTTCGGAGAATTTATGGAAAGGCTTGAATCAGAAGATATTGACGTTCTGACAACAGCCGGACATGAACTGACTGGCTCGATTGAAC+ STY4588 100 STY2592 63.366 STY4588 100 STY0943
ATGTATAATATTCTCAACTTTTTCGTTTCTGGAATACAAGGATTGTATATGACCACGTTATTACAGGTTATTGTACTGATATTTATTGTTTTCTTTATTTTCCCTGGGCGAAAAATTTTCCGTCGGAGTAAGCATCTGCAAGATGGCCGTAAATTAATTTCATCTTCTTCGCTGATGCTGCGAAAATTTGGCAGTTCTCGCGGCTATAACGCGGATTACTACTTTGACATGCAGTACCTCTATGAGGTCGCGGACG- STY4207 100 HCM1.169 52 STY4207 100 STY4453
TTGGGTCGCTTAGAAGCTCACGCAACAATTAAGCTGACTATTGATACACAACCGTCCGCCGAACCAACGTTGGGATCGACTGTTAGCAGTCTGGATAATACCGTCAGCCTTAAGGGAGTCGTGGAGGCGCATCAGGATATTCAGGTGAAGGTCACGGTCGACGATACGGACTACACCGCCAGTGTCGATAACGATACCGGTAACTGGCATGTTTCTGTTCCGCAATCCGCTATTCTGTCGGGGGAGAATCAGTATA- STY4512 100 STY2317 58.252 STY4512 100 STY2317
ATGCCAGTCGCAAACAGTATGGCGATGAAACGCGAAACCCTGAACCTGCGCATCAAGCCCGCCGAGCGCGATCTTATCGATCGGGCTGCAAAAGCCAGAGGGAAAAACTGCACAGACTTTGTGCTAGAAGCTGCCCGCGCCGCCGCCGAGGAAGCGCTGATCGAGCAACGCATCATTATGGCCGATCCAGAGGCTTATCAGGCATTTCTGATCCGTCTGGATCAGGCTCCTGCGCCAAACGATGCGTTGCGTAAAA+ STY4667 100 STY4517 92 STY4667 100 STY4517
GTGAGTTCTTTTTGCCTGCCGCAGGGCAGGCTTTACTCAGGACAGAATATCATGAAAATGACTTTTCCTGCTCGCCAGCAGCTTGATGCCGGGCGGATGACCACCACAAATTTTGCAGACGGCGACAGCGTAAAAGATAAAAACGCTAATCTTTAA- STY4810 100 STY2933 62.264 STY4810 100 STY2933
ATGTATATTTTGAATAAATGTATACGTATAACTGTTATCTTTTTCTTTTTTTGCTACCTTCCAATTGCTTCTTCGGAAAGTAAAAAAATTGAGCAACCATTATTAACACAAAAATATTATGGCCTAAGATTGGGCACTACACGTGTTATTTATAAAGAAGATGCTCCATCAACAAGTTTTTGGATTATGAATGAAAAAGAATATCCAATCCTTGTTCAAACTCAAGTATATAATGATGATAAATCATCAAAAGCTC+ STY4837 100 STY4841 64.078 STY4837 100 STY0335
ATGACAACTCTGTATCTTGCTTCCGGTTCCCCGCGTCGCCAGGAATTATTGATTCAACTTGGATTTTCATTCGAGCAGGTCGTGCCTGGTATTGAAGAGCAACGGCGTGTTCAGGAAAGCGCGCAGCAGTATGTTGTTCGGCTGGCGCGCGAAAAGGCGCAGGCTGGCGTGGCGCTGGTTCCCCGTGATCTGCCGGTGTTGGGCGCGGATACGATAGTCGTGTTAAACGGCGAGGTGCTGGAAAAGCCGCGCGACG- STY3551 100 STY1981 65.049 STY3551 99.7 STY1228

STY0317 64.151 STY4890 58.824 STY4890 11.87 STY0317
ATGGTTGATGTACTGGTGATAGGCGGAGGCAATGCCGCATTATGCGCCGCCCTGACCGCACGGGAAGCGGGCGCATCGGTTCTGCTGCTGGAGGCTGCCCCGCGAGAATGGCGCGGCGGAAATTCTCAGCACACACGAAACCTGCGCTGTATGCATGATGCGCCGCAGGATGTGCTGGTGGAAAGCTATCCTGAAGAGGAATTCTGGCAGGATCTGTGGCGAGTCACCGACGGCAACACCAACGAGGCGCTGGCG- STY0729 100 STY4849 61.682 STY0729 99.2 STY4849
ATGAAAAATAAGGACTCGTTACACGTCTCTCGTCGACGTTTTCTGGCGCAGCTTGGCGGCTTGACGGTGGCAGGAATGCTGGGGCCGTCACTACTGACGCCCCGTAGCGCCCGCGCAGCGGATGCCGTTGCGCCAGGCGCCGCGACGAAAGAGGGTATCCTTACCGGTTCTCACTGGGGGGCGATTCGCGCCACGGTGGTTGACGGTCGATTTGTGGCGGCAAAACCGTTTGAACAGGATAAATACCCGTCCAAA+ STY3956 100 STY4158 72 STY3956 99.4 STY4158

STY3820 71.569 STY4126 64 STY3820 56.34 STY4126
ATGCTTGCCACTTCAGACCTGTGGTTTCGTTATCAGGATGAGCCGGTACTTAAAGGGTTAAATCTGGATTTTTCGCTCTCGCCTGTTACCGGTTTGGTGGGCGCGAACGGTTGTGGGAAGTCTACGCTTTTTATGAACCTGAGCGGCCTGTTGCGTCCGCAAAAAGGGGCCGTATTGTGGCAGGGAAAACCGTTGGATTACAGCAAGCGCGGACTACTGGCGCTGCGCCAGCAAGTTGCGACGGTTTTTCAGGACC- STY2223 100 STY0467 64 STY2223 98 STY3233
ATGAATTTAACTATCCGGCAATTTCGCGCGTTTCTGGCCGTCGCGGATTTGCGTAGTTTTACCGCCGCCAGCAAATATCTGTGCATCACGCAGGGAGCTGTTAGCGGTTTAATCAACGAAATGGAAAGCCAGATGGAGGTTTCCCTTTTCGACCGCACTTCGCGCGTGGTGAAGCTATCGCCCGACGGCGAAAAGTTTTTACCCGCCGCCATGCGGGTTGTTGAAGAGTTTCAACGGGCCGAAAATTATGCCCGCG- STY3944 100 STY2510 60 STY3944 97.67 STY2510
ATGAAAGTTATGCGTACCACTGTCGCAACTGTTGTCGCCGCGACTTTATCGATGAGCGCGTTCTCTGCCTTTGCAGCAGCAAGCCTGACAGGTGCCGGTGCAACGTTTCCTGCGCCGGTGTATGCCAAATGGGCGGATACCTACCAGAAAGAAACCGGTAACAAAGTCAATTACCAGGGGATAGGCTCTTCCGGCGGCGTGAAACAAATTACCGCGAATACCGTTGATTTTGGCGCTTCCGATGCGCCGCTGTCT+ STY3926 100 STY4130 56.311 STY3926 98.4 STY4130
ATGCTGGCCTTCTTAAACCAGGTGCGCAAGCCGACCCTGGATCTGCCGCTCAATGTGCGGCGTAAAATGTGGTTCAAGTCGTTCATGCAGTCCTATCTGGTGGTTTTTATCGGCTACCTGACCATGTACCTGATCCGCAAAAACTTTAACATCGCGCAGAACGACATGATCTCTACCTACAGGTTGAGCATGACCGAGCTGGGGATGATTGGCCTGGGCTTCTCGATCACCTACGGCGTGGGGAAAACGCTGGTT+ STY3995 100 STY2637 66.019 STY3995 98.8 STY2512
ATGCCGCAGCCCAGGAACTTTGACGACCTTAAATTCTCCTCCATCCATCGCAGAATTATGCTGTGGGGAAGCGGCGGCCCGTTCCTTGATGGCTACGTGCTGGTGATCATTGGCGTGGCGCTGGAACAACTGACGCCGCTATTGCACCTTGATGCTGAATGGATTGGCGCGCTCGGCGCGGCTACGCTTGCCGGACTGTTTATCGGCACCTCGTTGTTTGGCTATATTTGCGATAAAGTCGGGCGGCGTAAAATG+ STY0089 100 STY3244 62 STY0089 85.5 STY3244
ATGAATACACAACAACTGGCAAAACTGCGTTCCATCGTGCCCGAAATGCGTCGCGTTCGGCACATTCACTTTGTCGGCATCGGTGGTGCTGGTATGGGCGGTATTGCCGAAGTTCTGGCCAATGAAGGGTATCAGATCAGTGGTTCCGATTTAGCGCCGAATCCGGTGACCCAGCAGTTGACGAGCCTGGGGGCGACGATTTTCTTTAACCATCGTCCGGAAAATGTGCGTGATGCCAGCGTGGTCGTCGTTTCC+ STY0149 100 STY3971 60.784 STY0149 99.1 STY3971
GTGGAGACTAAAACCGTTGCCATTACCATGGGCGATCCAGCGGGCATTGGGCCGGAAATTATTGTTAAAGCGCTAAGTGAAGACGGTCTCAACGGCGCGCCGCTGGTGGTGATTGGATGCCTCGCAACCTTGAAATGTTTACAGGCGAAGGGCATCACGCCGAACGTCGAGTTACGGGCCATTGAACGGGTCGCCGAAGCGCGTTTTGCGCCCGGCATCATTCATGTGATTGATGAGCCGCTGGCGCAGCCGGAG+ STY0185 100 STY0106 67 STY0185 98.8 STY0106
ATGATGGAAAATTTTAAACACACTACGGTACTGTTGGATGAAGCCGTTAATGGGCTGAATATTCGTCCGGATGGTATCTATATTGATGGCACATTTGGTCGCGGCGGCCACTCGCGCCTGATCCTCTCGCAACTGGGCGAAGAGGGGCGCTTGCTGGCGATCGATCGCGATCCGCAGGCGATCGCCGTTGCGCAGACCATTAATGATCCTCGCTTCTCCATCATTCATGGACCTTTTTCCGCGCTGGCTGATTAT+ STY0140 100 STY0140 99.6
ATGAAAACTTTTACAGCTAAACCAGAAACCGTAAAACGCGACTGGTATGTTGTTGACGCGACCGGTAAAACTCTGGGCCGTCTGGCTACTGAACTGGCTCGTCGCCTGCGCGGTAAGCACAAAGCGGAATACACTCCGCACGTAGATACCGGTGATTACATCATCGTTCTGAACGCTGACAAAGTTGCTGTAACCGGCAACAAGCGTACTGACAAAGTGTACTATCACCACACCGGCCACATCGGTGGTATCAAAC- STY3525 100 STY3017 59.223 STY3525 100 STY3017
ATGTTGGATAAAATTGTCATCGCCAACCGCGGCGAGATCGCACTACGTATTCTTCGAGCCTGTAAAGAACTCGGCATCAAGACCGTCGCTGTGCACTCAAGCGCGGATCGCGATTTAAAACACGTATTGCTGGCGGATGAGACGGTCTGTATTGGCCCGGCACCGTCCGTAAAAAGTTATCTGAACATCCCGGCTATCATTAGCGCCGCTGAAATCACCGGCGCGGTGGCAATCCACCCGGGTTACGGCTTCCTT+ STY3560 100 STY4489 61 STY3560 99.2 STY4489
ATGGCGTTATTCAACAGCGCGCATGGCGGTAATATTCGGGAAGCCGCGACGGTGTTGGGCATCTCGCCTGACCAGTTACTGGATTTTAGCGCAAACATTAATCCGCTGGGTATGCCTGTCAGCGTGAAACGCGCGCTTATCGACAATCTGGACTGCATTGAGCGCTACCCGGACGCCGATTATTTTCATTTGCACCAGGCGCTGGCGCGTCATCACCAGGTGCCGGCATCGTGGATACTGGCGGGAAATGGCGAG+ STY0695 100 STY2282 58.824 STY0695 99 STY2282
ATGATAAAGGAGTTGGATATGCAATTACGTAAGCTAACCACAGCAATGCTGGTCATGGGACTGTCTGCGGGCCTTGCGCACGCAGAAGATGGCGCGCCTGCCGCTGGTAGCACCCTGGACAAGATCGCTAAAAATGGCGTGATCGTCGTCGGGCATCGCGAATCTTCTGTGCCCTTTTCTTATTACGACAACCAGCAGAAAGTGGTCGGCTATTCCCAGGACTACTCCAACGCCATTGTGGAAGTGGTAAAAAAG- STY0710 100 STY0920 62.745 STY0710 99.6 STY3075
ATGGCAATCCACAACCGCGCAGGACAACCCGCGCAACAGAGTGATTTGATTAACGTCGCCCAACTGACAGCGCAGTATTATGTACTGAAACCGGAGGCAGGGAATGCAGAACATGCCGTGAAATTTGGCACTTCCGGCCATCGCGGCAGCGCAGGTCGTCACAGTTTCAACGAACCGCATATTCTGGCGATCGCCCAGGCGATTGCTGAAGAGCGGGCGAAAAATGGCATTACCGGCCCCTGCTATGTGGGGAAA+ STY0736 100 STY0269 73 STY0736 98.5 STY4200
TTGACTACTAACACTCATACTCTGCAGATTGAAGAGATTTTAGAGCTTCTGCCGCACCGTTTTCCGTTTTTACTGGTCGATCGCGTGCTGGACTTTGAAGAAGGTCGTTTTCTGCGTGCGGTGAAAAATGTCTCCGTCAACGAGCCGTTTTTCCAGGGGCATTTCCCGGGCAAACCGATTTTGCCAGGCGTGCTGATTCTGGAAGCGATGGCGCAGGCAACCGGTATTCTGGCGTTTAAAAGCGTTGGTAAACTGG+ STY0250 100 STY0250 99.8
ATGATGACATACGATCGTAACCGTAACGCAATCACCACCGGTAGCCGGGTCATGATAAGCGGCACGGGCCATACCGGGATTATCAAAGCCATTGAGAGCGAAGGTCTGGATGCAGGTCAAATTCGCCGCGGCAAAACGGTGATTGTCGAAGGTTGTGAAGGTAAATTCGCGCCAGTCGAACTGATTCGTCTTGGCATGAACTGA+ STY1552 100 HCM2.0096 66 STY1552 98.5 HCM2.0096
ATGATGAATTTGAAAGCAGTTATACCGGTAGCGGGTTTGGGTATGCATATGTTGCCTGCCACCAAGGCAATCCCAAAAGAGATGCTACCGATCGTCGACAAACCGATGATTCAGTACATTGTCGATGAGATTGTGGCTGCAGGGATCAAAGAAATCGTGCTGGTGACTCACGCGTCTAAAAATGCCGTTGAGAACCACTTCGACACCTCTTATGAACTTGAATCGCTTCTTGAGCAGCGCGTTAAGCGTCAGCTTC- STY2308 100 STY1298 77 STY2308 98.3 STY1298
GTGTTTATAGGATTTGATTACGGTACGGCAAACTGCTCGGTCGCCATTATGCGCGACGGGCATCCACAGTTGCTGACAATGGAGAATAACAGCGCATTACTGCCGTCTATGCTGTGTGCGCCGACGCGCGAAGCGGTGAGCGAGTGGCTGTATCGCCATCATGATGTGCCGGCAACGGACGAAGAAACCCAGGCGCTGCTACGCCGCGCTATACGCTACAACCGCGAGGAAGATATTGAGGTTGGCGCGCAAAGC+ STY2338 100 STY1961 62.963 STY2338 98.6 STY0289
ATGACTATCCCTGCATTCGGTTTAGGTACTTTTCGCCTGAAAGACGACGTGGTTATCGCTTCTGTGAAAACGGCGCTTGAACTGGGCTACCGTGCTGTCGACACTGCGCAAATCTATGATAATGAAGCGGCTGTTGGACAGGCGATTGCTGAGAGCGGCGTACCGCGTAATGAGCTGTACATCACCACCAAGATCTGGATTGAAAACCTTAGCAAAGACAAGCTAATCCCAAGCCTGAAAGAGAGCCTGAAAAAAC+ STY0276 100 STY3338 68.317 STY0276 98 STY3338
ATGAAAATTATTAGTTTTGGTGTAATGGCGGCTGTTTTATTCGTCTCTAATTCTATAACTCCTCCAGTGTATGCCGCTGAGCAGAAATTAAGTTTAAACACTAAATCATTCAGCGTGAAGCTGGGGGCTACACGGGTGATTTATCACGCTGGTACAGTTGGAGCCACGCTCTCGGTGAGCAACCCGCAGAATTACCCTATTTTGGTTCAGTCTTCAGTCAAAGCAGCAGACAAAAGTTCGCCTGCTCCTTTTTTGG+ STY0335 99 STY3919 63 STY0335 94.6 STY4837
ATGACAGAATTTCCTGACAACACCCGCTGGCAACTCTGGATTGTGGCATTCGGCTTTTTTATGCAGTCGCTGGATACCACCATCGTCAACACTGCGCTGCCTTCCATGGCGAAAAGCCTGGGGGAAAGCCCGCTGCATATGCACATGGTAGTGGTGTCATATGTTCTCACCGTCGCCGTGATGCTCCCCGCCAGCGGCTGGCTGGCAGACAAAATCGGCGTGCGTAATATTTTCTTTGCCGCCATCGTGCTGTTC+ STY2342 100 STY3889 71 STY2342 98.7 STY3889
ATGAGCCTGAGTCCCGCACGGCAGCACCGCCTGCGCATTCAGGCTGAACAGGCCGCCCGTGAGGGCGGCAGTGTTCGCCATGCGTCGGGCTATGACCTGATGCTGCTGCAGCTGGCAGAAGACCGCCGCCGCCTCAAGGGCGTCCAGTCCACGGTGAAAAAGGCGGAAATCAAGGTGGAACTGCTGCCGAAATATTCCGCCTGGGCGGAGGGCGTGCTGGCTGCCGGAGGTGCGCAGCAGGATGACGTGCTGATGT- STY4624 99 STY3678 95 STY4624 96.3 STY3678

STY4774 60.784 STY2955 60.396 STY2955 46.96 STY4774
STY0322 64.815 STY0762 59.048 STY0762 4.88 STY4075

ATGGGACTTTTCAATTTTGTAAAAGATGCAGGTGAAAAACTCTGGGACGCGGTAACCGCTAATCATGATAAGGACGATCAGGCGAAAAAAGTCTAGGAACATTTAAATAAAACGGGAATACCCGACGCTGACAAAGTGAATGTGCAAATTGCTGATGGAAAAGCGACAGTGACGGGTGATGGGCTGAGTCAGGAGGCAAAAGAAAAAATTCTGGTTGCCGTGGGGAATATCGCCGGGATTAGCAGCGTTGACGATC- STY2915 100 STY2806 52.381 STY2915 99.1 STY2806
GTGGCGAAAAGCGCAGACGATCTGCGCCAACAGCGTGATGCTATCGCCGAGTGGTCACGCCTGAGTTACGGCTGGATGGGACGCACACCGGATTACAAAGCCGCCTTTGGCTGCGCTCTGGGCGCTAACCCAGCCTTCTACGGCCAGTTTGAGCAGAACGCCCGTAACTGGTACACCCGTATTCAGGAGACCGGCCTGTACTTTAACCATGCAATCGTCAACCCGCCCATTGACCGCCACAAACCTGCCGACGAA- STY1131 100 STY1131 83.02

STY2629 60.194 STY0205 59.615 STY1720 5.72 STY2629
STY2906 100 STY3422 61.905 STY2906 70.27 STY3422
HCM1.57c 33 HCM1.57c 10.27



ATGAAAGTTCGTGCTTCCGTCAAGAAATTATGCCGTAACTGCAAAATCGTTAAGCGTGATGGTGTCATCCGTGTGATTTGCAGTGCCGAGCCGAAGCATAAACAGCGCCAAGGCTGA+ STY4379 100 STY1533 53 STY4379 100 STY1533
ATGGTGCTTGGCAAACCGCAAACAGACCCGGCTCTTGAATGGTTCTTGTCTCATTGCCACATTCATAAGTACCCGTCAAAGAGCACGCTGATTCACCAGGGTGAAAAAGCAGAAACGCTGTACTACATCGTTAAAGGCTCCGTGGCAGTGCTGATCAAAGATGAAGAAGGGAAAGAAATGATCCTTTCTTATCTGAATCAGGGTGATTTTATTGGTGAACTGGGCCTGTTTGAAGAAGGCCAGGAACGCAGCGCCT- STY4331 100 STY0721 75.728 STY4331 99.7 STY0721
ATGGAAAGTGTAGCGCTTTCACGTACTACTCGCTGGGGTATGTTGCTCACTGGTTTGCTGCAGGGCGTCTTGTGCTACCTGCTGATGGCCTGGCTGGTACCACAAAATAGCGACTGGCTGTTCTATGGTATGCCTGCGACGATAGCGTTGTCGTCAATGCTATTGCTTACCGTGGTCTCTTTTAAACAGCGCGCGCTGTGGGGCTGGCTGGGGCTGATCTTTGTGGTCGTGCTGGCAATGAGCGGCTGGCTGAAA+ STY4297 100 STY2973 64 STY4297 99.1 STY2973
ATGAAAAAGTATCTTGCTTTCGCCGTTACGCTGCTGGGTATGGGTAAAGTCATCGCCTGTACTACCCTTTTGGTAGGCAATCAGGCTTCGGCTGACGGCTCCTTTATTATCGCGCGCAACGAGGATGGCTCGGCAAATAACGCCAAGCATAAGGTTATTCATCCCGTCGCGTTTCATCAACAAGGCGAGTATAAAGCACATCGCAACAATTTTAGCTGGCCGCTTCCGGAGACAGCGATGCGCTATACGGCGATT- STY1126 100 STY1126 98.8
ATGGAGCCTCAACCCCCACGTCTTAAACCCGGAAAAATCCTTGACACTCTGGGTGCTATGCAAAAAAGCCTGACACGTGCCTCCCAGCGTATTGCGCAATATATTTTAGCCTTCCCCAGACAGGTGACACAGTCATCTATTGCCGATTTGTCGCGCGACACACAGGCCGGAGAAGCCACGGTTATTCGCTTTTGTCGCACCCTGGGCTATAAAGGTTTTCAGGATTTTAAAATGGACCTGGCCATTGAACTTGCCA- STY1163 100 STY2095 61.386 STY1163 99.7 STY2095
ATGATGGAAAAGAATAATGAAGTCATTCAGACCCATCCGCTTGTAGGATGGGACATCAGCACCGTCGATAGCTATGATGCGCTGATGCTGCGTTTACACTACCAGACCCCAAATCGTCCGGAACCGGAAGGGACTGAAGTTGGTCAAACGCTCTGGTTAACGACAGATGTAGCCAGGCAATTTATTTCAATATTAGAAGCCGGCATCGCCAAAATAGAATCAGGCGATTACCAGGAAAACGAGTATCGTCACCATT- STY1199 100 STY1199 99.2
ATGACAAAAATGCATCGCTACGCCGCCATTGCTGCGCTGGCGATATTTCTCTCCGGGTGTATGGCGCAACGTCAACCTGCGCCAGTTGAAGAGGTAAAACCAGCGCCAGAACAACCCGCGCAGCCGCCGCAGCCTCCTGTTGTGCCGTCTGTGCCAACGATTCCACAACAACCGGGGCCGATCGAACATGAAGATCAAACGGGCCAGCCAGCGCCTAAGGTGCGCCACTATGACTGGAACGGCGCGATGCAACCGC+ STY1247 100 STY0456 61.321 STY1247 98.9 STY0456
ATGCTCAAACCTATCTTCTACAGTGGAAGTGTGAAGGTTCCGGAATGTCTGGAAACAGATAAGGAAAAAAATGTCGGACGTACTCCTCTGTCTTCAGACATTCAGCAAATTAAAAATGTTGTTGAAGATATTCCGCCATTTCCAGAAAGCAGAGCGGTGGGAGGTTCTGTAAGCGCAGCGTACAGGCTTTCTTTTGACGAAGTGTTTTGCGGTCTCAGCAATGAAGAGCGTAAAAAGGTGTATGGTCGCCTTTTT- STY1893 100 STY2481 81 STY1893 97.7 STY2481
ATGTTTGATGTCACTCTGCTGATCCTGCTCGGACTGGCAGCTCTGGGATTTATTAGCCACAACACCACTGTCGCCGTCTCAATTCTGGTGCTGATTATTGTCCGCGTAACCCCGTTGAATACCTTTTTTCCCTGGATTGAAAAACAGGGGCTCACCGTCGGGATTATCATTCTGACCATCGGCGTGATGGCCCCCATCGCCAGCGGAACCCTACCGCCCTCCACATTGATCCACTCTTTTGTGAACTGGAAATCGC+ STY1838 100 STY3518 61 STY1838 98.5 STY3518
ATGACGGCAATTGCCCCGGTAATAACCATTGATGGCCCAAGCGGTGCAGGTAAAGGCACCTTGTGCAAAGCAATGGCGGAAGCATTGCAATGGCATCTGCTGGATTCCGGCGCGATATACCGCGTACTGGCGCTGGCGGCATTGCACCACCATGTCGATCTCGCCTCTGAAGATGCGCTGGTGCCGCTGGCGTCCCATCTGGACGTGCGTTTCGTCTCAACGGACGGCAACCTGGAAGTTATCCTGGAAGGCGAGG+ STY0980 100 STY0980 99.1

STY1728 63.551 STY2222 62.376 STY1728 10.3 STY2222
STY1629 70 STY0695 65.347 STY2479 9.79 STY3960

ATGGCAACGCGTATTGAATTTCACAAGCATGGTGGTCCGGAAGTGCTTCAGACCGTGGAGTTTACGCCAACGGAACCGGCGGAACACGAAATCCAGGTTGAGAACAAAGCCATTGGTATCAACTTCATCGACACCTATATCCGTAGCGGACTCTATCCGCCCCCGTCGTTGCCTGCGGGCCTGGGAACCGAAGCTGCGGGTGTGGTCAGTAAAGTCGGCAGCGGCGTGGAGCACATTCGCGTGGGCGATCGCGTC- STY4441 100 STY0619 60 STY4441 98.9 STY0619
ATGAGCCAGTCTGAGCACTCCACTGTGCCGTTACGTCCCATGCCCGTAAAGCGTCTGACGGCTGCGGCGGTGTTGATGGTGGCTGTCTGTATCGGCGGCTATATGTTGACGCCGAAATGGCAGGCTGTGCGTAGCGAGCAACAGCGTCTGGCCGATCCGCTACGTGACTTTACGAACCCGCAAACGCCAGAGGCGCAGCTTTCCAGGCTGCAAGAAAAAATCCGCGCCAATCCGCAGGATAGCGAGCAATGGGCGC+ STY4481 100 STY3156 61.321 STY4481 98.6 STY3156
ATGACAGAGTTTGACAATCTCACCTGGCTGCACGGAAAACCACAAGGTAGCGGATTGCTGAAAGCGAATCCGGAAGATTTTGTGGTGGTTGAAGATTTAGGCTTTACGCCGGATGGTGAAGGCGAGCACATTCTGCTGCGTATTTTGAAAAACGGTTGCAATACCCGTTTTGTCGCTGACGTGCTGGCGAAATTCCTGAAAATTCACGCTCGCGAAGTGAGCTTTGCCGGGCAAAAAGATAAACACGCCGTTACC- STY3053 100 STY3429 61.905 STY3053 99.3 HCM1.134c
GTGAAGCGACTCGCACTTATCCTGATTTGCCTGCTATTACAGGCGTGTTCGGCCACCACCAAAGGCCTGGGCGATTCACTGTGGGACAGTTTGTTCGGTACGCCAGGCGTACAGCTAACGGATGACGATATTCAAAACATGCCTTATGCCAGCCAGTACATGCAGCTTAACGGCGGTCCTCAACTGTTTGTGGTGCTCGCTTTCTCGGAAAACGGGCAGCAGAAATGGGTGACGCAGGATGGCGCGACGATCGTGA+ STY4419 100 STY2555 63.81 STY4419 95.32 STY3472
ATGGATATCAGAACGCTGCGTTATTTTGTCGAGGTGGTGCGCCAGCAAAGTTTCACCCGCGCAGCGGAGAAGTTATTTGTCACCCAGCCCACCATTAGCAAGATGCTGAAAAATCTTGAAGATGAGCTTAACTGTACGCTACTGATCCGCGACGGACGTAAGTTATTGCTGACCGATACCGGACGCGTGGTGTTTGAACGCGGTCTGGCGATCCTCGCTGAGTTTCGCCAGTTAGAGGCCGAGTTGAGCGATATTA- STY4468 100 STY3150 66.346 STY4468 99.3 STY3749
ATGAAACAGTGTGGCTTTTATGTTGACTCCTCGCGCTGTTCAGGCTGTAAAACCTGCCAGGTAAGCTGCAAGGATAATAAAGATCTGGATGTCGGCCCGAAACTGCGCCGCGTCTATGAATATGGCGGCGGAAGCTGGGTGAAAGAGGGGGAAAGCTGGCATCACGACACCTTTACCTACTACCTCTCTATTGCTTGTAACCATTGCGATGAGCCGGTATGTGTCTCCGGCTGTCCGACCGGGGCGATGCATAAAC+ STY4506 100 STY2774 74 STY4506 98.23 STY1567
ATGAAACGTGCAGTGATTACTGGCCTGGGCATCGTTTCCAGCATCGGTAATAACCAGCAGGAAGTCCTGGCATCTCTGCGTGAAGGACGTTCAGGGATCACTTTCTCTCAGGAGCTGAAGGACGCCGGCATGCGTAGCCAGGTATGGGGCAACGTAAAACTGGATACCACTGGCCTCATTGACCGCAAAGTCGTGCGCTTTATGAGCGACGCCTCCATCTATGCTTATCTGTCTATGGAGCAGGCAGTGGCCGAC- STY2609 100 STY1236 72 STY2609 98.7 STY1236
ATGGGACAAGAGAGTGATATTCAGTCAGTGCTCTTCGACGACAACCATCGGGCGTTACAGACCGATATCGTCGCCGTCCAGTCACAGGTTGTGTACGGCAGCGTAGGCAACAGTATCGCTGTTCCGGCCATTAAAGCGCAGGGATTACGCGTGACGGCGGTCCCGACGGTGTTGTTCAGCAATACGCCGCACTATAAAACGTTTTATGGCGGCATTATTCCCGCCGAGTGGTTTGCAGGCTACCTTACGGCGTTGA- STY2672 100 STY1672 59.434 STY2672 98.3 STY1672

STY1682 69 STY3068 61.905 STY1682 54.28 STY3068
ATGAGTATTCGCATAATCCCGCAAGATGAGCTGGGGTCGAGCGAGAAACGTACGGCGGATATGATTCCGCCGTTATTGTTCCCCCGACTCAAAAACGTCTACAACCGCCGCGCCGAACGTCTGCGCGAGCTGGCTGAAAATAACCCGCTGGGCGATTACCTGCGCTTTGCCGCGCTTATCGCGCACGCGCAGGAAGTGGTGCTGTACGACCATCCGCTGGAGATGGATCTGACCGCACGCATTAAAGAAGCGAAC+ STY3843 100 STY2778 69.608 STY3843 98.7 STY2778

STY1632 75.248 STY1333 47 STY1632 42.75 STY1333
ATGTCCGGCTGGCCACGAATTTACTACAAATTACTGAATTTACCATTAAGCATACTGGTAAAAAGCAAGTCTATTCCGGCGGAACCCGCCCAGGAATTGGGGCTCGATACTTCTCGCCCCATTATGTATGTCTTGCCATACAACTCAAAAGCGGACTTACTGACGCTGCGGGCGCAATGTCTGGCGCACGATCTCCCGGATCCGCTGGAGCCGCTGGAGATCGACGGCGCGCTGTTGCCACGCTATGTATTTATT- STY4431 100 STY1053 62.963 STY4431 98.5 STY1053
TTGACAGTAAAGGAGCTCGCCATGCTCAATTTGCAGCGTATGTCGCTGTTTGTCGCCGTGGTAGATAGCGGCAGCTTCACGGCGGCGGCCGCCGCATCGGGCCAAACAAAAGCGGTAGTGAGTTTTAATATTCGGCAGCTTGAAAAAGAGCTTGGCGTAACGTTACTGCTACGTTCCACCCGACGACTGACGCTCACAGACGCCGGCGTCCTCTTTTACCAAAAAGGCGTGAATTTACTCAATGCAGCGAAAAAT+ STY3037 100 STY0159 63.725 STY3037 98.4 STY0159
ATGGCGTTAAGGATCAGGGTATTGCTCGAAAATCATAAGGGAGCTGGAACGGATAAATCGTTGAAGGCCCGGCCAGGATTAAGCCTGTTGGTCGAGGATGAGTCTACGTCGATCTTGTTCGATACCGGCCCTGATGGCAGTTTTATGCAAAACGCGTCGGCGATGGGGATCGACCTGTCCGATGTGTCTGCTGTGGTGCTTTCGCATGGTCATTACGATCATTGCGGCGGCGTGCCGTGGCTTCCTGATAACAGTC- STY3078 100 STY3078 97

STY3986 59.048 STY1231 52.941 STY3986 15.73 STY1231
ATGATGCAGCTACAGGTTAACGCAACGGAAATCAAAACGGTTTATGAGCAGCAGCTCTTCAATGGCAAAAATTTCCATGTGTTTATCTATAACAAGACGGAAAGCGTCACCGGGCTGCATCAGCACGACTATTATGAATTTACCCTGGTATTAACCGGACGTTATTACCAGGAGATTAACGGGAAGCGTGTGCTGCTGGAACGTGGAGATTTTGTTTTTATCCCGGTGGGGTCGAATCACCAAAGTTTCTATGAGT- STY1798 100 STY2396 61 STY1798 99.4 STY2396
ATGATCATTGAACGCGCCCGCGAACTGGCGGTACGCGCCCCCGCCAGAGTCGTCTTTCCCGATGCGCTGGACGAACGCGTGCTGAAAGCGGCGCATTACCTGCAACAGTGCGGTCTGGCTCGCCCCGTTCTGGTCGCCAGTCCGTTTGCGCTGCGTCAGTTTGCCCTGAGTCATCGTATGGCGATGGATGGCATTCAGGTCATCGACCCACACAGCAACCTGAGTATGCGCCAGCGTTTTGCGCAACGCTGGCTT- STY2702 100 STY2568 68 STY2702 99 STY2568
ATGGAATTATCCTCACTGACCGCCGTTTCCCCTGTCGATGGACGCTACGGCGATAAAGTCAGCGCGCTGCGCGGAATTTTTAGCGAATACGGTTTGCTGAAATTTCGTGTACAAGTCGAAGTACGTTGGCTGCAGAAATTAGCCGCGCACGCAGCGATCAAGGAAGTTCCTGCTTTTGCTGCCGACGCAAACGGTTACCTGGATACGCTTGTGGCAAACTTCAATGAAGAAGATGCCGCGCGCATTAAAACCATT- STY1272 100 STY1272 98.2
ATGAATCGCCTGCCTTTAACAGAGGATTGCTCAGTGGCGCGGATAAACAAAATCTCGATCACGCTCTGTGCTTTACTTTTTACTACTCTCCCCTTTACGCCAATGGCCCATGCTTCCAGGCAAGCCAAAGCGACGCCTGCTGTTTCTCATGTCACGAAAACGGCAGATAAAAAGAAAAGCACAACTAAAAAGATCAGTAAAACCAGCAAAAAAAACGTAAAAAAAACCTCAAAAACCAGCCGTTCTTCTTCCGCTT+ STY1690 100 STY2450 61.165 STY1690 98.7 STY2450
ATGATAAAAATTATTTTCATCTCCATTATTGGAGTCGTCTGTCTTGCCGCTGCCCGTTACTCACCCATCACAGTAGTCAATGCACATCCGAGCGCCATTGCCCGCTGTCTCGCTGATAATCTGTCCCCGTATGGGTATATACTGGATCTCCATGAAACAGATATTCCAGGTATTAGTAAAGAATTTACCGTGTATTATCGCAACGGCGCATATATTGCAGGAACATTCTGGATTGCAAACTCAATGACAATAGCCT+ STY2175 99 STY4835 59 STY2175 88.5 STY4835
ATGAAAAGCCATGACCTGATGAAAGCGCTGTGTCAATGGATGGCCACGCTTGCCCTGGTGGTAAGTGGTGCGGTTTGGGCGGCAAACGGAGTGGATCTGAGCCAGTCGCCGGAAGTATCCGGGACGCAGGAAGGGGCGATTCGTATGCCGAAAGAGCAGGAACGTATGCCGCTAAATTACGTCAACCAGCCGCCGATGATCCCGCACAGCGTCGAGGGCTACCAGGTGACGACCAATACCAACCGCTGTCTGCAAT- STY2482 100 STY2373 65.094 STY2482 100 STY4286

STY0389 48 STY0389 5.21
ATGAAACTGACCCCTAACTTTTACCGCGATCGCGTTTGCCTGAACGTACTGGCCGGTTCGAAAGATAACGCCCGGGAAATCTACGCGGCGGCGGAAGGTCATGTGCTGGTTGGCGTGCTCTCCAAAAACTATCCGGATGTGGCAAGCGCAGTCGCGGATATGCGTGAATATGCGGCGCTTATCGACAATGCGCTCTCCGTCGGATTGGGGGCAGGCGATCCTAACCAGTCGGCGATGGTGAGCGAAATCTCGCGTC+ STY4786 100 STY4018 64.423 STY4786 98.7 STY4018
ATGACCTTAAAAGAATTATTAGTAGGTTTCGGCACTCAGGTACGCAGTATCTGGATGATCGGCCTGCATGCGTTCGCGAAACGCGAAACGCGGATGTATCCGGAAGAGCCGGTCTATTTACCGCCCCGTTACCGTGGCCGTATCGTGCTCACGCGCGACCCGGACGGTGAAGAGCGCTGCGTTGCCTGTAACCTGTGCGCGGTAGCCTGTCCGGTAGGCTGTATCTCTCTGCAAAAAGCGGAGACCAAAGATGGCC- STY2551 100 STY2974 63.725 STY2551 99.6 STY1664
ATGAGTAAGCCTGTTATTGTGCTGTGGTCGGATGCGAACTTTTTCTCTCCCTACGTCTTGTCCGCCTGGGTGGCATTACAAGAAAAAGGGCTTTCCTTTACTCTGAAAACCCGCGATCTGGACCAGGGAGAACATCTGCAACCTGGCTGGCGGGGATATGCGCTGACGCAGCGCGTCCCGGTGCTTGAGGCCGACAATTTTGAGCTGAGCGAGTCGTCCGCTATTGCGGAATACCTGGAGGAGCGTTTCGCGCCGC- STY2578 100 STY3610 59 STY2578 98.6 STY3610
ATGACGGTGCAGCAACCTAAAAGGCGGCCCTTGAGCCGCTATCTTAAAGACTTTAAACACAGCCAGACGCATTGCGCGCATTGTCACAAATTGCTCGACCGCATTACGCTGGTTCGCCGTGGCAAGATCGTTAATAAAATCGCTATTTCACAGCTGGATATGCTACTTGACGACGCTGCCTGGCAGCGGGAGCAGAAGGAGTGGGTGGCGTTGTGTCGCTTTTGCGGCGATTTGCACTGCAAAAAGCAGAGTGATT- STY2163 100 STY3641 62.136 STY2163 99.3 STY3641

STY3086 78 STY0026 72.115 STY3086 27.42 STY3176
ATGAGCTACACCCATATTCTTGTCGCCGTTGCCGTCACCCCGGAAAGTCACCAGCTACTGGCTAAAGCGGTCTCTATCGCCCGCCCTGTTCAGGCGAAAGTAAGCCTGATTACTCTCGCTTCCGATCCTGAACTGTATAACCAGTTCGCCGCGCCCATGATGGAGGATTTACGCGCGGTTATGCATGAAGAGACCGAGAATTTTCTTAAAATGCTGGGGGAAAAGGCGGATTATCCGATTGAACAAACTTTCATCG+ STY2136 100 STY4212 68 STY2136 92.08 STY4212
ATGGATAACTTTCTGGCGTTGACGCTAAGCGGCACGACACCACGGGTGACGCAGGGGAAGGGCGCGGGTTTTCGCTGGCGCTGGTTAGGCCATGGTCTGCTTGAACTCACGCCCGATGCGCCGGTCGACCGCGCGTTAATTCTTTCTGCGGGGATACACGGTAATGAAACCGCGCCGGTCGAGATGCTGGATAAGCTGCTGTCGGCGCTGTATTCAGGCAGCTTGACGTTAACGTGGCGAGTGCTGGTGGTACTC+ STY1807 100 STY0647 62.385 STY1807 99.2 STY0647
ATGTCTGATAACAACCAATTGCAGCAGATCGCGCATCTGCGCCGTGAATACACGAAAGGCGGCTTGCGTCGCCGCGATTTACCCGCTGAACCGTTAACCTTATTTGAGCGCTGGCTTGGGCAAGCGTGTGACGCCAGACTGGCCGATCCAACGGCAATGGTCGTGGCGACCGTAGATGACAAGGGGCAACCGTACCAGCGTATCGTATTGCTCAAACATTATGATGAAAAAGGCCTGGTCTTTTATACTAACCTGG- STY1674 100 STY1674 98.2
ATGAAAAAAACAGGCTACTTTTTACTGGCGGTGATAGTGATTGTCGCCGCGGCGGGCGTCGGTTACTGGAAATTTTCCGGCAATCCTGATGCATTACGGGAAATCGTGCTTGAACGGTGCCTGCCCGATCAGTTACAGCATCAAAACCCAGCGCCTTGCGCGGAAGTCAAACCTCGCGCCGGCTATGTCATCTTTAAAGATCGTCACGGTCCGTTGCAATATTTATTGATGCCCACCTACCGTATCAACGGTACAG- STY3807 100 STY3800 92 STY3807 97.8 STY0858
ATGAACTGGCTTGTTGAGCCGTTTGGCTACCAGTATATGCTCAACGCGATGTGGGTCTCCGCGATGGTGGGCGGTCTTTGCGCGTTTCTCTCCTGCTATTTGATGCTCAAAGGCTGGTCGCTCATTGGCGATGCGCTATCTCACTCTATTGTGCCTGGCGTCGCTGGCGCCTGGATGTTAGGGCTGCCCTTCTCGCTCGGCGCGTTTCTTTCCGGCGGACTGGCGGCAGGCAGTATGCTCTTTCTTAACCAACGCT+ STY2985 100 STY2986 65 STY2985 98.89 STY2986
GTGTCTACTGCAAACAAAAAACCAACTGAAAGCGTCAGTTTGAACGCTTTCAAACAACCGAAGGCGTTCTATCTAATCTTCTCGATAGAGTTATGGGAGCGTTTTGGTTATTACGGCCTGCAAGGCATTATGGCCGTCTACCTGGTAAAACAACTGGGTATGTCAGAAGCGGATTCCATCACCCTTTTCTCTTCCTTCAGTGCGCTGGTGTACGGCCTGGTCGCCATTGGCGGTTGGTTAGGTGATAAAATTCTG+ STY1670 100 STY4211 73 STY1670 99.2 STY4211
GTGCGAAATATGTATGTCGTAGCTTCAGAACTGGCGCGAAGCCACAGCAAAGTTAAAATACAGGCGCACGCTAATGAAGTCGCCCCTTCTATTAAAAAGCCTGATTCAGGATGGGCAAGACACCATGCGCTGGCCCTGGCAATTGTTGCCGCGCTTGGCTTTGCCAGCCCGCTGGCCATCGCCGATAATCCGGTGTCATACACCGATGGGGTCAAGCACGACCTGAGCGACGATTCGCCGATTTCCTACTCAGGC+ STY2755 99 STY4318 75 STY2755 24.15 STY3447
ATGTCGCGTATGGATAACACCGAGCTGCCTCACCCTAAGGAAATAGACAATGAAACGCTTCTCCCTGCCGCTGAACGGCGCGTCAACAGTCAGGCGCTATTAGGTCCGGACGGCAAAGTCATTATCGATCACAACGGTCAGGAGTATCTGTTGCGCAAAACTCAGGCCGGTAAGCTACTGTTAACCAAATAG+ STY1764 100 STY0305 61.321 STY1764 99.5 STY0305
ATGAGCGAAATAAAAGACATTGTTGTTCAGGGGTTATGGAAAAATAACTCTGCTCTGGTGCAGCTACTTGGCCTGTGCCCTTTACTGGCAGTGACGTCTACGGCAACCAACGCTCTGGGGCTGGGTCTCGCCACAACGCTGGTATTAACGCTGACCAACCTTACGGTGTCCGCACTACGTCGCTGGACGCCGGCAGAAATCCGTATCCCGATTTACGTTATGATCATTGCTTCGGTGGTCAGCGCAGTACAGATGC+ STY1668 100 STY2962 60.784 STY1668 98 STY2962
ATGGCAACAATTAAAGATGTAGCGAAACGGGCAAACGTTTCCACTACAACTGTATCACACGTAATCAACAAAACGCGTTTTGTCGCTGAAGAAACGCGTAACGCGGTCTGGGCGGCAATTAAAGAGCTGCACTACTCTCCCAGCGCCGTCGCGCGTAGCCTGAAGGTTAACCATACCAAGTCGATAGGCTTACTGGCGACCAGCAGCGAAGCGGCCTATTTTGCCGAAATTATCGAGGCAGTTGAAAAAAACTGT+ STY1692 100 STY3891 67 STY1692 99.3 STY3891
ATGTTAAGCATTAAAGATTTACAGGTCAGTGTGGAAGAAAAGGCGATTTTGCGTGGCCTGAATCTGGATATTCGCCCCGGCGAAGTTCACGCCATTATGGGGCCGAACGGTTCCGGGAAAAGCACGCTCTCCGCCACCCTGGCGGGACGTGAAGATTATGAGGTCACCGGCGGCTCGGTTACGTTCAAAGGTAAAGATCTGCTTGAACTGTCGCCGGAGGAACGGGCGGGCGAAGGGATTTTTATGGCCTTCCAGT- STY1752 100 STY0811 68 STY1752 98.5 STY4426
ATGCTCAAAAATATCCCAATTCCGTCCCCGCTTTCGCCTGTTGAGGGGATACTGATAAAGCGTAAAACGCTGGAACGTTATTTCTCTATTGAAAGATTAGAACAGCAGGCGCACCAACGGGCTAAGCGTATTTTGCGAGAGGCGGAAGAAGAGGCAAAGACCTTGCGGATGTACGCCTATCAGGAAGGTTACGAGCAGGGAATGATAGACGCGTTACAGCAGGTCGCCGCTTATCTTACTGATAATCAGACAATGG- STY2990 100 STY2991 100 STY2990 53.01 STY2991
ATGTCCGATAACGCTCAACTTTCCGGTCTGTGCGACCGTTTTCGTGGTTTTTATCCTGTCGTCATCGACGTTGAAACTGCAGGATTTAACGCTAAAACCGATGCGCTGCTCGAAATCGCCGCCATCACGCTGAAAATGGATGAACAAGGCTGGTTGATGCCGGACATGACGCTGCATTTCCATGTAGAGCCGTTCGCTGGAGCCAACTTACAGCCGGAAGCGCTTGCGTTTAACGGTATCGATCCCTCTAACCCGC+ STY1688 100 STY0070 57.426 STY1688 99.1 STY0070



ATGTTTTACTGGATTTTATTAGCTCTGGCTATCGCGACTGAAATTACCGGCACGCTCTCAATGAAATGGGCTAGCGTGGGTAATGGCAATGCGGGTTTTATTTTAATGCTGGTGATGATCACGCTGTCATATATATTTCTTTCTTTTGCGGTAAAAAAGATTGCCCTGGGTGTAGCGTATGCCTTATGGGAAGGGATCGGCATTTTATTTATTACCATTTTTAGCGTGCTGCTATTTGATGAAGCATTATCAACCA- STY1585 100 STY1584 57 STY1585 99.7 STY1584
STY2297 86 STY2292 61.165 STY2297 64.75 STY4631

ATGGAACCCCTTCGCGATACCCGAAACCGCTTACTCAACGGCTGGCAGTTATCCAAACTCTATACTTTTGAAGTCGCGGCCAGACACCAGTCCTTTGCTCTGGCGGCAGATGAGCTGTCGTTAAGCCCCAGTGCGGTAAGCCATCGTATCAATCAACTGGAAGCCGAGTTGGGAATCCAGCTATTTGTCCGCTCTCACCGTAAAGTGGAGCTTACCCATGAAGGCAAACGGGTATTCTGGGCGCTGAAATCGTCG+ STY3979 100 STY3708 59.406 STY3979 96.93 STY3122
ATGGCGACTGAGTTAACCTGGCACGATGTGCTGGCTGATGAGAAACAGCAACCTTACTTTATCAATACGCTTCACACTGTTGCTGGCGAGCGTCAGTCGGGTATCACGGTCTACCCGCCGCAAAAAGATGTATTTAACGCCTTTCGCTTCACGGAACTGGGCGACGTTAAGGTGGTGATCCTGGGACAAGATCCTTACCACGGCCCCGGCCAGGCACATGGTCTGGCGTTTTCCGTGCGTCCTGGGATCGCTCCCC+ STY2840 100 STY2233 62.745 STY2840 99.4 STY2233
ATGGCGAGACGTATTCTGGTCGTAGAAGATGAGGCGCCGATCCGTGAAATGGTGTGCTTCGTGCTCGAACAAAATGGCTTTCAGCCCGTAGAAGCCGAAGATTATGACAGTGCGGTGAATAAACTTAATGAACCCTGGCCGGATCTCATCCTTCTTGACTGGATGTTGCCCGGCGGGTCAGGGTTACAGTTTATTAAACATCTCAAACGTGAGGCCATGACCCGGGATATTCCTGTGGTTATGCTGACCGCGAGAG+ STY0432 100 STY4294 71 STY0432 99 STY0743
ATGGCGTTCAAATTCAAAACCTTTGCGGCAGTGGGTGCTCTGATTGGTTCTCTGGCACTTGCGGGTTGCGGTCAGGATGAAAAAGATCCGAATCATATTAAAGTCGGCGTAATCGTTGGCGCAGAGCAGCAAGTTGCCGAAGTCGCGCAGAAAGTCGCGAAAGAAAAATACGGCCTGGACGTGGAATTGGTGACCTTTAATGATTATGTTCTGCCTAATGAAGCGCTGAGCAAAGGCGATATCGATGCCAATGCCT- STY0272 100 STY0558 74 STY0272 98.7 STY0558
ATGAATGTGAGTATGCAGGCGCGTCTGGTAGGGAGCGACCGTTATCTTTTCGTCAATACTCAACGCGCTAACCCTTCCATAAAAACCGTGAGTCGATTTTTTGAGTATAAAACATGGACAGAACAGATTTGGCGTACCGAGATTATTGAAAACGGCAATGCTTTTTTTCACTGGCAAGGACACGACAGAAAAGACGGACATCGGGATACCATTATTAATTATCTGTTAAATGGGCAACGCTGGCAGTCAACAATCG+ STY0117 100 STY2341 58.824 STY0117 99 STY2341
ATGAGTGAGTCATTACATCTGACCCGTAACGGCCCGATCCTGGAAATTACCCTCGACCGACCTAAAGCGAATGCCATTGATGCGAAAACCAGTTTTGCGATGGGTGAAGCTTTTCTTAATTTCCGTGACGACCCGGAATTACGCGTAGCAATCATTACCGGCGGCGGGGAGAAATTCTTTTCTGCGGGCTGGGACTTAAAAGCGGCAGCGGAAGGTGAAGCGCCGGATGCCGATTTTGGTCCCGGCGGCTTTGCCG- STY0080 100 STY3577 69.608 STY0080 97.6 STY3577
ATGCAGGAAAATGATTTCTTCACCTGGCGACGCGCAATGTTGTTACGCTTTCAGGAGATGGCGGCAGCAGAGGATGTTTATACTGAATTGCAATATCAGACACAGCGGCTGGAATTTGATTATTATGCCCTGTGTGTTCGTCATCCCGTTCCCTTTACCCGGCCTAAAATATCGCTTCGTACCACTTATCCTCAGGCGTGGGTAACGCATTATCAGTCCGAAAACTATTTCGCGATTGATCCGGTATTAAAGCCGG- STY2158 100 STY1285 64 STY2158 98.8 STY1285
ATGCGTCTGGAAGTCTTTTGTGAAGACCGACTTGGTCTGACCCGCGAATTACTTGATTTACTGGTGTTACGTAGCATTGATTTACGCGGAATCGAGATTGATCCCATTGGGCGAATTTATCTTAATTTTGCTGAGCTGGAATTCACCGACTTCAGCAGCCTGATGGCCGAAATCCGCCGTATTTCCGGCGTAACGGATGTCCGTACCGTTCCCTGGATGCCGTCCGAACGTGAACATCTGGCCCTGAGCGCGCTG+ STY1378 100 STY2809 70 STY1378 98.8 STY2591
ATGTCCGAGCAGTTTCTCTATTTCTTGCAGCAGATGTTTAACGGCGTCACGCTGGGGAGCACCTACGCGCTGATTGCTATCGGTTATACGATGGTGTACGGCATTATCGGCATGATCAACTTCGCTCATGGCGAGGTGTATATGATCGGCAGCTACGTCTCTTTTATGATCATCGCCGCGCTAATGATGATGGGAATAGACACCAGTTGGCTACTGGTGGCCGCCGGATTTATCGGCGCGATTATTATTGCCAGC+ STY4249 100 STY0848 60 STY4249 98.9 STY1292
ATGCATCGTTTACACGCTTACCCGGATCTGCGCGCGATGTTTCGTCGCCTGCTGATCGCTACGCTCATCGGTATTCTCGCGGCGCTGGCTGTCGCCGCCTTCCGTCATGCGATGCAATTGCTGGAGTGGATTTTCCTGAGTAATGACACCGGCAGTCTGGTGAATGCGGCTGAGGGGCTTTCGCCCTGGCGACGGCTGATTACGCCGGCGCTTGGCGGCCTGGCCGCTGGTCTGTTGCTGTGGGGGTGGCAAAAA+ STY1574 100 STY1575 63 STY1574 99.3 STY0225
ATGGATATCGCGGTTATTGGCTCTAACATGGTGGACCTTATCACCTACACCAACCAGATGCCCAAAGAAGGGGAAACTCTGGAAGCGCCGGCGTTTAAAATCGGCTGCGGCGGAAAAGGGGCGAACCAGGCCGTGGCGGCCGCTAAGCTCAATTCAAAAGTATTGATGTTGACCAAAGTGGGCGACGATATTTTTGCCGACAACACCATTCGTAATCTCGAATCCTGGGGGATCAATACGACGTATGTAGAAAAA+ STY3989 100 STY3804 70 STY3989 99.3 STY3892
ATGTTGAAAGATAACCAAAAACACAACGAGTCTGTTGCCCCGAATAGCGCCTTTCTGTCTGAGTTACAACGTGCATTACCGGAATTTTTTATCGCCGATCGCTATAACGAGCAGGGCGAACTGATCGCGAAAGGCGGATTTGATCTCGCCAAATTTGAGCGCGCGCTGAAAGCGCGTAATATTGATGAGCTGACTAGCGGTTATCAGATTGATTTTATTGGCAAAGATTACGCAAAAAAACAGGCGGGTGAAAAA+ STY0388 100 STY3311 61.538 STY0388 99.6 STY3311
ATGCAGGATGAGTTTTACATGGCGCGAGCGCTCAAACTGGCGCAGCGTGGACGTTTCACCACTCACCCGAACCCTAATGTCGGCTGTGTCATTGTTAACAATGGCGACATCGTCGGCGAAGGTTATCACCATCGCGCCGGAGAGCCGCACGCCGAGGTCCATGCGCTGCGGATGGCGGGCGCAAAAGCCAAAGGCGCAACCGCCTATGTCACGCTTGAACCCTGTAGCCATCATGGGCGAACGCCGCCATGTTGC+ STY0455 100 STY0689 79 STY0455 98.6 STY0689
ATGTCACACCCTGCGTTAACGCAACTGCGTGCGCTGCGCTATTTTGATGCGATTCCTGCGCTTGAACCCCATTTGCTGGACTGGCTGTTGCTGGAAGATTCTGTGACTAAACGTTTTGAGCAGCAGGGAAAGCGGGTAAGCGTGACGCTGATTCGGGAAGCGTTTGTCGGCCAAAGTGAGGTCGAGGAAGCATCAGGTTTACTGCCATCCGAGTCCCGCTACTGGTTACGTGAGATACTGCTTTGCGCTGACGGCG+ STY4429 100 STY4094 57.692 STY4429 99.8 STY4094
GTGGCGCAGGCAGGTTTCATTTTAACCCGGCACTGGCGGGATACGCCGCAAGGGACGGAGGTCTCTTTCTGGCTGGCGACAGACAACGGCCCTTTGCAGGCGACGCTGGCGCCGCAAGAGTCCGTGGCGTTTATTCCGACCAGCCAGACCTCCCGCGCCGCCTCGCTGCTACAGGCGGAAAAAGACTATCGCCTGACGCCGCTCCAGCTGCGAGACTTTCACCGTCAGCCGGTATCCGGTCTGTATTGCCGCACT- STY0112 100 STY2180 64.423 STY0112 98.7 STY3550
ATGACAGAAAGCGAATGGCGTGAAGCCATCAAATTTGATAGTACCGACACCGGCTGGGTCATTATGAGTATCGGGATGGCGATCGGCGCAGGGATCGTTTTTCTTCCTGTCTAGGTTGGCCTGATGGGACTTTGGGTCTTTTTACTCTCTTCTATTATTGGTTATCCGGCCATGTACCTGTTCCAGCGGCTGTTTATTAATACGCTGGCGGAATCCCCGGAATGTAAAGACTACCCCAGCGTGATCAGCGGCTAT- STY3421 100 STY4173 72 STY3421 94.22 STY4173
ATGACTAAGCCCATCGTTTTTAGTGGCGCACAGCCCTCAGGTGAATTGACCATTGGCAACTATATGGGGGCATTGCGTCAGTGGGTAAACATGCAGGATGACTATCATTGCATCTACTGCATCGTAGACCAACATGCTATTACCGTACGTCAGGACGCGCAGCAGCTACGTAAAGCGACGCTGGATACGCTGGCGCTGTACTTGGCATGTGGTATTGATCCTGAAAAGAGCACTATTTTCGTTCAGTCCCATGTG+ STY4315 100 STY2973 75 STY4315 98.2 STY2973
ATGCATTTCCATAAAAGAACGTTATTAAGCGTGGCGACGCTTGGTATGTTGGCTGTTTCAGTCGTACTGATGGTAGTTTGGGTACGAAACAGTAACCATAGTTCTATTAATACTAATGAATTTTTATGTACGACAAGAACGGTAACGACGATACAGCCTAAAGATATCCATGCCGATGGCAGTCTTGTTCTTGATTTTAAGATGAAGAGAATTACGCTTCAATATGAAATAAAAACAAAAGATAACGGTGTAAAAA+ STY0378 100 STY0375 66 STY0378 98.6 STY0375
ATGGCGGAAGTGACTCAATTGAAGCGATACGACGTCCCCCGTATTAACTGGGGAAAATGGTTTTTGATTGGCGTCGGGATGCTCGTTTCGGCCTTTATCCTGCTGGTGCCGATGATTTACATCTTCGTGCAGGCGTTCAGCAAAGGGTTAATGCCGGTACTGCAAAATCTGGCCGATCCGGACATGCTGCACGCCATCTGGCTGACGGTGTTGATTGCCTTGATCGCAGTGCCGATGAATCTGGTGTTCGGTATTC- STY2679 100 STY2680 70.192 STY2679 98.9 STY2680
ATGCCAGCGGAAAACAGTGTTGAAGTTCATCGTCTCAGGAAGTCCGTCGGTCAGGGTGAGCATGAGCTTTCCATCCTTACCGGAGTTGAACTGGTTGTCAAACGCGGCGAAACCATTGCGCTGATTGGCGAATCAGGATCGGGAAAATCTACGCTGCTGGCGATTCTCGCCGGACTGGATGACGGCAGTAGCGGAGAGGTCAGTCTGGTCGGGAAACCGCTTCATCAGATGGACGAAGAGGCGCGGGCGCAGCTTC+ STY0553 100 STY1258 70.755 STY0553 99.6 STY0938
ATGTCGGTTTATAAAGTTCCGCTTGAGCAAAATGTTCTGGAAGCGGCTCAAGAGCGTATAACATGGACCCTGGAAACTTTACCCCGGGTCTGCGTCTCATTTTCTGGTGGTAAAGATTCAGGACTTATGCTGCACCTGACGGCAACGTTGGCGCGCAAAATGAATAAAAAGATCCACGTTCTTTTCATTGACTGGGAAGCGCAATTCTCCTGTACTATCGCTTATATTGAATCGTTACGTGAATACTACGCGGAC- STY0649 100 STY4583 72.549 STY0649 96.8 STY4583
ATGAGCCAGCAAGGACTGGAAGCGCTACTGCGACCAAAATCGATCGCGGTGATTGGCGCATCAATGAAGCCCCACCGCGCGGGTTACCTGATGATGCGTAACTTGTTGGCGGGCGGATTCAATGGCCCCGTCCTTCCCGTGACGCCCGCCTGGAAAGCCGTTTTAGGCGTCATGGCCTGGCCGGATATCGCCAGTCTTCCTTTCACCCCCGATCTGGCTATTTTATGCACTAACGCCAGCCGTAACCTGGCGTTA+ STY2844 100 STY0772 62.376 STY2844 98.7 STY0772
GTGAAGATTTATCTGGTCGGTGGTGCGGTTCGGGATGCGTTGTTAGGGCTACCGGTTAAAGATAAAGATTGGGTCGTTGTCGGCGCCACGCCGCAGGAGATGCTTGATGCGGGCTACCAGCAGGTAGGCCGTGATTTTCCTGTGTTTCTCCACCCGCAAACTCACGAAGAATACGCGCTGGCGCGTACCGAGCGTAAATCCGGTTCCGGCTACACGGGTTTCACCTGCTATGCCGCGCCGGACGTTACCCTGGAA+ STY3383 100 STY0503 61.905 STY3383 98.4 STY0503
ATGAAAGTTGGCTTTATTGGCTTAGGCATCATGGGTAAGCCCATGAGCAAAAACTTACTGAAAGCAGGGTATTCGCTGGTGGTGTCCGATCGTAATCCTGAAGCGATTGCCGACGTCATTGCCGCAGGCGCGGAAACGGCCTCTACGGCGAAGGCGATCGCTGAACAGTGTGACGCCATCATCACGATGCTGCCTAACTCTCCGCATGTGAAAGAGGTTGCGCTGGGCGAGAACGGTATCATCGAAGGCGCGAAGC- STY3430 100 STY3855 66.019 STY3430 98.53 STY3855
ATGACTGACAAAACTATTCCGTTCTCGGTGCTGGATCTGGCGCCGATCCCTGAAGGATCTTCGGCAAAAGAAGCCTTCACGCACTCGCTTGATCTCGCACGGCTGGCTGAAAAGCGTGGCTATCACCGCTACTGGCTGGCGGAACATCACAACATGACCGGTATCGCCAGCGCGGCGACCTCGGTATTGATTGGTTATCTGGCGGCCAATACCACAACATTACATCTTGGCTCCGGCGGCGTGATGCTGCCTAAC+ STY3459 100 STY4816 63.107 STY3459 97.01 STY4816

STY3947 59 STY3179 57.282 STY3179 20.91 STY3947
ATGGCTTACCAAGCCAAGAGGCATCAGCCAAATAACCATAGAGGATATTTACCCATGGAGAACGCAATTGCACGAAAGTTAGACCCACCAGAAATCAACCCGATTGAGATAGAGAGTGTCCTGCTCAACCGGCTTGCATCAGTAGGGCAGAAATCATACGCCGAGCATATGGGCATCAGCGAGTCGACAGTCAGCAGGCGTAAAGCTGAGGGATATTTCTGCAACATGGCGAAAGAGCTGGCTTTTCTTGGGATTC+ STY1021 100 STY1021 99.5
ATGAGCCAGTTTACACATTACCCGCCGGTGAGCGATAAACAACTGGGATTTTTCATCGACTCCTCACGCTGCTCCGGTTGTAAAGCCTGCCAGGTGGCCTGCAAAGACAAAAACAATCTGGAAGTAGGCCGTCGTTTCCGCCGCGTCTATGAAGTCAAGGGCGGAAGTTTCATCCCGACCGGGCAGGGCGGGGTCAGCAATAACGTATTTGCTTATACGCTTTCTATTTCCTGCAACCACTGTGCGGATCCTGTCT- STY2774 100 STY4506 75 STY2774 98.4 STY4506
ATGACCCTTCAACATACCCGACGCATCGTCAAATCCCTTTTTATTCTGTTTATCATTGTAGTCTGTATTTACCTGCTACCCCGCGTAGCGATCAATGCCTTTTATTACCCGGACAATAAAGTCTATGGACCAACCCCTGCCGAAGCTGAATCCATTACCTTTACCGCCAAAGATGGCACGCATCTGCACGGCTGGTTTATTCCTACTGCTTTCGGCAGGCCGGAAAACGCCGTCGCGACGGTGATTCATGTCCATG+ STY2793 100 STY2474 61.538 STY2793 98.3 STY2474
ATGAAGCAAGTTTGCGTTCTCGGCAACGGGCAACTGGGCCGAATGCTGCGCCAGGCGGGCGAACCGCTGGGTATCGCCGTCTGGCCGGTTGGTCTGGATGCAGAGCCTACCGCCGTGCCGGTACAGCAGAGCGTCATTACCGCAGAGATTGAGCGCTGGCCGGAAACCGCGCTTACCCGCGAGCTGGCGCGCCACCCGGCCTTCGTCAATCGCGATGTATTTCCGATCATCGCCGACCGTCTGACACAAAAACAG- STY0581 100 STY0581 99.3

STY0115 59.615 STY0115 15.85
ATGACAACACCATCCTGGCGATCGCTTCGTATTAAGAAGTATCAGTTTTCTTTACGTCTTTTCTTGTTTCTCAGCGCCGTGTCGGCGCTATTTACTCTCGTTTTCCCCCTTTATCAGATCAATGTATTTTGCACGCCAATGATCGGGATAGTGGGCCTGAGCGTATTACTGTTGATATGGCATGGGAAATATGGGCAAAAAAGAATTAACCTCCCCTTTATCTCCCTACTCTTTGGGGGAATATGGGCGGCGCGT- STY4904 100 STY0418 66.99 STY4904 98.8 STY2005
ATGAAAAATAGTAAAACCAAAGTGAGTATCATTATCCCGTTATATAATGCGGGAGCGGATTTTAATGCTTGCATGGCGTCGTTAATCGCGCAAACGTGGTCGGCGCTGGAAATTATTATTGTGAATGATGGATCGACAGATCATTCCATTGAGATAGCAAAACATTACGCGGAACATTACCCGCACGTTCGACTGCTTCATCAGGCCAATGCTGGCGCATCTGTCGCCCGTAATCTTGGTTTGCAAGCGGCGACC+ STY4088 100 STY4088 59.615 STY4088 98.4 STY4088
ATGTTGTACGGGTTTTCAGGCGTAATTTTACAGGGCGCGATCGTCACGCTGGAACTGGCGCTCAGTTCCGTGGTGCTGGCCGTGCTTATCGGTCTCGTCGGCGCGGGGGCGAAGCTTTCGCAAAACCGGGTAACGGGGCTTATTTTTGAAGGGTACACCACCCTGATTCGCGGGGTGCCGGATCTGGTATTAATGCTGCTGATATTTTACGGATTGCAAATCGCGCTTAACGTGGTGACCGATTCGCTGGGTATCG- STY2583 100 STY0922 69.608 STY2583 99.3 STY0922
ATGGGTAAAATTATTGGTATCGACCTGGGTACTACCAACTCTTGTGTAGCGATTATGGATGGAACGCAGGCACGCGTGCTGGAGAACGCCGAGGGCGATCGCACTACGCCTTCTATCATTGCTTATACCCAGGATGGTGAAACTCTGGTTGGTCAGCCGGCTAAACGTCAGGCAGTGACAAACCCGCAAAACACCCTGTTTGCGATTAAACGCCTGATTGGCCGCCGCTTCCAGGACGAAGAAGTTCAACGTGAC+ STY0012 100 STY2785 68 STY0012 99.3 STY2785
ATGCAAACACCAAAACCCACGCTCGAACTATTGACCTGCGATGCCGCCTACCGGGAAAACCCAACGGCGCTTTTTCACCAGGTCTGCGGCGATCGCCCGGCAACGCTGCTGCTGGAATCCGCGGATATCGACAGTAAAGACGATTTAAAAAGCCTGCTGCTGGTAGATAGCGCGCTGCGCATTACCGCTTTAGGTGACACTGTCACTATTCAGGCGTTATCTGATAATGGCGCCTCGTTATTGCCGCTACTGGAT- STY1328 100 STY2375 64.706 STY1328 98.8 STY2375
ATGGCAATTAAATTAGAAGTGAAGAATCTGTATAAAATATTTGGAGAGCATCCGCAGCGTGCCTTCAAATATATTGAAAAGGGACTATCGAAAGAGCAAATACTGGAAAAAACGGGGCTATCGCTTGGCGTTAAAGACGCCAGTCTGGCCATTGAAGAAGGCGAGATATTTGTCATCATGGGATTATCCGGCTCGGGTAAATCCACAATGGTACGCCTTCTCAATCGCCTGATTGAACCCACCCGCGGGCAGGTA+ STY2934 100 STY1266 68.317 STY2934 99.3 STY1573
ATGGATTCTGTTATGAGAAAATCTCTTTTCTTACTATTACCTCTTGTTGTAACAAATGCGCATGCAGTATATGTCGATGTTCGTCATGAATATCTTGATGACAGTAAAGCTAACTATGACCGTGCGTATATTTCTCATCGGTTTGCGAATGGTGTTGGTTTTGCGATAGAAGCTATCTCAAAATCAGGCGGGGATGACACCAATAAAGCGTTTAATGACCTGGAAACACAGGGTAACGAATATACGATAAGCTACC- STY3821 100 STY1168 65.049 STY3821 99.4 STY1168
ATGATCAGGTTGTATCCTGAACAACTCCGCGCGCAGCTCAACGAAGGGCTGCGTGCGGCATATCTATTATTGGGCAACGATCCGCTGCTGCTGCAGGAAAGTCAGGACGCTATTCGTCTGGCGGCTGCGTCGCAAGGCTTCGAAGAGCACCACGCTTTTACTCTCGATCCCAGTACCGACTGGGGATCGCTTTTCTCACTCTGCCAGGCGATGAGCCTGTTCGCCAGCCGCCAAACGCTGGTGCTGCAACTGCCG- STY0697 100 STY0611 65.686 STY0697 98.8 STY0611
ATGGCGCACGACGAACAACTCTGGCTCACCCCAAGACTGCAAAAAGCGGCGGCCCTGTGTAACCAGACGCCCGCCGCCAGCGACACACCGCTGTGGCTGGGCGTCGATTTGGGCACCTGCGACGTGGTGTCGATGGTGGTCGACGGCAACGCCCAGCCGGTGGCGGTGTGCCTTGACTGGGCCGACGTTGTGCGTGACGGCATCGTCTGGGATTTCTTCGGCGCCGTCACCCTCGTGCGCCGCCATCTCGACACCC+ STY2699 100 STY0637 70.874 STY2699 98.5 STY0637
ATGAATATTCGTGATCTTGAATATCTGGTGGCGTTAGCCGAACATCGCCATTTCCGGCGAGCGGCGGACTCCTGTCACGTCAGCCAGCCAACCCTTAGTGGGCAAATACGTAAGCTGGAAGATGAGCTGGGCGTTATGCTGCTGGAGCGTACGAGCCGTAAGGTGCTGTTTACCCAGGCGGGCTTACTGCTGGTGGATCAGGCGCGTACCGTACTGCGTGAGGTCAAGGTGCTCAAGGAGATGGCAAGCCAACAA- STY3749 100 STY3649 64.706 STY3749 99.5 STY4468
ATGCAGGCCGAAATCCTTCTTACCCTGAAACTTCAGCAAAAGCTTTTTGCCGATCCCCGACGTATCTCTCTGCTGAAACACATTGCGCTTTCCGGCTCGATTAGTCAGGGCGCGAAAGACGCGGGAATCAGCTATAAGAGCGCCTGGGATGCGATAAACGACATGAACCAGCTTAGCGAACATATGCTGGTTGAACGCGCAACGGGCGGCAAAGGCGGCGGCGGCGCGGTATTAACCCGCTATGGTCAGCGTCTGA- STY0812 100 STY0812 99.4
ATGACCTGTCAGGACAAATCACTTTTAGCCCCCGGTCTCGCTTCCACGCCCGTCATTCCGCGCTATCGCCAGATCATACGCAAACGGGCCGTGCTCATGTCAGCTATTGCGCTGGCGATGATGGTTTCACTGATGGTGGATGTAACCTGTGGGTCTTCTGGTTTACCGCTCAGTGCGCTGTGGCAGGCGCTTTTCCAGCCGGAAAAGGTGAATGCGGGCATACACGTTATTGTCTGGGATATCCGCTTACCCTAT+ STY0802 100 STY1770 68.627 STY0802 98.5 STY0221
ATGAGCGCGCTCGTCTACTTCTCCAGCAGCTCTGAAAATACGCACCGTTTTATGCAGCGTCTGGGGCTGCCCGCCACGCGTATTCCGCTCAATGAACGGGAGCGAATTCAGGTAGACGAACCGTACATTCTGGTTGTGCCGTCATACGGCGGCGGCGGGATGGCCGGTGCGGTGCCGCGACAGGTGATCCGCTTTTTAAATGATGAACACAACCGGGCGCGCATTCGCGGCGTCATCGCCTCCGGTAACCGCAATT+ STY2931 100 STY2931 98.1
ATGGCGCTTACAAAAGCTGAAATGTCAGAATATCTGTTTGATAAGCTTGGGCTTAGCAAGCGGGATGCCAAAGAACTGGTTGAACTGTTTTTCGAAGAGATCCGTCGTGCTCTGGAAAACGGTGAGCAGGTGAAACTCTCTGGTTTTGGTAACTTCGATCTGCGTGATAAAAATCAACGTCCGGGGCGTAACCCGAAAACGGGTGAAGATATTCCTATTACAGCACGGCGCGTGGTGACCTTCAGACCCGGGCAGA- STY1771 100 STY4311 66.019 STY1771 100 STY0493
ATGGATATTCGTAAGATTAAAAAACTGATCGAGCTGGTTGAAGAATCAGGTATCTCCGAACTGGAAATTTCTGAAGGCGAAGAATCTGTTCGCATCAGCCGCACAACGGCAAACGCCGGTTTCCCGGTGATGCAGCAGGCTTATGCGGCGCCGATGATGCAGCAACCCGCTCTGTCTAACGCTGTCGCGCCAGCGGCTACTCCAGCAATGGAAGCGCCTGCCGCAGCGGAAATCAGTGGTCACATCGTACGCTCCC+ STY3559 100 STY1266 62.963 STY3559 99.4 STY3504
ATGTTTATACGGGAAATTACACACTGGTTTGCCAGACGCTCGTTTCAAAACCGGATATTTCTACTGATCCTGTTTACATCCACCATCGTGATGCTGGCAATCACCTGGTATCTGACCGATATCACGAAAGAGCGCCTGCATTATCAGGTGGGCCAACGTGCGCTTATTCAAGCAATGCAAATATCCGCTATGCCAGAATTAGTTGAAGCCGTAGAGGCGCATGATTTGTCACGCATCAAAGCGCTGATTGACCCA- STY0062 100 STY0674 67 STY0062 96.28 STY0674
ATGATGTTTGGGAAAAGTTGTCAGGTCATGGTTAAACCAACCGGATCGGTGTGTAACCTTGACTGTAAGTACTGTTTTTATCTGGAGAAAGAAAAGCTCTATCCGGATCGAAAAAACCATTACAAAATGTCGGAAGAGACCCTCGAACTCTTCATCAGGCAGCAGATTGCCGCACAGGATATTGATGAGGTCATTTTTGCGTGGCAGGGCGGGGAACCCACATTAATGGGCATCCCGTTTTATCGTAAAGCCGTT+ STY0043 100 STY3593 72 STY0043 99.7 STY3593
ATGGGACGTCATTGGCATTTTTTATTCAACGAAGAGTTAACCACTCTTAATAATAATGGGTTTTATAGCAAAATAGACTTTTTTATCGAGTGTTCAATATTTGCGTCCGTTATTATTTTTCTGGAATGTAAATTCTCTCTCAACACAGGTGAAATTTATGTTTGA- STY1880 97 HCM2.0105c 50.495 STY1880 87.04 HCM2.0105c
ATGACAGCAAAGGAGGAAACTAAAGGGGTTAGCGTAAGGGCGGCGGCAGTAAACATGAACCCTTTAAAAAGAAAAGAGAACTATCTTAGCGCCACCATCATCGCTCAAAAAGAAGGGTACTGGTACAGCCATTTGTTAAGTTCATTACAATTAGTCATATAA+ STY2212 100 STY1980 82 STY2212 98.8 STY1980



ATGTCTGAATTTGTTACGGTAGCTCGCCCCTACGCCAAAGCAGCTTTTGACTTTGCCGTTGAACACCAAAGTGTAGAGCGCTGGCAGGATATGCTGGCGTTTGCCGCCGAGGTAACCAAGAACGAACAAATGGCAGAGCTTCTCTCTGGCGCGCTGGCGCCGGAAACGCTCGCTGAGTCGTTTATCGCAGTCTGCGGTGAGCAGTTAGACGAAAACGGTCAGAACCTGATTCGGGTGATGGCTGAAAATAATCGTC+ STY3910 100 STY0181 65.138 STY3910 100 STY4090
ATGCATCTGGCACGAGTCACGGGCGCGGTTGTCTCCACGCAAAAATCACCTTCTTTGATTGGGAAAAGCTGCTGCTGGTGCGTCGGGTCAGCGCCGATGGCGAACTCCCCGCCTCGCCCACCTCCGGCGATGAAGTGGCCGTGGACTCCGTCGGCGCGGGCGTCGGCGAACTGGTTTTGCTCAGCGGCGGCTCCAGCGCCAGGCACGTTTTTTCCGGGCCAAATGAGGCCATCGACCTCGCCGTTGTCGGCATTGT+ STY2254 100 STY2254 98.9
ATGCATGAGTTACCGCTGGTCTTTTTTACGGTCTTTACCCAGAGCGCGGTCGGCGCGTTTATTCTGCTGCTGATTGGCGGCGCAATGGGGCTGGTCGCGCCGCGGCGTAAGGCTATCGGTCTGTTCTCGGTGATGTGCCTGTTTGGGATTGGCGTCGTTGTCGGTACCTTCCACGTCGGGCAACCGTTGCGTGCGCTGAATATGCTGCTGCGCGTCGGACATTCGCCGATGAGTAACGAGATTGTCTTGTCGGCGG+ STY4508 100 STY0661 62.5 STY4508 98.1 STY2773
GTGAATATTCAGGCTCTTCTCTCAGAAAAAGTTAGTCAGGCCATGATTGCTGCAGGCGCGCCTGCAGATTGCGAGCCCCAGGTTCGTCAGTCAGCCAAAGTTCAGTTCGGCGACTATCAGGCCAACGGCATGATGGCAGTTGCGAAAAAACTGGGTATGGCCCCCCGACAACTTGCAGAGCAGGTGCTGACTCATCTGGATCTCAGCGGCATCGCCAGCAAGGTTGAAATCGCCGGCCCTGGCTTTATCAATATT+ STY2117 100 STY3755 61 STY2117 99.3 STY0721
ATGGAACGATTAAAACGAATGTCGGTATTCGCCAAAGTTGTTGAGTTTGGCTCTTTTACCGCCGCAGCCAGACAGCTGCAAATGAGCGTATCGTCCATCAGCCAGACTGTGGCGAAACTGGAAGATGAGCTTCAGGTTAAATTGCTCAACCGCAGCACACGCAGCATTGGGCTCACCGAAGCTGGAAAAATCTATTATCAGGGCTGTCGTCGTATGCTGCATGAAGTGCAGGATGTTCACGAGCAGCTTTACGCT+ STY3547 100 STY0159 64 STY3547 99.5 STY3037
ATGAGCAGAAAATATTTTGAAGAAGAAGTCATTCAACAGACTTTAGATTATAACTATGCACAACATAGTGATGCTAATAAATTTAATATAGCTTATGGGATTGATAAAAACTTTCTTTTTGGCTGTGGTGTCTCTATTGCATCGGTTCTCATTGCTAACCGTGAGAAGGCGTTAGCTTTCCATGTTTTTACCGATTTCTTTGGCCCTGAAGATCAGCAGCGATTTGATGCATTAGCAAAACAGTACGCTACGCAG+ STY4077 100 STY4078 62 STY4077 97.1 STY4078
ATGAGTATTCGTCCGTTACATGATCGTGTGATCGTCAAACGTAAAGAAGTTGAGTCCAAATCTGCTGGCGGCATCGTACTGACCGGTTCCGCAGCGGGTAAATCAACTCGTGGCGAAATCATCGCTGTCGGTAAGGGTCGCATCCTGGACAACGGTACTGTACAGCCGCTGGACGTGAAAGTTGGCGACATCGTTATTTTTAACGATGGCTACGGTGTGAAATCTGAAAAGATCGACAATGAAGAAGTGTTGATCA+ STY4689 100 STY1637 66.667 STY4689 99.7 STY1649
ATGAAACGCTATCTGACCTGGATTGTAGCAGCAGAGTTACTGTTCGCTACCGGAAACCTGCATGCCAATGAAGTTGAAGTCGAGGTTCCCGGATTGTTAACCGACCATACCGTCTCTTCGATAGGACATGAATTCTATCGTGCATTCAGCGACAAATGGGAAAGCGAATACACCGGCAATCTGACCATTAATGAAAGACCCAGTGCGCGTTGGGGAAGCTGGATCACCATAACGGTAAATCAGGACGTTATTTTCC- STY1178 100 STY1060 60.194 STY1178 100 STY1060
ATGAGTCTTACCGAACTGACCGGTAATCCGCGACACGATCGGCTGTTAATGCTTATTGATGAGCGCGGCTATATGAATATCGATGAGTTAGCCAGTTTGTTGGAGGTCTCTACCCAGACGGTTCGCCGCGATATTCGTAAATTAAGCGAGCAGGGGCTGATTACGCGTCATCACGGCGGCGCTGGCAGAGCGTCCAGTGTGGTCAATACCGCCTTTGAGCAGCGAGAGATCTCCTGGACGCAAGAGAAAAAAGCCA- STY3853 100 STY4280 74 STY3853 99.3 STY4280
ATGAACAAGACTCAACTGATTGATGTAATTGCAGACAAAGCAGAACTGTCCAAAACCCAGGCTAAAGCTGCTCTGGAATCCACTCTGGCTGCTATTACTGAGTCTCTGAAAGAAGGCGATGCTGTACAACTGGTTGGTTTCGGTACCTTCAAAGTGAACCACCGTGCTGAGCGCACTGGCCGTAACCCACAGACCGGTAAAGAAATCAAAATCGCCGCCGCTAACGTACCGGCGTTTGTTTCTGGTAAAGCTCTGA- STY3715 100 STY0493 76 STY3715 100 STY0493
ATGAAGAGTTATCGGCTGGTGGTTCGCCAGCAGGGGCGTATCGTGGGGCATTTTGAAACGAGCGGGCTGGACGCGCTGGAAGATATCTGCGTGGCGCGAGCGATGTTTGGCATCACTGGCGGCTATCAGTGCGAGTTGCAAGTGTCCGATTCCGAACGCAGGATACTGGAGAGTGGCCCGGATGGGATGAAGATCCTGATGCGCGAGAAGTGCTTTCGCCCGGTGACCTCGCAGTTGTAA- STY2671 99 STY2671 98.8
ATGGACAGTAATCACAGCGCCCCGGCTATCGTCATTACCGTCATCAACGACTGCGCCAGCCTCTGGCACGAAGTGCTGCTGGGCATTGAAGAGGAAGGCATCCCTTTCCTGCTTCAGCATCACCCAGCTGGAGATGTCGTTGACAGCGCCTGGCAGGCGGCGCGCAGCTCGCCGCTGCTGGTCGGCATTGCCTGCGATCGACACTCGCTGGTCGTACATTACAAGAATTTACCCGCATCGGCGCCGCTTTTTACGC+ STY2249 100 STY2258 60 STY2249 90.94 STY2596
ATGATGAAAGTATTAATTGTTGAAAGTGAGTTTCTGCATCAGGACACCTGGGTTGGCAACGCGGTTGAGCGTCTGGCGGATGCCTTGAGCCAACAAAATGTTACCGTCATTAAATCGACATCCTTCGATGACGGCTATGCCATCTTGTCCGCGAACGAAGCCATTGACTGTCTGATGTTTAGCTACCAAATGGAACAACCGGATGAGCACCTGAGCGTCAGGCAATTGATCGGTAAGCTTCACGAGCGTCAGCAA- STY4495 100 STY0259 68.932 STY4495 99.2 STY3270
ATGGCGGAAAGCTTTACGACGACTAATCGATATTTTGACAATAAACATTATCCACGTGGATTCTCTCGTCACGGTGATTTCACGATTAAAGAGGCACAACTGCTTGAGCGTCATGGTCATGCCTTTAATGATCTGGATCTTGGCAAGCGTGAGCCTGTGACTGAAGAAGAGAAGCTGTTTGTAGCGGTATGTCGCGGTGAACGCGAGCCGGTAACGGATGCAGAACGCGTCTGGTCCAAGTATATGACGCGTATCA- STY3707 100 STY1288 59.048 STY3707 100 STY2074
ATGTACACCGCGAGCGGTATCAAAGCTTATGCGCAAGTCAGCGTGGAAAGCGCCGTGATGAGCGCCAGCCCGCATCAGTTGATTGAAATGTTGTTTGATGGCGCGAATAGCGCTCTGGTGCGCGCTCGCCTGTTTTTAGAACAAGGCGATGTTGTCGCGAAAGGTGAAGCGTTAAGCAAAGCCATCAATATTATCGATAACGGGCTGAAAGCCGGCCTCGATCAGGAAAAAGGCGGTGAGATTGCGACGAATCTTT+ STY2169 100 STY4498 50 STY2169 99.8 STY4498
ATGAAATTGCAGCAGCTTCGTTACATTGTTGAAGTGGTTAATCATAACCTTAACGTCTCCTCTACCGCTGAGGGGTTGTATACTTCCCAGCCGGGGATCAGCAAGCAGGTTAGGATGCTGGAAGATGAGCTTGGCATCCAGATTTTCGCCCGCAGTGGTAAGCATCTGACTCAGGTGACGCCCGCAGGTCAGGAGATTATTCGTATTGCGCGTGAGGTGCTTTCCAAAGTCGATGCCATTAAGTCGGTCGCCGGC+ STY1337 100 STY3749 79.208 STY1337 99.4 STY4468
ATGCAAGCGGCAACAGTCGTCATTAACCGCCGCGCTCTGCGACACAACCTGCAACGTCTGCGTGAACTGGCGCCTGCCAGTAAGCTGGTTGCGGTGGTGAAAGCGAACGCTTATGGACACGGTCTTCTGGAGACCGCGCGAACGCTCCCTGATGCTGATGCTTTTGGCGTGGCGCGTCTTGAAGAGGCTCTACGTCTGCGAGCGGGCGGGATTACGCAGCCTATCCTGCTGCTGGAGGGTTTTTTCGACGCCGCC+ STY4443 100 STY1930 69 STY4443 99 STY3763
ATGCAGCTCAATATCACCGGACATAACGTCGAAATTACTGAAGCCCTGCGTGAATTTGTGACGACGAAATTCGCCAAACTTGAACAGTATTTTGAGCGGATTAATCAGGTATACGTGGTGTTGAAAGTGGAGAAGGTCACGCACATCTCGGATGCGACGCTACACGTTAACGGCGGCGAAATTCACGCCAGCGCGGAAGGCCAGGATATGTATGCCGCCATTGACGGCTTGATTGATAAACTGGCAAGGCAGTTAA+ STY3500 100 STY2853 62.745 STY3500 98.3 STY2853
ATGAAACTTTCCCGACTTGCTCTGCTGTCTGTCTTCGCTCTCGCCAGCGCCCCGTCATGGGCGGAATCAGTGGTCACGGTGTACTCCATCGACGGGCTGCACGATGGCGATAACAGCTGGTACCAGGTGCAGTTTGACGCGTTCACCAAAGCGACCGGCATTACCATACGCTATGTTGAAGGCGGTGGTGGCGTGGTAGTGGAACGTCTGGCAAAAGAGCGTACGAATCCACAGGCCGACGTGCTGGTAACCGCG+ STY0468 100 STY0101 63.208 STY0468 98.8 STY0101
ATGTTTGATATTGGCGTTAATTTAACCAGTAGCCAGTTTGCAAAAGATCGTGATGATGTGGTCGCCCGTGCGTTTGCGGCAGGAGTAAAAGGTATGCTACTGACCGGAACGAACATCCATGAAAGTCAGCAGGCGTTAAAACTGGCGCGGCGCTACCCCCATTGTTGGTCGACGGCTGGCGTCCATCCCCATGACAGCAGTCAGTGGTCATCTGCGTCTGAAGACGCCATTATTGCGCTGGCGAACCAGCCGGAAG- STY3583 100 STY4915 62.376 STY3583 98.7 STY4915
ATGTTGATGCTATTTTTCACCGTGGCAATGGTGCACATCGTTGCGCTAATGAGCCCTGGCCCCGATTTTTTCTTCGTGTCTCAAACTGCCGTCAGCCGTTCGCGTAAAGAAGCGATGATGGGCGTACTGGGCATCACCTGCGGCGTGATGGTATGGGCGGGCGTGGCGCTGCTTGGCCTGCATCTCATCATCGAAAAAATGGCCTGGCTGCATACGATCATTATGGTAGGCGGCGGCCTGTACCTGTGCTGGATGG- STY3600 100 STY3511 62.376 STY3600 98.6 STY1851
ATGTTTTTTGTTATTACTCACCATATTGATGTGCTGCCTCTGGCAACCCTACCCACACATGAAACATGCCCTTATTGTAATAATCAGGATGTATGGTTGATTATTCGCCAAAAAAGGACCCGTACATGTGGTCTGTCTCAAGCGAGAAAAAGAGATAAGTTTGGTTTAGCGATATGCAATCATTGCAGCAATGAAATCAAGGAAAAACGTTGGTCACCAGCGTTACGTCAACTTTTTACCGAGCAGAAGTCACTAT- STY3617 100 STY3344 33 STY3617 99.2 STY3344
ATGTTCCTGATAATACTAATTAAATCTCTCATTATCGGCGCGCTGGTCGGCGTAGGGGTGGGCGCTGGGGCTGCACGTATGTTTCACGCGCCAACCACGCAGGGGATGGGCGCGTTCCGTACGTTGGGCGAACTCAACTCTTGTGAAGGCGACCCGGCATCTCACTTCTCCTTTGGACTGGGTTTCTTCTTTAACGCCTGGGCGTCGTCTGTGGCGGCCGGATCGTTCACCCAGGATGTCGATCACCGCATCATCC+ STY4782 100 STY0886 56.863 STY4782 97.81 STY0886
ATGCCTGAGTTTTTCAGTTTTATTAACGAAATACTCTGGGGCTCGGTAATGATTTACCTGCTGCTCGGCGCAGGATGTTGGTTTACCTGGCGTACCGGATTCATTCAGTTTCGTTATATTCGCCAATTTAGCCGCAGTCTGAAAGGCAGCCTTAGCCCGCAGCCAGGCGGCCTGACGTCATTTCAGGCGCTGTGTACCAGCCTCGCGGCGCGGATTGGCAGCGGTAATCTGGCCGGCGTGGCGCTGGCTATCGCC- STY0006 100 STY1009 66.337 STY0006 98.8 STY1009
ATGATCGGAGACGGTAAATTGCTGGCCAGCGCGGCCTGGGATGCGCAATCTCTGAACGAACTGAAAGCGAAAGCGGGCCAGGACCCGGCGGCGAATATCCGTCCTGTGGCCCGTCAGGTGGAAGGGATGTTTGTGCAGATGATGCTGAAAAGTATGCGCGAGGCTTTACCCAAAGATGGTTTATTCAGCAGCGATCAGACGCGTCTGTATACCAGCATGTATGACCAGCAGATCGCCCAGCAGATGACCGCCGGT+ STY1221 100 STY1221 99.1
ATGAGTGCGACTGCATCGACTGCAACCCAACCTAAACCTCTCGAGTGGCTTAATCGCCTACGCGCGAATCCCCGAATTCCGTTAATTGTGGCGGGTTCCACCGCCGTGGCGATCGTCGTTGCGATGGTGCTGTGGGCCAAAACGCCCGATTACCGCACGCTATTTAGCAACCTTTCCGATCAGGACGGCGGCGCGATCGTCGCGCAGTTGACCCAGATGAATATCCCCTATCGCTTTGCCAATGGCAGCGGCGCG+ STY2177 100 STY2177 98.8
ATGACGACACCGGCTCCACTGACTGGGTTGCTTCCGCTTAATCCGGAGCAACTGGCGCGCCTTCAGGCCGCGACAACCGACCTTACTCCCGAACAGCTTGCCTGGGTCTCCGGCTTTTTTTGGGGCGTACTGAACCCGCGCTCAGGCGCTGTTGCCGTCACGCCTGCTCCTGATGGGAAGATGCCGGGAGTTACGCTTATCTCCGCTTCGCAAACCGGCAATGCGCGTCGTGTGGCGGAAGCGCTGCGTGATGAT- STY3076 100 STY4013 60.194 STY3076 96.9 STY4013
ATGAAAAAACAACAGGGCTATACGCTCATTGAAACGGTGGTCGCGATGTCGCTCATTATCATTCTCAGCGCCACAGGACTTTATGGCTGGCAACGCTGGCAGCAGCAACAGCGCCTGTGGCAAACCGCATGTCAGGTGCGGGATTACCTGCTGCAACTTCGTGAGGACGCTCACTGGCATAACCGCGATCACATTCTTCGCGTGGTCAGCGAAGGCGGTTCATGGTGCTTTGTCAGCTCTGTTGCTACGCAAACAT- STY3138 100 STY0166 62 STY3138 99.2 STY4377
ATGTCTAAAATTTGGTCAAAAGATGAGACTCTCTGGAGTTTTGCATTATACGGAACGGCTGTAGGCGCAGGCACTCTTTTCCTTCCCATCCAGTTGGGATCGGCAGGCGCAATCGTGCTATTTATTACCGCGCTGGTCGCCTGGCCTCTAACATACTGGCCGCATAAGGCGCTGTGTCAGTTTATTCTTTCCTCAAAGACTTCTGCAGGTGAGGGAATTACTGGCGCCGTTACTCATTATTACGGCAAGAAAATC+ STY3167 100 STY3426 65.094 STY3167 99.4 STY3109
ATGAAATACGATACTTCCGAGCTTTGTGACATCTATCAGGAAGATGTCAACGTCGTGGAACCGCTGTTCTCTAATTTTGGAGGGCGGTCGTCGTTTGGCGGACAAATCATCACGGTAAAATGTTTCGAGGACAACGGGTTGCTGTACGATCTGCTCGAACAAAATGGCCGTGGTCGGGTTCTGCTGGTCGATGGCGGCGGTTCTGTCCGTCGTGCATTAGTTGATGCGGAGCTGGCGCGTCTGGCCACGCAAAATG+ STY3781 100 STY4277 67.647 STY3781 99.8 STY2326
ATGACGCCAGGTGAAGTACGGCGCCTATATTTCATCATCCGCACGTTTCTAAGCTACGGCCTTGATGAACTCATCCCCCGAATGCGTCTTACACTGCCACTCCGATTATGGCGCTATTCGCTGTTCTGGATGCCAAACCGGCATAAAGATAAATTGCTGGGTGAACGATTAAGACTGGCGTTGCAAGAGCTGGGACCGGTCTGGATCAAATTTGGTCAGATGCTCTCCACGCGCCGTGACCTGTTCCCGCCGCAA- STY3587 100 STY1278 64 STY3587 99.3 STY1278
ATGCCGGGTACGGAAAAAACACAACATATAAGCCTGACCACACAGGTTGAAAATCGGTTAAAGCATCAATTGTCTATTGGCGCATTAAAACCAGGCGCAAGGCTTATCACTAAAAATATCGCTCAAGAGTTAGGCGTCAGTATTACGCCGGTGCGTGAGGCCCTGTTAAGGCTGGTCTCTTCCAGTGCTTTGGCGGTGGCGCCAGCACAGGCGTTTATGGTGCCGGAGATCTCGCTGGAAAGTTTGCTGGAAATTA+ STY1477 100 STY0003 64.078 STY1477 100 STY4275
ATGTTTAAGAGGTATTTATGGAAATTATGCTGGTTGGCATTTGCCCTTGTAAAGCGCGGGGAAAGCATGAAAAAAATATATCTCGTTGTTATCGTACTGTTTTTTATTTCTACAAAAGTTTATACACTACTTCATAACAACATCTTCTTTTGTCGAAACAGCCCGGAGTGTGATTTGTCTCATGTTCTCCCCGACTACCGGGAGCAGATTTCAGGCACACCGCTAAAATATACCTTAATTAGTACAGCTCCATTA+ STY1518 100 STY1518 97.8
GTGCCAGGGACAGTTATTCGAAAAAGAGTGAGCAACATGGAAACTACAACCAAGAAAGCACGTTCCCTTTATATCCCTTACGCTGGCCCTGTATTGCTGGAATTCCCCCTGTTAAACAAAGGCAGCGCTTTTAGCGTAGAAGAGCGCCGCAACTTCAATTTGTCAGGACTGCTGCCGGAGGTCGTCGAGTCGATTGAAGAACAGGCCGAACGCGCCTGGCTCCAGTATCAGGGGTTTAAAACAGAAATCGATAAG- STY1494 100 STY0712 60.185 STY1494 99.5 STY0712
ATGTATCAACATCGTAACTGGCAAGGTGCCTTGCTTGATTACCCGGTAAGTAAGGTGGTCTGCGTGGGCAGTAATTACGCAAATCACATCAAGGAGATGGGCAGCGCGACGCCGGAAGAACCCGTGCTTTTTATCAAGCCGGAAACCGCATTGTGTGATATTCGCCAGCCGCTGGCGATTCCGGCGGATATGGGCGCTGTTCATCATGAAGTTGAGCTTGCCGTGCTGATTGGCGCAACGCTCCGCCAGGCGACCG- STY1942 100 STY1134 66 STY1942 99.1 STY1134
ATGGAAAAAACACGGGCCGACGGCTGCCCCTCCCGCAGAGATACGGCGCTATCCTGACGATTATTATCGGTATTTCGATGGCGGTTCTGGATGGCGCAATCGCTAATGTCGCGCTGCCAACCATTGCGACTGATTTACATGCCTCCCCTGCCAGCTCTATCTGGATTGTCAATGCGTACCAAATCGCCATTGTCGTCTCACTACTTTCCCTGTCTTTTTTAGGCGACATGTTTGGTTATCACCGGATCTATAAAT+ STY1974 100 STY2342 88 STY1974 98.7 STY2342
ATGAATATGCTGGAAAAAGTCCAGTCTCAACTGGAACATTTAAGCAAATCTGAACGAAAAGTCGCCGATGTTATTCTGGCCGCCCCAGGCAGATCGATTCACTTAAGCATTGCCATGCTGGCCCAGGAAGCTAACGTTAGCGAGCCAACGGTGAACCGTTTCTGTCGCAGCATGAATACCCGCGGCTTTCCTGATTTTAAACTGCATCTGGCGCAAAGTCTGGCAAATGGCACCCCCTATGTTAATCGCAATGTGG+ STY2095 100 STY0883 66 STY2095 99.1 STY1163
ATGCTGAAACTCAACGCGACCACAACCGCCCTGGTGGTTATTGATTTACAGGAAGGAATTCTTCCGTTTGCCGGCGGCCCGTATACGGCAAATGAGGTGGTCGCCCGCGCCGCGCGGCTGGCGGAAAAGTGTCGCGCCAACGGCTCGCCCGTGGTTATGGTACGCGTTGGATGGTCTGATGATTATGCCGAAGCGTTAAAACAGCCGGTGGATGCCGCAACGCCTGCGCACGCGTTGCCGGAAAACTGGTGGACCT+ STY2110 100 STY0953 62.617 STY2110 98.6 STY0953
ATGAACTTCAACACTGTTTTCCGCTGGCATTTGCCCTTCCTGTTTTTGATCCTGTTAACTTTCCGTGCCGCCGCCGCAGACACCTTATTAATTCTGGGCGATAGCCTCAGCGCCGGTTACCGTATGACCGCCAGCGCGGCATGGCCGTCGCTCCTTAATGATAAATGGCAAAACAAAACGTCGGTCGTTAATGCCAGTATAAGCGGGGATACCTCGCAGCAGGGACTGGCGCGTTTGCCGGCGCTGTTGCAACAGC- STY0552 100 STY0553 63 STY0552 93.86 STY4189
GTGGCGCAAGCCAACGCTGCAGTCATCGAACAAATTCGTCGCGCACGTCCGCACTGGCTGGATGTGAAGCCAGCTTCTTCATTAATTAGCGTACTCAATCAGGGGAAAACGCTTCTTCATGCCGGGCCGCCGATGCGCTGGCAAGAGATGACCGGCCCGATGAAAGGGGCCTGTATCGGCGCATGCCTGTTTGAAGGATGGGCCAAAGATGAAATGAGCGCGCTCGCGCTGTTAGAGCAGGGAAAGGTCAACTTT+ STY0578 100 STY4111 76 STY0578 97.96 STY4111

STY4203 62.745 STY4424 60.396 STY4424 15.53 STY4203
ATGAGCAAGGTATTAGTTCTTAAATCCAGTATTCTGGCAGGGTACTCTCAGTCTGGTCAGTTGACTGACTATTTTATTGAACAATGGCGCGAAAAACACGTCGCAGATGAAATTACTGTCCGCGATCTGGCGGCCAACCCTGTTCCGGTGCTGGATGGCGAGCTGGTGGGCGCGATGCGTCCGGGCGATGCGCCTTTAACGCCACGTCAGCAGGACGCTCTGGCGCTGTCTGATGAACTCATTGCTGAACTGAAAG- STY1427 100 STY0429 69.307 STY1427 99.7 STY0429
ATGCTTACCGAAAAATATGATTTTCGCATTACCGATCAGATGACTATCCCACTCAGACCTCATTGGATAGCCAATGATTCATACAGGGAAAAGTGCAAAATGCTTGTCCTCAACCGAAGTAAAGGGGAAATTCATAAGGTAGACTTTAGTAAAGTAACAGATTATATCAAAGAAGGTGATGTAATCTGTTTTAACGACAGTACTATAATAAACCATATGTTTATCTGTAAAACAAGACGAAATAGATTAATTAAA- STY1513 100 STY0442 65.686 STY1513 97.7 STY0442
ATGAGCCAGTTTTTTTATATCCATCCGGATAACCCACAGCAACGGCTGATTAATCAGGCCGTCGACATTGTGCGTAAAGGCGGTGTTATTGTTTATCCAACCGATTCCGGCTATGCCCTTGGTTGTAAAATTGAAGACAAAGGCGCAATGGAGCGCATTTGCCGCATCCGTCATCTGCCGGACGGCCACAACTTCACGCTGATGTGCCGCGATTTGTCCGAGTTGTCGACCTACTCCTACGTCGACAACGTGGCAT+ STY1330 100 STY1330 99.8
ATGTTTAAACGGTGTTTCTCTCCTCTTACGCTGGTTAACCAACTGGCGCTGATTGTCATGCTCTCTACCGCTATCGGCGTGGCGGGGATGGCGGTTTCCGGCTGGCTGGTTCAGGGCGTGCAGGGTAGCGCTCATGCGATTAATAAAGCGGGCTCATTGCGTATGCAAAGCTATCGACTACTGGCCGCTGTCCCGCTGGATGCTAAAGATCAAAAGCTGCTGGATGAGATGGAGCAAACGGCATTCAGCCCTGAA- STY1286 100 STY2718 65 STY1286 99.1 STY2718
ATGGTCATTAAGGCGCAGAGCCCCGCGGGTTTCGCGGAAGAGTATATTATTGAAAGTATCTGGAATAACTGCTTTCCTCCTGGCACGATCTTACCGGCAGAACGAGAACTCTCCGAACTGATCGGCGTGACGCGCACGACATTACGCGAGGTGTTACAGCGGCTGGCGCGAGATGGCTGGCTGACCATTCAGCATGGCAAACCGACAAAGGTTAATAATTTTTGGGAAACGTCAGGGCTGAATATCCTTGAAACGC- STY1934 100 STY1521 64 STY1934 99 STY0696
GTGGCTCAACACGCTGTCTATTTTCCTGACGCTTTTCTGACGCAAATGCGTGAAGCAATGCCTTCCACGCTCTCTTTTGATGAATTTATTTCGGCCTGCCAACGCCCGTTGCGCCGCAGTATACGCATCAATACGCTTAAAATATCCGTGGCTGATTTCCTTGCCCTAATCGCGCCCTACGGCTGGTCGCTCACGCCAATTCCGTGGTGTCATGAAGGATTCTGGATCGAGCGCGATGATGAAGAGGCATTGCCG+ STY1981 100 STY2338 64.151 STY1981 92.92 STY4389
ATGTCTTCTATGTTACCGTCAATCAGCCCGGAACTGGCCCGTATCGCTCCCGGCTTTCGTGCATTAAGTATTAATGTTATTGCCGCTCCGGTTCGCGATGCGCAGGTCGGAGAAATCGCGTTAAAAGAGGCCTGTCAGGCCGTAATTAACGGACAACCGGCGTGGGCACAGGCGCATATAGACGCCTGGAATGCGGTGTTTAAAGCATTCGGCGCAAAACCAAAGCGCACCCCCTGCTCGGCTGAAGCGCTACGAA- STY1399 99 STY3838 64.151 STY1399 97.7 STY2062
ATGCTGTTACAGACGCTGGAAGAGAAGCTGGCGACGCTACGCCAACGCTGCGCGCCGCTGGCGTAACATGCGACGTTAAGCGCGCGCTTTGACCGACACCTTTTCCGTACCCGCAGTACTCTGTTGCAGGGATATCTGGAAGAGGCAGACGCCAATCTCGCCGCGTTGCGTCAGGCGGTAAAACATGAGCAACTGCCGCAAGTCGCCTGGCTGGCGGAACATCTGGCTTCGCAACTGGAGGCGATATCGCGTGAAA- STY0525 100 STY0460 61.165 STY0525 97.9 STY0460
GTGGCGGAAAAAAAATCTCAGGGCGTCAAATGGCTCCCATTCATTCTTATTCTGGTTATCGCCGCCGGACTGTGGCAGCTAACGCCCCCTTCCGGGTTAAGCGCGCCGGCCTGGCATTCCGCGATTATTTTTGTCGCGACGATCGCCTCTATCGTGGCGAAAGTGCTGCCTATTGGCGCGGTCGGTATTATCGGCATCACCGTCTTTGCGCTCGCCTATGCTGCCGGCGACAAAACGGCCAGCGGCGCGATTACC+ STY3340 100 STY0667 61.765 STY3340 96.35 STY0667
ATGGGAAGAGTCGCGCCTGTCGCCATCGTACTGGCATTTGCTTTGTTTCATCACCAGCCCCGGGGCGCAGAAGCGCTGCCAATGATTACATCCGAAGGATTAGCAACGGACCAGATGCTTCCTTCGCTGGATGGCTCCGCCGCTGAGTTGCCGCTCAGCGCCGCCGCGCCGGGCAACCTGACGCTCAATGACGCGGTCAATCGCGCCGTTAACTGGCATCCTTCTATTCGCGAAGCCGTCGGCAAACTGCTCGCA+ STY2876 100 STY4193 63 STY2876 98.7 STY2938
ATGACCCCGATTGCAGTTACCCTACTTACCGGTTTTCTTGGTGCCGGCAAAACCACCCTACTACGCCATATCCTCAACGAACAACATGGTTTTAAAATCGCCGTTATCGAAAACGAATTTGGCGAAGTCTCCGTTGACGATCAACTGATTGGCGATCGCGCCACACAGATCAAAACCCTGACTAACGGCTGCATCTGCTGTACCCGCTCCAACGAGCTGGAAGATGCGCTATTAGACCTGCTCGACAGCCGCGAC- STY4888 100 STY4889 74 STY4888 90.46 STY2448



ATGGAGAAACAGCTCGCCTCAATGACGTTTACCCCATGCGGTAGCCAGGATATGGCCAAAATGGGCTGGGTTCCGCCGATGGGCTCTCACAGCGATGCGTTAACGCACACCGCCAATGGCCAAATTATTATTTGCGCGCGCAAAGAAGAGAAAATCCTGCCATCGCCAGTGATCAAACAGGCACTGGAGGCGAAAATCCAGAAACTGGAAGCCGATCAGGGACGCAAGCTGAAGAAGACGGAAAAAGATTCCCTGA- STY0425 100 STY0425 92.3
ATGTTTAAAAACAGACTTGCCAGCCATCTTGAACGTGGCGTTATTGGTTTCCCCACGACGCTTGCCAGCTCCGTCGGGCTGATTATGGCAAGCCCGGTGATCCTGACCGTGACCAGTGGTTTTGGCTCAGGGGGAGATACCTTTGCCCTTGCGGTATTACTGGCATTTATTATGATGCAAGCGCAGATTACCACCTTTGCCGAAGCGGCAACGCTCATTCCCACGACTGGCTCCGTCTACGACTATATCTCCTGC- STY3295 100 STY0428 49.038 STY3295 99.5 STY0428
TTGAAAAAATTAAAGATTAATTATCTGTTCATCGGCATATTGACGCTGCTGCTGGCAGCAGCCCTTTGGCCCTCAATCCCCTGGTTCGGTAAAACCGAAAACCATATCGCCGCGATTCAAGCCCGGGGGGTACTGCGCGTCAGTACGATCGACTCGCCATTAACCTATTCCGTTATCAACGGTAAAAAATATGGTCTGGACTATGAACTGGCGCAGCAGTTCGCCAACTATCTCGGCGTGAAGCTGAAAGTGACG+ STY2813 100 STY3240 93 STY2813 91.41 STY4157
ATGAAGTGGGTTAAGCCGCAATCGTTGTACCTGCAACTCTTACTGTTCCTGGGGTTGCCGCTGATTCTGCTATGGGGGCTGTCGGCGTTTAACAGTTATGTCAATGCGCTACAGGCCGCCACTCAGGCTTATGATCGTACGTTGCTCTCCTCGGCGCGAACGGTATCGGAACGGCTGGTGGTGCGCAATAACCATCTGGAAGTTAACGTGCCCTGGGTGGTGCTGGATAGCTTCGAGCTTAATATGAATGATCGA- STY2903 100 STY2904 93 STY2903 95.27 STY0433
TTGATAAAAAAATGGCGCGTTATGAATCGTGAAGCAATTTGCTTACAGTTGGCTGATAAAATTAATCATTTAAAAAATAATGATAAAATAATCAGCGAGCGGCTGGCGGGCATTCGTCTGTTGTATGGTGTTGAACCGGGGCCGCGCACGCCGGTCATGTATCAGCCTGGCATCATATTTCTCTTTTCCGGCCATAAAATTGGCTATATTAACAAGCGCAAGTTTCGTTATGACGCTAATGAATATCTCTTACTG- STY3335 100 STY3096 88 STY3335 99.3 STY0484

STY0881 87 STY0900 76 STY0881 75.29 STY0900
ATGACAGGACGTCAGGACATTGTCGTGAGTAATGACCAGATTCAGGTCGTCGTAAATCGCCAGAATAGCCAGCGCCCTCAGCAACTGTACCGTAACTTACAACGGCTCGGCATTCGCAATGTCCATTTTATCCCATTGTTGGAACATGACCGGAACGGAATGTTGACCGAGGATTCATTGTGTTCAGCAGACTGGGGGCGGTTTTTAAATAGCGTATTTGATATTTGGGTACGTGAAGATATTCAGCGTATCTCGG+ STY3976 100 STY0043 70.588 STY3976 98.7 STY0043
ATGACGCGCATGAAATATCTGGTGGCAGCAGCCACGTTGAGCCTGTTTCTGGCGGGTTGCTCGGGTTCAAAGGAAGAGGTGCCCGATAATCCGCCGAATGAAATCTACGCGACTGCTCAGCAAAAGCTGCAGGACGGTAACTGGAAACAGGCAATAACGCAATTGGAAGCGTTAGATAATCGTTATCCATTCGGACCGTATTCTCAGCAGGTGCAGTTGGATCTTATCTACGCCTATTACAAAAACGCCGATTTGC+ STY2852 100 STY0499 54 STY2852 99.5 STY0499
ATGAGCACAAAATTTTATACCCTGCTGACGGATATTGGCGCGGCAAAACTTGCCAGCGCCGCCGCGCTCGGTGTGCCGCTAAAAATTACCCATATGGCGGTGGGCGATGGCGGCGGAGTATTGCCAACGCCGGACGCAAAGCAGACGGCACTGGTAAATGAGAAACGCCGGGCTGCGCTGAATATGCTTTATATCGACCCGCAGAACAGTAGCCAGATTATTGCTGAGCAGGTAATCCCGGAAACTGAGGGCGGG- STY4611 99 STY1072 94 STY1072 27.39 STY2014
ATGAGCGCAAATGCGGAGATCCAACCCCCGCAGCAACCGGCTAAGAAGAAAGGCAAACGCAAAACAGCGCTGCTACTTCTTACCTTGCTCTTTGTTATTATTGCCGTGGCATATGGAATTTATTGGTTTTTAGTATTGCGTCATATTGAAGAGACAGATGATGCTTACGTGGCAGGGAACCAGGTTCAAATCATGGCGCAGGTGTCAGGCAGCGTGACGAAAGTCTGGGCTGATAACACCGACTTTGTAAAAGAG+ STY2940 100 STY2343 76.238 STY2940 98.5 STY2255
ATGACGACGTTACGCCAACCCTATTATGAACTGAGCCCGGAGGTTTACAGCGCTCTGGTGCAGGCGAAAAACGCGCTGGAAAAGAGCACGATTGACCCCACTCTGATGGAGCTGATTTACCTGCGTGTTTCGCAAATAAATGGTTGTGCATTTTTCCTGGAGATGCACAGTAAAGCGCTGCGTAAGGCTGGCGTGAATCAAGCTAAATTAGATGCGCTGGCAGGATGGCGGGTAAGCCACCATTTCAACGAGCAAG+ STY2928 99 STY4776 84 STY2928 97.7 STY3549
ATGATATTGACTCCCATGCGACGATATGGGGCAATGATTCTTATGTTACTCACCATCGCATTTTCGGGTGAGGTGCTGGCAAAGACGCGCGCAACACAAACGAGTCAAAAGTCCCACATAACTGAGACAAGTTATAAACAGGTTAGCAGTAAACAAGAGTATTCTCGCAATAGTGCAAAGAGCAGTTCACTTCCTGATTTGCGAAAATACCCTTCCGGAACCCCCAGAAAAAAAGCGTTTCTCCGGACCGTTATGC+ STY4135 100 STY2972 63.462 STY4135 99.5 STY2972
ATGCTCGAATTGCTTTACACCGCTCTTCTCTACCTTATTCAGCCTCTGATCTGGATACGGCTTTGGGTGCGTGGACGTAAAGCGCCGGCCTATCGTAAGCGCTGGGGTGAACGCTACGGATTCTACCGCCGTCCGTTGAAACCGGGCGGAATCATGCTGCATTCCGTCTCGGTGGGCGAAACTCTGGCGGCCATCCCATTGGTCCGCGCTCTACGTCATCGCTATCCCGATCTGCCTATTACCGTAACGACCATG- STY4070 100 STY4070 99
ATGATTAGCGTATTCGATATTTTTAAAATCGGCATTGGCCCTTCCAGTTCTCACACCGTCGGACCAATGAAAGCAGGCAAGCAGTTCACGGACGATCTGATTGCCCGCCATATTCTTACAGATGTCACCCGCGTCGTGGTGGATGTCTACGGCTCTCTGTCATTGACGGGTAAAGGCCACCACACTGATATCGCCATTATTATGGGCCTGGCGGGGAATCTGCCGGACACCGTCGATATCGACGCCATTCCGTCC+ STY3110 100 STY1956 87 STY3110 98.3 STY1956
ATGTCGCATCCCCTGAATTTTCAACGCGGGTTTAGCCTCCCGGAAGTTTTAGTGGCGATGGTTCTAATGGTAATGATCGTCACCGCGCTGTCAGGCTATCAGCGGGTATTAATGCACACTTTTGCATTACGACACCAGTATCTCCAGATCTGGCGGCAGGCGTGGCAGCAAACGGCGCTGTATCCATTTTCGCCTGCTGACGGCTGGAATGCCAACCGGATGCAGACAACGCAATCGGGATGTGTCAGCATCAGCG- STY3135 100 STY3400 61.538 STY3135 98.8 STY0690
ATGTTAACAAAAGATTTGTCTGTTACCTTTTGCGGCGTTAAGTTTCCCAATCCGTTTTGCCTTTCTTCTTCTCCGGTAGGCAATTGTTATGAGATGTGCGCCAAAGCCTATGATACCGGCTGGGGCGGGATCGTTTTTAAAACCATTGGTTTTTTATTGCCAACGAAGTCTCTCCACGTTTTGACCACCTGACGAAAGAAGATACCGGTTTTATTGGTTTCAAAAACATGGAGCAAATTGCTGAGCATCCGCTGG+ STY2418 100 STY4284 58.654 STY2418 98.9 STY4284
ATGATTTTTACACTCCGCCCCTACCAGCAAGAAGCCGTAGACGCCACGCTCAGCCACTTTCGCCGCCACCGTACGCCCGCCGTGATTGTTCTGCCGACCGGCGCAGGTAAAAGCCTAGTGATCGCCGAACTGGCGCGCGTCGCCCGCGGACGGGTACTGGTGCTGGCGCATGTGAAAGAGCTGGTCGCGCAGAACCACGCCAAATATTGCGCGCTGGGGCTGGAAGCGGATATTTTCGCCGCCGGACTCAAACGT+ STY2460 100 STY2460 99.9
ATGCCTGAAGTAACACCTTTTCAGGTGCTTATTGTGGACGACCATCCACTTATGCGGCGAGGTATTCGTCAATTACTGGAACTGGACCCGGCTTTTTATGTCGTTGCCGAAGCGGGTGACGGGGCGAGTGCGATCGATCTGGCGAATCGCATTGAGCCCGATCTGATCCTGCTGGATCTGAATATGAAAGGTCTGAGCGGGTTAGATACCCTGAACGCGCTACGCCGGGATGGTGTGACGGCGCAAATTATTATTC+ STY2472 100 STY1285 69.307 STY2472 99.5 STY1285
ATGCGAATTCTGGCTATCGATACCGCCACAGAGGCCTGTTCTGTCGCCCTGTGGAACAACGGTACTATCAATGCTCACTTTGAGCTTTGTCCACGAGAACACACTCAACGTATCCTGCCCATGGTGCAGGAGATTCTGGCCGCCAGCGGCGCCTCGCTCAATGAGATAGATGCGCTGGCGTTTGGGCGCGGTCCGGGCAGCTTTACCGGCGTGCGTATCGGCATTGGGATTGCGCAAGGGCTGGCGTTAGGGGCAA- STY1950 100 STY4916 64.151 STY1950 99 STY4916
ATGAGCATGCAAGATCCGATCGCGGATATGCTGACCCGTATCCGTAACGGTCAGGCCGCGAACAAAGCTGCGGTCACCATGCCTTCCTCTAAGCTGAAAGTGGCAATTGCCAACGTGCTGAAGGAAGAAGGTTTTATTGAAGATTTTAAAGTTGAAGGCGACACCAAGCCGGAACTGGAACTGACTCTTAAGTATTTCCAGGGTAAAGCTGTTGTAGAAAGCATTCAGCGTGTCAGCCGCCCAGGCCTGCGCATCT+ STY4372 100 STY0024 64.356 STY4372 99.2 STY0024
ATGGGTAAGACGAACGATTGGCTGGATTTTGACCAGTTGGTGGAAGATAGCGTGCGCGACGCGCTAAAACCGCCATCTATGTATAAAGTGATATTAGTCAATGATGACTACACTCCGATGGAGTTTGTTATTGACGTGTTACAAAAATTCTTTTCTTATGATGTAGAACGTGCAACGCAATTGATGCTTGCAGTTCACTATCAAGGCAAAGCTATCTGCGGCGTGTTTACCGCCGAGGTGGCGGAAACCAAAGTGG+ STY0942 100 STY4881 79.808 STY0942 99.7 STY4881
ATGAAACAAACCGTTGCTGCTTTTATCGCCAAAACGCTGGAACAGGCTGGCGTAAAACAAATCTGGGGCGTCACTGGCGACTCCCTGAACGGCCTGAGCGATAGTCTTAATCGTATGGGAACCATTGAATGGATGCCAACCCGCCACGAAGAGGTCGCCGCTTTCGCCGCCGGCGCACAAGCGCAGCTTACCGGCGAGCTGGCAGTGTGCGCCGGTTCATGTGGACCGGGCAACCTGCACCTGATCAATGGCCTG- STY0931 100 STY3656 65.686 STY0931 99 STY3656
ATGGCAGTTGTTAAATGTAAACCGACATCTCCGGGTCGTCGCCACGTCGTTAAAGTGGTCAACCCAGAGCTGCACAAGGGCAAACCTTTTGCTCCGCTGGTTGAAAAAAACAGCAAATCCGGTGGTCGTAACAACAATGGCCGTATCACCACTCGTCATATCGGTGGTGGTCACAAACAGGCTTATCGTATTGTTGACTTCAAACGCAACAAAGACGGTATCCCGGCAGTTGTTGAACGTCTTGAGTACGATCCGA+ STY4361 100 STY0062 61.111 STY4361 99.9 STY0062
ATGACCCACACGATAAAAAAGATGAGCCTTATTGGGCTTATCCTGATGATTTTTACTTCTGTTTTTGGTTTTGCGAATAGCCCGTCGGCGTTTTATTTAATGGGGTATAGCGCAATCCCGTGGTATATATTTTCTGCCTTGCTGTTTTTTATTCCATTCGCCTTAATGATGGCTGAAATGGGTTCCGCTTATCGCAAAGAAGAGGGCGGGATCTATTCGTGGATGAATAATAGCGTGGGGCCACGTTACGCGTTT+ STY4705 100 STY0967 66.667 STY4705 99.5 STY0967
ATGCGTCATTACGAAATCGTTTTTATGGTCCATCCTGACCAGAGCGAACAGGTTCCGGGTATGATCGAGCGTTACTCTGCTGCCATCACTGGCGCAGAAGGCAAGATCCACCGTCTGGAAGACTGGGGCCGCCGTCAGCTGGCTTACCCGATCAACAAACTGCACAAAGCGCACTACGTTCTGATGAACGTTGAAGCGCCGCAGGAAGTGATCGATGAGCTGGAAACTACCTTCCGCTTCAACGATGCCGTTATCC+ STY4747 100 STY2522 67 STY4747 99.5 STY1676
ATGACGCCGCTCTCTTCACCCTTATCGCAGTACTGGCAGACCGTTGTTGAGCGCCTACCAGAAGGATTTACTGAGACATCGCTTAGCGCGCAGGCGAAGTCAGTGCTTACATTTAGCGATTTTGCGCTGGATAGCGTGATAGCGCATCCGGAGTGGCTTGCCGAACTGGAATCCGCATCGCCGCAGGCTGATGAATGGCGACATTACGCTGGCTGGTTACAGGAGGCGTTGGCAGGTGTCTGTGACGACGCCTCG- STY3380 100 STY0156 65 STY3380 98.9 STY2781
ATGGATGCGATTTTTTTAAAGCTCGACAATATCAAAGGCGAAAGCCAGGTTGAAGGCTTTGAAGATCAGATAGAGATCATGTCTTATAGCCACAATGTGGCAATGCAGGTAAATAACGATGTTAGCCTCACTGAGCGGACTTCCGGGCGTGCGCATGTTGGTGAAATGTCGCTCACCAAATTTGTCGACCTCGCCACGCCTGTGCTCAATGAGTACTGCTGTAGCGGGAGGCTAATTAGAACCGCGGTGCTGACGT- STY3300 100 STY4865 70 STY3300 99 STY2168
ATGGATACCCAACGCCAGGCCTCCCCGTTTGCCCGCAAAAACGTCGTTTATGTGTGTGCCGCATTTTGTTGCCTGCTATGGGGCAGCGCTTATCCAGCCATCAAAAGCGGTTATGACCTCTTTCAGATAGCCACCGACGATATCCCTTCTAAAATTGTTTTTGCTGGTTATCGTTTTTTGTTTGCGGGTGGGTTGCTACTACTGTTCGCGCTGCTTCAGCGTAAACCGATTGGTCGGTTTCGTCCGCGCCAGTTT+ STY4751 100 STY4751 99
ATGAAACACACCATTGGGATACTGGGGGGGATGGGACCTGCGGCAACGGCGGATATGTTGGAAAAATTTGTTGAATTGCGACATGTCAGTTGTGATCAACAACACATCCCGCTCATTGTCAGCTCTATCCCTGATATTCCCGATCGTACAGCATGTCTGTTATCCGGCGGGCCTTCGCCATACCGTTATCTGGAGCGTTATCTGCATATGCTGGAAGACGCCGGGGCGGAGTGTATCGTTATCCCATGCAACACTG+ STY4866 100 STY4784 60 STY4866 99.2 STY4784
ATGATAGTTGTCGAACTTATCATTGTTTTGCTGGCAATCTTTTTGGGCGCCAGACTTGGGGGCATCGGTATTGGATTCGCAGGTGGGCTGGGTGTTCTGGTACTTGCCGCCATCGGCGTGAAGCCAGGGACAATTCCATTCGATGTCATTTCCATCATCATGGCGGTTATCGCCGCGATCTCTGCTATGCAGGTCGCGGGCGGTCTGGATTATTTGGTAAACCAGACAGAAAAACTGCTGCGTAAGAACCCGAAA- STY4684 100 STY4500 67 STY4684 99 STY4500
TTGAAACGTAGTCTGCTTTTTACTGCCATGCTGTTTGCGGCATCACTTACTTCTGTCCAGGCGGCTCAGCCGATTGCCGATCCGGTTTTTGCCTCTGATATCGTTGATCGTTATGCCGAGCATATCTTTTATGGTAGCGGCGCCACGGGCATGGCGCTGGTGGTGATCGACGGCAATCAACGCGTGTTTCGTAGTTTCGGTGACACCAGACCGGGCAATAATGTTCGTCCACAGCTTGACTCGGTCATTCGTATC- STY0407 100 STY0407 98.6
ATGAACGGCGCACGGTTGCTGACATTATTACCGACCCTGCATACCCGGCGTCCGCTCACCGTTATCGGCGCGGCAGTGATCGATATCATTGCCGACGCCTGGACGTTGCCGCGTCGCGGAGGCGATATTGAACTGCAACAACAGAGCGTCAATGTCGGCGGCTGTGCGCTGAATATTGCCGTGGCGTTGAAACGACTGGGGATTGACGCCAGCAATGCGCTGCCGCTGGGCCAGGGCGTGTGGGCGGAGAGGATT+ STY2373 100 STY0758 65.714 STY2373 99 STY0758
ATGACATCTCCATTGCTTGCGATTGAAAATTTATCGGTAGGTTTCCGTCAGCAACAGCACGTGCGCCCTGTCGTTAACGCCATTTCGTTACAGGTGAACGCCGGGGAAACGCTGGCGCTGGTCGGCGAGTCAGGGTCAGGAAAAAGCGTGACGGCGCTTTCCATTCTGCGTCTTTTGCCTACCCCTCCCGCCGTCTACCTCTCCGGCGATATTCGCTTTCACGGCGAATCATTGCTTCATGCCAGCGAGCAGACG+ STY2455 100 STY0887 78 STY2455 99.4 STY4171
ATGCCACAACTCTCCCGCTATAGTGATGAACATGTTGAACAACTGCTGAGCGAACTGCTCAGTGTACTGGAAAAACATAAGGCGCCGACCGATCTTTCCCTGATGGTACTGGGAAATATGGTCACCAACCTTATCAACACCAGCGTGGCGCCGGCTCAACGCCAGGCGATTGCGAACTCTTTTGCCCGCGCCTTGCAGTCTTCGATTAGCGAAGACAACGCGCACTAA+ STY2465 100 STY3539 55.14 STY2465 99.1 STY3539
ATGTTTTTAAGCGTCGTTACCGTCGCCTTTCGCAATTACGAAGGGGTGGTAAAAACCTGGCGCTCGCTGCGCAATCTGGCGCGCGATCCGGGCCTGTCATTTGAATGGATCGTAGTGGATGGCGGTTCGGAGGACGGCACGCGCGAATTTCTGCAAAAACGTCACGGTGAGTTTAACCTGCGTTTTATCAGTGAAAAGGATCGCGGTATTTATGATGCCATGAACAAAGGCATTGCCTTGGCGCAGGGGCGCTATA- STY2323 100 STY1651 50 STY2323 98.8 STY1651
ATGAACCATGTATGGGGGCTTTTTTCCCATCCCGATCGGGAAATGCAGGTGATCAAAAGCGAAAACGAAACCGTTTCGCATCACTATACGCACCATGTTTTGCTGATGGCGGCGATTCCCGTCGTCTGCGCCTTTATCGGCACGACGCAAATCGGCTGGAATTTTGGCGACGGCAACGTGTTACAACTCTCGCTGTTTACCGCTTTTGCGCTGGCGGTCTTGTTCTACGGCGTGATGCTGGCGGGCGTCGCGGTGA- STY2399 100 STY2282 86 STY2399 98.8 STY2282
ATGACGCAGAACCCGGCGCAGGTTAGCCTGCGCCCAAATAACAGATTGTCAGATATGCAGGCAATAATGGAACAAACCCAGGCCTTTGAAAATCGTGTGCTTGAGCGTCTGAATGCTGGCAAAACCGTACGGAGCTTCCTGATTACCGCCGTCGAGTTACTGACCGAGGCGGTGAATATTCTGGTGCTTCAGGTGTTTCGCAAAGACGACTATGCCGTGAAATACGCTGTGGAACCGTTGCTGGACGGCGACGGGC- STY4109 100 STY1228 64.151 STY4109 98.6 STY4450
ATGACGCAGGAAAATGACGTAAAACGCCCTATTCAGGAACTGGAGCACGACCCGATACAAAAAATAGAAACGCAGCCGCATGACGCCCCGGAAAAAAACGAAAAGGCAAATCAGGCGTTGCATTCCGTCACCACCCTGATGCAAAAAATACAGCGTCAACCGATGGTGGCCCACCTCATTCGCGCGACCGAACGTTTTAACGATCGACTGGGTAATCAGTTTGGCGCGGCTATCACCTACTTTTCGTTTCTGTCG- STY4195 100 STY3455 65.094 STY4195 99.5 STY1567
ATGATCCGTATTTCCGATGCTGCACAAGCGCACTTTGCCAAACTGCTGGCAAATCAGAAAGAAGGGACGCAAATCCGCGTATTTGTCATTAATCCCGGCACTCCTAACGCAGAGTGCGGCGTTTCTTATTGTCCGCCCGACGCCGTAGAAGCCACCGATACTGCACTGAAATTTGACCTGTTGACCGCTTATGTCGACGAGCTGAGCGCGCCCTATCTGGAAGACGCGGAAATTGATTTCGTGACCGACCAGCTAG- STY4285 100 STY2736 65 STY4285 99.8 STY2736
ATGATTACGACCCGAACCGCCAAACAATGTGGACAGGCAGACTACGGATGGCTACAGGCCCGCTATACCTTCTCCTTTGGACACTACTTCGACCCTACACTGCTGGGCTACGCGTCGTTGCGCGTACTGAACCAGGAAGTGCTGGCGCCGGGCGCCTCTTTTCAGCCTCGAACTTATCCAAAGGTGGATATTTTAAACCTGATTCTGGACGGCGAAGCGGAATACCGCGACAGCGACGGCAACCATGTACAGGCTA+ STY3416 100 STY0887 57.426 STY3416 98.6 STY0887
ATGGAAACCAAAAAAAATAATAGTGAGTATATCCCTGAATTCGAAAAATCCTTTCGCTATCCGCAGTATTGGGGCGCCTGGTTGGGCGCTGCGGCAATGGCGGGGATCGCATTAACGCCGGCATCATTCCGCGACCCTTTGCTGGCGACGCTGGGGCGTTTTGCCGGACGGCTGGGGAAGAGTTCTCGTCGCCGGGCGCTAATTAATCTGTCATTGTGCTTTCCGCAGCGTAGCGAAGCTGAACGCGAAGCGATT- STY2097 100 STY0112 93 STY2097 98.3 STY0112
ATGAAGGTTCATCGTATAATATTTCTTACTGTCCTTACGTTCTTTCTTACGGCATGTGATGTGGATCTTTATCGCTCATTGCCAGAAGATGAGGCGAATCAAATGCTGGCATTACTTATGCAGCATCATATCGATGCGGAAAAAAAACAGGAAGAGGACGGTGTTACCTTACGTGTCGAGCAGTCGCAGTTTATTAATGCGGTTGAGCTACTTAGACTTAACGGTTATCCGCATCGGCAGTTTACAACGGCGGATA- STY1711 100 STY2992 55.769 STY1711 98.7 STY2992
ATGAAGTGTACAGCGCTAATCGTAACTTTTAATCGTCTTGAAAAATTAAAAAAAAGTGTGCGAGAGACTGTTAAGGCGGGTTTTTCCTCTATTGTTATCGTTAATAATGGCTCAAGCGACGGTACCAGGGAATGGCTTTCTTCATTAAGTGAACCTGGCATCACGATACTTAATCTTAAAGATAATCTTGGTGGTGCTGGCGGATTTAAAGTAGGTAGTCAATATATATGCTCATATAGTAATGCCGATTGGGTAT+ STY0760 100 STY0760 98.87
ATGAAGTGGCAACAACGCGTTCGTGTCGCAACCGGCCTCGGTTGTTGGCAGATTATGTTGCATTTACTGGTAGTGGCGATGCTGGTAATAGGCTGGATGAGCGGCACATTAGTGCGCGTCGGCCTGGGATTATGCGTGCTTTATGGCGTGACGGTACTATTGATGCTGGCGTTGCAGCGCCATCATGAGCAGCGCTGGCGCGATGTGGCGGATGTGCTGGAAGAGCTGACTACCACCTGGTACTTTGGCACCGCGC+ STY0849 100 STY4589 65.049 STY0849 98.5 STY4589

ATGTCATTAATCAGTATGCATGGCGCATGGCTGTCGTTCAGCGACGCGCCGCTTCTCGATAACGCAGAGTTGCATATCGAAGATAACGAACGCGTCTGTCTGGTGGGGCGTAACGGCGCCGGGAAATCCACCTTGATGAAGATCCTCAACCGCGAACAGGGTCTGGACGATGGGCGTATTATTTATGAACAGGATCTGATCGTCGCGCGTCTGCAACAGGACCCGCCCCGTAATATTGCGGGTAGCGTCTATGAC+ STY1083 100 STY0879 70 STY1083 99.2 STY0879
STY1579 60.577 STY4499 59.223 STY4499 29.98 STY2651

ATGGACAGATTTCCACGATCTGATTCAATAGTGCAGGCGCGGTCTGGCCTGCAGACCTATATGGCGCAAGTGTATGGCTGGATGACGGTCGGACTGTTACTGACCGCGTTTATCGCGTGGTATGCGGCTAATACGCCAGCCGTCATGATGTTTGTCTTTTCCAGTAAGATCACCTTCTTTGGCTTAATCATTGCTCAGCTTGCGCTGGTGTTTGTTCTGTCGGGACTGGTGCATAAACTTAGCGCCGGAATGGCGA+ STY0841 100 HCM1.169 60.952 STY0841 98.2 STY0843
STY0014 40 STY0014 7.74

ATGGCTAATTTAACCCGTCGTCAGTGGCTAAAAGTCGGTCTCGCCGTCGGTGGGATGGTCACTTTTGGTCTGAGCTACCGTGATGTGGCGAAACGCGCAATTGATGGCCTGTTAAACGGGACATCCGGCAAGGTAACGCGCGACCGCATCTTTGGCAACGCGTTAATTCCGGAGGCGCAGGCACAAACGCACTGGCAGCAAAATCCACAACAAACCATCGCCATGACGCAATGCTTCGGCTGTTGGACACAGTGC+ STY1738 100 STY4503 69 STY1738 99 STY2271
ATGGCGGACTCTCGACAGGCACAAGGACCAGGCAAAAGCGTACTGGGTATCGGGCAGCGGATTGTCACCATTATCGTTGAGATGGTGGAAACCCGGCTGCGACTGGCGGTAGTAGAACTGGAAGAAGAGAAAGCGAACCTCTTTCAGCTTTTGCTGATGGTAGGTCTTACCATGCTCTTCGCGGCGTTTGGCTTAATGAGCCTGATGGTTCTGGTCATCTGGGCTATCGATCCTCAGTACCGTTTGAACGCGATGA+ STY3410 100 STY1572 62.617 STY3410 99.7 STY4490
ATGAGTAAAGTACAAAGCATCACGCGTGAATCATGGATTCTGAGCACGTTTCCGGAGTGGGGAAGCTGGCTGAACGAAGAGATTGAACAAGAGCAGGTCGCGCCGGGTACGTTCGCTATGTGGTGGCTGGGCTGTACCGGGATCTGGCTAAAATCTGAAGGCGGCACTAACGTATGCGTCGATTTCTGGTGCGGTACCGGTAAACAGAGCCACGGTAATCCGTTGATGAAAACCGGTCACCAGATGCAGCGTATG- STY4738 100 STY2323 65.686 STY4738 98.3 STY2323



STY2359 52.885 STY2359 26.84
ATGACAACTCTGACCCGGTTAGAAGATTTGCTGCTTCATTCGCGTGAAGAGGCCAAAGGCATAATTTTACAATTAAGGGCTGCCCGGAAACAGTTAGAAGAGAACAACGGTAGGTTACAGGATCCGCAGCAATATCAGCAAAACACCTTATTGCTTGAAGCGATCGAGCAGGCCGAAAATATCATCAACATTATTTATTATCGTTACCATAACAGCGCACTTGTAGTGAGTGAGCAAGAGTAA- STY1724 100 STY0716 52.475 STY1724 98.8 STY0716
ATGCGTTTGCCTGTAAAAATTCGTCGTGACTGGCACTACTATGCCTTCTCTATTGGCCTTATCTTTATTTTGAATGGCGTCGTAGGATTGCTGGGTTTTGAGGCGAAAGGATGGCAAACCTATGGCGTTGGGCTGGTAACGTGGATTATCAGCTTCTGGCTGGCGGGGTTCATCATTCGCCGGCGCGAAGATGATGAGGTAAAAGACGCCCGATAA+ STY0411 100 STY1921 55 STY0411 97.7 STY1921
ATGAGTAAATGCAGTGCTGATGAAACCCCGGTTTGCTGCTGTATGGACGTTGGAACCATCATGGACAACTCCGATTGCACCGCGTCATACAGCCGCGTATTCGCTACCCGCGCAGAGGCTGAAGAGACGCTGGCGGCGTTAACCGAAAAAGCGCGTAGCGTGGAGTCTGAACCTTGCCAAATTACGCCAACCTTTACCGAGGAATCCGAAGGCGTTCGTCTGGATATTGATTTTGTTTTCGCCTGCGAAGCAGAAA- STY2622 100 HCM2.0052c 63 STY2622 100 STY2723
GTGAAGAAACTTACCGATAAACAAAAGTCACGCTTTTGGGAACAGCGGCGCAACGTTAACTTCCAGCAAAGCCGCCGTCTCGAAGGTATTGAGATCCCCTTAGTAACCCTGACCGCCGATGAAGCGCTGGCACGTCTTGACGAGCTTCGGAGGCACTATGAGCGATAA+ STY4325 98 STY2751 46 STY4325 97 STY2751
ATGAAAAAAACGTTGATGTTGTTAGCGATGGTGGTGGCGCTGGTGATTCTGCCGTTTTTTATTAACCATGGCGGTGAATATGGCGGTTCAGACGGCGAAGCGGAAAGCCAGATTCAGGCTCTTGCGCCGCAGTATAAACCTTGGTTTCAGCCGTTATATGAACCCGCCAGCGGTGAAATTGAAAGCCTGCTGTTTACCCTTCAGGGCTCTCTTGGCGCGGCGGTGATTTTTTATATCCTGGGGTATTGCAAAGGTA- STY2225 100 STY0913 62.857 STY2225 98.9 STY0913
ATGACTTCGCGTAACTATCTGTTGCTGACCCCTGGCCCACTCACCACCTCTCGCACCGTGAAAGAAGCGATGTTGTTCGATAGCTGTACCTGGGATGATGATTACAATATCGGCGTGGTAGAACAGATCCGCCAGCAGTTGACCGCACTGGCAACGGCCTCCGAAGGCTACACCTCCGTACTGCTGCAAGGCAGCGGCAGCTATGCTGTGGAAGCCGTACTGGGAAGCGCATTGGGGCCGCAGGATAAGGTGCTG+ STY0470 100 STY2439 58.491 STY0470 98.5 STY2439
ATGGCACGTTATTTCCGTCGTCGCAAGTTCTGCCGTTTCACCGCGGAAGGCGTTCAAGAGATCGACTATAAAGATATCGCTACGCTGAAAAACTACATCACCGAAAGCGGTAAGATTGTCCCAAGCCGTATCACCGGTACCCGTGCAAAATACCAGCGTCAGCTGGCTCGCGCTATCAAACGCGCTCGCTACCTGTCTCTGCTGCCGTACACTGATCGCCATCAGTAA+ STY4749 100 STY0795 59.406 STY4749 99.1 STY0795
ATGAAAGCAAAAGAGCTGCGTGAGAAGAGCGTTGAAGAGCTGAACACCGAGCTACTGAACCTGCTGCGTGAGCAGTTCAACCTGCGTATGCAGGCTGCAAGTGGCCAGCTGCAACAGTCTCACCTGTTGAAGCAAGTGCGTCGTGATGTCGCACGCGTTAAGACTTTACTGACTGAGAAGGCGGGTGCGTAA+ STY4366 100 STY1460 60.714 STY4366 100 STY1460
ATGGCCACGCTGAACGTCCGTCTGGATGACAAACTCAAAAATGAGGCTTATGCCGTGCTGGAAAAACTGAACATTACTCCAACGGAAGCCGTGCGATTACTGTTCCAGTACGTCGCGGAAACGGGGCGCATGCCAGTGAAAACCGTCACTCTTAGCGACAGTGAAGATGCACTGATTCAGACAGTTCGGGAGAGGCTGTCTAGTCCGCAAAAGGGAATCAAGGTTAGTCTGGATGACTTATGA+ STY4788 100 STY4947 61.905 STY4788 99.6 STY3630
ATGAAAAAGATCTTAGTATGTTTCGTCGGCTTGGCTTTAACCGCATGTAGCGCTAATTCGCTGAATTATGGCGCTGAACAGGTACGGGTGATGACCAGCGAGCCAGGTAAGGAATGCAGCTACTTAGGAGATATCACGGGCAGCCAGGGGAATTTCTTTACCGGTGGCTGGACTTCCAACAGTAACCTGGAAACGGGGGCCCGTAACGATCTGAAAAACAAAGCTTATAAAATGGGCGACAATACGGTAGTCCTGT+ STY0383 100 STY0383 98.9
ATGATCAAGCTCGGCATCGTGATGGACCCCATCGCACACATCAACATCAAGAAAGACACCAGTTTCGCTATGCTGCTGGAAGCCCAACGTCGTGGTTATGAACTTCATTATATGGAGATGGCCGACCTTTATCTGATTAACGGCGAAGCCCGCGCCTGCACGCGAACGTTGAGCGTGGAGCAAAATTACGATAAATGGTACGAGTTCGGCAGCGAGCAGGAGATTAAACTCGCCGATCTGGACGTCATTTTGATG+ STY3248 100 STY2717 66 STY3248 98.4 STY2717
ATGCGTATTGAAGTCACTATAGCCAAAACGTCACCTCTGCCTGCCGGTGCGATTGGTGCGCTGGCGGGCGAACTCTCCCGCCGTATTAGCCATCATTTTCCTGAGAATTTGGGTAACGTCACCGTGCGTTACGCTACCGCCAACAACTTGTCCGTCATTGGCGCGTCAAAAGAGGATAAAGAACGCATTAGCGAGATTCTCCAGGAGACCTGGGAGAGCGCTGATGACTGGTTCATCAATGAATAA- STY1200 99 STY1032 64.078 STY1200 98.4 STY1032
TTGCAAAGGCATACTTTCCCGCTCAGCGGCACGACAGATGCGCAGGCACTGCCGGGGCTGATTAGCCAGACTCACCGTAAAATCAGGGAAGCCTCGGCTGACGGCGCTTATGACACGCGCTATTGCCATGATGTGTTATTAATCAGGCCGCTAATCCCGCCACGAAGCGGTGCGCGATACTGGCCGGGCAAGTACCATGAGCGTAACCACGCGGTGGCGAATCAACATCTGAGCGGCAGCAATGAGGTCTGGAAAA- STY3029 98 STY3099 55.769 STY3029 95.4 STY3099

STY0136 40.594 STY0136 14.19
STY1624 65 STY2489 59.223 STY1624 42.96 STY2489

ATGATCATTCCCTGGCAGGGGCTCGCCCCCGACACGCTGGACAACCTGATCGAAAGCTTTGTGTTGCGCGAAGGCACCGATTATGGTGAACATGAACGTTCGCTTGAACAAAAAGTCGCTGACGTAAAACGCCAACTGCAATCCGGCGAGGCCGTGCTGGTATGGTCTGAATTACATGAAACGGTCAATATTATGCCGAAAAAGCAGTTTCGCGAATAA- STY4334 100 STY3948 60.577 STY4334 99.5 STY3948
ATGTCATACAGCGGAGAACGAGATAATTTGGCCCCTCATATGGCGCTGGTGCCGATGGTCATTGAACAGACCTCACGCGGTGAGCGCTCTTTTGATATCTATTCTCGTCTACTTAAGGAACGCGTCATATTTCTGACCGGCCAGGTCGAAGACCATATGGCTAACCTGATCGTGGCGCAGATGCTGTTCCTGGAAGCGGAAAACCCGGAAAAAGATATCTATCTGTACATTAATTCTCCTGGCGGCGTAATTACTG+ STY0490 100 STY0577 49.505 STY0490 99.8 STY0577
TTGTCTCGTAAAATGACAGGAATTGTCAAAACCTTTGATTGTAAGAGCGGTAAAGGTCTCATCACCCCCTCCGATGGACGCAAAGATGTTCAGGTCCACATTTCAGCATGTCGCCAACACGAAACAGAAGCTCTTATCCCCGGTATACGCGTTGAGTTTTGTCGTATTAATGGACTCCGCGGACCTACCGCCGCCAACGTTTATCTTTCATAA+ STY1881 100 STY2281 60.784 STY1881 99.1 STY2514
GTGAGCACGTTTAAAGTGAGATGTGAGCAAATGGCTAACCAACCTTCAGCAGAAGAACTCAAGAAAAAATTGTCCGAAATGCAATTCTATGTGACGCAGGATCGTGGCACAGAACCGCCATTTACCGGACGCCTGCTACATAATAAACGCGATGGGGTTTATCACTGCCTGGTCTGTGATACGCCGCTTTTTCACTCCCACACCAAATACGATTCAGGCTGCGGCTGGCCTAGCTTTTACCAGCCTGTCAGCGAAG- STY1824 100 STY1965 59.406 STY1824 99.5 STY1965
ATGACAAACCGGGCCTTATTACTGGTCGACTTGCAAAATGACTTTTGTGCCGGCGGCGCGCTGGCTGTAGCGGAAGGCGACAGCACCATCGACATCGCCAACGCTCTTATTGACTGGTGCCAGCCCCGGCAGATTCCGGTGCTGGCCAGCCAGGACTGGCATCCCGCGCAGCATGGCAGCTTCGCCAGCCAGCATCAGGCGGAACCCTATAGACAGGGAAAGCTGGACGGGCTGCCGCAAACGCTCTGGCCGGATC+ STY1821 100 STY4014 89 STY1821 98.8 STY4014
ATGAACACGATTTCTATCCTCAGCACGACCGATCTCCCCGCAGCCTGGCAGATTGAGCAACGCGCTCATGCGTTTCCGTGGAGCGAAAAAACGTTTTTCGGCAACCAGGGCGAACGGTATCTCAACTTTAAGCTGACTGCTGATGACAGAATGGCCGCGTTTGCCATTACACAGGTGGTGCTGGACGAAGCGACGCTGTTCAATATCGCCGTCGATCCGGATTTTCAGCGTCGGGGGCTGGGGCGTATGCTGCTTG+ STY4908 100 STY4907 74 STY4908 98.9 STY4733
TTGGCTACTATGAAAGATGTTGCCCGCCTGGCGGGAGTCTCTACATCGACGGTCTCTCACGTTATTAACAAAGATCGCTTTGTGAGTGAGACGATTACTGAAAAAGTTGAAGCGGCGATTAAATCACTTAACTATGCGCCTTCCGCGCTGGCGCGAAGCCTCAAGTTAAACCAGACCCGCACGATTGGTATGCTGATTACCGCCAGTACCAACCCTTTTTATTCCGAACTGGTGCGCGGCGTTGAGCGAAGCTGT- STY3891 100 STY1692 67 STY3891 98 STY1692
ATGAAAAAAATACTCCTTCCGGCGCTTCTGCTGGCCACTTCGGGCGTAGCGTTGGCGGCGCCGCAGGTGATTACCGTAAGTCGTTTTGAAGTAGGAAAAGACAAGTGGGCGTTTAATCGGGAAGAGGTCATGTTGACCTGTCGGCCTGGCCAGGCGCTCTATGTGATCAACCCCAGTACTCTGGTGCAGTATCCCTTGAATGCTATTGCCGAGCAGCAAGTAGCGGAGGGTAAAACGCGCGCTCAGCCTATTGCCA- STY2079 100 STY1148 86 STY2079 98.6 STY1148
ATGAAATTTTTTAAAAAAGTGATCCGTGTCCGGAAATCAGAAAAGAGAGGGAGTTTTGTCCAGGTTACTAACTCTAAAGTGGTATTTTACATACACTTACAATTGATTAAAGACAACATTTTGAGTGTGGTTATTTGTTACACATAG+ STY4474 100 STY1006 50.98 STY4474 99.3 STY1006
ATGCCCTGGCGCGATCACGTTAACCCTGACGGGGAAGTGGTCTCGTGCTGCGATAATGTTATTATCACTGGATACCACCGCCTGTTTGTCCATCCGCTGTGGATATTCATTATGGCGTTCGATGTGCATTCCAGACAGTCAGAGGCGGGGTAG+ STY0770 99 STY3422 52.475 STY0770 97.1 STY3422
ATGCGCGTAGCGAAAATCGGGGTGATCGCCCTTTTCCTGCTGATGGCTATTGGCGGTATCGGCGGCGTGATGCTGGCAGGTTACAGTTTTATTTTGCGTGCCGGGTAA+ STY2391 100 STY0820 59 STY2391 100 STY0820
GTGCCCATCTGTACGCGCTTAACCGCACAAATTGTAAAAGTTGCGGTAAATCAGCCAGTAGCGATTCGCAGTTCAATGTGGGCAAAAAATAACCAGAACATCCATTTTATGAATTTGCATGTTAAAAAACTAGAGAAATTGTTGCTGTTTTAG- STY2559 100 STY1521 58 STY2559 100 STY3145
ATGAACAGCGAAGAGTTGACACATAAAGCAGAAGAGGAAATCGCGGCACTCATTAGCAAAAAGGTCGCCGAACTACGGAAGAAAACCGGGCAAGAGGTTTCCGAAATAGAGTTCGCGCCGCGAGAAACGATGAAAGGGCTTGAGGGATACCACGTTAAAATTAAACTACTCTAG- STY1938 100 STY1921 56.881 STY1938 99.4 STY1921

STY2761 62.136 STY2761 18.06
STY0958 71.845 STY4451 64.356 STY0793 7.76 STY0958
STY1761 61.386 STY0587 60.194 STY1761 29.11 STY0587
STY3182 77 STY3183 74 STY3182 39.84 STY3183
HCM2.0011c 60.396 STY2649 55 STY2649 11.85 HCM2.0011c
STY0381 62.5 STY2971 59.804 STY2971 17.64 STY0381

STY0793 63.393 STY0793 24.09
STY2248 41 STY2248 5.69

STY3917 60.784 STY2170 60.185 STY2170 4.14 STY3917

STY2807 100 STY0750 84 STY2807 98.9 STY0750
ATGTCAGAATTAAAAATTGCCGTTAGCCGTCATTGCCCGGATTGTTTTTCTACACACCGTAATATTGTAAATGTTGATGAGAGTCGTTTCATCGACGTGGCTGCATCCGTGTTATCCATCGACGACATTGAACACGGAAAACTCGATGAAATCGACGCAACGGGTTACGGTATTCCCGTGTTTGTCGCGACTCATGACGAAGGACGCGTACCGCCTGAGTATTTGCCGCGTATCTCTGGTGTATTCGAATATAAT- STY0739 100 STY3270 78 STY0739 99.39 STY3270

STY1553 38 STY1553 30.91
STY0866 100 STY1258 84.466 STY0866 99.4 STY0553
STY1728 28 STY1728 7.24
STY0896 100 STY0688 73 STY0896 98.5 STY0688

ATGCAGACACTTAATTCCCAGCGTAAAGCTTTCCTTGATATGGTGGCATGGTCAGAAGGAACAGATAACGGACGGCAGAAAACCAGAAATCACGGTTATGATGTTATTGTCGGTGGCGAACTGTTCACTGATTACTCCGATCACCCCCGCAAACTTGTCACGCTAAATCCGAAACTCAAATCAACAGCCGCTGGACGTTACCAGCTTCTTTCACGCTGGTGGGATGCCTACCGCAAGCAACTTGGCCTGAAAGATT- STY2044 100 STY0412 63.063 STY2044 100 STY0412
TTGGAGCCCGGACTCGGAGAAGTCCTTTGGGCTAATGGACTGTTAAAGCTATTTTTTACCGTTTATCAAGACCACCACAAAACTAACCCTTACAGAATTATCTACGTGATTTGCCTGGTGTGGGTTCGATTCCTGCTACTGTCTGATAATTGTTGGGTTAGTTTCTTCTTGATAGGGTATCAGCAGGGCAGGCTTTCGAAATTTGACATCCAGCAAGAATCGGTGTGA- STY3292 100 STY3292 100
ATGAGACCTAACATTTCAATCACTCTTACCACGCCTCATGTGACTATTGAGCGCTATAGCGAGCTGACAGGGCTGTCCATCGATACCATCAATGACATGTTGGCTGACGGACGCCTTATCTGTCACCGTTTGCGCAAAGATAAAAAACGCGAAAAAGTGATGATCAACATAGCAGCCATGACCGTTGATGCGCTTTCAGAATGCAATCTAAACCTTAATTAG+ STY3661 100 STY3151 78 STY3661 100 STY0073
GTGGCTTCTGTTTCTATCAGCTGTCCCTCCTGTTCAGCTACTGACGGGGTGGTGCGTAACGGCAAAAGCACCGCCGGACATCAGCGCTATCTCTGCTCTCACTGCCGTAAAACATGGCAACTGCAGTTCACTTACACCGCTTCTCAACCCGGTACGCACCAGAAAATCATTGATATGGCCATGAATGGCGTTGGATGCCGGGCAACCGCCCGCATTATGGGCGTTGGCCTCAACACGATTTTCCGCCATTTAAAAA- HCM1.05c 100 HCM1.136 100 HCM1.205c 100 HCM1.239c
ATGAGTGATAACAACCTGCGTCTGCAGGTCATTCTTAATGCGGTTGACAAGCTCACCCGCCCATTTCGATCTGCGCAGGCCAGTTCAAGAGAACTGGCTGCTGCTGTCAAAAAATCCCGCGATGCAATAAAGCAGCTTGATCAGGCCGGGAGCAGTCTGGACAGCTTCCGAAAGCTGCAGGCAGAAAATCAGAAATTAGGCGACAGGCTGAACTATGCCCGCCAGCGTGCAAATTTGCTCAGTCAGGAACTGGGA+ STY2884 100 STY3700 100 STY2884 100 STY3700



TTGTTTGCTACGTTACTGTTTTTACGGTCAACTTCAATACAAAAACATAAAATTAATCGTTCAAGACATGCCGCCTTCCTTTTGCATGTTCATCTTGTCTTTGTAACAAAATACCGTCGAAAGATACTGGGTGAGTCACACTATGCTGCATTCCATCAGTATGCAGCAGAAGTCTGCCGTGATTTTGGCGGAGAACTTAAAGAAAGTAACGGAGACGTCGATCATGTCCACATGCTGATCGAATACCCACCAACAG- STY0114 100 STY4178 61.765 STY0114 100 STY3706
ATGATTGCTCATCACTTCGGAACTGATGAAATACCACGTCAGTGTGTGACCCCTGGCGATTATGTTCTTCATGAAGGCCGGACGTATATCGCCTCGGCAAACAATATTAAAAAGCGAAAACTTTATATTCGTAGCCTGACTACAAAAACATGCATTTCTGACTGCATGATTAAAGTCTTCCTCGGTCGTGATGGTTTACCTGTAAAGGCGGAGTCATGGTAA+ STY2070 100 STY2587 61 STY2070 100 STY2793
ATGACAGAAACGTCATCTCACCGCTATAAACCACGCAATATAATAAATGCGCCAAATGTAAAATCATCTATTTTTTCCCGGAGCCAACAACGCGGCGATAGCGAAAATATCCAGCGCTGGTTAAGCAATCATTTTTATCGTTGGATCATTGGTGACTTTCCTCACGTTTACCCTGTGCGCTCCGTCGCTGATTATGCCGTTTATTTTAGCCCTGATGCAGAAATCCCCGCCTGGGTGGCGATGAGCGCTTTTACTA+ STY2345 100 STY0124 49 STY2345 100 STY0124

STY2717 100 STY3511 80 STY2717 100 STY3511
ATGAGCGATAAGAAGACTGAAAAGACCATTCAACTGGATACTCCCATCAAGCGCGGAAAAACGGAAATCACCGAAATTGTGCTGCGTAAACCGCAGTCCGGTGCGCTGCGCGGTACACGCCTGCAGGCCATTATGGATATGGATGTGAACGCGATGATGACCGTGATCCCCCGCATCTCCAGCCCGGCACTGACTGCACAGGAAATTGCAGAGATGGACCCGGCAGATCTCACTGCCATGTCGGTTGAGGTTGTCA- STY2886 100 STY3698 100 STY2886 100 STY3698
ATGAAGGCTGGCTTAATAATGCGTCATGATGTGATGTCCGTATTGCATGCTTTTTGCATGATTGCTGAAAACCATAGCTTCACGCGGGCAGCGGCGCAGTTACATATTTCCACGTCGGCGTTAAGTCAGAATATGCGTCAACTGGAGGATGAACTTGGCGTGAAATTATTGAACCGAACCACCCGGCGTGTCGGTTTGACAGAAGCAGGACATGCCTTTCTTGCCAGTATCAGACCCGCATTGAACCATATTGAT+ STY0159 100 STY3037 64 STY0159 100 STY0277
ATGGGTAATTATGATAAAGCGTGTAATAACGTGGGTGCGGTAAGATTTGTCCAGGAGCACATGAAGGTTTGTGAGATAATTGCAAAAGAGCTTGACGTACCGGTAGAGAATATACTGGGTCTTGCTGCTGCCGAAAGTCAATATGGTACAGGTCGTATTGCCAGGGGATATAATAATTACTTTTCTCTCCAGGCTCCTGCATCATTTCAGTCAGGTCGGGTTCATCCAAAGGATAGTAACAAAACTTGGGTGGCTA+ STY0313 100 STY0311 77 STY0313 100 STY0311
ATGAACAGAAAAGTTCTGGCACTGCTTGTCCCGGCGTTATTAGTGGCAGGCGCAGCAAATGCGGCTGAAATTTATAATAAAAATGGCAACAAACTCGACCTGTACGGCAAAGTTGATGGTCTGCGTTACTTCTCTGACAATGCAGGCGACGATGGCGATCAGTCCTACGCCCGTATTGGCTTTAAAGGCGAAACGCAGATCAACGATATGCTGACCGGCTATGGTCAGTGGGAATACAACATTAAGGTGAACACC+ STY2203 100 STY1649 89 STY2203 100 STY1649
ATGGGCGATTTTATAAAATATCTATTTATTTTTCCTTGCTTATGGAGCGCAAATTCTTTTGCGATTACTCAAACTCAATGGGATGGTAACTTTAGAGTCGAGGAACTTGGCGAGCAGTTAAATGATAGGAGTCAGGTTTTTTTACAATATAATTTAAAGATAGATAGTAAAAATAATCGTGCTTCTTTATCCATGACAACTTGGCATGCGGGGATAACATGCATTGGTGACTACTCTTTAAAAATCAATTCTGGTG- STY2361 100 STY3220 51 STY2361 100 STY3220
ATGACAATAGAAGTTCAAAGGTGGGAAGATAAATTTGAGATTAAGCCCGGGGTTTGGGTTTATGTCCCAAGCGTTGAGGCACGTAAAGTCGGAGGGAAGATACTTCAGGCTGTCAGAAACAAGTGGATTCCGCCACTCTATTTTTACCATCTAAGAACTGGTGGGCATCTTAAAGCTGCCAGATTACACTTAAAAAGTGATTTTTTTGCCGTTGTTGATATTAAACAATTTTTTCAGTCAACGAGCCGTAGTCGTA- STY2879 100 STY4562 58.824 STY2879 100 STY4562
ATGAAGGAATATCTGGTTTTTCAGCTTTATGCGCCGCTGGCGTCGTGGGGGGAGGAAGCGTCTGGCGAGATTCGCCACTCAGCTACGGTTCCCACGCGCTCTGCGCTATTGGGTCTGCTTGCCGCAGCGTTAGGAATTCGTCGCGACGAAGAAGCGCGGCTGAATAACTTTAACCGGCACTATCATCTGGCGGTGCACGCGTTGGCTTCACAAGATCGCTGGTTGCGGGATTATCACACGGTTAGCGCGCCGCGAG- STY3067 100 STY1918 63.366 STY3067 100 STY2753
ATGATGACTAAACAACGTCTTATCCAGCTCATTCATATTGCCCGTAATGAACTGGGTATGGATGAAGACACCTACCGCCAGATGTTACAGGGGCTGACCGGTAAAGCCTCAACCAAAGGAATGGATACCACACAACTAAACTGCGTGCTGGAATCCATGAAAAGGAAAGGCTTTCGCGTTAGGCCTGCAGGAAAAGCCAGCTCCGGTTTACCGCTGGATAACCATCCGCAATCCAGGAAAATCCGTGCGCTATGGC- STY1592 100 STY3382 58.416 STY1592 100 STY3382
ATGAACTGGCCTCAAATCACCCTCATTATTCTGTTCGCCTTTGGTCTGGGCGTAACCGCCATCAGACACGGAGAACCACGTAACGATAAATACAGCTTCTGGTGGCAGCTTGCTGGCAACCTGGTGATTGTCTGGCTGCTCTGGTGTGGCGGCTTCTTCAGTCAGGCCCGCGCAGCGCAGCCTCCGCAGGCTGCGCTGCAGTATCGCGATGATGTGATCCGTAATGCCCGGCTTGAATGGGGACTGTCTGCGCCGG+ STY1609 100 STY1609 100
ATGGCTGCTTATTTATATCTTTCTGCTATCAGGATGTTATGGCACCCCCTCAATATTCAGAATTTAAATAAAGCATTTCCTGAATATGAAACTAATTCACTAAAAAATAAAGGTGAAATCACCTCGGCAACATGCATTAAAGAAAATACAAAAGGTCATTTGACTTATTATAGCGTCAGCGATCCCGTCTTTAACTAA- STY2363 100 STY2275 59.406 STY2363 100 STY2275
ATGAACACAGCGAATTTCGAGTCGATACATATCATGATCGACGCGCAAGCGTGGCGCAATCTACCGCTGCATCTGCGCCTGTACCACGCTTTTCGCCAATTGGTAATTTCCGGTGCGTTGGCTGATGGCGCAAAGCTACCTTCCGCTCGCGCGCTGGCCCAGCGGCTGCACCTTTCCAGGGATACCGTCGAAAATGCCTATTCCCAGCTTCAGCGCGACGGCTTTATGACCCGCAGGCAAGGGGCCGGGAGTTTC+ STY3762 100 STY3763 67 STY3762 100 STY2926

STY4106 100 STY4824 63.81 STY4106 100 HCM2.0013
ATGATTACGTTATCAGGTAACAGCCGGAAATTAAAAGCCTGCCGAATATCTGCCAGATACCTTTTTGCCCGCGCCTTTTTTAAGAACGTCAGGCCGGGGATCACAATTGGTGTTATTGCCGGACGCGAACAGGTTGAAAAATACATGTCAGGTGCATGGTGGAATAAAGACCCTGTCATTGCTGCCCGTAATATTCATATCAGTTGGGGGGATATTCAGAATGACGACTGA- STY1594 100 STY1594 100
GTGTGGCATCTGGTTAAAAAGCTGCCGTGGCGCGGCATTCTGCTGGCCATTCTTATCAATGCCTTTCTGGTCGGCCTGTATGCCATGGGATACAGAAGTGGTCATGACTCTGCAAAGCGTGACGGTGATACCGCGCTCAGTCAGTTGCAGTCAGCATTTGACGCGTACAAAACGGAGCAGGCAACGCTTGAGAATGCTGCGCTGCGGGCCTGGGCCAGACGGTATCAGGAGCAGGTGGCCGCCGGGCAGCGGGCTG+ STY1611 100 STY2966 68.317 STY1611 100 STY2966
GTGAGTGTTGAACTGACTGACAAAGGAGGGCGATGTGCGTCACTGGGCATGTCAAATGGTACGTGGTTTACCCTCCTTGATATTCCGGGGGTGGAGACCCTCTTTAATACCCGTAAAACCAATGACCCGATTGACTGCACACGTTCAAAGGCCCGCAAACTGGCCGATTTGATTGAAGCATGGAAGCCGCCCGACCAGTGGTTCTCCGGCACCGGCAAATCTGAGGGAAAGGCGCTTCTCATCGCTTTCCTGCGTA+ STY1627 100 HCM2.0097c 64.706 STY1627 100 HCM2.0097c

STY4616 100 STY3686 93 STY4616 100 STY3686
ATGGCTAAAGCACCACTGTTAAATCTTAATAATGCGCTGCTACAGGGGGCGAAGGAATCATCTGCAGCTACAACCGCTGCTGTTGCGATTATGCCGACCAGTGAAATGCCGATGGTGCTGACGCTCGATGAGGTAGCTCCTAATCCGGACAATCCTCGCACAACACGCAATCCTAAGTACGATGAAATCAAGGAATCCATCAGAGCCCGTGGTCTGGATACGGTCCCGAAAGTGACGAAAAACCCGGATATCCCC+ STY4523 100 STY4523 100
ATGAAACCGATGAAATCAACGTTAAATTGCCTCCGGCAGTGGACTGCGTCAGTCATGCTGGCTGTTATCGTAAGTCTGCCTGCTCTTGCATCAGTGAGTACGGGTCGCAGTGTAAGCGCACCCCAGCAGCAAAATACGACTACAGAAGGAAGGACGCAAACGTCAGGAACGGCATGGGGACTCAGCGAAAAAGAATGGCAGCAGTATCAACAGGTACTTAAAGGTCCCAGAGCATTTCAGTCACCTGGCATTGACC+ STY4558 100 STY4741 63.208 STY4558 100 STY4769
ATGAAACGAATCCTCTCTTCGCTGATATTAATCAGCTCCTTTTCTGCAAGTGCGCAAATCGTTGTTTACACCGACCAGGGGCATCCTCCGGTCGGTGTAACACCGGCTATCCGGGTTGTTTATCTCGATGCCAGCGAACGCTGGCTGCAGCAACAATTTGGAGAGCTTTCTTCTGATCCTGAACAGGCTGTCAGACAGGCTCATTCTCTGCTGAATTCTCCTGACTGGAAGAGACGGCAAAAAGCGCTTATCGAAC+ STY4575 100 STY1004 57 STY4575 100 STY0205
ATGAACACATCGTTACATCCGGATGATATCAGCCGGTTTATCTCCGGCCGACTTATCAGTAGCCTGGCTGCAGGCCAGGTACCGTGGCGGGGCACAATTCCCGGGTTACCGGAACACGCGCTTACGGGCGTGCCGTTTACCGGTATTAACGTACTGTTATTGTGGCAGGCCATGCAGCAGCGTTCGCTTCGTTCAGGAAGGTGGCTGACCGGAGATGACCTCCGCCAACTGGGCGGTCAGGTCAGATCCGGTGAA+ STY4592 100 STY3948 65.741 STY4592 100 STY3948
GTGAACAAACCGCAGTCCTTACGCAGCGCCCTGAATAAAGCGGTTGCCTATGTCCGGGACAACCCGGACAAGCTGCACCTTTTCGTTGATAACGGATCACTGGTGGCAACAGGAGCCAGTTCCATGTCATGGGAATACCGCTACACCCTGAACGTGGTGATCGAGGATTTCAGCGGCGACCAGAATCTGCTGATGGCCCCAGTCCTGCTGTGGCTCAGTACCAGCCAGCCGGACGCCATCAACAACCCGGATCTGC- STY4617 100 STY3685 92 STY4617 100 STY3685
ATGGTTCCGGCCTTCTTTTTACCTGCCTGCCTACAAAGGAGTGATATGGAGCTGAATAACGAATACCAAAACTACGAAGACGAGGACGACGAAAGCGCTGACGACCTCCCTCCATCCCACCACCCGCGCTCTTTCCAGTCCATCATCGGTTGGCTCTACGACAAAGCAGTCAGTGGTATCGCAGGCATCGAATCCGCTGAAATGCTTGCCGCCCGTTATCTTGAGGACGCGAAAGGGTGA+ STY4852 100 STY2758 56.311 STY4852 100 STY2758

STY4626 100 STY3676 94 STY4626 100 STY3676
ATGGATATTCCACGTATTTTTACTATCAGCGAAAGCGAACACCGCATTCATAACCCGTTCACGCCGGAAAAATACGCCACGCTGGGCCGCGTGTTGCGCATGAAACCAGGCATGAGCGTTCTCGATTTGGGCAGCGGCTCGGGTGAGATGCTTTGCACCTGGGCACGCGATTACGGTATTACCGGTACAGGCATCGATATGAGCCCACTTTTTACTGCGCAGGCCAAGTTACGAGCAGAAGAGCTCGGTGTCAGTG+ STY4650 100 STY4856 87 STY4650 100 STY4856
GTGGAGTACGCTTTGTTTGTGATGTTCTGTCTGGCGCTGTATTGCCCGTGTTTTACGTTAATTGCGCTGTTCACGCCCTGGAAAGGGTTTGCTGTATTCAGTGTAACGTATCGTCGCCGTCAATACTGGGCTGTACATCTTGCCTTGCTTGATCGGGTGGGGGCGATGAACCGCCGCCAGGCCCGACGCTATCACCAGGCATTTGTTCAGGCACTGGAGACAGCCCTCGTGGCGCGGCCGGTGCGTCCCGTTTTTT+ STY4553 100 STY4800 61 STY4553 100 STY4800
GTGATGGTCAGTTTTTCTTTGTTTAACAAAAACAGGCTGAAGTCATCTTCTCCCCGGGAGCCTGACGAGTTACCGGAAAGTGACTTTGCTGTTCATGGCCGTGACCCACTGAAACGCCCGGGCATGATGAGTCACGCTGATGAATCCCGTTTATACGAAACCCGTCCGTCCATTATTGATTTTTTGCCCTGGGCCGAGTACCTGAGTCGCGAGCAATGTCTGCTGCTTGACGATGGCCAGTCTGTCGGTGCGGTAT+ STY4572 100 STY2263 49.505 STY4572 100 STY2263
GTGTTATTCCCGCGACCGCGCAGCACTGATAAAGCTTATTGGCCTGATGCTCCTGCTGAAGCTGGCGGGAACCCTCATGCTGGCAATGTTGTTACTGGTGCTGCGTCTGTTCTGAGAAGAAGGAGATTCACAATGATGTTAACCACCCGCTTGTTTGTATTTTTGTTGCACCATCTCTGGCGCGTCATGCGCTGGACCGGGCTGACGGTGTATCACGGTATTTCGGTGTTATATCGTCGAAGACAGGCCAGACTGC+ STY4589 100 STY4086 79 STY4589 100 STY4086
ATGATTCGCACCATGCTGCAAGGCAAGCTCCACCGCGTAAAAGTCACGCAGGCGGACCTGCACTACGAAGGCTCCTGCGCCATTGACCAGGATTTCCTTGATGCCTCCGGTATTCTGGAAAACGAAGCGATTGATATCTGGAACGTGACCAATGGGAAACGTTTCTCAACCTATGCGATTGCGGCTGAACGCGGCTCCAGAATCATCTCGGTGAACGGTGCGGCGGCGCACTGCGCTGAAGTTGGCGACATTGTGA- STY0198 100 STY0198 98.7
ATGCGTGCTTTACCGATCTGTTTATTGGCACTCATGCTGGGCGGTTGTTCCATGCTAAGCAGATCCCCTGTTGAACCTGTTCAAAGCACCGCAACCCCGCCAAAAGCGGAGCCGGAGAAACCTAAAGCGCCGCGTGCCGCTCCCGTCAGGATTTACACCAATGCTGAAGACTTAGTCGGCAAACCTTTCCGCGATCTTGGCGAGGTTAGCGGCGAATCCTGCCAGGCGACAAATCAAGACTCTCCGCCTAACATTC- STY0271 100 STY1975 62.5 STY0271 99.3 STY4417
ATGAAAAAAGTAGTGGTGTTATCTGCGGTAGCCGCAGCCGTGATGATGGCTGGAGCCGCCAACGCAGCAGAAATCTATAACAAGGATGGCAATAAACTGGATTTGTATGGCAAGGTCGACGGCCTGCATTATTTTTCCAGTAATCATAGTACGGATGGCGATCAATCTTATATCCGTATGGGTATTAAAGGCGAGACTCAAATTACCGATCAACTAACCGGTTTTGGACAGTGGGAGTATCAGGTCAACGCCAATC- STY1532 100 STY1649 80 STY1532 37.19 STY1002
ATGAGTGATGAACGTTATCAGCAGCGCCAGCAGAAGGTAAAAGATCGGGTTGACGCCCGTGTCGCCCAGGCACAGGAAGAGCGCGGTATTATTATCGTGTTTACTGGCAATGGTAAGGGCAAAACCACGGCGGCTTTCGGAACTGCCGCCCGCGCCGTAGGACACGGTAAAAACGTAGGCGTGGTGCAATTTATTAAAGGCACCTGGCCCAACGGCGAGCGTAATCTGCTGGAACCGCATGGCGTCGAATTTCAGG- STY1332 100 HCM1.195 62.376 STY1332 99.2 HCM1.195
ATGGCTACGCTTGATATGCAGAACACCGCGCAGCTCGCGGAATTCCGTCGCAAGATGCAGGCGCGTCGCCGCATGAAGAACCGTATCGCACTAACGCTCTCAATGGCGACGATGGCATTTGGCCTGTTCTGGCTGATCTGGATTTTGATGTCCACCATCACGCGCGGCATTGATGGTATGTCGCTGGCGCTGTTTACCGAAATGACGCCGCCGCCGAACACGGCGGGCGGCGGGCTGGCGAACGCCCTGGCGGGGA+ STY3928 100 STY1236 62.136 STY3928 97.5 STY0815
ATGACCAGCAAAAAAGCGCGCAGTATGGCTGGCCTGCCGTGGATCGCGGCGATGGCCTTCTTTATGCAGGCGCTAGACGCCACCATTTTGAATACCGCTTTACCGGCTATTGCGCATAGTCTTAACTGTTCACCACTCGCCATGCAGTCCGCTATTATCAGTTATACCCTGACAGTAGCCATGTTAATTCCGGTAAGCGGCTGGCTGGCTGACCGCTTCGGTACGCGTCGCGTCTTTATGGTTGCCGTAAGTCTG+ STY3889 100 STY2342 72 STY3889 98.9 STY2342
GTGTCATCGTTCGACTATCTCAAAACCGCGATTAAGCAGCAAGGTTGCACTCTGCAACAGGTGGCTGACGCCAGCGGTATGACCAAGGGGTATCTGAGTCAGTTACTTAACGCCAAAATCAAAAGCCCCAGCGCGCAAAAACTGGAGGCGCTACACCGTTTTCTCGGGCTGGAGTTTCCCCGCCGACAGAAAAACATTGGCGTGGTGTTCGGTAAATTTTATCCATTGCATACCGGGCACATCTACTTGATCCAG+ STY4927 100 STY0197 73.267 STY4927 98.5 STY0197
GTGAATGAGGGGGAGGTGCTGGTGGTGGGCGGCACCAGCGATGCGCGCGCGTTATGCCGACAACTGGGTGCGGCGAACGTCGCGTACACCTTATCTGTGGCGACGCCAGCCGGAAAAGCGCTGGCTGGCGACATTAAAGGACAGGTGCGCTGTGGTCGTCTGGAGTACGGGCAGATGGTCGCATGGCTAAAAGAAAACCGTACTCGCTGGGTAATAGATGCGTCGCATCCTTATGCAGAAATGGTCAGCCATAACC- STY2231 100 STY1808 72 STY2231 98 STY1808
ATGGCAACAGTTAACCAGCTGGTACGCAAACCACGTGCTCGCAAAGTTGCGAAAAGCAACGTGCCTGCGCTGGAAGCATGCCCGCAAAAACGTGGCGTATGTACTCGTGTATATACTACCACTCCTAAAAAACCGAACTCCGCACTGCGTAAAGTTTGCCGTGTTCGTCTGACTAACGGTTTTGAAGTGACTTCCTACATCGGTGGTGAAGGTCACAACCTGCAGGAGCACTCCGTGATCCTGATCCGTGGCGGTC+ STY4350 100 STY2283 63 STY4350 100 STY2283
ATGAAACCCGATGCACATCACGTAAAACAGTTTCTGCTACGCCTGCAGGATGATATTTGCCAAACGTTATCCGCTGTGGATGGCGCAAACTTTATCGAAGATAGCTGGCGACGCGAAGCGGGCGGCGGCGGACGCAGCCGGGTATTACGCAACGGCGGAATTTTCGAACAGGCGGGCGTTAATTTCTCTCACGTTCACGGCGATGCAATGCCCGCGTCCGCCACCGCACATCGGCCAGAACTGGCCGGGCGTAGTT+ STY2688 100 STY3378 61.165 STY2688 96.9 STY4138
ATGGCAACATTAACTGCAAAGAATCTGGCGAAGGCCTATAAAGGCCGTCGCGTAGTGGAAGATGTCAGTCTGACCGTTAACTCCGGGGAGATTGTCGGGCTGCTCGGTCCAAACGGCGCGGGTAAAACCACCACCTTTTATATGGTCGTCGGTATCGTGCCGCGTGACGCGGGCAATATCATCATCGATGATGAAGATATCAGTCTGCTGCCGCTGCACGCGCGCGCGCGCCGCGGTATCGGCTATTTGCCGCAGG+ STY3498 100 STY0852 71.287 STY3498 99.2 STY1573
GTGAAAAAGATCCAAAGAACGCAAACCCGCGATCACATTACGCAAATGCTTCGCTATGAAATTCTTTCCGGCAATATAAAAGCGGGAGAAGAACTCGCGCAGGGAAGTATTGCGGAGCAGCTCGGTCTTTCACGAATGCCGGTTCGAGAAGCGCTACAGTCACTCGAACAGGAAGGTTTTTTAATCCGACTGCCCAACAGGCACATGCAGGTCGCGCATCTTGAGGCCGATCGCGTGAGTCATATTTTTCGCGTGA- STY3538 100 STY0852 74 STY3538 99.7 STY0852
ATGGTCGCGGCGAGTTTTGGTTTGCCCGCGCTCAGTAACGCCGCTGAAACCAATACGCCTGCAAGGACGACCGCCAGCACCGCGTCTAAAGTTAACTTTAGCCATCTTGCGCTGTTAGAAGCCTCTAACCGTCGTCCCAATTTCACCGTAGATTACTGGCATCAGCACGCTATTCGCACGGTGATTCGCCACCTTTCTTTTGCAATGGCGCCGCAAACGCTGCCCGTTGCCGACGCGCCGTCGCCATTACAGGCGC+ STY0155 100 STY3900 72.816 STY0155 85.71 STY0780
ATGTTACGCCGTGATTTCTTAAAATATTCAGTGGCGCTGGGGGTTGCATCAGCGCTGCCGCTGTGGAGCCGCGCCGCTTTTGCCGCCGAACGTCCCGCGTTGCCTATTCCTGACCTGTTAACGGCAGATGCGAGCAACCGTATGCAGTTAATTGTTAAAGCCGGACAGTCGACATTCGCCGGTAAGAACGCGACAACCTGGGGCTACAACGGTAATTTGCTGGGGCCAGCGGTACAGCTTCACAAAGGAAAAAGC+ STY0190 100 STY2816 61.538 STY0190 99.3 STY3349
ATGCTATTCTCACCCCCTTTACAACGCGCTACGTTGATTCAGCGCTATAAACGTTTTTTAGCTGATGTCATCACCCCTGACGGTACGACGCTTACGCTGCACTGTCCTAATACCGGCGCGATGACTGGCTGCGCCACGCCTGGCGATACCGTCTGGTATTCGACATCAGAAAATACTAAACGCAAATATCCGCATACCTGGGAATTGACTGAAACGCAATCCGGCGCATTCATTTGCGTGAATACGCTGCGGGCGA- STY0212 100 STY0544 62.376 STY0212 98.3 STY0544
ATGCTGAGTATTCTCTGGAATCTGGCTGCATTCATCATCGCACTGGGCGTGCTGATCACTGTGCATGAATTTGGTCATTTCTGGGTTGCCCGGCGCTGCGGTGTGCGAGTTGAGCGCTTTTCCATCGGTTTTGGCAAAGCGCTCTGGCGTCGTACCGATCGGTACGGCACCGAGTATGTCATCGCCCTGATCCCGCTGGGCGGCTACGTCAAAATGCTGGATGAGCGCGCCGAACCGGTAGCGCCGGAATTGCGT+ STY0246 100 STY4493 64.706 STY0246 99.6 STY4493
ATGACACAAATAAAGCATGAACGATCGACTCAGGATTTAGTGCGCGCTGCCGTATCTGGCTGGTTAGGCACCGCGCTTGAATTTATGGATTTTCAGTTATATTCACTAGGCGCGGCTCTGGTCTTCCATGAGATATTTTTCCCGGAACAGTCTGCCGCGATGGCGCTTATTCTGGCAATGGGCACCTATGGTGCAGGTTATATAGCCAGAATTATCGGCGCCTTTGTTTTTGGTAAAATGGGCGACCGCATCGGA- STY1554 100 STY0235 60.577 STY1554 98.99 STY4194
ATGGCATATCCTTATCAGACTCAGGGTTTTACGCTGGACAATAGCGGACGGCGAATTGTGGTCGATCCGGTTACTCGCATCGAAGAGCATATGCGCTGCGAAGTGAATATTGACAGTAATAATGTCATTACTAACGCCGTGTCGACCGGCACCATGTGGCGCGGCCTGGAGGTTATCCTGAAAGGTCGCGATCCGCGAGACGCCTGGGCATTTGTTGAGCGCATTTGCGGCGTCTGCACCGGTACACACGCGCTG+ STY1525 100 STY1914 80 STY1525 98.7 STY1914

STY0815 63.107 STY2479 60.577 STY2479 7.29 STY3960
STY0739 100 STY3270 80 STY0739 60.3 STY3270
STY1961 66.337 STY4016 65 STY4016 49.02 STY1961



ATGTATTCAAGAGCCGATCGCTTATTAAGACAGTTTTCACTGAAATTAAATGCCGATTCAATTGCCTTTGACGAAAACAGATTATGCTCATTTATTATAGATAACCGTTACCGTATCTTACTAACAAGCACTAACAGTGAGTATATAATGATATACGGTTTTTGCGGAAGACCTCCGGATAATAATAATCTTGCTTTTGAATTTCTCAATTCTAATTTATGGTTTGCAGAGAATAATGGACCACATTTGTGTTATG- STY2366 100 STY4859 62.136 STY2366 97.8 STY4859
STY4636 94 STY3667 90 STY4636 80.5 STY3667
STY0103 63.366 STY0103 8.41

ATGCCTAACATTACCTGGTGCGATCTGCCTGAAGATGTCTCTTTATGGCCTGGTTTGCCTCTTTCTTTAAGCGGCGACGAGGTGATGCCTCTGGATTACCATGCAGGCCGCAGCGGTTGGCTGCTGTATGGGCGCGGGCTGGATAAGCAGCGTTTAACTCAATATCAGACCAAACTGGGCGCGGCAATGGTGATTGTCGCCGCCTGGTGCGTGGAGGATTATCAGGTCATTCGTCTGGCGGGGTCGCTGACGCCG+ STY4925 100 STY2431 82 STY4925 99 STY2431
ATGAAGGCAAAAGCGATATTACTCGCCTCTGTCCTGCTTGTGGGGTGCCAGACATCTCAGAACACTGGCAACGTCCAACAGCACGCACAGAGCCTTTCTGCAGCTGGTCAAGGGGAAGCAGGAAAGTTTACGAGTCAGGCACGATGGATGGACGACGGAACGTCTATCGCGCCAGATCAGGACTTGTGGGCTTTCATTGGCGACGAGCTAAAGATGGGAATTCCGGAAAACAGCCGGATTCGCGAACAGAAACAG- STY0281 100 STY1758 87 STY0281 99.6 STY1758
ATGTACCAGGATCTTATTCGTAACGAACTGAACGAAGCGGCGGAAACGCTGGCTAATTTTTTAAAAGATGACGCCAATATTCACGCCATTCAGCGCGCGGCGGTCCTGTTGGCTGACAGTTTTAAAGCGGGTGGTAAGGTACTTTCCTGCGGTAACGGCGGCTCCCATTGCGATGCGATGCACTTTGCTGAAGAGCTGACAGGTCGTTATCGTGAAAATCGTCCGGGCTACCCGGCAATTGCGATTTCTGATGTTA+ STY0355 100 STY3449 64.545 STY0355 99.5 STY3449

STY0950 62 STY0159 58 STY0950 21.81 STY0277
ATGAGAGCACTCTCTTATGACAGGATCTATGAATCGCAAGAATATTTGGCCTCTTTGGGGACGATCCAGTATCGATCTTTATTCGGTAGCTATAGTCTGACTGTGGAGGATACCGTCTTTGCGATGGTGGCTAATGGCGAGCTTTATCTCCGCGCCTGTGAAGAAAGCGTACCCTACTGTGTGAAGCATCCCCCCGCCTGGCTCATGTTTATGAAATGTGGACGTCCCGTTATGCTCAACTATTACCGGGTGGATG+ STY1094 100 STY0931 60.577 STY1094 99.2 STY0931
ATGGATACGATACATTATATGCTGGATAACGCAGGCTATCTCGCCAGCCTTACCTTTCAGCATCTCTGGCTAGTCGCGCTGGCCGTCGGTCTGGCGATTATCATCGGCGTACCGTTAGGCGTTTTGATTGTACGCCACAAATGGCTGGCAACGCCGGTATTGGGCGCCGCCACGCTACTTCTTACCATTCCGTCTATCGCGCTGTTTGGATTAATGATCCCGCTCTTTTCGCTGATCGGGCATGGTATTGGCGTTC+ STY1572 100 STY1570 67.327 STY1572 98.9 STY1570

STY0399 52.941 STY1965 46.078 STY0399 16.56 STY1965
GTGATGCGAATTAAACCTGACGATAACTGGCGCTGGTATTATGATGAAGAGCACGATCGTATGATGCTCGATCTCGCCAATGGTATGCTTTTTCGCTCGCGCTTCTCTCGTAAAATGCTTACGCCGGACGCGTTTTGCCCGACCGGTTTTTGTGTGGATGATGCCGCGCTCTATTTTTCCTTTGAAGAAAAATGCCGGGATTTCGAATTAACCAAAGAGCAACGCGCGGAGCTGGTATTGAATGCGCTGGTGGCGA+ STY1080 100 STY0190 62.037 STY1080 99.1 STY0190
ATGCTGAAAACGATTCGTAAACACGGTATTACGCTGGCGCTTTTTGCCGCAGGCTCTACGGGATTGACCGCGGTGATTAATCAGATGACAAAATCAACCATCCACGAACAAGCGCTGCAACAACAACATGCCCTGTTCGATCAGGTATTGCCGCCAGATCGTTACAATAATAATCTGCAAGAGAGCTGTTATCTGGTCGATGCGCCCGCCCTCGGCAAAGGCACACACCGTGTTTTTATCGCTCGCAAGGATGATA+ STY1667 100 STY4410 91 STY1667 98.9 STY4410
ATGAATGAGTTTTCAATCCTGTGCCGTGTGCTGGGATCGTTGTTTTACCGCCAACCGCAAGATCCTTTACTGGTTCCGCTGTTTACGTTAATCCGTGAAGGTAAACTGGCGGCAAACTGGCCGCTGGAGCAGGATGACATGCTGGCGCGTTTACAGAAAAGCTGCGATATCACGCAGATTTCCACTGATTACAATGCGTTATTTGTTGGGGAAGAGTGCGCGGTAGCGCCATACCGCAGTGCGTGGGTCGAAGGCG+ STY1174 100 STY0919 68.224 STY1174 100 STY0919
ATGCCCCGTCTCATCCTTGCGTCTACCTCTCCCTGGCGTCGCGCGCTGCTGGAAAAGCTGACGATTCCTTTCGAATGCGCCGCGCCGGATGTTGATGAAACCCCCATGCCGGGCGAAGCGCCGCGTCAGTTGGTGCTGCGGCTGGCGCAGGCTAAGGCGCAATCGCTCGCCGCGCGTTTCCCGAATCATTTGATTATTGGCTCCGACCAAATTTGTGTTCTGGACGGCGAAATCACCGGCAAACCGCTGACGGAAG- STY1228 100 STY3551 63.107 STY1228 96.23 STY3551

STY1255 100 STY1748 72.277 STY1255 80.72 STY1748
ATGACTGATTACCTGCTGCTCTTTGTCGGAACTGTACTGGTCAATAACTTTGTACTGGTCAAATTCCTGGGCCTTTGTCCCTTTATGGGCGTATCCAAAAAACTGGAAACCGCCATGGGGATGGGCCTCGCGACGACCTTTGTCATGACGCTGGCGTCGATATGCGCCTGGCTTATCGACACCTGGATACTTATTCCGCTGGATCTGATTTATCTGCGGACGCTGGCCTTTATCCTCGTCATTGCTGTGGTCGTGC+ STY1663 100 HCM1.252 68 STY1663 99.7 HCM1.252
ATGGATAAGAAATCTGCTCGTATCCGTCGTGCGACCCGCGCACGCCGCAAGCTCAAAGAGCTGGGCGCAACTCGCCTGGTGGTACATCGTACCCCGCGTCATATTTACGCACAGGTAATTGCACCGAACGGTTCTGAAGTTCTGGTAGCTGCTTCTACTGTAGAAAAAGCTATCGCTGAACAACTGAAGTACACCGGTAACAAAGATGCGGCTGCAGCTGTGGGTAAAGCTGTCGCTGAACGCGCTCTGGAAAAAG+ STY4374 100 STY0289 62 STY4374 99.7 STY0289
ATGGCAACTGAACAAACGGCTATTACGCGCGCAACTTTTGATGAGGTAATTCTGCCTGTTTATGCACCGGCGGACTTTATTCCGGTCAAAGGTAAAGGCAGCCGCGTATGGGATCAGCAGGGCAAAGAGTATATCGATTTCGCCGGCGGGATTGCAGTGACTGCGCTGGGCCATTGCCATCCGGCACTGGTCGAGGCGCTGAAATCCCAGGGGGAAACCTTGTGGCATACCAGTAACGTTTTTACCAATGAACCG+ STY4328 100 STY1811 81 STY4328 98.9 STY1811
ATGCAATTCACTCCTGACACTGCGTGGAAAATCACCGGCTTTGCGCGTGAAATCAGCCCGGCGTATCGTCAAAAACTGCTTTCGCTCGGCATGTTGCCCGGCTCTTCATTTAATGTTGTCCGCGTCGCGCCCTTAGGGGATCCGATCCATATCGAAACACGACGCGTGAGTCTGGTTTTGCGTAAAAAGGATTTGGCGTTAATAGAAGTGGAAGCGGTTTCCTGTTAA- STY4291 100 STY1343 60 STY4291 99.1 STY3656

STY2501 56 STY2509 54.808 STY2501 38.36 STY2509

ATGAGTGAATTTTCCCAGACAGTCCCCGAACTGGTTGCCTGGGCCAGAAAAAACGACTTTTCCATCTCGCTGCCGGTAGACAGACTTTCCTTTCTGCTGGCGGTCGCCACGTTGAACGGCGAACGCCTTGACGGCGAGATGAGTGAAGGCGAGCTGGTGGATGCATTCCGCCATGTGAGTGATGCGTTTGAGCAAACCAGCGAAACCATCGGCGTGCGCGCGAACAACGCGATTAACGATATGGTGCGTCAACGT+ STY0994 100 STY1778 90 STY0994 99.4 STY1778
ATGAAGCAACCTGGTTTTATACGTCTGGCTACGTTGGCCTTACTCTCCACACTCTCTTTCTTCTCCCACGGCGAAACCATTTTGCGCCTGGCCTACGCTGAAAATAGCCAGCCGGTAAAAGATGCGTTGCACTTCCTGGGGCAGCAAGTTGAAGAGAAAACGGGCGGCGATATCAAAGTACAGTACTTCCCGGACGGACAGCTTGGCGGCGAGCGCGAACTGGTGGAGTTGACGCAGGTCGGCGTCGTCGACATC+ STY3817 100 STY2875 94.059 STY3817 98.7 STY2875
ATGAAAGTAAAACTGCTTGCTGCCGGTATTTTGTTCACGCTGCCGTTCTGGGCCTGCGCCAAAGATGTCACCATTATTTACACCAACGATCTACACGCCCATGTGGAGCCTTATAAAGTACCGTGGATTGCTGACGGTAAACGCGATATTGGCGGTTGGGCCAATATCACTACGCTGGTGAAGCAGGAAAAAGCCAAAAATAAGGCGACGTGGTTTTTTGATGCCGGAGATTACTTTACCGGACCGTATATCAGC- STY3765 100 STY0040 77 STY3765 98.2 STY0040
ATGAAACAGTCAGGTCAAGATAAAGGTACGCTGTTGCTGGCGCTCATCGCTGGCTTATCGATTAACGGCACATTCGCGGCGCTGTTTAGCGCTATTGTGCCGTTCTCCGTATTCCCGGTTATCTCGCTGGTACTGACGGTATATTGCCTGCATCAGCGCTACCAAAATCGTACTATGCCGGTAGGTTTGCCGGGGTTGGCCGCCGCTTGTTTCATTCTTGGCGTTTTACTGTATAGCACTGTCGTGCGTGCAGAAT- STY3746 100 STY3746 98.3
ATGATGTTTACAGACTGGCATGAGGCCGCGATAGGGAAAACCCACAATCGAATGAATTTTGATTGTGGGGATGCCGATCTGAACCAATTCCTGCAACGCCATGCACGACAAAATCATGAGAAAGGGACAACAAAAACCTACGTTGCGCTTGATAATTCGGATGTTACACGTATCCACGGCTTTTACTCAGTCAGTCCTGCATCACTGATATATGCACAGGTTCCCGGCGCAATCAGCAAAGGATTAGGGAGATATG+ STY3027 100 STY3027 99.1

STY3067 75 STY2909 52 STY3067 41.92 STY2909
ATGTATCACGACGTCAGCCACCTTCTCTCCCGTCTCATCAACGGCCCGCTGCCGCTGCGCCAGATTTATTTTGCCAGCGCCAGCGGCCCAGCGCCGGAACTGGCGTACCAGGTGGATTTTCCGCGGCTGGAGATTGTGCTGGAGGGCGAGCTTACTGACATGAGCATTACCGCCCCGCTCATTCCTTGCGATGTTCTCTACGTTCCGGCTGGCGGCTGGAACATCCCGCAGTGGCAAACGCCCGTCACCACCCTGA+ STY3756 100 STY3825 68 STY3756 96.4 STY2241

STY4554 55.882 STY3502 41.748 STY4554 6.25 STY3502
ATGGAGTTACGAAACACCGCGTTTCATCTGTTACGCCAACTTTTTCAGCAACATACCGCACGCTGGCAGCATGAACTACCGGAGCTCACCAAACCTCAATATGCGGTGATGCGCGTTATTGCTGAACATCCGGGTATTGAACAGGTCGATCTGACCGAAGCGGCGGTCAGCACTAAAGCGACGCTGGCGGAGATGTTAAGCCGGATGGAAAATCGTGGGCTGGTAAAGCGAGAAAACGATCCGCTGGATAAACGTC- STY3045 100 STY3045 99.3
ATGAAGCTTCGCCTGTCGGCGCTGGCGCTGGGAACCACACTGCTGGTCGGGTGTGCGAGTTCCGGTACAGAACAGCAGGGGCGTTCAGACCCATTTGAAGGGTTTAACCGCACCATGTACAACTTCAACTTTAATGTGCTGGACCCGTATGTTGTTCGGCCGGTCGCGGTCGCCTGGCGTGATTATGTTCCACAGCCTGCGCGTAACGGTTTAAGTAATTTCACCGGCAACCTCGAAGAACCGGCGATCATGGTGA- STY2624 100 STY3022 55.882 STY2624 99.6 STY3022

STY1043 66.019 STY3397 60.748 STY1043 33.49 STY3397
ATGCTCGAAATGTTAATGCAATGGTATCGCCGTCGCTTCAGCGATCCGGAGGCGATTGCCTTGCTGGTCATTCTGGTGGCTGGTTTTAGCATCCTCTTTTTCTTTAGCGGCCTGTTAGCGCCGCTGCTGGTCGCTATCGTACTGGCCTACCTGCTGGAGTGGCCGACGGCGCGCCTGCAGGCGATTGGCTGTTCCCGGCGCTGGGCAGCCTCCATTGTCCTTATCCTCTTTGTCGGCATTCTGTTATTAATGGCG- STY2734 100 STY4440 67.29 STY2734 98.7 STY2560
ATGCCGCGTGGCCTGGAATTACTGATTGCTCAAACCATCCTGCAAGGCTTTGACGCGCAGTATGGTCGATTTCTGGAAGTGACTTCCGGCGCGCAGCAGCGTTTTGAACAGGCCGACTGGCACGCCGTCCAGCAGGCGATGAAAAGCCGTATCCACCTCTATGATCATCATGTGGGTCTGGTGGTGGAGCAACTGCGCTGTATTACCGATGGCAAAAGTACCGACGCGGATTTCCTTTTACGCGTTAAAGAGCAT+ STY4403 100 STY3601 61.165 STY4403 97.29 STY3601
ATGACGCGTAAACAGGCCACTATCGCAGTGCGTAGCGGATTAAACGATGACGAACAATACGGCTGCGTTGTGCCGCCAATCCATCTCTCCAGTACCTATAACTTTACCGGTTTCAATGAGCCGCGCGCGCATGATTATTCCCGCCGCGGTAATCCCACGCGTGATGTGGTTCAGCGCGCATTAGCGGAACTGGAAGGCGGCGCGGGCGCAGTATTGACGAATACCGGCATGTCGGCGATTCATCTGGTCACCACC- STY3769 100 STY3333 68 STY3769 98.5 STY3333
ATGAAAAACGTTTTACCGCCATTTATCGAGATTTACCGCGCTCTGATTGCCACACCGTCGATAAGCGCAACCGAAGAATCCCTGGATCAAAGTAATGCGTCTTTAATCACTTTGCTTGCAGGCTGGTTCAGCGATCTTGGTTTCAACGTAGAGGTTCAACCGGTTCCAGGAACGCGAAACAAATTTAATATGCTCGCCAGCACCGGACATGGCGCGGGCGGTTTGCTGCTGACCGGCCATACCGACACAGTTCCC+ STY3753 100 STY2721 59.223 STY3753 99.3 STY2721
ATGAGCGCGGGAAGCCCAAAATTCACCGTTAGTCGCATTGCGGCACTATCACTGGTTTCACTATGGCTGGCAGGTTGTACCAGTTCGTCAAACCCTCCGGCGCCGGTCACGTCTGTGGACAGTGGGTCGTCATCAAATACCAATTCCGGGATGTTGATCACACCGCCGCCAAAAATGGGCGCGACGCCGCAACAAGCGCCGCAAATTCAACCCGTTCAGCGTCCTGTAACGCAGCCCATGCAAACTCAACCGGTC- STY3050 100 STY3194 76 STY3050 82.64 STY3194
ATGAACAGTACGCACCATTACGAACAATTAATTGAGATTTTTAACGGCTGCTTTGCCGAAGAATTTAATACCCGTCTGATTAAAGGCGACGACGAACCGATCTATCTTCCTGCTGACGCGCAGGTACCGTACCACCGTATCGTCTTTGCGCATGGGTTTTACGCCAGCGCGCTGCATGAGATTTCTCACTGGTGTATCGCCGGTAAGGCGCGCCGCGAACTGGTCGACTTTGGTTACTGGTACTGCCCGGACGGAC- STY2613 100 STY3263 60.194 STY2613 98.7 STY3052
ATGGGTAAACTCACGGGCAAGACAGCATTGATTACGGGCGCATCGCAGGGCATTGGCGAAGGGATCGCTCGCGTATTCGCACGCCACGGCGCGAACTTAATCTTGCTGGATATCTCCGATGAGATTGAAAAGCTGGCGGATGAGCTGGGCGGGCGCGGGCATCGCTGTACTGCCGTTAAAGCCGACGTCAGAGATTTTGCTTCGGTGCAGGCGGCGGTTGCGCGCGCCAAAGAGACTGAAGGTAGAATTGATATTT- STY2682 100 STY3162 63.366 STY2682 99.1 STY1234
ATGCCCTTTCATATTGGAAGCGGATGTCTTCCCGCCACCATCAGTAATCGCCGCATTTATCGTATTGCCTGGTCTGATACCCCCCCTGAAATGAGTTCCTGGGAAAAAATGAAGGAATTTTTTTGCTCAACGCACCAGACTGAAGCGCTGGAGTGCATCTGGACGATTTGTCACCCGCCGGCCGGAACGACGCGGGAGGATGTGATCAACAGATTTGAACTGCTCAGGACGCTCGCGTATGCCGGATGGGAGGAA- STY2467 100 STY0833 68 STY2467 99.7 STY0833
ATGCATGATTCATTAACCATCGCCTTGCTTCAGGCGCGCGAAGCGGCAATGACCTATTTCCGCCCCATCGTTAAAAGCCACAATCTGACCGACCAGCAATGGCGCATTGTGCGAATCCTGGCCGATAGCCCCTCTATGGATTTTCACGAGCTGGCCTTTCGTACCTGTATTTTGCGTCCAAGTCTGACCGGAATATTGACGCGCATGGAGCGAGACGGACTGGTGTTGCGACTCAAGCCGGTTAACGATCAGCGTA- STY1132 100 STY0159 58 STY1132 98.9 STY0159
ATGATAAAAAAACTCGATGTTGTTGCCGCCATCATTGAACGCGACGGCAAAATACTGCTGGCCCAGCGCCCAGTTCATGCGGATCAAGCCGGTTTATGGGAGTTTGCCGGCGGTAAAGTCGAACCCGGCGAAACCCAACCGCAGGCGCTTATCCGCGAGCTACGCGAAGAGTTAGGGATTGACGCCACGCCCGGCGTCTATATCGCCAGCCATCAACGCGACGTGTCTGGCCGACGAATTCATTTGCACGCCTGGC+ STY1813 100 STY0157 75 STY1813 98.1 STY0157
ATGAGTGCCGATGAAAACAACCTGATTTGGATCGATCTGGAGATGACAGGTCTGGACCCCGAACGCGATCGCATTATTGAGATAGCCACGCTAGTGACGGATGCCAGCCTGAACATTCTGGCGGAAGGGCCGACGATTGCGGTACATCAATCCGATGCGCAACTGGCGTTAATGGATGACTGGAACGTGCGCACCCATACCGGTAGCGGCCTGGTAGATCGCGTTAAAGCAAGTACGATGGGCGAACGAGACGCTG+ STY4710 100 STY4710 98.9
ATGTCATTACCGATGTTGCAAGTCGCGCTGGACAACCAGACTATGGATAGCGCCTACGAAACCACTCGCCTGATTGCCGAAGAAGTCGACATTATCGAAGTGGGCACCATTCTGTGCGTGGGCGAAGGCGTGCGTGCGGTTCGCGATCTGAAAGCGCTTTACCCGCACAAAATCGTGCTGGCAGATGCCAAAATTGCCGATGCGGGCAAAATCCTTTCTCGTATGTGCTTCGAAGCCAACGCGGACTGGGTGACCG+ STY4742 99 STY4121 67 STY4742 95.5 STY4121

STY4479 62.264 HCM1.232c 58.333 STY0565 22.23 HCM1.232c
ATGCGCACTAACTGGCAGGTCTGTAGCCTGGTCGTGCAGGCCAAAAGTCAGAACATCGCCGCCATTGGCACACAGTTGAACACGTTGCCGGGTTGCGAAGTCGCGTTAAGCGACGTTGAAAGCGGGCAACTGATCGTGGTGGCGGAAGCAGACCAGAGTGAAACGCTGATGCAAACAATTGAGTCAGTACGCAATGTCGAGGGCGTGCTGGCGGTGTCGCTGGTTTATCACCAGCAGGATGAGCAAGGTGAGGAAA- STY2486 100 STY3900 59.223 STY2486 98.9 STY1752

STY1234 63.725 STY3162 63.107 STY2401 43.7 STY1234
ATGATGGATATCAGCGCCGTTATTTTTGCAACGCATCGCATTCGGCTATTACCCGATGAAGGCAAAATCCCCTGGGACGAGCCAGCCTTCAGCCAACGCATGCTGGAAAATCATCTGTCACAGGATCACGACTGGGCCAGCCGCCGGCTAACCGTGATTGAGCAACAGGTAACATGGATTACCCGTCAGTTACCCGCAGGCGCCCGCATTCTGGATCTCGGCTGTGGCCCCGGTTTTTATACCCGCCTGTTAGCA- STY4856 100 STY4649 87 STY4856 98.52 STY4649
ATGTTAAAGCGAATTAAAATTGTTACCAGCTTACTGCTGGTATTGGCGCTATTTGGCCTTTTACAACTGACATCCGGCGGGCTGTTCTTCAACTCGCTGAAGAATGACAAAGAAAACTTCACCGTATTGCAAACCATTCGTCAGCAGCAGTCTGCCCTGAATGCAATCTGGGTGGAACTGTTGCAAACGCGTAATACCCTGAATCGCGCGGGTATCCGCTGGATGATGGACCAGAGCAATATTGGCAGCGGCGCA+ STY4892 100 STY2128 91 STY4892 98.9 STY2128
ATGATGGAAAACCCAAGAGTATTAGTCCTTACAGGTGCAGGAATTTCTGCAGAGTCTGGTATTCGTACGTTTCGCGCGGCGGATGGCCTTTGGGAAGAGCATCGGGTTGAAGACGTGGCAACGCCGGAAGGATTCGCCCGTAATCCGGGGCTGGTGCAGACATTTTATAATGCCCGCCGTCAGCAGCTTCAACAGCCGGAAATACAACCCAATGCGGCGCATCTGGCGTTAGCGAAGCTTGAAGAAGCGCTTGGCG+ STY1261 100 STY4305 68.932 STY1261 86.34 STY4305
ATGAAGCGATTAAGTTTAGCGATGGTGACGCTGCTGGCCTGTGCGGGTGCGCAGGCTGCCAGCGAGAAAGTAGAGATGAATCTGGTGACGGCGCAAGGCGTAGGACAGTCTATCGGCACCGTCGTCATCGATGAAACCGAAGGCGGCTTAAAATTTACCCCACACCTTAAAGCGTTGCCGCCGGGCGAGCATGGTTTTCACATTCATGCCAAAGGTAGCTGCCAGCCCGCGATTAAAGACGGCAAAGCGGTTGCCG- STY1682 100 STY1682 98.9

STY1184 100 STY1185 100 STY1185 83.59 STY1184



ATGTTTGTTGCCCTCCCCTTTCTCATTTTTTATGCGTCGTTCTCTTTATTACTTGGCATATACGACGCGCGTACCGGTCTGCTACCTGACCGGTTTACCTGTCCATTACTGTGGGGTGGTCTGCTTTATCACCAGATTTGCCTGCCGGAGCGTTTACCGGATGCGCTTTGGGGCGCTATCGCCGGCTATGGCGGATTCGCGTTAATTTACTGGGGCTATCGCCTGCGTTATCAGAAAGAGGGGCTTGGATATGGCG- STY4356 100 STY4304 85.149 STY4356 98.9 STY0304
ATGAAACGTATTGCTTTTGTCGGCGCGGTCGGCGCCGGAAAGACAACGCTTTTTAACGCGTTACGGGGAAATTATTCCCTCGCCAGAAAAACGCAGGCCGTGGAATTTAATGATCATGGCGATATCGATACGCCGGGTGAATATTTTAGCCATCCCCGTTGGTATCACGCCTTAATTACCACGTTGCAGGATGTGGACACGCTGATTTATGTCCACGCGGCAAACGATAAAGAAAGTCGCTTACCTGCCGGGTTAT- STY2705 100 STY2261 62 STY2705 99.6 STY2261
ATGATCGGTCGGCTGCTCCGTGGCGGTTTCATGACTGCCATCTATGCGTATCTGTATATTCCCATCATTATTCTGATCGTGAACTCCTTCAACAGTTCGCGGTTCGGCATTAACTGGCAGGGCTTTACCACTAAATGGTACGAACTACTGGTCAATAACGACAGTCTGTTACAGGCCGCTCAACATTCACTGACGATGGCGATTTTCTCAGCGACCTTCGCCACGTTGATTGGCTCGTTAACCGCGGTAGCGCTTT- STY1263 100 STY0815 65 STY1263 99.2 STY0913
ATGGTACGTATCTATACGTTGACGCTTGCGCCCTCTCTCGATAGCGCAACAATCACGCCGCAAATTTATCCCGAAGGTAAACTGCGGTGCTCCGCGCCGGTATTCGAACCCGGCGGCGGGGGTATTAATGTCGCTCGCGCCATTGCGCATCTTGGCGGCACCGCGACCGCAATTTTCCCGGCTGGCGGCGCTACCGGCGAACATCTGGTCGCACTACTGGCTGACGAAAATGTCCCCGTGTCTACCGTCGATGCG+ STY1785 100 STY2441 66 STY1785 98.5 STY2441
ATGGCATGGACTCCACGGACGCTGGCGGATGCGTTAAACAACATCGCCGAATTAGATATTGATATAGAAAATAATGAATCTTCATTAATAATAAAAATGAATGATTATGGCGATTTACCACTGACGGTTTTATTTACCTCGCAACAAATAGTTATCGAGACTTATATCTGTCCGGTAAATACGATTAGAGATACCGCGGAATTTAATCTTTTCTTGCTGAGAAATCAGAAGGTTTTACCGCTGTCTTCGGTCGGTA+ STY4727 100 STY4727 98.5
ATGGGACAGAGTAAGAAATTGAATAAACAACCGCGTTCGCTTTCACCGCTGGTGCTTTTGTCGGGAATTAGCAAAAGTTTCGATGGCAAAGAGGTCATTTCACAGCTGGATTTGACCATTAACAATGGCGAATTCCTCACGCTGCTTGGCCCTTCCGGCTGCGGTAAAACAACCGTTCTTCGCCTGATTGCCGGCCTGGAAACCGTTGATGCCGGGCATATCATGTTGGATAACCAGGATATCACCCACGTTCCC- STY1266 100 STY0911 85 STY1266 99.1 STY4257
ATGAAAAAGCCTGTACTAGCATTAATGGTCTCTGCCATTGCCTTTGGCGGAATGTTGTCCACCGCGCAAGCGGATACTACAACCGTCACTGGCGGTACGGTAAATTTTGTCGGACAGGTCGTTGACGCCGCCTGTTCTGTTTCCGCTGACTCTGTCGATCAGACCGTGACATTAGGCCAGGTTCGCGCCAGTAAATTAACCGAGGCCGGTATGGCGGCGAATCAAAAAGAAGATTTCACCATTAAACTGGAAGACT+ STY0024 100 STY0589 75 STY0024 98.5 STY0589
ATGAGCAAGCAAGCCATTCGTTTAACGCAATACAGCCACGGCGCTGGTTGCGGTTGTAAAATTTCCCCTAAAGTGCTGGAGACTATCCTGCATAGCGAGCAGGCGAAGTTCGTCGACCCGAATCTGCTGGTGGGTAATGAAACCCGCGATGATGCGGCAGTTTACGATCTGGGTAATGGCACCAGTATTATCAGCACCACTGACTTCTTTATGCCGATAGTCGACAACCCGTTTGATTTTGGCCGCATTGCGGCA- STY1817 100 STY1817 98.33
ATGCCAAAAATTAAGACCGTACGCGGTGCTGCTAAGCGCTTCAAAAAAACCGGTAAAGGTGGTTTTAAGCACAAGCACGCTAACCTGCGTCACATTCTGACCAAAAAAGCGACTAAACGTAAACGTCACCTGCGTCCGAAAGCCATGGTTTCTAAAGGCGATCTGGGCTTGGTTATCGCGTGCCTGCCGTACGCATAA- STY1776 100 STY2818 46.602 STY1776 99.5 STY2818
ATGTGGTCGGAATACTCGCTTGAAGTGGTTGACGCCGTGGCGCGCAATGGCAGTTTTAGCGCGGCGGCGCAAGAACTGCACCGTGTGCCTTCAGCAGTCAGTTACACCGTTCGTCAGTTAGAGGAGTGGCTGGCCGTACCGCTTTTTGTACGACGTCACCGTGATGTTGAACTAACGCCTGCTGGCGTCTGGTTTTTAAAAGAAGGGCGTTCTGTTATCAAAAAAATGCAGATCACTCGCCAACAGTGTCAGCAA- STY1693 100 STY3415 66 STY1693 99 STY0562
ATGGAAAAAACGATGTTAACGTTTGAAAAAGTCAGCGCCCACTACGGCAAGATTCAGGCGCTGCACGACGTCAGTCTGCACATCAACCAGGGGGAAATCGTTACCCTGATTGGCGCTAACGGCGCGGGGAAAACGACGCTGCTTGGCACCTTGTGCGGCGATCCGCGCGCCTCCAGCGGACGGGTGGTGTTTGACGGTAAAGACATCACCGACTGGCAGACGGCGAAAATCATGCGTGAAGCGGTGGCGATAGTGC+ STY4252 100 STY0924 72 STY4252 98.36 STY3498
ATGTCGAAGAACTATCATATTGCCGTACTGCCGGGCGACGGTATCGGCCCGGAAGTCATGGCGCAAGCCCTGAAAGTTATGGATGCGGTACGCAGCCGTTTTGATATGCGTATCACCACCAGCCGCTATGACGTCGGCGGTATTGCTATCGACAATCATGGTCATCCACTGCCGAAAGCCACCGTTGAAGGGTGTGAGCAGGCGGATGCCATTCTGTTTGGCTCCGTCGGCGGCCCGAAATGGGAAAATTTGCCC- STY0131 100 STY2610 63.303 STY0131 98.6 STY1278
ATGGCACAACACACACCTGCAACATCGCGCGCCGGCACGTTCGGCGCAATACTGCGCGTGACAAGCGGCAATTTCCTTGAACAGTTTGATTTTTTCTTGTTCGGATTTTACGCCACCTATATCGCCAGAACGTTTTTTCCGGCGGAAAGCGAATTTGCCTCATTAATGTTGACCTTTGCCGTCTTTGGCTCCGGTTTTTTAATGCGCCCCGTCGGCGCGATTGTGCTTGGCGCCTATATTGACAGAATCGGACGT- STY0727 100 STY2847 79 STY0727 99.2 STY4489
ATGATGATTACTCTGCGCAAACTCCCTCTGGCGGTTGCTGTCGCAGCGGGCGTAATGTCCGCTCAGGCAATGGCTGTCGATTTCCACGGTTACGCCCGTTCCGGTATTGGCTGGACGGGAAGCGGCGGCGAACAACAATGTTTCCAGGTGACCGGTGCACAAAGTAAATACCGTCTCGGTAACGAATGTGAAACCTATGCGGAACTGAAACTGGGCCAGGAAGTGTGGAAAGAGGGCGATAAGAGCTTCTATTTC+ STY4427 100 STY4427 98.8
ATGACAACCCAGGCTGTTTCTGGTCGCCGTTATTTCACTAAAGCGTGGCTTCTTGAGCAGAAGTCGCTCATTGCCCTGCTGGTGTTGATCGCGATTGTTTCGACGTTGAGCCCCAACTTTTTTACCGTTAATAATCTGTTCAATATTCTTCAACAGACCTCCGTCAACGCCATTATGGCGGTGGGGATGACGTTGGTGATTCTGACATCGGGGATCGATCTGTCCGTCGGTTCCCTGCTGGCACTCACCGGTGCG- STY3895 100 STY0507 63.551 STY3895 99.7 STY3794
ATGAAAACAGACACTTCCACCTTTTTAGCTCAGCAAATTGTGCGCTTACGGCGCAGAGATCAGATTCGTCGGTTAATGCAGCGGGATAAAACGCCGCTGGCCATCCTGTTCATGGCGGCCGTTGTCGGCACGCTTACCGGACTGGTTGGCGTCGCCTTTGAAAAGACGGTTTCCTGGGTACAAAACATGCGCATTGGCGCGCTGGTTCAGGTCGCGGACCATGCGTTTTTGCTTTGGCCGCTGGCCTTTATCCTT+ STY0225 100 STY1574 62 STY0225 99.2 STY1574
ATGATGGACAGCTTACGCACGGCTGCAAACAGTCTCGTGCTCAAGATTATTTTCGTTATCATTATCGTGTCGTTCATTTTGACCGGCGTTAGTGGTTACCTGATTGGCGGAAGCAATAACTACGCCGCAAAAGTGAATGGCCAGGAAATCAGCCGGGCACAGTTTGAGAATGCGTTTAACAACGAACGTAACCGTATGCAGCAGCAGTTGGGCGACAGGTATTCTGAACTGGCGGCCAACGAAGGTTATATGAAA+ STY0494 100 STY0161 86.139 STY0494 99.3 STY0161
ATGAATTTTCTTGCTCACCTGCATCTGGCGCACCTTGCCGACAGCTCGCTTTCCGGTAATCTGCTGGCCGATTTTGTCCGCGGTAACCCGGCAACGCATTATCCTCCTGACGTGGTAGAGGGTATTTATATGCATCGGCGTATTGACGTCATGACCGACAACCTGCCGGAAGTTCGTGAGGCGCGAGAGTGGTTCCGCCATGAAACGCGGCGCGTGGCGCCCATTACGCTGGACGTCATGTGGGATCATTTTTTAT- STY0441 100 STY2277 66 STY0441 99.7 STY2277
GTGAACAAAAACGTCAAACTTTCACTGATTGCTATCGCGGTCTCGCTTTTTATGACAAAGCAGGCGGGCGCCGCCAATACCTGGACGGAAGCGCGTAATGACGCAATGGGCGGGACGGGCGTTGCGTCCGCGAATTATGGCAGCGGAGTACTATTAAATCCGGCGTTACTGGCAAAAGCCAAACCGGAAGACAATATCACTGTTGTCCTTCCTGCGGTCGGCGTCCAGATTACGGATAAAGACAATCTCCAGGAT+ STY4438 100 STY4434 58 STY4438 99.4 STY4434
ATGACAGCAGTTAGCCAAAAAACAACGACCCCGTCTGCGGATTTTTCGCTGTTCCGCATCGCCTTTGCGGTTTTCCTGACCTATATGACGGTCGGCCTGCCGTTACCGGTCATTCCGCTTTTTGTCCATCACGAACTGGGCTATAGCAATACGATGGTTGGGATCGCCGTGGGCATTCAGTTTTTTGCGACGGTACTGACGCGCGGCTATGCCGGACGGCTGGCGGATCAATATGGCGCTAAACGATCGGCGTTA- STY2603 100 STY4230 69.231 STY2603 99.3 STY4230
ATGTGGCAAGCTATCAGTCGTCTTTTAAGCGAGCAAGTCGGTGAAGGCGAAATCGAACTGCGTAATGAACTGCCAGGCGGAGAAGTTCATGCCGCATGGCATTTACGTTATGCCGGCCATGATTTTTTCGTGAAGTGCGATGAACGAGAAATGCTTCGCGGTTTTACCGCTGAAGCCGATCAGCTGGAGCTGCTCTCCCGCAGTAAAACCGTTGTTGTGCCTAAGGTATGGGCGGTAGGTTCGGATCGGGATTACA+ STY1787 100 STY2980 63.725 STY1787 99.4 STY2980

STY4140 38.462 STY4140 4.47
ATGCTAATGATCAGTCTCGTCCCGCCTCTGCTTTCCAGAACCGCGCTTCTCTTTCTGCTCACGGCCACAGGCGCAGCCACCGCCGCCCGCCCGGCAGCGGATATTATTTTGCATAACGGTAATATCATCACTCTGAATGATGCCCAGCCGCAGGCCAGCGCGCTGGCGATTTCCGGCTCGCGGATTGTGGCGATTGGCGATGATACGGCGACAAATGAATGGCGCGGCGACCATACCCGTACCATCGATTTACAG+ STY1650 100 STY2891 63.107 STY1650 98.5 STY2891
ATGACAGTGGATAGTAATGCGTCTTCCGGGCGTGGGAACGATCCGGAACAGATTGATTTGATTGAGTTATTGCTACAGTTATGGCGTGGGAAGATGACCATTATTGTAGCCGTTATTATCGCCATTTTGCTGGCCGTAGGCTACCTGATGATAGCCAAAGAAAAATGGACATCCACGGCGATTATTACCCAACCTGATGCCGCGCAGGTTGCCACCTATACCAACGCGCTCAACGTCTTGTATGGCGGGAATGCC- STY2288 100 STY2681 60.784 STY2288 98.5 STY1150
ATGAGGGGACGCAATCGTTGCCGTACTAACAAATTGAGTGAAAAAAATTACCACACAACTGCGCCAGGTGTCGCATTTTGGTATAGGATAACGGCGAATTTTCCCTCCTTTCTCCGGAAATTGATAATGAGTCAACAACACACCACCCAGGCTTCTGGTCAGGGTATGCTGGAACGCGTGTTTAAACTGCGCGAACATGGCACGACGGCACGAACCGAAGTGATCGCCGGTTTTACCACTTTCCTGACGATGGTT+ STY3932 100 STY4466 66 STY3932 99 STY4466
ATGTTGTCTGCAACTCAACCAGTAAGCGAAAATTTGCCAGCACATGGCTGCCGTCATGTTGCCATAATTATGGATGGCAATGGCCGCTGGGCGAAAAAGCAAGGGAAGATCCGGGCCTTTGGGCATAAAGCCGGGGCGAAGTCCGTCCGGCGAGCGGTCTCTTTTGCTGCCAATAACGGTATTGATGCGTTAACGCTGTATGCCTTTAGTAGTGAAAACTGGAACCGACCAGCGCAGGAAGTGAGCGCGTTAATGG+ STY0244 100 STY4763 62.5 STY0244 98.6 STY2702
GTGCGTGCCGATAAGTCATTAAGCCCTTTTGAAATACGGTTGTACCGTCATTATCGCATCGTGCATGGCATACGTATCGCCCTGGCGTTCATTCTTACCTTTCTGCTGGTTCGTCTGTTTTCTATTCCCGAGGGCACATGGCCGCTAATCACGTTAGTGGTGATTATGGGGCCCATCTCATTCTGGGGAAATGTAGTGCCTCGTGCTTTTGAGCGCATAGGCGGTACGATTCTGGGCGCGGCGTTAGGGCTGGTG- STY2265 100 STY1258 53.774 STY2265 98.8 STY1258
ATGTTAGTTTGGCTGGCCGAGCATTTGGTCAAATATTATTCCGGCTTTAACGTCTTTTCTTATCTGACGTTTCGCGCCATCGTCAGCCTGTTGACCGCGCTGTTCATCTCTTTATGGATGGGCCCGCGTATGATCGCTCGTCTGCAAAAACTCTCTTTTGGCCAGGTGGTACGTAACGATGGCCCGGAATCGCACTTCAGTAAACGCGGTACGCCGACGATGGGCGGCATCATGATCCTGACGGCGATTGTGATT+ STY0145 100 STY3460 62.376 STY0145 99.6 STY2703
ATGTGCGGTATTGTCGGTATCTCCGGTGTTATGCCGGTCAACCAGTCGATTTATGACGCGTTAACAGTGCTCCAGCATCGTGGTCAGGATGCTGCCGGTATCATCACCATTGATGCGAATAACTGCTTCCGCTTGCGTAAGGCAAACGGGCTGGTGAACGATATTTTTGAAGCTCGCCACATGCAGCGTTTGCAGGGCAACATGGGGATCGGCCATGTGCGCTACCCTACCGCAGGCAGCTCCAGCGCTTCGGAA- STY2592 100 STY0145 54 STY2592 98.7 STY0145
ATGACCAAAGAAATGCAAAATTTAGCTTTAGCCCCTGTTGGCAACCTGGAATCTTATATCCGGGCGGCGAACGCGTGGCCGATGTTATCGGCTGACGAGGAGCGGGCATTGGCTGAAAGGCTGCATTACCAGGGCGATCTGGAAGCAGCTAAAACGCTGATCCTGTCTCACCTGCGCTTTGTTGTTCATATTGCTCGTAACTATGCGGGCTATGGTCTGCCGCAGGCGGATTTGATCCAGGAAGGCAACATCGGCC+ STY4243 100 STY2201 76 STY4243 99.3 STY0011
TTGCTTAATCCGATCGTTCGTGAATTCCAGTACGGCCAGCATACCGTTACGCTGGAAACTGGCATGATGGCGCGTCAGGCCACTGCCGCTGTTATGGTAAGCATGGATGACACCGCCGTATTCGTTACCGTTGTCGGCCAGAAAAAAGCCAAGCCAGGCCAGGACTTCTTCCCACTGACCGTTAACTATCAGGAGCGTACCTACGCTGCTGGTCGTATCCCGGGCAGCTTCTTCCGTCGTGAAGGCCGTCCAAGC- STY3463 100 STY4292 63 STY3463 99.3 STY4292
ATGGCATTGCATTCCACGCGCTGGCTGGCGCTCAGTTATTTCACCTACTTCTTTAGTTACGGTATTTTTCTGCCCTTCTGGAGCGTCTGGCTCAAAGGTCTTGGGCTAACGCCGGAAACCATCGGTCTTCTGCTGGGCGTGGGTCTGGTCGCGCGTTTTCTCGGTAGTCTGCTCATTGCGCCTCGCGTAAGCGATCCTTCGCGGTTGATCTCCGCGCTGCGCGTCCTGGCATTGCTGACGCTGGTATTTGCGCTG- STY2801 100 STY2532 67.647 STY2801 99.6 STY3787

STY2851 62 STY3403 47 STY2851 21.3 STY3403
ATGCCTTCAATTCGACTGGCTGACTTAGCAGAACAGTTGGATGCAGAATTACACGGTGATGGCGATATCGTCATCACCGGCGTTGCGTCCATGCAATCTGCAACAACAGGCCACATTACGTTTATGGTAAATCCTAAGTACCGTGAACACTTAGGTTTATGCCAGGCTTCTGCGGTTGTCATGACGCAGGACGATCTTCCTTTTGCCAAGAGCGCGGCGCTGGTAGTTAAAAATCCCTACCTGACCTACGCGCGC+ STY0249 100 STY0515 61 STY0249 99.6 STY2327

STY1329 62.037 STY4872 59.804 STY4872 7.69 STY1329
ATGAACTTGCTGCAAATGGATATGAACCTGTTAAAAGTACTGTATGTGCTGCTGGAGACGAGCTCTACGGGGAAAACGGCGCAAAAGCTGGCTTTGTCGCCTTCTGCGGTGAGTCATGCGCTAATGAGATTGCGCGATGCGCTAAACGATCCGTTGTTTCGACGGGAGGGGAACCGCCAGATTGCTACGCCTTATGCGCAGGCGCTGCGTGACAAGTTGGCGCCTGTGTTTGTTTCGCTTAATGAGGAGCTGTTTG+ STY4058 100 STY0134 60.194 STY4058 98.6 STY0134
ATGGCGTTATTAAATGTAGATCAATTATCGGTGCACTTCGGCGACGAAGGGACACCGTTCAAAGCCGTCGACCGCATTAGCTACAGCGTGAAGCAGGGTGAGGTGGTCGGTATTGTCGGCGAGTCTGGTTCCGGCAAATCCGTCAGCTCGCTGGCGATTATGGGGCTTATCGATTACCCAGGCCGCGTGATGGCGGAAAACCTGCTCTTTAACGGACAGGATCTGAAGCGCATTTCCGAGAAGGAACGTCGCAAC+ STY4171 100 STY0887 82 STY4171 98.4 STY1308
ATGAGTAACTGGCCTTATCCTCACATTGTCGCCCATCGCGGCGGCGGTAAACTGGCGCCGGAAAACACTCTGGCGGCGATTGACGTGGGCGCGCGATACGGGCACACCATGATTGAGTTTGATGCCAAGCTGTCGAAAGACGGCGAAATTTTCCTGCTGCATGACGATAACCTGGAGCGCACCAGCAATGGTTGGGGTGTGGCGGGCGAGTTGAACTGGCAGGATTTATTGCGTGTGGACGCTGGCGGTTGGTTTA+ STY4258 100 STY2511 68 STY4258 98.9 STY2511
TTGTATCTGTTTGAAAGCCTGAATCAACTGATTCAAACCTACCTGCCGGAAGACCAGATTAAGCGTCTTCGGCAGGCGTATCTCGTTGCACGTGACGCTCACGAGGGCCAGACACGTTCAAGCGGTGAACCCTATATCACGCACCCGGTAGCGGTGGCCTGTATTCTGGCCGAGATGAAACTCGACTACGAAACGCTGATGGCCGCTCTGCTGCATGACGTGATTGAAGATACCCCCGCCACCTATCAGGACATG- STY4050 100 STY3094 72 STY4050 98.8 STY3094
ATGTCGATACCCCGTAAACGGCGCAGTACCGGTAAAGTGACTATCGCCGATGTAGCCCAACTTGCCGGTGTAGGCACGATGACCGTATCACGAGCCTTACGCACGCCGGAACAGGTCTCTGATAAACTCCGGGAAAAAATCGAAGCGGCAGTGCATGAGCTGGGCTATATGCCTAATCTCGCCGCCAGCGCGCTGGCGTCTGCCTCCTCGCACACCATCGCGATGGTCGTACCGAACCTTGCGGAAGCGGGGTGT+ STY2575 100 STY4268 67 STY2575 98.6 STY4268
ATGCAGCAACCTGTTGTACGCATTGGAGAGTGGCTGGTTACACCTTCTGTTAATCAGATCAGTCGTCAGGGACGCCAGATTACTCTTGAACCACGGCTGATCGATCTTCTGATGTATTTTGCGCATCATCCGGATGAAGTGTTAAGCCGGGATAACATTATTGATCATGTCTGGATGCGCACCATCGTGACCAACCATGTTGTCACCCAAAGCATTTCTGAACTACGCAAATCATTAAGAGATGGCGGAGACAGC+ STY2804 100 STY2080 55 STY2804 98.7 STY2080
ATGAAAAAGGATTTTACCATGAAGAAAATTGTCTGCGCCGTCGTCGCGCTCCTGCTGACCCTCCCCGCCTGGGCGAAGCTAAACGCCCATGAAGAAGCGCGCATTAACGCCATGCTTAATGTGCTGGCGCAGAAAAAGGATCTGACCTTCGTTCGTAACGGTGATGCGCATAACTGCGAGGAAGCCGTATCGCACCTGCGCTTAAAACTGGGTAACACGCGCAATCGTATCGACACCGCTGAACAGTTTATCGATA+ STY2676 99 STY4415 62.963 STY2676 93.67 STY4415
ATGAAGTCTCTATTAAAAGTTTCACTGGCTGCACTTACCCTGGCTTTTGCGGTGTCTTCGCACGCTGCGGATAAGAAACTCGTTGTGGCAACCGATACGGCGTTCGTTCCGTTTGAATTTAAACAGGGCGACAAATACGTCGGTTTTGATGTTGATCTGTGGGACGCTATCGCGAAAGAACTGAAGCTGGACTACACCCTGAAACCGATGGATTTCAGCGGCATTATTCCGGCATTACAAACCAAAAATATCGATC- STY0868 100 STY2584 60.194 STY0868 100 STY2162
ATGGCGCTGAATGATTTTCACGTTTCTGAACCTTATACGCTCGGTATTGAGCTGGAGATGCAGGTGATCAATCCACCTGGCTACGATTTAAGTCAGGACTCTTCTACGCTGATCGACGCCGTTAAGCCCCAACTTACTGCGGGAGAAATTAAGCACGATATCACCGAAAGTATGCTGGAGATGGCCACGGGCGTCTGCCGCGATATTGACCAGGTGGCGGCCCAACTTTCTGCCATGCAGCACGTTATTTTACAG- STY0626 100 STY0063 64 STY0626 98.8 STY0063
ATGGTTATTTCACTGAAAAATCGTAACTTTTTGAAGCTGCTTGACTACACCCCGGCGGAAATCCAACACCTCATCGATCTGGCTATTGAGCTGAAAGCCGCAAAAAAAGCCGGATGCGAAAAGCAAACACTGATCGGCAAAAACATCGCGCTGATTTTTGAAAAAACCTCTACTCGCACCCGATGCGCGTTTGAAGTCGCCGCGTTCGACCAGGGCGCGCAGGTGACTTATCTCGGCCCAAGCGGCTCGCAGATC- STY4803 100 STY4807 81 STY4803 99.6 STY4807
ATGACTGTAACGACTTTTTCCGAACTTGAACTCGACGAAAGCCTGCTGGATGCCCTCCAGGATAAAGGTTTCACTCGCCCGACCGCCATTCAGGCTGCCGCCATTCCGCCTGCGCTCGATGGCCGTGATGTACTCGGTTCTGCGCCGACAGGCACCGGAAAAACGGCGGCATATCTGCTGCCGGCGTTGCAGCACCTGCTCGACTTTCCGCGTAAAAAATCGGGGCCGCCGCGCATTCTGATCCTGACGCCAACC+ STY2836 100 STY0855 73.267 STY2836 98.9 STY0855
ATGAATCAGACGCTACTTTCCTCTTTTGGTACGCCTTTTGAACGTGTTGAACTTGCACTGGATGCGCTGCGTGAAGGACGCGGTGTGATGGTGCTTGATGATGAAGATCGTGAAAACGAAGGCGATATGATTTTCCCCGCAGAGACAATGACCGTAGAACAGATGGCGTTAACCATTCGTCACGGTAGCGGTATTGTTTGCCTGTGTATTACTGAAGATCGCCGTAAGCAGCTCGATTTGCCAATGATGGTGGAAA- STY3373 100 STY3830 60.396 STY3373 99.2 STY3830
GTGTTTCAAAAAGTTGACGCCTATGCCGGCGATCCGATTCTTTCACTGATGGAGCGTTTTAAAGACGACTCCCGTCACGACAAAGTAAATCTGAGCATTGGCCTGTATTACAACGAAGACGGGATTATCCCACAGCTCAAAACGGTGGCCGAAGCCGAAGCCCGGCTTAACGCGCAGCCGCATGGCGCCTCGCTGTACCTGCCGATGGAAGGACTCAATACTTATCGCCATACTATCGCGCCTTTGCTCTTTGGC+ STY4444 100 STY1000 68 STY4444 97.7 STY1000
ATGTCACATTGTTCCTGTCATGATAAACCGCAGCACAGTTTGCTGCCTGCGGCGTACCGCATCCTCAGTATTACTCGCCACACGCCGCTGGAGTGGAATTTCCGCGTGGCCGTCGATTTTCCCGCGCACTGGGGGCAATTTGTTGAGGTGTCGCTGCCGCGCGTCGGCGAAGCGCCCATCTCCGTTTCCGACTACGGCGATGGCTGGATAGATCTGCTGATTCGTAATGTCGGAAAAGTGACCAGCGCCCTCTTTA+ STY2795 100 STY3231 62.745 STY2795 98.8 STY3231
ATGTTAGACAACACCCGCTTACGCATAGCTATTCAGAAATCAGGCCGTTTAAGCGATGATTCACGAGAATTGCTGGCCCGCTGCGGCATAAAAATTAATTTACACACTCAGCGCCTGATTGCGATGGCGGAAAACATGCCGATTGATATCCTGCGCGTGCGTGATGATGACATTCCGGGTCTGGTGATGGATGGCGTGGTCGATCTCGGTATTATCGGCGAAAACGTGCTGGAAGAAGAGCTACTCAACCGCCGCG+ STY2280 100 STY4170 62 STY2280 99.3 STY4170
ATGAAACCTGCATCTGTTATCATTATGGACGAACACCCTATTGTAAGAATGTCGATCGAAGTTTTACTCGGTAAAAATAGCAATATTCAGGTTGTCCTGAAAACGGATGATAGCCGAACAGCGATAGAGTATCTGCGCACTTATCCTGTTGATCTTGTCATTCTGGATATTGAATTACCGGGCACCGACGGCTTTACCTTACTTAAACGAATCAAATCTATCCAGGAACATACCCGGATACTTTTTTTATCGTCGA- STY0596 100 STY4901 60 STY0596 98.9 STY2155
ATGCTCTACATCTTTGATTTAGGTAATGTGATTGTCGATATCGACTTTAACCGCGTATTAGGTGTGTGGAGCGACCTGAGTCGAGTACCGTTGGCTTCGCTGAAGCAAAAATTTACGATGGGCGAGACTTTTCACCAACATGAACGCGGTGAGATAACGGACGAAGCGTTTGCTGAAGCTTTCTGTCATGAAATGGCGTTATCGCTCAGTTATGAACAATTTGCGCACGGCTGGCAGGCGGTATTTGTCGGATTAC- STY3852 100 STY4450 60.784 STY3852 98.8 STY4450



ATGAATAACTTACCGGTCGTTCGCTCGCCCTGGCGCATTCTGATTCTGGTGCTGGGGTTTACTTTTCTCTATGCGCCGATGTTAATGTTGGTGATTTACTCGTTTAACAGTTCGAAGCTGGTGACGGTGTGGGCGGGATGGTCGACGCGCTGGTATGGCGAGCTCTTTCGGGATACCGCCATGATGAGCGCAGTGGGACTAAGCCTGACAATTGCCGCCTGCGCGGCGACGATGGCGGTGGTGCTCGGTACTATCG+ STY0913 100 STY3519 70.755 STY0913 98.3 STY1263
ATGCCCACCCATTTAGTCTGGTTCAGGCGCGATCTGCGTTTACAGGATAACCTTGCGCTGGCCGCCGCCTGCCGCGATGCATCCGCGCGGGTGCTGGCGCTTTATATTTCCACCCCCGCCCAGTGGCAGGCCCATGATATGGCGCCGCGGCAGGCGGCATTCATCAGCGCGCAGCTCAATGCGCTACAGACGGCCCTTGCAGAGAAAGGGATTCCGCTGCTGTTTCATGAAGTGGCGGATTTTAACGCCAGTATT+ STY0749 100 STY0525 58.252 STY0749 98.4 STY0525
ATGCACGTTGATCAAAACAAAATACTGGGATGCCTGGTGGGCGCCGCCGCCGCGGACGCGATGGGAGCCGCGACGGAAGTACGCACCCAGCAGCAAATAAAAGACTATTTTGGCGGCTGGGTGACGACCTTTCAAAAACCGCCTGCGGACACGTTTGGGCGCTGCAATGAAGCGGGGATGTGCACGGATGATTTTATTCAGGCGAAGTACATCATGGATGCGCTGCTGCGCCATCAGCGTGAAGTCAGCGACGAA- STY3803 100 STY3803 97.6
ATGACCATCAAGAATGTAATCTGCGATATCGACGGCGTGCTGATGCACGACAACGTAGCCGTACCCGGTGCGGCGGAATTTCTGACGGGGATTCTGGAAAAAGGTCTGCCGCTGGTGCTGCTGACCAATTACCCGTCGCAAACCGGCCAGGATCTGGCGAACCGTTTTGCTACCGCTGGCGTTAACGTGCCGGACAGCGTGTTTTATACGTCAGCAATGGCGACAGCCGATTTTCTGCGCCGTCAGGAAGGTAAAA- STY0719 100 STY0719 98.9
ATGCCTGAAGGCCCGGAAATTCGTCGTGCGGCGGATAATCTGGAGGCGGCAATCAAAGGCAAACCCTTAACCGATGTCTGGTTTGCCTTTGCACAGTTAAAACCGTATGAATCGCAGCTTACCGGTCAACTTGTTACCCGGATAGAGACGCGGGGAAAAGCGTTATTGACCCACTTTTCAAATGGCCTGACGCTCTACAGCCACAACCAACTCTATGGCGTATGGCGGGTGATCGACACCGGTGAAATACCGCAGA+ STY0771 100 STY2413 58.095 STY0771 98.2 STY2413
ATGAGCTTTTTTCACGCCAACCAGCGGGAAGCCCTGAATCAGAGCCTGGCGGAAGTACAGGGTCAGATTAACGTTTCGTTTGAATTTTTCCCGCCGCGCACCAGTGAAATGGAGCAAACCCTGTGGAACTCCATCGATCGCCTGAGCAGCCTGAAACCGAAGTTTGTTTCGGTAACGTATGGCGCCAACTCCGGGGAACGTGACCGCACTCATAGTGTTATTAAAGGCATTAAAGAGCGTACTGGGCTTGAGGCCG- STY3761 100 STY2285 70.476 STY3761 98.5 STY2285
ATGGAAAAAAAATCTCCCCGTTTAAAAGCCTTACTGACGCCGGGGGAAGTTGCGAAACGTAGCGGTGTTGCTGTGTCCGCCCTGCACTTCTATGAAAGCAAAGGGCTAATTACCAGTATCCGTAATAGCGGTAACCAACGGCGATACAAGCGTGACGTGTTGCGTTATGTCGCGATTATCAAGATTGCCCAGCGTATCGGCATCCCGCTGGCAACTATCGGCGACGCGTTTGGTATCTTGCCGGAAGGGCATACGT+ STY4464 100 STY4464 99.1

STY4459 100 STY4458 64 STY4459 100 STY4458
ATGCTTGACGCACAAACCATCGCTACAGTAAAGGCCACCATTCCCCTGCTGGTTGAAACAGGACCGAAACTGACCGCCCACTTCTACGACCGTATGTTTACGCATAACCCGGAGCTCAAAGAAATCTTCAATATGAGCAACCAGCGTAACGGTGATCAGCGCGAAGCCCTGTTTAATGCTATCGCGGCCTACGCCAGCAATATCGAAAATTTACCGGCGTTGCTGCCGGCGGTAGAAAAAATCGCGCAGAAGCAC+ STY2803 100 STY4297 63.366 STY2803 98.7 STY4297
ATGAAACTTTTTCTGACAACGGCAGCGCTAACTGCGACCTTGATTTCCGGCATGGCATTTGCCAGCGATCCCGTCATCCCCTGGGCGACTAACAGCGGCGGTACGGAAAGCACGCATATTGCGGCAATGGGCGAGGATTTGAATGCGCAGCATCAGCAGATCACCCACACGCATGAAGGCGTATGGGCGGCCAATTCCGGCAGCATTCAGGCTGATGAAGCCGCGCTGACCAGCAACAAGCCGCCGGTACAAGGCC+ STY0178 100 STY0178 98.2
ATGTCTACAACAACGTTAACCCGCCGCGAGCAGCGCGCTAAAGCCCAGCATTTTATCGATACGCTGGAAGGGACTGCCTTTCCCAACTCGAAACGCATCTACGTGACCGGTTCGCAGCATGATATTCGCGTACCGATGCGCGAAATTCAACTTAGCCCTACGCTCATCGGCGGCAGTAAAGACAACCCGCAGTTTGAAGAGAACGAAGCCGTACCGGTATACGACACCTCCGGCCCCTATGGCGATCCTGAAGTG+ STY3721 100 STY0240 60 STY3721 96.6 STY0240
ATGGCAGTTATAGCATTTATCGGGTTGGGACAGATGGGCTCCCCTATGGCGAGCAATCTGCTAAAGCAGGGCCATCAACTCAGCGTCTTCGATATTAATCCCGACGCCGTACAGCGTCTGGTAGACAAAGGCGCGCAACCTGCAAGCAGCCCGGCTCAGACAACCATCGGCGCTGAATTTGTTATCACCATGCTCCCGAACGGCGATCTGGTTCGTTCCGTTTTGTTTGGCGAGCAAGGCGTTTGTGAAACTCTTT+ STY3855 100 STY3430 64.423 STY3855 99 STY3430

STY3801 95 STY0185 31 STY3801 79.52 STY0185
ATGCTAAGGTATGATGAGAGGAAGTTGAATAATTTAACATTGTCTTCATTTTCAAAATCTGGCGTGTCGAGTGATACCCGGCTATATATTGCTAAGGAAAATACTGATAAGGCATATGTTGCGCCTGAAAAATTTTCGTCAAAAGTATTAACCTGGCTTGGAAAAATGCCCTTATTTAAAAACACTGAAGTGGTGCAAAAACACACGGAAAATATCAGAGTACAGAACCAAAAGATTTTACAGACATTTCTCCAG- STY3001 100 STY4872 56.757 STY3001 96.1 STY4872
TTGACACGTCTAACCCTGGCGTTAGATGTCATGGGGGGCGATTTTGGTCCTTCCGTGACGGTGCCTGCAGCATTGCAGGCACTGAACGCTAATTCGCAGCTCACTCTTCTTTTAGTCGGGAATCCCGATATTATCACGCCATTACTTGCCAAAGCTGACTTTGAACAACGTTCGCGTCTGCAGATTATCCCTGCACAGTCAGTTATTGCCAGTGATGCCCGGCCTTCGCAGGCGATCCGCGCCAGTCGCGGGACA+ STY1231 100 STY1231 99.4
ATGTTTCAGGACAACCCGCTGCTAGCGCAGCTTAAACAGCAACTGCATTCCCAGACGCCGCGCGCTGAAGGGGTCGTAAAAGCCACGGAAAAAGGCTTTGGCTTCCTTGAGGTTGACGCGCAAAAAAGCTACTTCATTCCTCCGCCGCAGATGAAAAAAGTGATGCATGGCGATCGTATCGTCGCGGTCATCCACACGGAAAAAGAACGTGAGTCTGCCGAGCCGGAAGAACTGATCGAACCGTTCCTGACGCGC- STY1350 100 STY1350 98.9
ATGGCACAACGAGTACAACTCACCGCAACGGTCTCCGAAAACCAACTCGGTCAACGCTTAGATCAGGCTTTGGCCGAAATGTTCCCGGATTATTCACGTTCGCGTATAAAAGAATGGATTTTGAATCAGCGCGTGTTGGTCAATGGTCAACTTTGCGATAAGCCAAAAGAAAAAGTGTTAGGCGGCGAGCGGGTGGCTATTGATGCGGAGATCGACGAAGAGATTCGTTTTGAAGCGCAGGATATCCCGTTAGAT- STY2851 100 STY0110 69 STY2851 99 STY0110
ATGCAGATCCTGTTGGCCAACCCACGCGGTTTTTGCGCCGGGGTAGACCGCGCTATCAGCATTGTTGAAAATGCGCTCGCCATTTACGGCGCGCCAATTTACGTTCGGCACGAAGTCGTGCATAACCGCTATGTAGTGGACAGCCTGCGCCAGCGCGGAGCGATCTTTATAGAGCAAATTAGCGAAGTGCCGGATGGCGCCATTCTGATCTTCTCCGCTCATGGGGTTTCCCAGGCGGTGCGTAACGAGGCGAAA+ STY0058 100 STY4809 61.386 STY0058 98.1 STY4104
ATGAAAATGCACAACGATCCCCATTCAATGGACTCACAATCTATTTTTGCTGGCTCACAATTACTGCCAATGGAAAAAACTTCTCATTTGGCTCTGAGCGTCGGATTTCGCTCTCACTTAGCGTGA+ STY1038 100 STY2629 69 STY1038 100 STY2629
ATGCGATACCGTTTTCCCGATAACTTCTGGTGGGGCAGCGCCTGCTCAGCGTTGCAAACCGAAGGGGATAGTCTGAATGGTGGTAAAAGCCAGACCACGTGGGATGTGTGGTTCGAGCGCCAGCCTGATCGTTTTCATCAGGGCATCGGTCCAGCGGAAACCTCAACGTTCTATCGCCACTGGAAGCAAGACATCGCGCTACTGAAACAGTTAAAACACAACAGTTTTCGCACCTCGCTAAGCTGGGCGCGGCTC- STY4009 100 STY4184 48 STY4009 98.8 STY4184
GTGTTGCAACTTTATCGTTATTTCTGGCAACCTGCTCGTTACGCTGTACCGGAATGGCTGGATAAGCTGGGCTTTCATCTTTCAAACTGCTGGCGTTATGGCGATCGGCCCAAATTGGATCGTCTTCTTGACAGAGCGTTAAATAGACTAAGGGGAAGCTCTGTTATTCCAGCCTGTTTAAATGACAGGCAAAAACGACAGATTCGTCTTGCGCCGCGTATATCGGCATTTGCCTTTGGACTGGGATTATTCAAAC- STY1710 100 STY0361 58 STY1710 98.9 STY0361
ATGAATATCAAAACCGTTGAAGACCTTTTTATCCATCTACTTTCAGATACCTATAGTGCAGAAAAACAATTAACCAAGGCTCTTCCTAAACTTGCCAGAGCCACGTCCAATGAAAAATTAAGCCAGGCCTTTCAATCTCATCTTGAAGAAACCCAGGGTCAGATTGAACGTATTGATCAGATCGTCGAATCTGAATCTGGCATTAAACTGAAAAGAATGAAATGCGTCGCTATGGAAGGGCTGATTGAAGAAGCCA- STY1322 100 STY1322 63.366 STY1322 100 STY1322

STY4632 92.079 STY3944 62.5 STY4632 61.64 STY3944
ATGACCATTTTGCCACGCCATAAAGATGTTGCGAAAAGTCGCCTGAATTTGCGCAATCCGTGGCATCTGCTCGCTACCGGCTTTGGCAGCGGGCTGAGCCCCGTGGTGCCGGGTACGATGGGCTCTCTGGCGGCGATCCCCTTCTGGTATCTGATGACGTTTCTGCCGTGGCAGCTTTATTCGCTGGTCGTGATGTTTGGAATCTGCATTGGCGTTTATCTTTGCCATCAGACGGCGAAAGATATGGGCGTACACG+ STY0459 100 STY0459 97.83
ATGCTGAGATTACTTGAAGAGAAGATAGCCACGCCATTAGGTCCGTTATGGGTGGTTTGCGATGAGCAGTTTCGACTGCGGGCCATTGAGTGGGAACAGTACCGCGATCGTATGGAGCAACTGCTAAATATCCACTACCGTCACGAAGGCTATGAACGCGTTTCTGCGACTAACCCCGGTGGACTCAGCGATAAGCTTGCAGATTATTTTGCAGGCAATCTCGCCGTAATTGATACCTTGGAAACCGCCACGGGGG- STY1405 100 STY4926 62.264 STY1405 98.6 STY2491
ATGCGTTTTTCATCAATTTTCAAAATAATAATATTAAATATATTTATTTCAAAAATGGCTCACGCTGCTGTCTGCGAGGAGCGCTATCCCCCCGACTCAGAAGAATGCCAGTACGTTCAGGAATTAGAGCAAAAAGCGGAACAAGGAGATGAAGGCGCGCAGTTCTCGCTTGGAAGCTGGTATGCGGAGGGGCGATACGTTAAGCCTGATTATAAACTAGCCATAAAATGGCTGGAGAAAGCGGGTAAACAAGGT+ STY1292 100 STY1383 61.765 STY1292 98.2 STY4249
GTGGATACCAGCCGTCTGACGCTCGATCATTTCTTATCGCGCTTTCAGCTTTTGCGCCCGCAGATGACTCATGAAACGTTAAATCAACGTCAGGCCGCCGTACTGATCCCTGTGGTTCGCCGCCCCCAGCCGGGGCTGCTGTTGACCCAGCGGGCTATTCATTTGCGCAAACACGCCGGACAGGTCGCCTTTCCCGGCGGGGCCGTGGACAGTACCGATGCTTCGCTTATCGCCGCAGCGCTTCGCGAAGCGCAGG+ STY1955 100 STY1955 58.252 STY1955 99.7 STY1955
ATGAATAATCAGGAACCGGCAACCATCCTGTTAATCGATGACCATCCGATGCTACGCACGGGTGTAAAGCAGCTTGTGAGTATGGCGCCCGATATCAGCGTGGTCGGAGAAGCCAGCAACGGTGAGCAGGGTATTGACCTGGCGGAATCGCTCGATCCCGATCTGATCCTCCTTGATTTGAATATGCCGGGAATGAATGGTCTCGAAACGCTGGATAAATTACGCGAAAAAGCGCTGTCAGGACGTATTGTCGTTT- STY1285 100 STY2472 69.307 STY1285 98.9 STY2472
ATGCCCCGCAGCACCTGGTTCAAAGCGTTATTGTTATTGGTCGCCCTCTGGGGGCCTGCAGTTCAGGCGGATATCGGTTGGCAACCGCTGCAAGAAACTATCCGTAAAAGCGATAAAGATACCCGGCAGTATCAGGCGATACGTCTTGATAATGACATGGTGGTGTTGCTGGTATCCGATCCGCAGGCTGTAAAGTCTCTTTCTGCGTTAGTGGTGCCCGTTGTATCGCTTGAAGATCCTGAGGCTCATCAGGGG- STY3133 100 STY0835 67.327 STY3133 98.6 STY0835
ATGGCAGCCACTTTATTGGACGTTTGCGCCGTGGTGCCGGCGGCCGGATTTGGCCGCCGAATGCAAACAGAATGTCCTAAGCAGTATCTCTCAATCGGTAATAAAACCATTCTGGAGCACTCAGTTCATGCGCTGCTGGCGCATCCTCGGGTGACACGCGTTGTTATTGCTATCAGCCCTGGCGATCATCGCTTTGCCCAACTTCCGCTGGCGAATCATCCGCAAATCACCGTTGTGGATGGCGGCAACGAACGCG- STY3055 100 STY3457 53.333 STY3055 98.9 STY3457
TTGATACCTACTGAGCGTCGACAAATCATTCTTGATATGGTGGCGGAGAAAGGCATCGTCAGTATCGCTGAACTGACCGAGCGCATGCATGTATCCCACATGACTATCCGCCGTGATTTACAAAAACTGGAGCAGCAAGGCGCGGTAATCCAGGTCTCTGGCGGCGTGCAATCATCGACTCGCGTGGCGCACGAACCCTCGCATCAGATCAAAACCGAACTGGCGACGCCGCAGAAAGCGGCGATTGGCAAACTGG+ STY3044 100 STY0897 62.745 STY3044 98.8 STY0186
ATGATGATTTTATTCAGGCGGATACTGTTCTGCCTGTTATGGCTTTGGCTGCCCGTCTCCTGGGCGGCGGAAAGCGGCTGGCTGCGTTCGCCCGATAACGACCATGCCAGCATACGGCTACGTGCCGATACGTCCGCTAACAGTGAGACCCGGCTGTTGCTGGATGTCAAACTGGAAAACGGCTGGAAAACCTACTGGCGCGCGCCGGGGGAAGGGGGCGTGGCACCCTCTATCGCCTGGAAAGGCGACATGCCT+ STY1150 100 STY4682 63.889 STY1150 99 STY4682
ATGGCAACTTATCTCATCGGCGACGTTCACGGTTGCTACGACGAACTGATCGCCTTATTACAGCAAGTGGAATTTACGCCAGATACAGACACTCTATGGCTGACTGGCGATTTGGTCGCCCGCGGTCCCGGTTCGCTGGACGTGTTACGCTACGTCAAATCGCTTGGCAATAGCGTGCGTTTGGTGCTGGGGAATCACGATTTACACCTGTTGGCCGTATTCGCCGGGATTAGCCGCAACAAACCTAAAGACCGGC- STY0103 100 STY0943 78.218 STY0103 98.9 STY0943
ATGGCAGAGAAAAAACCGGAGCTACAGCGTGGGCTGGAAGCTCGTCATATTGAATTGATTGCCCTCGGGGGCACCATCGGCGTCGGACTCTTTATGGGCGCCGCCAGTACGCTGAAATGGGCGGGCCCGTCAGTGCTGCTGGCGTATATCATCGCCGGATTGTTCGTCTTTTTCATCATGCGTTCGATGGGGGAGATGCTCTTTCTGGAACCTGTTACCGGCTCCTTTGCCGTGTACGCCCACCGGTATATGAGT- STY3625 100 STY0438 77 STY3625 99.5 STY0617
ATGAATTCCACCTCGTTGTATGCCGCCATTGATCTCGGTTCCAATAGTTTTCATATGCTGGTCGTGCGCGAGGCGGCGGGAAGCATCCAGACGCTGACCCGAATAAAACGCAAGGTGCGTCTGGCCGCGGGTCTGAACAACGACAACCACCTTTCAGCCGAAGCGATGGAACGCGGCTGGCAATGCCTGCGTCTGTTTGCTGAACGTTTGCAGGATATCCCGCAGCCACAAATCCGCGTGGTTGCCACCGCAACA+ STY3641 100 STY2743 69.307 STY3641 98.9 STY2743
ATGGCTTTAAATCTTCAAGACAAACAAGCGATTGTTGCTGAAGTCAGCGAAGTAGCCAAAGGCGCGCTGTCTGCAGTAGTTGCGGATTCCCGTGGCGTAACTGTAGATAAAATGACTGAACTGCGTAAAGCAGGTCGTGAAGCTGGCGTATACATGCGTGTTGTTCGTAACACCCTGCTGCGCCGCGTCGTTGAAGGTACTCAGTTCGAGTGCCTGAAAGACACGTTTGTTGGTCCGACCCTGATTGCATACTCTA- STY3734 100 STY3734 100
ATGGCACGCATTATTGTTGTTACTTCGGGTAAAGGGGGCGTTGGCAAGACCACCTCCAGCGCGGCCATCGCTACAGGTTTGGCCCAGAAGGGAAAGAAAACTGTCGTCATTGATTTTGATATCGGACTGCGTAACCTCGATCTGATTATGGGGTGCGAACGTCGTGTCGTTTACGATTTTGTAAACGTCATTCAGGGCGATGCGACACTGAATCAGGCGCTGATCAAAGATAAGCGTACTGAAAATCTCTTCATTC+ STY1945 100 STY1945 99.6
ATGCGTTTGATCATTCGCGCAATTGTATTGCTTGCCCTGGTGTGGATAGGCCTGCTGATGAGCGGCTATGGCATCCTGGTGGGAAGTAAAGTGAACGCTGCGGGGCTGGGTTTACAGTGCCATTACCTGACCGCACGCGGCACCAGCACGGCGCAATATCTCCATACCAACAGCGGCATTATCGGCTTTTCCGACTGTCCCATTTTCAGAAAAATCGCCACCGTGGTGGATAATGGCTAA+ STY1971 100 STY0214 56.731 STY1971 99.2 STY0214
ATGACCGGTATGAGTAATGTAAGCAAACTGGCCGGCGAGCCGTCAGGTCAGGAATTCCTGGTGTTTACACTGGGAAATGAAGAGTACGGCATCGATATCCTGAAAGTGCAGGAGATCCGTGGCTATGACCAGGTGACGCGCATCGCCAATACACCGGCCTTTATAAAAGGGGTGACTAACCTGCGCGGCGTGATTGTCCCCATTGTCGATCTGCGCGTGAAATTCTGCGAAGGCGACGTTGAGTATGATGACAATA- STY2129 100 STY4466 61.165 STY2129 99.4 STY0046
ATGGAACTGCTTTTATTAAGTAACTCGACGCTGCCGGGTAAAGCCTGGCTGGAACACGCTCTGCCGCTGATAGCGAATCAGTTGAACGGTCGACGCTCAGCCGTGTTTATTCCGTTTGCCGGCGTCACGCAAACATGGGACGAGTACACGGATAAAACCGCAGAGGTGCTTGCGCCATTAGGGATAAACGTCACAGGGATTCATCGTGTCGCCGATCCGCTTGCGGCGATTGAGAAAGCGGAAATCGTTATTGTCG- STY4407 100 STY4874 87.129 STY4407 98.7 STY4796
ATGAACCGTATTCACGCTGTTATTCTCGACTGGGCGGGCACCACCGTCGATTTTGGCTCCTTCGCGCCGACGCAAATTTTCGTCGAGGCGTTCCGTCAGGCATTTGATGTGGAGATCACCCTCGCCGAAGCACGCGTGCCAATGGGGCTGGGTAAATGGCAACACATTGAAGCGCTGGGAAAATTACCTACTGTTGACGCGCGCTGGCAGGCAAAGTTTGGCCGCGCCATGAGCGCAGCAGATATTGATGCCATCT+ STY0471 100 STY2753 74.51 STY0471 98.02 STY2753
ATGATCCGCAAAGCCTTTGTGATGCAGGTAAATGCCGACGCGCACGAGGAGTATCAGCGTCGTCATAACCCAATCTGGCCGGAGCTGGAAGCCGTATTAAAATCTCACGGCGCGCATCACTACGCGATTTATCTCGATCAGGAGCGCAATCTGCTGTTCGCCACCGTTGAGATTGAATCCGAGGAGCGCTGGAACGCCGTTGCCAGCACCGACGTTTGCCAGCGTTGGTGGAAACATATGCGTGACGTTATGCCCG+ STY3831 100 STY2649 56.436 STY3831 100 STY2649
ATGATCGAAATTAAACATCTGAAAACACTCCAGGCATTGCGGAATAGTGGATCGCTGGCTGCTGCTGCTGCGGTGCTGCACCAGACTCAATCCGCTCTGTCTCATCAGTTCAGCGATCTGGAACAACGCCTTGGCTTCCGCCTGTTCGTGCGTAAAAGCCAGCCGCTGCGCTTTACGCCGCAGGGGGAAGTTCTGCTGCAACTGGCAAACCAGGTGCTGCCGCAAATCAGCCGTGCGCTGCAGGCGTGCAACGAA+ STY3595 100 STY3596 100 STY3595 99 STY3596
ATGGATTCAATCTATGAATCACTGACGGAATTAGAAAAAACAGGGCTTACATTGCGTGATTTTTTTAATTCTCATGATAGTCATTCACTGAAATCTGCCTACGTGAGATTAAATCCATCTGCTGCGGTAAACCTTACCGACCGGGCGTGGCTGGAAGCGGAGTATGACTTTAATGCGCTATTCGTCGGCCCTGGCAAGCTGCTGGCTGCGCCTTTCGCTTCAGTGTATCTGGAAGAGGATGCGCTGGTGATGGGAA+ STY0658 99 STY1256 60.396 STY0658 83.77 HCM1.203
ATGAGCGTTCTTAACCCATGCATGACATGCGGTGCCTGTTGTGCCTATTTTCGTGTCTCCTTTTATTGGGCTGAAGGCGACGATGCCAGCGGACGCGTTCCGGCGTCATTAACCGAGCCTGTTACCCCTTTTTTACGTTGTATGGCCGGTACCAACCAAAAACAGCCGCACTGTAAAGCGCTAATTGGCACGCCGGGTGAAAACGTCAGTTGCGCTATTTATGAAAACCGCCCTTCAACCTGTCGCGAATTTTCGA- STY1318 100 STY3215 66.346 STY1318 100 STY3215
ATGAGTAAACTGTTGGATCGCTTTCGTTACTTTAAACAAAAAGGCGATACCTTTGCTGACGGCCATGGTCAGATGATGCATACCAACCGCGACTGGGAAGACAGTTATCGCCAGCGCTGGCAGTTTGATAAGATCGTGCGCTCAACCCACGGCGTCAACTGCACGGGCTCCTGTAGTTGGAAAATTTATGTCAAAAATGGTCTGGTGACGTGGGAAACCCAGCAAACCGACTACCCGCGCACACGTCCCGATTTA+ STY1488 100 STY1288 91 STY1488 92.02 STY1288
ATGTGTAATCACAAGCAGAGCGATCGCGTGCTCAATCTGCCTGCGGGCTATTTTGGCATCGTCCTTGGCACTATCGGTATGGGATTCGCCTGGCGTTATGCCAGCCAGATATGGGCAATAAGCCACTGGCCCGGCGACATCATGGTGATCCTGGCGATGATTATTTGGGCACTCTTGACCCTGGCGTTCCTTAGCCGTCTGGTGCGCTTTCCCCATAGCGTGATGGCTGAAGTGCGACATCCGGTAATGAGCAGT+ STY1455 100 STY0429 67.619 STY1455 99.2 STY0536
GTTCCCGGGGCTAAAGACCCTCAGCTAGATATATGTCCGCAATACGTCTTCAATGACTTTGTCCATCCAACCCAGGAAGTCCATCATTGTTTTGCCACAATGTTAGAAAGTTTTATAGCTCATCATTATTCCACTGAATAA- STY1439a 97 STY2281 64.486 STY1439a 11.25 STY2281
TTGTACTTCAAAAAATCTTTATTAGCTTTAGCGATTTGTGCATCCGTGGTCTCAGTAGAGGCGGTGGCGAATATCAGAGCCAATGATATGGCTTCTTCTGCTACGCCTGCTTCTGTTGGTCACCGTCCTGTGGCAACTACTAATGCAAAAAAGATAGAAGTGTCTGGGGAACTGACGACCGGTTCAACCCTCCAGATAGCGGATGTTTTTATTGAGGATGAGGATGGGGATCCCTTATCGCTGGATAAAATGAATA+ STY1394 100 STY4945 56 STY1394 99.1 STY4945
ATGAACAAAAACAGAGGGTTAACGCCTCTGGCGGTCGTTCTGATGCTCTCAGGCAGCTTAGCGCTAACAGGATGTGACGACAAACAGGACCAGCAAGGCGGCCAGCAGATGCCAGAAGTTGGGGTTGTCACACTAAAAACGGAACCACTGCAAATCACAACTGAACTTCCGGGTCGTACCGTTGCTTACCGTATCGCCGAAGTTCGCCCGCAGGTAAGCGGCATTATCCTGAAGCGTAATTTCGTTGAGGGAAGT- STY0520 100 STY3569 73 STY0520 98.9 STY3569
ATGAAAAGAAAAACAATGGGATGGCTTATCGTTTTTCTTCTATTTATAGTTTACATGCTCAACTATATGGATCGTTCAGCATTGTCGATAACTGCCCCCTTGATCGAAAAGGAGTTAGGATTTAACGCCGCGGAGATGGGAATGATCTTCAGCGCATTTTTTATCGGATACGCCCTGTTTAATTTTATTGATGGCTGGGCCAGCGATAAAGTTGGGCCAAAAACGGTTTTTCTCATCGCAGCGTTACTATGGTCT+ STY1519 100 STY4097 66.019 STY1519 99 STY3100
ATGACAGTGCTTTTTCACCTGCTGAAGATAATCATGATCGTTAGACCACAACAGCACTGGATTCGCCTGATATTTGTCTGGCATGGTTCCGTGTTATCTAAAATCTTTTCACGACTGCTCCTTAACTTTCTTCTTTCTATCGCCGTTATTATCATGCTGCCCTGGTACACAATGCTGGGTATTAAGTTTACCCTTGCGCCGTTTAGCATACTGGGCGTCGCTATCGCCATTTTTCTTGGGTTTCGCAATAATGCC- STY1534 100 STY4819 63.462 STY1534 99.5 STY4819



ATGAAAAATAAATCATTACTACTGGCGGTGGCGATTTCCGCCACGCTACTGGCAGGATGTAAAAATGGCGTGAATGGCAATTTAATCGCCAGTTCCGGCATGTCAGCCTACAAAGCCGCCACACTGTCCGATGCGGATGTTAAAGCATTATCTAATAATGCCTGTAAACAAATGGACAGCGAGAATCAACTGGCAGGTTCGAAAAGCAAATACACCAAACGTCTGAGTAAAATCGCTAAAGCGCTGGGTAACAACA+ STY0979 100 STY3237 81 STY0979 98.4 STY3237
ATGAAAGCATTGACGTATCACGGTCCACATCACGTAAAGGTTGAAAACGTACCCGATCCCGGCATTGAGCAGCCTGACGATATCATTTTGCGTGTTACCGCCACCGCGATTTGCGGATCTGATTTGCATCTCTATCGCGGCAAGATCCCACAGGTAAAACATGGTGATATTTTCGGCCATGAATTTATGGGCGAGGTGGTGGAAACCGGACATGATGTGAAGAATATTCGGAAAGGGGATCGGGTTGTTATCCCG+ STY0663 100 STY2910 63.107 STY0663 98.8 STY1555
ATGGAAATGGATCTGAACAATCGCCTGACTGAAGACGAAACGCTTGAGCAGGCTTACGATATTTTTCTTGAGCTGGCGGCGGATAATCTTGATCCGGCTGATATCATTCTGTTCAATTTGCAATTCGAGGAGCGCGGCGGCGCGGAGTTGTTTGATCCCGCTGAAGACTGGCAAGAGCACGTCGATTTTGACCTGAATCCAGACTTTTTTGCCGAGGTGGTGATTGGCCTGGCGGATACCGAAGACGGCGAAATTA- STY1311 100 STY0670 61.468 STY1311 99.4 STY0670

STY4789 66 STY2396 61.165 STY4789 57.65 STY2396
STY3008 63.889 STY3688 52.941 STY3008 8.4 STY3688

ATGCGCCAGCAACCTCACTATCTCGAATTGTTAAGCCCGGCCCGTGACGCCGCAATTGCTCGCGAAGCGATTTTGCATGGCGCAGATGCCGTCTACATCGGCGGACCCGGTTTTGGCGCACGTCATAACGCCAGTAACAGTCTGCGCGATATCGCCGATCTGGTCCCGTTTGCTCACCGTTACGGCGCCAGGATTTTTGTCACGCTGAATACTATCCTGCATGATGATGAGCTGGAGCCCGCGCAGCGGTTAATC+ STY1460 100 STY2664 67.961 STY1460 98.6 STY2797
ATGGATTTAAATCCGGATAGCCTGAAAATAGCCGCCAGCCGAGTGGGTAATACGAAAATCCGCGCCACACTACAACACGATGTTTTCGACACGTTCCCGGCGGACTGGCACGGGCGCTTCGATTCCGTTTCGATGTACTATCTTCTGCACTGCTTACCCGGTGAGATGACAACAAAAGCGAAGGCAATTAAAAATGCCGGTATGGCGCTAAAACCCGGCGGCACACTTTTTGGCGCCACGATTCTGGGCAAAGAGG- STY1433 100 STY4492 56.311 STY1433 65.19 STY4492

STY1339 55.769 STY2349 49.505 STY1339 7.88 STY2349
ATGTTGCGGATTATAGACACGGAAACCTGCGGGCTGCAGGGCGGGATCGTAGAGATAGCCTCTGTAGATGTCATTGATGGCAACATTGTCAATCCCATGAGTCACCTGATACGCCCCGATCGCCCTATTACGCCGCAGGCGATGGCGATACACCGTATTACCGAAGCCATGGTCGCCGATAAGCCGTGGATTGAAGATGTCATACCGCTTTATTACGGTAGTGAGTGGTATGTCGCTCACAATGCCAGTTTCGACA+ STY2084 100 STY0661 60.194 STY2084 99.6 STY0661
ATGGCGAACAGAATGATTCTGAATGAAACGGCATGGTTTGGCCGGGGAGCGGTGGACGCATTAACCGATGAGGTGACGCGCCGCGGTTATCATAAGGCGCTGATTGTTACCGATAAAACGCTGGTGCAATGCGGTGTGGTCGATAAGGTTACAAGCAGAATGGATGCCGCAGGGCTGGCGTGGGAGATCTATGCGGGCGTGATCCCTAATCCTACGATTTCCGTTGTCCAGGAAGGGCTTAAGGTCTTTACCCAA- STY3112 100 STY3830 68 STY3112 99.3 STY3830
TTGATTAAGAGTAAGGTTTTTTCATTTATGCAACATGACGCCATACAACGTCGCTCGCTGCCGGAGCGTATTTTCCATGCTGTCTGTTTTGAAGGTATTGCGACTGCGATACTGGCGCCAACGACCGCCTGGCTAATGCAGCGCTCGGTGCTGGAGATGGGCGGCCTGACGATATTGCTGGCAACGACGGCCATGATCTGGAATATCATTTATAACGCTCTGTTTGATCGACTGTGGCCTGCGCATCAGGTGAGAC+ STY3166 100 STY4468 67.961 STY3166 99.1 STY4468
ATGGCAAAGGTATCGCTGGAGAAAGATAAAATTAAATTTCTGCTGGTTGAAGGGGTGCATCAAAAGGCGCTGGAAAGCCTTCGTGCGGCAGGTTACACCAACATTGAATATCACAAGGGCGCGCTGGACGCTGAACAGTTGAAAGCGTCCATCCGCGATGCCCACTTCATCGGTCTGCGATCCCGTACTCATCTGACAGAAGAAGTGATTAACGCCGCAGAGAAGCTGGTGGCGATTGGCTGTTTTTGCATCGGC- STY3218 100 STY4156 63 STY3218 99.4 STY4156
ATGTACCGTAATTTTTCTTTTGCTGCTGCGTTGCTGGCCGCAGCGTTTTCAGGCCAGGCATTGGCCGACGGCATTAACAATTTTTCTCAGGCCAAAGCGGCGAGCGTCAAAGTCAATGCCGACGCGCCCGGCAGCTTTTACTGCGGGTGCCAAATCCGCTGGCAGGGTAAAAAAGGCGTCGTAGACCTGGAGTCCTGCGGCTATAAGGTGCGTAAAAACGAGAATCGCGCCAGACGCATTGAGTGGGAGCACGTTG+ STY3246 100 STY4047 61.765 STY3246 98.4 STY4189
ATGTTAAAAAAACTTCTCTTTCCGTTAGTCGCTCTGTTTATGCTGGCAGGATGCGCCACACCGCCGACGACCATTGACGTCGCGCCGAAGATCACCTTGCCACAGCAGGACCCGAGCCTGATGGGCGTCACCGTTAGCATTACCGGCGCGGACCAACGCCAGGATCAAGCGTTAGCGAAAGTCACGCGTAACAACCAGTTGGTAACGTTAACCGCCTCCCGCGATTTACGCTTCCTGTTACAAGAAGTCCTGGAAA- STY0487 100 STY2160 67.327 STY0487 90.55 STY2160
ATGCCCGAACCCGTCGCTGAACCGGCGCTAAACGGATTGCGCCTCAATCTGCGTATTGTCTCCATCGTGATGTTTAACTTTGCCAGCTACCTGACTATCGGCCTGCCGCTCGCCGTCTTGCCCGGCTATGTGCATGATGCGATGGGATTCAGCGCGTTCTGGGCGGGGCTTATTATCAGCCTGCAATACTTCGCCACTCTGTTAAGCCGTCCCCATGCCGGGCGGTATGCGGATGTATTAGGGCCGAAAAAAATC+ STY4230 100 STY2603 70.192 STY4230 95.12 STY2603
ATGAAAAGAAAATTGTCCTGGATGTGTGCGGCGGTAATAGGATTAAGCGCGTTTCCTGCTTTCATGACGGCGGCGGCGCCTGCGATGCCGCCATTGATCAATGCTGAACCCACCGAGCCTGCGCAGTCGCCCGTAACTGAGGCGCCCGTCGTGGCGCAGACCGCGCCTTCGCGCGAGGTCAAGCTGACCTTTGCGCAAATCGCGCCGCCGCCGGGCAGTATGGCGCTGCGTGGCGTTAACCCTAACGGCGGCATT+ STY4182 100 STY2494 63 STY4182 99 STY2494
ATGCGTAATCATCCATTAGGTATTTACGAGAAAGCACTGGCGAAAGATCTCAGTTGGCCAGAGCGGCTGGTGCTGGCAAAAAGCTGCGGTTTTGATTTTGTTGAGATGTCGGTGGATGAAACCGACGAACGTCTCTCACGCCTGGAGTGGACCTCGGCCCAACGCGCTTCGCTGGTGAACGCGATGCTGGAAAGCGGCGTCGCCATCCCGTCGATGTGCCTCTCCGCCCATCGTCGCTTCCCTTTTGGCAGCCGCG- STY4120 100 STY4743 74.257 STY4120 97.7 STY4743
ATGGTACTGGTGATTCTGGATGGCTACGGCTACCGTGAAGAACAGCAGGATAACGCTATCTTAAACGCCAAAACCCCGGTGATGGATGCTCTGTGGGCAAAACGTCCGCATACCCTGATCGACGCATCCGGTCTGGAAGTGGGTCTGCCTGACCGCCAGATGGGCAACTCCGAAGTGGGCCACGTTAACCTGGGCGCAGGCCGCATCGTTTATCAGGACCTGACGCGTCTGGACGTTGAAATTAAAGAACGTACT- STY4091 100 STY4091 98.15
ATGACAACGCAATCCAGTCCCGTTATTACGGACATGAAGGTCATTCCGGTTGCCGGACATGACAGTATGCTACTCAACATCGGCGGCGCGCATAACGCGTACTTCACCCGTAACATCGTCGTCCTCACCGATAACGCCGGGCATACTGGCGTCGGCGAGACGCCGGGCGGAGAAGTGATTTATCAGACGCTGGTCGATGCTATTCCGATGGTATTAGGCCAGGAAGTCGCCCGCCTGAACAAAGTGGTGCAGCAG- STY3099 100 STY3098 88 STY3099 98.6 STY3098
ATGTCGGGAGCCAATTCAGCAATCAGCCGTCGCCGTTTACTACAAGGCGCGGGCGCCATGTGGCTATTAAGCGTGAGCCAGGTCGGGCTGGCTGCCGTAAGCCAGGTCGTTGCGGTGCGTATCTGGCCTGCGTCCAGCTATACCCGCGTCACGGTAGAGTCGAATCGTCTGCTGAAATATAAACAATTTGCCTTAAGTAACCCGGACCGCGTGGTGGTAGATATTGAGGATGTGAATCTGAACTCGGTGCTTAAA- STY3129 100 STY2687 69 STY3129 99.1 STY2687
ATGTCTGAACAAAACGCACAGGGCGCTGACGAGGTAGTCGATCTTAACAATGAAATGAAGGCACGTCGCGAGAAGCTGGCTGCACTGCGTGAGCAGGGTATCCCGTTCCCGAACGATTTCCGTCGTGACCGTACCTCAGACCAACTGCACGCAGAGTTTGACGCGAAAGAAGCTGAAGAACTGGAAGCGCTGAATATTGAAGTGTCCGTCGCGGGCCGTATGATGACTCGCCGTATTATGGGTAAAGCCTCTTTT- STY3196 100 STY2109 68 STY3196 99.4 STY0274
GTGGAAAGGTTTGATGCTGTTATTATAGGCGCTGGCGCAGCGGGCATGTTTTGCGCCGCACAGGCAGGACAAGCGGGTAGCCGCGTGCTGCTCATCGATAATGGCAAGAAGCCAGGACGTAAAATCCTCATGTCCGGCGGTGGGCGCTGCAACTTTACTAATCTTTATGTTGAGCCTGCTGCGTATTTGAGCCAGAACCCCCATTTTTGCAAATCAGCATTAGCCCGCTATACCCAGTGGGACTTTATCGATCTG+ STY4215 100 HCM2.0017c 53 STY4215 97.31 HCM2.0017c
ATGACCAGCCGTTTTATGCTGATTGTCGCCGCTATCAGCGGTTTTATTTACGTTGCTCTGGGCGCGTTCGGGGCGCATGTTTTGAGTAAAACCCTGGGCGTGGTTGAAATGGGCTGGATTCAGACCGGCCTGCAATATCAGGCGTTCCATACGCTGGCGATCTTTGGCCTGGCGGTGGCGATGCAGCGCCGTATCAGCATCTGGTTTTACTGGAGCAGCGTTTTTCTGGCGCTGGGCACGGTGCTGTTTAGCGGCA- STY3121 100 STY3386 63.208 STY3121 100 STY0294

STY4512 98 STY2510 66.667 STY4512 51.88 STY4508

ATGCGAATTTTACTGGTAGAAGATGACACACTTATTGGCGATGGCATAAAAGCAGGTCTGAGTAAAATGGGTTTCAGCGTCGACTGGTTTACCGAGGGACGTCCGGGCAAAGAGGCGCTTTACAGCGCGCCTTATGATGCGGTCATTTTAGATTTAACGCTGCCAGGAATGGACGGACGGGATATTTTGCGCGAATGGCGCGAAAAGGGTAAACAGGAACCAGTACTGATCCTGACGGCGCGCGACGCGTTAGCAG+ STY3354 100 STY2904 66.667 STY3354 98.6 STY4491
ATGGTCTCTATTAATGACTCTGCTTTAACGCCGCGTTCGCTTCGCGACACACGACGTATGAATATGTTTGTTTCGGTTTCTGCAGCGGTAGCGGGACTGTTATTTGGTCTGGATATCGGCGTTATCGCTGGGGCGCTGCCTTTTATTACCGACCATTTCGTACTGACCAGCCGGCTGCAGGAATGGGTCGTCAGCAGTATGATGCTTGGCGCGGCAATTGGCGCATTATTTAACGGCTGGCTTTCATTTCGGCTG- STY3160 100 STY3244 78 STY3160 98.5 STY3244
ATGGTCAAATCTCAACCGATTTTGAGATATATTTTGCGCGGGATTCCTGCGATTGCAGTTGCGGTTCTGCTTTCTGCTTGTAGCACAACCACCAATACCGCAAAGAATATGCATTCTGAGACGCATGCTGTGGGCAATAGCGATAGCTCTTCACTGCAAGCCTCTCAGGATGAATTTGAAAATATGGTGCGTAACCTCGACGTTAAGTCGCGGATTATGGATCAGTATGCTGACTGGAAAGGTGTGCGTTACCGCC+ STY2450 100 STY1767 65.094 STY2450 99 STY1767
ATGAATATCTTACTTTTTGGTAAGACAGGGCAAGTAGGCTGGGAGTTGCAACGTTCTCTGGCGCCAGTGGGGAATCTGATTGCCCTGGATGTCCATTCAAAAGAGTTTTGCGGTGATTTTAGTAATCCGAAAGGCGTTGCCGAAACCGTTCGTAAGCTTCGTCCCGATGTGATTGTTAACGCAGCAGCACATACTGCAGTAGATAAAGCAGAGTCTGAACCAGAACTGGCGCAGTTGCTTAACGCCACCAGTGTGG- STY2306 100 STY2306 97.4
ATGATTAAAGTGCTGATTGTGGATGATGAGCCGTTAGCGCGGGAAAATCTGCGGATTTTGCTCCAGGGGCAGGATGACATTGAGATTGTGGGAGAGTGCGCGAACGCGGTAGAAGCGATTGGCGCGGTACATAAGTTGCGACCTGATGTGCTGTTTCTGGATATTCAGATGCCGCGTATCAGTGGACTGGAGATAGTAGGAATGCTTGATCCGGAACACCGCCCGTATATCGTTTTTTTAACCGCGTTTGACGAAT- STY2388 100 STY3507 66 STY2388 99.7 STY3992
ATGACACAGCTTACAGATAATACCTGGTACACTTCAGATTACATCTCTCCTTTACAATTATTTATTCGTCTGACGCGCGGGCAATTACAGCCAGGAAAATTCTGGCGTAAAGCCAGCTTTCGTCGCAAGTTTTTAATCCGCTCATTAGTCATGCCGCGTGCAACCAGCCAATTACTGACCAATCTCACCCAATGGCCGAAGTTAAATACGTTACTTGCTCGTCAGCCGCGTTTGCCTATTCGGCTACATCGTCCT- STY0936 100 STY2899 65.347 STY0936 97.65 STY2899
ATGTTTGATAAACGTCACCGTATCACTCTGTTATTTAACGCGAATAAAGCCTATGACCGTCAGGTAGTGGAGGGGGTGGGTGAATATTTACAAGCCTCGCAATCCGAATGGGATATATTTATTGAGGAAGATTTCCGTGCCCGTATCGATAACATTAAAGAGTGGTTAGGCGACGGCGTTATTGCCGATTACGATGATGACGATATCGCGCAATTATTGGCCGATGTCGACGTACCCATTGTCGGGGTCGGCGGT- STY4136 100 STY4759 79.208 STY4136 99.4 STY4759
ATGCCAGCCGCAAACAGTATGGCGATGAAACGTGAAACTCTGAACCTGCGTATCAAACCCGCCGAGCGCGATCTTATTGATCGAGCGGCGAAAGCCAGAGGGAAAAACCGCACAGACTTTGTGTTGGAAGCTGCCCGTGCTGCCGCAGAAGAAGTGCTTATCGAACAACGCATCATTATGGCCGATCCAGAGGCTTATCAGGAATTTCTCGTTCGTTTGGATCAAACACCTTCACCTAATGCCGCACTGCGTAAAA+ STY4517 99 STY4667 95 STY4517 97.3 STY4667
TTGCCTCAGTTTCGTCGCTCCATTCTCACGCTGGCCACTTTGCTGGCATTTGCACATCCCGTTTTCGCTGGCAAGCTCGCCATCGTGATTGATGATTTTGGCTATCGCCCGCACACGGAAAACCAGGTTCTGGCGCTGCCGCCAAACATCTCCGTCGCTGTACTGCCCAACGCGCCGCACGCGCGCGAAATGGCGACTAAAGCGCACAATAGCGGGCATGAGGTGTTAATCCATCTGCCGATGGCGCCGCTAAGC- STY4089 100 STY4089 98.3
ATGCTCAGTTATCGTCACAGCTTTCACGCTGGCAACCACGCCGACGTCCTTAAACATACCGTTCAGAGCCTGATCATCGAGTCGCTAAAAGAGAAAGAAAAACCGTTTCTCTATCTGGACACGCACGCGGGCGCGGGGCGTTATCAGTTGGGCAGCGAACATGCTGAACGTACCGGAGAGTATCTGGAAGGCATCGCCCGTATCTGGCAGCAGGACGATCTGCCCGCCGAACTGGAACCGTATATTAGCGTCGTAA- STY4206 100 STY4796 88 STY4206 99.4 STY4796
ATGAAAACGCCCCTGATCACCCGCGAAGGGTACGAAACACTCAAACAAGAGCTCAATTATCTCTGGCGTGAAGAGCGCCCGGAGGTCACCAAAAAAGTGACCTGGGCTGCGAGTCTGGGCGACCGCAGCGAGAATGCCGACTATCAGTATAATAAAAAGCGCCTGCGTGAGATCGACAGACGCGTCAGATATCTGACCAAATGCATGGAAAATCTCAAAATCGTGGATTATTCCCCGCAGCAGGAGGGCAAAGTCT- STY4293 100 STY4285 61.765 STY4293 99.6 STY4285
ATGAAACTCTTCGCTCAGGGCGCCACGCTCGATCTCACTCATCCGCATGTTATGGGGATCCTGAACGTAACGCCGGATTCGTTCTCCGACGGCGGCGCGCATAACACGCTGATTGAGGCGGTGAAACATGCGAATTTAATGGTGAATACCGGGGCGACAATTATTGATGTGGGGGGGGAATCAACGCGACCAGGCGCGGCAGAAGTGAGCGTGGAAGAAGAGCTGGATCGCGTTATTCCGGTACTGGAAGCAATCG- STY3473 100 STY4613 61 STY3473 99.6 STY3986
ATGAAACGTGCATTTATTATGGTGCTGGACTCATTCGGCATCGGCGCTACTGAAGACGCGGATCGTTTTGGCGACGTAGGTTCCGACACTCTGGGCCACATCGCAGAAGCTTGCGCCAAAGGCGAAGCTGACAATGGCCGTAAGGGCCCGTTGAATCTGCCTAACCTGACTCGTCTGGGGCTGGTGAAAGCGCATGAAGGCTCTACCGGTAAAATTGCCGCCGGCATGGACGGCAACGCGGACGTTATTGGCGCA+ STY4920 100 STY3569 50.98 STY4920 98.9 STY3569

STY0519 72 STY2341 71 STY3570 28.15 STY2719
ATGAGTCGTCCTCGTCGTCGTGGCCGCGACATTCACGGCGTTCTGTTGCTGGATAAGCCGCAGGGTATGTCCAGCAATGACGTGCTGCAGAAAGTTAAGCGCATCTACAATGCCAACCGCGCCGGGCATACCGGCGCGCTGGACCCGCTGGCGACCGGCATGTTGCCGATTTGCCTCGGCGAAGCGACAAAATTTTCGCAGTACTTGCTGGATTCTGACAAACGCTATCGTGTTATTGCCCGTCTGGGGCAGCGC- STY3465 100 STY0359 62.745 STY3465 97.9 STY0359
ATGCGTAAATCAGACAACTTGCCAGTTACTTTCACCAAAAGCGATGTAGAAATTATTGCACGGGAAACGCGCTATCGCGGTTTTTTTTCATTGGATGTGTATCGATTCCGCCATCGTTTATTCAACGGAGAAATGAGTGGCGAGGTAAAGCGCGAAATTTTTGAGCGCGGGCACGCCGCCGTCTTGCTACCCTTTGACCCTGAACGCGACGAGGTGGTGCTGGTCGAACAGATTCGTATTGCCGCATATGACACAA- STY3363 100 STY4883 65 STY3363 99.7 STY4883
ATGATGCGCAAAACGCTGCTGGCGGCAGTGCTAACGTTTACGGCGATGGCCGCTCATGCAGATTACAAATGCAGCGTCACGCCGCGTGACGATGTGATCCTGAGTCCACAAACGGTGCAGGTGAAAGGTGAAAACGGCAACCTGGTGATCACGCCGGACGGCAATGTGATGTACAACGGTAAGCAGTACACCCTTAGCGCCGCGCAGCGCGAGCAGGCGAAAGATTACCAGGCGGAACTGCGAAGCGCGCTGCCGT- STY3262 100 STY2418 60 STY3262 99.3 STY2418
ATGCCATTATTAGATAGCTTCGCAGTCGATCATACCCGGATGCAAGCGCCGGCGGTCCGGGGTGCAAAAACGATGAACACCCCGCATGGCGACGCAATCACCGTGTTTGATCTGCGTTTTTGCATTCCGAACAAAGAAGTGATGCCGGAAAAAGGGATTCATACGCTTGAGCATCTGTTTGCTGGCTTTATGCGCGACCACCTCAACGGTAACGGCGTTGAGATTATCGATATCTCGCCGATGGGCTGCCGCACCG- STY2943 100 STY3480 64.078 STY2943 99.4 STY3480
ATGAGTAAGTCACTGAATATTATCTGGCAATATATACGCGCTTTTGTATTGATTTATGCCTGTTTGTACGCAGGCATTTTTCTTGCATCACTGCTTCCTATCACTATTCCCGGCAGCATTATCGGGATGTTAATTCTGTTTGTATTGCTGGCGCTGCAAATTCTGCCGGCAAAGTGGGTTAACCCCGGCTGTTATGTGCTGATTCGTTATATGGCGTTGCTGTTTGTGCCAATTGGCGTTGGGGTCATGCAATATT+ STY2411 100 STY2696 54.902 STY2411 100 STY2696
GTGAATACATTACAGCTCTCAATTGTTCACCGTCTGCCGCAAAACTATCGCTGGTCGGCGGGTTTTGCGGGGTCAAAGGTTGAACCGATTCCGCAAAACGGGCAGAGCACCGAGAATAGTCTGGTGGCGCTTAAACTGTTGAGTCCGGCAGGCGATAGCGCGTGGTCAGTGATGCATAAGCTCAGCCAGGCGCTAAGCGATATTGAAGTTCCTTGCTCCGTGCTGGAGTGCGAAGGGGAACCGTGCCTGTTCGTTA- STY2456 100 STY2456 63.107 STY2456 99.7 STY2456
ATGCGACTTGATAAATTTATCGCTCAGCAGCTTGGCGTCAGCCGCGCTATTGCCGGGCGTGAAATTCGTGGTAACCGCGTTACCGTCGATGGCGACATCATTAAAAATGCGGCCTTCAAACTGCTCCCGGAACATGCGGTTGCGTATGACGGCAATCCCTTAGCGCAGCAACACGGGCCACGCTATTTTATGCTTAACAAGCCGCAGGGATACGTTTGTTCAACCGATGATCCCGATCATCCAACGGTGCTGTATT- STY2459 100 STY4410 62.5 STY2459 99.9 STY1331
ATGAACGAACAATCCCAGGCCAAATCACCAGATACCCTGCGAGCGATGGTCGCCGGGACGCTGGCGAATTTTCAGCACCCAACCCTGAAGCATAACCTCACCACGCTTAAGGCGTTGCACCACGTCGCCTGGATGGATGATACGCTGCACGTTGAGCTGGTCATGCCGTTCGTCTGGAACAGCGCGTTTGAGGTATTAAAAGAGCAATGCAGCGCCGATCTGTTACGTATTACGGGCGCAAAAGCGATCGACTGG- STY2383 100 STY2571 62.617 STY2383 99.5 STY2337
ATGTTCAGGTCACTGATTCTGGCGGCAGCCTTGCTGGCTTTTACACCGCTTGCCGCGAATGCGGGCGAAATCACCCTGTTGCCCTCAATAAAATTACAGATTGGCGATCGCGATGATTACGGTAACTACTGGGACGGTGGTCGCTGGCGCGACCGGGATTACTGGCACAACCATTATGAATGGCGTAAAAATCGCTGGTGGCGCCATGACAACGGCTATCATCGCGGCTGGGATAAGCGTAAAGCGTATGAACGCG+ STY2648 100 STY0214 64 STY2648 100 STY3059
ATGTCTCGTGTTGCTAAAGCACCGGTCGTTGTTCCTGCCGGCGTTGATGTCAAAATCAACGGTCAGGTTATTACGATCAAAGGTAAAAACGGCGAGCTGACTCGTACTCTCAACGATGCTGTTGAAGTTAAACATGCAGATAATGCACTGACCTTCGGTCCGCGTGATGGTTACGCAGACGGTTGGGCACAGGCTGGTACCGCGCGTGCCCTGCTGAACTCAATGGTTATCGGTGTTACCGAAGGCTTCACTAAGA+ STY4373 100 HCM2.0070c 57 STY4373 100 HCM2.0070c
ATGCTCAAATCGACTCTGGCGGCTGTCGCAGCTGTTTTCGCTCTTTCTGCTCTTTCTCCCGTAGCGTTGGCAGCAAAAGGTGATCCTCATGTGCTGTTAACCACCTCCGCCGGGAATATTGAGCTGGAGCTGAACAGCCAGAAAGCGCCGGTTTCTGTGAAAAACTTTGTCGATTACGTCAACAGTGGTTTCTATAACAACACTACGTTTCACCGCGTTATTCCTGGCTTTATGATTCAGGGTGGTGGTTTTAACG+ STY4324 100 STY0584 71 STY4324 99.5 STY0584
ATGGCGTGGAATCAGCCCGGTAATAACGGACAGGACCGCGACCCGTGGGGAAGCAGCAAACCTGGCAGCAACTCTGGGGGAAATGGAAACAAAGGTGGCCGCGATCAGGGACCTCCCGATCTGGATGATATCTTCCGTAAGCTGAGTAAAAAACTCGGTGGTTTTGGGGGCGGTAAAGGCACCGGTTCCGGCGGCGGTAGCTCATCGCAAGGCCCGCGTCCGCAACTGGGAGGCCGTATTGTCGCCATCGCCGCG+ STY4720 100 STY4676 57.843 STY4720 99.4 STY4676
ATGAATAATCGTCGTGGTTTAACCGCCGTCCTGGCGACGTTGATTACGTTTTCCCTGAGCGCTACGCCTGTGCTGGCGAATCCGGGAAATGGCAATGGCGGCGGACATGGTAATAACGCGGCTAATCAGGGTAATAACGGTAACGGACATAAAGGAAATGCCGGGCAAAAAACGGAACACCGTAAAAATGGCGGTAAACCGGATCACGTCGAGTCGGACATTAGCTACGCTGTCGCCAGGCAACTGGCAGTGAATT+ STY4024 100 STY4024 98.58



ATGTCTCATCTATACGACCCTACCACGCAGTATTACACCGGCGAGTATCCTAAGCAAAAACAGCCGGCGCCCGGCGTCCAGGCGAAAATGACGCCTGTTCCTGACTGTGGTGAAAAAAGTTATGTCGGCAGTGGTCGCCTTAAAGATCGTAAGGCGCTGGTGACAGGGGGCGACTCCGGGATTGGGCGCGCTGCCGCTATCGCTTACGCGCGTGAAGGCACAGATGTCGCGATCAACTATCTGCCAGCGGAAGAAG+ STY3330 100 STY1333 91 STY3330 98.2 STY3268
ATGTCTGCACAACCCGTCGATATCCAAATATTTGGCCGTTCACTGCGAGTGAATTGCCCGCCTGACCAAAGGGATGCGTTGAATCAGGCTGCGGACGATCTGAATCAGCGGTTGCAAGATCTGAAAGTTCGTACTAGAGTCACAAATACTGAGCAGTTGGTTTTCATTGCCGCATTGAATATCAGCTATGAGTTAACTCAGGAAAAAGCGAAGACCCGCGATTACGCGGCGAGCATGGAACAACGTATTCGGATGC+ STY3216 100 STY1503 49.505 STY3216 99.7 STY1503
ATGATACTGACCGATCCAGAATGGCAGGCTGTCCTTCTTAGCCTGAAAGTGTCTTCCCTGGCCGTGCTGTTTAGCCTGCCGTTTGGGATCTTTTTTGCCTGGTTACTGGTGCGATGCCGGTTTCCGGGCAAAGCCTTACTTGATAGTGTCCTGCATCTGCCGCTGGTGCTGCCGCCGGTGGTGGTCGGCTATCTGCTGCTGGTGTCGATGGGGCGACGCGGGTTTATTGGCCAGTGGCTGTATGACTGGTTCGGTC+ STY0815 100 STY2680 62 STY0815 99.1 STY2679
ATGGATTATCGCAAGATCATCAAAGAGATCGGGCGAGGTAAAAATCACGCCCGCGATCTGGATCTGGATACCGCGCGCGGTTTGTATACCCGAATGCTGAATGGCGACGTCCCCGACCTGGAAATGGGCAGTATATTGATGGCGCTGCGTATTAAAGGCGAAGGCGAAGCCGAAATGCTGGGCTTTTATGAAGCCATGTAGAATCATGCCATCAAACTGACACCGCCCGCAGATAGGCCGTTGCCGGTCGTTATT+ STY0858 100 STY0221 60.396 STY0858 98.7 STY0221
ATGGTGGTCATCTCGGCCTATTTTTCCGGTTCCGAAACTGGAATGATGACGCTAAACCGTTACCGTTTACGCCATATGGCGAAGCAAGGTAATCGCTCGGCAAAACGGGTAGAAAAATTACTGCGTAAACCCGACCGACTGATAAGCCTGGTGCTGATTGGCAATAACCTGGTCAACATTCTTGCCTCGGCGCTCGGCACGATTGTGGGTATGCGGCTTTACGGCGATGCCGGCGTGGCTATCGCCACCGGGGTA+ STY2866 100 STY1336 61.165 STY2866 99.9 STY1336
ATGTCCAAGCAACAGATCGGCGTCGTCGGTATGGCAGTGATGGGGCGCAACCTCGCGCTCAACATCGAAAGCCGTGGTTATACCGTCTCCGTTTTCAACCGCTCCCGTGAAAAGACCGAAGAAGTGATTGCCGAGAATCCCGGCAAAAAGCTGGTGCCTTATTACACGGTGAAAGAGTTTGTTGAATCCCTCGAAACGCCTCGTCGTATCCTGTTAATGGTGAAAGCGGGTGCAGGTACTGATGCAGCTATCGAT- STY2290 100 STY2639 57.843 STY2290 98.3 STY2639
GTGCTAAATGAAACGCCCGCACTGGCCCCCGATGGTCAACCGTACCGCCTGCTAACCCTGCGCAACAGCGCAGGGATGGTGGTAACGCTGATGGACTGGGGAGCCACTCTTCTTTCCGCCCGTATTCCGCTGTCTGACGGCAGCGTTCGGGAAGCATTGCTGGGCTGCGCCAGCCCGGAACACTACCCTGAACAGACGTCATTCCTCGGCGCCTCTATTGGCCGTTACGCGAACCGTATCGCCAATAGCCGCTAT- STY0806 100 STY1976 63.366 STY0806 98.9 STY1327
ATGAGTGAGGCCGTTATTACGCTGAACGGTCTGACGAAGCGCTTTGCGGGAATGGATAAACCCGCCGTCGCGCCGCTCGACTGTACCATTCATTCCGGTTATGTCACCGGGCTGGTAGGGCCGGACGGCGCAGGAAAAACCACGCTGATGCGTATGCTGGCGGGCCAGCTCAAAGCCGATGGCGGCAGCGCGTCCGTATTGGGCTTCGACCCGATACAAAACGACAGCGAGCTGCACGCGGTTCTGGGCTATATG- STY0852 100 STY4224 79 STY0852 98.8 STY4224
ATGATTACGCTGTGGGGCCGGAACAACTCGACTAATGTTAAAAAAGTGTTGTGGACGCTTGAAGAGCTGGAACTGCCATACGATCAAATTCTGGCAGGTGGAAAATTCGGCGTTAACCAGGATGCCGACTATCTGGCGATGAATCCTAATGGGCTGGTGCCGCTGCTTAAAGATGATGAAACCGACCTGTTATTGTGGGAATCCAATGCCATTGTCCGCTATCTGGCGGCGCAATACGGCCAGAACCGGCTATGGG- STY0895 100 STY2406 61 STY0895 98.9 STY0635
ATGCTTTTAGCGATGGCGCTACTCATAATTGGTTTGCTTCTGGTGGCCTACGGCGCCGATCGTCTGGTGTTTGCGGCCTCTATTTTATGCCGTACATTCGGTATTCCCCCGCTGATCATCGGGATGACGGTCGTGAGTATCGGCACCTCGCTGCCGGAAATTATTGTGTCGGTCGCCGCATCGCTACACGGTCAGCTCGATTTGGCCGTCGGCGCGGCGCTCGGTTCTAACATCACCAATATTTTGCTGATCTTA+ STY3493 100 STY0708 64.151 STY3493 99 STY0644
ATGCTCTCACAATGTGCCCGTTTTATCCGCCGCCTCTGTTTTACACGCCGGGCGTTAACAGTGGCGTGTTTTCTGCTTGTCGCAGCAGGCGTCGCGCTTTTCTATTCCAACTGGCTTATCGTCAACGCCTCACAGCATCTGACATGGAATGACATTCAGACCGTTCCCGCCCGCAATGTCGGGCTGGTATTAGGCGCCAAACCCGGCAATCGGTATTTTACCCGGCGGATTAATACTGCCGCCGCGTTGTACCACG+ STY3402 100 STY2414 66 STY3402 99 STY2414
ATGGTAGGCAAGGCAACTCTGGATATCATCTTCAGAGATCGTTCCGCAAACGCTATGGATAATTCTTCGCTGTCTATCGGCTGGCTGACGATAGACTCTACACCGCCAGTACGTTCCATGAAGAATAATAGTGATATTGGCGCCGGAGGCGATAATATCACTAACATCAATACACCGACCTTTTATTGGGTCGCTTAG- STY4513 100 STY4104 58.824 STY4513 88.51 STY4104
ATGAAAACTGGCTACAAGGTTATGCTTGGCGCATTAGCGTTTGTCGTGACAAACGTTTATGCCGCAGAAATCATGAAAAAAACGGACTTTGATAAAGTCGCCTCCGAATACACGAAAATTGGCACGATTTCCACCACCGGGGAAATGTCGCCGCTGGACGCCAGAGAAGATTTAATCAAAAAGGCGGATGAAAAAGGGGCGGATGTGGTGGTGCTGACGTCCGGGCAGACAGAAAATAAAATTCATGGTACGGCTG+ STY0398 100 STY1515 60.577 STY0398 100 STY1515
ATGGCGCTGTTAATCACCAAAAAATGTATCAATTGCGATATGTGCGAGCCGGAGTGCCCGAATGAGGCGATTTCAATGGGCGACAGCATTTATGAGATTAACAGCGACAAATGCACCGAGTGTGTAGGCCATTACGAAACGCCGACCTGTCAGAAAGTCTGCCCGATCCCCAATACGATTTTGCAGGATCCCGCCCATGTCGAAACCGAAGAACAGTTGTGGGATAAGTTTGTTCTGATGCATCACGCAGATAAAT+ STY2822 99 STY3410 53.465 STY2822 98.1 STY3410

STY3220 61 STY3456 57.426 STY3220 27.02 STY3456
ATGACACACGATAACAAACTGCAGGTTGAAGCCATTAAATGCGGCACCGTGATTGACCATATCCCTGCGCAGGTAGGCTTTAAACTGCTGAGTCTGTTTAAATTGACCGAGACCGATCAGCGAATCACTATCGGTCTGAATCTCCCGTCTGGCGAGATGGGGCGTAAAGACTTAATCAAAATAGAAAACACCTTCCTCACCGATGAGCAGGTTAACCAACTTGCTCTGTACGCGCCGCAGGCCACCGTTAACCGCA- STY4799 100 STY3075 54 STY4799 98.7 STY3075
ATGAAAGAGGCGCTGGCAACGGGAAGTGAGGCCTGGTGGAGGACGAAAACCGGGCCGGAATGGATACGGGAAAAAGACGGAAATTATCGGGTCACTTTTTGGTGGCGCGACCCGCAGGGAAACGAAACACACTCCCCGATACGGCGTGTCTGGGTCTACATCACTGGCGTAACCGATCATCATCAAAACGCGCAGCCTCAGACGATGGCGCGTATTGCCGGAACGGATGTCTGGCGCTGGAGCACGGCGCTTAGC+ STY0629 100 STY2892 67.327 STY0629 99 STY2892
ATGTTGAATACGCTGATTGTAGGCGCTAGCGGTTATGCGGGCGCAGAGCTTGTAAGCTACGTAAATCGCCACCCACATATGACCATAACCGCTTTGACCGTCTCAGCGCAAAGCAATGATGCAGGAAAGTTAATTTCTGATTTACATCCGCAGTTAAAAGGGATTGTTGACCTGCCATTGCAACCGATGTCGGATGTACGTGACTTTAGCGCAGATGTTGATGTGGTGTTCCTGGCGACAGCGCATGAAGTGAGC- STY3752 100 STY0082 64.078 STY3752 99.4 STY4161
ATGAATTCAACAATCTGGTTGGCGCTTGCTCTGGTATTAGTCCTCGAAGGGCTGGGACCGATGCTGTATCCCGGCGCATGGAAAAAAATGGTTTCGGCACTGGCGCAACTGCCGGAAAATGTTTTACGTCGTTTTGGCGGCGGACTTGTGGTCGCGGGAGTTGTGGTCTACTACATGTTGAGGAAAACGATTGGCTGA+ STY4722 100 STY3600 63.366 STY4722 100 STY2599
ATGACAAAACCGACAAAAGATGACGAACTGTACCGCGAGATGTGCCGGGTGGTGGGCAAGGTCGTGCTGGAAATGCGCGATCTGGGGCAGGAGCCTAAATATATTGTTATTGCGGGCGTGTTAAGAACCGCGCTGGCGAATCAACGCATCCAACGTAGCGCGTTAGAAAAACAGGCTATGGAAACCGTGATTAACGCTCTGGCGCGGTCATAG- STY1732 100 STY1732 100
ATGATGTCTTCTAACCCGCAAGTGTGGGAAAGCGATAAATCTCGTTTACGGATGGTGCACGTTGATGAGCCAGGAATTCGCACGGTGCAAATTGCCGGTAGCGACCCTGTTGAGATGGCCGATGCCGCACGTATTAACGTGGAAAGCGGCGCCCAGATTATTGATATCAATATGGGGTGCCCGGCGAAGAAAGTGAATCGTAAGCTGGCAGGTTCAGCCCTCTTGCAGTACCCGGATTTAGTGAAGTCTATACTCA+ STY3564 100 STY2404 67.308 STY3564 87.23 STY2404

STY4777 61 STY3111 60.748 STY3111 16.17 STY4777
ATGTGGTATCAGCGCACCATTACACTGAGCGAGAAGCCGCGCGGGTTTCATCTAATAACAGATGAAATTACCGATAAATTGTCTGGCTTACCGCCTGTCGAAACGGGTTTGCTGCATCTGTTGTTGCTACATACCTCGGCCTCGCTGACGTTAAACGAAAACTGCGATCCCACCGTGCGCGCTGATATGGAGCGCCATTTCCTGAAAACCGTTCCCGATAATGCGGCGTATGAACATGATTACGAAGGGGCGGATG+ STY4446 100 STY0875 64.078 STY4446 99.5 HCM2.0016c
ATGTTTGATTATAAGATTTCCAAACATCCACACTTTGACGAAGCCTGCCGGGCTTTCGCGCTGCGTCACAACATGGCGAAGCTGGCAGAACGCGCGGGAATGAAAGTCCAGACGCTGCGTAACAAGCTGAACCCGGAACAACCGCATCAGCTCACGCCGTCGGAGATCTGGCTGCTTACCGATATTACTGAGGACTCCACGCTGGTAGATGGTTTCCTGGCACAGATTCACTGCCTGCCATGCATACCGATGAACG- STY4642 100 STY3662 85 STY4642 96.7 STY3662
ATGAGCGATCGTATCTTTGCGGGTATCTGGCTGTTGCTCTGTATCGCCGGGCTATTCATCGCCTGGCAGATCCAAAGCGAATACAGCTATGAACCCGTCGGCCCCCGCCCTTTTCCGCTGGGGATTATCGGCCTGATGGCGCTCTGCGCGCTGGCGCTGTTATTGCGCCATCCCGACACGGTGAGCTGGCCGCGCCGCCATGTTCTGCAAAAGCTAATTACCATGATCATCATCCTGTTGATGTATGCCTGGGGAT+ STY2907 100 STY4442 60.577 STY2907 99.11 STY4442
ATGAAATGTAAACGCCTGAATGAAGTCATTGAACTCCTCCAGCCAGCCTGGCAGAAAGAGCCTGATCTTAATCTGACGCAATTTTTGCAGAAACTGGCGAAAGAGTCAGGTTTTGACGGCAAACTGGAAGATTTAACTGATGATATCCTGATCTACCATCTGAAAATGCGCGATTCCGCCAAAGACGCCGCCATTCCAGGGATTCAAAAAGACTATGAAGAGGACTTTAAAACGGCGCTTTTACGCGCCCGCGGCG- STY3885 100 STY3107 62.376 STY3885 100 STY3107
ATGAAAACCATGCCTCAGATAGCTATAGAATCTAACGAAAGATTGTCGTTACGTGTATCGACGGATGCCAAAAAGTTGATAGTCCGCGCTGCGGCAATCCAGCAAACCAACCTGACGGATTTTGTGGTCAGTAACGTACTACCTGTCGCACAGAAGATTGTTGATGCCGCCGAACGGGTATATCTGACGGAGCGTGATACTCAAATGATCATGGAAATTTTAGATAACCCGCCAGCGCCGAATGAAAAGCTTCTTG+ STY3026 99 STY3026 98.3

STY3925 70.297 STY3437 65.347 STY2439 38 STY3925
ATGCCCGGTATGGTCAAGGTTACAGGATTTAATATGCGTAATAGCCATAACATTACTTTCACAAGGTCAGACGCCTTCATGGTCGACGATGACGCCACCAGTGCATTTCCGGGGGCGGTGGTCGGCTTTGTGTCATGGCTGCTGGCGTTGGGGATCCCTTTTCTGCTTTATGGCCCTAACACGCTGTTTTTTTTCCTCTATACTTGGCCCTTTTTCCTCGCGTTAATGCCGGTATCGGTGATTATCGGCATTGCGT- STY3057 100 STY4688 60.396 STY3057 99.1 STY4688
ATGACTGTTCAGGATTATCTATTAAAATTCCGCAAAATTAGTTCGCTCGAAAGTCTGGAAAAACTGTTCGACCACCTTAACTATACCCTTACTGATGACATGGACATCGTTAATATGTATCGCGCTGCAGATCACCGCCGTGCCGAGCTGGTTTCCGGAGGACGCCTGTTTGATGTAGGTCAGGTTCCGCAATCCGTCTGGCGCTATGTGCAATAA+ STY1661 100 STY4514 65.347 STY1661 99.1 STY4514
ATGAACAATACGCTGAGCAAACGCCTTTGCCTGACGGCAATGCTTACGTTGGCGGCCGTTGTATATACTACTTCCGCATTCGCTGAAACCAGTAAACTGGTGATTGAATCGGGAGATAGCGCACAAAGTCGTCAGGAAGCGGCGATGGAAAAGGAACAATGGAACGACACTCGCAGTCTGCGTCAGAAAGTGAATACCCGCGCAGAAAAAGAGTGGGACAAAGCCGATGCCGCCTTTGATAACCGCGATAAATGCG+ STY1560 100 STY1309 65.385 STY1560 99.1 STY1309
ATGAATAACGCACTGGGACTGGTTGAAACAAAAGGGTTAGTAGGCGCCATTGAAGCTGCCGACGCCATGGTTAAATCCGCCAACGTACAGCTGGTGGGCTACGAAAAAATTGGTTCTGGCCTGGTTACAGTCATGGTTCGCGGCGACGTCGGCGCGGTTAAAGCAGCCGTAGATGCCGGCAGCGCGGCGGCAAGCGTCGTGGGTGAAGTGAAATCCTGCCACGTTATCCCGCGTCCGCACAGCGATGTTGAGGCCA+ STY2250 99 STY2243 82 STY2250 96.4 STY2243
ATGCAAGTTATTCTGCTTGATAAAGTAGCAAACCTGGGTAGCCTGGGTGATCAGGTTAACGTTAAAGCGGGCTATGCTCGTAACTTCCTGGTACCACAGGGTAAAGCTGTTCCGGCTACCAAGAAAAACGTTGAATACTTCGAAGCACGTCGCGCTGAACTGGAAGCTAAACTGGCTGACGTTCTGGCTGCTGCAAATGCACGCGCAGAGAAAATCAACGCCCTGGAAACCGTTACTATCGCGTCTAAAGCAGGCG+ STY4750 100 STY0860 51.961 STY4750 99.5 STY0860
ATGTACGTTTGTTTGTGTAATGGTATAAGCGATAAAAAAATCCGCCAGGCTGTACGACAATTTCATCCACAGTCATTTCAACAGTTGCGTAAATTTATTCCTGTGGGAAATCAATGTGGTAAGTGTATTCGCGCCGCGCGAGAAGTGATGCAGGATGAGTTAACGCAAATGCCGGAATTTAAAGAGATCGCCTGA+ STY4354 100 STY2496 58.654 STY4354 100 STY2496
ATGAAAAACTTTGTACGCACAACTTTACTGGCAGCGACTCTGGCGGGCGTTTCTTTTGGCGCTTTCGCCACCGCTGTTCCCAATCCTCCCCTGCCCGCCCAGGATCCTATTGTCCAGCATCTGAAGCTGACAAACGATCAGATTACCCGGATCAAAAAACTTCACCAACAACTGGAAACCGACGTCAGTCAGATTTCTATGAAGGGAATTAAAGACGGTGCGCTGATAGAGGTGATTAAATCCGGTAAATGGGATG- STY0352 100 STY1521 61.386 STY0352 99.5 STY1521
TTGAGGCAAGTCACCATCCCGTTAATTCAGAGTAAAAGTATGTTTTGTGTGATCTATAGAAGTAGCAAGCGCGATCAAACCTATTTGTATGTCGAAAAAAAAGACGATTTTTCGCGGGTGCCTGACGCGTTGATGAAAGGATTCGGTCAGCCGCAGTTAGCGATGATGCTGCCGCTTGATGGACGTAAAAAATTAGTCAATGCCGAGCTCGAAAAAGTAAAACAGGCGTTAAGCGAGCAGGGCTATTATTTACAAT- STY1943 100 STY2318 62.376 STY1943 99.1 STY0305
ATGAAACGCAAAAACGCTTCGTTATTCGGTAACGTGCTGATGGGGTTGGGGCTGGTCGTGATGGTTGTCGGCGTGGGTTACTCTATTTTAAACCAACTGCCGCAGTTTAATTTGCCGCAATTTTTTGCGCATGGCGCAATACTGAGCATTTTTGTCGGTGCAGTTCTTTGGCTGGCGGGGGCTCGTGTAGGGGGGCATGAGCAGGTGAGCGACAAATATTAG- STY1908 100 STY0231 58.333 STY1908 79.17 STY0231
ATGGACATTCAAATTACACATCAAGTTACTGAATTTGATAAAGAAGAACTATTAGCCGGATTAAGAAGCTACAATGCTCAGTTCGTCGATTTTAGTAAAAATGGGCAGCTTGGGGTCTACTGCAGAAACGAAAGCGGCGAAATGGTAGGCGGATTAATTGCTGACAGAAAAGGTCCGTGGCTTTGCATCGACTATCTTTGGGTAAGTGAATCTGCAAGGAGCCGCGGTCTGGGGAGTCAACTTATGGAGATGGCCG- STY1991 100 STY3653 65.686 STY1991 97.1 STY3653
ATGAATAAAAGAGGAGCGTTGTTGAGCCTGCTGTTGTTATCCGCCAGCGTATCGGCATTTGCGGCATCCACCGAGAGTAAATCGGTTAAGTTTCCGCAGTGCGAAGGGCTGGATGCCGCCGGGATTGCGGCAAGCGTGAAGCGCGACTACCAGCAAAATCGTATCGTGCGGTGGGCAGACGACCAAAAAAAGGTCGGGCAGGCTGACCCGGTCGCGTGGGTTAATGTGCAGGACGTTGTGGGTCAAAATGATAAAT- STY2087 100 STY4152 56 STY2087 98.6 STY4152
ATGAACGACGTTTTAAACTCTGGTGCGTTTTCTCTTGCATCTTTAATAGTATCAATGGTGGTTCTGGTGGTGGGGCTGGCGCTCTGGTTCTTTGTCAACCGGGCAAGTTCCCGTGCCAACGAGCAGATAGAACTGCTCGAAGCGTTGTTGGATCAACAGAAGCGGCAAAACGCATTGTTACGCCGCCTTTGCGAAGCAAACGAACCAGAAAAAGAAGCGGAACCCGCAACAGCGGCAAGCGAACCGAAAGAGGATG- STY1969 100 STY1303 61.905 STY1969 97.6 STY4462
ATGTGTGGGTTTTATCTTATGAAGAAATATACGTTCGCAGCCAGGGCGTTTATTTTTACGCTGGTGTTGCTTTTTGTTATTTCAGTATTCGGGTTGACTATTAGCGTTTTAAAAGGGATGTGA- STY2445 100 STY1043 59.406 STY2445 100 STY1043

STY4536 83 STY4451 81 STY4451 49.9 STY4536
HCM2.0131 73 STY1048 59.813 HCM2.0131 53.61 HCM1.54
STY2309 60.194 STY4046 48 STY2309 13.29 STY4046
STY2324 63.889 HCM2.0097c 62 STY2324 11.28 STY2028
STY3383 62.5 STY3850 58.095 STY3850 13.78 STY3383
STY3182 77 STY0063 62.037 STY3182 71.9 STY0895

STY4044 61.321 STY4936 47.115 STY4044 25.99 STY4936
HCM1.241c 72 STY4298 67.647 HCM1.241c 49.48 STY4298
STY4460 46.078 STY2196 43.137 STY4460 19.42 STY2196
STY4697 62.136 STY4697 6.41



STY2602 61.386 STY3094 56.863 STY2602 23.74 STY3094
STY3902 62.5 STY2911 52.83 STY3902 28.39 STY2911
STY4759 58.654 STY4759 15.4
STY0787 100 STY1921 69 STY0787 98.7 STY1921
STY4707 55.446 STY0727 49.02 STY4707 33.32 STY0727
STY3325 29 STY3325 17.37
STY2857 100 STY1763 77 STY2857 99.6 STY0801

ATGACGATTAAAGACGCTTTCCAGTTCGGCATTGAGCCAGTACGTATCACCGACACCGACAACATTCAGATTAACGAAGGTTTGCCAACTAACGCAGACCCTCAGGTCTACGCCTTTGAGCTGGCTAAACTGGTTAAGACAATGCTGAATGGTGTGCTGAAATCCGCTCAGGAGAACATCCCGTTCCCTGTAGAAGTCCTGCCTACCCGCAATAGCCTGCCTACTCCAATCATTGCTCACACTCTGGCTGACCGC- STY3188 100 STY4200 60.577 STY3188 100 STY4200
ATGAACGAGACAGAATTAAAACACGTTATCGCTCTACTCCTAGAAGATGCAAAACGCCTCCAGCAACTGGAGCCAAATGCAGGCACTGAAGCCCGCATCTGGCTGGCTAAAGAAGCGCTGGAATCTGGCGATAATGATAGCGAAGAAGCCTTCTACAAAGCAGAAGGCCGTGCAGGATATTCACCGGGTCTTGGCGGGGTATAA+ STY2068 100 STY3177 61.165 STY2068 100 STY0807
ATGAAGCTTTTAATTACCGGTGGATGTGGCTTCCTTGGGAGTAATCTTGCCTCCTTTGCTTTAAGTCAAGGGATTGATTTAATTGTATTCGATAATCTATCACGTAAAGGTGCAACAGATAATTTACATTGGTTATCCTCCTTAGGAAACTTTGAGTTTGTACATGGTGATATTCGCAACAAAAATGATGTTACAAGATTAATAACTAAGTATATGCCTGATAGCTGTTTTCATCTTGCAGGTCAAGTGGCAATG- STY2298 100 STY3021 59 STY2298 100 STY3021
GTGAACAAACCACAATCCCTGCGCCACGCCCTCAATAAAGCGGTGCCTTATGTCCGCAATAACCCGGACAAACTGCATCTGTTTGTGGATAACGGTTCGCTGGTTGCCACGGGGGCCAGCTCCATGTCATGGGAGTACCGCTATACCCTGAACGTGGTGATAGAGGATTTCAGCGGCGACCAGAATCTGCTGATGGCCCCGGTTTTACTGTGGCTTCGGGATAACCAGCCCGATGCCATCAATAACCCGGCGTTAC+ STY3685 100 STY4617 92 STY3685 100 STY4617
ATGAATTTTCGGGGGAACCGCATGATAAACAACGATCCGCTTTTTGATTTACTTAATAAAGAGCAACAGCGCCAGCAGCACTCGCTGGAACTGATTGCCTCGGAGAATTTCGCCAGCCCTGCCGTTCTTGCGGCACAAGGGTCGGTGTTAACCAATAAATACGCCGAAGGCTATTACCAGCACCGCTACTACGGCGGCTGTAAGTTCATTGATGAGGTTGAGATGCTGGCGATAACCCGCGCGCAGCAACTTTTC- STY3764 100 STY2802 77 STY3764 100 STY2802
ATGACGGCAGATTTACAGTCTGCTCCCTTTGGCCGCTCGGGAACCCCACCACGGGATAAATTCATTATGCTGCTTGCATTCTATAGCGGGAAGGATTATTCGGAGCTAAAGCTCCTCACCCTTCGGGCCGTTGCCTGCGGCAACGTTCTCTCACTATTGCTCGAGTCGAACCTTGAAGTCGATGACGGCAGATTTGCAGTCAGCTCCCTTATGATCGCTCGGGAACCCCACCACGGGGTAATGCTTAATACTGGCC+ STY1293 100 STY4163 65 STY1293 100 STY2229

STY3643 100 STY0798 82 STY3643 100 STY0798
ATGAAGAAATTAACTGGCGTAATTGCTTTTGCTCTGCTGCTTACTGCTTGTGACAAACCGAAGATCGATGCATCAAGCGATCAGTCGATGAAAGAGTCCATTCAAAAAGTAAGAGAGTCCTTACCTGCAGATAAAAAAGCTCAGTTTGATGATGCAGTTAAAGTCGTTGCCTTTAGCCAAATCAACATGAGAGAGCTAATGCAGGCTGGAACGTCTTCTGGGGACGTCTACGAAACAAAAATTAAGTCAGCGTTGG- STY3671 100 STY2300 57 STY3671 100 STY2300
ATGAACGCACAATTAACCGAAATCATGCGCCTTATCACCAATCTGATCCGCACTGGTGTAGTCACCGAAGTGGACCGGGAACACTGGCTTTGTCGGGTGAAAACGGGCGACCTTGAAACCAACTGGATTAACTGGCTGACGCTGCGCGCGGGTAATGCCCGCACATGGTGGAAACCATCGGAAGGTGAGCAGGTGGTGCTACTGAGTCTGGGCGGCAATCTGGAAACTGCCTTTGCGCTGCCCGCTGTCTATTCGA+ STY3687 100 STY4615 88 STY3687 100 STY4615
GTGAGTATGATGGCTGGGATGGATATGGGCAGAATTTTACTCGATTTATCAGACGATGTGATTAAACGGCTTGACGATCTCAAGGTGCAACGCAACCTACCTCGTGCAGAACTCTTGCGGGAGGCCGTTGAGCAGTATCTGGAAAGACAGGATCGGGCTGAGACCACAATTTCGAAAGCATTGGGGCTCTGGCAAGGCTGTGAGGAAGATGGCGTTGAATACCAACGTAAACTTCGTGAGGAATGGTAA- STY3845 100 STY0899 55 STY3845 100 STY0899
GTGAATATGATGAAACCTATTTCTGCCGCGATCCTCAATATTAGAGGGGCAGCCCCCGGCACTGCCACTATCGGAAATGGCGCAACTAACCTAGCCAAAGATATTATTAGGGTAGCTAATATTGCTTATAATATTTCACAGGTTGAGCAAAAAAGTGGTTTCTTGTTAGTAACGGGAGAGAAAGGCTTCAACAAATCTGCTTGCCTGCATATGCTGGGACAACAAATATCCAGAGTTTTTTCTGGGAAGCACTTAT- STY1360 100 STY1360 100
ATGACACGGAACACCGAACTCACCCGCACCGCCCTCTACCGTCTGGCCCTGCAGCGTTTCGGGCCGGACGCACAGGCCCTGAAACTGACAGAAGAGGCCGCTGAACTGGCGGCCAGTGCCGCCCGCAACCTGAACGGACAGGGCAGCGAAAGTGACCTCGCGGCAGAGCTGGCAGACGTGGAAATCATGACAGAGCAGCTGCGCCTTCAGGGAATGGACCGGCTGATTGACTTCCACAAACAGAAAAAACTGGAAC- STY1598 100 STY1320 63.208 STY1598 100 STY1320
ATGCGTAATATTGAAACCCTCTCGACCAAAACCGGACCGGATGACGCAGGGCTTAATATTTTACTGACAGAGGCTCGTCTGGAAGAACGCCGGGCAAGGGCTGAAGCAATGGTAGCTCGCCTTGATAGCCTGGCGTGTCATATCACATCCCGCCAGCTAACCCACGTCGAAGCGGCAGAACTGCTTCGTGTGACTGCTGAAGCAATCCAGAACGAAGCGCAGGAGATCCACTAA+ STY3665 100 STY4639 74 STY3665 100 STY4639
ATGACGCTTGAGCGAATCAGCGCCTTTATCACGTATTGCATCGCCGTCGTGCTGGCCTGGCTGGGCGATTTGTCCATCAAGGATGCCTCAACGCTGGGCGGCCTGATGATTGGTGTGCTGATGCTGGCTATCAACTGGTACTACAAACACAAAGCCTACCAGCTTCTGCGCGACGGGCAGATCTCGCGGGAGGACTATGAATCCATCAATCGTTAA+ STY3681 100 STY4621 90 STY3681 100 STY4621
ATGATGATTTGCCCACTGTGTGGAAGTGCCGCCCATACTCGCAGCAGTTTTCAGGTATCTTCATTGACCAAAGAGCGTTACAACCAGTGCCAGAACATTAACTGCAGCCATACTTTTGTTACCCATGAAACTTTTGTTCGTTCGATTGCAACGCCAAAAGAGTCAAATCCGGTTCAGCCGCATCCAATGAAATCAGGACAGGTGGCGCTCTCTCTTTGA+ STY2881 100 STY3703 100 STY3703 100 STY2881
ATGGTGATACCAATGAGACGTTTGCGCGAACCCACGCTCGCCACGTTATTTTCAGGGCTGGCAACAGCCCTGTTTAGCGCGACGCTGTACGCCGATACCAATGTGAATTTCACCGCCAGCGTGCAGAAGGACACCTGCCAGATAAAGATAGATGGCAATGGAACGGTAAACTTCGCCACCATAGCGCCCGCCTATTTTGCCGATGGCATTACCGCGGAAACCGATTATGAGGGGGGGAAAGAGTTCACCATTAAGC- STY0202 100 STY3134 61 STY0202 100 STY3134
ATGAAATATAAAAAAATAAGAGTATCTTATGATACCGAAGTTACTGGAAATGTTAATGGAGTCTACTCGGTAGAGATAAAAGATAGTCTTTCCTTTAAAAGTAAAGAAGATAAAAAATATTTCGAAGGCTTTTTTTTGAAAAATAGCAAGGATTATAATAGAGTGATGATTGATGACTTTAAATGCATTGATGTTAATAAAATTCAAGAAATATGTTTTTTCCCTGTAAGGAAAAAAATAAAAGAAATAGATATGA+ STY0322 100 STY0765 64 STY0322 100 STY0761
ATGGCGAATTTGCATATTACACTTGAACTGAAAAATGCTGATGGAATGGCAACTGAGGAAACGTTGATGATTCCGCCATTCGGTTTGAATACTCTGGGGATAGATATGCAAAATCATGATGTTGATCCTCTCATTACCCCATACGATCTCCCACTGTATACGCAAGATTTTTGTCACGGGATCGGCGATATCCATTTTACGCTGAAATCCGCTACGGCAACGATTAACGGTAAGAATGTCGATTTGCTGAAAGCTG+ STY0478 100 STY4884 54.717 STY0478 100 STY4884
ATGAAAAAGAAATTAATCAGCGGACTGTTTCTGATGTTATGGATGGCGCTGTTAATCGCAGCAATGGTGTATCCGCAGGGGATTTTTCCGGTACTGGCAGCGTCCGGCGTTTGGGTAGCCTGTTTGCTGACATGGGCGGTAATTCCGGTAGCACTGGCTGCGTTAATTAAGAATGGCCCGCTCTGGCAGGAGTTAAGGGCATCTTTGCTGAAGACAATTACCCGAAAAGAAAACGTATTTACCAGTTGGGTGATGC+ STY3683 100 STY4619 65.347 STY3683 100 STY4619
GTGCGGTTCAGAGTTCACCGGCGCTTCCCTGTCGACGGCAAACCGTTCTTACAGTTTGCCGTCAGGGTAATGGCGGGATCGGATACGATTGTAGTCATTCGATATATGACAATGAAAGTGATGTTGGCGCCAAAATACAAAGCGCCTGGTAATAATTATCAGGCGCTTTGCAGACAGAAAACCATCAAACATCGGTTTCTCGTTCTCCAGGATCTACTGGAAAATATGGCAACCCACAGTTAG+ STY2895 100 HCM1.70 60 STY2895 100 STY2568
ATGAAAAGGAATAAATACCTTTTAGCAGCCTCTGTGCTCGCCGTGATATTTCCGCTTACCAGTCAGGCGGAAAATATCAACGTCGACTTTACCGCCACCGTGTTAGCCACGACCTGCAGCATGTCAATTGCGGCGTTAGATGGCTCGAACTTATCGGGTGATGCCACCAGCGGCTATACGCTGAACGTCGGCGATGTCGGGTTGGATAAAATTATAAAAAAATCAGCGGAATCGCAGAAAAACTTTAAGTTTGTCG- STY0204 100 STY3956 64.545 STY0204 100 STY1409
ATGACGATGCACCGGGAGCCGGGCGGCGAACGGTATTACTACACCTGGGCGTGGTTTGAAGGCCCGGACGATGCGGCGTGGCGGGTGACGGGCCATCATACGGACAGCGGCGAGCAGTACCGTCTGGACTGGAATCTGGCAGAACGTTCGCTGTGCGTGACGGATAGCATGGGGCGTACGCGCTGCCACTGGTGGGATGCGCAGGGCCTGGTGACGGCGTACCGGGACGAGGCCGGGCAGATGACCACTTTCCGC+ STY0324 100 STY0321 74.51 STY0324 100 STY0321
ATGCAGGATGACGTTTTGGCAAAAGAGCTTGCGGATAAAACCAGTAAAGCAGATATCGATACTGATGCGCAGACGGTGACGCGCCTGATAGCCGACGAAATAGATACGGCAAAGCAAGCCGCGGAAAGCGATATTACTCAGCGTTCCCGGTTTATTGAAACATTACGCCAGTATGCCGGCGGCGGGAGCGCGATGGCCGCGCGCATCACGCGCCTGGGTTATTCAAAGGCGGATATCCTGCACCTTGCGGAGCTG+ STY0480 100 STY0477 64 STY0480 100 STY0477
TTGGGTCGATTAAAATCTGAGCGCTACATTCAGAGGGGGCGAAATACTACAGCAATGTTGGGCGTTGTGCATTCCAACCAGGATATGATTTTTGTGCAAAAAGTGCTATTTATTGGCTTTGTGTCCACTTTAATCGACTCACAGGACCAGCCTATCTCCTGA+ STY1029 100 HCM1.143 62.857 STY1029 100 HCM1.143
ATGAAAAACACTTGTCTTGAACCCTATGAATTTTTGATCGATTTCCTGGCCGATTATTTTGGCGAAAACACGGAAGTTGTTCTGCACAATCTTTCTGATCTTGAGTCTTCTATACATAAAATCAGAAATGGACATATCAGCGGTCGCTCTGTCGGAGATCCCATCACCGATCTGGTAGTCCGTGCCATGAAGAACAATGACAGTGAGGTACATTACCAGTGTAATTATCTCAGCAAGACACGCGATGGCAGACGGC- STY4219 100 STY1698 62.376 STY4219 100 STY0684
GTGTTCGGTTTATTAGGTTGTACACGCTATTTTGAGTCTGATAAGGGCCCGCGGGTGGTCCTTGATAAAACAGATTTTGTCATGGGCTACCATGAGCATATCGGTATTCTGGCGGCTCCTGGTTCAGGCAAAACGACGCTAACCAGGTTGCTGTGTGGCCTGGATGCTCCTGATGAGGGGGATTTTATTGGGCTACGGGGTGATGCGCTCCCACTGGGGGCAAACTCTTTTATTCTGCCAGGGTTAACCGGTGAGG- STY4653 100 STY1436 55.882 STY4653 100 STY1436
ATGATGAAAGAGAAAAAAACACTGCTCAACAATAATGAGAATGGAACTGGCTTACCATCCAAGCCCTCAATTATGAGTGAAAATAAACTCCAGAACACAGTGTTTTCCGCTATTGGCAGTGCATCCCCAGCTCACAAGCTGGTACAGGGCTCCAGCGCTGCCGCTTTCCTGAAAAACCATGAATCACTTCTTGCCGGTACCGCTGTCAGCAGCGCATTCGCAACTCAGAAGCCGGCACAGGGCTCCAGCGCTGCT- STY4679 100 STY2439 62.376 STY4679 100 STY2439
ATGAAAAATCCATTACCGCCCGTATTACGCGCCGCGCTGTATCGTCGCGCCGTGGCCTGTGCCTGGCTGACCCTGTGCGAACGCCAGCACCGCTATCCGCACCTCACCCTCGACGCGCTGGAAAGCGCCATTGCCGCCGAGCTGGAGGGCTTCTACCTGCGCCAGCACGGAGAGGAAAAAGGCCGCCAGATTGCCTGTGCACTGCTGGAAGATTTAATAGAAGCCGGGCCACTTAAGGCCGCACCGTCGCTGTCCT+ STY4831 100 STY1735 64.151 STY4831 100 STY1735
ATGAAAAAATCGACGACCTCAACACCGCATGATGCGGTGTTTAAAACCTTTTTGCGCCACCCGGAAACCGCCCGCGATTTTATGGAGATTCATCTGCCGGTGTCGTTACGCCAGCTTTGCGATCTGCGGACGCTAAAGCTGGAGCCCGGCAGCTTTATTGAAAAAAATCTGCGAGCCTATTATTCCGATGTGCTTTGGTCGCTGAAAACGCGCGAGGGCGACGGTTATATCTATGTCGTGATTGAACATCAGAGC+ STY4875 100 STY4020 87 STY4875 100 STY4020
GTGAAAGAGATTATTTTTACAGAAACAGCACCGGCAGCAATTGGCTCATACAGTCAGGGCAATGCGATGGGTAATTTAATTTTTACCTCCGGACAATTGCCCATTAACGCTGACAGTGGCAAAATTGAAACTGATGATATTCAGGAACAGACCCGTCAGTCACTGCTTAATCTTCTGGCTGTAGTTAAGATGGCAGGCGGTGATACTGATACGGTACTGAAAACGACCTGTTTCTTGAGTGATATGGCTGATTTTG- STY4220 100 STY4798 77 STY4220 100 STY4798
ATGAGAATAAACGTACTATTACTAACCAGTCTGTTAGTAGCTGGACCGGCACTGGCAGGAGAAGCTCACGTTTGTAAATCACAGACGGTAGCGAACTCTGCAGCGAATGCCGAGTTGACGGATAACACGGTATTTAAATGCGGCGAAAGCATTTCCGGAACTATCCCGTCACTTGCCCGGGAGGGATGGAAAATTGTGCAACAGACAGATCAGGCAGATGTCACCGATCCATCAAAAACATACGCACAATTGATCA- STY4596 100 STY2545 57.692 STY4596 100 STY2545
ATGAAACGCTTACTACTTATTACGGCTTTATTACCCTTTGCTGTATTGGCCCAGCCAATTAACACTATGAATAATCCTAATCAGCCAGGTTATCAAATCCCCAGCCAGCAGCGTATGCAGACGCAGATGCAAACGCAGGCGCGCAGCCAGCAGCAAAATCTACAGTCGCAGTTGAATGCCAATACGCAGCGGGTTCAGCAGGGACAGCCGGGCAACGGTATGCTCGGTCAGCAAACGCTGCCCAATACGCAGGGCG- STY4259 100 STY3777 66.981 STY4259 100 STY0906
GTGATGAGTGAGAAAGAACAGGTATCAGTGTCCAGAAAAGCGGGTGCTTTACGTTCGGCGCTGAACATAGCGTTGAATACTGATTATGCAATAAATTTGTGGCAGGGGCGTCCTCCGGAAGAAGAGGGGGAAAAGGAGGGGAAGAAAAAAGAGCGTCGTCAGAGTCTTATTTTCAGTATGCCAGCCTTCATTCAAAAAGCAGGTCGTATTAATGCCGATTCATTTAATGACAATCCGTATGCTGATCAGAAGATGC+ STY4529 100 STY4529 100
TTGAGGTGTGGTGGGGCTTCGGTTGTGCTCTCAGAGCAGCCGCCCGCTTGTGCGGGTTATCCCCCGGATCGTCCGGATCCGCCTCGGTATCGGCTCATGTTCTCCTTATGGGTAAAATGGCCTGAAAAGGCAGTGTCAGAATCCAGCCATGAGCTGGCGCAGTTGAGTTGTCTGGTGCAGGTCGAAAAGGCTGCGTGCGTCACTTTCCCGCTTTACGCGGTTAAAGTGACGCACTGGACTGGTGCAGTGTCTGAAA- STY4675 100 STY4680 61.386 STY4675 100 STY1187
ATGCACACCGCTTTTTCTTCCCCGTCTTCTGCCCCTGCCGCGCCGCTGATGCCGGTTTCTGATACCGTTCATGAGCGTTTTATTCGTCTGCCCGAAGTGATGCATCTGTGCGGTCTGTCCCGCTCGACCATTTACGACCTCATCAGCCGGGAAGCCTTCCCGAAACAAATCTCCCTCGGCGGAAAAAACGTGGCGTGGGCGCAGTCTGAAATCACGGCATGGATGACTGACCGCATCGCAACCGGGGTTATGACGC+ STY4828 100 STY4241 63 STY4828 100 STY4241
ATGACCTCTGACAAAACCCTAAAGCAAGCGATATCAAATATTACTATTTGGCGCAAAGGCGAACAGCGAGCGCCGCATAAGCCGTTATTGCTGTTATATGTTCTCTCGCACTATCGGCAGGGTCACGATCGTCTGTTTGATTATGGTTCTGAAATTCATGAGCAATTGCTGGATTTGCTGGAGCGCTATGGGCCACAGCGCCGTGAACAGCGCCCGGATATGCCGTTCTGGCGTCTGAAGGGCGATGGTTTCTGGG+ STY4853 100 STY2093 68.269 STY4853 100 STY2093
ATGGCGGGGAATGACCGCGAGCCGATTGGACGTAAGGGGAAACCGTCACGTCCTGTGAAACAAAAGGTGAGCCGTCGTCGGCAGCATGACGACGATTATGATGATGACTATGAGGATGAAGAACCGATGCCGCGTAAAGGTAAGGGCAAAGGGCGTAAGCCTCGTGGCAAGCGCGGCTGGCTGTGGCTATTGCTAAAACTGTTTATCGTTTTTGTGGTGCTGTTCGCCATTTACGGCGTCTATCTGGATCAAAAA+ STY0215 100 STY4303 64.706 STY0215 99 STY4303
ATGTGTTCTATTTTCGGCGTATTCGATATCAAAACAGATGCAGCGGAACTGCGTAAAAAAGCCCTTGAATTGTCACGCCTGATGCGCCATCGCGGCCCGGACTGGTCCGGCATCTACGCTTGCGATAACGCGATTCTCGCACATGAACGCTTGTCGATTGTTGATGTTAACGCCGGCGCCCAGCCCCTGTATAACGCTAAGAAAACTCACGTGCTGGCGGTGAACGGTGAAATTTATAACCATCAGACGTTACGC- STY0718 100 STY0578 69 STY0718 97.1 STY0578
GTGACAAACGTTCTGATTGTTGAAGATGAACAGGCCATCCGCCGCTTTCTGCGCGCCGCGCTGGAAGGCGACGGCCTGCGCGTGTATGAAGCTGAAACATTACAACGTGGTTTACTGGAAGCCGCCACGCGAAAGCCCGATCTGATTATTCTCGATCTCGGCCTGCCGGACGGCGACGGAATCGATTTTATTCGCGACCTGCGTCAGTGGAGCGCAATACCGGTGATTGTCCTTTCCGCCCGCAGCGAAGAAAGCG- STY0743 100 STY4935 65.347 STY0743 99.1 STY2344
ATGTCGATGGCCCTTACCGCCCCGCCTGGCAGGAAAAGATTTTTAATCGTTGCCTGTCTGTTTATTGGAATATTCATTGCCTATCTCGACCGCGTTAATGTTTCGGTATTAGCCGCAAACGAACCCTTCTTAGCCTATATGGGTATTGAAGGCATGCCATTGCAAATTGGCATGATGATGACCGTTTTTCTTGCCGCTTATGGTATCGCTAATGTTGTATTATCACCACTTGGCGACTACCTTGGTCCGAGAAAA- STY3946 100 STY0906 68.932 STY3946 91 STY3100
ATGAATACCGTAAAGCCTGAATCCATTGCGTTGTTTTGCCTGACGCCCGGCGGCGTGGCGCTGGCAAAGAGACTCGCCGCGATGCTGCCGTTAACCTGCTTTACCAGTGAAAAACTGCGGGAAGAGGGATTTATTCCCTTCGATGGCGGATTCGCTAATACCGCCCGGCAGGCTTTTACCACTTATACCGCGCTTATTTTTATCGGCGCGACCGGCATTGCCGTTCGTGTCCTGGCGCCGTTAGTGAACGACAAG- STY2233 100 STY2222 77.228 STY2233 98.9 STY2222
ATGAACACCTTTTTTTCCCGTTTAATCACCGTTGTTGCCTGCTTTTTTATCTTCTCCGCCGCGTGGTTCTGCCTGTGGAGCATCAGCCTGCATCTGGTAGAGCGCCCGGAGCTGGCGGCGCTACTCTTTCCCTTCGGCCTGCGCCTGGGACTTATGCTGCAATGCCCGCGCGGATACTGGCCAGTATTGCTGGGCGCGGAGTGGCTGCTGGTGTACTGGTTGGCGCAGGAAGTTGCGCTGGCCCATCTGCCGCTT+ STY3993 100 STY2696 65.385 STY3993 98.8 STY2696

STY2350 60.952 STY0605 59.406 STY3289 13.62 STY2350
ATGAAAACCGCTTACATTGCCAAACAACGTCAAATTAGCTTCGTGAAATCACATTTCTCTCGCCAGCTAGAGGAGCGTCTGGGTCTGATTGAGGTCCAGGCGCCGATCCTGAGTCGCGTAGGGGATGGTACGCAGGATAATTTGTCCGGCTGTGAAAAAGCGGTGCAGGTAAAAGTGAAAGCGTTGCCTGACGCCCAGTTCGAAGTGGTGCATTCACTGGCGAAGTGGAAACGTCAAACCCTGGGGCAACATGAC- STY3901 100 STY2834 59.615 STY3901 98.5 STY2834
ATGCCATTTATGCAACAAGACCCACGTCGTCTGGTCTGGCAGCAAAACGATCGCTATTTATGGATTGAACCCTGGGGCGAGAACAGCCTGCGCGTACGCAGTGGCCGTCATCTGCCGGTAATGAGAAATGAAGACTGGGCATTGACTGAGCCAGTCGCAGAAAGCCAGTGCCACATTGATTATGAGCACCACCAAGCAACGCTGACCAACGGCAAAATTATCGCTATCGTCAATCAAAAAGGACAAGTTACCTTT- STY0049 100 STY2781 63.107 STY0049 98.2 STY3859



GTGGAGATGTTGTCTGGAGCCGAGATGGTCGTCCGATCGCTTATCGATCAAGGCGTAAAGCAGGTGTTCGGCTATCCTGGAGGCGCAGTGCTTGATATTTATGATGCGCTACATACCGTTGGAGGGATCGATCATGTGCTGGTGCGTCATGAGCAGGCCGCGGTGCATATGGCGGATGGCCTGGCGCGAGCCACTGGCGACGTTGGCGTGGTGCTGGTGACTTCCGGACCGGGAGCGACCAATGCGATTACAGGG+ STY0135 100 STY3656 78 STY0135 99 STY3656
ATGGATAAGGGCAGACTTTCGGTAAGAGAGAAAATCGGGTATGGCATGGGTGACGCCGGATATAACATTATTTTTGGCGCTATCATGCTGTTTGTTAATTACTTTTATACGGATATTTTTGGTCTTGCCCCAGCGTTAGTCGGTGTTTTACTCCTTTCAGTACGCGTTATCGATGCCGTTACCGATCCGGTGATGGGCGCGCTTGCCGATCGTACCCAAAGTAAATATGGTCGTTTCCGCCCCTGGCTACTGTGG- STY0171 100 STY4043 74 STY0171 98.7 STY4043

STY3920 76 STY0026 72 STY4941 50.92 STY3920
ATGAAGCAAATTCGTATGCTGGCGCAATACTATGTCGACCTGATGATGAAATTGGGTCTGGTGCGCTTTTCCATGCTCCTGGCGTTGGCATTGGTGGTGCTGGCGATTGTCGTGCAGATGGCGGTGACCATGGTGCTGCATGGTCAGGTTGAAAGTATCGACGTTATTCGTTCCATCTTTTTTGGCCTGTTAATTACGCCCTGGGCGGTCTATTTCTTATCCGTTGTTGTTGAACAACTGGAAGAGTCAAGGCAG- STY3507 100 STY2496 66 STY3507 98.8 STY2496
ATGAGTCTGAACCTGGTAAGTGAACAATTGCTAGCGGCGAATGGCCTGAACCATCAGGATCTGTTCGCTATTTTGGGCCAACTGGCCGAACGCCGTCTTGATTATGGCGACCTCTATTTTCAGTCGAGCTATCACGAATCCTGGGTTTTAGAAGACCGCATCATTAAAGATGGTTCATATAATATCGACCAGGGCGTTGGCGTTCGCGCCATTAGCGGCGAAAAAACCGGTTTTGCTTATGCTGACCAGATAAGC- STY3548 100 STY3562 63.81 STY3548 98.9 STY3562
ATGTCTAAGATTAAAGGTAACGTTAAGTGGTTTAATGAATCCAAAGGATTCGGTTTCATTACTCCGGAAGATGGCAGCAAAGACGTGTTTGTACACTTCTCTGCAATCCAGACCAATGGTTTTAAAACTCTGGCTGAAGGTCAGCGCGTAGAGTTCGAAATCACTAACGGTGCCAAAGGCCCTTCCGCTGCAAACGTAACTGCTCTGTAA+ STY0678 100 STY1967 87 STY0678 100 STY1967

STY1292 65.686 STY0372 60.396 STY1292 20.03 STY0480
ATGAGTGAGGCTGAAGCCCGCCCGACTAACTTTATTCGTCAGATTATTGATGAAGATCTGGCGAGTGGTAAACATACCACTGTCCATACCCGTTTTCCGCCGGAGCCGAATGGCTATCTGCACATCGGCCACGCGAAATCTATCTGCCTGAACTTTGGCATCGCGCAAGATTATCAGGGCCAGTGCAACCTGCGTTTCGATGACACCAACCCGGTAAAAGAAGATATCGAGTACGTTGATTCGATCAAAAACGAC+ STY0724 100 STY0491 64.545 STY0724 98.7 STY3871
GTGCAGCGAGCGCGTTGTTATCTGTTAGGCGAAACGGCGGTCGTCCTGGAACTTGAACCGCCGATTACGCTGGCGAGCCAGAAACGCATCTGGCGTCTGACGCAGCGTCTGGTCGATATGCCGAACGTGGTGGAAGCCATTCTCGGGATGAACAATATCACCGTGATCTTGCGGGAACCGCAAACTCTGGCGCTGGATGCGATTGAGCGTCTGCAGCGCTGGTGGGAAGAGAGCGAGGCGCTGGAACCGGACTCGC+ STY0752 100 STY0617 60.784 STY0752 99.4 STY0617
ATGCGTACTAGCCAATACCTGCTCTCCACTCTGAAGGAGACACCTGCCGACGCCGAGGTTATCAGCCACCAGCTGATGCTGCGCGCCGGGATGATCCGCAAGCTCGCCTCCGGGTTATATACCTGGCTGCCGACCGGCCTGCGCGTCCTGAAAAAAGTCGAAAACATCGTGCGTGAAGAGATGAACAACGCCGGTGCTATCGAGGTGTCGATGCCAGTCGTTCAGCCAGCCGACCTGTGGCAAGAGAGTGGTCGT- STY0269 100 STY3458 61.538 STY0269 99.5 STY3458
ATGGAGACTACCGGCGGTTGCTTCTCTTTATCATGCACGGTAATTAATTATCACGATCACCAGCGCCAGGATGGTATGCTAAATCCATTCAAAATCCCCTGGATATGGATTGGAGGGCGCATGGTTATACCTGAGGTCAGGCAGGAGAGGCTCTATCAGAAGATAGCCAACCTCATCATTAAGCTGATCAATGATAATATTTTTCCACCGGGAACTTTTTTACCGCCAGAACGCGAACTGGCAAAACAGCTTGGCG- STY1521 100 STY0174 67 STY1521 98.6 STY1934
ATGAATATTCTGCAATTTAATGTACGGCTGGCGGAAGGCGGTGCGGCGGGAGTGGCGTTAGATCTTCATCTGCGGGCGCTGCAAAAAGGGCTGACGTCGCATTTTGTTTATGGTTATGGCAAAGGCGGAAAAAAAAGCGTCAGTCACCACCGTTATCCGCAGGTGATAAAACAGACGCCGCGCGGCACGGCAATCGCCAATATCGCGCTATTTCGTTTCCTGAATCGCGATCTGTTTGGCAATCTCGACAATCTT- STY2326 100 STY2326 97.5
ATGAGAAGGTTATATCTGGCGCTTATTCTGCTGTTCGCGTATTCCGGTCATAGTTACGCCTCCTGTAAACGTTCCGGTAATGAAGGCGCGATCACTATCACCCCGCCGTCGCAGCTTGTGGTGGATAGCCACGCCTATACCGCAGGCGAAGTGTTGTGGCAATCGGGCTGGGTTTCCACCTCCGAAGTCACAATGGATGGCTGTAGTCGCGATTATAAGGTCGGTTTTTATATGAACCCGGTAGCGCGCAGTCAA- STY4938 100 STY0031 65 STY4938 97.2 STY0659

STY4457 58.491 STY4457 28.87
ATGAGTGACAGCCAGACGCTGGTCGTAAAACTCGGCACCAGCGTGCTAACAGGCGGATCGCGCCGCCTGAACCGTGCCCATATCGTAGAACTTGTCCGCCAGTGCGCGCAGCTACACGCCGCGGGACATCGTATTGTTATCGTTACCTCTGGCGCGATTGCCGCCGGACGTGAACATCTCGGCTACCCGGAACTGCCGGCAACAATTGCCTCTAAACAGCTTCTGGCGGCGGTAGGGCAAAGCCGTCTGATTCAA+ STY0366 100 STY0909 61.538 STY0366 99.1 STY0909

STY3690 93 STY4612 93 STY3690 87.1 STY4612
STY0306 97 STY2634 53 STY0306 87.33 STY2634
STY3923 67 STY0498 64.706 STY3923 20.71 STY0498

ATGACGATGCAGCAAAGTGATATGGAAAGATATAATCCATTATTAATGTTAAAAGAAGTCATGGCGCAGACGCCTTATCGCCATAAACGCTGGGGAGAGCGTAAGTTTCGCTATAAATTTGTATTACGTTGCCTTATTAACCCCGTAACGACAATTAAATACTTCAATGAATTATGCCATCTGTCTCAGCCCAGAACGCTGATTATTCATCGTCCACTGTTGCCGGCAAAAATCCAGCGGCCCTATTTGTATACC+ STY2899 100 STY0936 65.347 STY2899 98.8 STY0936
ATGCTTCCGGTCACCTACAGATTAATACCTCAAAGCGGAGTATCCACATATGGATTAAATACCGCAGATACACCTGTTTTCCCCGATATTCCCGAACATGCACCAAACCCCTCACGGCTACGCCTTGCTCATGACAGCCTTGCCATAAACAGTGAATTCCGTCTGGAGCCAGAGTGTGTGGTGGAGTACCTTATCTCAGGCGCGGGTGGAATAGACCCTGATACAGAAATTGATGACGACACTTATGACGAATGCT- STY1115 100 STY4081 60 STY1115 99.4 STY4081
ATGGCTAACATCACTGTCACCTTTACCATCACCGAATTTTGTTTGCACACCGGCGTGACGGAAGAGGAGCTAAACGAAATCGTCGGACTTGGCGTAATTGAGCCTTACGAAGACGATAACGCCGACTGGCAATTCGACGATCGCGCAGCGAGCGTGGTACAACGCGCGCTACGCTTACGCGAGGAGCTGGCGCTCGACTGGCCAGGGATCGCGGTCGCGTTAACGCTGCTGGAAGAGAATTCACGGCTGCGCGAAG- STY1147 100 STY3577 52 STY1147 99.7 STY3577

STY4835 95 STY1924 63.81 STY4835 64.82 STY0602a
ATGTCCATTGGGATAGTTTCCCCCCGTGAGGCGCAAGCGCTGATAGCGCAAGGCGCGAAACTGATTGATGTGCGCGACGCCGATGAATATCTGCGCGAGCATATTCCACATGCGCAACTGGCGCCGCTTTCCCGGCTTGAACAGGGCGATTTGCCCGCCAACCTGCGAGCGGAACAGATTATTTTTCACTGTCAGTCAGGTAAACGAACCAGCAGCAATGCAGCAAAACTACAGGCCATTGCCGCCCCTGCTCAAG+ STY2918 100 STY0612 60 STY2918 98.7 STY2912
ATGAAGAAAATAAATCATTGGATTAACGGCAAAAACGTTGCAGGTAACGACTACTTCCAGACCACTAACCCGGCGACCGGTGATGTGCTGGCGGAAGTAGCCTCCGGCGGTGAAGCAGAAGTGAACCAGGCTGTCGCGGCGGCAAAAGAGGCGTTCCCGAAATGGGCCAACCTGCCGATGAAAGAGCGCGCGCGCCTGATGCGCCGCCTTGGCGACCTGATTGACCAGCATGTGCCGGAAATCGCGGCGATGGAA+ STY1136 100 STY4116 67 STY1136 98.6 STY2911
ATGAAATCACTGTTTAAAGCCACGCTGCTGGCAACGACGATGGCCGTTGCTATGCACGTACCGATCACTTTTGCTGCTGATGCGGCGAAACCGGCAGCTACCGCTGATAGCAAAGCAGCATTTAAAAACGACGATCAAAAAGCGGCTTATGCGCTGGGCGCCTCGCTGGGTCGTTACATGGAAAATTCGCTTAAAGAGCAGGAAAAGTTGGGCATCAAACTGGATAAAGATCAGTTGATTGCCGGCGTTCAGGATG+ STY4345 100 STY4753 66.346 STY4345 98 STY4753
ATGAAGGTTAGCCGCGGTGTATTGCTCTGTTTTTGTTTGCTGACGTTGACGGGAATGCGCGATCCCTTCCGCCCGCCGGAAGATCGCTGCCGGATAGCGGAACTCTCGCAGTGGCGATATCAGGGCGCGGTGCGTAAAGGCGAGCGATGGACAGGCATTCTTAAAGACAGCCAGCAAAAATGGCGGCGAGTGGAAGAAGGGCAGACGCTGGAAAACGGTTGGACGATTGTCCGCCTGACGGCGGAAGCCTTAACGT+ STY4307 99 STY4308 85 STY4307 97.5 STY4308
ATGAAACGGCTTCTCATTGCTTTTGCTTTATTAACACCGTTATCCGTTAATGCGGCCAGCTTCGACTGCCAGAAAGCGCAGGCTGCGGATGAAAAGGCTATCTGCGCGCACCTGACGCTGAATGATAAAGACGTGGAAATGCACACCAAATATCAGTTTCTGAAAGGGTTGTTCGCGATGGGCAGTCGCGGCGCGCTGCAGGACGCCCAGCAGAGCTGGCTTAAACAGCGTCAGCAGTGCAAGGCCGACGTCACCT- STY1276 100 STY3956 57.282 STY1276 99.4 STY3956
ATGATGAAACCTCTTCGCCAGCAAAATCGCCAGATTATTAGCTATATTCCGCGTGTTGAACCCGCGCCGCCGGAACATGCGATAAAAATGGATACGTTTCGCGACGTCTGGATACTGCGCGGTAAATATGTTGCCTTTGTTCTGACGGGGGAGTCATTTCAACGGTCGCCCGCCTTTAGCGTGCCAGAATCGGCGCAACGTTGGGCGAATCAGGTTCGCCAGGAAAACGAAATCGCTGACTAA- STY1792 100 STY3751 64.423 STY1792 99.6 STY3751
GTGAGACAAAAGGGGGGGGTTATGACATCACGTCTTCAGGTCATACAGGGTGATATCACTCAACTTAGCGTCGATGCGATTGTGAATGCCGCTAACGCATCATTAATGGGCGGCGGTGGCGTAGACGGCGCAATTCATCGCGCGGCGGGGCCGGCATTGCTGGACGCCTGTAAACTCATCCGTCAGCAACAGGGCGAATGTCAGACGGGACATGCGGTTATCACGCCTGCTGGCAAGCTTTCGGCAAAGGCGGTTA+ STY1184 100 STY1185 65 STY1184 99.8 STY1185
GTGTCTAAGCGTCGTGTAGTTGTGACCGGACTTGGCATGTTGTCTCCTGTCGGCAATACCGTAGAGTCTACCTGGAAAGCTCTCCTTGCCGGTCAGAGTGGCATCAGCCTGATCGACCATTTCGATACTAGCGCCTATGCAACGAAATTTGCTGGCTTAGTAAAGGATTTTAACTGTGATGACATTATCTCGCGCAAAGAACAGCGCAAGATGGATGCCTTCATTCAATATGGAATTGTCGCTGGCGTACAGGCC+ STY1236 100 STY2609 73 STY1236 99.3 STY2609
TTGTCGGCCTTTTTCAGAATAACGCTGACGAACTCTTACGGTTCAGACATTTACGCATTCCGCTTTCGCTTATATACTCGGGACTTTGCTAACAGCAACCAGACGGATTACATGTATCAACCTGTCGCTTTATTCATCGGCCTGCGTTACATGCGCGGGCGTGCAGCAGATCGCTTCGGTCGCTTCGTTTCCTGGCTTTCCACTATCGGCATTACCCTGGGGGTGATGGCGCTGGTCACGGTATTGTCGGTGATG+ STY1257 100 STY1257 99.3
ATGACTACCATTACACTAGTCAACGAACAAAATAGTACTGGCAATCCTTTTTCTGCACATATGTTATGTGAACAGCGAGCTATTCAGGAAATTACTTACGAACTATTGCAATCGCAGCAGCATGTCTCAAATAAGGATATCATCGCCAAACTTATTGAAAAACTGGAAACAGAAAAAGACGTAGTGCAGCTTGATATTTACCGCAATGCCTTAGAAGCCGTTTTTTTTCAGACACCTGACGACATCTAA+ STY1854 100 STY2351 54.808 STY1854 99.2 STY2351
ATGAGCGATCTGTTTTCCTCCCCTGACCATACGCTTGACGCCCTGGGGCTGCGTTGCCCTGAACCGGTAATGATGGTGCGCAAAACGGTGCGCAACATGCAAACTGGCGAAACATTGCTGATTATCGCCGACGATCCGGCGACGACGCGTGATATTCCGGGGTTCTGTACCTTTATGGAACACGATTTGCTGGCGCAAGAGACGGAGGGTCTGCCGTACCGCTATTTATTGCGTAAAGCGCATTAA+ STY4233 100 STY4233 99.6

STY4310 63 STY4310 7.65
ATGAAAAACATCAATCCAACGCAGACTTCTGCCTGGCAGGCGCTCCAGAAACACTACGACGAAATGAAAGACGTTACGATCGCTGAGCTTTTCGCGAACGATAGCGACCGTTTCGCTAAATTTTCCGCGACGTTTGACGATCTGATGCTGGTGGACTTCTCCAAAAACCGCATCACCGAAGAGACGCTGGCAAAATTACAGGATCTGGCGAAAGAGACCGATCTGGCCGGCGCGATTAAATCCATGTTCTCCGGC+ STY4417 100 STY0456 65.049 STY4417 98.7 STY0456
ATGAGTCAAAGCACACGACGCAAGGTGTTGAGATTTCTCGGAACGATCATTGTGGTATTACTTCCTGTATTGCTGGCGATCTGGTTTGCTCATATCCGGGCAGTCTCTGAAACCAGAAATCAGTTACATTCATTTGCGCAGTTGGTATTAGATAAAACGGAGCGGGTTATCCTGCAAGCAGATTTAGCCCGCGATGCCGCTGAACAATATCAGGGGCAAGCCTGTACGCCAGCCCATCAACAGCGAATGCTGAAT+ STY4462 100 STY0511 68 STY4462 98.9 STY0376
ATGAGTACGCAAGCAATATCCCTCCTCCCGCCCGACCCGCACATGTGCAACGGCGATGAAAAGCAAACCCGTAGCCCGCTGTCGCTCTATTCCGAATATCAACGACTGGACGTTGAGCTGAGGCCGCCGCACAGAATGGCCAGCAGTCACTGGCATGGGCAAGTAGAAGTGAATGTTCCGTTTGACGGCGATGTGGAGTATTTAATCAACAATGAAGTCGTGCAGATAAAGCAGGGACATATCACCCTGTTTTGG- STY4496 100 STY3372 60.377 STY4496 99.1 STY1378
ATGAAAACGTTCTCCCTTGTCGCGCTTATCCTGTTGCTTTGTAGTTGCTCTGCGCCTCATCACGACAGTACGCAGGCCGTGAAGCAGTTCTATACCTCATGGATGACGACGTTCATGAACGATGTGAATACCCCTGACGACACCACCGCCTTAATGCAACGTTACGTTGCTAAAGAGGTTATTCATCGCCTGGCGCTAATACAGTCCCTTTATGAACAGGAGATTGTAGGGGCAGATTATTTTATGTATGCGCAGG+ STY2607 100 STY1927 61 STY2607 98.7 STY0070
ATGAAAAAAATAACCCTGGCGCTGAGCGCCGTCTGTTTATTGTTTACGCTAAACCATTCCGCGAATGCGTTAGTATCTTCCCCTTCGACGCTCAATCCGGGCACTAATGTTGCAAAACTCGCGGAACAAGCACCTGTCCATTGGGTCTCTGTCGCCCAGATTGAAAACAGCCTGACCGGACGCCCGCCGATGGCGGTCGGCTTTGATATTGACGACACCGTGTTATTTTCCAGCCCCGGATTCTGGCGCGGAAAGA+ STY4445 100 STY4445 98.5
ATGAAACCACTTATTGCATTGATGTTGTTTATGACATTCTTTGCCCATGCCGCAGATCCTGAGCCGGGTAGCCAGTATTTGCAGGCAGCAGAGGCAGGTGACAGACGCGCGCAATATTTTCTGGCCGACAGTTGGTTGAGCTATGGCGATTTGAACAAAGCTGAATACTGGGCGCAAAAAGCCGCCGACAATGGCGACGCCGACGCCTGCGCGCTACTGGCGCAAATCAAAATCACTAATCCGGTAAGCCTGGATT- STY4483 100 STY0219 61.386 STY4483 98.7 STY0219
ATGTCAAACAACATTCGTATCGAAGAAGATCTGTTGGGTACCAGGGAAGTTCCAGCTGAAGCCTACTATGGTGTTCACACTCTGAGAGCGATTGAAAACTTCTACATTAGCAATAACAAAATCAGCGACATCCCTGAATTTGTGCGTGGCATGGTTATGGTAAAAAAAGCGGCGGCGCTGGCCAACAAAGAGCTGCAAACCATTCCTAAGAGTGTGGCGAATGCCATCATTGCCGCATGTGATGAAGTCCTTAAC- STY4685 100 STY2341 65.385 STY4685 99.4 STY1653
ATGAAAAAAGTTCTGATTGCCGCGCTAATTGCAGGCTTTAGCCTTTCCGCTACAGCAGCCCAGACCATTCGTTTTGCGACCGAAGCGTCCTATCCGCCGTTCGAATCGATGGATGCTAATAACAAGATTGTCGGCTTTGACGTCGACCTGGCCAACGCGCTATGTAAAGAGATCGACGCCTCCTGTACCTTTACCAATCAGGCGTTCGACAGCCTGATCCCCAGCCTGAAATTCCGCCGCTTCGACGCTGTAATGG- STY0923 100 STY0920 75 STY0923 99.6 STY0920

STY0823 52.941 STY0823 7.24
ATGTTTTGTGTGCAATGTGAACAAACCATCCGTACACCAGCCGGAAACGGCTGCTCCTACGCGCAGGGAATGTGCGGTAAAACGGCTGAAACGTCCGATCTGCAGGATCTGCTGATTGCGGCTTTGCAAGGTTTGTCTGCCTGGGCGGTGAAGGCCCGTGAATATGGCATCATTAATCACGACGTTGATAACTTTGCGCCGCGCGCGTTTTTCTCCACGCTGACCAACGTTAACTTCGACTCTCCGCGTATCGTC- STY0933 100 STY0933 97.6
ATGAAGGCCATGAATAAGGTTTGGGTTATCGGCGATGCCTCCGTTGATCTGGTGCCGGAAAAACAGAACAGCTATCTGAAATGCCCCGGCGGAGCGTCGGCGAACGTGGGGGTATGCGTTGCCAGGCTGGGCGGGGAGTGCGGTTTTATCGGTTGTCTTGGTGATGATGACGCCGGTCGTTTCCTGCGCCAGGTTTTTCAGGATAACGGCGTGGATGTCTCTTCGCTGCGGCTGGATGCGGCCCTGACCAGCGCG- STY3804 100 STY3989 65 STY3804 95.3 STY2126

STY1609 79 STY2265 63.208 STY1609 32 STY1610
STY2213 44 STY1285 43.564 STY2213 12.65 STY1285

ATGGCCTTAACGATTAAGGGACTAAATACCGGCGTTATTCGTCACAATGATAAGTTTATCGCGCTGGCGCTTAAGGTGAAGTCACTGAGAAATAAAGAAACACTGCTTTTCTTTCCTGTGCTCGCGCTGCGAGACTTGTTGATCGGCCTTGAACACCGGCTTTATTTACAATACTCGCTTCCGGAACAAGAGCAGGAAAAACGCCAGAAAGCCAAAAGCAGTCATGTGCTTAAAATGCATGAGAATATTCCGGCAA- STY4692 100 STY4318 48.077 STY4692 99.1 STY4318
GTGAATGATGCCCCCCACCGCCCGCAGGTGAAAACCCGTAAAGCGCTGACGCCGCTTCTGGAAATTCGCAACCTGACGAAGTCATTCGACGGGCAACATGCTGTCGATGATGTCAGTCTGACTATCTATAAAGGTGAGATTTTTGCCCTGCTGGGCGCGTCAGGTTGTGGAAAATCGACTCTGTTACGGATGCTGGCGGGTTTTGAACCGCCGAGCAGCGGGCAAATTATGCTCGACGGCGTCGATCTGGCGCAT+ STY0911 100 STY4426 86 STY0911 99.1 STY1266

STY1160 63.366 STY1160 5.38
ATGAGTAAGTCTGAAAATCTCTATAGCGCGGCCCGCGAGCTGATCCCCGGCGGCGTGAACTCCCCTGTTCGCGCCTTCACTGGCGTGGGCGGCACCCCGCTGTTTATCGAAAAAGCGGACGGCGCGTATCTGTACGATGTCGATGGCAAAGCATATATCGACTATGTCGGTTCCTGGGGGCCAATGGTACTGGGGCATAACCATCCGGCTATCCGCAATGCGGTGATCGAAGCTGCGGAGCGCGGTTTAAGCTTC- STY0223 100 STY3396 68.317 STY0223 97.3 STY1811



ATGACAGACACGACGATCCTGCAAAACAACACGCATGTCATTAAGCCTAAAAAATCGGTCGCGCTTTCCGGCGTACCTGCCGGAAATACCGCTCTGTGTACCGTGGGAAAAAGCGGTAACGATCTGCACTATCGCGGTTACGACATTCTCGATCTGGCGGAGCACTGCGAATTTGAAGAAGTCGCGCATTTACTGATCCACGGAAAATTACCGACCCGCGACGAGCTGAACGCGTATAAAAGCAAGTTAAAAGCG+ STY0401 100 STY3778 60 STY0401 98 STY0773
ATGAACAGAACCGACGAACTCCGTACTGCGCGTATCGACAGCCTGGTAACACCAACCGAACTCGCGCAGCGGTATCCTGTATCGTCCTCCGTCGCCAGTCACGTTACCGACTCCCGACGCCGGATAGAAAAGATTTTAAATGGTGAAGATCCACGGCTACTGGTCGTCATTGGCCCCTGTTCGATTCACGATCTGAATGCTGCCATGGAATACGCGACGCAGCTCCAGGCACAACGCCAAAAGCATCAGGCGCGT+ STY1763 100 STY0801 82 STY1763 98.7 STY0801
ATGCTGAAAACAGAAATGATCGACAAACTGAATGAGCAAATGAATCTGGAGTTGTACTCCTCCCTGCTCTATCAACAAATGAGCGCGTGGTGTAGCTATCACAGTTTTGAAGGCGCGGCCGCATTTCTTCGTCGCCATGCGCAAGAAGAGATGACGCATATGCAGCGCCTGTTTGACTACCTTACCGATACCGGAAGCCTGCCGCGCATTAATAGCGTTTCTTCGCCCTTCGCTGAGTACACCTCACTGGATGAAC+ STY2143 100 STY2141 73 STY2143 98.4 STY2141
ATGGACTCAGGATACTGGCAATCGCAGTTTGAAGACTGGCTACGTCACCACCACCAGGAACAGGATGCCGCCCATGACATCTTCCATTTTCGTCGTGTTTGGGCAACCGCGCAAACGCTCGGGGAAAACAGTCCTGTCGACTGGCTGGTGGTGCTATCGGCATGTTATTTCCATGACATCGTCAGCCTGGCGAAAAATCATCCGCAGCGGCATCGTTCTTCCATTCTGGCGGCGGCAGAAACCCGGCGTATTTTTC- STY2201 100 STY0990 66 STY2201 98.7 STY0990
TTGAAATACCTTGCTTCCTTTCGAACTACGCTGAAAGTCTCGCGCTACTTATTCAGAGCGTTAGCGTTACTCATTTGGCTCTTAATCGCCTTTGTTTCGGTGTTTTACATCGTCAATGCCCTGCACCAGCGGGAGTCTGAAATTCGTCAGGAGTTCAACCTTAGCTCCGATCAGGCGCAGCGTTTTATCCAGCGCACGTCGGATGTGATGAAAGAGCTCAAATATATCGCCGAGAACCGTTTAACGGCGGAAAAC- STY2496 100 STY3096 74 STY2496 99 STY3507

STY1170 65.686 STY4906 54 STY1170 8.49 STY4906
GTGCATTCTATTACTACTGCGCTGGAAAATCTGACGCGTCAGCTATCGCAAGAGATACCGGCGACGCCAGGGCTTTGCGTTTTCGATGCGCCTTTCCCTTTAAACGATGCCTTCGATGCATTGAGCTGGCTGGCCAGCCAGTCATCCTTTCCGCAATTCTACTGGCAACAGCGCAATGGCGACGAAGAAGCTGCCGTTCTCGGGGCCATCACCGTCTTTTCATCGCTCGATCTGGCGCAACGGTTTTTACGTCAG- STY2541 100 STY0639 64 STY2541 99.3 STY0639
ATGTCGACGCCGGATAATCGCTCCGTAAATTTTTTTAGCTTATTTCGCCGGGGGCAGCACTACGCGAAGACGTGGCCGATGGAAAAGCGGCTGGCGCCCGTTTTCGTCGAAAACCGCGTCATTCGTATGACGCGCTATGCCATACGATTTATGCCGCCTGTCGCCGTCTTTACATTATGCTGGCAGATAGCGCTGGGCGGTCAGTTAGGTCCGGCCGTGGCGACCGCCCTGTTCGCCCTGAGCTTGCCTATGCAGG- STY2566 100 STY2566 98.7
ATGTCTTACAAAATAATGGCCATTAACGCCGGCAGCTCATCGTTAAAGTTCCAGCTGCTGGAGATGCCGCAGGGCGACATGCTCTGCCAGGGGCTGATTGAGCGTATCGGTATGGCGGATGCGCAGGTGACAATTAAGACGCACAGCCAAAAATGGCAGGAAACCGTCCCCGTTGCCGATCATCGCGATGCGGTAACGCTGCTTCTGGAAAAGCTGCTGGGTTATCAAATCATTAACAGTCTGCGGGACATTGAC+ STY2262 100 STY2567 67 STY2262 98.3 STY2567
ATGAGTCAGAATACGCTGAAAGTTCATGATTTAAATGAAGACGCGGAATTTGATGAGAACGGAGTAGAGGCTTTTGACGAAAAAGCCTTGAGTGAAGAGGAACCCAGTGATAACGACCTGGCTGAAGAAGAGCTGTTATCGCAAGGGGCCACACAGCGTGTGTTGGACGCGACTCAGCTTTACCTTGGTGAGATTGGGTATTCACCACTGTTAACAGCCGAAGAAGAAGTCTATTTTGCGCGTCGCGCACTGCGT- STY3049 100 STY3390 68 STY3049 99.8 STY3390
ATGGCTAAGCAAATGTTCAGGGCGCTGGGCGCCCTGCTGCTTACGCTCCCGGTGTGGCTTTACGCTGCGCCGCGCGTAATTACGCTCTCTCCCGCCAATACGGAGCTTGCTTTTGCCGCCGAGATTACGCCCGTTGGCGTCAGCAGCTATTCCGACTACCCGCCCGAAGCGCAAAAAATAGAACAGGTCTCTACCTGGCAGGGAATGAATCTGGAGCGCATTGTGGCGCTGAAGCCGGATCTGGTCGTCGCCTGGC- STY0228 100 STY0228 98.5

ATGCTGACTTTTGCCCGCCAACAACAGCGACGAAACGTTCGCTGGCTTCTGAGCCTGTCACTGCTGGTGCTACTGGCTACACTTCTGAGCTTATGCGCAGGCGAACAGTGGATTGCCCCCGGTGACTGGTTAAGCGCCCGGGGGGAACTGTTTGTCTGGCAAATTCGCCTTCCCCGCACGCTTGCGGTATTGCTGGTTGGCGCTGCGCTGGCGCTATCTGGCGCCGTGATGCAGGCGCTGTTTGAAAACCCACTT- STY1770 100 STY0802 70.588 STY1770 98.3 STY0802
ATGGAACTGACGACTCGCACCTTGCCGACGCGCAAACATATCGCGTTGGTTGCTCACGACCACTGCAAACAGATGTTAATGAACTGGGTGGAACGCCATCAGCCGTTGCTGGAAAAACACGTTCTTTATGCAACCGGCACCACGGGGAATCTGATCCAGCGCGCAACCGGTATGGACGTTAATGCGATGCTGAGCGGCCCGATGGGCGGCGACCAGCAGGTTGGCGCGCTCATTTCAGAAGGGAAAATCGACGTGT- STY1098 100 STY1773 62.385 STY1098 99.3 STY1773
ATGGTATTGCCTTCAATGAATAAATCAGTTGAGGCCATTAGCAATAATCACCTTCAACAACCGAACAAATTTCCATTAATAAATGGATTAGCTGACGTAAGAGACTATTATGTCGCAAACTGCTTATTGTTTAAACTTAATAAAGGCAGTTTGCGAATTGAAAACGAATTTGGGGAGTTCATCGAACAATCTGCGCTGTGTTTATTTTTATTGGAAAAAGATCAAACAATCACGCTTAGTATGAGCGAAATAGAAG- STY2988 100 STY4515 68.317 STY2988 99 STY4515
GTGAAATCGAACAAGCAGGTTACTGCCGCTACGATGAAGGATGTTGCGTTGAAGGCGAAAGTCTCTACGGCAACCGTATCCCGCGCGTTAATGAACCCCGATAAAGTCTCCCAGTCGACCCGTAGCCGGGTTGAACAGGCCGCGCTTGAAGTGGGTTATTTCCCGCAGTCGATGGGGCGAAATGTAAAACGCAATGAATCCCGTACGATTTTGGTGATTGTCCCGGATATTTGCGATCCCTTCTTCAGTGAAATT+ STY3776 100 STY0231 63.81 STY3776 99.1 STY1692
ATGCAATTTAATATCCCTACGTTGCTCACGCTGTTTCGCGTCATCCTGATTCCATTCTTTGTCGTGGTGTTTTATTTGCCGTTCGCCTGGGCGCCGATGGTCAGCGCGCTGATTTTCTGTATTGCCGCGATTACCGACTGGTTTGACGGCTTTCTGGCGCGACGCTGGAACCAGAGTACGCGTTTCGGCGCTTTCCTCGACCCCGTCGCCGACAAGGTGCTGGTGGCGATCGCCATGGTGCTGGTCACCGAGCATT- STY2153 100 STY4375 58 STY2153 99.6 STY2400
ATGAAGACACATATTCTTTTGGCCAGAGTGCTGGCATGTGCCGCGCTTGTTCTGGTTGCACCTGGTTATTCTAGTGAAAAAATACCTGTAACGGGAAGTGGGTTTGTTGCGAAAGACGATAGCCTGCGGACATTTTTCGATGCCATGGCGCTACAGCTAAAGGAGCCTGTCATTGTTAGCAAAATGGCGGCACGAAAAAAAATTACGGGCAACTTTGAGTTTCACGATCCTAACGCATTACTGGAGAAGCTTTCC- STY3021 100 STY1726 61.905 STY3021 99.3 STY1726
ATGTCGTTCGAATTACCTGCATTACCGTATGCCAAAGATGCTCTGGCGCCGCATATTTCTGCTGAGACGCTGGAATATCACTATGGCAAACATCATCAGACTTACGTGACCAATCTTAACAATTTGATCAAAGGCACGGCGTTTGAAGGCAAATCGCTGGAAGAGATCGTGCGCACTTCCGAAGGCGGCATCTTTAATAACGCCGCTCAGGTGTGGAACCACACCTTCTACTGGAACTGCCTGGCGCCAAACGCTG+ STY1691 100 STY3816 65 STY1691 99.8 STY0425
ATGAAACTTTTAAAAGTGGCAGCATTCGCAGCAATCGTAGTTTCTGGCAGTGCTCTGGCTGGCGTCGTTCCACAATGGGGCGGCGGCGGTAATCATAACGGCGGCGGCAATAGTTCCGGGCCGGATTCCACGTTGAGCATTTATCAGTACGGTTCCGCTAACGCTGCGCTTGCTCTGCAAAGCGATGCCCGTAAATCTGAAACGACCATTACCCAGAGCGGTTATGGTAACGGCGCCGATGTAGGCCAGGGTGCGG+ STY1181 100 STY3941 62.5 STY1181 99.8 STY3941
ATGCCTGAATTACCCGAAGTTGAAACCAGCCGCCGGGGTATTGAACCTCATTTAGTTGGCGCTACTATCCTGCACGCCCATATCCGTAACGGTCGTCTGCGCTGGCCGGTTTCAGACGAAATTTATCGTCTGAGCGACACACCCGTCCTTAGCGTTCAGCGTCGTGCTAAATATCTACTGCTGGAGTTGCCTGACGGCTGGATAATTATTCACCTGGGGATGTCGGGAAGCTTGCGGATACTGTCGGAAGCGCTGC+ STY4068 100 STY4068 98.9
ATGATTATTGAAAAAAAGGTTAAAAACTATACCGTCTTTGTCAAAAAAGACGGTGAAAAATATATTGAGATATTCAAAGATTTTCTATCTTATAATCATCAGGTTATTAAAGTCTTCCGTAATATAGAAGATACAAAAGTTGTATTGATTAATACAGACTACGGAAAATATATTCTCAAAGTATTTAGTCCAAAAGTAAAAAGTACTGAACGCTTTTTCAAATCGTTAGTAAAAGGAGATTACTACGAAAAGCTTT+ STY4079 100 STY2794 60 STY4079 98.6 STY2794
ATGAAGCTTAAGAACACTCTCCTGGCGTCGGCTCTGCTTTCTGCGGCTGCTTTTTCTGTCCATGCAGCAACAGAACTGACGCCGGAGCAAGCGGCTGCACTAAAACCTTATGACCGCATCGTTATTACCGGTCGTTTTAATGCTATTGGCGATGCGGTCTCCGCCGTGTCCCGCCGCGCAGATAAAGAAGGCGCAGCCTCCTTCTATGTTGTCGACACCTCGGAGTTCGGCAACAGTGGTAACTGGCGTGTTGTG+ STY1590 100 STY4699 88 STY1590 99.5 STY4699
ATGTCAAACAAACCCTTCTTTTATCAAGACCCTTTTCCCCTCAAAAAGGACGATACCGAGTACTACTTGTTGACCAGCGAACATGTTTCCGTCGCCGAGTTCGAAGGACAAGAGATCCTGAAAGTCGCGCCGGAAGCGCTAACGTTGTTGGCGCGTCAGGCCTTCCACGATGCGTCTTTTATGCTACGTCCCGCGCATCAGCAGCAGGTGGCGGATATTCTGCGCGATCCGCAGGCCAGTGAAAACGACAAATAT- STY1654 100 STY4499 92 STY1654 93.02 STY4499
ATGAAAATCACCAACCCTGAGGCATTAATGGCGGCCAGTATCAGCCGACGAAGCCTGGTGAAAACCTCCGCTATCGGTAGCCTTGCGCTTGCCAGTAGCGCTTTCACCCTTCCGTTCTCCCGCATCGCCCACGCCGCAGCAGACCTCGCATCTGGCAATATGGCAGAAAAAGCGGTCTGGAGTTCATGTACCGTTAACTGCGGCAGCCGCTGCCTGCTGCGCCTGCACGTAAAAGATGACACCGTATATTGGGTT+ STY1566 100 STY0962 81 STY1566 99 STY4503
ATGCCTGATTACCACGCAGCGCTTGTCATTGACATTGGTACAACTAACTGCAAAGTCAGCTGCTATTCCTGTCATGACGTGTCAGTTCTGGAAGTCCGCAAGTTTCCGACGCCAACAATATCGTCGGACAAAGGCGAGGTAGATTTAGATATCGAAGCGCTGTGGCAGGCACTGCGACTGGTAATGGCTGAACTGGTGGCTTCAGTACCGTTTCCGGTAAAAAATATCAGTATTGCGAGTTTCGGTGAGTCTGGC+ STY4001 100 STY4423 49 STY4001 98.1 STY4423
GTGTCTGGTTTGAAAATTACTCTGTTGCAACAACCTTTAGTCTGGATGGACGGCCTGGCAAACCTGCGTCATTTTGACAGACAGCTAGAGCTCGTATCTGGCCGGGATGTGATTGTTCTGCCTGAAATGTTTACCACCGGCTTCGCGATGGAGGCCGCTAATAACTCACTTTCGCAAGATAGCGTGATTACGTGGATGCAGGCCAAAGCCCGACAAACTGACGCTCTGATTGCCGGCAGCGCGGCGCTACAAACTG- STY0353 100 STY0995 54.455 STY0353 98.8 STY0995
ATGTCTCCGATCTCCTGTCACTCTTCCGCCGCCCCGGCGATGAAAAAGATCTTTTCCGTCAGCGACTTCATCGCGTTTGGCGAGCGTTATGGCATTGATTACCGCTTCCCTGCGTTACCGCAGTATACGCAGAGTAGTCCCGTACTTCATGGCGATATCGAAGAGATAGCGCTTCCCGGCGGGATTTGCATTACACGCTCGGATGTTCACGTGTTACAACCTTATGAAACCACCTCTCGCCATAGCAGTCCGCTG+ STY0395 100 STY3349 64.762 STY0395 98.7 STY3349
ATGTGGTTTCAACTCTCTTCTTTAAGGTCCATTTTGAACGTCTCCACTGCCTTACGCCAGGTTGTCGTCCGTACGCCCTGGTATGCCAAACGCAAGAGCTACAAAGTGTTGTTCTGGCGTGAAATCACCCCACTTGCTATCCCCATTTTTCTGGAAAATACCTGTGTTTTGCTAATGGGCGTGCTCAGTACTTTTCTCGTCAGTTGGTTGGGCAAGGAAGCAATGGCGGGCGTGGGGCTTGCCGACAGTTTTAAT- STY2216 100 STY1676 57.282 STY2216 94.24 STY1676
GTGACAGTTAAAAACGACAGCATACAGAGCACATTCCTCTTCCACGATTACGAAACCTTCGGTACGCATCCGGCCCTCGACAGACCTGCGCAATTCGCCGCGCTCCGTACGGATAACGACTTCAACGTTATTGGCGAGCCGGAGGTGTTTTATTGCAAACCCGCCGATGATTATCTACCGCAGCCCGGCGCAGTGCTGATTACCGGCATCACGCCGCAGGAAGCGCGTGAGAAAGGAGAAAACGAAGCCGCTTTC+ STY2276 100 STY3610 64.078 STY2276 99 STY3610
ATGTTTGAACCTATGGAACTAACCAACGACGCGGTGATTACAGTCATCGGCGTCGGTGGTGGCGGCGGTAACGCTGTTGAACACATGGTGCGCGAGCGCATCGAAGGTGTTGAATTCTTCGCGGTGAATACCGACGCGCAGGCGTTGCGTAAGACGGCGGTTGGCCAGACCATTCAAATTGGTAGCGGCATTACCAAAGGTCTGGGCGCCGGCGCTAACCCGGAAGTCGGCCGTAATGCGGCGGACGAAGACCGT+ STY0153 100 STY0153 98.8
ATGCTAATGGCTACGATTCATGTAGACGGCAAAGAATACGAGGTCAACGGCGCGGACAACCTGCTACAGGCATGTCTGTCCCTCGGCCTTGATATTCCGTATTTTTGCTGGCACCCGGCGCTGGGAAGCGTCGGTGCTTGCCGCCAGTGTGCGGTGAAGCAATACCAAAACGCGGAAGATACGCGTGGTCGCCTGGTGATGTCCTGTATGACGCCAGCCACCGACGGTACCTTTATCTCTATTGACGACGAAGAA- STY2553 100 STY1325 72 STY2553 98.8 STY2372
ATGAGCGAAAAATACGTCGTCACCTGGGACATGTTGCAGATTCACGCACGCAAACTGGCGAGCCGCCTCATGCCTTCAGAACAATGGAAAGGCATTATTGCCGTAAGTCGTGGCGGCCTTGTACCGGGCGCACTACTGGCGCGTGAATTGGGCATTCGTCATGTCGATACCGTATGCATCTCCAGCTACGATCACGATAACCAGCGCGAACTGAAAGTGCTGAAACGTGCAGAAGGCGATGGCGAAGGCTTTATCG+ STY0362 100 STY2815 91 STY0362 99.8 STY0269
ATGACTCCTGAATCCGTCATGATGATGGGGACCGAGGCGATGAAAGTTGCTCTCGCCCTGGCTGCGCCGCTGTTACTCGTCGCGCTGATTACCGGCCTCATTATCAGCATCTTGCAGGCCGCGACTCAGATTAATGAAATGACGCTGTCGTTTATCCCTAAAATCGTCGCGGTATTCATCGCAATTATCGTTGCCGGCCCGTGGATGCTCAACCTGCTGCTGGACTACGTACGCACTCTGTTCAGCAATTTACCTT+ STY2188 100 STY4769 63.551 STY2188 98.5 STY3012
ATGAATATCGAATTACGTCATTTACGTTACTTTGTGGCGGTAGCAGAAGAGCTGCATTTTGGTCGCGCCGCCGCGCGCCTCAATATCTCGCAGCCGCCGCTCAGTCAGCAGATACAAATTCTGGAGCAGCAGGTCGGTGCGCGATTACTGGCGCGGACCAACCGCAGCGTAGCGTTAACCGCCGCCGGGCGACAGTTTCTGGCGGATAGCCGACACATCCTGAGTCTGGTAAACGACGCCGCCGCTCGCGCCGAGC- STY1578 100 STY2655 76 STY1578 98.3 STY2655
ATGCCACGTCGTCGCGTCATTGGTCAGCGTAAAATTCTGCCGGATCCGAAGTTCGGATCAGAACTGCTGGCTAAATTTGTCAATATCCTGATGGTAGATGGTAAAAAATCTACTGCAGAATCAATCGTATACAGCGCGCTGGAGACCCTGGCTCAGCGTTCTGGTAAATCTGAACTGGAAGCTTTCGAAGTCGCTCTCGAAAACGTTCGCCCGACTGTAGAAGTTAAATCCCGCCGTGTAGGTGGTTCTACTTATC+ STY4351 100 STY2855 61.468 STY4351 99.8 STY2855
ATGAAACGTTTTCTACTGTGTAGTTTTGCCCTGGTTTTACTCTATCCTGCTGGTATTGATATGTATCTGGTCGGTTTACCGCGTATAGCCGCCGATCTGAACGCCAGCGAGGCGCAGTTGCATATCGCCTTCTCCGTTTACCTGGCCGGAATGGCGACGGCCATGCTGTTTGCCGGGAAGATAGCCGACCAGTCAGGCCGCAAGCCGGTCGCGATCGTCGGCGCGATCGTCTTTATGATGGCCTCACTGCTTTGT- STY3936 100 STY2458 74.757 STY3936 98.2 STY2458
ATGACCATCTGGGTGGATGCGGATGCGTGTCCGAATGTCATTAAAGAAATTTTGTACCGCGCCGCCGAGCGGATGCAGTTGCCGCTTATTCTGGTTGCCAATCAGGCCTTGCGCGTGCCGCCTTCGCGTTTTATCCGCACGCTTCGCGTGGCCGCCGGGTTTGACGTGGCGGACAATGAAATTGTGCGTCAATGCGAAGCGGGCGATCTGGTGATTACCGCGGATATTCCGCTGGCGGCTGAAGTGCTGGAAAAAG+ STY0420 100 STY2413 58 STY0420 99.1 STY2413
ATGGCAACTGATACTTTAACGCACGCGACTGCCCACGCGCACGAACACGGGCACCATGACGCAGGCCAGAACAAAATCTTCGGATTTTGGGTCTACCTGATGAGCGACTGCATTCTGTTCTCTATTCTGTTTGCTACCTATGCCGTTCTGGTGAACGGCACCGCTGGCGGCCCGACAGGTAAGGACATTTTCGAACTGCCGTTCGTTCTGGTTGAAACCTTCCTGCTGTTATTTAGCTCCATTACCTACGGCATGG- STY0483 100 STY4270 62.857 STY0483 99.3 STY4270
ATGATGCCTTTCTCCATCATAAAAAACATCGCAAACAGGGAACGCATGGAAATTTTCTTCACAATACTCATCATGACCCTTGTGGTCTCGCTGTCGGGGGTATTTACGCGTGTATTACCCTTCCAGCTTCCTTTACCCCTTATGCAGATCGCCATTGGCGCGCTGTTGGCGTGGCCGACGTTTGGTTTGCATGTGGAATTCGACCCGGAACTCTTCCTGGTGCTGTTTATTCCGCCGCTGCTGTTTGCGGATGGC+ STY4467 100 STY4739 56.436 STY4467 99.2 STY4739
ATGATTGACTGGCAGGATCTCCACCATAGCGAACTTACTGTTCCTCAACTTTACGCGTTACTCAAATTGCGCTGCGCGGTCTTTGTGGTAGAACAGCGCTGTCCTTACCTGGATGTGGATGGCGATGATTTAGTCGGCGACAATCGGCATATTCTGGGCTGGCATCAGGATGAGCTGGTGGCGTATGCGAGGATTCTGAAAAGTGATAACGAATCAGACCCGGTTGTCATTGGCCGGGTGATCGTCAGCGATGCCT- STY2543 100 STY1721 53.922 STY2543 99.4 STY1721
ATGAGCCAATTATTTGTCCGAACCGGAATCACATTCGACTCGAGCCAACAGGCGCTGGCGCACATTGGCAAAGAGATGCTGGCGAAAGGCGTGGTACATGATAGTTATCCGCAGGCACTGGTGGAACGTGAAGCGTCCTTTCCCACCGGCATTGCGCTGGAGCGCCACGCCGTCGCTATCCCTCATTGCGAGGCAGTTCATGCGAAATCACCCGCTATCTATCTGATTCGTCCAGATAAGCCGGTCATGTTTCAAC+ STY3441 100 STY2762 64.151 STY3441 91.4 STY2666

STYrarB 60 STY4137 53.774 STYrarB 27.41 STY4137
ATGAAAATCTTATTTATTGGCGAATCCTGGCACATTCATATGATTCACTCTAAAGGTTTTGATAGCTTTACATCGAGCAAATACGAAGAAGGCGCAGACTATTTATTATCCTGCTTACGCCAGGGTAATATCGATGTGGACTACATGCCTGCCCATATTGTGCAAACTCGTTTTCCACAAACCGCCGAAGCATTAGCCTGCTATGATGCGATCGTCATCAGTGATATCGGTAGCAATACGTTCCTGTTACAAAACA+ STY1741 100 STY4263 77 STY1741 98.8 STY4263
ATGTTATCCTCTCAAACTTCCTCAATTTTTACCGTAAGCCGCCTTAACCAGACGGTTCGTCTGCTGTTAGAACAGGAGATGGGACAGGTATGGATCAGCGGCGAGATTTCTAATTTCACGCAGCCTGCGTCGGGCCACTGGTACTTTACGCTCAAAGACGATACCGCTCAGGTGCGCTGTGCGATGTTCCGCAACAGCAACCGCCGGGTGACGTTCCGCCCGCAGCACGGGCAGCAGGTGCTGGTACGCGCCAAC+ STY2753 100 STY0646 68.269 STY2753 96.7 STY0646
ATGATAGCGATGATTCTGGTACATCCACATATCTTCTGGCTTAGCCTCGGCGGCCTGTTGTTGGCTGCGGAAATGCTCGGCGGTAACGGCTATTTGCTGTGGAGCGGCGTGGCGGCAGTGATTACCGGCTTAACCGTCTGGCTCTTACCGCTCGGCTGGGAATGGCAGGGCGTGCTGTTTGCGGCCTTAACGTTGCTGGCGGCCTGGCTTTGGTGGCGCTGGCTGGCGCGTCGCGTGCGGGAACAAAAGCCGACCG- STY0546 100 STY3904 62.745 STY0546 98.7 STY1493
ATGATGAAAAATGATATATTAATTACCGGTGGACATATCATCGATCCCGCTCGTAATATTAATGAGATTAACAAGTTACGCATCATTAACGATATTATCGTTGATGCCGATAAATATCCTGTAACTTCGGAGACCCGGATTATCCATGCCGACGGCATGATCGTCACTCCCGGTCTTATCGATTATCACACGCATGTTTTTTATGATGCGACGGAAGGCGGCGTCAGGCCTGATATGTACATGCCGCCGAATGGC- STY4772 100 STY0473 62.136 STY4772 98.4 STY4784
ATGTCAGTACCACTTATTCTGACCTTACTGGCGGGCGCTGCCACCTTTATTGGCGCGTTTCTTGGCGTTCTTGGCCAAAAACCGTCTAACCGCGTGCTGGCTTTTTCGCTGGGCTTCGCCGCAGGGATCATGCTGCTCATCTCGCTGATGGAGATGCTGCCCGCCGCGTTAGATACCGAGGGGATGTCGCCTGTACTGGGCTACGGGATGTTTATTATCGGCCTGTTGGGCTACTTCGGGCTGGATCGTCTGCTTC+ STY3368 100 STY1666 77.451 STY3368 98.3 STY1666
ATGAGCCACGTAGACGACGGTTTCCGTTCACTGACGCTGAAACGTTTTCCGCAAACGGATGATGTTAACCCGCTTCTGGCGTGGGAGGCGGCCGATGAGTATCTGCTGCAACAGTTGGATGAGACGGAAATTCGCGGCCCGGTGCTGATCCTGAATGATACGTTTGGCGCGCTAAGCTGTGCGCTGGCGGAGCATTCGCCATACAGTATTGGCGATTCATATTTAAGCGAACTGGGTACGCGAGAGAATTTACGC- STY3400 100 STY3519 61 STY3400 99 STY4906
ATGGCTCAAATACCAGCAAGGGGAGATTGTTCCCGCCAGCTAACACGTAAACAGGCTGGCGACGCGTGGGAAGCTGCCGCGCGTCTCTGGCTGGAAAGCAAAGGACTGCGGTTTATCGCCGCCAACGTGCGCGAGCGCGGCGGCGAAATCGATCTGATCATGCGCGACGGAAAAACGACGGTTTTTGTTGAGGTTCGCTATCGGCGCTCCGGGCTTTATGGCGGCGCGGCGGCTAGTGTGACCCGCAGCAAGCAAC+ STY3448 100 HCM1.180c 62.264 STY3448 99.2 STY0674

STY4631 61.165 STY2548 52 STY4631 7.12 STY2548
ATGAGGTCGTTAGCTGATTTCGAATTTAACAATGCGCCGCTGTGTGATGGCATGATCCTGGCATCAGAGATGATTCGCCTGGATTTTCCCACGCAGTTTGTCTACGACGAACTGGAACGTCTGGTCAGTCTGGCGCAGGAAGAAATTAGCCAGCTCCTGTCTCAGGATGAGCAACTGGAAAAATTGCTGGCACTTTTTTACGGCGAGTGGGGGTTCACGGATTCCCGCGGCGTCTACCGTCTTTCTGATGCTTTAT- STY1898 100 STY3201 58.416 STY1898 99.3 STY3201



ATGACGAAAGTCGGTTTACGCATTGACGTTGATACCTTGCGAGGAACGCGTGAAGGTGTTCCCCGGCTGCTGGCGACATTGCATCGCCACGGCGTTCAGGCCAGCTTTTTCTTCAGCGTCGGGCCGGACAATATGGGACGCCATCTTTGGCGTCTGATAAAACCGCGATTTTTATGGAAAATGCTACGTTCAAACGCCGCCTCGCTCTACGGTTGGGATATCCTGCTGGCCGGCACCGCCTGGCCGGGAAAAAATA+ STY2530 100 STY3019 59.434 STY2530 99.1 STY3019
ATGAAATCGCTGCGTTTGACTTTACTCGCACTGCCGCTGGCGCTGACCGGCTGCTCGACGCTCTCCTCGGTCAACTGGTCTGCCGCAAATCCATGGAACTGGTTTGGTTCCTCGACAGAAGTCACTGAGCAAGGCGTGGGAGCGCTGACCGCCGCCACGCCGCTGGAAGAGCCGGCTATTGCAGAGGCATTAGATGGCGATTATCGCCTGCGTAGCGGTATGAAAACCGATAACGGCAACGTGGTGCGCTTTTTCG- STY2684 100 STY2684 99.7
ATGAATTACCCGCAAATACTCTCTCCGGTGCTTAATTTCCTGCATTGCCCGACGCCGCAGGCGTGGATTGTCCAGGCCCGCGATCCGCAAAATCTTCCTCTTCTGCTTACCGATCACTTGATCTGCGAACTGAAGGCTGCGCAAACCGCGTTGCTGTTGGTGCGTAAATATGTCGCCGATAAATCGGGCGCCGACGCGCTGCTCGCCTGGCTGCAACCTTACGAGGCGTTCGCGTTTCGTCAGGGGCCGGAGCCGG+ STY4809 100 STY0058 50.98 STY4809 93.15 STY0058
ATGACCGCCCTTTCCCAACCGACGGCCATAGATGGCTATCGCTGGCTTAAAAATGACATTATTCGCGGCACTTATCAGCCGGATGAGAAACTGCGGATGAGTTTATTAACCGCCCGCTATGCGCTCGGCGTAGGGCCGCTGCGCGAGGCGCTGTCACAACTGGTGGCGGAACGGCTGGTCACCGTGGTGAATCAAAAAGGCTATCGCGTGGCATCCATGTCAGAGGCGGAACTCCTCGATATTTTTGACGCGCGCG+ STY2914 100 STY3537 69.231 STY2914 99.1 STY3967
ATGCCTGATTTATCCGCCGCGGAGTTTACCTTGTTACAGGGTGCGCACCTGTTTGCGCCAGAAGACCGGGGCATCTGCGATGTTCTGCTCGCGAATGGCAAAATTATTGCCGTCGGCGCTGACATCCCCGGCGATATCGTACCGGACTGTGCGGTGATTAATCTTAGCGGTCGTATGCTGTGCCCGGGCTTTATCGACCAACACGTTCATCTGATCGGCGGCGGCGGCGAAGCGGGGCCGACGACGCGGACGCCG- STY4868 100 STY0931 62.136 STY4868 98.6 STY0931
ATGTTTAATAAGAAAATTATCATCCTGGCAATGTTAACTGCCGTAGCATCCACACCGGTATTTGCCCAGAACACGATTACGTTCAATGGCAAAATTTACGATCAGGCGTGTACGGTTCAGGTTAATGGCTCCACGGATACCACCATTGATTTAGGTAATTACAGCAAAGAACGCATCGCGGAAAAAGGCGCCACAACCGATTACGTGCCGTTTACCGTAAGCCTGGTTAGCTGCCCGGAAGCAGGGACTGGCGTAC- STY4944 100 STY4772 61 STY4944 98.5 STY0435

STY4143 100 STY4143 97.3
ATGACGCAGCCATTGGTCGGAAAACAGATTCTTATTGTTGAAGACGAGCCTGTATTTCGCTCGCTTCTGGATTCGTGGTTTTCCTCTTTGGGAGCGACAACGGCATTGGCAGGCGACGGGGTGGATGCCCTGGAGTTGATGGGGCGTTTTACCCCTGATCTCATGATATGTGATATCGCTATGCCGAGAATGAACGGTCTCAAACTGGTAGAAAACTTACGTAATCGCGGAGACCAGACGCCTATTCTGGTTATT+ STY1297 100 STY1285 66.667 STY1297 99.8 STY1285
ATGATTATCTTCACCCTGCGTCGGTTATTGCTGTTGCTGGTGACGCTATTCTTCCTGACCTTTATCGGCTTTAGCCTGAGCTATTTTACGCCGCACGCGCCGCTACAAGGCGCATCATTATGGAATGCCTGGGTTTTCTGGTTCAACGGTCTGCTGCACTGGGACTTTGGCGTGTCCAGCATTAACGGCCAGCTGATCTCCGAACAGCTTAAAGAGGTGTTTCCCGCCACGATGGAGCTGTGCATTCTCGCCTTT- STY1368 100 STY4087 63.462 STY1368 98.7 STY4169
ATGACCGTACTGCATAGCGTGGATTTTTTTCCATCAGGTAAAGCGCCCGTGGCGATTGAACCTCGTCTGCCGCAAGCCGCTTTCCCTGAACATCATCATGATTTTCATGAAATCGTGATTGTGGAACACGGTACGGGCATTCATGTATTCAACGGGCAGCCGTATACCATCAGCGGCGGTACCGTGTGTTTTGTTCGCGATCACGACCGGCATTTATATGAACATACCGACAACCTATGCCTGACGAATGTACTGT- STY3825 100 STY3756 66.99 STY3825 99.9 STY3756
ATGACGAGAATACTCGCGGCTATCACGCTCCCATTGAGTATCGTATTAACCATCCTGGTCACTATTGTTTGCTCAGTACCGATCATCGTTGCCGGCATGGTAAAGCTCCTTTTGCCTGTTCCCGGTATCTGGCGCAAGGTCTCCATTTTCTGCAATTTCATGATGTATTGCTGGTGTGCTGGTCTTGCAGCGCTGTTACGCCTTAATCCGCACTTGCAATGGGATGTAGAAGGGTTAGAAGGGCTGAGCAAGAAAA+ STY3882 100 STY1670 62.5 STY3882 98.2 STY1670
ATGACTCAACACACGCGAAATTTTTCATTCAAAGTGCTCACAATTAATACGCACAAAGGTTTTACCGCCTTTAATAAACGCTTCATCCTGCCGGAGCTGCGCGACGCCGTCAGAACGGTCGGCGCCGATATCGTCTGTCTGCAAGAAGTGATGGGCGCGCATGAAGTGCATCCGCTGCATATCGAAAACTGGCCGGACACTACCCACTATGAATTTTTGGCCGACACCATGTGGAGCGATTTCGCCTATGGCCGTA- STY0848 100 STY4790 61.765 STY0848 98.6 STY4790
GTGACTAAACGCTATTTTGTGACCGGTACTGATACTGAAGTCGGTAAAACGGTCGCCAGTTGCGCCTTATTGCAGGCCGCAACGCAGTTAGGTTATCAAACCGTAGGCTATAAGCCCGTCGCTTCCGGCAGCGAAATGACAACCGACGGGCTACGCAATAGCGATGCCCTGGCCTTGCAGCGTAACAGCAGCCTGCCGCAACCTTATTCCGCTATCAATCCTTATACTTTTGCCGAGCCTACTTCTCCCCACATCG+ STY0830 100 STY2593 60.577 STY0830 99.1 STY0709
ATGATCAATTCGCCCAGAGTGTGTATTCAGGTGCAAAGCGTCTACATTGAGGCGCAATCCTCACCTGACGATGAACGTTACGTTTTTGCCTATACCGTAACCATCCGCAATCTGGGTCGGGCGCCAGTGCAGCTATTGGGCCGCTACTGGCTGATTACCAATGGTCATGGCCGTGAAACTGAAGTCCAGGGCAAAGGTGTGGTTGGCGTCCAGCCGCGCATTGCGCCTGGCGAAGAGTATCAGTACACCGGCGGCG- STY0104 100 STY4087 66.337 STY0104 98.4 STY3355
ATGAAAAGGAATTTATTATCCTCAGCGATAATCATTGCGCTAATGACCCTGGGCGCAACAGGATGTGATGACAATAATGTTAAAACCGAGGCGACGCCGGCCGCCAGCAGTCAGCCTGCGACGCCAGCGCCTTCTCAGACGCCGGAAACGCAATCTGGCGAAAGTCCAGCGCAGCCCCCAGCAGCGAAGCCAGAAACAGCAACTCAGCCCCCGGCGGCGAAGCCAGAAACGCCAGCTCAGCCGGAGGTTGACGCT- STY3836 100 STY3837 69 STY3836 98.9 STY3837
GTGAAGCTGCAACTTGTCGCTGTCGGCACGAAGATGCCCGACTGGGTTCAAACGGGATTTACGGAATATCTGCGTCGTTTTCCGAAAGATATGCCCTTTGAGCTGATCGAAATCCCTGCGGGCAAACGCGGCAAGAACGCGGATATCAAACGCATTCTCGACAAAGAGGGCGAGCAGATGCTGGCCGCCGCCGGTAAGAATCGCATTGTTACCCTGGATATTCCAGGCAAGCCGTGGGATACGCCGCAGTTAGCCA- STY0692 100 STY4767 91.176 STY0692 99.8 STY0498
ATGAATCTTAACAGTATTCCCGCGTTTCAGGACAATTACATCTGGGTGCTGACCAATGATGAAGGCCGCTGTGTGATTGTTGATCCCGGCGAAGCGGCCCCCGTCTTAAAGGCCATTGCTGCACATAAGTGGATGCCGGAGGCGATTTTTCTGACGCATCACCATTACGACCATGTTGGCGGAGTCAAAGAGCTGTTGCAACACTTCCCGCAAATGACGGTTTATGGACCGGCGGAAACGCAAGACAAGGGAGCAA- STY0282 100 STY0984 60 STY0282 98.1 STY0984
ATGGAATCCCTGACGTTACAACCCATCGCGCGGGTCGATGGCGCCATTAATTTACCTGGCTCCAAAAGTGTTTCAAACCGTGCTTTGCTCCTGGCGGCTTTAGCTTGTGGTAAAACCGTTCTGACGAATCTGCTGGATAGCGATGACGTCCGCCATATGCTCAATGCCCTGAGCGCGTTGGGGATCAATTACACCCTTTCTGCCGATCGCACCCGCTGTGATATCACGGGTAATGGCGGCCCATTACGCGCGTCA+ STY0978 100 STY0408 64.486 STY0978 98.7 STY0408
ATGAAGAAGACCGTTCTCGCTTTGTCTTTGCTGATAGGTCTGGGCGCGACGGCGGCCAGTTACGCCGCGCTCCCGCAAACGGTTCGTATTGGAACAGATACCACCTACGCGCCTTTCTCATCGAAAGATGCCAAAGGCGACTTTATTGGCTTTGATATCGATCTCGGTAATGAAATGTGTAAGCGTATGCAGGTGAAATGTACCTGGGTCGCCAGCGACTTTGATGCGCTTATTCCCTCACTAAAAGCGAAAAAAA- STY2585 100 STY2584 85 STY2585 99 STY2584
ATGCGCTGTAAAACGCTGACTGCTGCCGCAGCAGTACTCCTGATGTTGACCGCAGGCTGTTCCACTCTGGAGCGAGTGGTTTACCGACCTGACATCAATCAGGGGAACTATCTTACACCTACGGATGTCGCCAAAGTGCGTGTTGGTATGACGCAACAACAGGTTGCGTATGCTTTAGGCACGCCGATGATGACCGATCCTTTTGGTACGAACACCTGGTTTTATGTCTTCCGCCAGCAGCCAGGACATGAGAACG+ STY2871 100 STY1731 58 STY2871 100 STY1731
ATGAAAATCATTAAAGATGCCCTGGCAGGCACGCTGGAATCCAGCGATGTGATGATCAGGATTGGTCCATCCAGCGAGCCAGGAATTCGGCTGGAGCTAGAGAGTCTGGTGAAGCAGCAGTTTGGCGCGGCGATTGAGCAGGTGGTTCGGGAAACGCTGGCGAAGCTGGGCGTTGAACGCGCGCTGGTTAGCGTCGATGACAAAGGCGCGCTGGAGTGTATTTTACGCGCCCGAGTGCAGGCGGCGGCGTTACGCG+ STY0068 100 STY0672 66.337 STY0068 99 STY0672
ATGGTCGCGGCGAGTCGTATGGATGGTCGCGATATGGTGCGCCAGCGTGCTTCTGCTGGCGGGCGTCGGAATGTTGTTCAGACTGCTCATGACCTCCGCAGGATTTCGCTCCTGACTGATACCCCCGGACGCGCTTTCGTCTCTCGCGAAAGCGCGTTTTTATCGACAGATCGGCGTTTATCGATCACCTTTGCTCGCCTTATCTCTCCCCTCAATAGCGGTTGA+ STY0394 99 STY2807 55.882 STY0394 98.7 STY2807
ATGCCACCTTTAAAAAAAATTGTGCTGCGCCTGTTTGTGGGGGCGATGGTCGCCACGGTAACGACACCTGCATTGGCGCTGGTTTGCCTTGAGGATCACTCCGCTAAAGAGTGTGCTATATCGTGTGCTGAGGTGATGTGGTTTATGTTTCCGATATGTTTTTAA- STY1986 100 STY0979 60.952 STY1986 98.8 STY3894
ATGACCAATCCATTACTAACGTCTTTTTCACTGCCGCCTTTTTCTGCAATTAAACCGGAGCATGTGGTGCCTGCGGTCACCAAAGCGTTGGCCGATTGCCGGGCGGCGGTAGAAGGCGTTGTGGCGCATGGCGCGCCGTATAGCTGGGAAAACCTCTGCCAGCCGTTGGCGGAAGCCGACGATGTTCTGGGGCGTATTTTCTCGCCAATTAGCCACTTAAACTCGGTGAAAAATAGCCCGGAGCTGCGTGAAGCC+ STY4209 100 STY1549 67 STY4209 97.8 STY1549

STY0750 100 STY2807 84 STY0750 99.1 STY2807
ATGATCAATGTATTAATTGTCGATGACGATGCGATGGTCGCGGAGTTAAATCGCCGCTATGTCGCGCAAATCTCCGGTTTTCATTGTTGTGGAACCGCTTCGACGCTGGAAAAAGCGAAAGAGTTTATCTTCAACAGTGAAAATCACATTGACCTAATCCTGCTGGATATCTATATGCAGCAGGAAAACGGATTGGATCTGCTGCCTGTCCTGCACAGCGCAGGCTGCAAAAGCGACGTTATTGTCATTTCTTCTG- STY4501 100 STY2904 63.81 STY4501 99 STY0675
ATGGATTCCATTCACGGTCACGAAGTACTCAACATGATGATTGAGTCTGGCGAGCAGTACACGCATACCTCGCTGGAGGCGGCAATAAAAGCGCGCTTTGGCGAGCGGGCACGATTTCACACCTGTTCAGCATCAGATATGACGGCGGCGGAACTGGTCGCGTTTCTGGCGGCGAAAGGAAAGTTTATTGCGGTGGAGGACGGTTTTTCAACGCATGAGAGTAAAATCTGCCGCCATTAA+ STY2144 100 STY1820 53.398 STY2144 70.57 STY1820
ATGAGCGAACCGTTAAAACCGCGTATTGATTTTGCAGAACCGCTAAAGGAGGAACCTACATCGGCCTTCAAAGCGCAGCAAACTTTCAGCGAAGCGGAGTCGCATACATTTGCGCCTGCGGCTATCGATGAGCGCCCGGAAGACGAAGGCGTGGCAGAAGCGGCGGTCGATGCCGCGCTGCGCCCCAAACGCAGCCTGTGGCGTAAAATGGTGATGGGAGGGCTGGCGCTGTTTGGCGCGAGCGTGGTCGGGCAA+ STY1377 100 STY3764 63.462 STY1377 98.1 STY3251
ATGATTAAAGAGTGGGCAACCGTTATCTCCTGGCAGAATGGTCAGGCGGTGGTGAGCTGCGACGTTAAAGCGTCATGCAGCAGCTGCGCCTCCCGTGCGGGATGCGGCAGTCGCGTGCTGAATAAATTAGGGCCGCAAACCACGCATACCATTGTTGTGCCAAGCGCGGAGCCGCTGGCTCCGGGGCAGAAAGTCGAGTTGGGCATCGCCGAAAAAAGCCTTTTAGGTTCGGCGTTGCTGGTCTATATGTCGCCTT- STY2830 100 STY1240 63.107 STY2830 98.8 STY3901
ATGCCGCGCTTACTTATTTTGGTTGCCGTTTTATTGTTGAGCGGATGCTTAACTGCCCCGCCGAAACAAGCTGCGAAACCGACATTAATGCCCCGCGCACAAAGTTACAAAGATTTGACGCACTTACCTGCTCCCACCGGTAAGATCTTTGTTTCGGTATATAACATTCAGGATGAAACGGGCCAATTTAAACCTTACCCGGCAAGTAACTTTTCCACGGCTGTGCCGCAGAGCGCCACCGCTATGTTGGTCACCG- STY1176 100 STY0033 65 STY1176 99.3 STY0891
ATGACCAACTACAGCCTGCGCGCACGCATGATGATTCTGATCCTGGCCCCGACCGTCCTGATAGGTTTGCTGCTCAGTATCTTTTTTGTAGTGCACCGCTATAACGACCTGCAGCGTCAACTGGAAGATGCCGGCGCCAGTATTATTGAACCGCTCGCCGTCTCCAGCGAATATGGTATGAACTTACAAAACCGGGAGTCTATCGGCCAACTTATCAGCGTCCTGCACCGCAGACACTCTGATATTGTGCGGGCG+ STY3096 100 STY2496 72 STY3096 98.7 STY2496

STY4835 95 STY0602a 63 STY4835 93.2 STY0602a
STY3724 95 STY0550 49 STY3724 77.13 STY3389

ATGGACGAACAGTGGACAACGAACGTTCTCTTCCAGCGTGTGCAGCGTCTCGGCGGTGCGGGCGATGTTACCCTTCTCCACAAGCATCATGAAGATGGTGAGCTTGCGGAAGGTAATGTCATCGGTGATAGACAGGTTCATCGTCCGCCCCGTGCGTTAGAGCCTATCCCAGTAGGCGTAATTGTTGAAGCCAGTTTGGGGCCGGACAGCGCGCAGAAACCGTGA+ STY4338 99 STY0814 60.748 STY4338 90.21 STY0710
ATGACAGGTAAAAAGCGTTCTGCCAGCTCAAGCCGCTGGCTTCAGGAACACTTTAGCGATAAATATGTTCAACAGGCGCAGAAAAAGGGGCTACGCTCCCGTGCCTGGTTTAAACTTGATGAAATACAGCAAAGTGACAAACTTTTTAAGCCGGGAATGACGGTAGTCGATCTCGGCGCTGCGCCAGGAGGGTGGTCACAGTATGTGGTCACGCAGATTGGCGGCAAAGGCCGCATCATCGCTTGTGATCTTTTAC- STY3475 100 STY2765 61.682 STY3475 99.03 STY2765
ATGAACACCTTCTCACTACAAACGCGGTTGTACAGCGGTCAGGGCAGCCTGGCGGTGCTCAAGCGCTTTACCAATAAGCACATCTGGATAATCTGCGATGGCTTTCTGGCACGCTCGCCGCTGCTGGATACCCTGTGTAACGCGCTGCCCGCAGATAACCGCATCAGCGTCTTTAGCGAGATAACGCCGGACCCCACCATCCATACCGTGGTGCAGGGCATTGCGCAAATGCAGGCCCTGCAGCCGCAGGTGGTG+ STY2257 100 STY2698 71 STY2257 95.1 STY2698
ATGAGTTGCACCCGACGTCAATTTATTACCCGCGTCGGCGCGCTGGCGGCGGTCAGTGGGATGGCAGGACGCGTTGTAGCGAACACGTTGAATATTAACGGCGTGCGTTATGGCATGGTACACGATGAGTCATTATGCATCGGCTGCACGGCCTGCATGGATGCCTGTCGGGAAGTCAACAACGTGCCGGAAGGCGTATCGCGCCTGACGATTATTCGCAGCGAGCCGCAGGGGACGTTTCCTGATGTGAAATATC+ STY4477 100 STY3841 66.337 STY4477 97.9 STY2270
ATGACTGACTCCGCGATTAACAAAAAGAGCAAACGCTCGATTTGGATACCTTTGCTGGTGTTGATTACCCTCGCCGCCTGCGCGACTGCCGGTTATAGCTACTGGCGTATGCAGCAGCAACCGACCACGAACGCTAAAGCGGAACCGGCTCCGCCGCCCGCGCCGGTATTTTTTGTGCTGGATACGTTTACCGTCAATCTGGGCGATGCGGATCGCGTGTTGTATATCGGCGTGACCCTGCGTCTGAAAGACGAAG+ STY2183 99 STY0111 69 STY2183 98.9 STY0111
ATGTCGACGAATCCTTTGTTAGACCAGAGTATGTTGCCTTATCAGGCACCGCGTTTTGATCGGATCAAAGATTGCCATTATCGTCCTGCTTTTGATGAGGGCGTGCGGCAAAAACGCGTGGAAATCGAGGCCATCGTCAATCATCCGGCGGCCCCTGATTTTACGAATACGCTTCTGGCGCTGGAGCAAAGCGGGGCGCTTCTGTCACGCGTCACCAGCGTTTTTTTCGCGATGACGGCTGCGCACACTAACGAT- STY1549 100 STY4209 69 STY1549 98.7 STY4209
ATGATTAAAAAAGCTACGCTGCTGACGGCGTTCTCCGTCACGGCCTTTTCAGCTTGGGCGCAGGACACTAGCCCGGATACACTGGTTGTCACCGCCAACCGTTTTCAGCAGCCGCGCAGCGCGGTTCTGGCGCCCGTTACCATCGTGACGCGTCAGGATATTGAACGCTGGCAATCGACCTCCGTAAATGATGTTCTACGCCGTTTGCCTGGCGTCGATATTGCGCAGAGCGGCGGCACCGGACAAAACTCCTCC- STY3744 100 STY2434 66.337 STY3744 99.1 STY2434
ATGCTCGACACAAATATGAAAACCCAGCTCAGGGCTTACCTTGAGAAACTGACCAAACCTGTTGAGCTGATTGCCACGCTGGATGACAGCGCTAAATCGGCGGAAATCAAGGAACTGCTGGCTGAAATCGCCGAGCTGTCCGACAAAGTCACATTTAAAGAAGACAATACTCTGCCGGTGCGCAAGCCGTCTTTCCTGATTACGAATCCAGGCTCTCAGCAGGGGCCGCGCTTTGCCGGTTCTCCGCTGGGCCAC+ STY0655 100 STY3732 66.019 STY0655 98.5 STY0956
ATGATGTTAAGTAAGAAAAACAGCGAGACGCTGGAAAATTTCAGTGAAAAGCTGGAGGTGGAAGGTCGCAGCCTTTGGCAAGATGCCCGTCGGCGCTTTATGCATAACCGTGCGGCGGTGGCCAGTCTTATTGTCCTGTTTCTGATAGCCCTATTCGTGACAGTAGCGCCTATGCTGTCGCAATTTACCTATTTCGATACCGACTGGGGCATGATGTCCAGCGCGCCGGATATGGCGTCCGGCCACTATTTCGGCA+ STY1306 100 STY4170 66.667 STY1306 98.7 STY4170
ATGGCTCGACTCTGTACCCATACTGAATCAGGACATTACCTGATGGCTCTTGACGCCGGTACCGGTAGCGTCAGAGCAGTAATTTTTGATCTACAAGGAAAGCAAATAGCTGTCGGTCAAGCGGAATGGCAGCATCTGGCCGTGCCGGATGTGCCTGGTTCGATGGAGTTTGATCTTGCCAAAAACTGGCAACTGGCTTGCCAGTGTATCCGTCAGGCACTACAGAAAGCCGCCATCCCTGCAACGGCTATCGCT+ STY3798 100 STY3149 65.686 STY3798 99.5 STY4478
ATGACAACGACACATCCATCCGGCTTTGCACCTGCAGCTTCCCCACTTGCCCCTACGATGATTCATACACCTGATGGGGCCATTAGCGCGGGGATAACGTCGATCCCCTCTCAGGGCGACGATATGCCAGCCTATTACGCCAGACCAAAGGCAAGCGACGGCGCGCTGCCTGTGGTCATTGTGGTACAGGAAATTTTTGGCGTACATGAACACATTCGCGATATTTGCCGACGACTGGCGCTGGAAGGCTATCTCG+ STY3592 100 STY1755 67 STY3592 98.5 STY2311
ATGGACGTTTCTTACCTGCTCGACAGCCTTAATGATAAACAGCGCGAAGCGGTGGCCGCGCCACGTAGCAACATGCTGGTGCTGGCGGGCGCGGGAAGCGGGAAAACCCGCGTGCTGGTGCACCGTATCGCCTGGTTACTGAGCGTAGAAAACAACTCGCCATACTCCATCATGGCGGTGACCTTTACCAACAAAGCGGCGGCGGAAATGCGCCATCGTATTGGCCAGTTGATGGGGACCAGCCAGGGCGGAATG- STY3608 100 STY3642 67 STY3608 98.8 STY3642
ATGATCCTCATTATTTATGCGCATCCGTATCCGCATCATTCTCATGCGAATAAGCAGATGCTTGAACAGGCAGGGACGCTGGAAAACGTCGAAATACGTTCGCTTTATCACCTCTATCCCGATTTCAATATTGACGTAGCCGCCGAGCAAGAGGCGCTGTCGCGCGCGAGTCTTATCGTCTGGCAGCATCCGATGCAGTGGTACAGCGTCCCTCCTTTACTCAAATTATGGATGGATAAAGTCCTCACCCACGGCT+ STY0100 100 STY4340 59.223 STY0100 98.52 STY4340
ATGCTTATGTCTATACAGAACGAAATGCCTGGTTACGACGAAATGAACCGGTTTTTGAATCAACAAGGGGCCGGTCTGACCCCGGCTGAAATGCATGGTTTAATCAGCGGGATGATTTGCGGCGGCAACAACGACAGCTCATGGCAGCCGCTGTTGCATGACCTGACGAACGAAGGTCTGGCCTTCGGGCATGAGCTTGCTCAGGCGCTGCGCAAAATGCACGCGGCGACCAGCGACGCGCTGGAAGACGACGGCT- STY3215 100 STY1318 65 STY3215 99.5 STY4044
ATGTCTAATGAATTGCCGTGGCAAGTCTGGACCCCCGACGATCTCGCTCCGCCGCCGGAGACGTTTGTGCCGGTTGAGGCTGATAACGTTACCTTGACAGACGATACGCCGGAGCCCGAACTCACTGCCGAACAGCAGCTGGAGCAGGAGCTGGCGCAGCTAAAAATACAGGCCCATGAACAAGGTTATAACGCCGGGCTGGCGGAGGGACGGCAAAAAGGACACGCGCAGGGATACCAGGAAGGGTTAGCGCAAG+ STY2179 100 STY2891 69 STY2179 98.9 STY2891
ATGAGTAAGATTTATGAAGATAACTCGCTGACTATCGGTCATACGCCGCTGGTTCGACTGAATCGTATCGGTAATGGACGCATTCTGGCGAAGGTGGAGTCGCGCAACCCGAGCTTCAGCGTCAAGTGCCGTATCGGCGCCAATATGATTTGGGATGCCGAAAAGCGTGGCGTACTGAAACCTGGCGTGGAACTGGTGGAGCCGACCAGCGGCAATACCGGTATTGCGCTGGCGTATGTCGCCGCCGCGCGCGGT+ STY2666 100 STY2677 76.238 STY2666 98.9 STY2677
ATGATTTCAGGCATTTTAGCATCCCCGGGTATCGCTTTCGGCAAAGCACTGCTGCTGAAAGAAGACGAAATCGTCATTGACCGGAAAAAAATTTCTGCCGACAAGGTTGATCAGGAAGTTGAACGTTTTCTGAGCGGTCGTGCCAAGGCATCTGCGCAACTGGAAGCGATCAAGACAAAAGCTGGTGAAACGTTCGGTGAAGAAAAAGAAGCCATCTTTGAAGGGCATATTATGCTGCTCGAAGATGAGGAGCTG+ STY2668 100 STY3144 69 STY2668 99.4 STY3144
ATGCATTACCAACCGAAACAAGATCTATTGCAAAACCGCATTATTCTGGTCACTGGTGCCAGCGATGGCATTGGGCGGGAAGCCGCGCTCACGTATGCGCGTTACGGCGCAACGGTGATTCTGCTGGGACGCAACGAAGAGAAACTGCGTCGGGTCGCGCAGCACATTGCTGACGAGCAACATGTTCAACCACAGTGGTTTACGCTCGATCTGCTGACCTGCACCGCTGAAGAGTGCCGGCAAGTGGCCGACCGCA- STY1333 100 STY3554 66 STY1333 99.9 STY0551
ATGCAGTACCCGATTAACGAGATGTTCCAGACCCTACAAGGCGAGGGTTATTTTACCGGCGTCCCCGCTATTTTTATTCGTTTACAGGGATGTCCGGTCGGCTGTGCCTGGTGTGATACTAAGCATACCTGGGATAAACTGAGCGATCGGGAAGTGTCTCTGTTCAGCATTCTGGCAAAAACCAAAGAGAGCGACAAATGGGGTGCTGCGAGCAGTGAAGACTTGCTGGCAGTAATTAATCGTCAGGGCTATACCG- STY3080 100 STY0642 53 STY3080 99.1 STY0642



ATGTCCACCACGTTGTATAAAGATTTCACCTTTGAAGCCGCTCACCGCCTGCCTCACGTGCCTGAAGGGCATAAGTGCGGCCGCCTGCACGGACACTCATTTATGGTGCGTCTCGAGATTACCGGTGAAGTCGATCCGCATACCGGTTGGATTATGGATTTCGCGGATCTCAAAGCGGCGTTTAAACCTACTTACGATCGTCTTGATCACTACTATCTGAATGATATTCCAGGACTGTCCAATCCCACCAGCGAAG+ STY3077 100 STY4894 71.028 STY3077 98.9 STY4894
ATGTATAATTCAATGGATGAAGTCCCCGTCTCGCTACACGCGTCGATTGACACAGGCGATGGCGAATTCGATATGAATGCGCTAATTAGTAATAACGCTCATATTCTTTTTATTGTACTGGACTCGTTACGCTACGATATTGCGCTTCAGGAACAAACCGCCGGAAATACGCCCAACCTTAATCATTATGGACAATGGACGAAATGCGAGGCGGCCGGTAATTTTACCTGGCCTTCGCATCACGCCATGTTTTCAG+ STY3866 100 STY3744 91 STY3866 98.4 STY3384
ATGCGTAAATGGCTGGCATTGTTGCTCTTTCCCCTAACGGTTCAGGCCGCAGGCGAAGGCGCGTGGCAGGATAGCGGTATGGGCGTAACCTTAAATTACCGGGGCGTTTCCGCATCGTCTTCGCCATTGTCGGCGCGCCAGCCGGTTTCCGGTGTGATGACGCTGGTCGCCTGGCGTTATGAACTGAATGGCCCGACCCCCGCAGGATTACGGGTACGTTTATGTTCCCAGTCCCGTTGCGTAGAACTTGATGGTC- STY2121 100 STY4816 59 STY2121 97.26 STY4816
GTGGAAGCCATTAAGGGATCGGATGTGAACGTGCCGGATGCCGTTTTCGCATGGCTACTGGATGGTCGTGGTGGAGTAAAACCGCTCGAAGATAATGATGTGATCGATAGTCAGCATCCCTGTTGGCTACATCTTAATTATACCCACCCGGACAGCGCCCGCTGGTTGGCTTCAACGCCTTTACTCCCCAATAACGTGCGTGATGCGCTGGCTGGTGAAAGCTCGCGCCCGCGCGTAAGTCGTATGGGGGAAGGG+ STY1409 100 STY0204 61.765 STY1409 99.3 STY2315
TTGATGGAAAACGCTTTTTCTGAAAAATATAAATATGCATTTAGAAATTTAGAACTGAAAGAATTACGTAGATTCATTCTGAAAGAGCTAATTAGCTCTCCCGAGTTAGATAATCAACTTACAAACCTAATCGTGTTGCTAAATAAATTTTGGGATACTCACGCCGCGGCGCTTATAACAGAAGTGCGGGCGTCTAAAAGTTATCGATTATTACTTCCGATTCAACGGTTTGGTTATAACATATCTAATCATCTT+ STY1509 100 STY1509 72.57
GTGGATACTCTGCGCCACCCAAAACGCGCTCTGATCGTCGATATTCCGGTACAAATGGATGATGGCACTATTCGTCATTTCGAAGGATATCGCGTGCAGCACAACCTCTCCCGAGGTCCGGGTAAAGGCGGTGTTCGCTACCATCCTGACGTTGATCTCAATGAAGTGATGGCCCTGTCAGCATGGATGACCATCAAATGTGCCGCGCTGAATCTGCCGTACGGCGGCGCCAAAGGCGGCATCCGCGTCGATCCG+ STY1922 100 STY1410 63.81 STY1922 87.09 STY1815
GTGACCATTGCTATTGTTATAGGCACACATGGTTGGGCTGCAGAGCAGTTACTTAAAACAGCCGAAATGCTGTTAGGCGAGCAGGAAAACGTCGGCTGGATCGATTTCGTTCCAGGCGAAAATGCCGAAACGCTGATCGAAAAGTACAACGCTCAGTTGGCTAAACTCGATACCAGTAAAGGCGTGCTATTTCTCGTTGATACATGGGGAGGCAGTCCGTTTAATGCTGCCAGCCGCATTGTCGTCGATAAAGAG+ STY1959 100 STY4014 64 STY1959 99.4 STY4014
ATGATGCGGCCTGAAGAGATTTATCAGCGAATAGAGGCAAAGAATTGGCGGCATGTCTGGGTGGTCGGCGATATTCACGGCTGTTTTTCAATGTTAATGAAAAGGTTACGTGAGTGTCAATTTGATCCGCAACAAGACTTGTTAGTTTCTGTGGGCGATCTCATTGATAGAGGCCCGGACAGCCTGGGTTGCCTGGCTTTACTGCGTGAGTCCTGGATGACGGCGGTTCGCGGCAATCATGAACAAATGGCGCTGG- STY1984 100 STY3030 67 STY1984 98.9 STY3030
GTGAAGGATAAAGTGTACAAGCGCCCCGTTTCGGTCCTGGTGGTTATTTTCGCGCAGGATACGAAACGGGTGCTAATGTTGCAGCGACGCGACGACCCGGATTTTTGGCAGTCAGTGACTGGCAGCATAGAAGAAGGGGAGACCGCGTTGCAGACCGCCGTGCGTGAAGTCAAAGAGGAGGTCACGATTGATGTTGCGGCAGAGCAACTGACCTTAGTCGACTGCCAACGTACGGTGGAGTTTGAAATTTTTTCAC- STY2108 100 STY3954 58.491 STY2108 99.1 STY3954
ATGCTTGAGTACTTACCTGAACTGCTAAAAGGGCTACACACCAGCCTGACGCTGACCGTGGCTTCTATTGCCGTCGCTTTGGTGCTGGCGTTAGTTTTTACCATCATCCTGACGCTAAAAACGCCGTTCGTGGTGTGGCTGGTGCGCGGCTATATCACGTTGTTTACCGGTACGCCGTTGTTGGTGCAAATTTTCCTGATCTACTACGGACCCGGTCAATTCCCGACACTGCAAGAGTATCCGCTACTCTGGCATC- STY0921 100 STY0922 72 STY0921 98.7 STY0922
ATGAGTGAAACTAAAAAATCCGGGATTGATTACTGGAAACAAATTGTTGTCGTAATGAGTCTGGGCTGGGTAGCGATTTGGATCTATCGCACCGTGCTTACGCCAATTTATCCAGAAATTCAGGCATCTTTAGACAATGTAAGTAATGCAGAAATAGGTGCCATTGCAAGTTTTTACTTTTTTGCTTACTGCAGTATGCAAATCCCTTGCGGAATATTGGTCGATAAATTCGGTCAAAAAATCATGCTGATGGCC+ STY0568 100 STY3946 62.745 STY0568 98.1 STY3946
ATGTTTGAGAACATAACCGCCGCTCCTGCCGACCCGATTTTGGGCCTGGCCGATCTGTTTCGCGCCGATGACCGTCCAGGGAAAATTAACCTTGGCATTGGCGTATATAAAGATGAAACCGGCAAAACACCGGTGCTCACCAGCGTTAAAAAAGCCGAGCAGTATTTACTGGAAAATGAAACGACGAAAAACTATCTCGGCATTGACGGGATTCCGGAATTTGCTCGCTGCACTCAGGAACTGCTGTTCGGCAAA- STY1000 100 STY4444 65.347 STY1000 99.4 STY4444
ATGCCATCTCTTAATGTAAAACAAGAGAAAAATCAGTCATTTGCAGGTTACTCACTGCCGCCCGCCAACAGTCATGAAATCGATTTGTTTAGCCTTATAGAGGTGTTATGGCAGGCGAAACGTCGTATTCTTGCTACCGTTTTCGCCTTTGCGTGCGTGGGGTTGCTTCTGTCCTTTCTGCTGCCGCAAAAATGGACCAGCCAGGCGATTGTCACACCGGCGGAGTCGGTACAGTAGCAGGGGCTGGAGAGAACG+ STY0632 100 STY4936 60 STY0632 98.4 STY4936
ATGTCCCCCACCATTAATTTGAACCGCAAAAGCCTTGCGCTATTGATCGCCATAGTTTGCTCAGGCTCCGCGCAGGGTGAAGAGTATTATTTTGATCCTGCGCTACTTCAGGGGGCCACTTACGGACAAAATATTGCCCGTTTTAATGAACAGCAAACGCCTTCCGGAGACTATCTTGCCGACGTTTACGTTAATGGCACGCTGGTAGCCTCGAGCACTAATATTCGATTTAATGCTGTAAAAGAGGGTCAACAG- STY0371 100 STY4941 65 STY0371 98.5 STY0026
GTGTGCAACAATACTGGTTCGGTAAAGTGGGATTTTATTGAGCGTCACTTTGGCGACGGCGCTGGAAAACTGCTGCCGATGTGGGTTTCTGATTTCGATTTTGCCTGCCCGCCAGAGGTTCAGGCGGCATTGCATCAGCGAATCGAGCACGGCGTATTTGGCTATAGCGAACGTGATGAGGCCTATTTTAACGCCCTGCTTCACTGGTTTTCGTCACGCCACCAGCTCACGTTAAAACAGGAATGGGTATGCAGC- STY1507 100 STY4221 64.078 STY1507 96.55 STY4221
GTGATAGCAAAAGCAGTGACAGACCTGGCAGTACACCACCAGTGCTGTACAGGAGCCCTGACGGGATTAAACAGGCTGGTAAAAACCAGTAATTATAATGAGTGGAGTACAAACACAATGTCTAACATCACGAAAAAAAGTTTAATTGCAGTGGGAATACTCACTGCGTTCATCGCCGCCAGCGCCGCGACTGCGGCAGACGTGCCCGCCGGTGTTCAGTTAGCCGACAAGCAAACGTTGGTACGTAATAATGGA+ STY1304 100 STY1384 77 STY1304 99 STY1384
ATGAATAACGAGGAGACCTTTTATCAAGCCATGCGTCGTAAGGGAGTGACCCGACGCAGCTTTCTCAAATTCTGTAGCCTTGCCGCCACATCGCTGGGACTGGGCGCCGGAATGACGCCAAAGATCGCCTGGGCGCTGGAGAATAAACCGCGGATTCCGGTGGTCTGGATTCATGGACTGGAATGCACCTGCTGTACCGAATCCTTTATCCGTTCCTCGCACCCGCTAGCCAAAGATGTGATCCTCTCGCTGATT+ STY1913 100 STY1523 86 STY1913 99.2 STY1523
ATGCAAACAGCACAACGGATCATCAATCATTATCGCCGTAATCGTTTCATTGTTTGCACGATTTGTGCACTGGTCACGCTCATTCTTACGCTGAACATCCGATTTATTTCGGAGCGGAACTTAAATCACCATCGCACGGTTGCATTCGCGAATCATGCCGTTGATGCGCTGGATAATGTGCTGCATCCTCTCCTGGTCGGACGAAACATACTGCTACCCTTACTTGAGCTTCCGTGCGCGACCGCGCATCTGCCG+ STY1957 100 STY0511 69.903 STY1957 92.7 STY0376
ATGCAAACGATTGACGGTAATGGCGCAGTAGCGTCGGTGGCGTTCCGTACCAGCGAGGTTATCGCCATTTACCCGATTACGCCCAGTTCAACAATGGCTGAACAAGCGGATGCCTGGGCCGGCAATGGGCTTAAAAATGTCTGGGGCGATACGCCGCGTGTGGTAGAGATGCAGTCGGAAGGCGGTGCGATCGCCGCCGTTCACGGTGCGTTACAAACCGGTTCGCTTTCTACGTCATTTACATCATCGCAGGGG+ STY1419 100 STY3896 72 STY1419 98.2 STY4112
ATGAAACAATCCAATAATCAGGTGGGTGAAAAAGTATTGGTGCTGGGCGCGGGACAACTGGGGGCGTCAGTGCTGGCGTCGTTGGTTCCGGCGATCACACAGCGTAATGGTTCCGTTTGCGTTATTGTGTCAGGGCGATCCAGGGATAAACAGAGCAAACGACGTTCCAGCATTCATCAACAACTGGCGGATGCCGGTGCGCGGTTTATCCCGGTCGACATCGCAGACAGTTCGGTTGCAGCGTTAAAAGATCAA- STY1385 100 STY3017 60 STY1385 98.2 STY3017
ATGTTTAGAAAAGCAGTTACGCTTCTTTTCCTGCTTTCTCCCGCAGTTAGTTATGCAGGATTATTTGATTCCACTCCAGAGTTAAAATGTGGCAACGATAATGCAGTCACGGCGGCAAAAGAGTGGATTTACAATGAAGCATTAGGTCGTTTACAGCAAGACTATATTAAAGAGCCCTCCACGCTTTTCTTCGATATCCCCCAGACTCAATACGAGCAGCAACTCCGGGCTATTCCTGTTCAATTCAGTGATGTAA- STY0543 100 STY3821 62.5 STY0543 96.95 STY3821
ATGAACGCTTTTAATCCCACGCAGTTTCGCGCGCAGTTTCCCGCGCTAGCCGATGCGGGTGTTTATCTCGATAGCGCCGCCACGGCATTAAAGCCACAGGCAGTCATTGACGCCACGCACCAGTTTTATTGTTTGAGCGCCGGTAACGTTCATCGTAGCCAGTTTGCGCAGGCGCAGCGCCTGACGGCGCAATATGAAGCGGCCAGAGCAAAAGCGGCGCGGCTGTTAAACGCGCCCGATGAAAAAAGTATCGTC+ STY3124 100 STY1750 70 STY3124 98.8 STY1750

STY4611 83 STY1072 60 STY4611 22.02 STY4387
ATGAAAAAAACTGACACGCTTCCTGCTACCCTGTCCGCGCTGCTACAGGAATACTCTATTGCGGAGGGGATTCAGATGGCGGAGCAGCAGGTTCGGGAAAATCCGGCGAAGGCGCTCTGCCGCCACAGCCTGTTTCAGTTGCTGTGTGTGGCCGGAGACTGGGCGCGGGCGCTACACCAGCTTCAGCTCTGTGCCAGGATGGAGGCAAATTATACCCAGGAGGCCCGGCTGTACCGGGAGCTGGTTTGCTGCGAAA- STY0291 100 STY0291 98.2
GTGGCACAGGAATACACTGTTGAACAACTAAACCACGGCCGTAAAGTCTATGACTTTATGCGCTGGGACTTCTGGGCATTCGGCATCTCCGGGCTGTTGCTGATCGCGGCCATTGTCATTATGGGCGTACGCGGGTTTAACTGGGGGCTGGATTTCACCGGTGGTACGGTAATTGAAATCACGCTGGAAAAACCGGCTGAAATGGACGTGATGCGCGAAGCGCTGCAAAAAGCGGGCTATGAAGAGCCGCAGTTG+ STY0446 100 STY0446 99.5
ATGAGTCATGATCCAAAACCGCTGGGCGGAAAAATCATCAGTAAACCGGTCATTATTTTTGGACCGTTAATCGTCCTGTGTATGCTCCTTATCGTGAAGCGTCTGGTCTTCGGGTTGGGCTCCGTTTCCGACCTGAACGGCGGTTTCCCGTGGGGCGTCTGGATTGCCTTTGACCTGTTGATCGGCACCGGCTTTGCCTGCGGCGGTTGGGCGTTGGCATGGGCGGTGTATGTCTTTAACCGTGGGCAATACCAT- STY3319 100 STY3447 62.5 STY3319 99.5 STY3447
ATGACTGACAGTGAACTGATGCGGCTTAGCGAACAGGTCGGGCTGGCGTTAAAAGCGCGCGGGGCGACCGTAACGACAGCGGAGTCCTGTACCGGCGGCTGGCTGGCGAAAGCCATTACCGACATCGCCGGAAGTTCCGCCTGGTTTGAACGCGGCTTTGTCACCTATAGTAATGAAGCCAAAGCGCAGATGATTGGCGTGCGTGAAGAGACGCTGGCGCAGCATGGCGCGGTCAGCGAATCCGTAGTGGTCGAAA- STY2951 100 STY1547 67 STY2951 99.2 STY1547
ATGGCTGTTCAAAATAAAAAACGCGCAAAGTTGATTGATGTTGCCCGCCATGCAGGCGTCTCGCCAGGGACGGTATCCAATGCATTGCACAACACCCGCTTTGTCGAGCCGCAGACGCGACGGCGTATTGAAGAGGCCATTGTTGCGCTCAACTACACGCCGAATATTCGCGCTCGCCAGTTACGAACCGGCAAAACCAATACCATTGCTTTGCTCTCTTCGGTGCCGCTGGCGATTGCCTCCGGCGCATCACGA- STY4164 100 STY2425 66.019 STY4164 96.4 STY3891

STY0285 62.136 STY4202 62.037 STY4202 17.27 STY2960
ATGAATCGCTATGTATTATTCTTTGTATGTATATTTTCAACATCAGCACTTCCTGCCATGGCGGCATTAGATCCTTCACAACCGTTATCACCCGCGCCTCCGTTATCACTGTTTAAAGCGTGGGCTAAGCCTATGAAGCCGTTTCAAATCACAGAAGGCGTGTGGTATGTCGGTACGGAAAATCTCTCTTCTATTCTGCTGACCACTCCGGCAGGGCATATTCTTATTGATGCGGGGCTGGATGAAAGCGCACCGC- STY4057 100 STY2809 60.194 STY4057 97.5 STY2809

STY3684 63.107 STY3819 62 STY3819 43.23 STY3684
ATGAGTGAGTCAGTACGTACTAACACCTCCATCTGGTCGAAAGGGATGCTGTCGGTAATTGTCGCGCAGTTTCTCTCGGCTTTTGGCGATAATGCGCTGCTGTTCGCGACGCTGGCACTGCTGAAAGCTCAGTTTTACCCGGACTGGAGCCAGCCTGTTTTGCAAATGGTGTTTGTGGGCGCTTACATTCTTTTTGCGCCGTTTGTCGGCCAGATAGCGGACAGCTTTGCCAAAGGCCGGGTGATGATGGTCGCC- STY3152 100 STY3777 61.165 STY3152 97.74 STY3777
ATGTCCTCACGTAAAGAGCTTGCCAATGCTATTCGTGCGCTGAGCATGGACGCAGTACAGAAAGCCAAATCCGGTCACCCGGGTGCCCCGATGGGTATGGCTGACATTGCCGAAGTCCTGTGGCGTGATTTCCTGAACCACAACCCGACCAACCCGTCTTGGGCCGACCGCGACCGCTTCGTGCTGTCCAATGGCCACGGCTCAATGCTGATTTACAGCCTGCTGCACCTCACCGGTTATGACCTGCCGATGTCC- STY3236 100 STY2711 85 STY3236 98.6 STY2711
GTGACTGACGTTTTACTCTGTGTCGGCAACAGCATGATGGGCGACGACGGCGCAGGCCCATTACTGGCGGAAATGTGCGCGGCGCAGCCGAAGGGCAACTGGGTTGTCATCGATGGCGGCAGCGCGCCGGAAAACGACATTGTGGCGATTCGCGAACTGCGCCCGCAGCGTCTGTTGATTGTCGACGCCACCGATATGGGACTTAATCCGGGCGAGATCCGCATCATCGATCCGGATGATATCGCCGAAATGTTTA- STY2967 100 STY3318 61.765 STY2967 98.9 STY3318
ATGGCGACAGGTAAGTCCTGCTCTCGCTGGTTTGCGCCTGTTGTGGCGTTATTAATGGTGTTTAGCCTGAGCGGGTGTTTTGATAAAGAAGGCGATCAGCGCAAAGCGTTTGTCGATTTCCTGCAGAATACAGCAATGCGTAGCGGAGAGCGTTTACCAACGCTGACGGCCGATCAGAAAAAGCAGTTTGGTCCGTTCGTGTCTGATTACGCGATACTGTATGGCTACTCGCAGCAGGTAAACCAGGCGATGGATT+ STY4155 100 STY2452 63.107 STY4155 99.6 STY4318
ATGACGAACAATCCCCCTTCAACACGTATTCAGCCAAGTGAATACGGGTACCCACTGAAGTTAAAAGCCCGCTATGACAATTTTATTGGCGGTGACTGGGTTGCGCCCGCCGACGGCGAATATTATCAAAACCTGACGCCAGTGACCGGCCAGCCGCTATGTGAAGTCGCTTCCTCCGGTAAAAAAGATATCGATTTAGCGCTCGACGCCGCGCATAAGGCGAAAGATAAGTGGGCGCATACGTCAGTACAAGAC+ STY4116 100 STY1467 77 STY4116 97.6 STY2911
ATGACGCCGAATATCTATCAACAACTGGGGTTGAAAAAGGTCATTAACGCCTGCGGCAAAATGACCATTCTGGGCGTCTCAAGCGTCGCGCCGGAGGTCATGCAGGCCACCGCGCGCGCGGCTTCCGCTTTCGTCGAGATTGATGCGCTGGTGGAAAAAACCGGCGAACTGGTATCTCGCTATACGGGTGCTGAAGATAGCTATATCACCTCGTGCGCCTCGGCGGGTATTGCCATTGCCGTCGCTGCCGCTATC+ STY4017 100 STY4785 75.248 STY4017 98.7 STY4785
ATGAAAGCGGCACGCCAACAAGCGATAGTCGATCTGCTGATCAATCATAAAAGTCTGACCACCGAAGCGCTGGCCACCCGGCTTAACGTCAGTAAAGAGACCATCCGCCGCGATCTCAGTGAACTACAGACGCAGGGAAAAGTGCTGCGTAATCACGGACGAGCTAAATATATTCATCGTGAAAATCAGGACAGCGGCGATCCATTCCATATCCGCCTGAAAAGCCATTATGCGCATAAAGCCGATATTGCCCGTG+ STY3119 100 STY2653 61.538 STY3119 99 STY2653
ATGCGTAATAAAATAATACTTGCCATGGCGGCTGCCGGTATGATGTATGGCGCTTCTGTATATGCAGTCGATCCACCAACAGCAGGCCCGTTCGGCTCAGGTAAAATTACCTTTACTGGTACCATCACCAACTCCCCCTGTGATATCGCACCGGGCGACGATGCGATCACCGTTCCATTTGGACAGATTTCTTACCGTAAACTGAATACCGCCGATGCAACCACGGACTCAAAACCGTTCACCATTCATCTGCAGA- STY3177 98 STY0031 63 STY3177 69.94 STY0031
ATGGGTTCCAAAACTAAAACCACAGAAGCGCCCGCGCTACGTCGCGAATTAAAGGCGCGTCACCTGACGATGATTGCCATTGGCGGCTCCATCGGGACAGGTCTTTTCGTTGCATCTGGTGCGACAATTTCTCTGGCGGGGCCAGGCGGCGCGCTGTTTTCTTATATTCTGATTGGTTTGATGGTCTACTTCCTGATGACCAGTCTTGGCGAGCTGGCGGCCTATATGCCGGTATCTGGCTCGTTTGCGACATAT- STY2435 100 STY3625 73 STY2435 99.4 STY3625

STY4611 50 STY1637 49 STY4611 4.02 STY1637
ATGCGGGGAGAAAATAGTGAAATTGATTTAGTCGACGTTTCCTTATTCCTTATAAGAAAATGGCTAAGTATCGTGATCGCTACCTTTATTTTTGTCGCCATTGGCTATGTTTTTGTGAGCGTGCATCATGATACAAAGGTTGTGAGTATTACAATCAAACCTAATCTGGATACGCCTGCTACCTATGCGTTATGTGGCTATGCTAATGATATTCAATGTAAAACAACGGTTATCCTTAACCAGTTTAGCCGTTTCT- STY2444 100 STY2299 63.107 STY2444 98.2 STY2299
ATGAAAAAAATCGACGTTAAGATTCTGGACCCGCGTGTTGGTCAGCAGTTTCCGCTGCCGACTTATGCTACTTCTGGTTCTGCCGGGCTTGACCTGCGCGCCTGTCTCGACGACGCCGTAGAACTGGCGCCTGGCGCAACGACGTTGGTGCCTACCGGACTGGCCATTCATATCGCCGATCCATCATTGGCGGCAGTCATGTTGCCGCGTTCTGGCCTGGGCCATAAACATGGTATCGTGCTGGGCAACCTGGTCG- STY4063 100 STY0689 65.049 STY4063 98.65 STY3152
ATGGAAACTATCGCTAAACATCGCCATGCTCGTTCTTCTGCTCAGAAGGTTCGCCTTGTTGCTGACCTGATTCGCGGTAAGAAAGTGTCGCAGGCTCTGGATATTCTGACCTACACCAACAAGAAAGCGGCTGTACTGGTCAAGAAAGTTCTGGAATCTGCCATTGCTAACGCTGAACACAACGATGGCGCTGACATTGACGATCTGAAAGTTACGAAAATTTTCGTAGACGAAGGCCCGAGCATGAAGCGCATTA+ STY4363 100 HCM2.0052c 89.109 STY4363 100 HCM2.0052c
ATGCGTAAGTCAGTTATTGCGATTATCATCATCGTGCTGGTAGTGCTCTACATGTCCGTCTTTGTGGTCAAAGAGGGCGAGCGCGGCATTACGCTGCGTTTTGGTAAAGTTCTGCGTGACGATGAGAACAAACCGCTGGTTTACGCGCCGGGTCTGCACTTTAAGATCCCGTTTATTGAATCAGTGAAAATGCTTGATGCGCGTATCCAGACGATGGATAACCAGGCCGATCGCTTTGTGACTAAAGAGAAGAAA+ STY4721 100 STY2739 60.396 STY4721 99.6 STY4741
ATGCGCCATCGTAAGAGTGGTCGTCAACTGAACCGCAACAGCAGCCATCGCCAGGCTATGTTCCGCAACATGGCAGGTTCACTGGTTCGTCATGAAATCATCAAGACGACCCTGCCTAAAGCGAAAGAGCTGCGTCGCGTAGTTGAGCCGCTGATTACTCTTGCCAAGACTGATAGCGTTGCTAATCGTCGTCTGGCATTCGCCCGTACTCGTGATAACGAGATCGTGGCAAAACTGTTTAACGAGCTGGGCCCGC+ STY4384 100 STY2758 47.573 STY4384 100 STY2758
ATGCGTGCTAAGGGAAAGAAATTTAAAAAGCGTTATCTGGTCATTATTTTAATTCTTTTAGTGGGGGGGATGGTTAGCTGGCGAATGATAAATGCGCCGCTGCCAACTTATCAGACATTAATCGTGCGGCCAGGCGATCTTGAACAGAGTGTACTGGCGACTGGAAAACTGGACGCGTTGCGTAAAGTGGATGTCGGCGCGCAGGTGAGCGGCCAGTTGAAAACGCTGCTGGTCTCCATTGGCGATAACGTTAAA+ STY0937 100 STY3768 53.465 STY0937 99.3 STY3768
ATGGGTAACAACGTCGTCGTACTGGGCACCCAATGGGGTGACGAAGGTAAAGGAAAGATCGTCGATCTTCTGACTGAACGGGCTAAATATGTTGTACGCTACCAGGGCGGTCACAACGCAGGCCATACTCTCGTAATCAACGGTGAAAAAACCGTTCTCCATCTTATTCCATCAGGTATTCTTCGCGAGAATGTAACCAGCATCATCGGTAACGGTGTTGTGCTGTCTCCGAGCGCGCTGATGAAAGAGATGAAA+ STY4723 100 STY2200 56.436 STY4723 99.1 STY2200
ATGAAAATCGTAATTGCCCCCGACTCCTATAAAGAAAGCCTTTCTGCCGCCGAGGTAGCGCAGGCGATAGAAAAAGGATTTCGGGAAATTTTCCCCGATGCGCAATATGTCTCTGTTCCGGTTGCCGATGGCGGCGAAGGAACGGTCGAAGCCATGATTGCCGCGACGCAGGGCGTTGAACGCGCCGCATGGGTGACCGGGCCGTTGGGTGAAAAAGTGAAAGCCTGCTGGGGAATGTCCGGGGATGGTAAAACC- STY3429 100 STY2730 79 STY3429 98.6 STY3097
GTGAACAGACGTGACTTTATTAAAGCAGCCTCCGGTGGAGCATTGCTGTTGGGCGCCGCGCCGTCTGTCAGCCATGCGGCTGCAGAAAACCGTCCGCCAATTCCAGGTTCGCTGGGCATGCTGTATGACTCCACTCTGTGCGTGGGCTGTCAGGCCTGCGTCACAAAGTGTCAGGATATCAACTTCCCGGCGCGTAACCCGGAAGGGGAGCAGACCTGGTCGAACAACGACAAACTGTCGCCGTATACCAATAAC- STY3320 100 STY0963 81 STY3320 99 STY0963
ATGACACGGGTTCGCATTGAGAAAGGTGCCGGCGGCTGGGGCGGCCCGCTTGAACTGGACGTTACGCCAGGCAAAAAGATCGTCTATATCACAGCCGGTACGCGCCCGGCGATCGTCGACAAACTGGCGCAACTAACAGGCTGGCAAGCGGTGGACGGCTTTAAAGAAGGCGAACCGCCGGAAGCGGAGATCGGCGCGGCCATTATCGACTGCGGCGGTACGCTGCGCTGCGGTATCTACCCGAAACGCCGGATT+ STY2954 100 STY3731 62.963 STY2954 97.9 STY0544
ATGCCTTCGATTTTTGAGAAGTATCAATTAAAACAGGTGATTAACGCCTCCGGACGTATGACGGCGCTCGGCGTCTCCACACCGCGCCCGGAAGTGATAGACGCGGCGATGGCCGGAATGAATCAGTATTTCGAGATGAAAGATCTGGTGAATAAAACCGGTGAGTACATTGCGAAATTGCTGGAAGTGGAAGGGGCGACGGTAGTCTCCTGCGCCAGTGCGGGCCTTGCCCAGTCGGTTGCCGCGGTACTGGTT+ STY4785 100 STY4017 71 STY4785 98.7 STY4017



GTGGCAAAAGCTCCCAAACGCGCCTTTGTTTGTAATGAATGTGGTGCCGATTACCCACGCTGGCAGGGGCAGTGCAGCGCCTGCCAGGCCTGGAACACCATTACTGAGGTGCGCCTTGCCGCGTCGCCGACGGTGGCGCGTAACGAACGTCTGAGCGGATACGCCGGCAGTGCGGGCGTATCAAAAGTGCAGAAACTGTCTGACATCAGTCTTGAGGAACTGCCGCGCTTTTCTACCGGTTTTAAAGAGTTTGAC+ STY4926 100 STY4926 98.3
STY0544 80 STY0746 72 STY0544 50.67 STY0746

GTGAAGATTATCGTATGGAGCGGACTGCTATTTCTCTGCCTCGCCGCACGCGCACTGGCTACCGGTGTTGTCGGTTACCTGCCGATGAGCGACGGTGAATATGCGCAAAAGCGTGCGCTGAAGCCGCTTTTGATCCTGCCTTATTCTGTATCGCCCGACCAGACCTGGCATTTTCGCCAGGTCGGAGTCAGTAGCGTGACGCTACTGCCGGAGCCGAAAAAAGATAACGAATGGCGGATTAGCGGAAAAGACAGAG- STY2966 100 STY1611 60.396 STY2966 94.56 STY1611
ATGCACAACAGTCCCGCCGCCGCTGCGCCCAAATCGTTTGACCTGACGTCTACCGCCTTTTTGATCGTCGCTTTTCTCACCGGTATTGCTGGTGCGTTACAGACGCCGACACTCAGTATTTTTCTGACGGATGAGGTTCACGCCCGTCCCGGCATGGTGGGTTTCTTTTTTACCGGCAGCGCGGTTATCGGCATTATCGTGAGCCAGTTTCTGGCGGGTCGCTCAGATAAAAAAGGCGATCGCAAAAAACTGATC+ STY2443 100 STY4008 57.282 STY2443 98.9 STY4008
ATGACAGCAAATAACCTGCGTGAGCAAATCTCTCAGCTTGTCGCTCAGTATGCGAATGAGGCATTGAGCCCGAAACCTTTTGTTGCAGGTGCAAGCGTTGTACCTCCTTCCGGGAAGGTTATTGGTGCCAAAGAGTTACAATTGATGGTTGAGGCGTCTCTTGATGGATGGCTAACTACTGGTCGTTTCAATGATGCCTTTGAGAAAAAACTTGGGGAATTTATTGGAGTTCCTCATGTTTTAACGACTACATCT- STY2300 100 STY2657 88 STY2300 98.9 STY2657
ATGAAAGCGGTCATCCTGGCTGGTGGACTTGGTACCAGATTAAGTGAAGAAACAATTGTAAAACCAAAACCGATGGTAGAAATTGGTGGCAAGCCTATTCTTTGGCACATTATGAAAATGTATTCTGTGCATGGTATCAAGGATTTTATTATCTGCTGTGGTTATAAAGGATATGTGATTAAAGAATATTTTGCGAACTACTTCCTTCACATGTCAGATGTAACATTCCATATGGCTGAAAACCGTATGGAAGTTC- STY2302 100 STY2302 61.165 STY2302 99.5 STY2302
ATGAAACGTTCACTTATTGCTGCTTCTGTATTGTCTGCTGTATTTATGAGCGCTGGGGCTTTTGCTGTTGATGAGTATGATTCAGGCGTTCTGAATATTAACGGAAAGGTGGTTGGTACTACCTGTCAATTTTTGGGTACGAACACCGCTGAAATTAGACTGAATGAAATTGGTGCGGATAAAATAATTAATTTAACCCCGGGTCAGATTTATGACGCAGTAACTAATCAAACTCAGATGCCGTTGAAAATAAAAT- STY2381 100 STY2642 60.194 STY2381 100 STY2642
ATGAGTCACTCATCCGCCCCGGAAAGGGCAACTGGCGCTGTTATCACGGAATGGCGTCCGGAAGATCCGGCGTTCTGGCAGCAGCGCGGCCATCGTGTCGCTAGCCGTAATTTGTGGATTTCTGTCCCGTGTTTACTGCTGGCGTTTTGCGTCTGGATGCTATTCAGCGCAGTGGCGGTGAACCTGCCGAAAGTGGGATTTAATTTTACGACCGATCAGCTCTTTATGTTGACTGCGCTGCCATCTGTTTCCGGC+ STY1287 100 STY1489 81 STY1287 96.12 STY1489
ATGAAAGTAACTTTCGAAGAGTTAAAAGGGGCCTTCTACCGCGTCTTGCGGTCGCGGAATATTGCGGAAGATACCGCCGACGCCTGCGCGGAAATGTTCGCTCGCACCACCGAGTCCGGTGTCTATTCCCACGGCGTGAACCGCTTTCCCCGCTTCATCCAGCAACTGGATAACGGCGACATTATTCCTGATGCTAAACCGCAGCGGGTTACCAGCCTCGGCGCCATCGAACAGTGGGATGCTCAGCGCGCTATC- STY4130 100 STY3926 58 STY4130 98.2 STY3926
ATGCTTTGGTCGTTTATCGCTGTCTGCCTGTCCGCATGGCTGTATGTGGACGCCTCCTATCGCGGGCCAGCCTGGCAACGCTGGGTTTTTAAGCCCGTCACGTTATTACTGTTGCTGTTACTGGCCTGGCAAGCGCCGATGTTTGACGCCATCAGTTATCTTGTGTTGGCCGGACTGTGCGCCTCGCTGGTCGGCGATGCGTTAACGCTCTTACCGCGTCAACGCCTGCTGTACGCCGTCGGGGCATTTTTCTTAT- STY4236 100 STY3766 63.107 STY4236 100 HCM2.0057c
ATGACTACGTTAGCAATCGATATTGGCGGTACTAAACTTGCCGCCGCGCTCATCGACAACAACTTGCGCATTAGCCAGCGTCGCGAGCTACCGACCCCCGCGAGCAAAACGCCGGATGCGTTACGTGAAGCATTAAAGGCGCTGGTTGAACCACTACGGGCAGAGGCGCGTCAGGTAGCGATAGCTTCTACCGGGATCATTCAGGAAGGGATGCTGCTGGCGCTAAACCCCCATAATCTGGGCGGCTTGCTACACT- STY3516 100 STY4115 66.99 STY3516 99.4 STY1809
ATGGAACTACTGACTCAATTGCTGAATGCCCTGTGGGCTCAGGACTTTGAAACACTGGCCAATCCTTCCATGATTGGCATGTTATATTTTGTGTTATTTATGATTTTGTTTCTGGAAAATGGGCTGCTCCCTGCCGCCTTTTTGCCTGGCGACAGCCTGTTGATACTGGTCGGCGTGCTGATCGCCAAAGGCGCGATGGGTTTTCCACAAACCATTTTGCTGCTTACCGTCGCGGCCAGCCTGGGTTGCTGGGTCA+ STY3406 100 STY3334 78 STY3406 98.2 STY3334
ATGGTGCAAGAAATAGAGCAATGGTTGCGTCGGCATCAGGTGTTTACTGAGCCTGCATATTTAGGGGAGACCGCCATATTACTTGGGCAGCAGTTTATATTATCGCCTTACCTGGTGATCTATCGTATTGAGGCAAAAGAAATGATTATTTGTGAGTTCAGGCGCCTGACGCCCGGGCAACCTCGACCACAGCAATTGTTTCACTTACTGGGACTTTTACGCGGGATATTTGTGCATCACCCGCAGTTAACATGTT- STY1718 100 STY0765 61.386 STY1718 99.3 STY3494
ATGGCGGGTAAACTGCGGCGTTGGCTGCGTGAAGCCGCGGTTTTTCTGGCGCTCCTCATCGCGATAATGGTGGTCATGGACGTCTGGCGCGCGCCGCAGGCGCCTCCGGCGTTTGCCGCGACACCATTACATACGCTGACGGGAGAGTCGACAACTCTGGCGACCTTGAGCGAGGAACGCCCCGTACTGCTCTATTTTTGGGCCAGCTGGTGCGGGGTATGCCGCTTTACCACGCCTGCGGTCGCTCACCTGGCGG+ STY1152 100 STY2842 61.165 STY1152 98 STY2842
ATGAACACCATGACACTCACTCCGGGGCAGTTAAGCCTCTCTCAACTGTACGATGTCTGGCGTCATCCGGTACAGCTTCGGCTGGACGCCAGCGCCATTGACGGCATTAACGCCAGTGTTGCGTGCGTCAATGATATTGTTGCCGAAGGGCGTACCGCCTACGGCATCAACACCGGTTTCGGCCTGCTGGCGCAGACGCGCATCGCTGATGAAGACTTGCAAAATCTACAGCGATCGTTGGTGCTGTCTCACGCC+ STY0824 100 STY1536 84 STY0824 98.1 STY4318
ATGAATATGAAATTAACAACGCTTTTCGCGGCGGCTTTCGCTGTAGTTGGTTTTTGTAAAACAGCCTCAGCAGTCACTTACCCGCTGCCTACCGATGGTAGCCGTTTAATTGGGCAAAATCAGGTCATCACCGTTCCGGAGGGCAATACCCAGCCGCTGGAGTATTTTGCCGCGGAGTATCAGATGGGGCTCTCCAACATGCTGGAAGCCAACCCTGGCGTGGATACCTTCCTGCCGAAGGGCGGTACCGTGCTG- STY0878 100 STY2218 78 STY0878 99.9 STY2218
ATGAGCGTCATTATCGTTGGCGGCGGCATGGCAGGCGCAACGCTGGCGCTGGCCATCTCTCAGTTCAGTCATGGGACGTTGCCGGTACACCTGATTGAAGCGAAAGCGCCTGAAGCCGACGGTCATCCCGGCTTTGACGCCAGAGCGATTGCGCTGGCGGCGGGCACTTGCCAGCAACTGGCGCGAATTGGCGTCTGGCAGGCGATTTCCGATTGCGCAACGGCAATCAACACCGTACACGTCAGCGATCGCGGT- STY3213 100 STY0717 64.706 STY3213 98.6 STY3212
ATGGGCAAGTTAGCGTTAGCAGCAAAAATTACCCACGTGCCGTCGATGTATCTTTCTGAACTGCCAGGAAAAAATCACGGTTGTCGTCAGGCAGCCATTGATGGGCATATTGAAATTGGCAAGCGTTGCCGCGAAATGGGCGTTGACACCATTATCGTATTCGACACCCACTGGCTGGTGAATAGCGCTTACCACATTAATTGTGCCGACCATTTCCAGGGCGTCTATACCAGCAACGAATTGCCGCACTTTATTC+ STY1137 100 STY3479 61.765 STY1137 98.5 STY3479
ATGCGGCAACTTTTACCGGGCGATACTGTCTGGCGAAACATCAGGCTGGCGACAATGGACCCGCAGCGGCAAGCCCCGTACGGGCTGGTGGATAGCCAGGCGCTGATTGTACGCGAAGGGCATATTTGCGATATCGTGCCAGAGACGCAGCTTCCTGTCAGTGGGGACAATATCCATGATATGCAGGGACGACTGGTAACCCCGGGACTTATCGATTGCCACACGCATCTGGTGTTTGCCGGTAACCGCGCCGCA+ STY0820 100 STY0820 98.4
ATGCGGTGGACCCTGTTCATCCTTTTTTGTCTACTGGGCGCGCCTGCCCATGCGGTCGCCATACCCGGCGTGACCACGGGGACATCAACCAGCCAGCAAGCAGCGCCAGAGCCCAGTCCTGAACAAAAAAAAGCGGCCTATGCGGCCCTGGCTGACGTACTGGAGAACGAGGCTTCACGTAACGAATTGATAGCGCAACTCCGCGAAGCCTCAACCACGCCGCCGACCGAGCCAGCGCCAGCGCTTGCCCCGCCT+ STY0865 100 STY1835 65.347 STY0865 98.7 STY4707
ATGAAGAAATCAGATGGTGAAATTCACGAAAAGACAGCATCCTGGGGCATTTTGCAGTCAGAATGGCTAAGAAAATGTGGACGGCTATTATTGCTGTTACTTTACCGTTTCGTTATCGGATGGGCTTTTTTCCAGTTACTTGCCATGATCGTGGCAGGGATATTTTTGTTAGGCGTCTTATTATTTCATCCCATAATATTTGTACAGACTATCGCAATTACTGAGAAGTTAAATCATGCTTCGCTTGATTTATGGC+ STY1463 100 STY4267 59 STY1463 98.7 STY3344
ATGCAGCTCTGTGAACACGATATTTTTATCAGCGATGAGCGCCTCGATAAAGTCACCGCTCTGCACCGCGTGGTGGAAAAGTTATCTGCGGCTGGCAATACCACGCCTGACTATTTACGCGGCATGTTGGATCGCGAAGCACAGATTTCCACTTATCTGGGAAATGGAATCGCGATCCCACACGGTACGCCAGAATCTCGCGATGCGGTATTACAAACCGGTGTAAAGGTAATCGTTTTTCGCCACGGCGTTGACT+ STY3438 100 STY2442 80 STY3438 99 STY4111
ATGAAACGGACAAAATCCATCCATCACGCATCATTTCGCAAAAGCTGGAGCGCGCGGCATTTAACGCCGGTCGCCCTGGCGGTTACGGCTGTTTTTATGCTGGCTGGCTGTGAAAAAAGCGATGAAACCGTATCGCTGTATCAAAACGCTGATGACTGTTCAGCGGCGAATCCGGGCAAAAGCGCGGAATGTACAACCGCGTATAACAATGCGCTGAAAGAGGCCGAACGTACTGCGCCTAAGTACGCTACACGCG+ STY3365 100 STY3443 61.538 STY3365 99.3 STY3443
ATGAATAAAGAACGCATTATTCAGGAATTTGTGCCGGGCAAACAGGTCACGCTGGCGCATCTCATTGCGCACCCTGGTGAAGAACTGGCGAAAAAGATCGGCGTTCCCGATGCTGGCGCGATTGACATTATGACCTTAACGCCGGGGGAAACGGCCATGATCGCTGGCGATTTAGCGATGAAGGCTGCGGATGTACACATCGGTTTTCTCGACAGATTTAGCGGCGCGCTGGTGATTTATGGCACCGTCGGCGCAG- STY2706 100 STY2260 72 STY2706 98.5 STY2260
ATGGAATGGTTGGTTAAGAAATCGCATTATGTCAAAAAGAGGGCGTGCCATGTTCTGGTGCTGTGCGATAGCGGCGGTTCGCTAAAAATGATCGCCGAGGCGAATTCCATGATATTACTGAGTCCCGGCGATATCCTGTCGCCTTTACAGGATGCGCAGTATTGTATTAATCGGGAAAAACACCAGACCTTAAAAATCGTTGATGCACGCTGTTATTCCTGCGACGAATGGCAGCGGTTGACGCGCAAGCCATTAT- STY2534 100 STY3529 66.981 STY2534 99.6 STY3529
ATGTTAAATAGTGCTATGAGCGTAGTGATCCTTGCCGCAGGTAAAGGCACGCGCATGTATTCCGATATTCCTAAAGTGCTGCACACGCTGGCGGGTAAACCCATGGTGCAGCATGTCATTGATGCAGCTACTAAATTAGGGGCCGCACAGGTTCATCTGGTCTATGGCCACGGTGGCGAGTTGTTAAAACAGACCCTGAAAGATGACAAGCTGAACTGGGTGCTTCAGGCGGAACAGTTGGGAACAGGTCACGCA+ STY3916 100 STY2984 64.078 STY3916 98.7 STY2984
ATGCCGAAGAAAAATGAGGCGCCCGCCAGCTTTGAAACTGCGCTGAGCGAGCTGGAACATATTGTTACCCGCCTGGAAAGCGGCGATTTGCCGCTGGAAGACGCGCTGAATGAATTCGAGCGCGGCGTACAACTGGCGCGTCAGGGGCAGGCAAAACTGCAGCAGGCGGAACAGCGCGTGCAAATTTTGCTGTCTGATAATGAAGAGGCTTCACCTGAGCCTTTTATCGCGGATAATGAGTAA- STY0463 100 HCM2.0069c 73.394 STY0463 100 HCM2.0069c
ATGAGCATTACTATTTACACTCGCAATAACTGTGTTCAGTGCCACGCCACAAAGCGGGCGATGGAAAGCCGTGGATTTGAATTTGAGATGGTGAACGTCGATCTGGTGCCGGATGCAGCGGATACGCTCCGGGCGCAAGGGTTTCGTCAATTACCGGTGGTGATGGCGGGCGATTTGAGCTGGTCTGGCTTCCGTCCGGACATGATTAACCGTCTGCCCCCGACGCCCCACGCGGCAAACGCATGA+ STY2930 100 STY0156 57.692 STY2930 98.4 STY0156
ATGCAAACACAAATCAAAGTTCGTGGATATCATCTTGATGTTTATCAACATGTTAATAATGCCCGCTATCTGGAATTTCTGGAAGAGGCCCGTTGGGATGGGCTGGAAAACAGCGACAGCTTTCAGTGGATGACGGCCCGCAATATTGCCTTTGTGGTGGTAAACATCAATATAAATTACCGTCGCCCGGCGGTATTGAGCGATCTACTGACCGTGACCAGCCAGGTACAACAGCTTAACGGTAAAAGCGGCGTAT+ STY0496 100 STY1909 62.745 STY0496 99 STY1909

STY3533 94 STY0065 81 STY3533 67.94 STY0065
ATGGCAGCGAAAATCCGTCGTGATGACGAAGTTATCGTGTTAACCGGTAAAGATAAAGGTAAACGCGGTAAAGTTAAGAATGTCCTGTCTTCCGGCAAGGTCATTGTTGAAGGTATCAACCTGGTTAAGAAACACCAGAAGCCGGTTCCGGCTCTGAACCAACCGGGCGGCATCGTTGAAAAAGAAGCTGCAATTCAGGTTTCTAACGTTGCAATCTTCAATACGGCAACCGGCAAGGCTGACCGTGTAGGCTTTA+ STY4369 100 STY1305 57.426 STY4369 99.7 STY1305
ATGACCGATAAAATCCGTACTCTGCAAGGTCGCGTGGTTAGCGACAAAATGGAGAAATCCATTGTTGTTGCTATCGAACGTTTTGTGAAACACCCGATCTACGGTAAATTCATCAAGCGTACGACCAAAATGCACGTACATGACGAGAACAACGAATGCGGTATCGGCGACGTGGTTGAAATCCGCGAATGCCGTCCGCTGTCCAAGACCAAATCCTGGACTCTGGTTCGCGTTGTAGAGAAAGCGGTTCTGTAA+ STY4367 100 STY2109 58.252 STY4367 100 STY2109
ATGCGCGCTCATACTCTTTCCCGGCAGTTGCGTGAAGGTAATCTCTTTGCTGAACAGTGCCCGTCCCGTGAGGTGTTAAAACATGTCACCAGTCGCTGGGGCGTACTGATTCTGGTCGCGTTACGCGACGGTACACACCGTTTTAGCGACCTGCGCCGCAAGATGGGAGGCGTGAGTGAAAAGATGCTGGCGCAGTCGTTACAGGCGCTTGAACAGGACGGATTTCTTAACCGGGTGTCATATCCAGTTGTTCCGC+ STY4760 100 STY4760 99
ATGAAAAAATATTTGCTGATGGGAATTATAGTTTCGGCTTATGGGATAAGCGTACCTGTTTTTGCCTCCGACACCGCAACATTAACCATCAGTGGAAAAGTGACCGCGCCAACGTGCAGTACAGAAGTGGTAAACGCACAGTTGCAGCAGCGTTGCGGCAACACTATCCACGTTTCAACTCTGCAAACACCCGCCGCTACGCCGATGAGAGGTGTGACAACGCAGCTATACACGGTGCCTGGTGATAGCACCCGAC- STY2382 100 STY1070 59.804 STY2382 100 STY4182
ATGAATTCCCTGGGTTATGAGTTAATCGTTATTTCTGCGTGCGTATTAGGGGGCGTTTTCCTGAGAGGCGGCCTCGGAAAAATCTCATATGTGGTGGCGAGCGTACTGATATCAGGAACGGTGGAGAACGCGATGAACCTGCTCAACATTTCACCTTTTGCACAGTACGTGGTTCGCGGCTGAATCCTTCTGGCAGCAGTTATCTTCGACCATTATAAGCAAAAAGCGAAGCGTATGATTTGA- STY2139 97 STY3126 60.577 STY2139 93.4 STY1047
ATGAAAAAATGGCTAGTCGTGATAATGGCGTTCTGGCTGGCGTCATGTAGTTCCGGCGGAGAAAATAAAAGCTATTATCAGCTCCCGATAGCGCAAAGCGGTGTGCAAAGCACCGCAAGTCAGGGCAACCGTCTCTTATGGGTAGAGCAGGTTTCCGTACCTGACTATCTGGCAGGTAACGGTGTGGTGTATCAAACCAGTGATGTCCAGTATGTGATTGCCAATAACAATCTGTGGGCCAGCCCGCTGGATCAGC+ STY1086 99 STY1086 97.9
GTGCGCGTGTTGATTCCTTTTACGGTGTTGTTTCTCTCCGGGTGCAGCCATCTGGCTAACGACCACTGGAGCGGTCAGGATAAAGCCCAGCATTTTATGGCATCAGCGATGCTATCGGCAGCCGGTAATGAGTATGCGCGTCACCAGGGAGTAAGCCCTGACCGCAGCGCAGCGATAGGGCTGATGTTTTCTTTGAGTCTCGGAGCCTCAAAAGAACTCTGGGACAGCCGCCCGGAAGGCAGCGGCTGGAGCTGGA+ STY2846 100 STY1684 41 STY2846 100 STY1684
GTGAAGTGTATACTCAACGCCACAGGATTGCCCTTACAAGATCTCATGTTGGGAGCATCTGTTTACTTTCCGCCATTCTTCAAAGCCTTTGCGCTTGGGTTCGTTATCTGGTTGTTTATTCACCGACTCCTGCGTGACCGGATATACTCTGATGAAATCTGGCATCCCCTGTTAATGGATCTCTCCCTCTTTACGCTTTGCGTATGTCTGGGCCTCGTTTTACTGATCGTGTGGTAA+ STY1679 100 STY4444 61.905 STY1679 99.2 STY4444

ATGAAAAAAGGTATTCACCCGAATTACGTAGAAATTACTGCAACCTGTTCTTGCGGTAATGTTATCAAAACCCACTCTACCGTGGGTCACGACCTGAACCTGGACGTGTGCGGCAAATGCCACCCGTTCTTCACTGGTAAGCAGCGTGTTGTTGATACCGGTGGTCGTGTTGAGCGCTTCAACAAGCGCTTCAGCATCCCTGGCAGCAAATAA- STY3774 100 STY3738 66.667 STY3774 100 STY0943
ATGGACAATACGTATATTGGTGAGCAGATACGCGTCTCCACACGCCATACTAATAATTTAAAAAAATGGCGTGACAATGATCACATAAGTCACATTCTGTTCAATTTATCTCGTGATTTACCTGATGGCGAGACACAAAAATTAAATAATAAACGCCTGTTTTTAAAACAGACAAATCATAATTTACTGCTCTCGCTGACTCCACCTGCCCATCGCCAGAGGGTGCTTCCCTCTGAACATCACCATCGCAAGAAAA- STY4500a 99 STY2269 57.426 STY4500a 98.1 STY2269
ATGACAGATAAACGCAAAGATGGCTCGGGCAAATTGTTGTACTGCTCTTTTTGCGGCAAAAGCCAGCATGAAGTGCGCAAGCTGATTGCCGGTCCATCCGTGTATATCTGCGACGAATGCGTCGATTTATGTAACGACATTATTCGCGAAGAAATTAAAGAAGTTGCTCCGCACCGTGAACGTAGTGCGCTGCCGACGCCGCATGAAATTCGTACTCACCTGGACGATTACGTTATCGGCCAGGAGCAGGCGAAA+ STY0491 100 STY0943 64.078 STY0491 98.8 STY3779
ATGGCCGAACATCGTGGTGGTTCAGGAAATTTCGCCGAGAATCGTGAAAAAGCATCTGAAGCGGGCCGCAAAGGCGGTCAGCATAGCGGCGGGAATTTCAAAAACGATCCGCAACGAGCTTCTGAAGCCGGTAAAAAAGGTGGTCAGAATAGTCACGGCGGACGTAAATCCGATAATTCCTGA- STY1323 100 STY1548 85.437 STY1323 100 STY1548
ATGGGAAAAGCTACTTATACCGTCACGGTCACGAATAATAGCAACGGCGTCTCTGTGGACTATGAAACGGAAGCACCGATGACGTTGCTGGTACCTGAAGTTACAGCAGAAGTTGTGAAGGATTTGGTCAATACCGTGCGTTCCTACGATACCGAAAACGAACACGACGTTTGCGGTTGGTAA- STY1849 100 STY4744 62.745 STY1849 99.5 STY4744

STY4610 98 STY2633 65.347 STY4610 85.81 STY2633
ATGAATGAAACGTATCAACCCATTAATTGCGATGACTACGATAGTCTTGAGCTTGCCTGCATGCATCATTTAATACTGACGCTAACGTTAAAAGATGGCGAGGTTTTGCAGGCAAAAGCGAACGATTTGATCTTACGTAAAAACGTAGAGTATCTGCTTGCCGAGGTTTCCGGCGAGTCTTGTGAACTTCGTCTCGATAAAATCGCCAGTTTCAGCCACCCGGAAATTGGTACCGTGGTAGTTAGCGAATCCTGA- STY0262 100 STY4111 61.905 STY0262 96.92 STY4111
ATGAAAACTTATATCATTAATAGCAATTGCATTTACAATGAAGGTAAATATGAACTGAGGACGGTCTCAAATTCACAGGTTATTAAAATGACTGCGATGAGAGCCAAATGTCTCAGTTTCATCATCGAGAATGCTCATCTGGAGATTATCGAGCGACAAAAAATAACCACTGCGTTATGGGGAAGTCGAAGCCACTATGTTAATGATGCAAATCTAACGCAGATTCTCTATTTAATCAGACGTGACCTTAAAGCGC- STY0017 100 STY0038 65 STY0017 98.6 STY0038
GTGAGTCCGGCATTTTCATCGTGGAGCGATTTTTTCGCCATGGGCGGGTACGCCTTTTTTGTCTGGCTGGCGGTGGCGATGACCGTGGCGCCGCTGGCGCTGCTGGCGCTGCACACGGTGCTGCAGCGCCGGGCCATTCTGCGCGGCGTGGCGCAGCAGCGGGCGCGCGAGGCGCGGATGCGTGCCGCACAGGCGCAACAGGAGGCCGCGTGA- STY2477 96.386 STY3962 96.386 STY2477 96.39 STY3962
ATGCTAAATAGATACTACCGTTTCGCTGTCGAAAAAGACGACCCCTCCGAAGCGCCAGAGTCGGGCGATAAGCCTGACAGCCAGCCGCAAAAAAAATCGTAA+ STY0391 100 STY0391 100
ATGACACTCCAGACAAATATCAGCAGAGAGACAAAAGCGGCAAAGACCCAGGAGGTATATAAGCACGTTGTTCTTTTCAAAATGGCCGCCCCCTCTTACATAAGACGATAA- STY1125 98 STY3635 50 STY1125 98.2 STY3635
ATGACGGCTGGGAGAAGCGCTAAAAGAAAGCCGGATGGCGCTGACGCTTATCCGGCCTACATGCCGGGAGAAAAGATAAAAACCACCTCGCAATTTTCCAAGAATTTCGCGTTGCAGGCAGGCGGCAAGTTATGA- STY4246 100 STY0221 48.571 STY4246 100 STY0221
ATGATGAAAACCAGTGTGCGCATTGGCGCTTTTGAAATCGACGATGCCGAATTACATGGCGAATCGCCGGGGGAGCGAACGTTAACAATCCCCTGTAAATCCGATCCGGATTTATGTATGCAACTGGACGCCTGGGATGCCGAAACCAGCGTTCCCGCCATTCTCAACGGGGAACATTCCGTTTTGTTCCGTAATCATTACGATCCTAAATCTGATGCCTGGGTCATGCGTCTTGCCTGA+ STY1982 100 STY2911 50 STY1982 99.6 STY2911



STY4097 57 STY4705 49 STY4097 17.25 STY4705

STY0114 61.765 STY4522 56.863 STY0114 54.28 STY4522
STY0901 57.944 STY0901 3.91
STY3510 63.725 STY3749 61.905 HCM1.145 7.79 STY3749

STY0593 62.136 STY0207 58.182 STY0207 13.61 STY0593
STY3586 62.037 STY1262 43 STY3586 7.89 STY1262
STY4563 58.824 STY0321 58.716 STY0321 11.18 STY4563
HCM1.215 82 STY2866 58.824 HCM1.215 28.91 STY2866
STY1159 61.905 STY0310 56.19 STY1159 22.8 STY0310

STY4090 60.577 STY4339 58.095 STY4339 17.28 STY4090
STY3199 52.941 STY3199 19.01

ATGAATAAACAAGCATCTCAACCCCGCGCTATTTACTACGTTGTCGCCCTGCAAATTTGGGAGTACTTCAGCTTTTATGGTATGCGCGCCCTACTGATTCTTTATCTCACCAATCAGCTAAAATACGACGATAACCACGCCTATGAGTTATTCAGCGCTTATTGTTCGCTGGTCTACGTAACGCCAATTCTCGGCGGCTATCTGGCGGATAAGGTGCTTGGCAACCGAATGGCAGTCATGCTGGGCGCATTTTTA+ STY0750 100 STY2807 84 STY0750 99.2 STY2807
STY0801 100 STY2857 71.287 STY0801 99.2 STY1763

GTGCCGCACAGCGATGAACTGGATAGCCGCGATGTTCTGTCCGTCAGTGGCCTGAATATCGCGTTTCACCACGAAGGGCAACAGGTAGACGCCGTGCGTAATGTGTCATTACGCCTGAAGCGTGGAGAGACTCTGACGATTGTCGGCGAGTCGGGCTCGGGAAAATCGGTGACGGCGCTGGCGTTAATGCGGCTGATTGAGCAGTCGGGCGCGAACGTGCGCTGCGGCGAAATGCTGTTGCGTCGGCGTAATCGC+ STY0887 100 STY1309 74 STY0887 99.5 STY4172
STY2296 60.396 HCM1.87 59.406 HCM1.87 11.18 STY2296
STY0924 100 STY2159 71.569 STY0924 99.7 STY2159

ATGGCGCATATACAACTGGTCAAACAAACCTCTTCCGGATTACTTCTCCCGGCGACGCCGGAGAGTTGCGATTTTTTGCATCAAATCAAAATAGGTGAGTGGATACACGCAGACTTTAAGCGTGTGCGTAACTACGCATTCCACAAGCGTTTTTTCAAACTCCTGCAACTGGGATTCGATTACTGGACTCCGAACGGTGGGGCGATCACGCCTCGCGAACGAGAACTGGTGTCCGGTTTCGTTGATTTCCTGTGCG- STY2052 100 STY1034 70 STY2052 100 STY1034
ATGCAATATCGTAATTTGTTTTGCCTTTTTTCGCTTTCACTTCTGCTGCCTCCCGCTTGGGGATGCCGGCTGAGTGAACCTCCGCACAATGTTTATCAACGGCAAGGCAGCGGCGTGGTTTATCTCCAGCCAGAAGAGGAGAACAATCTTTCGTTGCCGGAGGTGAATTTCAAACGCCTGCGTCGGTTACCCAATTCATTGATTAACCCGGCAACTCAGGATGAGTGGGACAGGGAACCGCCGCTCACCGACCTG+ STY3614 100 STY4756 67 STY3614 100 STY4756
ATGTATAAAAAGATAGTAATATTAGTGATTACGCTTATTATTATATTTTTCGGCGGTGGGTGGTATATGCATAAATCACAACAACAAATGGCAACCCTTGTTATTTCTGATAGTGAAAATGCCCTCGATTATCCGAATAAACGTAAATGGTTTGATGCCAGTAGATGGCTCAGCACATCACAATATATTAAAATAGATGATTTTTATCTTTTAAATCTTAAGCATCATCCAGTTAACAATATAAATGATGCAGGGA- STY2355 100 STY2355 49.505 STY2355 100 STY2355
GTGCCCATTCGGCTGGGGCGAGGAAACTATTCGCAAAACCGGGCTGGCGGTAGTGACAGCACCAACAACAGCGACATGCTGTTAACGCCGATTGCGCCGCCAGCGGATGCTAAAGTATTTGCCTACCATTATTCCGGGGAGCAGCTCTGGTACTGGTACGGCACTACGGATGAGAGCGGCAGGGTGCAGTTTGAGCTGACGCAGGATAATACCCCCGGCCTGAAAACAGCGCTGCAGGCGATGCTGTCCGACAAT- STY2756 100 STY2758 74 STY2756 100 STY2760
ATGCTTAATATTCAAAATTATTCCGCTTCTCCTCATCCGGGGATCGTTGCCGAACGGCCGCAGACTCCTTCGGCGAGCGAGCACGCCGAGATTGCCGTGGTACCGTCTACCACAGAACATCGCGGCACAGATATCATTTCATTATCGCAGGCGGCTACTAAAATCCAGCAGGCACAGCAGACGCTGCAGTCAACGCCACCGATTTCTGAAGAGAATAATGACGAGCGCACGCTGGCGCGCCAACAGTTGACCAGC- STY3006 100 STY4413 63.107 STY3006 100 STY0767
ATGTTGTATGTAAAAAAAAGCCTGACCGCCATCGTATTAGCCAGTGCTGTATTTAGTACCTTTAGCTATGCGGATATTATTATCTCGGGCACCAGAATCGTTTATGACGAAAATAAAAAAGACGTCAGTATACGACTGGAAAATAAGGGTACCCGCCCATTATTAGTCCAAAACTGGATAGACCTGGGTAACGATAACGACGATCCCGGGAGTATTAAAGCGCCTTTCGTTTCTACCCCCCCGGTTTCACGCGTTG- STY0206 100 STY3087 65.385 STY0206 100 STY0372
ATGAAAATAGGTTGGGTGTTTTATTTTTCTTATATTTTTGTTGCTATTATCTTTCATCTGTTTATTAGTTTTTGTTATTGTTTGAGTATTGATATGGCAGAGGCTAATACCGTTGTTTTTTTATTAAAGCCAGGGACGATTTCATTATTATTTTTACTTCTCCCTGCCAGGCGGTTCAGAACCAGACTGTTGGCAACATTGAGTTCAGTTTTCATTGCCTTAGTATTTAACCAGTGGCATTTGGTTGCCGGGAATA- STY2104 100 STY2275 63.462 STY2104 100 STY2275
TTGATGTTAAAAATAGTTATGCTTTTTTTGATGTTTTTTCCCTGTTATTGCTTACCTATGGATATTAAAAATATAAAAGATTGTAAGTTGGAGGAAGGTAATAGAGTTAAATTAATTTCATTGAGCACTGTTGATGGTAGTACGCCATACTTAATCTTTGACAATGTTATTGTTAGCGCATTTCTTGATGGTAGTATCTATTCTGGGGACATTATCCTCTCAAAATATATCCATCACTCCCTCATTTTTGCGCTGA- STY2357 100 HCM1.262 68.868 STY2357 100 HCM1.262

STY2761 100 STY2761 100
ATGAGCTGGCTGCCGCTGAATCCCATCCCGTTGAAAGACCGTGTTTCGATGATATTTCTCCAGTACGGACAAATTGATGTGATCGACGGTGCGTTTGTGCTTATCGATAAAACGGGTGTACGTACCCATATTCCTGTTGGATCGGTGGCCTGCATCATGCTGGAACCGGGGACGCGGGTTTCCCATGCCGCCGTGCGACTTGCGGCAACGGTGGGTACGTTACTGGTGTGGGGGGGGGAAGCGGGCGTACGCGTT- STY3065 100 STY3065 100
ATGCCAAAAGAGTTAAGTGGTGCGCAGTGGGTTTATGGCGTGACTAAGTTTGTCGGCGGAAATACAGATAAACCCCACTGGTCAATTGATGGGCATTAA+ STY0295 100 STY2432 26.263 STY0295 100 STY2432
ATGAAAAACATAAAAAAATTAATTATCGCAAGCGTGTTGAGCATGATAACTGCTAGTTGTTATGCTGGTTCAATCGTGGTGGGCTCAGAGCAACAAAGTTCAGTGGATATTGGCTTTGCCTCTCCCCAGCAGTTGAGCGTAACATTTGCTCCAGTGGCGGGCTTAAAGGCTGGGGTGATTAAGTCTAATACGGAGATTGCGACTATTGCAGTTAGTTCTGTTGCTGCTAAACAATTCGCGATCGCAGCGGATTTTA+ STY0332 100 STY0333 77.228 STY0332 100 STY0333
ATGCCGATTATGAATAATTATAGATTAACTTTTTCTTTATGTTTACTGCGTTCGGCCATATTGTTTGGCATTATTTTAATAAGTGTTAATTGTAATAATCAAAAGAGTAAGGAATTGGTTCTTCCTGTTGATTCCACGCAGTTTACACAATTGGCTTGTTATTATAAAGATATTAATTCCGATGATAATATAATGGAGTTAAAATTACCAGATGAATATAAAGAGAAAACTAACTTATTTAATCAACAGGAAATTA- STY2350 100 STY0920 60.194 STY2350 100 STY2058
ATGACGTCGATATCCACCTTGGGAGCCATTGCCGCATTGGTTGTGGCCATCGTATTAATTTTAAGAAAAGTGTCGCCAGCCTACGGCATGATGGCGGGCGCGCTGGTCGGCGGTTTGATTGGCGGCGCCGATCTTCTGCAAACCGTGTCGCTGATGGTGTCAGGCGCGCAGGGCATCGTTAATGCCGTATTGCGTATTCTGGCCGCAGGCGTACTGGCGGGCGTATTAATTGAGTCCGGGGCGGCGAATACGATT- STY2731 100 STY0717 60.396 STY2731 100 STY0717
ATGGCTCAGGATTACCACCACGGGGTGCGCGTTGTTGAAGTCAACGAAGGCACCCGATCCATTACCACGGTGAGCACCGCCATCGTGGGTATGGTCTGCACGGGCGATGATGCCGATGCAAAAATGTTTCCTCTTAATAAACCCGTGCTGATCACTGATGTGCTGACTGCCAGCGGTAAAGCGGGTGAGTCAGGCACGCTGGCCCGTTCGCTGGATGCCATCGCTGACCAGGCAAAACCCGTGACCGTTGTTGTG- STY2888 100 STY3696 100 STY2888 100 STY3696
ATGAAAAAGAAATTAAAGGTTCTGACTCTTGCTCTTGCGTCAATATCCAGTGTTTGTTATGCAGCTATGGCTGATTATGATACGTATGTGAGTAATGTTCAGATTAACAACCTGTCTTATGGTGTGTATACGTCAGGGGGTAAGGAAACTCAGTTTTTTTGTATCGGACTGAAGCACGGGAGTGAAGCTATTAGTATCAATGCCATGTGTAAAGTGGATGTGTACGGGAATCATAAACAGGGGTTTGATAACATGC+ STY1364 100 STY1362 71 STY1364 100 STY1362
ATGATATTTAAATGTATTCAGTGCGAGAGGGATATAACAGCCCTGCGTTTTCACAGCGCCATCGCCGTGATGTCCGGTAAATACCACATCCCTGCGGTACGCGTCACCCTGGTCTGCCCGTACTGCAGCCAGCATTTTTCGGCAGACGTGCCTGTCATGGAATTCTCCCGCCCTGACAGGGAGGACGCGCAATGA- STY1600 100 STY3196 65.347 STY1600 100 STY0798
ATGAGCGTGACAACGGCTGAACTGGCGTACTGCATGACGCTTCCCCCGAAGCGGGCAGTCAGTTACCTGAAGTCCAAAGGGTATCAGATTACCTGGGACTGGGAAGAAATGTGGCAGGAGGCCCATGCCCGCGCCTTTACCGTTGCTAAAGTGACCCGCCTGGATATCCTGGAAGATATTCGCGGGGCACTGCAGCAGGCTGTCGATGAAGGAAAAACCGATCGCTGGTTCCGGCAGGAGCTGGAGCCGGTGCTGA+ STY1617 100 STY2806 53.398 STY1617 100 STY2806
TTGAAAGATTTTTCAAAATACTCAAAAGCGTTAGGGATGGCTAAGTTCTATGTTTATGCATTTTATGACACTGAAGATGCAGCTAAGAAGCCGTTTTATATAGGCAAAGGCAAGTCAGAACGCTGCCTTGATCATATAAAGTATAATGATGACTCTCCGAAATCAGAACGAATTAATCATCTGTTAAAAACAGGAAATCTGGGTATCGACATACTACGCCATGGCATGGATGAGGCAACCGCGAAGCTTGTTGAAG+ STY2749 100 STY4352 63.107 STY2749 100 STY0188
ATGACAAAGCGCATTAATAAAGACACTCAGGTCTGCATGTCCCTGGCTGCACGCCCAAGTAACTTCGGTACACGCTTTCACAACTATCTGTACGAAGCGCTGGATCTCAATTATCTCTACAAAGCTTTCTCGCCGACCGATCTTACGCAGGCCATTAGCGGCGTGCGCGGGCTGGGGATACGTGGGTGCGCGATCTCTATGCCATTTAAGGAAGCCTGCATTCCGCTGGTGGATGAACTGGATGCTTCCGCTAAGG+ STY3924 100 STY3361 60.396 STY3924 100 STY3361
ATGCGTATAACAGTAAGTGATATATCAACCAGAGAATCACAGCAGACGGTACAGATACAAGCTATCAGAAGTTGGGATACCATACCGTACCTTTCAATGTTGGATGGACTTTATCAGGACGATATCTTTCATGAGCAAATATCTAATTTACCAGAAGAATATATTAAGCTGGATGAGATGGCCAAAGATGAAGAAAAGAACAGCTTAAATATTTATGAATTCTTCTTTGAGCCAACACATGAAATTATATGTGAA+ STY1413 100 STY3104 61.165 STY1413 100 STY3104
ATGAAATCCACCACAGGTATCAACCAGCAAATCAGTAAAGTGCAGTCAGCCATTATGGCGCTTAAGGCGACGAACACGGATGTACAAAGCATCACCATCAGGGGTAACAAACCTGTCATCCGCGTTTCCAGGAGTGCGCATTGCATGCGCATGCTTGAGCAGGGAAAGGCCTGTTATCTGTATACCGGACATGACCACAGGGGATATTTCCGTCAGGGCGTTTTCGAACTGCACGGCTGTCGCGTCGTGTGGCCGG- STY1602 100 STY0363 72 STY1602 100 STY0363
ATGTCAGCCATTCACATTTTTAAAGCCGGTACTCATACCGATATGCACGGCAAAAAACTGCCGTTCACGCCAGACGATCTTGCCGCCTGCGTGAAAGCCTATGACCCGTCCGTCCATGAAGCACCACTCGTGATTGGTCATCCCAGAACGGAAGACCCGGCGTGGGGCTGGGTGAAAGCCCTGTCGCTCAGCGGCGTCGATCTGATGGCAGAGCCTGCCCAGCTGGACCCGCAGTTTGCTGAGATGGTCACCGAC+ STY1619 100 STY3712 66 STY1619 100 STY3712
ATGGCTGAGGTGCTACAACTCCCGCCACCGCTTGAGGGTGATATCAGTCTCAGAACGCTGGGAAGACTGGCCGGACGGCTGGATAACATCGACCTGAGCGTACTGATGGTCGGTCTCGTCGATATTGTCGACAGTTCCGCGCTGCCATGGCTTGGCGAGCAGTTCTCGCTGTTCGGCGATGGCTGGGAACTGGCGGAATCGGACGATGTACGCCGCATGCTTATCAAATCCGCTATCGAGCTACACCGCTATAAAG+ STY1636 100 STY1636 100
ATGAAAAATATTCACAGCGTAACTGATAAAGCTTTGTATGATGCTTTAAACCAAAAGCAAATTACCCTAAATGAAATTCAAGACCTTTTCTTAGAGAGAGGAACGATTATATGTAAAAAAACTCCTCGAAAGGAATTGGCAAGAAACTATTCTCGAATGACTCATGATTATTACGAGCATCAAAAAATTGCAACCCTGCTAGGTGGCCAGACAAGGACCGAAAAAATTACATGTGTAAGAATTGAGACTGGTATA- STY4630 100 STY0481 61.165 STY4630 100 STY0481
ATGTTAACTTCACCATCATCTTCTACTGGTTTACTGGCAGCAAAATTTGCCGGGTTATCCTTACCTTTACAGGTCCTTCGCAGTGGTGCCGGATATTACATCGGCACGCAAAATGAAGAAGGGCCGGTATCCCGTGAATCTGTTGAGTACTTTTCCACTCAGTCTCAGGCAGAACATGCGCTCAAACAGGGCACATGGTCACAGCGTGAACAGGCTTAA+ STY4535 100 STY4535 100
ATGCTTTCAAAGAGTAAACATGGGTTAAGAGTACCACTTCCCTGTCTTTTGATTCTGCTGTTACTGGTGGCGAGCTTCTCCTCTCATGCAGGATTACCTACGGTCAATATTCCCGGTGGGGGCGGTGGGGGTGACATGATGCAAACGATCAAGCTTCTGTTTTCTGGGTTTCTCGTCCTGATGGGGCTAATCATTTGTGCTGTCGGATTTTATATGGTTTCCGGCGCTATTCTGGCGACATTCTCAGAAATACGCT+ STY4566 100 STY4566 100
GTGGCCAGTCTCATTACCCGGTATTTCAGTCAGCAGCTTTCAGATGACGAAAAAGTGGCAGCCCTCAATCATTTTCGCCTGACACTTCATGAGCTCAGCCCCTTTGCCCGGGAGCCTGTGGACCTGGTGCTGTGGGTGAAAGCCAGCGAAGTGGTGGCCAACGATTACAACCCCAATGTTATGGCTGCCGGAGAGAAAAAATTGCTGCAGCACTCACTGCAGGAGGACGGCTTTACCCAGCCCGTCGTTGTATCTG+ STY4584 100 STY0648 67 STY4584 100 STY0648
GTGAATTTTAGCTCTGATCTTTTTGGCCTGAACAGCAGAAGCCCGGCTTTCAGTATCACTATTGAAGGTAAGGACGTGACCACCGCGCTGGATGCGCGCCTGATGAGTCTGACGCTGACCGATAACCGGGGTTTTGAGGCTGACCAGCTTGATCTGGAGCTGGACGACGCCGACGGGCAGATCGTTCTGCCGCGACGTGGTGCCGTTATTCAACTGGCGCTGGGGTGGAAGGGCCAGCCGCTTTTCCCAAAAGGG- STY4601 100 STY2882 89 STY4601 100 STY2882
ATGTTGTTAATCACCGATCTGGATGGAACATTACTCACCTCGCAGAAAACAATCAGCCCGCGCACGCGTCAGGCGCTGATTGCGTTCCGCCAGGACGGTAGTCTGCTGGCGGCATGTTCCGCCAGACCGGTCTCCTCAATGGTACGCCTGCTACACCAACAACAGGTTGATAGGTTGTTTAGCTGGTGCGCCGGTTTTAACTGCGGACATCTTCTGGAGATGGCGGGGCAGCGCATTATTCATGCTGCTCCGTTGT- STY4413 100 STY3947 69 STY4413 100 STY3947
ATGAGCGAATATTATTACAGCTTTAAAGAAAAAGGTTTTTTCTGGCAACCGGATACCGAATCCGATAATTACCCTGACGATTTAATTCCCCTGACAGATGAGTATTATCGCGAGCTGATGCAGGGCCAGGTGGACGGAAAATATATCGAGCACAGGAAAGGAGGCCCGGTACTGGTTGAGCATCGCGAATATACGCCTGAAGAGCTGGTTGCACAGGCTGAAGCCAGAAAAGCGGAACTTCTTGCTGAGGCAGAGT- STY4610 100 STY1686 67.327 STY4610 100 STY1686
ATGAATACCGATAAGATGACAATTAGCCAACGTGCAAATCAATGGCTTGATAATGACTACTTATTTATTGATACCGAAACGACCGGGTTGGGTGATGATGCGGAAATAGTTGAAATATGCATTATTGATAGTCATGGGTTTATTATGCTTAATACGCTTATTAAGCCCACTAAGCCTATCCCTGATGAAGCAATAGCAATTCATGGAATTACTAATGAAATGGTTGCTTTTGCCCCTGCCTGGACTGATATATGCG- STY4637 100 STY1767 61.765 STY4637 100 STY1767
ATGCCTGCCAGTGAACCCGCTACGGAAGCAGCGGCATCGATATCCTCTGCAGACTTATCAGATACAGTCCCCATTTTCCCCGGTAACAGCGTGACGGCCGGACAGCTGGAGGCGCTGCAGGGGAAAAACCTGCTCCTGGAGGCAAAGGTTCAGGCAGCCCGACTGCTAAAAGAGCTGACTTCTGCACAAACTCCGGGGGATGTTGGCAATGTGCCCACGACCAGTCCGTTCGTTATGGGAATGCCGGCAGAGATGA+ STY4544 100 STY2595 60 STY4544 100 STY2595



ATGAGTACAGAAAAAAACAGCTCTCAAAGTTCTCCACCACCGCGCAAGCCACCAGGTTTGCTGACCCTTGTTTTGTGGATCTGGCCAGTCAGGCTTTTGGCTTTTCTGCTGGTATCCTGGATGGCTGGTGTTTTTATTGAATGGGCAGGAATGTTTTTTTTCTGGTCAGATCAGGGAGCTTTGCATTCCCAGTCCGTTATGAATAAAGAACTTGGCTATTTATCAGCAGATTTTACTCAAAGCCTTATTTTTTCTT+ STY4563 100 STY0105 92 STY4563 100 STY0798
ATGAACGCACAAGCACGCGGTGCCCGGGCCGCAAGGCTTTATAAAAGGGCTAAGTCAAAGCTGATTTCACTCGACCATTTCTGTGTTCAAAAAGCCAGAGAGCATAAGCTGCCCGCCTGGACTGGTCATCTCCCGGTGACAACCCTGACAGGGATTCTTTTTGCTGCAGTGATTTTTGGCTCACTGTTATTTGTGAGCTTAGGCTTATTTATATTTGCACTTATTCTGGTTACATCGTGGCCTGGAAAAAGAACAA- STY4580 100 STY0932 56.436 STY4580 100 STY0932
ATGTTCGCCCTGGCTGACGTCAACAGCTTCTACGCGAGCTGTGAAAAAGTATTTCGTCCCGATTTACGTAATACACCTGTTGTGGTGCTCAGTAACAACGATGGATGTGTTATCGCGCGTTCAAAAGAAGCGAAGCAACTGGGCATTAAAATGGGGGTTCCGTGGTTTCAACTGAAAACAACCGAATTTCCTGTACCTGTCGTTGCGTTCTCGAGTAACTACGAACTCTACGCGTCGATGTCGAACCGTGTTATG- STY4597 100 STY2205 74 STY4597 100 STY2205
ATGTACACTTCAGGTTATGCAAATCGTTCTTCGTCATTTCCTACCACTACCCACAACGCTGCGCGCACCGCTACGGAAAATGCCGCGGCAGGACTGGTCAGTGAAGTTGTCTACCACGAAGACCAGCCCATGATGGCGCAACTCCTGCTTTTGCCTTTACTCCGTCAGTTAGGCCAACAATCACGCTGGCAGCTCTGGCTCACGCCGCAGCAAAAGCTCAGCCGTGAATGGGTACAGTCTTCAGGTTTGCCATTAA- STY1092 100 STY2841 59.615 STY1092 99.8 STY2841
ATGGCTATGGTCCAACCCAAATCTCAGAAACTGCGTCTCTTCATCACGCACCTGGGGCTGCTGATTTTCATCGCGGCGATTATGTTCCCGCTGCTGATGGTCATCGCTATCTCGCTACGTGAAGGGAACTTCGCCACCGGAAGCCTGATCCCGGATAAAATCTCCTGGGAACACTGGCGGCTGGCGCTGGGTTTCAGCGTGGAACATGCGGATGGTCGGGTAACGCCGCCTCCCTTCCCGGTCCTGCTGTGGCTGT- STY4423 100 STY0186 61.165 STY4423 98.3 STY4256
ATGAGCGTTAAACAGCTCTGGCGCTGGCAAGGCGTTAACGATAAAGGTCAACTGGAACAAGACGTTGTATGGGTGGACAATCGTCTGGCGCTGATCATCACCCTGCAACATCAGCGCATTATGCCGCTTCGCATCAAGCGCATAAGCGTTAACGCCGCACTGTGGAAAGAAGAGCAAAGCGCTGAAATTATTCATCAGTTGGCCACGCTCATTCATGCCGGACTGACGCTTTCTGAAGGGCTGGAACTCCTTGCG- STY0164 100 STY2573 52.427 STY0164 98.9 STY2573
ATGATGCAGCTTTACTGGGTTGCCCTTAAAAGCATCTGGGCGAAAGAGATCCACCGCTTTATGCGGATCTGGGTGCAAACGCTGGTGCCGCCTGTCATCACCATGACGCTCTATTTTATTATTTTCGGTAACCTGATCGGTTCGCGCATCGGCGAAATGCATGGCTTTAGCTATATGCAATTTATTGTGCCGGGCCTGATTATGATGGCGGTCATTACTAACTCCTACGCCAATGTGGCCTCCTCGTTCTTTAGCG+ STY0195 100 STY3820 57 STY0195 97.3 STY3820
ATGCAGGAAAACCACATTCATTCCGATACCACCTTTGCGCTGCGAAGCGTCGCTTTTCGTGTGCCGGGCCGCACGCTTTTACACCCCCTCTCGTTAACGTTTCCCGCAGGTCGAGTCACCGGACTTATCGGCCATAATGGTTCCGGTAAATCCACGCTGTTAAAAATGCTGGGCCGCCATCAGCTGCCTTCCGAAGGGGATATTCTGCTCGACAATCAGCCGCTGGCGAGCTGGAGCAGCAAGGCGTTTGCCCGCA+ STY0219 100 STY0634 77.451 STY0219 98.1 STY0634
ATGTGGTTACTGGTTCGTGGCGTCTGGGAAACGCTGGCGATGACCTTTGTCTCCGGTTTCTTCGGTTTCGTGATTGGCCTGCCGGTTGGCGTATTGCTGTATGTTACGCGCCCGGGGCAGATTATGGAGAACGCCAGGCTGTATCGCTCCCTCTCTGCGGTGGTCAATATTTTCCGCTCGATTCCCTTTATCATCCTGTTGGTGTGGATGATTCCTTTTACCCGAATAATTGTCGGCACCTCCATTGGTTTGCAGG- STY0273 100 STY0560 66.667 STY0273 96.63 STY0560
ATGCGATTAACGACGAAATTCTCAGCTTTTATCACGCTGCTCACGGGATTAACGATCTTCGTGACTCTGATAGGTTGCTCGCTAAGCTTTTATAACGCCGTACAGTATAAGTATGTCAGCCGTGTGCAGGCGACGGCAACAGCCATTGATACGCACCTGGTGACCCATGATATTGTCTCGCTGACGCCGCAAATCGACGAGCTCATGATCGCTTCCGATATTGTGCGTGTCGATCTGTTGCAGGGGGAGCGCAGC- STY3555 100 STY3555 99.1
ATGAATAAGACGAAAGATATAGCCGCATCTCCTCTCTGTTTTGTCTCTCCTTATCCGCAACTGGCAAAGGCTGCCGAGGCGCTGGTCGCGCAGTTGGATTACGCCGTCACTATTCATCAAACGACGCTTAATCGTATCCTGGATGAGCTACCTTTATTAGAGTCCCGTGGGCACCAGGTACTGATTAGTCGTGGCGGCTGTGCGGAAATATTAAAAAAGCACAGTAAATTACCGGTAGTCGAAATTAAAATGTCC+ STY0703 100 STY2809 76 STY0703 98.75 STY2809
ATGAGACTGATCCCCCTGAGTACCGCAGAACAGGTTGGCAAATGGGCCGCTCGCCATATCGTTAACCGTATTAATGCGTTCAAACCGACCACCGATCGTCCGTTTGTTCTTGGACTGCCTACCGGCGGCACGCCGCTAACGGCGTACAAAGCGCTGGTTGAGATGCACAAAGCGGGCGAGGTCAGCTTTAAGCATGTGGTCACCTTTAATATGGACGAATATGTTGGCCTGCCGAAAGAGCACCCGGAAAGCTACC- STY0722 100 HCM2.0106c 49.505 STY0722 99.4 HCM2.0106c

STY0206 69.608 STY3919 67 STY0592 47.39 STY4943
ATGAAACGCACTTTTCAACCGTCTGTACTGAAGCGCAACCGTTCTCACGGCTTCCGTGCTCGTATGGCTACTAAAAATGGTCGTCAGGTTCTGGCACGTCGTCGTGCTAAAGGCCGCGCTCGTCTGACCGTTTCCAAGTAA- STY3939A 100 STY2891 58.252 STY3939A 100 STY2891
ATGACTAAAAAAATTGTTGCTGTGACGGCCTGTCCGACGGGCGTCGCCCATGCCTTTATGGCTGCCGAAGCGCTGGAAATTGAAGCCCGCAAGCGTGGTGACTGGATCAAGGTTGAAACCCGCGGTTCCGTCGGGGCGAAGAACACGCTGACCGCGGAAGAGATAGCGCAAGCGGATGTGGTGATTATCGCGGCGGATATTGAGCTGGATCTGTCAGGCTTTGTTGGCAAAAGACTCTATCGCACCAGTACCGGC+ STY3925 100 STY2439 80 STY3925 98 STY2439

ATGAAAAAAGGGGCACGTATGTCTGAAATGCTGAATGTGGTTACATTGCTGGGAAGTTTACGCAAAGGTTCCTTTAACGGGATGGTGGCGCGTACGCTGCCTAAAGTCGCGCCGGCAGGAATGACGGTATCGCCGCTGCCTTCAATCGGGGATATTCCGCTGTATGACGCCGATATCCAGCAGGAAGAGGGATTTCCAGCCAGCGTAGAGGCGCTGGCGGAGCAGATTCGCAACGCCGACGGCGTCGTCATTGTGA- STY3933 100 STY2023 62.745 STY3933 98.4 STY2023
ATGAACATGAAAAAACTGGCTACCCTGGTATCTGCTGTTGCGCTGAGCGCCACCGTGAGCGCGAATGCAATGGCGAAAGACACCATTGCGCTGGTGATCTCTACCCTCAATAATCCCTTCTTCGTGTCGTTAAAAGACGGGGCGCAAAAAGAGGCGGATAAACTGGGTTATAACCTGGTGGTGCTGGACTCCCAGAACAACCCTGCCAAAGAGCTGGCGAACGTGCAGGATTTAACCGTTCGCGGGACCAAAATTT- STY3894 100 STY3236 75.248 STY3894 99.1 STY3236
ATGCTAACCACATCATTAACGTTAAATAAAGAGAAATGGAAGCCGATCTGGAATAAAGCGCTGGTTTTTCTTTTTGTTGCCACGTATTTTCTGGATGGTATTACGCGTTATAAACATTTGATAATCATACTTATGGTTATCACCGCGATTTATCAGGTCTCACGCTCACCGAAAAGTTTCCCCCCTCTTTTCAAAAATAGCGTATTTTATAGCGCAGCAGTATTATCATTAATCCTTGTTTATTCCATACTCATA- STY4082 100 STY2294 59.615 STY4082 98.6 STY2294
GTGAAAAAGTGGTTATTAGCTGCAGGTCTTGGTTTGGCGATGGTTACGTCCGCACAGGCTGCTGACAAAATTGCAATCGTCAACATGGGTAATCTGTTCCAACAGGTTGCGCAGAAGACGGGTGTATCCAATACACTGGAAAACGAATTTAAAGGCCGTGCGGCTGAACTGCAAAAAATGGAAACCGATCTGCAATCTAAAATGCAGCGTCTGCAATCCATGAAAGCAGGTAGCGATCGTACTAAGCTGGAAAAAG+ STY0248 100 STY3247 87 STY0248 99.8 STY3247
ATGATCAGCAGAGTGACAGAAGCCCTAAGCAAAGTTAAGGGATCGATAGGAAGCAACGAGCGCCATGCCTTGCCTGGCGTGATCGGTGACGATCTTTTGCGGTTCGGGAAGCTGCCACTCTGCTTGTTCATTTGCATCATTTTAACGGCGGTGACGGTGGTCACGACGGCGCACCATACTCGTTTACTCACCGCTCAGCGTGAACAACTGGTTCTGGAGCGCGATGCATTGGACATTGAATGGCGCAACCTGATCC+ STY0141 100 STY1089 62.136 STY0141 98.6 STY4881

STY0343 87 STY0329 84 STY4848 57.4 STY0343
ATGTATGATTTTGTGATTATCGGCGGCGGCATTATCGGCATGTCGACCGCCATGCAACTTATTGATGTCTACCCGGATGCGCGCATCGCGTTGCTGGAAAAAGAGTCCGCGCCAGCCTGCCACCAGACCGGGCATAACAGCGGCGTGATCCATGCCGGGGTGTACTACACGCCCGGCAGCCTCAAAGCGCGGTTTTGTCTGGCGGGCAATCAGGCGACCAAAACCTTTTGCGATCAAAACAACATCCGCTACGAC+ STY2910 100 STY0663 64.356 STY2910 98.7 STY0663
ATGCATAAAACCATTGCTGTATTACTGGGCATAGTGTGTTTTTTACCGGTTATGGCGAAAGCCGGGGGGGCTGAAACAGACGCCACGGATGCCAGCGACGTCAAAACGCTTTTTTTTAACCATGACGATCGAGTGCCCGTCGCCGATCCGACCCAATCGCCGTGGGATGCCATCGGGCAACTAGAGACCGCCAGCGGTAATTTGTGTACGGCAACGCTTATCTCCCCGCATATCGCCCTGACAGCAGGTCACTGCC+ STY1583 100 STY0616 66.038 STY1583 98.5 STY0616
ATGGAATTAGTATTGAAAGACGCGCAGAGCGCGCTGACTGTTTCCGAAACTACCTTCGGTCGTGATTTCAACGAAGCGCTGGTTCACCAGGTTGTTGTTGCTTATGCAGCTGGTGCTCGTCAGGGTACTCGTGCTCAGAAGACTCGTGCTGAAGTAACTGGTTCCGGTAAAAAACCGTGGCGCCAGAAAGGCACTGGCCGTGCGCGTTCAGGTTCTATCAAGAGCCCGATCTGGCGTTCCGGTGGCGTGACCTTCG+ STY4359 100 STY3397 57.009 STY4359 99.8 STY3397
ATGTTTAAATTTGTAAAAATTGCCGTTGTGGCAGGGGTTCTGGCGACGCTTACCGCCTGTACTGGTCATATCGAAAACAAAAAAAATAACTGCAGCTACGATTATTTGCTGCACCCTGCAATTTCTATTTCTAAAATTATTGGCGGTTGCGGCCCGGCTGCCGATCAATAA- STY4316 100 STY1167 71.287 STY4316 98.2 STY1167
ATGGCGACCTCAACAACATCCACGCCGCATGACGCGGTATTCAAACAGTTTTTATGCCACCCCGATACTGCACGGGATTTTTTGGAAATCCATCTTCCGTCGACATTACGTCAAATCTGTAATCTGAATACGTTACGGCTGGAGTCCGGTAGCTTTATTGAAGAGGATTTACGCCCCCATTATTCCGATATCCTTTGGTCGCTGGAAACAAGTGAAGGTGACGGTTACATTTACGTGGTTATTGAACATCAGAGT- STY4288 100 STY4875 86 STY4288 91.2 STY4875

STY4387 65 STY3788 55.238 STY4387 24.07 STY3788
ATGCGTGGCATTCGTAATCGCCATTTACAAACTATGCTGCCACGTTTAATCCGCCGCAAAGTGAAGTTCAACGCCCACTGGCAGCGGCTGGAGCTACCGGACGGCGATTTTGTCGATCTGGCATGGAGCGAAGAACCGCAACAGGCAAAGCATAAAGCGCGGCTGGCTGGGCGTGGTGATGCACTTTCGCGGCTGTAGCGGCGAACCCAACCGTCTGAATCGTATTTACCACTCCGGTGAAACGGAGGACGGAGCC- STY4335 100 STY4335 67.93
ATGCCGCAACATGACCAATTACATCGTTATCTGTTTGAAAACTTTGCCGTTCGCGGCGAGCTGGTGACCGTTTCGGAAACCTTGCAACAGATCCTCGACAATCATAACTATCCGCAGTCGGTGAAAACCGTACTGGCCGAACTGCTGGTCGCCACTAGCCTGCTGACCGCGACGCTGAAGTTTGCCGGTGACATTACGGTACAGCTCCAGGGCGACGGGCCGTTAAGCCTGGCGGTGATCAATGGCAATAATCAGC- STY4298 100 STY4298 98.23
ATGACAAATAAAAAACACATTTTTTCAATTATCTTTATTGGTTCTCTTTTAACGGGGTGTGCTACAGGACCATCACCGACAGGGATTGGCTTATATACGGATGTTAAAGGGCCAATTACTGCCACGAGTCTCCCGGCAACCAAAACCGGTAAAGCGTGTGCGCAAACGGTATTGGGTATTGTAAATACCGGCGACGCATCTATTGATTCAGCGAAAAAAGCGGGCGATATTTCTTTAGTGTCGAGTGTTGATTATG+ STY1867 100 STY3061 61.538 STY1867 100 STY3061
ATGAGCATAGTATTCAATACCGTGGCCAAGCCCAGCGGCAGTCTGTGTAACTTATCCTGCAAGTACTGTTTCTATCTTGATAAACCCCGGGGCCAGCGCGTCATGTCTGACGATGTGCTGGAGACGTATATCCGCCGGGTAATTGATGATACGCCATCATCAGAGGTCTCGTTTTGTTGGCAGGGGGGAGAGCCGACGCTATGCGGTCTTTCTTTTTATCAAAAAGTGGTGTGCTTGCAGCAACGCTATGCCAAC- STY1829 100 STY0043 68 STY1829 98.5 STY3593
ATGATGAAATCCAAAATGAAATTGATGCCATTATTGGCGTCGCTCAGCTTGATAAGTGGTTGCACAGTACTCCCGGGCAGCAATATGTCTACGATGGGGAAAGATGTGATCAAACAGCAAGACGCTGACTTTGATCTCGACCGGATGGTCAATGTGTATCCGCTGACGCCACGGCTGGTTGAGCAATTACGCCCGCGGCCCAATGTCGCGCAACCGAATATGTCGCTGGACCAGGAGATCGCCAGCTATCAGTAT- STY2331 100 STY2331 98.7

ATGGCTGGTTTAAAACTACAGGCAGTAACCAAAAGCTGGGGCGGCAAAACCCAGGTCATTCAACCGCTGACGCTGGACGTGGCGGATGGCGAATTTATCGTGATGGTCGGGCCGTCCGGCTGCGGCAAATCAACGTTGTTGCGGATGGTGGCCGGTCTGGAACGCGTGACCAGCGGCGATATCTGGATTGATCGCAAACGGGTCACCGAGATGGAGCCCAAAGATCGCGGCATCGCGATGGTATTTCAGAACTAT+ STY4257 100 STY4426 77 STY4257 98.1 STY0467
ATGAGACGATTTCTGACGACGCTGATGATTCTCTTGGTCGTGCTGGTGGCCGGATTCTCTGCGTTGGTATTGTTGGTCAATCCGAATGATTTCCGCGCCTATATGGTGCAGCAGGTTGCCGCGCGTAGTGAATATCAGTTGCAACTGGACGGGCCGCTGCGCTGGCACGTATGGCCGCAACTCAGTATCCTTTCCGGGCGAATGACGCTAACGGCGCGAGGCGCCAGCGAACCGCTGGTGCGGGCTGACAATATG- STY2333 100 STY0146 90 STY2333 99.2 STY3762
GTGGATGAGCTGCAGAAGGTTGATGACTGGCTGACGGCGCTGCTGGCGAATCTGGAGCCTGCCGCACGCAACCGTATGATGCGGCAACTGGCGCAACAGTTGCGCCGGACGCAGCAGCAGAACATCAGGCTGCAGCGTAATCCTGACGGCATCGGCTATGAGCCGCGCAGGGTGACAGCCCGCAGCAAGAAGGGACGTATCAAACGCCAGATGTTTGCAAAGCTTCGCACCACAAAATACCTGAAAACCGCCGCCA- STY4616 99 STY3686 93 STY4616 96.2 STY3686
ATGCGCCGGCCAGCGGTGGTATCAGCCCCGGCGATGTTCGGCAGGTTGCCGGACCAGCGCGACTATGTGCGCTGGCGGGTGGGCGCTGAAGAGGGACGAATATGGCAGGACTGGCTGAACCGCCAGACATGGGTGGGCAGCGGGCGGCATATCGTGTTGCCGGAAGGCCAGACGACCGATGAAGAGCGTGACGGCTGGATGCACCTGTCGCCGCGTGGCGAACATGATATGCCCGCGCCGGAACACCATCCGCTGC+ STY0310 100 STY2123 74 STY0310 95.52 STY2123
ATGCGCAAAATCATACATGTTGATATGGACTGTTTTTTTGCCGCGGTAGAGATGCGTGATAATCCGGCGTTACGCGATATCCCCATTGCCATTGGCGGGAGTCGTGAGCGAAGAGGCGTTATCAGTACCGCCAACTATCCTGCGCGCCAGTTTGGCGTACGCAGCGCGATGCCGACTGCCATGGCGCTAAAGCTGTGCCCCCATCTCACCTTACTGCCTGGCCGCTTTGACGCCTATAAAGAGGCTTCGCGGCAT+ STY0358 100 STY0358 99.4
ATGTCTCGTTCTATCAGAATCTGTAGCTATCTGCTGCTGCCGCTGATCTACCTACTGGTCAATGTCAAGATTGCCCAACTGGGGGAAAGCTTTCCCATTACCATCGTCACTTTTTTACCGCTGTTGCTGCTGTTATTTGTGGAACGCATTAGCGTAAAAAAATTGATGATCGCCTTAGGCATCGGCGCGGGGCTTACGGCATTTAACTTCCTGTTCGGCCAGTCGCTGAATGCCGGTAAATATGTCACGTCCACG- STY2324 100 STY3596 71.698 STY2324 99.1 STY3596

STY3781 62.376 STY3380 61.538 STY3380 20.61 STY3781
HCM2.0052c 63.107 STY3513 62.727 HCM2.0052c 20.38 STY3513

ATGCATATTCGACATCAGGATCTTACGACGGCAGAGGTGCGTTCCAGTCATCTGCACCGTTTGCATCGTGTTACGCTTTTTTCCGCCGCGATCTGCCATATTACGCAGGGCAGTAAAGTCATCATTCAGGATGATAGCCGCCTTGTCGCCGGGCCTGGCGAGTTAATTATTATTCCGGCGAACACGCCGCTGGAGAATCAGCCTGCGCAGAACGGTTTTCGCTCCGACCTGTTGTTACTTTCACCGGAGATTATTG+ STY1106 100 STY4087 83.168 STY1106 97.1 STY2494
ATGAAAGAAAATGCCGTAAGACGCGCCAATGATCCTAAGCGACGGGAAAAAATAATTCAGGCCACACTGGAAGCGGTAAAGACCTATGGCGTTCATGCCGTGACGCACCGGAAAATCGCCGCTATCGCTCAGGTGCCGCTTGGCTCGATGACCTACTATTTTGCCGGTATGGATGCGTTATTGAGTGAAGCTTTTACACTTTTCACCGAGAACATGTCGCGTCAATACCAGGATTTTTTTGCGCAGGTGACGGATG+ STY0902 100 STY0854 58 STY0902 96.73 STY0854

STY4221 61.818 STY4221 15.93
STY3305 51.456 STY3305 9.01

ATGAAGGTACTGGTTACCGGCGCCACCAGCGGCTTAGGTCGAAACGCGGTTGAATTTTTGCGCAATAAAGGCATCAGCGTCAGAGCGACGGGTCGCAATGAAGCGATGGGCAAGCTGCTTGAAAAAATGGGCGCGGAATTCGTCCATGCGGATTTAACCGAACTGGTCTCCTCGCAGGCTAAAGTGATGCTTGCCGGGATCGACACGTTGTGGCACTGCTCCAGCTTTACCTCGCCCTGGGGAACCCAACAGGCT- STY0928 100 STY2499 71 STY0928 99.4 STY2499
ATGAAATTACCGATTTATCTCGACTACTCCGCAACCACGCCGGTGGACCCGCGTGTTGCCGAGAAAATGATGCAGTTTCTGACCCTGGACGGAACCTTTGGGAACCCGGCGTCTCGTTCACACCGTTTCGGCTGGCAGGCTGAAGAAGCCGTCGATATCGCCCGCAACCAGATTGCTGAACTGGTCGGCGCCGACCCGCGTGAAATCGTCTTTACCTCAGGGGCGACGGAGTCCGATAACCTGGCGATCAAAGGC- STY2789 100 STY1750 64.706 STY2789 99.2 STY1750

STY1256 41.584 STY0329 38 STY1256 7.68 STY0329
TTGCCCATGCTACGTATCGCTAAAGAAGCCCTGACGTTTGACGACGTCCTCCTTGTTCCCGCTCACTCCACCGTTTTGCCGAATACTGCTGATCTCAGCACGCAGTTGACGAAAACTATTCGTCTGAATATTCCTATGCTTTCTGCGGCGATGGACACCGTGACGGAAGCGCGCCTGGCAATTGCCCTGGCCCAGGAAGGCGGCATCGGTTTTATCCACAAAAACATGTCTATTGAGCGCCAGGCGGAAGAAGTT- STY2752 100 STY0163 64 STY2752 97.9 STY0163



ATGTCATTGCCGTACCTTTCTCTTTCCCAGGCCCGTTGTCTTCACCTTGCTGCGCAGGGGCTATTGAAAAAGCCGCGCCGTAACGCGATGCCTGGCGATGTTCTTGCCGCCATCTCACGCATGGCGTTGCTGCAAATTGATACCATCAATGTTGTCGCACGTAGCCCCTATCTGGTGCTGTTTAGCCGTCTCGGTTCGTACCCGCAGGCCTGGCTGGATGAGGCGCTGCGACGCGGCGAGTTAATAGAATACTGG+ STY0987 100 STY2870 59.615 STY0987 97.6 STY2870
STY4276 59.048 STY4276 6.03
STY1623 58 STY1623 31.17

ATGAGTTCACTTTCACTGATTACTAGCGGCGTCGCGTGGTTTGCCGCCGCCGCCGTTCTGGCGTTTCTGTTTTCGTTTCATAAAGCGCTGAGCGGCTGGATTGCCGGTATCGGCGGCGCGGTCGGCAGCCTGTGTACGGCAGGCGCGGGGTTCACCGCGCTGACCAGCGCCGTTACGGTTAGCGGCGTGATGCCGTTTACCGGTCACATGCTGCAAATTACGCCGCTGAATGCTATCTGGCTGATTACGCTGGGG- STY2973 100 STY0572 61.905 STY2973 98.1 STY0572
ATGGCATTTGATGATTTGCGCAGTTTTTTACATGCGCTGGATCAGCAGGGACAACTGCTGAAAATCAGCGAGGAAGTGAATGCGGAGCCGGATCTCGCCGCCGCTGCCAACGCAACGGGACGAATCGGCGATGGCGCGCCCGCGCTGTGGTTTGACAATATTCGTGGTTTTACCGACGCCCGCGTGGCGATGAATACCATCGGTTCCTGGCAGAACCATGCCATCTCTCTGGGTTTGCCGCCTAACACGCCGGTT+ STY3047 100 STY0643 63.107 STY3047 98.6 STY4843
ATGTCCCGTAAAGACCTTGCCAATGCGATTCGTGCGCTGAGCATGGATGCCGTTCAAAAAGCCAATTCCGGGCACCCCGGCGCGCCGATGGGGATGGCGGATATCGCTGAAGTGCTATGGAACGATTTTCTTAAACATAACCCCACCGATCCGACCTGGTATGACCGTGATCGTTTTATCCTTTCCAACAGTCACGCCTCCATGCTGCTCTATAGTCTGCTGCATTTAACCGGGTATGACCTGCCGCTGGAGGAG+ STY2711 100 STY3236 87 STY2711 98.8 STY3236
ATGCTCAATCAAGAACTGGAACTCAGTTTAAACATGGCTTTCGCCAGAGCGCGCGAGCACCGTCATGAGTTTATGACCGTCGAGCATCTGTTGCTGGCGCTGCTCAGCAACCCATCGGCTCGCGAAGCGCTGGAAGCATGCTCCGTGGATCTGGTGGCGCTCCGTCAGGAACTCGAAGCCTTCATTGAACAAACCACACCCGTACTGCCTGCCAGTGAAGAAGAGCGTGATACGCAGCCGACGTTAAGTTTCCAG+ STY0943 100 STY2849 71.845 STY0943 98.9 STY0294
ATGGAACAGTTGCGGGCCGAACTCAGTCATTTGTTGGGTGAAAAACTTAGCCGTATAGAGTGCGTGAATGAGAAAGCGGATTCCGCATTGTGGTCATTATATGACAGCCAGGGAAATCCGATGCCGCTGATGGCGCGAAGTTTTACCACTCCTGGCGTTGCGCAGCAACTGGCATGGAAAACCTCAATGCTGGCGCGTAGCGGTACGGTGAGGATGCCGGTAATCTATGGCGTATTGACGCATGAAGAGCATCCTG+ STY0991 100 STY3789 63.462 STY0991 98.1 STY3789

STY4617 54.455 STY4617 9.68
STY0803 65.347 STY3810 65.049 STY1636 26.17 STY1958

ATGCAGCCTGAAACCCAGTCCTCCGCTTTACCTGCTTATCGCTTCTCCATCGCGCCTATGCTCGACTGGACGGACAGACATTGCCGCTATTTCCTGCGTTTGCTGTCTCGCCAGACGCTGCTCTACACCGAAATGGTGACCACGGGCGCGATTATTCACGGTAAGGGTGACTATCTGGCTTATAGCGAAGAAGAGCATCCGGTCGCTCTACAGCTTGGTGGAAGCGATCCGGCTCAGCTTGCGCATTGTGCAAAG+ STY4439 100 STY2179 57 STY4439 98.4 STY2404
ATGATGAAAGAGCAATTCACCACCACGGTGAGAGTAAAAGGCAAGGGCGACGCCAAAGCACGCGCCTTTGCCGATGCGCTGAACCATGTTCAGTCGGCGGTGATGAGAGAGTCGCCGTATATCTTACTGCGTATTGAGCCACAGGATGTGCGGATTGTTCAGGCGCATGAGTCGGTGCGTAAAGAGGCCTTTCTGTTTTTCTTTTTGCGCCGGGAACGACGCACTTACAGCGTGGAGCTGGATGTGGCCGTCAACG+ STY4781 100 STY1330 60.396 STY4781 99.7 STY1330
ATGAACATGCTTGCCTTAACCATTATTCTGCCATTGATTGGCTTTGTACTGCTGGCGTTCTCTCGCGGACGCTGGTCGGAAAATCTCTCCGCGACCATTGGCGTGGGCTCCGTTGGTCTGGCGGCGTTGGTGACAGCGTTTGTCGGGATGGATTTCTTCGCCAACGGCAAACAGGCGTTCAGCCAGCCGCTGTGGACGTGGATGTCGGTCGGTAACTTCAACATCGGTTTTAACCTGGTGCTGGACGGCCTGTCG- STY2548 100 STY2973 66 STY2548 97.8 STY2547
ATGCTGGGAACCTGGTTATCTGACGCAACCATCACGCTACGGGAGAGCGTGGAAACGTGGCCGCAGGCGCTGGAAATTTGCGGCAAACCCCTGCTGGACGCAGGTGTTATCGCACCGGAATACATTACGGCGATTGTTCAGCAGCACCAAAAGCTTGGGCCGTATTATGTATTAGCGCCAGGGTTAGCGATGCCGCATGCGAGGCCGGAAGAGGGGGCGAAAGGGTTAGGTTTATCGTTACTGAAACTACAGCGCG- STY2574 99 STY1448 65.049 STY2574 98.9 STY4741
ATGAAAAAATCATTACTCGCTGTTGCTGTGGCAGGGGCTGTTTTGTTGTCATCCGCCGTACAGGCGCAGACAACGCCGGAAGGTTATCAATTACAACAGGTGCTGATGATGAGCCGCCATAATCTGCGGGCGCCGCTGGCGAATAATGGCAACGTACTGGCGCAGTCGACGCCGAACGCCTGGCCGGCGTGGGACGTTCCCGGCGGGCAACTGACGACGAAAGGCGGCGTGCTGGAAGTCTATATGGGACACTAC+ STY1153 100 STY1446 70 STY1153 98.6 STY1446
ATGCTGAGCTGCCGCGACCTCGTTATTCGTCAGGGCGGGAAAGTCTTATGGCAGAACCTGACGTTTACGATTTCTGCCGGTGAACGGGTAGGAATTCATGCGCCAAGCGGAACGGGGAAAACAACGTTGGGGCGCGTCCTGGCCGGATGGCAAAAGCCGACGACGGGCGACGTTCTGCTGGACGGCAGCCCGTTACCCCTGCATCAGTATTGCCCGGTACAGCTGGTCCCCCAGCATCCTGAACTGACGTTTAATC- STY1861 100 STY0123 62.745 STY1861 98.1 STY0707
ATGGAACTTAAGGATTATTACGCCATTATGGGCGTGAAACCGACGGACGATCTCAAGACGATTAAGACCGCCTATCGCCGACTGGCCCGCAAGTACCATCCAGATGTCAGCAAAGAACCCGATGCCGAAGCCCGTTTCAAAGAGGTTGCTGAAGCATGGGAAGTGCTGAGTGATGAGCAACGGCGCGCCGAGTATGACCAGTTATGGCAACACCGTAACGATCCACAATTTAATCGCCAGTTCCAGCAACACGAA- STY1148 100 STY0013 69 STY1148 99.6 STY0013
ATGGTAGATAAACGCGAATCCTATACAAAAGAAGACCTTCTTGCCTCTGGTCGTGGTGAACTGTTTGGCGCTAAAGGGCCGCAACTCCCTGCGCCGAACATGCTGATGATGGACCGCGTCGTTAAGATGACCGAAACGGGCGGCAATTTCGACAAAGGCTATGTCGAAGCCGAGCTGGATATCAATCCGGATCTATGGTTCTTCGGATGCCACTTTATCGGCGATCCGGTGATGCCCGGTTGTCTGGGTCTGGATG- STY1088 100 STY4304 63 STY1088 99 STY4304
ATGCAAGCAACAGTAAAACGGCGGCTGACGAAGGTCGCTTTAGCATTAGTAGTTGCCGGGTATTGCGCCGCGCCAGCGGTGGCGGCAAACGGTAATCTGAAATCGGGGCAGTGGCAGATTGTCTCTGAACAGACGGGCACCATTCAGGGTACGGTGCCGTGGATTACCCGTGCGGCGGATAAGACCGCGGATACCGACAAAGATCACGTAACGGTAACTATCGATCGCGGCGATCGTAAAATTGTGACCGAAGGC- STY2761 100 HCM1.34c 61.538 STY2761 93.2 STY2857
ATGCGTAACGATATCCTGTACGGCATCGGGATGCTGCTGGCGGCATCCGGCGTCCAGGCGCACGATGGCCGGGTCTATGTCTCCGGAACCATCACGGACAATACGTGTTCGCTCTCTCCAGGCTCGGAAAATATTAACGTGGCGATGGGCGCGGTTTCTCAACGGCAGTTTTATCGCGCGGGCGACGGTTCCGCCTGGCAACCTTTTGCTATCGATTTACAGAACTGCGGTAGCACTGCCAGCGGCGTAACGGTCA+ STY0031 99 STY4938 64 STY0031 97.5 STY0589
GTGCCGCACGAAACACTGTTAGACAATCAAGGCTGGTTTAAAAAGCTGGCGCGGCGTTTTGGTCCCGGTCATGTCGTCAACACCTGTTTTCTGATCGTGATGCTGTTCTCGACGCTACTTACCTGGCGGGAAGTTATGATACTGAAAGACGCGTATGTCGCCAGTCAGCGCAATCATCTGGGGAGCGTCGCGAATGTCCTTGACCGCCAACTGCAATTCAACATGGACAGGTTGATCTTTTTACGCAACGGTATG- STY2194 100 STY2005 67.327 STY2194 70.61 STY4904
ATGAAGATATCATCAGGCGCAATTAATTTTTCTACTATTCCTAACCAGGTTAAAAAATTAATTAACACCATCCGTGAACATACGAAAAACGGGCTCGCCTCAAAAATAACCAGTGTTAAAAATACGCATGCATCTTTAAATGAAAAATTTAAAACATGAAAGGACTCACCGATTGAGATATCGCTACCACAAAAAATAAAAGAATTCTTTCAGCCGAAAGAAAAAATACCTTAAACAATACATTGCTTACTGTTA+ STY2275 100 STY2275 96.6
ATGAAAAATAGATTAAAGCGTGATTTTAGTCACATATCAATTGAAATACCCAAATCCATCACCCAGGTGATTAAAGAGAAAATAAGGGAGATGATTATCCATGGCGATTTCGATCTTGGGCAAGCGATCAGTGAAAATGAACTATCAAATATTCTGATGATAAGTAAAACACCAATTCGTGAAGCTTTTATTTGGCTGAGCTATAATGAAAACCTGGTCAACATCATTCCCCGCAGTGGGACATTTGTTTTTTTGT+ STY2504 100 STY4841 62.5 STY2504 77.86 STY4841
TTGGCAGGAAGTAGCTTACTGACATTACTCGACGATATCGCCACGCTGCTGGACGATATTTCGGTAATGGGCAAATTGGCCGCGAAAAAAACCGCAGGCGTACTGGGGGACGACCTGTCGCTCAATGCGCAGCAGGTGACCGGCGTTCGCGCTAATCGCGAGCTGCCAGTGGTATGGAGCGTGGCGAAAGGATCATTAATCAACAAGGTTATTCTGGTGCCGTTGGCGCTGTTGATAAGCGCATTTATCCCGTGA- STY2196 100 STY2196 98.7
ATGAAACCACTGCTGGACGTTCTGATTATTCTTGATGCGTTAGAAAAAGAAGGCAGCTTCGCGGCGGCGTCGGCAAAATTATTTAAAACGCCGTCCGCCCTCAGTTATACCGTTCATAAGCTGGAAAACGATCTTAATATCCAACTGCTCGACCGTAGCGGGCATCGCGCGCGATTTACGCGAACCGGTAAGATGCTACTGGAAAAAGGCCGTGAAGTGTTGCACACCGTTCGCGAGCTGGAAAAGCAGGCGATT- STY2278 100 STY3415 69 STY2278 99.1 STY3415
ATGAAAGAAAAATTATGGACGAAGGATTTTTGGGCAATCACCATAGTAAGTTTTATTATCTTTTTTGTTTTTTATGTACTGCTAACTTTATTACCCATTTATATCGCTGACCGCCTGCATGCTTCTGCAGATAAGGCAGGATTGCTAGTGACATGTTTCCTGGCCGCGGCAATTGTTATTCGGCCGTTTGCCGGGCAGTGGGTGGGAAAATATTCGAATAAAAAGATTCTGGTGCTCTCTTCTCTGGCTTTTTTG- STY2509 100 STY0754 62.264 STY2509 98.7 STY0754
ATGGACAATTTTCAGAAAGATATTGATGACAGGGCCAATTTAACCCTGTCCAACCGTTTTGAACTGCTGTTATTCCGTCTTGGTACATCGCTGCATGAACAGAAGTCAGAGCTGTTCGGTATCAATGTATTTAAGCTGCGCGAAATCATACCTATGCCCGCCTTTACGCGCCCGGCAGGCATGAAAGCGCCGCTATTGGGCATGGTCAATATTCGGGATCAGGTCATTCCGGTGATTGATTTGCCAGCGGTAGCG+ STY2545 100 STY4928 59.804 STY2545 95.15 STY4928
ATGTATATGCCAGTTCTGGAAATAAATCTACGCAAGCTGGAAGAAAACGCACGCACGGAAAAAGCTCTGCTGGCAAGCAGCGGTATTGACGTGATGGCTGTCAATAAAGTTTTTGACGGCTGCGTGGAAACCGCGCAGGCGGTGTTAAACGGCGGAATTACCGTTATTGCTGAATCACGAACCTATAATTTGAAAAAAATACGCGAGACAGGATGTACGACCTGCCTGTTACGCAGCCCGTGTCTGAGTGAAATC- STY2588 100 STY3097 64.035 STY2588 99.3 STY3097
ATGAAAACAGAAACGCCATCCGTAAAAATTGTTGCTATCGCCGCTGACGAAGCGGGGCAACGCATTGATAACTTTTTGCGCACCCAACTGAAAGGGGTACCAAAAAGTATGATTTATCGCATCTTGCGTAAAGGCGAGGTGCGGGTGAACAAAAAACGCATTAAACCGGAATACAAACTGGAATCGGGCGATGAAGTCCGCATTCCGCCGGTTCGCGTTGCTGAGCGCGAAGAAGAGGCTGTGTCGCCGCATTTG+ STY1227 100 STY4917 63.462 STY1227 88.72 STY0110
ATGCTCGACAGGCTCGATGCCGCCTTACGATTTCAGCAGGAAGCGCTAAATCTGCGCGCGCAACGTCAGGAAATATTAGCGGCGAATATCGCCAATGCCGATACGCCGGGGTATCAGGCGCGCGATATTGATTTTGCCAGTGAGTTAAAAAAAGTGATGGTGCGCGGACGGGAAGAAACCGGCGGCGTCGCGTTGTCGTTGACTTCTTCTCGCCATATTCCCGCCCAGGCGGTCTCTTCTCCCGCAGTGGATCTGC+ STY1213 100 STY1666 61.538 STY1213 98.1 STY3387
ATGGCTCGTACAACACCCATCGCACGCTACCGTAATATCGGTATCAGTGCGCACATCGACGCCGGTAAAACCACTACTACCGAACGTATTCTGTTCTACACCGGTGTAAACCACAAAATCGGTGAAGTTCATGACGGCGCAGCTACCATGGACTGGATGGAGCAGGAGCAGGAGCGTGGTATTACTATCACCTCCGCAGCGACTACTGCATTCTGGTCTGGTATGGCTAAGCAGTATGAACCGCATCGCATCAAC+ STY4352 100 HCM1.178ac 66.055 STY4352 99.6 STY3871
ATGTCTATGAAAAAATATTTAGCAATGATCACAGGCTCGCTTCTTGTCTCCAGCAGCGCGATGGCTGTTTCTGATAACACCATCACCTTTCAAGGGGAAGTCTCTGATGAAACGTGCTCTGTCGTGATTAATGGTAATCAGGCTAAACCCGTCGTGTTATTGCCAACAGTAAGTACTAAAGAGTTATCAGAACAAGGGAAAACCGCGGGGCCAATAACGTTTGATATTGGGCTGTCCGGGTGTACCGGTTCTAAGG- STY0373 100 STY0373 98.3
ATGAAAATGATGGTTATCGCCGATGATTTTACCGGATCGAATGATACCGGCGTCCAGTTGGCGAAGAAGGGGGCGAGAACGGAAGTCATGTTGAGCGCGTCGCAAAAACCGTCCCGCCGCGCCGATGTGTTAGTCATTAACACCGAAAGCCGGGCGATGCCCGCAGATCAGGCGGCATCTGCCGTTTATGCCGCGCTTTCCCCGTGGTGTGAGACATCGCCAGCGCCGCTGGTGTACAAAAAAATCGACTCCACA+ STY0184 100 STY0655 64.423 STY0184 98.3 STY0671
ATGTTCGGAAAATTATCACTGGATGCAGTACCGTTCCATGAACCTATCGTCATGGTAACGATCGCTGCAATTATCGTCGGGGGACTGGCGATACTGGCAGCGATTACTTACTTCGGTAAGTGGACCTACCTATGGAAAGAGTGGTTAACGTCGGTTGACCATAAACGCCTCGGTATCATGTATATCATCGTCGCGATTGTGATGCTGTTACGTGGTTTCGCCGATGCCATCATGATGCGTAGCCAGCAGGCGCTT- STY0484 100 STY0240 62.745 STY0484 99.6 STY4921
GTGAATAACGTTCAGTTAAGCGTACTGTGCCTGGTGATTACGCTGGGAATTTACTTCGCCAATAAGCGTCTGTATCGCCGTTTTCGCAAATTGCCGTTGATGCCATTAGTGTTGACGCCGGCACTGCTGGTGTTAATGCTGGTGTTCGGTCATATCTCCTGGCAAAACTATATTAGCGAATCGCACTGGCTATTGTGGCTGCTCGGCCCGGCGACCATTGCCTTTGCGGTGCCGGTGTACGATAACCTCGCGATTA+ STY4470 100 STY3396 62.264 STY4470 98.4 STY2412
ATGCCGATTCGCGTGCTGGACGAGCTACCCGCCGTCAATTTTTTACGTGAGGAGAATGTCTTCGTCATGACGACTTCTCGCGCATCAGGTCAGGAAATTCGCCCGCTAAAGGTACTTATCCTTAACCTGATGCCGAAGAAGATTGAAACGGAAAATCAGTTTCTGCGTTTGCTATCGAACTCGCCATTGCAGGTCGATATTCAACTACTGCGGATAGATGCCCGCGAGTCGAGGAACACGCCAGCCGAGCATCTG+ STY4400 100 STY3342 63.303 STY4400 98.9 STY3342
ATGCACACCCAGGTCCTATTTGAACACCCTCTCAATGAGAAGATGCGTACGTGGCTGCGCATAGAGTTTTTGATCCAACAGCTCTCCATCAACCTGCCAATTGCAGACCATGCTGGCGCACTGCATTTTTTCCGTAATATCAGCGATCTACTGGATGTGTTCGAACGGGGCGAAGTCCGTACCGAACTGCTGAAAGAACTGGAGCGCCAGCAGCGTAAATTACAGGCCTGGGTTGAGGTTCCCGGCGTCGATCAAG- STY0161 100 STY0494 81 STY0161 100 STY0494
ATGATGAAATCGATACGCTATTATCTGGCTTTCGCCGCGTTTATCGCGCTCTACTATGTTATTCCTGTCAACAGCCGCCTGCTCTGGCAGCCGGATGAAACGCGCTATGCCGAAATAAGTCGGGAGATGCTGGCGTCTGGCGACTGGATCGTGCCGCATTTTCTGGGATTACGTTATTTTGAAAAACCGATAGCCGGTTACTGGATAAACAGTCTGGGTCAGTGGCTTTTTGGCGCTACCAATTTTGGCGTGCGG+ STY2531 100 STY2531 98.4

STY0661 62.963 STY0661 7.04
ATGTCATCAGCAAAACTGTTTACCCCCCTCAAGGTGGGTGCCATCACGGCGACAAATCGCGTATTTATGGCGCCTTTGACGCGTTTGCGGAGTATTGAACCGGGCGACATTCCTACGCCGTTAATGGCGGAATATTACCGTCAACGCGCCAGCGCCGGATTGATCATCAGCGAAGCCACACAAATCTCCGCGCAGGCGAAAGGCTATGCCGGCGCACCGGGATTACACAGCGATGAGCAGATCGCCGCCTGGAAA+ STY1686 100 STY2936 61.765 STY1686 99.1 STY2936
ATGACCCATCAGTTAAAATCGCGCGATATCATCGCCCTGGGCTTTATGACATTTGCGCTGTTCGTTGGCGCAGGCAATATTATCTTTCCTCCTATGGTCGGTTTGCAGGCGGGTGAACACGTCTGGACAGCCGCTATTGGCTTTCTGATTACCGCCGTAGGGCTACCGGTTCTTACTGTTGTGGCGCTGGCGAAAGTCGGCGGCGGCGTAGACAGCCTCAGTACGCCGATTGGTAAAGTGGCGGGACTCCTGCTG+ STY0435 100 STY2546 57.282 STY0435 99.5 STY2546
ATGAGTTTTACTTCACTTCCTCTGACGGAAATTAACCATAAGCTACCCGCTCGAAATATTATTGAGTCACAGTGGATAACATTACAATTAACTTTATTTGCACAAGAGCAACAAGCTAAGAGAGTTTCACATGCTATTGTGAGCTCCGCTTACCGTAAGGCTGAAAAAATCATCCGAGACGCCTATCGTTATCAGCGTGAACAGAAAGTTGAGCAGCAACAAGAAATAGCGTGGTTGCGTAAAAATACGCTGGAAA- STY1709 100 STY1710 100 STY1709 70.43 STY1710
ATGGATGTCATTAAAAAGAAACACTGGTGGCAAAGCGACCAGCTTAAATGGTCAGTAATTGGTCTGCTGGGCCTGCTGGTGGGTTACCTTGTAGTTTTAATGTACGTACAAGGGGAGTATCTGTTCGCCATCATGACGCTGATTTTAAGCTCTGCTGGCCTGTATATTTTCGCAAATCGTAAAACCTATGCCTGGCGCTACGTTTACCCTGGCCTCGCCGGCATGGGGCTGTTTGTGCTATTCCCGCTGGTGTGC- STY4424 100 STY4318 63.462 STY4424 99 STY4255
ATGCTGGAACAAATGGGCATTGCTGCTAAAGCGGCGTCGTATAAGCTGGCGCTGCTCTCCAGCTGCGAAAAAAATCGCGTGCTGGAAAAAATAGCCGATGAACTGGAAGCGCAAATGGAAAGTATCCTCAGCGCGAACGTACAAGATGTTGAGCAGGCGCGAGCCAATGGCCTGAGCGAAGCGATGCTGGACCGCCTGGCGCTGACCCCTGCGCGTCTGAAAGCGATTGCTGACGATGTGCGCCAGGTCTGTAAT+ STY0367 100 STY2476 65.686 STY0367 98.1 STY2476
ATGGCCGAAAATACGATGTGGCATGAAACGCTACACGACCAGTTTGGTCAGTACTTTGCCGTAGACAACGTTCTGTATCATGAAAAAACCGATCACCAGGATTTAATCATCTTTGAAAACGCCGCTTTTGGCCGCGTGATGGCGCTGGACGGCGTGGTACAGACCACCGAACGCGACGAGTTTATTTATCATGAAATGATGACCCATGTCCCGCTGCTGGCGCACGGTCATGCGAAACACGTTCTGATTATCGGCG- STY0188 100 STY3779 63 STY0188 99.3 STY3779
ATGATTAAGTGGCCCTGGAAAGCACAAGAAATAACCCAGAACGAAGACTGGCCGTGGGATGATGCGCTGGCTATACCTCTTCTGGTAAACCTCACCGCGCAAGAACAGGCTCGGCTTATTGCGCTAGCCGAACGTTTTTTGCAGCAGAAAAGACTGGTAGCGCTACAGGGATTTGAGCTCGACTCGTTAAAAAGTGCACGTATTGCGTTAATTTTTTGCTTACCGATCCTGGAGCTCGGTATTGAGTGGCTTGATG+ STY2208 100 STY4194 70.476 STY2208 99.1 STY1106
ATGACAAAGTATGCTTTAGTAGGAGATGTAGGCGGCACGAATGCGCGTCTTGCCCTGTGTGATATCGCCAGTGGAGAAATCTCGCAGGCCAAAACGTATTCCGGCCTGGATTACCCCAGTCTTGAGGCCGTGGTGCGCGTTTATCTCGATGAGCATGGCGTCAGCGTGGAAGATGGTTGTATCGCCATAGCCTGCCCGATTACCGGCGACTGGGTGGCGATGACTAACCATACCTGGGCTTTTTCTATTGCGGAA- STY2644 100 STY1781 63.725 STY2644 98.7 STY3298
ATGATCTATCCTGATGAAACAATGCTTTACGCACCGGTAGAATGGCACGACTGCTCGGAGGGTTACACCGACATTCGTTATGAAAAATCCACCGACGGTATTGCAAAAATCACCATTAATCGTCCGCAGGTGCGCAATGCATTTCGTCCGTTGACCGTCAAAGAGATGATTCAGGCGCTGGCGGATGCCCGTTACGACGACAACGTGGGCGTGATTATTCTGACCGGCGAAGGCGATAAAGCGTTTTGCGCGGGCG- STY2537 100 STY0080 57 STY2537 98.6 STY0080
ATGCGTCAACGAACTATAGTTTGCCCATTAATTCAAAATGATGGCTGTTATCTGCTGTGCAAAATGGCCGACAACCGCGGCGTCTTTCCCGGTCAGTGGGCGCTGTCGGGCGGCGGGGTCGAGCCAGGCGAACGTATTGAAGAGGCGCTGCGTCGGGAGATTCGGGAGGAACTCGGCGAACAACTGATTCTGAGCGATATTACGCCGTGGACCTTTCGCGACGATATCCGCGTTAAAACGTACGCTGATGGCAGAC+ STY2525 100 STY3195 66.337 STY2525 98.8 STY3195
ATGCATCCGATGCTGACCATCGCCGTGCGCGCAGCGCGCAAGGCGGGTAATGTAATTGCCAAAAACTATGAAACTCCGGACGCTGCAGAAGCGAGCCAAAAAGGCAGTAACGATTTTGTGACCAACGTAGATAAGGCCGCTGAAGCGGTAATTATCGACACCATTCGCAAATCTTACCCGCAACACACTATTATCACCGAAGAAAGCGGTGAGCACGTTGGCACAGATCAGGATGTTCAATGGGTTATCGATCCGC+ STY2792 100 STY4762 60.396 STY2792 98.9 STY4762
ATGAAACGCCTATTATCAGCAATTGTTTTCCCCGCTATGTTTATTAGTATCTCTAATGTATATGCATTAGATATACAGCCCGGCGAATGGAAAATGGAAAATATAGAAATGCGCACCATCAATCCAGATACAAAAGAAGTATTAATGGATGAAAAAAATTCGGGCATAGCGACGCTTATGTGTTATACCCCTAAAATGTCTGAAGATTCTAAAAAAATGGTGAAGGGTTTTTCTACCAGTGCAGGCGGTTGCACGA- STY4811 100 STY0573 56 STY4811 99.8 STY4679
GTGGCGACACTGTTTATTGCAGACTTGCATCTGCAAACGGAAGAACCGGCGATCGTCGCCGGTTTTCTGCGTTTTTTAGCCGTAGAAGCCCGTCAGGCCGACGCGCTGTATATTCTTGGCGATCTCTTCGAGGCTTGGATTGGCGACGACGACCCCAACCCGCTACATCGTGAAATGGCCGTTGCCATTAAATCGCTGGTTGATTCCGGCGTCCCTTGCTTCTTTATTCATGGTAATCGCGACTTCCTGATTGGCA- STY0583 100 STY4113 61.321 STY0583 98.3 STY4113



STY3922 63.725 HCM2.0055c 60.577 HCM2.0055c 39.43 STY3922

ATGCCTGCCTCATGCGAAACTGCGCTCCAGCAGCGTTGCCAGCAAATTGTGACCAGCCCGGTGCTCACGCCTGAACAAAAACGCCATTTTCTGGCGCTGGAAGCTGAAAACGCCCTGCCTTATCCCACCCTGCCGGAAGATGCCCGCCAGGCGCTGGATGAAGGCGTCATTTGCGATATGTTTGAGGGGCACGCCCCCTTCAAACCGCGCTACGTGTTGCCCGATTACGCCCGATTTCTGGCTAACGGTTCACAG- STY4917 100 STY1227 62.745 STY4917 98.8 STY1227
ATGAACCAAAGTAATGCGTCAATGACAGTCATCGGTGCCGGCTCGTACGGCACCGCTCTCGCCATCACTCTGGCGAGAAACGGCCACCAGGTTGTCCTGTGGGGCCACGACCCAAAACATATCGCGACCCTGGAGCACGATCGCTGCAACGTCGCGTTCCTTCCCGATGTGCCTTTTCCCGATACGTTACACCTGGAAAGCGACTTAGCAACCGCGCTGGCGGCCAGTCGTAACATTCTGGTGGTGGTGCCAAGC+ STY4095 100 STY0619 69.608 STY4095 99.7 STY0619
ATGACTAAAGCAGGCAAAATAACCGCCGCCATCACAGGGACTTTCTTGTTGTTGATCGCCATAGTGATTTTGTTGATCGCAACATTTGACTGGAACCGCCTCAAACCGACCATCAACCAGAAAGTCTCTACCGAATTGAACCGGCCTTTCGCTATTCGCGGCGATTTAGGCGTGGTGTGGGAACGCCAAAAACAGGAGTCCGGCTGGCGAAGCTGGGTACCGTGGCCGCATGTTCACGCGGAAGACGTCATTCTC+ STY4193 100 STY3447 69.307 STY4193 98.5 STY0911
ATGTCACAGCCAACCTTCAATAAAGATCAATTCCAGGCCGCCCTGACGCGTCAGTGGCAGCGTTTCGGTTTACTGTCGGCGTCCGACATGACGCCTCGTCAGTGGTGGCAGGCCGTTAGCGGCGCGCTGGCGGAATTACTGAGCGCGCAACCGGTAGCGCAGCCGACGAAAGGCCAGCGTCATGTGAACTACATTTCGATGGAATTTTTGATTGGCCGCCTGACGGGAAATAACCTGTTAAATCTGGGGTGGTAC+ STY4282 100 STY4276 76 STY4282 98 STY4276
ATGATTTATCAGCCCGATGAGAATCGTTATCACACAATGGAGTATCGTCGCTGCGGGCGCAGCGGCGTCAAACTTCCCGCTATTTCGCTGGGGTTATGGCACAACTTCGGCGATACGACACGGGTAGAAAATAGCCGGGCGCTGCTGCAACGCGCGTTCGATCTGGGCATTACCCACTTTGATCTCGCCAATAATTATGGGCCGCCGCCGGGCTCCGCAGAATGCAATTTTGGCCGCATTCTGCAGGAAGATTTT+ STY2647 100 STY0460 67 STY2647 98.5 STY0460
ATGTCGTGCCCGGTTATTGAGCTGACACAGCAACTTATTCGTCGCCCCTCCCTGAGTCCGGATGACGTAGGCTGTCAGGCATTAATGATTGAACGCCTGCGTAAAATCGGTTTTACCATTGAGCATATGGATTTTGGCGACACGCAAAATTTTTGGGCATGGCGTGGGCGTGGCGAAACGCTGGCGTTCGCCGGGCATACTGACGTCGTACCGGCTGGCGATGTCGATCGCTGGATCAATCCGCCGTTTGAACCT+ STY2721 100 STY3753 59.804 STY2721 98.5 STY3753
ATGGTAGATAGCAAGAAGCGCCCTGGCAAAGATCTCGACCGTATCGATCGTAACATTCTTAATGAACTGCAAAAGGATGGGCGTATTTCCAACGTCGAGCTTTCTAAACGAGTAGGACTTTCGCCGACACCTTGCCTTGAGCGTGTGCGTCGGCTGGAGCGACAGGGGTTTATCCAGGGCTATACGGCGCTGTTGAACCCGCATTATCTGGATGCGTCACTTCTGGTATTCGTTGAGATTACCTTAAATCGCGGCG+ STY0957 100 STY0018 62.264 STY0957 99.8 STY1005
ATGCAGGAATTGATATCCCAGGTAGAAGATTTAGCGGGAATTGAAATGAATCACACCACGTCGCTGGTGGTGATATTTGGTATTATTTTTCTGACAGCAGTTGTCGTGCATATTATTTTGCACTGGATAGTACTGCGCGCTTTTGAAAAACGTGCCAGCGCCAGTTCCCGCCTGTGGCTGCAAATTATTACCCAGAATAAATTATTCCATCGTCTGGCTTTTACGCTACAAGGCATCATTGTCAATATTCAAGCC+ STY0618 100 STY2797 60.194 STY0618 98.8 STY2797
ATGACAAAGCAGCCCGAAGACTGGCTCGACGACGTTCCCGGTGATGACATCGAAGACGAAGACGATGAAATTATCTGGGTCAGTAAAAGTGAAATTAAACGCGATGCCGAGGAATTAAAACGCCTGGGCGCGGAACTGGTGGATCTGGGGAAAAACGCGCTGGATAAGATCCCGCTGGACGCCGATCTGCGCGACGCCATTGAACTGGCCCAGCGAATCAAAATGGAAGGACGCCGCCGCCAGTTGCAGCTTATCG- STY4776 100 STY2928 87 STY4776 99.6 STY3654
ATGTCTTCCAGAATTTTAACGTCGGACGTCATCGGTATTGACGTCCTTTTACACGATCATCATGCTGTGCTGGCGAAGTCAACGGGCGGCGCAGTGGCGGTATTCGCTAATAATGCGCCTGCCTTTTATGCCGTGACGCCTGCACGCATGGCTGAACTGCTGGCGCTTGAAGAAAAGTTATCACGTCCGGGAAGCGATGTGGCGTTAGACGCGCAATTTTACGAAGAACCCGAAGCCGCCCCCGTTGCGATTCCCT- STY4897 100 STY2816 62.857 STY4897 80.96 STY2870
ATGCGTCCAGCAGGCCGTAGCGCTAATCAGGTGCGTCCCGTAACCCTGACCCGTAACTATACAAAACACGCTGAAGGCTCGGTACTGGTCGAATTTGGAGATACCAAAGTGTTGTGCACTGCCTCCATTGAAGAAGGCGTTCCACGTTTTCTGAAAGGACAAGGCCAGGGGTGGATCACCGCAGAGTATGGCATGTTACCTCGCGCTACCCATACCCGTAATGCGCGCGAAGCGGCAAAGGGTAAGCAGGGCGGTC+ STY4060 100 STY3076 71.963 STY4060 98.7 STY3076
ATGGTTAAGGACATACTGGCGCCAGGGCTACGGGTGGTTTTTTGCGGCATCAATCCGGGACTCTCCTCGGCGAATACCGGCTTTCCGTTTGCGCATCCCGCGAATCGTTTTTGGAAAGTTATTCATTTGGCCGGTTTCACCGATCGACAGTTGAAACCGGAGGAGGCGGAAAAATTACTGGATTTTCGCTGCGGGGTAACGAAACTCGTCGACCGACCGACGGTACAAGCGACTGAGGTGAAGTTGCATGAATTAC- STY3391 100 STY0810 62.376 STY3391 99 STY4492
ATGAAAAAGATCATTGCAGTGACCGGCTGCCCTACCGGTATTGCGCATACATTTATGGCTGAAGAAGCCTTAAAAAATGCCGCGAAAAAATTATCTGTTGAAATAAAAGTTGAAACCAATGGTGCCAGCGGTGTTGAAAATGCCATTCAACCTGCTGATCTGGTAGATATTGCCGGAGTCATTATTGCGGCGGATAAAGATGTCTTACCTGATCGCTTTAATGGTTTACCGGTTATTGAAGTACCGGTAAAAGAA+ STY3437 100 STY2439 70.297 STY3437 99.2 STY3925
ATGATCCGCAGTATGACCGCCTACGCCCGGCGTGAAATCAAGGGTGAATGGGGTAGCGCGACCTGGGAAATGCGCTCGGTAAACCAGCGTTATCTGGAAACTTACTTTCGTCTGCCGGAACAGTTCCGTAGTCTTGAACCCGTCGTGCGCGAACGCATTCGTACACGCCTGACGCGCGGCAAAGTCGAATGTATGCTGCGTTTTGAACCCGATGCCAGCGCGCAAGGCGAGCTTATTCTGAATGAAAAGCTCGCGA- STY4059 100 STY3871 88 STY4059 99.2 STY3871

STY4881 97 HCM2.0013 63.81 STY4881 19.57 HCM2.0013
ATGATGCGCCGGATTTTATCGGTATTACTGGAAAACGAATCTGGGGCGTTATCGCGGGTTATCGGCCTCTTTTCGCAACGCGGATATAATATTGAAAGCCTGACCGTTGCGCCGACAGACGATCCGACGTTGTCGCGCATGACTATCCAGACGGTAGGCGATGAAAAAGTGCTTGAGCAAATTGAAAAGCAACTGCACAAGCTGGTTGATGTGCTGCGCGTCAGCGAGCTGGGACAGGGAGCGCACGTTGAGCGGG+ STY0136 100 STY1357 76 STY0136 99.2 STY1357
ATGCTTTACGCGTTGTACTTTGAAATTCATCACCTGGTTGCGTCTGCGGCACTAGGGTTTGCTCGCGTAGCGCCGATTTTTTTCTTCCTGCCGTTTTTGAATAGCGGGGTATTAAGCGGCGCGCCGAGAAACGCCATTATCATCCTGGTGGCATTGGGAGTATGGCCGCATGCATTGAACGAGGCGCCGCCGTTTTTATCGGTGGCGATGATCCCGTTAGTTCTGCAAGAAGCGGCGGTAGGCGTCATGCTGGGCT- STY3011 100 STY2697 50.98 STY3011 99.1 STY2697
ATGCAGAACAGCGCTTTGAAAGCCTGGTTGGACTCTTCTTACCTCTCTGGTTCGAATCAGAGCTGGATAGAACAGCTCTATGAAGACTTCTTAACCGATCCTGACTCGGTAGACGCTAACTGGCGTTTGACGTTCCAGCAGTTACCTGGTACCGGAGTCAAACCGGATCAACTCCATTCAAAAACACGTGAATATTTCCGGCGGCAGGCGTTGGCTGGCTCACGTCACTCTTCTACGATTTCCGACCCTGACACC+ STY0779 100 STY0896 71.429 STY0779 99 STY0880
ATGAGCATCTCTCTGACAACAAAGCTGAGTTACGGGTTCGGTGCGTTTGGTAAGGATTTCGCCATCGGCATTGTGTATATGTACCTGATGTATTACTACACCGATGTGGTGGGACTCTCGGTCGGCCTCGTCGGCACCCTCTTTCTGGTCGCGCGAATTTGGGATGCGATAAACGATCCCATCATGGGCTGGATTGTCAACGCCACGCGTTCGCGGTGGGGGAAATTTAAGCCGTGGATATTGATCGGCACCTTA+ STY4498 100 STY4043 71 STY4498 99.3 STY4043
ATGAGCAAGCAACTCGCCGCACAAGTACCCGCTGAACCGGTTGTACTGGGGAAAATGGGTTCTTCATACGGTATCCGTGGTTGGCTCAGAGTGTTTTCCTCCACTGAAGACGCCGAAAGCATTTTTGACTATCAGCCCTGGTTTATCCAGAAGGCGGGTCAGTGGCAGCAGGTACAGCTGGAAAGCTGGAAGCACCACAATCAGGATCTGATCATCAAGCTGAAAGGCGTTGACGATCGAGATGCCGCGAATCTTC- STY2862 100 STY2862 99.8
ATGAGCATTGATATTGATATCATTAAAGCCCGTGCGAAAAACGAATATCGCCTATCAAAAGTGCGCGGCGAAGCCATGATCAGCGTCCGCATTCCCGGCGGTATTTTGCCCGCGCATTTGCTAACGGTGGCGCGTGACATCGCCGAAACCTGGGGCAACGGACAAATTCACCTCACTACCCGCCAGAAGCTGGCGATGCCGGGTATCCGTTACGAAGATATCGACAACGTGAACGCTGCGCTGGAGCCATTTCTT+ STY2796 100 STY1567 60 STY2796 99.3 STY1567
ATGAGCTTCAATACCCTGATTGACTGGAACAGCTGTAGCCCTGAACAGCAGCGTGCGCTGCTGACGCGTCCGGCGATTTCCGCCTCTGACAGTATTACCCGGACGGTCAGCGATATTCTGTATAATGTAAAAACGCGCGGTGACGATGCCCTGCGTGAATACAGCGCTAAATTTGATAAAACAGAAGTGACAGCGCTACGCGTCACCCCTGAAGAGATCGCCGCCGCCGGCGCGCGTCTGAGCGACGAATTAAAA+ STY2281 100 STY2155 79 STY2281 99.2 STY2155
ATGAATAAGAGCACTCTGGCAATAGTGGTGAGTATCATCGCATCAGCATCTGTTCACGCCGCCGAGGTTTACAATAAAAACGGTAATAAGCTTGATGTGTATGGAAAAGTTAAAGCCATGCACTATATGAGCGATTATGACAGCAAAGATGGCGATCAAAGCTACGTTCGTTTTGGTTTTAAAGGCGAAACGCAAATTAACGATCAATTGACCGGCTACGGGCGCTGGGAAGCTGAGTTTGCCGGTAATAAAGCC- STY0365 100 STY2493 78.641 STY0365 99 STY1002
ATGAAATTTTTGAAACGGGGTGTGGCGCTGGCGTTACTGGCGGCGTTCGCGCTGACGACTCAGCCTGCACAGGCTTACGAAAAAGATAAAACCTATAAAATTACTATCCTGCATACCAACGATCACCACGGTCACTTCTGGCGCAGCGAATATGGCGAATATGGTCTGGCGGCGCAAAAAACGCTGGTGGACAGTATCCGTAAAGAGGTGGCGCAAGAGGGGGGAAGCGTCCTGTTGTTATCCGGCGGCGACATT+ STY0539 100 STY3765 61.538 STY0539 98.6 STY3765
ATGTACTATCCCTTCGTTCGTAAAGCCCTTTTCCAGCTCGATCCAGAGCGCGCTCATGAATTTACATTTCAACAATTACGCCGCATTACAGGTACGCCGCTGGAAGCGCTGGTGCGCCAGAAAGTACCGACAAAGCCGGTTACCTGCATGGGACTTACCTTTAAAAATCCACTGGGGCTGGCTGCCGGTCTGGATAAAGACGGGGAGTGCATCGACGCATTAGGCGCGATGGGGTTTGGCTCCCTGGAAATCGGC+ STY1079 100 STY1079 99.3
ATGAAAAGTCGTTATTTACTATTTTTTCTACCACTGATCGTAGCTAAATATACATCAGCAGCAACAATGCAACCCTTTCATTCTCCTGAAGAATCAGTGAACAGTCAGTTCTACTTACCACCACCGCCAGGTAATGATGATCCGGCTTTCCGCTATGATAAGGAGGCTTATTTTAAGGGCTATGCGATAAAGGGTTCCCCACGATGGAAACAAGCTGCTGAGGATGCAGATATAAGCGTGGAAAATATAGCCAGAA- STY4519 99 STY4519 97.3
ATGAAAAAGTGGGGCGTGGGGTTCACATTATTGCTGGCGTCAACCAGCATTCTGGCAAAGGATATTCAGTTACTTAACGTATCGTACGATCCAACGCGTGAGCTGTACGAGCAGTACAACAAAGCGTTTAGCGCGCACTGGAAGCAGGAAACCGGCGACAACGTCGTGATCCGCCAGTCGCACGGCGGTTCAGGTAAACAGGCGACTTCCGTCATTAACGGCATTGAAGCCGATGTCGTGACGCTGGCGCTGGCT- STY3808 100 STY2681 72 STY3808 96.5 STY2681
ATGAGCCAGGTGATCCTCGATTTACAGTTGGCCTGTGAAAACCACGCGGGCCTGCCGGATGAAGCTCAGTTTCAACGCTGGCTGGACGGCGTTATTCCGCAGTTTCAGGAAGAGGCGGAAGTCACAATCCGTCTGGTGGATGAGGCCGAAAGCCATGACCTTAATTTGACGTACCGCGGGAAAGATAAACCCACTAATGTTCTCTCCTTCCCGTTTGAAGCGCCCCCCGGCATTGAAATGCCGCTACTGGGCGATC- STY0714 100 STY2545 49.02 STY0714 98.9 STY2545
ATGAAAATCTCTTGCAAAAACGTTGGCGTAATACTCCCTATATTTAACTCCAGCCACCGTTCATTTAAAAAAACTTTTTTACAGGCTGCTTCAGGTGGACGAATTGGCTCATCGAATACCGGGATTATTGAAGTAGAGGCATTAAAAAAAATTGATTTTACGCTTACCGAAGGTAACCGTCTTGCGCTTATCGGACACAATGGTTCGGGCAAAACAACTCTTCTGAGAGTACTTGCAGGGGCCTATAAACCAACTT+ STY0764 100 STY0219 62 STY0764 99.4 STY0219
ATGGCAGAAAAAAGCTGCAGTTTAACGGAATTTGTCGGGACCGCCATTGGCGATACCCTTGGCCTGGTTATCGCCAACGTCGATACCGCCCTGCTGGACGCGATGAAACTTGAGAAGCGCTATCGTTCCATCGGCATTCTCGGCGCCCGCACCGGCGCAGGCCCGCACATTATGGCGGCGGACGAAGCGGTGAAAGCCACCAACACCGAAGTGGTCAGCATTGAGCTGCCGCGCGATACCAAAGGCGGCGCGGGCC+ STY2244 100 STY2755 58.491 STY2244 98.3 STY2755
ATGAAACTCAACCTTATTACCGTCAGCCTGGCTACGCTCGTTGCCGCTGGCGCATTCCCGGCCCATGCCGGTCCTCAGGCGCATGTCGTGTGCGGCTATCACCACACGCTGGGCGATGACGCGATTATGATGTTTGGTAAAGCGAATCAGGCGATGTGGCATGACTTTTTTGGCAACACCCACACCGACGCGGTCTCTACCTACCAGACGTTGCGCGCGCAACCCGATACCACCTGTGATAATAAAGCCGACAGC- STY4510 100 STY4510 98.1
ATGAGTGCTATCGAAGTCACCAACCTGGTCAAAAAATTTCATGGTCAAACGGTGCTGCACGGTATCGACCTTGAGGTGAAGCCCGGAGAAGTCGTCGCCATTATCGGCCCGAGCGGCTCAGGGAAGACAACGTTATTACGCTGTATTAACCTGCTGGAACAACCGGAAGCGGGCACCATTAAAGTAGGCGATATTATCATCGATACCGCCCGCCCATTCAGCCAGCAAAAAGGGTTGATTCGCCAGCTACGTCAGC- STY2159 100 STY2581 82 STY2159 98.3 STY0924
ATGGACAAGCTGGAAGCGATGCAGGTCTATGTTTGCGTAGTGGATACCCATAGTTTTATCAGAGCCGCCGAAGTGCTTGGCGTGCCGCGCTCAACGGTATCGCGAGTGGTTAAAGAACTGGAATCCTGGCTTAAGATTCAACTTTTGCAACGTACAACCCGCAAACTTAGCGTGACCGCAGAGGGGCGGCGTTACTACGAAGAGTGCAAAAGAGTGCTGGCAGATATCGCGGCCATGGAGTCGTCATTTCCTGGCC+ STY1386 100 STY0430 64.815 STY1386 98 STY4196

STY4459 100 STY4458 66.337 STY4459 97.8 STY4458
ATGCAGAATAGAGTGAATCTAATATTTAAACGCATTTATTTGCAAAAGGATGTATTGCGTCGCGAGTCGGTCGCCATGTTTCTGGAGGGCGTGGGACTCGCCCTGGAAGATGATTGTGAAATCGCGGTATGCGCATATTGGCAGGGTGAGATAGTTGGATGCGGCTCGCTGGCCGGAAACGTACTGAAATGCATCGCCGTTTCCCCGGTTTTACAAGGGGAAGGGCTCAGCCTCAAACTGCTGACTGAGCTGCTT+ STY0067 100 STY0673 75 STY0067 98.5 STY0673

STY1853 94.34 STY1853 53.922 STY1853 95.5 STY1853
ATGCAACAACGTCGTCCAGTCCGCCGCGCTTTGCTCAGTGTTTCTGACAAGGCCGGTATCATCGAATTCGCCCAGGCACTTTCCGCACGCGGTGTGGAGCTGCTGTCTACGGGGGGCACCGCCCGCCTGTTAGCAGAAAAAGGCCTGCCGGTGACCGAAGTTTCCGATTACACCGGTTTCCCGGAAATGATGGATGGACGCGTAAAGACCCTGCATCCAAAAGTACACGGTGGCATCCTCGGTCGTCGCGGTCAG+ STY3709 100 STY1226 51 STY3709 95 STY1226
ATGACAGAAGCCATGAAAATTACGCTTTCCACGCAGCCTGCCGATGCGCGCTGGGGCGATAAAGCCACTTACAGTATTAATAACGACGGTATTACCTTGCATCTTAACGGTAAAGACGATCTGGGGTTGATCCAGCGTGCGGCGCGTAAAATCGACGGCCTGGGAATAAAACAGGTCGCGCTGACAGGCGAAGGATGGGATACCGAGCGTTGTTGGGCATTCTGGGCGGGTTACAAAGGACCAAAAGGCGTCCGT- STY2782 100 STY4816 71 STY2782 98.5 STY4816
ATGAATACCGACGCAATTGAATCGATGGTCCGGGACGTATTGAGCCGCATGAACAGCCTGCAGGGCGATGCGCCAGCAGCGGCTCCTGCGGCAGGCGGCACGTCCCGCAGCGCAAAGGTCAGCGACTACCCGCTGGCGAACAAACACCCGGAATGGGTGAAAACCGCCACCAATAAAACGCTGGACGACTTTACGCTGGAAAACGTGCTGAGCAATAAAGTCACCGCTCAGGATATGCGTATTACCCCGAAAACCC+ STY2247 100 STY2122 53.271 STY2247 99.21 STY2122
ATGTTATTTAGTATACAGCTTCTCATAATATTAATATGTCTGTTTTATGGTGCCCGAAAGGGCGGGATCGCGCTCGGGTTGTTGGGCGGTATCGGTCTGGTCATTCTGGTGTTTGTTTTCCATCTCCAGCCAGGTAAACCGCCCGTTGACGTAATGCTGGTCATTATCGCGGTAGTCGCCGCGTCGGCGACGTTGCAGGCGTCAGGCGGGCTGGATGTGATGTTGCAGATTGCCGAAAAGCTGCTGCGCCGCAAC- STY4500 100 STY4684 68 STY4500 99.1 STY4684
ATGAAAAAGGTCGCGGTGCTACTGGCGCCAGGATTTGAAGAAGCAGAGGCCATTGTTACTCTTGATATTCTGCGACGTTTGCATATCGACGTCGAAACGCTGGCGTGTGCTGAATCACGGGCGGTGGTGAGTTACCATGATATTCCTATGGTTGCGGACAGCACGCTGAGTGAACGCCAGCAGGCGCTTTTTGATGCGGTAGTGCTGCCGGGCGGTCCGCAGGGGAGCGCTAATCTGGCGGCTAATCCGGCGGTGA- STY2140 100 HCM2.0053c 90 STY2140 98.6 HCM2.0053c
ATGAGCTTTGAAGGAAAGATTGCGCTGGTGACTGGTGCAAGCCGTGGCATAGGCCGCGCAATTGCAGAGACTCTCGTTGCCCGCGGCGCGAAAGTTATCGGGACTGCGACCAGTGAAAATGGTGCGAAGAACATTAGCGACTATTTAGGTGCTAACGGGAAAGGTTTGATGTTGAATGTGACCGATCCTGCATCTATTGAATCTGTTCTGGAAAATATTCGCGCAGAATTTGGTGAAGTGGATATCCTGGTTAATA+ STY1234 100 STY1333 65.714 STY1234 99.9 STY2401
ATGACCAAAAAAGTCAACTTATCGACCACGGCGGGCGCCGACGTCAGCACAATAAATGAAGCTGTTTCCCAACGTATCAAACAATTTCGTAGCCAAAAAAAGATGTCGCTGGATGAGCTTGCGCGGCGTTCCGGCGTCAGTAAAGGAATGCTGGTGGAAATTGAAGGCTGTAAAGCTAATCCAAGCATTGCGCTGTTATGTAAGATCGCGGCGGCAATGGGAGTGTCCGTGGCGGATTTTGTCAACGTCGCCAGCG+ STY1400 100 STY3832 63 STY1400 98.5 STY1459
ATGACATCGGAAAACCCATTACTGGCGCTGCGAGATAAAATCAGCGCTTTAGACGAAGAGTTACTGGCCTTACTGGCAAAACGACGCGCGCTGGCGATTGAAGTGGGACAAGCAAAACTACTGTCGCATCGTCCGGTTCGGGATATCGATCGTGAACGCGCGCTGCTGGACAGACTCATCCATCTCGGTAAAGCCCACCATCTCGACGCACACTACATTACCCGTCTGTTCCAGCTTATCATTGAAGACTCCGTG+ STY2854 100 STY2855 58 STY2854 99.2 STY2855
ATGCTGATTCTGATTTCACCTGCAAAAACGCTTGATTATCAAAGCCCGCTGGCCACGACCCGCTATACCCAGCCGGAGCTGTTGGATCACAGCCAGCAGCTTATTCAACAGGCCCGCCAGCTTTCGGCGCCGCAAATTTCCAGGCTAATGGGAATTAGCGACAAACTGGCGGATCTCAACGCCACGCGTTTTCATGACTGGCAGCCTCATTTTACGCCGGATAATGCACGCCAGGCGATTCTGGCGTTCAAAGGCG- STY0005 100 STY0836 65 STY0005 99.5 STY4054
ATGGAGACCAAGCAAAAAGAACGTATCCGACGCTTGATGGAGTTACTGAAAAAGACCGATCGAATCCATCTGAAAGACGCCGCGCGGATGCTGGAAGTTTCGGTGATGACCATTCGCCGCGATCTCAGCCAGGATGATGACCCTTTACCGCTGACGCTGCTCGGCGGCTATATCGTCATGGTAAATAAGCCTGCGTCTTCAACCAATATGCCGCTGCCGGCGAAAAAGACGCATCATCGGGACGACCTTCCCGTTG- STY3988 100 STY0897 79 STY3988 99.4 STY0897
TTGAATCAAAGGCATCCTAATCTGAATAATATTATTTCAGCAAATGCTAACTTTTCTTATATGTTATTAATTAATACAAAAGTTACTATCGGAAACGCATATATTTATGGTGAATATGTTTGTTATTATATATTCATGGTTGTGATTTGTTTGATTTCACAATTTGCGAAAAAAGATGGCAATATAGCGGCGGGCAGACATTCTGTTATCAATTTTGTGAACTGGCTTCGAGTTTTTTTTAATTTAATTTTCTTGA- STY1648 100 STY2295 59.223 STY1648 95.8 STY2295
ATGCAGGTCAGCAGAAGGCAGTTCTTTAAGATCTGCGCTGGCGGTATGGCAGGCACCACGGCGGCGGCACTGGGCTTCGCGCCCGGCGTAGCGCTAGCGGAAACACGGCAATATAAACTGCTGCGCACCCGCGAAACCCGTAACACCTGCACCTACTGTTCCGTTGGCTGCGGGCTGTTGATGTACAGCCTCGGCGACGGTGCGAAAAACGCCAAAGCATCTATTTTCCATATCGAAGGGGACCCGGATCATCCG+ STY3839 100 STY1193 61 STY3839 99.8 STY3874
GTGGATATTACTCTTATGATAAGCGCCGTCGTGGCGCTGGCGGCTGGGGCGGTGATTGGCTGGCTGGCGACGAAAGCGCACGCCGATCAAATCCGCGCCGATCTTATCGAAGAACGGCGTGAGCTGGATATTGAACTTAGCGCGGCCCGGCAGCAATTAGCGCAAGAAGCGCACTGGCGCAGTGAATGCGAGTTACTTAATAACGAACTGCGTAGCCTGCACAGTATTAATACCTCTCTGGAAGCCGATCTGCGT- STY3590 100 STY4707 74.257 STY3590 99.6 STY4707
ATGACGGAACAAGAAAAATCCTCCGCCGTGGTTGATGAGACCAGGGAGACCGTGGAAACCACGCCACAGCCAGTTAATACCGAGAAAAAAAGTAAGAACGGCGCCGCGCTGGTATTAAGCGCGGTGGCGATCGCGATTGCCCTGGCGGCAGGTATTGGGCTTTATGGCTGGGGAAAACAGCAGGCAACCGCGCAAACGGAAACCAGCGATGCGCTGGCGACGCAACTGACCGCCTTGCAAAAGGCGCAGGAGAGC+ STY3623 100 STY4090 66.667 STY3623 98.7 STY4090



ATGTCTAAAATTTTTGATTTCGTAAAACCAGGCGTGATCACTGGTGATGACGTACAGAAAGTGTTCCAGGTAGCAAAAGAAAACAATTTTGCTCTGCCGGCAGTTAACTGCGTGGGCACTGATTCCATCAACGCTGTTCTGGAAACCGCTGCAAAAGTTAAAGCACCGGTCATCGTTCAGTTTTCCAACGGCGGCGCGTCCTTCATCGCGGGTAAAGGCGTGAAAACTGACGTACCTCAGGGCGCGGCAATCCTG- STY3226 100 STY4114 58.879 STY3226 98.91 STY3076
ATGGGCGATAGTATTCTTTCTCAGGCTGAAATCGATGCGCTGTTGAACGGCGACAGCGACACCAAAGACGAACCCACTCCCGGTATCGCAAGCGATAGCGATATTCGCCCTTACGATCCCAATACCCAGCGTCGCGTCGTGCGTGAACGCTTGCAGGCGCTGGAGATTATTAACGAGCGTTTCGCACGCCAGTTCCGGATGGGATTATTTAACCTGCTGCGCCGCAGCCCGGATATTACCGTGGGCGCCATACGT+ STY2184 100 STY0076 60.577 STY2184 99.5 STY0076
ATGGTTTCATCATCCACAACCGTACCACGTAGCGGCGTCTATTATTTCTCGCAAGGATGGAAGTTAGTCACCCTACCGGGAATCCGCCGCTTTGTTATTTTACCTTTGCTGGTCAATATTGTGCTGATGGGCGGCGCATTTTGGTGGCTGTTTACCCAGCTTGACGCCTGGATACCTTCGTTGATGAGTCATGTGCCGGACTGGCTGCAATGGCTGAGCTATCTGCTGTGGCCGATTGCGGTTATCTCTGTTCTGT+ STY2665 100 STY2598 66 STY2665 86.24 STY2598
ATGAATGCGCAACGTGTAGTGGTGATGGGATTAGGAAACCTGCTGTGGGCCGATGAAGGATTCGGTATCCGGGTCGCGGAGCGTTTGTATGCCCGATATCACTGGCCTGAAGAGGTAGAAATTGTGGACGGCGGTACGCAAGGGCTAAACCTGTTAGGTTATGTTGAGCAAGCCAGCCATCTCCTGCTCCTTGACGCGATCGATTACGGCCTGGCGCCGGGCAGCCTGCGAACCTATGCCGGCGAGAAAATCCCCG+ STY1916 100 STY1527 65.686 STY1916 99.5 STY1527
ATGAACAAAGAAATTTTGGCTGTTGTTGAAGCCGTCTCCAACGAAAAAGCGCTGCCACGCGAAAAAATTTTTGAAGCGCTGGAAAGTGCGCTGGCGACAGCAACAAAGAAAAAATATGAGCAGGAGATCGATGTTCGTGTAGAAATCGATCGTAAAAGCGGTGATTTTGATACTTTCCGCCGTTGGTTGATCGTTGAAGAAGTGACCATGCCGACGAAGGAAATTACGCTGGAAGCGGCGCGCTTTGAAGACGAA- STY3468 100 STY0167 57.426 STY3468 99 STY0167
ATGAAAACCACTCAGACCAGCACGATTGCTTCGATTGACTCTCGAAGCGCATGGCGCAAAACGGATACCATGTGGATGCTGGGCCTTTACGGCACGGCAATCGGCGCGGGCGTTCTGTTCCTGCCGATCAACGCAGGCGTCGGCGGCATGATTCCGCTCATCATCATGGCGATTCTCGCTTTCCCGATGACCTTTTTCGCACACCGTGGTTTAACCCGCTTCGTGCTGTCCGGTAAAAACCCGGGTGAAGACATC+ STY3109 100 STY3426 72 STY3109 99.5 STY3426
ATGATTGACCCTATTTTTGCGTCCTGTACGCTAATTGCCGTCTTTGTTGTTTTACTGGCCATGGGCGCGCCTATCGGGATCTGCATCGTTATCGCCTCTTTCAGCACCATGATGCTGGTACTGCCTTTCGATATTTCGATGTTCGCCACCGCGCAAAAAATGTTCTCCAGCCTGGACAGTTTTGCCTTGCTGGCCGTGCCGTTCTTCGTTTTGTCCGGGGTGATCATGAATAGCGGGGGAATTGCCGCCCGACTG+ STY3820 100 STY0676 64.151 STY3820 98.5 STY4126
ATGGCTGTAGAAGATACTCAACCGCTTATCACGCATCTGATCGAGTTGCGTAAGCGCCTGCTAAACTGCATCGTCGCAGTACTTCTGATTTTTCTGGCGTTAATTTATTTCGCCAATGATATTTATCATTTAGTCGCCGCACCGCTGATAAAACAGATGCCGCAAGGGGCGACAATGATTGCGACGGATGTGGCGTCGCCGTTTTTTACGCCTATCAAACTCACCTTCATGGTGTCTTTGATCTTATCCGCGCCTG- STY3584 100 STY4884 56 STY3584 98.5 STY4884
GTGGCGCAGGCGGAAGTGTTGAATCTGGAATCAGGGGCCAAACAGGTTTTGCAGGAAACCTTTGGCTACCAACAGTTTCGCCCGGGCCAGGAAGCGATTATTGATACTGCGCTCTCCGGTCGCGACTGTCTGGTCGTCATGCCCACCGGCGGCGGCAAATCTCTGTGCTATCAAATCCCCGCGTTGTTGCTGGACGGATTGACCGTCGTCGTTTCGCCCCTGATCTCGTTGATGAAAGACCAGGTCGATCAGCTA- STY3601 100 STY0730 62.745 STY3601 97.94 STY0730
ATGTCCGCTGTACTTACCGCTGAACAAGCTCTGAAATTAGTGGGTGAAATGTTTGTCTACCACATGCCGTTTAATCGGGCGTTAGGGCTGGAGCTGGAACGCTATGAAAAAGCGTTCGCCCAACTGGCCTTCAACAACCAGCCGATGATGGTCGGCAACTGGGCGCAAAGCATTTTACACGGCGGCGTGATCGCCTCTGCGCTGGATGTCGCCGCCGGACTGGTATGCGTCGGCAGCACGCTAACTCGCCACGAAA+ STY3603 100 STY2101 62.136 STY3603 100 STY2101
ATGCGTCAGACGAAAACCGGTATCCTGCTGGCTAACCTTGGCACGCCAGATGCCCCAACTCCTGAAGCGGTAAAGCGCTACCTGAAACAATTTTTAAGCGACAGACGCGTGGTGGATACTCCTCGTCTGCTGTGGTGGCCGCTGCTGCGTGGCGTTATTTTACCGCTGCGTTCGCCGCGCGTCGCGAAACTCTATCAATCTATCTGGATGGATGGCGGTTCGCCGCTCATGGTATATAGCCGCGAACAGCAACAG+ STY0533 100 STY0228 71 STY0533 98.39 STY0228
ATGTCTAAAGAAAAGTTTGAACGTACAAAACCGCACGTTAACGTCGGTACTATCGGCCACGTTGACCATGGTAAAACAACGCTGACCGCTGCCATTACTACCGTACTGGCTAAAACCTACGGCGGTGCCGCCCGCGCATTCGACCAGATCGATAACGCGCCGGAAGAAAAAGCGCGTGGTATCACCATCAACACTTCTCACGTTGAATACGATACCCCGACCCGCCACTACGCACACGTAGACTGCCCGGGGCAC- STY3739 100 STY4353 100 STY3739 99.4 STY4353
ATGAGTAATCTTAGCGGTACCGATAAAAGCGTCATTTTGTTGATGACCATTGGCGAAGACCGGGCGGCAGAGGTGTTTAAACACCTCTCCACCCGCGAAGTACAGGCGTTAAGTACGGCGATGGCTAACGTGCGTCAGATCTCCAACAAACAACTGACGGACGTACTATCAGAGTTTGAGCAAGAAGCGGAGCAGTTCGCCGCGCTGAATATCAACGCCAACGAATACCTGCGCTCCGTACTGGTTAAAGCGCTG+ STY2178 100 STY2178 99.1
ATGAGCGAAAAATATCCAGGCCCACTGGTGGTCGAAGGTAAACTGTCCGATGCCGAGCGCATGAAGCTGGAAAGCAACTACCTGCGCGGTACCATTGCGGAAGATCTGAACGACGGTCTCACCGGCGGTTTTAAAGGCGACAACTTCCTGCTAATACGCTTTCATGGCATGTATCAGCAGGATGACCGCGATATTCGCGCCGAGCGTGCGGCGCAGAAGCTGGAGCCGCGCCACGCCATGCTGCTGCGCTGCCGC- STY3075 100 STY2616 64.151 STY3075 95.66 STY2616
GTGTCAATAACCACGCGGGGGTTCTCGCTACTGGAGGTTGTGCTGGCGATGGCGATAGGTTCCATTTTACTGCTTGGGTCCGCACGATTTTTACCGGCGTTACAGCGTGAGATCTGGCACAACACGCGACAGTTATCGCTGGAAGATGAAATCTGGCAGCGAACCTATACCGTAGCGAAGCATCTTCAACGTGCGGGTTACTGTCATGGCCACTGTATCGGCGAAGGGCTACATCTTGCCGAACAGGGGCAATGCG- STY3137 100 STY2341 58.416 STY3137 98.2 STY2341
ATGTTGAAAAAAGGAATATTTGCGTTAGCGTTATTCGTAGCCATGCCGCTTTATGCCGCAGAATACTGGATAGATGTCCGCATTCCGGAACAATATCAACGAGAGCATATTCAGGGCGCGATTAATATCCCATTGAAGGAGATTAAATCTCATATCGAAACGGTAGTTCCAGACAGGAACGATACGGTAAAGTTATATTGCAACTCCGGGCGACAGTCGGGCATGGCAAAACAAATGTTGCTTGATATGGGGTATA+ STY1375 100 STY2494 62.5 STY1375 99 STY2494
ATGCTCATTCTTATCCCTATTCTCATTTTCGTCGCGCTGGTGATCGTCGGCGCGGGCGTCAAAATCGTTCCGCAGGGATACCAGTGGACGGTGGAGCGCTTTGGACGTTACACCAAAACTCTGCAGCCGGGATTAAGCCTTGTTGTACCGTTTATGGACAGAATTGGCCGCAAGATCAATATGATGGAGCAGGTGCTGGATATTCCGTCGCAGGAGGTGATCTCAAAAGATAACGCCAACGTCACTATCGATGCG- STY0547 100 STY2236 62.5 STY0547 99.2 STY3899
ATGGGATATCTGAATAACGTCACGGGTTACCGCGATGATTTACTGGCGAACCGCGCCATTGTGAAACACGGTAACTATGCGCTCTTAACGCCGGACGGTCTGGTGAAAAATATTATTCCCGGCTTTGAAAACTGTGACGTCACCATCCTTTCGACGCCGAAGCTGGGTGCTTCTTTCGTCGATTACCTGGTCACCTTACATCAGAATGGCGGCAACCAGCAGGGCTTTGGCGGCGAGGGGATTGAAACTTTTCTCT- STY0574 100 STY1647 63.366 STY0574 99.2 STY1588

STY1960 64.356 STY4015 60.748 STY4015 49.8 STY1960
ATGATCGCTGGCTGGTCTCTTTTCTTTAATGACCTGACTGAACAACTGCCACTTGTTGTGGACGGTATTAAAGAAACCTGTAAACTTGCGCTGATTGTTTCCATCACCGGTTTTTTGTGGGGAATTATTATTTTCTTTCTGAGCCTGAGCCATCGCCCCGTGGTAAAAGCCATAACTCGACTGTACATGGATTTCTTTATCGGTACGCCACTCATTCTTATTCTGTTTGTTATCTATTATGGTTTACCTCAATCTG- STY1435 100 STY2160 65 STY1435 99.3 STY2160
ATGCAGCTTAAACGTGTGGCAGAAGCCAAACTGCCAACCCCATTGGGTGACTTTCTGATGGTGGGATTTGAAGAACTGGCAACCGGACACGACCATGCCGCGCTGGTTTTTGGCGATATTTCAGGTAAAACGCCAGTACTGGCTCGCGTTCATTCCGAATGTCTTACCGGGGACGCGCTTTTTAGTCTGCGCTGTGATTGTGGTTTTCAACTGGAAGCCGCGCTGACGCATATTGCGGAAGAAGGACGCGGTATTC- STY1340 100 STY1340 99.2
ATGCACTTCCTGAATATGTTCTTCTTTGATATCTACCCGTACATTGCCGGATCGGTATTTCTGATCGGTAGCTGGTTACGTTACGACTACGGCCAGTACACCTGGCGGGCGGCTTCCAGTCAGATGCTGGATCGCAAAGGAATGAACCTGGCGTCAAACCTGTTCCACATTGGGATTCTGGGTATTTTCGCCGGTCATTTCCTGGGCATGTTAACGCCGCACTGGATGTATGAAGCTTTTCTGCCGGTCGACGTGA+ STY1291 100 STY1485 79 STY1291 97.9 STY1485
TTGGATGCTGCAACAATTATTAGTCTATTTATTTTAGGTTCCATCCTTGTAACCAGCAGTATCCTGTTAAGTTCATTCTCATCGCGACTGGGTATCCCGATTCTGGTCATTTTCCTCGCCATTGGGATGTTAGCGGGTGTGGATGGCATTGGCGGTATTCCTTTCGATAATTATCCTTTCGCTTATATGGTCAGTAACCTGGCGCTGGCGATTATTTTACTCGATGGCGGCATGCGCACCCAGGCCAGCTCTTTC+ STY1929 100 STY4388 61.165 STY1929 98.7 STY3809
ATGTTTGCTGGGGGCAGTGATGTGTTTAATGGATACCCCGGTCAGGACGCTGTCATGCACTTTACTGCTACTGTTCTTCTCGCTTTCGGCATGTCGATGGATGCTTTCGCGGCATCAATTGGCAAAGGCGCCACCCTACATAAACCCAAATTCTCAGAAGCGTTGCGTACCGGTCTTATCTTTGGCGCGGTTGAAACGCTAACCCCGTTGATCGGCTGGGGGCTGGGGATATTGGCGAGTAAATTCGTTCTGGAAT+ STY1963 100 HCM1.255 61.468 STY1963 99.4 HCM1.255
ATGGACGAAAAGAAACTCAAATTCCTTGCGGCTGAACTGGCTAAAGGCCTTAAAACCGAAGCCGACCTCAATCCGTTTTCCCGTATGCTGACGAAATTAACCGTCGAAACGGCGCTCAATGCGTAGCTGACTGACCACCCCGGGTATGAGAAAAACGCCCCCAAAACAGGCTCAAACACCCGCAATGGCTACTCGTCAAAAACGGTGTTATGCGATGACGGCGAGATCGAACTGAACACGCCGCGTGACCGTGAA- STY1995 99 STY2631 90 STY1995 92.27 STY2631
ATGGCGTTACTTGAGATCTGTTGTTACAGCATGGAATGCGCGCTCACCGCGCAGCGAAACGGCGCGGATCGTATCGAACTGTGCGCCGCGCCGAAAGAAGGGGGGCTTACGCCTTCTTTCGGCATCTTACGCAGCGTACGCGAGCATATTACGATTCCCGTACATCCGATTATTCGTCCTCGCGGCGGAGATTTTTACTACACTGACGGCGAATTTGCCGCCATGCTGGAAGATATCCGTCTCGTCAGAGAGTTGG- STY2115 100 STY2697 66.337 STY2115 98.9 STY3933
ATGAAATTTCCCGGTAAACGTAAATCCAAACACTATTTTCCCGTCAATGCGCGTGACCCGTTGTTGCAACAAATTCAGCCAGAACAGGAAACCAACGCCTCCTGGGTCGTCGGTATCGACCAGACGTTGGTGGATATTGAGGCGAAAGTGGATGACGATTTTATTACACGCTATGGATTAAGCGCCGGGCATTCTCTGGTGATAGAAGACGAGTTGGCGGAGAAGCTGTATCAGGAACTGACGCGGGAAAATCTG+ STY0535 100 STY2562 63.208 STY0535 99.2 STY2562
GTGAATCATTCCAGAACTATTCCAGTCGTTAATATTGCCGGACCAGGATCGCAGCCAGAAGAGGAAGACTTTAACTTTCTTCCCATCCCCGCCGGCATTAATCTCCCGCTGACGCCGGTTTTACCGGAACAGGCGCTGCCCGCTGAGCTCCGTGTTGCCAGACACATCCTGACTACGCTTATTCGCGATATGGATAACCCGGTGGCAACGCTCCCCTTTCCCCTGAGCTATAAGCTGAATGCCACTGAGCAACAG+ STY1530 100 STY2962 64 STY1530 98.9 STY2962
ATGGACCTGACGCAACTGGAAATGTTTAACGCTGTCGCTCTGACGGGCAGCATTACGCAGGCGGCGGCAAAAGTGCACCGCGTTCCGTCCAATCTGACCACGCGTATCCGCCAGCTTGAAGCCGACCTGGGCGTCTCTCTGTTTATTCGCGAAAACCAGCGACTCAGGCTGTCACCAGCCGGGCATAACTTTTTACGTTACAGCCAGCAGATCCTGGCGCTGGTTGATGAAGCCCGTATGGTGGTTGCCGGAGAGG+ STY1537 100 STY4736 66.038 STY1537 98.9 STY0277
ATGTCCGAGCTTAATGAAAAGTTAGCCACAGCCTGGGAAGGTTTTACCAAAGGTGACTGGCAGAATGAAGTAAACGTCCGTGACTTCATTCAGAAAAACTACACTCCGTATGAGGGTGACGAGTCCTTCCTGGCTGGCGCTACTGACGCGACCACCAAGCTGTGGGACAGCGTAATGGAAGGCGTTAAACAGGAAAACCGCACTCACGCGCCTGTTGACTTTGACACCTCCGTTGCTTCCACCATCACTTCTCAC- STY0973 100 STY3423 88 STY0973 99.1 STY3423
ATGACGCAGAAAAATGAATCTCAACGCCAGGATCGCGTAGTAGCCTGGAGCCGTCACGCTGAAAGCGAACTGAGCGCTTACCAAAGTGCGGCAAAATTGGATCTACAAGCGCAAAAACCGCGCGACCACAAACTGTGCGCCAGCCTGGAAGAGGCCATCCGCCGTTCCGGTTTACGCGACGGCATGACGCTTTCCTTTCACCACGCTTTTCGCGGCGGCGATCTGACGATTAACCTGGTGATGGAAACCATCGCG- STY0670 100 STY0070 86 STY0670 98.6 STY0070
ATGAATAAATTCTCCCTTGCTACAGCAGGTATTATCGTGGCAGCGCTGGTAACCAGTGTTAGCGTGAATGCGGCAACAGATACTACTAAAACAAACGTTACGCCTAAAGGTATGAGCTGCCAGGAGTTTGTTGACCTCAATCCGCAGACGATGGCGCCAGTCGCTTTCTGGGTGCTGAATGAAGATGAAGATTTTAAAGGCGGGGACTACGTTGATTTCCAGGAAACTGAGACGACAGCAGTGCCGCTAGCCGTTG+ STY1501 100 STY2435 57.692 STY1501 99.7 STY2435
ATGTTGGTCAATCTGTGTGATTACAAACAGAGCGTCACGCTCATTGCAAACAGTGGCGTCCAGTTTCTTGATTTTGGCTTAACGCCGCAAGAGTCGGCCCACTACGGACGTTTTGTGCGCAAAACGGCAAACGGCCCGCTACTGCGCCTCGATTTTGATCTGACCAGCGGGCGCTACACGTTGCCAGGACGTGCTGGCGGCCAACCCGAAGTCGTGAAACCGGAAAGCACTCAGACGCTGCACTATTCTCTGGAT- STY1471 100 STY1502 62.376 STY1471 98.5 STY1502
ATGACCAAACACTATGATTACATCGCTATCGGCGGCGGCAGCGGCGGTATCGCCTCGATTAACCGCGCCGCTATGTACGGCCAGAAATGCGCGCTCATCGAAGCCAAAGAGCTGGGCGGCACCTGTGTTAACGTGGGCTGCGTGCCGAAGAAAGTGATGTGGCATGCCGCGCAGATTCGTGAAGCGATTCATCTGTATGGCCCGGACTACGGTTTTGACACCACGATTAATCAGTTCGACTGGAGCAAGCTGATT- STY4205 100 HCM1.158 64.078 STY4205 98.7 HCM1.231c
ATGCCGCAGCCTGGCCTTACTACGCCGGATAACGATGCATTACCCTGGCAAACCACCTTACTTTTGGCGCTTCAGCATGTGCTGGTCGTTGCCGCCACCCCCATTACCTCCGTCTTTCTGATCGCCAAAGCGCTCCACTTTACCGATACGGTGACCGCCTCGGTACTTAGCGCGACCTTTCTGATGTGCGGTCTGGGCGCTATTCTGCAAAGCCTGGGTGTGAAAGGGGTGGGCGCGCGTTTGCCGTTTATTATG+ STY4166 100 STY0221 80.198 STY4166 98.8 STY0221

STY3186 61.386 STY3186 8.39
ATGATGAGCCTGGCCGGTAAAAAAATTGTTCTCGGCGTTAGCGGCGGTATCGCTGCGTATAAAACGCCGGAGCTGGTGCGCCGTTTACGTGAGCGCGGCGCTGACGTGCGCGTGGCAATGACCGAGGCGGCAAAAGCCTTTATTACCCCCCTGAGCTTACAGGCCGTGTCGGGCTATCCCGTATCCGACAGTCTGCTTGACCCTGCCGCCGAAGCTGCGATGGGGCATATCGAGTTGGGGAAATGGGCCGACCTG- STY4064 100 STY0889 75.248 STY4064 98.4 STY0889
ATGGTCGCGGTAAGAAGTGCACATATTAATAAAGCTGGTGAATTTGATCCGAAGAAGTGGATCGCAAGCCTGGGAATTTCCAGCCAGCAGTCGTGTGAGCGCTTAGCCGAAACCTGGGCGTATTGCCTGCAACAGACACAAGGACATCCGGATGCGGATCTGTTGCTGTGGCGTGGCGTGGAGATGGTAGAAATTCTTTCCACGCTGAGTATGGATATCGACACGCTGCGGGCGGCGCTACTGTTCCCTCTGGCC- STY3094 100 STY4050 70 STY3094 97.6 STY4050
ATGTCAGAAGATTATGTAATTGAATGGGATAAGAATTTTGCAGACGACCTCAACGTCGTCGCCAACGTTTTTTTATCGCACAACCCAACCTTATGGCCCACTATTTTCTCTCAACTTTCGACGCAACCTGAAATCTTTGAAGACGAAGATGAAGACGAATATGGGTTGCAAGACGTCCTGGATTGTAGCGGTGGCGATCTCGGAAATAACGAGCTGGCACAGGCATTTTTACAAGTTCTACGCGGCGAAGGATTTA+ STY2867 100 STY2867 91.13
ATGGAATCCTGGAAAGTTAATCTAATTTCCGTTTGGTTTGGATGTTTTTTTACCGGGCTGGCAATCAGCCAAATCCTGCCATTTTTACCCCTGTATATTTCCCAGCTTGGCGTCTCTTCCCATGAAGCGTTATCAATGTGGTCCGGGTTAACGTTTAGCATCACGTTTCTTATTTCCGCCATTGTATCGCCGATGTGGGGCAGTCTCGCCGATCGTAAAGGGCGTAAACTGATGCTATTGCGCGCGTCGCTCGGG+ STY0414 100 STY1191 74 STY0414 64.87 STY1191

STY0477 100 STY0478 99 STY0476 41.02 STY0477
ATGAAGATAGCGATGATAAAAACCACACTGGCTTCACTGGCGCTGCTGCCTGGGCTAACGATAGCCGCGCCAGCGGTTGCCGATAAAGCGGATAGTGCTTTTATGATGATTTGCACCGCGCTGGTGCTGTTCATGACGATACCGGGTATCGCGCTGTTTTACGGCGGATTAATTCGCGCCAAGAATGTGCTGTCAATGTTAACGCAAGTGACCGTCACCTTTGCGCTGGTCTGTATTTTATGGGTGGTGTACGGC+ STY0507 100 STY1863 66.038 STY0507 99.2 STY2340

STY2661 58.491 STY1410 50.495 STY2661 7.28 STY1410
ATGTATATCGGGATCGATCTTGGTACATCGGGTGTAAAAGCTATCCTGTTGAATGAGCAGGGCGATGTGCTGGCTACGTATACTGAAAAACTGACCGTATCGCGTCCGCATCCCTTATGGTCGGAACAGGAACCAGAGCAGTGGTGGCAGGCGACGGATCGTGCGGTTAAAGGTTTAGGTCGGCAACAGTCGTTAAGTGGCGTCCGGGCGTTGGGCATCGCCGGACAAATGCATGGCGCGACATTACTTGATAGC+ STY4138 100 STY4122 64.423 STY4138 99.2 STY3784
ATGCCGCTACGGGAACATTTATTGTCACCAGCGAGACGGCAAAAAGCCGCGGAAAAAAAAAGCGGCCGCAGAAAGCTGGCGGTTTCCGCACTCGTCGGTCTTAGCAGTATTATGGTCTCTGCAGATGCGCTGGCCAATGCAGGGAACGATACCGGCAGCATTAACCAGAACACCACTGATATTGCCACCAACACCACCAGTATCAACAATCTGAGCAACTCCGTCACCACGCTCACCGATGATGCCCTGCTTTGG+ STY4105 100 STY0146 62.857 STY4105 70.57 STY0146
ATGCGAGCCCGGATAATGTTATTTCTGGCTGCGCTTTTGCCTGGCATAACGGCAACGGCAGCCATCGAGTTAAATAATCACCAGGCCACAAATATGGATGATGTGCGCAGCTTAGGCGTGATCTACATCAACCATAACTTCGCCACGGAAAGCGAAGCCAATCTGGCGCTGAATGACGAGGCCGACGCGCGAAACGCAATGTATTATCACGCCATACTTATCCGGGAACCGGGTAGCAACGGCAACATACACGCCA- STY4745 97 STY2289 57.282 STY4745 96.35 STY2289
ATGATGCAACCTCTTTATCTTGTTGGCCCGCGGGGCTGTGGGAAAACCACCATCGGTATGGCGCTGGCGCAGGCAACCGGTTTTCGGTTTGCAGATACCGACCGCTGGCTGCAATCGCACGTGCAGATGAGCGTCGCTGATATCGTTGAAAAAGAAGGCTGGGGAGGGTTCCGCGCCCGGGAAACCGCGGCCCTGGAGGCGGTAAGCGCGCCTTCGACTGTCGTGGCGACGGGAGGCGGTATTATTCTCACGGAGT+ STY0421 100 STY0631 65.741 STY0421 100 STY1309
ATGCAATACAACACGTTAGGAAATACCGATCTTCGGGTGTCCCGCCTTTGTCTGGGCTGTATGACATTCGGCGAGCCGAGTCGCGGCAATCACGCCTGGACGCTTCCCGAAGAGAGCAGCCGTCCCATCATCAAGCGCGCCCTTGAGGGCGGCATTAACTTTTTTGATACCGCCAACAGCTACTCCGACGGCAGCAGCGAAGAGATTGTCGGTCGCGCGCTGCGTGATTTTGCCCGGCGCGACGAGGTGGTGGTA- STY0460 100 STY2647 65 STY0460 98.2 STY2647
ATGACGGATAAACAGTTGGATACCAAACTGGTAAACGCAGGACGCAGCAAAAAATACACGCTTGGCTCAGTGAATAGTGTGATTCAACGCGCTTCTTCACTGGTGTTTGACACCGTCGAGGCCAAAAAACACGCTACCCGCAATCGCGCCAACGGCGAATTATTTTACGGACGCCGGGGAACGCTGACTCACTTTTCGCTCCAGGAAGCCATGTGTGAACTGGAAGGCGGCGCCGGATGCGCGCTCTTCCCGTGC+ STY3333 100 HCM1.123 62.5 STY3333 88.63 STY3769
ATGAGCAATTTATTAGGCCCGCGTGACGCCAACGGCATTCCGGTACCGATGACGGTGGATGAATCCATCGCCAGCATGAAGGCGTCTCTACTGAAAAATATTAAGCGTTCGGCATACGTTTACCGCGTGGACTGCGGCGGCTGTAACGGCTGTGAAATCGAAATCTTTGCGACGCTTTCGCCGCTGTTTGATGCCGAGCGTTTCGGCATCAAAGTAGTACCGTCGCCGCGTCATGCCGATATTCTGCTGTTTACCG- STY2969 100 STY2557 70.297 STY2969 99 STY2557
ATGAAACTTGCCGCCTTCGCTCTGACGCTGATACCCGGTATCGCGATCGCCTCATCATGGACCTCGCCCGGTTTTCCGACGCTCTCGACGCAGGAAACCGGACGCTTTACCAGCCATGCTGCATTAACAAAAGGTACACGCGCGTTAACGCTCCATATTGACCAGCAGTGCTGGCAGCCCTCCGGCGCTATAAAACTCAACCAAATGTTGTCGTTAAAACCCTGCGAAGGCGCGCCGCCGCAATGGCGTCTGTTT- STY4134 100 STY4793 70.297 STY4134 98.55 STY0182
ATGATGATGGGGGAAGTACAGTCGTTGCCTTCTTGCGGGTTGCATCCGCGACTGCTGGATGCCTTGACTCTCGCGCTGGCGGCAAGGCCGCAGGAGAAAGCACCGGGGCGCTATGAATTGCAGGGCGACAATATCTTTATGAATGTAATGCAGTTAACGACGCAAATGCCTGCCGGGAAGAAAGCGGAATTGCATGAACAATACATTGATATTCAGCTACTACTAACCGGCGTCGAGCGTATTGCGTTTGGGATGT- STY3515 100 STY2337 65 STY3515 98.1 STY4806



ATGAAACAAAACGAATCGGCGGATAATTCTCAGGGCCAACTCTTTATTGTACCTACTCCTATCGGGAATTTGGCTGATATTACCCAACGCGCGCTGGAAGTTTTACAAGCCGTTGATTTAATTGCCGCTGAAGACACTCGTCACACCGGTTTATTGCTGCAACATTTTGGGATTAATGCCCGGTTGTTTGCGCTGCACGACCATAACGAACAACAAAAAGCGGAAACGCTGGTCGCGAAGCTGAAAGAGGGGCAGA- STY3446 100 STY0254 74.257 STY3446 91.8 STY0254
ATGGAACGCTTTCTTGAAAATGTAATGTATGCGTCTCGCTGGCTGCTCGCGCCGGTGTATTTTGGCCTCTCTTTGGCGCTGATCGCTTTAGCGCTAAAATTTTTCCAGGAAATTCTACACGTTCTGCCGAACGTTTTTGCCCTGGCGGAGGCCGATCTGATCCTGGTGCTGTTATCGCTGGTTGATATGACGCTGGTCGGCGGGTTGCTGGTAATGGTCATGTTCTCCGGGTATGAAAACTTTGTCTCTCAGCTGG- STY3326 100 STY2734 63.725 STY3326 98.2 STY2734
ATGTTTGCGACAACGCGTATGGCGCTATTGATAGGCGGAGCTATCGGCGGCGCGACTTTTCCTCTTTTTGCCCAGGAAACCACAAAAAATGATACCGTCATTGTCACCTCGCCCGTTCAGAGTGGCGCGACCAGGCTGGCGACGCCAGATATTGAAACGCCGCAGTCGGTATCCATTATTACCCGCCAGCAGTTTGAAGAGCAGGGCGCAACCAGCGTGCGTCAGGCGGTCAGCTACACCCCAGGCGTATACAGT+ STY0396 100 STY0218 63.551 STY0396 98.06 STY0218
ATGCTTAACAAACCGAACCGAAACGACGTCGATGATGGTGTTCAGGATATTCAGAATGATGTCAATCGATTAGCCGACAGTCTGGAAGATGTCCTTAAATCCTGGGGAAGCGATGCGAAAGACGAAGCCGAGGCTGCGCGACGTAAAGCACAGGCGTTGCTGAAAGAGACCCGGGCGCGGATGCAGGGTCGTACTCGCGTAAAACAAGCCGCCTGTGATGCGATGGGGTGCGCGGATACGTTTGTGCGTGAAAAAC+ STY2925 100 STY3409 63 STY2925 96.46 STY3409
ATGCATATTACGCTACGACAACTTGAAGTGTTTGCTGAAGTACTGAAAAGCGGTTCAACAACCCAGGCGTCGGTCATGCTGTCATTATCGCAGTCCGCCGTTAGCGCCGCGCTCACCGATCTGGAAGGTCAGCTCGGCGTACAGTTGTTTGATCGGGTGGGGAAACGGCTGGTGGTCAACGAACATGGGCGCTTGTTATACCCGCGCGCGCTGGCATTGCTGGAGCAAGCGGTAGAAATTGAGCAGCTATTTCGTG- STY2436 100 STY4114 59.615 STY2436 99.2 STY4058

STY0405 100 STY0255 56.863 STY0405 46.29 STY0255
ATGCATCCACGTTTTCAAACTGCTTTTGCCCAGCTTGCGGATAATTTGCAATCAGCGCTGGCCCCTATCCTGGCGGACCACCATTTTCCCGCCATGCTGACCGCAGAGCAGGTCTCGACGCTTAAAAATACGGCGGGACTGGACGAAGACGCGCTGGCTTTCGCACTGTTACCTCTGGCGGCGGCCTGCGCCCGTACCGATTTGTCCCATTTTAACGTCGGCGCGATTGCGCGCGGCGTTAGCGGCAACTGGTATT+ STY2413 100 STY3760 62.745 STY2413 99.7 STY3760
ATGAAAATAACATTAATTATTCCCACATATAATGCAGGGTCACTTTGGCCTAATGTTCTGGATGCGATTAAGCAGCAAACTATATATCCGGATAAATTGATCGTTATAGACTCAGGTTCTAAAGATGAAACGGTTCTGTTAGCCTCAGACCTGAAAAATATATCAATATTTAATATTGACTCTAAAGATTTTAATCATGGAGGAACCAGAAACTTAGCAGTTACAAAAACTCTGGACGCTGATGTTATAATTTTT- STY2294 100 STY0522 59.804 STY2294 98.3 STY0522
ATGACTGATATTGCGCAGTTGCTTGGCAAAGACGCCGACAGCCTTTTACAGCATCGTTGTATGACCATTCCTTCCGATCAGCTTTATCTACCCGGCAAGGATTACGTTGACCGGGTGATGATTGACAATAATCGTCCACCAGCCGTTCTGCGTAATATGCAGACGCTCTATAATACTGGACGCCTGGCGGGAACAGGATACCTTTCGATACTGCCCGTCGATCAGGGAGTGGAGCACTCCGCCGGCGCTTCTTTT+ STY2370 100 STY1969 65.741 STY2370 98.1 STY1969
ATGCGTGTTTTACTGGCGCCGATGGAAGGCGTGCTCGACGCGTTAGTGCGCGAGCTGCTGACCGAAGTGAATGATTACGATCTCTGCATCACCGAATTTGTGCGCGTGGTGGATCAGCTGCTGCCGGTAAAAGTGTTTCATCGCATCTGCCCGGAGTTGCTTCACGCCAGCCGCACGCCGTCCGGCACGCCGGTGCGTATTCAGCTTCTGGGCCAGCATCCGCAGTGGCTGGCGGAAAACGCCGCGCGGGCGACG- STY2404 100 STY3564 67.308 STY2404 98.5 STY3564
ATGGCAAAGGCACCAGTTTGCGCACGTAAACGTGTAAGAAAACAAGTCTCTGACGGCGTGGCTCATATCCATGCTTCTTTCAACAACACCATCGTGACTATTACCGATCGTCAGGGTAATGCGCTGGGTTGGGCAACAGCCGGTGGTTCCGGTTTCCGTGGTTCTCGCAAATCCACTCCGTTTGCAGCTCAGGTTGCAGCAGAGCGTTGCGCTGACGCCGTGAAAGAATACGGTATCAAGAATCTGGAAGTTATGG+ STY4381 100 STY4381 99.7
ATGAATAAGCAACGAATTTTTGTGGCGGGCCATCGCGGGATGGTGGGCTCCGCCATTGTACGGCAGCTTGCGCAGCGCGGCGACGTGGAACTGGTGCTGCGCACCCGCGATGAGCTGGATCTGCTCGACGGGCGCGCGGTACAGGCGTTCTTTGCCGGAGCGGGTATCGACCAGGTTTATCTGGCGGCGGCGAAAGTGGGCGGCATTGTTGCCAACAACACGTATCCGGCGGATTTTATTTATGAAAACATGATG- STY2320 100 STY2320 99
ATGTCTTCCATAACAATGACTGATAATAAAACGTTCCTGAATGAGCTGGCCCGCCTGGTAGGCCATTCTCACCTGCTGACAGACCCCGCCAAAACCGCCCGCTATCGCAAGGGTTTCCGTTCCGGTCAGGGCGACGCGCTGGCCGTTGTTTTCCCGGGTTCATTACTGGAACTGTGGCGTGTGCTCAACGCCTGCGTTAACGCTGACAAAATTATTCTGATGCAGGCCGCCAACACCGGTCTGACGGAAGGCTCC+ STY2397 100 STY2397 99.6
ATGAAACCGGCAAGGCTCTCTCAAACTGTCGTTGCGCCCGGATGTTGGGGTGAGTTGCCCTGGGGCAATTACTACCGTGAGGCGCTGGAACAGCAGCTAAATCCGTGGTTTGCAAAAATGTATGGTTTCCATTTGCTTAAAATCGGTAATTTAAGCGCAGAAATCAATTCCGAAGCGTGCGCGGTCTCCCATCAAGTGAATGTTTCATCGCAGGGGTCGCCGATGCAGGTTCTGGCCGATCCGCTACATCTTCCTT+ STY0283 100 STY4237 61 STY0283 99.2 STY4237
ATGACTCAGCATACTCAAACTCCTTCAATGCCTTCTCCGCTCTGGCAATACTGGCGCGGTCTTTCCGGCTGGAACTTCTATTTTCTGGTCAAGTTTGGCCTGCTGTGGGCAGGCTATCTGAATTTTCATCCTTTACTGAATCTGGTATTCATGGCGTTTCTGCTCATGCCAATACCAAAATATCGCCTTCACCGGTTGCGCCACTGGATTGCCATTCCCGTCGGCTTCGCGCTGTTCTGGCATGATACCTGGCTG- STY4176 100 STY0746 64.356 STY4176 99.4 STYrarB
ATGAGTGAAATAGTGATACGCCACGCTGAACCGAAAGATTACGACGCCATTCGTCAGATCCACGCCCAGCCGGAGGTGTACCACAACACGCTACAGGTTCCTCATCCTTCCCTCGAAATGTGGCAGGCGCGGCTAACCGAGCAAGCCGGGGTTAAACAACTGGTTGCCTGCATTGACGATATTGTCGTTGGCCATCTTTCTATTCAGGTCACCCAACGTCCCCGTCGCAGCCACGTGGCCGATTTTGGTATCTGCG- STY4265 100 STY3951 63 STY4265 97.8 STY3951
ATGGATAAATTTCGTGTACAGGGGCCAACGACGCTCCAGGGCGAAGTCACAATTTCCGGCGCCAAAAACGCCGCGCTGCCGATCCTGTTCGCCGCTCTGCTGGCAGAAGAACCGGTAGAGATCCAAAACGTTCCAAAACTGAAAGACGTGGATACGTCGATGAAGCTCCTGAGCCAATTAGGCGCGAAAGTGGAACGCAATGGATCGGTACACATTGACGCCAGCCAGGTGAACGTGTTCTGCGCGCCTTATGAT- STY3486 100 STY0007 61 STY3486 99.3 STY0007
ATGAAATTACGTGATTCGCTGGCGGAGAATAATTCTATCCGCTTGCAGGCTGAAGCTAATACCTGGCAGGAAGCCGTAAAAATTGGTGTGGATTTGCTGGTGGCGGCAGACGTTGTCGAGCCGCGTTACTACCAGGCGATTCTCGATGGCGTGGAACAGTTCGGCCCTTATTTCGTTATCGCTCCGGGGCTGGTAATGCCGCACGGGCGTCCGGAAGAGGGCGTGAAGAAAACCGGTTTCTCACTGGTGACGCTGA+ STY4741 99 STY2574 67 STY4741 92 STY4111
ATGATTGTTGGCAATATTGAACATCTGGAGGCCTGGCTGCCGACGGCGTTACGGCAGGCGATTGAGCACGTCAACGCGCATGTCACGGCAACGACCGCGCCAGGTAAGTATGACATTGACGGCGACAGGCTGTTTTATATGATTTCTGAAAATATGACGGAGCCGGGCGAATCGCGCAGCGCAGAGTATCACGCCCGTTATCTTGATATTCAGATTGTGCTACAAGGTCAGGAAGGGATGGCATTCAGTACCCGGC+ STY4806 100 STY3515 62 STY4806 98.5 STY3515
ATGAAATACAAGAGCTTAGTACTTTTCTCAATTTTGTTGCTGCTGGGGCAGAGCGCCCGCGCGGAACAAATTGGTTCAGTCGATACGGTATTTAAAATGTTCGGCCCTGACCATAAAATCGTGGTGGAAGCTTTTGACGATCCTGATGTCAAAAACGTGACGTGCTATGTTAGCCGGGCGAAAACGGGCGGCATAAAAGGCGGATTGGGGCTGGCGGAAGATACGTCTGACGCCGCTATCTCTTGTCAGCAGGTCG+ STY4934 100 STY4934 95.67
ATGGCTCAAGGTACGCTTTATATTGTTTCTGCCCCCAGTGGCGCGGGTAAATCCAGCCTGATTCAGGCTTTATTAAAAACCCAACCGTTGTACGACACTCAGGTTTCCGTTTCACATACCACGCGCGCGCCGCGTCCGGGTGAAGTGCACGGTGAGCACTATTTCTTTGTAAATCATGATGAGTTTAAAACCATGATTGGCAGGGAGGCGTTTCTGGAGCACGCGGAAGTGTTTGGCAATTACTACGGCACTTCGC+ STY4052 100 STY0638 67.619 STY4052 99.4 STY3124
ATGACCCGTTTTCAATCCCAACGTAAGCAAAAATATACGATGAATCTGAGTACTAAACAAAAACAGCACCTAAAAGGTCTGGCACATCCGCTCAAGCCTGTTGTTATGCTTGGCAATAATGGTTTGACCGAAGGGGTACTGGCCGAGATTGAACAAGCGTTAGAGCACCATGAACTTATCAAGGTGAAAATCGCCTCGGAAGATCGCGAAACAAAAACCTTGATCGTGGACGCTATCGTGCGCGAAACCGGCGCCT+ STY3476 100 STY4563 86 STY3476 100 STY3021
ATGAAATACCGCATCGCTTTGGCTATCACGCTTTTTACGCTTAGCGCCGGCAGCTACGCTAATTCGCTTTGTCAGGAAAAAGAGCAGGATATACAAAAGGAAATTAGCTACGCTGAAAAGCACAACAATCAGCGCCGTATTGAGGGTCTGAACAAGGCGCTCAGCGAAGTACGCGCCAATTGTACTGACAGCAAGCTGCGCGCCGAGCATCAGAAAAAGATCGCTGAGCAAAAAGAAGAGGTAGCCGAACGCCAAC+ STY3408 100 STY3467 64.423 STY3408 99.5 STY3493
ATGTTTGTGAAGCTCTTACGTTCGGTCGCAATAGGTTTAATTGTCGGCGCTATTCTGTTGGCCGTCATGCCTTCTTTGCGCAAAATTAATCCTATCGCCGTCCCGCAATTCGACAGTACCGATGAGACGCCAGCCAGTTATAATTTTGCGGTTCGCCGCGCCGCGCCTGCCGTCGTCAATGTCTATAACCGCAGTATGAACAGTACCGCGCATAATCAACTGGAGATCCGCACGCTGGGTTCCGGCGTGATCATG+ STY3529 100 STY3528 76 STY3529 99.3 STY0231
ATGAACTCATTTGAGCGAAGAAATAAAATTGTCGACCTGATTAATACGCAAGGCAGCGTGCTGGTGATGGACCTTTCAAATACCTTTGGTATTTCTGAAGTGACTATCCGTGCTGACCTGCGTCTGCTGGAAGAGAAAGGCCTTGTCACCCGTTTTCATGGCGGCGCGGCAAAACCGGGAAGTCATCTGGCGGAAGGCGACAATCAGGAAGTCATTCTGGAAGATCGGTATCAACTCGCCAGCGATCCGAAAAAGC+ STY3445 100 STY3044 68 STY3445 99.4 STY3044
ATGGCTACGCAACGAGCATCAGGGCTACTGCAGCGTTTAGCGCAAGGCAGTCTGGTTAAACAAATTTTAGTGGGTCTGGTACTGGGGATTTTACTGGCATGGATTTCTAAGCCTGTGGCAGAAGCGGTTGGCTTGCTTGGCACCCTGTTCGTCGGCGCCTTAAAAGCGGTCGCCCCCGTTCTGGTGCTGATGCTGGTAATGGCCTCGATCGCCAACCACCAGCACGGCCAAAAAACCAATATTCGCCCTATTCTC+ STY3405 100 STY4482 60.194 STY3405 99 STY4482
ATGTATGTTGCGATGATCATCAGAAAGTATTTTCTTATTATTGCTCTCCTTGTTATGCCATGGCTGGCTATTCCTTCAGTCTCTGCGGCGGATAAAGGGTGGTTTAACACGTTTACCGATAACGTCGCAGAAACGTGGCGACAGCCTGAGTATTATGATTTGTATGTCCCCGCCATTACCTGGCATGCGCGCTTTGCCTACGATAAAGAGAAAACGGATCGCTATAACGAACGGCCGTGGGGCGTTGGTTTTGGTC+ STY0677 100 STY4805 64.423 STY0677 98.2 STY4805
ATGAAACATACTGTTGAAGTCATGATCCCCGAAGCGGAGATCAAAGCACGTATTGCCGAGCTGGGTCGTCAGATTACCGAACGTTATAAAGACAGCGACAGTGAAATGGTGCTGGTAGGTCTGTTGCGTGGCTCATTTATGTTTATGGCGGACCTGTGCCGTGAAGTTCAGGTTCCTCATGAAGTCGATTTTATGACCGCCTCCAGTTATGGTAGCGGTATGTCCACCACCCGCGACGTGAAAATCCTCAAAGATC+ STY0192 100 STY4267 60.396 STY0192 98.3 STY4267
ATGAATGATTTGAAAGAAGCTCTGGCCAAGCACCAACTTTGGATTTCGCTAGGTTGGAATGATGTCCTGGGACGATACCGGCGATCGGTGTTAGGGCCTTTTTGGATAACGATTTCGATGGGAGTCACCATATCAGCAATGGGACCTCTTTACGGTTCGCTGTTCAGTTCTGGTTCCGAAAATTTTATCATGCATCTTACTTTAGGTATGATCTTTTGGGCCTTTCTATCAGCAACTATTAATGAATCATGTGGAA+ STY0762 100 STY0765 59.259 STY0762 98.7 STY0765
ATGAGCGAAACGGCAACCTGGCAGCCGAGCGCGTCCATCCCCAATTTATTAAAACGTGCGGCGATTATGGCGGAAATCCGTCGTTTCTTTGCCGATCGTGGAGTGCTTGAGGTTGAGACGCCCTGCATGAGTCAGGCGACGGTCACAGACATTCATCTGTTCCCGTTCGAAACGCGTTTCGTCGGACCTGGCCATTCCCAGGGGATCAACCTCTATTTAATGACCAGTCCGGAATACCATATGAAACGCCTGCTG+ STY4704 100 STY3196 62 STY4704 99.3 STY3196
ATGAAACCTGTTAGCCCAAATGCTCAGGTCGGAGGGCAACGTCCTGTTAACGCGCCTGAGGAATCACCTCCATGTCCCTCATTGCCACATCCGGAAACCAATATGGAGAGTGGTAGAATTGGACCTCAACAAGGAAAAGAGCGGTTATTGGCCGGACTTGCGAAACGAGTGATAGAGTGTTTTCCAAAAGAAATTTTTAGTTGGCAAACGGTCATTTTGGGCGGACAGATTTTATGCTGTTCCGCTGGAATAGCAT- STY1715 100 STY2520 58.416 STY1715 97.8 STY2520
ATGATGGATTTGTTTAAAGCGATTGGATTGGGGCTGGTCGTACTGCTCCCGTTAGCCAATCCGCTAACCACCGTGGCGCTGTTTCTTGGCCTTGCGGGCAATATGAATAGTGCGGAACGCAACCGGCAGTCCTATATGGCTTCGGTTTATGTCTTCGCTATTATGATGGTGGCGTACTATGCCGGGCAGTTAGTTATGAACACCTTCGGTATTTCGATTCCAGGGCTACGGATCGCCGGGGGGTTAATCGTGGCGT- STY1539 100 STY2479 72.277 STY1539 99.7 STY2479

STY4017 52 STY4654 50 STY4017 6.15 STY4654
GTGGGACCTCTGGCTGCAATACGTATACGGCAAATAGCATTTATTCCCGCGACAATGTTATCCCTTACCTATTGGTATACTGCGCTGGGACTATGGTGTACCGCCGGTATTATATGGTTAACGTTGTATAGTCATTTTTTGATAACTCACGTTCAACCTGTTGTTGTTTTGTGGATATCAGCACTTTTGCTTGGCCTGGGGTATGGGGCCGTTACCTGTCTTTCCCGCTTTGGCACTGTTGTCGCAACGTTGATAT+ STY0843 100 STY0841 75.238 STY0843 99.1 STY0841

HCM1.87 59.406 STY0981 48.571 HCM1.87 9.34 STY0981
STY4878 34 STY4878 20.61
STY2517 60.784 STY4849 52 STY2517 23.29 STY4849

ATGAAACCTGATATTCATCCTGTATACCGAACCGTCGTATTTCACGACACCAGCGCAAATGAATATGTGAAAGTGGGATCAACTATCAAAACTGAACGTGAAATCGAACTGGACGGCGTGACATATCCGTATGTCACTATTGATGTGTCATCAAAATCGCATCCTTTTTATACCGGTAGACAGAAAACGTTTGATAGCGAAAGTAGCGCCGCACGCTTCCAGAAACGTTTTGGTCATTTTATCGGCGCTAAACGGG+ STY0512 100 STY3774 55 STY0512 99.2 STY3774
ATGACGACTCATGACCGTGTGCGTCAGCAGTTACATGCGCTTGAAACGCTGCTGCGCGAGCATCGCCACTGGCGGCTGGATGCGCCGCAGGCGCATTTGTTTACCAGCACCCAACCATTTTTTATGGATACCATGGAACCGCTGGAATGGCTGCAATGGGTATTGATCCCACGTATGCATACCCTACTTGATAATGCGCAGCCGCTGCCCGAGGCGTTTGCCGTCGCCCCTTATTATGAAATGGCGCTGGCGGCGG- STY3104 100 STY1413 59.434 STY3104 97.9 STY3332
GTGGCGACACGAAGAAAACGTCGTGTGCTTTTGTATGAGCCGCGCGTCGCGTTTTATACCCAGAACGCAGAAAAAAAGCAAAGCATAAATGCGCATAATGTCAGCATTATCAGAAACGTTTACCGCCTGATTTTGACCGACATTGCGACGGCCTTCAAAAAAAGCTGGAAATTGGGCGAAGAAGTGACCTAA+ STY3242 100 STY2449 66 STY3242 52.17 STY2216

STY0765 28 STY0765 15.31
ATGGCTGTGGCGATAAGCCGCGTTACGCCTGCCGTTGTGCAACGACTCCAGGTACCGGTTCAGGTACTGCTCTATGCAGGTTTATTCATTTTTTCCCAATATCTTGTCTCCTGGCTGCACCTGCCGTTGCCCGCGAATCTGGTCGGCATGGTACTTATGTTGGCGCTGATCGTTTGCCGGATTATTCCGCTTAGCTGGGTACGCGCAGGCGCACGCTGGCTGCTGGCGGAGATGCTGTTATTCTTTGTTCCCGCCG+ STY4469 100 STY3836 62.727 STY4469 99.8 STY4008

STY1612 79 STY1336 62.136 STY1612 59.72 STY1336
ATGAATGACCAAATTTATCAGCGGATAGAAGACAGTGCGCGTTTCAGGGAATTAGTTGAAAAACGGCAACGGTTTGCCACGATTCTGTCGGTTATCATGCTGGCGGTTTATATCAGCTTTATTTTACTGATCGCCTTCGCGCCTGGCTGGCTGGGCACGCCTCTACATGCGGGAACCAGCGTCACCCGAGGAATTCCCATTGGCGTCGGGGTGATTGTGATTTCTTTTGTGTTGACCGGAATTTATATCTGGCGGG- STY4472 100 STY3933 62.385 STY4472 99.4 STY4193

STY0308 58.095 STY4234 57.009 STY0308 24.59 STY4234
ATGGCAAAGACTATTAAAATTACTCAAACCCGCAGTGCAATCGGTCGTCTGCCGAAACACAAGGCAACGCTGCTTGGCCTGGGTCTGCGTCGTATTGGCCACACCGTAGAGCGCGAGGATACTCCTGCTGTTCGTGGTATGGTCAACGCGGTTTCCTTCATGGTTAAAGTTGAGGAGTAA+ STY4376 99 STY1515 62.037 STY4376 99.4 STY1515

STY1509 60.952 STY1020 60.396 STY1020 31.09 STY1509
ATGGTAAAGGAGAGGCTTATGTTTCGTTGGGGCATTATATTTCTGGTTATCGCGTTAATTGCCGCCGCATTGGGTTTTGGTGGACTGGCTGGTACGGCTGCCGGCGCGGCGAAAATCGTCTTCGTCGTCGGGATCGTGCTCTTCCTGGTCAGCCTGTTCATGGGCCGTAAACGACCCTAG+ STY4912 100 STY4707 59.406 STY4912 100 STY4707
ATGTTTACTTATCACTCAGCAAATACCTCAGCAGCACAACCGGCCCTGGTCAACGCGATTGAACAAGGATTACGCGCGGAGTTAGGCGTTGTCACTGAAGATGATATTTTAATGGAGCTGACCAAATGGGTTGAGGCTTCCGACAATGACATCCTCAGTGACATCTACCAGCAGACCATCAACTATGTGGTAAGCGGGCAGCACCCGACTCTGTAA- STY1496 100 STY2260 54 STY1496 100 STY2260
ATGAAAGTGCGTGCGCATCAGTATGACACGGTGGACGCGCTTTGCTGGCGTCATTACGGGCGCACGCAGGGTGTCACTGAGCAGGTTCTGCAGGCAAATCCGGGGCTGGCTGAGTACGGCCCATTTTTACCGCACGGGCTGCAGGTGGAGCTGCCGGACATTACGGCGTCAACCACGGCGCAGACCGTCCAGCTATGGGACTGA- STY4622 100 STY3680 96 STY4622 99.5 STY3680
ATGAAAATAAACCAGCTAGCCGTCGCAGGCACGCTTGAGTCCGGCGATGTGATGATACGCATTGCGCCGCTCGATACGCAGGATATTGACCTGCAAATTAACAGTAGCGTTGAAAAACAGTTTGGCGAGGCCATTCGCGCCACCATCCTGGAGGTGCTTTCTCGCTACGACGTGCGCGGCGTACAACTGAACGTCGATGATAAAGGCGCTCTGGACTGCATTTTGCGCGCCCGACTGGAAACGCTACTGGCGCGCG- STY0672 100 STY0068 66.337 STY0672 99.7 STY0068
ATGGCCAAAGAAGACAATATTGAAATGCAAGGTACCGTTCTCGAAACGTTACCTAATACCATGTTCCGCGTAGAGTTAGAAAACGGTCACGTGGTTACTGCACACATCTCCGGTAAAATGCGTAAGAACTACATCCGCATCCTGACGGGCGACAAAGTGACCGTTGAGCTGACCCCGTACGACCTGAGCAAAGGCCGCATTGTCTTCCGTAGTCGCTAA- STY0951 100 STY0628 52 STY0951 100 STY0628



ATGACGCTTGAACGAATCAGCGCCTTTATCACTTACTGCATTGCCGTGCTGCTGGCATGGCTGGGCGATCTGTCGCTCAAGGATGCGTCAACGGTTGGCGGCGTACTGATTGGTGTGCTGATGCTGGCTATCAACTGGTACTACAAACACCAGTCTTTCAAATTGTTACGTGGCGGCAAGATTTCGCGGGGGGAATATGAATACTTCAATCGTTAA- STY4621 100 STY3681 90 STY4621 99.1 STY3681
ATGAGGTATACCGTAGCCTTAACCGGCGGTATTGGCAGCGGTAAAAGTACCGTCGCTGATGCCTTCGCTGACCTCGGAATAACCGTCATCGACGCGGATATTATCGCGCGCCAGATGGTTGAGCCAGGGCAGCCCGCCCTGAACGCAATAGCGGAACATTTTGGTTCTGAACTTATCGCCGCCGACGGCACGTTACGTCGCCGGGCACTGCGTGAGCGTATTTTTTCGCATCCGGAAGAAAAAGCCTGGCTTAACG- STY0162 100 STY2109 64.706 STY0162 99.4 HCM2.0125c
GTGAATGAATGGCGTAACCCCACTCGGTGGTTATGTGCGGTAGCTATGCCTTTTGCACTGCTCCTGCTTTCCGGATGCGGCAGTAGCGATGCGTTACCTGACCTCGAATCACAGCGACTCGACCTGAGCGTGAAAGCCTCCGATAAGGTGAATCCTGACAATCAGAAGAAGGCCGCGCCCATTGAGATACGTGTTTATGAACTAAAAAATGACGCCGCTTTCACGACAGCTGATTACTGGTCGCTCCATGACAACG+ STY0303 100 STY0554 64.423 STY0303 99.6 STY1832
GTGTTAATCATTGAAACCCTGCCGCTGCTGCGCCAGCATATTCGCCGTCTGCGTCAGGAAGGCAAACGCGTCGCACTGGTTCCCACTATGGGCAACCTGCACGACGGCCATATGAAGCTGGTCGATGAGGCAAAAGCCCGGGCCGATGTGGTCATCGTCAGCATTTTCGTCAACCCGATGCAATTTGATCGGCCGGACGATCTGGTGCGCTATCCGCGCACGTTGCAGGAAGATTGTGAAAAGCTGAACAAACGCA- STY0199 100 STY0199 96.6
ATGCCAACCAGACCACCTTATCCGCGGGAAGCTTATATCGTCACCATTGAAAAAGGCACGCCGGGCCAGACGGTGACGTGGTATCAGCTACGGGCTGACCATCCGAAACCTGATTCGCTCATCAGCGAGCATCCGACCGCAGAAGAAGCGATGGATGCGAAAAAACGTTACGAAGATCCGGATAAATCATAG+ STY0422 100 STY1721 35 STY0422 99.5 STY1721
ATGAAAAAAATGATGAACGACGCTTTTGCTAAAGATAATAATGAGAATTTATTACACTCTTTTCTTTTTTCTCAGCAGGCTAAACCTCACGCGGCGATTGATGCCTTATTTTCGGCCTTGTTGCCATTTGGTCAACCGTTTACGCTGGGTATCGGCGATGAGTTTTATTTACAGGCCAATGATGAACACTACATTGTATTACTGGAGTCAGGAATTGTTTCTTTCTGTCGTGATGACAACCGACTCCATATATCTT+ STY0021 100 STY4431 63.208 STY0021 97.6 STY4945
GTGGCTTTTTTAATGCGTAAGCGCAAAGAAAAAGCAGTAAAGGTGCGGCAGTATGTAAATAGTAATGAGAACGACTATCAATTCGACGTTGTTTTGATATTATTATGCTCAGATTTTGTGATTTGCGTCCTGGAGATACAGAGTGGGTAA- STY3332a 100 STY4578 59.406 STY3332a 100 STY4578
ATGTTCGCGCTGGTACTTTTTGTATGTTACCTGGATGGAGGATGCGAGGATATTGTCGTGGACATCTACGATACCGAGCAGCAGTGTCTTTATTCGATGGACGATCAACGGATTCGCCATGGCGGCTGTTTTCCGGTAGAGGATTTTATCGACGGCTTCTGGCGACCTGCGCAGCAATATAGCGATTTTTAA+ STY1983 100 STY4883 43 STY1983 99.5 STY4883
ATGAAAAAGTTATTTATATGCTCAGGTTTGGGCATGATGTTTTTTATGCTTGCGGGTTGTACAACCAACTATGTGATGACGACGAAGAATGGGCAAACGATCGTAACTCAGGGTAAGCCGCAGTTAGATAAAGAGACGGGAATGACCAGTTATACCGATCAGGAAGGCAACCAGCGGGAAATTAACAGCAATGATGTGGCGCAGTTGATTAAGGCTGACTAA+ STY1480 100 STY1391 69 STY1480 99.5 STY1391
ATGCAGGTGTTAAACTCACTTCGCAATGCAAAACAACGGCATCCGGATTGCCAGATAGTCAAACGCAAAGGACGCTTATACGTGATTTGTAAAACAAATCCGCGTTTTAAGGCGGTTCAGGGGCGTAAAAAAAGACGTTAA+ STY0513 100 STY4721 59.804 STY0513 100 STY4721
ATGTGTGGCATTTTCAGTAAAGAAGTCCTGAGTAAACACGTTGACGTTGAATACCGCTTCTCTGCCGAACCTTATATTAGTGCCTCAAGCAGTAATGTCTCAGTTTTATCTATGTTATGCCTACGGGCAAAGAAAACACTCTAA- STY1968 100 STY1968 100
ATGAAATCGAACCGTCAGGCTCGTCATATACTTGGACTGGATTACAGAATTTCCAACCAGCGTAAGGTTGTTACTGAAGGCGACACCAGCAGCGTGGTGAATAACCCAACCGGCAGAAAGCGTCGCGCCGATAGCCAAAAGTAA- STY1495 100 STY1149 74.757 STY1495 98.6 STY1149
ATGTTAGAGTTATTAAAAAGTCTGGTATTCGCCGTCATCATGGTACCGGTAGTGATGGCCATCATCCTCGGTCTGATTTACGGTCTGGGTGAGGTGTTCAACATTTTTTCCGGTATCGGTCAGAAAGACCAGTCCAGACAGAACCGCTGA+ STY0813 100 STY3109 56.311 STY0813 96.15 STY3109

STY0757 60.784 STY0757 8.57
STY4479 60.952 STY0802 57.407 STY0802 31.58 STY4479
STY2504 51 STY3775 43 STY2504 20.72 STY2040
STY4661 63.208 STY4064 60.194 STY4661 14.9 STY4064
STY0140 50.98 STY0140 4.3
STY0747 66.038 HCM1.100 60.194 HCM1.100 17.11 STY0747

STY3005 61.905 STY3005 35.14
STY1765 59.259 STY0804 32 STY1765 21.66 STY0804

HCM1.243 68 STY2685 65.347 HCM1.243 35.59 STY4303
STY4611 83 STY4387 59.048 STY4611 29.69 STY4387
STY3624 64.356 STY3624 12.02
STY0490 60.377 STY0490 11.96
STY3098 100 STY3099 77 STY3098 97.6 STY3099
STY3110 100 STY1956 79.208 STY3110 97.9 STY1956
STY4791 61.386 STY3889 46 STY4791 7.01 STY3889

TTGTTGCAACCACGGCTTTATACTTTTTACGAGTGCTATTTTTTTTGGCTAATTAAAAAGGTAAAGTTAATGAAACTATCCGTAACATTGGCGTTTTTCGGTTACATGATGGTATCCAGTATGGCACAAGCTAGCGATATCAATATGTGGCGTGAACCCAAACCTGTTGTGAAAGAGGGTAAATATTACAGCTTAATCATGGATCGTGGCGAGTTGCAAAAAGCAGTAAAAAGCAGCAGCAATAACTATCTCTTTT- STY1499 100 STY1751 56.863 STY1499 100 STY1751
ATGATTGATACCCCCAGAGACTTCATGGCAGGCCTGGTCTGTCAACTGGAAAGCACAGCGCGTAGCCTGCGCTCCACATTTGACCTGCCGGACGAGCCAACAGGCAATGCAGCGCCTTCATGGCTGACTGAGCCGACGCCACAGATTAACGGGCTGGAGGCATAA- STY1605 100 STY1605 100
ATGGGAACCACTCAGCAGGTCATTCTGATCACAACCGTAACGGCAGGGGCCGCACTGGCACAGCAGCGTTTTGTCGGGGCAGATAATACCCCCTGTAAAGCCGGTGCCGCAGCGCTCGGGGTTGCCGAAGTGGATGCTGTTACCGGCGACAGCACGCCGGTGAGCGTTCTGGGCATTATTGCTGTCGAGGCCGGGGCCGCTGTCAGCCGTGGTGTGGCTGTTCAGTCAGATGCTCAGGCCAGAGCCGTGCCGCAGT+ STY1621 100 STY2479 62.376 STY1621 100 STY2479
ATGAATAATGCTGCTGCAGTACTTGATCAGAATGGTATCGCTATAACTGCAGGCGATATTACCGTTTATAACTACGATGCTGAAAACCGTGAATATCTCTCTGCCACTGTTGAGTATCTCGCTTATGGTGTTGGAATTCCGGCTCACTCATGCATTGACGCGCCACCAGAAAAACGCCCCGGCTTCGCTGTCTGTCGTGATACCGACCAGAACATCTGGAAATATGTTCCAGACCACAGAGGCGAAACGGTTTACA+ STY1639 100 STY3692 67 STY1639 100 STY3692
ATGGGGCAGGATTCGGACGACAGGCGCCGTACCTCCAGTGCTGGAAGGGTATGGCAGGATCATAAAGATATGGTCAGGCAAGCGCTACGTGTAAGTATTCCGTGGTTCACATTTGTGAATATCAGCTTTGCGCTTATCATTTTATTTCGCCACATACTCATCAGTGACTTTGACAAGTCGATCAGTGCACAGACTGGAATACTGCCTTTAATAGACGATATTATGGGCAGTATTATTGTTTTTTCGTTCCTGATA+ STY2005 100 STY2194 69 STY2005 100 STY4904
ATGGCTACTTATTCTTTTATGGATGTCACCGCGTCCATTTCTGGCCCGACTGGCGAGATTGACCTGGGCTACGGTTCCGCCAGTTCAGAGGAGGGGATCACCGTTGCAATGGGCGGCCCCAAAAACACCATGACCATCGGTGCTGACGGCGAAGTGATGCACAGCCTGCACGCGGATAAAAGCGGTACGGTAACTGTCAATCTGCTGAAGACCTCGCCGACAAACAAAAAACTGTCGCTGGCGTATAACGCACAGA- STY2028 100 STY1059 91 STY2028 100 STY1059
TTGAGTCCTGAAGAAGGTCTAGTTACTGAAGCCTCTCAGCGCCTTATAAACGATATTTGTGCAAAATATGCAGGACGCACACAGTTCCTAGGCTGTAATGATGTCTTAATCGCCAAACGAGAGTCTGAAAAGTTACGTGACGTTTTAAAAGCATTTGCGGCAGAGAAAGGACTTGACGGCGCTGAAAAAGATGCATTTCTTAAGAGTGCGTTTGAACACTTACATGCACTAAGTAAGGCTGGTGAACCACTTAGTC+ STY1607 100 HCM1.137 54.369 STY1607 100 HCM1.137
ATGAACGTTCTGCCCGTCCTTGATGCGGTACTGGCCCGGTTACGCGAGAAGCTGCCGCAACTGCAGGTGGAGTACTTCCCGGAGAAACCGGCTGAATATCGCCTGAACCATCCGGTTGGCGCGTTGCTGCTGAGCTATGCCGGTTCGCGCTTTGACAGGCCGGATGATACCGGTGCGGTGATCCAGTCTCAGACTATCCAGCTCTGCGTCACGGTGGTCTTCCGCCAGCTCAACGGTAAAAAAGGGGCGATTAATG+ STY1623 100 STY0631 49.02 STY1623 100 STY0631
ATGAAAAGAAAAGTATTGGCACTTGTCATCCCGGCTCTGCTGGCTGCTGGCGCAGCACACGCCGCTGAAATTTATAACAAAGACGGCAACAAACTGGACCTTTACGGGAAAGTAGACGGCCTGCACTATTTCTCTGATGACTCTTCTAAAGATGGCGATCAGACCTATATGCGTGTCGGCTTTAAAGGCGAAACGCAGATTAACGACCAACTGACCGGTTACGGCCAGTGGGAATATAACGTTCAGGCTAACACT+ STY1649 100 STY2203 89 STY1649 100 STY2203
ATGAGCAGAAATTACACACCGGCGCAGAAAGCTGAAATACAAAAGCGCCTGACGGAACTGGTACGAACACACGGTCGGATGACGTTTGGAGAACTTCGGAAGATAACAGGGTTAACCATTTTTACAGCCCGTCACTACCTGGAAAAGGCGGAAAGTTGTGGGGATCTGTATCAGGCCGGGAGAAGCGGTATTTTTCCTTCGGAACAGGCTTTCCTGCTTTGGAAGTAG- STY2007 100 STY0194 78.095 STY2007 100 STY3227
TTGAGCAATAATTCCAGTACGGAGCCGGGATGGCTTACACCTGTCAGCGGCGATCCGGATTATGACGAGGCGCTCGACAGGCTGTTAAGCCAGTGGGTACGCAACGTTTCCGGTTTGCCGACTGGAATGGTTCGCCCCCGATGGCAGAAAGATCAGCCGCCACTGCTGCCAGCTGAAACGAACTGGTGCGCGTTCGGCGTTACCGGATGGCCCATAGATAACAGTCCCGCATTCACTAACCAGACTGAAGAGGGCG- STY2030 100 STY1057 87 STY2030 100 STY1057
ATGGATTTAAGTATTTGCTCCCGCTGTGAAGAAAAAGCATATTGGTATGATGAGAAACTAATAGTCCCTCAAAGCTCTACAGTGGAAATGCCTAATCCAGACATGCCTGATGACTGCAAGTCCGACTACATGGAAGCTAGAAGCATCATTAATCTGTCTCCTAAAGGCGCTGCTGCGCTCCTGCGCTTAAGTCTTCAAAAGCTGATGGTCCATCTCGGTGAGCCGGGGAAGCATATCGACACGGACATTAAGTCCC- STY3192 100 STY3192 100
ATGAGATACGGCTCTGTTTGCAGTGGAACTGCGGCGATGCCCATAGAGGAACCGGCGCTGCGCACCTGGCGCCGCCCGTTCCTGAAATGGGCAGGCGGTAAATATTCGCTGCTGCCGGAACTGGATCGTCTTATCCCGGCAGGTAAACGACTGATAGAGCCATTTGTGGGCGGCGGATCGGTGTTTCTTAACTCAGACAAGCACGAACGCTTCCTTCTGGCTGACGTCAACGCTGACCTGATTAACCTGTACCAGA- STY1014 100 STY4312 67 STY1014 100 STY4312
ATGGTAGCAAATGACCCTTCTGCAGTTCTGAATGCCGTAATTTGTGGGGTAATAGTCATCGTTCTGATGTTTTACCGACGCGGTGATGCGACACACCGCCCCCTGATTTCGTTACTGGCCTATGTCATGGTGCTGGTGTATGCCAGTGTCCCTTTCCGGTTTGTTTTTGGTTTATATGAATCATCCCACTGGCTGGTGGTGATGGTGAATATCCTTATCTGCGCCGCTGTGCTGTGGGCTCGCGGTAATGTGGCGC+ STY1041 100 STY3458 60.377 STY1041 100 STY3458
ATGGGGGAATTCCGGTTGAGCAATAACACCAGCACAGAGCGCGGATGGCTGATACCAACCAGTGGCGATCCGGATTATGACGAAGCGCTCGACAGGCTGTTAAGCCAGTGGATGCGTAACGTTTCCGGTCTGTCTGCCGGGATGGTTCGTCCGCGCTGGCAGAAAGAGCAACCGCCACTGCTACCGGCTGAAACGAACTGGTGTGCGTTTGGGGTTATCGGATGGTCAGGTGATGACAGTCCGGCATTCACCAGAC+ STY1057 100 STY2030 87 STY1057 100 STY2030
ATGGAATTAAAAAACGTAACCAGATACATTCCTGATGACCCGGATTATGATAACAGCTTTCTGTATTTTCGTAGTGAAGATGGTCAGGATTTTTATGAGTCGCTGAGTAAATTCACGAAAAAATATAAGTTGTGCATTGATTCTGAAAATATAATCCGTTCCGTATCAGAAGATGTGTCGCGACTCTATCCGGCTGGCTTTTCAGTTGTTGAGGTCAATAAACTACCAGCCGGATTTAATATCTATGGCGACTGGA+ STY1073 100 STY2013 100 STY1073 100 STY2013
ATGTCACAAAATGGCCTGCGTTTTACGCTGGATGTGGACGGATTAACGCCGGCGGCAACCACTGTCGTCAGCTTCACCCTCCAGAGGTATCAACAGTTCAACAGGTGCAAGCTGGAATAA+ STY3277 100 STY3277 100
ATGGAAAGTCTGAACGCCCTGCTTCAGGGCATGGGGCTGATGCACCTTGGCGCGGGCCAGGCCATCATGCTGCTGGTCAGCCTGCTGTTGCTGTGGCTGGCGATAGCGAAAAAGTTCGAACCGTTACTGCTGCTGCCGATAGGCTTCGGCGGCCTGCTCTCCAACATCCCGGAAGCGGGCATGGCGCTGACCGCGCTGGAGAGCCTGCTGGCCCATCACGACGCCGGGCAGCTGGCGGTGATTGCCGCGAAGCTC- STY0063 100 STY3531 100 STY3531 100 STY0063

STY1043 100 STY4816 60.577 STY1043 100 STY4816
ATGTCTACCTATTCTTTTATGGATGTCACTGCGACGCTGACCGGGCCGACCGGTTCGATTGACCTCGGGTACGGTTCGGCAAGTTCTGAGGAGGGGATTGTGGTTGCGATGGGCGGTCCTAAAAACACCATGACCATCGGTGCTGATGGCGAAGTGATGCACAGCCTCCATGCAGATAAAAGCGGGACGATTACCGTTAACCTTCTGAAGACATCACCGACAAATAAAAAATTGTCGCTGGCGTATAACGCACAGA+ STY1059 100 STY2028 91 STY1059 100 STY2028
ATGGCGAAAGAAAAGCTGGTTACCATCCATGTTCACACCCCGTTTACGCTGACGCTCGGTGATCAGTCAAAACAGGAGTTTGGCCGGGGACGGCATAACGTACCAGAAGAGGTCGCGTCGCACTGGTTTACCCGGGCGCACGCTGAGCTTTCCGAAAGCGGATCGAATGAAACTGATGACCAGCAACCCGTTATTGACAGCCTTCAGGCGCAGATTGCCGATAAAGATAAACTGATTGCCGATCTGAAAGACGCTC- STY2034 100 STY1053 98 STY2034 100 STY1053



ATGGTCACTAAAAAATTTAGTACACAAACAGAATACTCATGCTATATCCAAATTCATAGAAAAAAGAAAGAGAAACTTTATCTAATAACAAATTTTAAAAAAATCAGCAGTGCGTTGAGAAAACCAATACATACATTCCCAGATGGAATTATGCCATCAAATAGAAGAGAAAATAAATTAATTAATATCCTGAATTCGCATAAAAAAGATTCAGAGTTTAGATTTTTATTAAAAGAATTAATTAGTTATATTGGAG+ STY3279 100 HCM1.203 64 STY3279 100 STY1396
ATGTATAAAATTACTGCCACTATTGAAAAGGAAGGTGGCACTCCTACTAACTGGACAAGATATTCAAAATCTAAATTAACGAAATCAGAATGCGAAAAAATGCTCTCAGGGAAAAAAGAAGCAGGCGTTTCCAGAGAGCAGAAAGTAAAGCTGATAAATTTTAATTGCGAGAAACTTCTGTCCTCGTGA+ STY2075 100 HCM1.122 59 STY2075 100 STY1518
TTGAAGTATATGAAGCATTTTTTTCTAATCCTTTTTGGGATTTCTTCTCCATTTATATGTTTGGCTACTTCTGTTGAATTTAATGTTACAAAGGGAATAAAAGCATCAATCACTTGGGTGGATAATAAAAAAGTTGAGTATGAAATTACAGGTAGTGATCGTGTGGCAAAGAGAGGATATTATGATGTTGATACGGAAAATAATATCCATGTTAAATATGGTGATTATAATTTTGATGGTAAAGAAGATTTTGTGA- STY2353 100 STY0971 59.804 STY2353 100 STY0971
GTGCATGTACTGTCAGGAATGGCGAGAATCAGGAGACAAAAAACAATGAAGAGTCTGAAAAAGCCCCGCTCACATTACCAGTGGGTCGGTGCCACGGTTGTCACCACACAGGAGCTGAGCAGTGGACTGGCGGTTATTCCTGTCGGAAGTCGAGGCGTAGTGAATGCAGCAAAGCGCGGGCTGTCGGTAATATTTGATGCCTGCCCGTGTTGCGGTGTTCAGCTAAGGCTGACCCGTATTCGTCCTGAGATGCTTG+ STY4524 100 STY3991 61.386 STY4524 100 STY3991
ATGTGTGGATATTTTTCCCGACTGGCTTTATTCATGACGCTGTGCAGTGTGCCGCTGTGGGTACAGGCATTCTGCTTTGATGCCGCTGCGGCGAAATACCATGTCTCCCCGCTGCTGATTAAGTCCATGGCCATTGGTGAAAGTAATCTTGATCCGCATGCAACAAATGATAACCGGGACAAAAAAACGGGGAAAATCAAAAGCACGGATTATGGACTGATGATGGTGAATTCTACGCATATTCCCCGTCTTGTCT+ STY4548 100 STY1450 64.762 STY4548 100 STY3000
ATGAGCCGATTTCGCCATGCTCTGAAGGATCGCGATCAGCATATTTTGACCCTGAGATTAGCGTGTGGAGTTCTGCTTCTCTTATTGATTCTGGTTATTACAGGATGGATGCGGGCGCCCAGTGACCTGACAATACATAACCCGCCAGATTTACGCAGCGGGAGTACGCGTAAATGGTGGGAGGTCCCTCCGAGTACGGTCTACAGCTTTGCCTTTTATATTTTTCAGCAAATTAATGCCTGGCCGAAGGACGGAG+ STY4568 100 STY4467 60.396 STY4568 100 STY4467
ATGAAAGTAACATGGACTGTCACTCCTGTGGGGTATCAGCACATCGCAAAACGCTGTCCGTCATGCAATGTAAAAAGAGACTTCACGCCGTCAGGTGCATTCAGGATTAATTCACAAAAGAAAATACTGGACGTATGGAGTATCTATAAATGTACTCACTGCGATTACACCTGGAATATAGCGCTGTATTCCCGCCTTCCTGTAAGCAAAATAAATCAGGAACTTCATCACCGGCTGATGACAAACGATGAATCCA- STY4585 100 STY4858 86 STY4585 100 STY4858
ATGATGATGGTACTGGGGTTATATGTCTTCATGCTGCGTACAGTGCCATATCAGGAGCTGCAGTATCAGCGAAGCTGGCGACACGCCGCCAACAGTCGGGTGAACCGGCGACCATCAACGCAGTTTCTTGGCCCGGATAATGACCCGCTGACGTTATCTGGCGTACTGCTGCCGGAAGTCACCGGCGGCAGGCTGTCATTGCTGGCACTTGAGCAAATGGCAGAGCTTGGCAAAGCATGGCCCCTGATTGAGGGAA- STY4602 100 STY2883 85 STY4602 100 STY2883
ATGTTTAAAGGCGATATGAATAAAAAACGCGCCAAAGCGTTACAGAAAGTGAAAGAAGCCATCACGCTTCACGGTGGGCAAACTATCCTCAGCACAGGAATAACTGGCGACGATGCGCGCCTGGCGAAAGCCGTGTGTGAGGCTGGCGTTAAGCTTCTGGAGCCGAACCACCCTGCGTTGGCGCTGGCGCGTGGACACAAAGGCGTGAGCAACATGCACGCGGCGGAGCAGATTCGTCACGAAATCACCAATAGCC- STY4414 100 STY2541 63 STY4414 100 STY2541

STY3689 100 STY4613 100 STY4613 100 STY3689

GTGCCTGATATGAAGCTTTTTGCTGGTAACGCCACCCCGGAACTAGCACAACGTATTGCCAACCGCCTGTACACTTCTCTCGGCGACGCCGCCGTAGGTCGCTTTAGCGACGGCGAAGTCAGCGTACAAATCAACGAAAATGTACGCGGTGGTGATATTTTCATCATCCAGTCCACTTGTGCCCCAACCAACGACAACCTGATGGAATTGGTCGTTATGGTTGATGCCCTGCGTCGTGCTTCCGCAGGTCGTATC+ STY1906 100 STY4404 61.321 STY1906 99.4 STY2096
ATGCTAAAACTGATTGATATCACCTGGCTTTACCATCATTTGCCGATGCGTTTTACGCTGGCGGTAGAACGCGGCGAGCAGGTGGCGATTCTTGGCCCCAGCGGCGCGGGGAAAAGCACGTTGTTGAATTTAATTGCCGGTTTTCTTGCGCCTGCCAGCGGTACGCTACTGATTGCCGGCGAAGACCATACGCTTACGCCGCCCTCACGCCGTCCGGTCTCAATGCTGTTTCAGGAGAATAATTTATTCAGCCACC- STY0123 100 STY0911 78 STY0123 98.3 STY0911
ATGAGTACTTCTACCCAGAACATCCCGTGGTATCGCCATCTCAACCGGGCGCAATGGCGGGCATTTTCCGCTGCCTGGTTGGGATATCTGCTTGATGGTTTTGATTTTGTGTTAATTGCTCTTGTACTGACTGAGGTACAAAGCGAATTTGGGCTGACGACGGTACAGGCGGCAAGCCTGATTTCTGCGGCTTTTATCTCTCGCTGGTTCGGCGGGTTATTACTGGGCGCGATGGGCGATCGCTATGGGCGTCGT- STY3519 100 STY1169 72 STY3519 99.1 STY1169
ATGGTGGCGAGCTATCGTAGCCAGGGGCGCTGGGTTATCTGGCTCTCGTTTCTTATTGCGCTGTTGCTGCAAATCATGCCCTGGCCGGACGACATCATTGTTTTCCGGCCAAACTGGGTTTTGCTCATCTTACTGTACTGGATTCTGGCCCTGCCGCACCGCGTAAATGTGGGGACGGGATTTGTGATGGGTGCCATACTTGATCTCATCAGCGGTTCCACACTTGGCGTGCGCGCTCTGTCGATGAGCATTGTCG- STY3552 100 STY2973 58.252 STY3552 99.8 STY2973
ATGAATACTCTTCCTGAACAGCACGCGAATACCGCACTCCCCACCCTCCCTGACCAGCCGCAAAACCCTGGCGTCTGGCCGCGCGCTGAACTGACCGTCGCCGGTATCAAAGCCCGCATCGACATCTTTCAACACTGGCTGGGAGAGGCATTTGACAGCGGCATTTGTGCTGAACAGCTTATTGAAGCCCGAACCGAATTTATCGACCAGTTGTTGCAACGCCTGTGGATTGAGGCCGGTTTCGGTCAGATTGCC- STY0237 100 STY0237 99
ATGACACCAGGCGGACAAGCTCAGATAGGTAACGTTGATCTCGTAAAACAGCTTAACAGCGCGGCCGTTTACCGCCTGATTGACCAGCATGGTCCTATCTCGCGCATACAAATTGCCGAGCAAAGCCAGCTTGCTCCCGCCAGCGTAACGAAAATTACGCGTCAACTCATTGAACGCGGGCTGATCAAAGAAGTCGATCAGCAGGCCTCTACCGGAGGCCGCCGCGCTATCTCTATCGTCACGGAAACCCGTAAC- STY0720 100 STY1576 68.627 STY0720 98.9 STY1576
CTGGTAATGGAAAATGGTCAGGTCTACCCGATTAAAGGCACGCTGCAATTTTCCGACGTTACCGTAGATGAAAGCACCGGCTCTATCACGCTCAGGGCGGTGTTCCCTAACCCGCAACACAGTCTGCTTCCCGGTATGTTTGTTCGCGCCCGCATCGATGAAGGCGTCCAGCCCAATGCCATCCTTGTCCCCCAGCAGGGCGTGACCCGCACGCCGCGCGGCGACGCAATGGTGATGGTGGTTAACGATAAAAGTC+ STY3569 100 STY0520 86 STY0520 65.3 STY3569
ATGCTGGGATTAAAACAGGTTCATCACATCGCGATCATTGCGACAGACTATGCGGTGAGCAAGGCGTTTTATTGCGATATTCTGGGGTTCGATCTGCTAAGCGAAGCCTGGCGGGAAGAGCGTGACTCGTGGAAGGGCGATTTGGCGCTAAACGGGCAGTATGTGATTGAGCTTTTCTCTTTTCCCTTCCCTCCGGCGCGTCCAAGCCGACCTGAAGCCTGCGGTCTGCGCCATCTGGCTTTCAGCGTGGAAAATG+ STY0260 100 STY3808 51.485 STY0260 99.5 STY3808

STY1545 100 STY3353 61 STY1545 80.69 STY3353
ATGAAAAAAGTAGCGATCGTTGGCGCATTGCTGGTTCTGGCCGGATGCGCCGAGGTGGAAAACTATAATGATGTGGTGAAAACGCCCGCGCCGGCCGGTCTGGAAGGGTACTGGCAGTCAAAAGGCCCGCAACGTAAGCTGGTGAGCCCTGAAGCTATCGCCAGCCTGGTGGTGACTAAAGAAGGCGATACGCTGGACTGCCGCCAGTGGCAGCGCGTTATTGCTCTGCCGGGCAAGCTGACCATGCTCTCCGATG- STY2172 100 STY2960 66 STY2172 96.48 STY2960
ATGATCATCGTTACCGGCGGCGCGGGCTTTATCGGCAGCAATATCGTTAAGGCCCTGAATGATAAAGGTATCACCGATATTCTGGTGGTGGATAACCTGAAAGACGGCACCAAGTTTGTAAACCTGGTGGATCTGAACATTGCTGACTATATGGATAAGGAAGATTTCCTGATCCAGATTATGTCCGGAGAAGAGCTCGGCGATATCGAAGCTATTTTCCATGAAGGCGCCTGCTCTTCCACCACCGAGTGGGAC- STY4085 100 STY2109 62.745 STY4085 99.4 STY2109
ATGAAAAAAGCGCTTCTGGTGGTCAGTTTTGGCACCAGCTATCACGACACCTGTGAAAAAACATTGTGGCGTGCGAACGTGATCTGGCGGAGTCCTGTCCCGATCGCGACCTGTTTCGCGCCTTCACTTCCGGAATGATCATTCGCAAGCTTCGCCAGCGTGACGGTATCGACATCGATACGCCATTACAGGCTTTGCAAAAGCTTGCAGCACAGGGATATCAGGACGTGGCGATTCAGTCGTTGCACATTATTAA- STY2229 100 STY0635 65 STY2229 98.5 STY0635
ATGAAAAACCCCACGTTATTGCAGTACTTCCACTGGTATTATCCCGACGGAGGAAAACTCTGGTCTGAGCTGGCGGAACGTGCTGATGGGCTGAATGATATCGGTATCAATATGGTCTGGCTACCGCCCGCCTGTAAAGGCGCCTCCGGCGGCTATTCCGTAGGCTATGATAGCTACGACCTGTTTGACCTCGGCGAATTTGACCAAAAAGGAACTATCGCGACAAAGTACGGCGATAAACGCCAGTTACTGACG+ STY2171 100 STY4484 90 STY2171 98.7 STY4484
ATGCTAACGGTCGTGGGAATGGGGCCCGCTGGACGGCATTTGATGACGCCTGCGGCGCTGGAAGCGATAGACCACGCCGATGCGCTGGCAGGCGGTAAACGGCATTTGGCGCAGTTTCCGGCGTTTGGCGGCGAACGATTTACGCTGGGCGCGGATATTGGCGCGTTGTTGTCATGGATTGCCGCCCGTCGGGATAAAGGGATCGTGGTGCTGGCCTCCGGCGATCCGCTGTTTTATGGCATCGGTACACGCCTGG- STY2236 100 STY2480 62.745 STY2236 99 STY4000
ATGTTCGCGCTCTGCGATGTTAATAGCTTTTACGCCTCCTGCGAAACGGTCTTTCGTCCTGATTTATGTGGCCGACCGGTGGTGGTGTTATCAAACAATGATGGCTGCGTTATCGCGTGTAGCGCCGAGGCGAAACAACTCGGTATCGCAGCAGGTGAGCCATACTTCAAACAGAAAGAACGCTTCCGGCGATCCGGTGTTGTTTGCTTCAGCAGTAATTACGAGCTTTACGCTGATATGTCGAACCAGGTAATG- STY2205 100 STY2466a 83 STY2205 98.7 STY4597
ATGAGTGACTATAAATCGACCCTGAATTTGCCGGAAACAGGGTTCCCGATGCGCGGCGACCTCGCCAAGCGTGAACCGGGAATGCTGGCGCGTTGGACCGATGATGATCTGTACGGCATCATTCGTGCGGCCAAAAAAGGCAAAAAAACCTTCATTCTGCATGATGGCCCTCCATATGCGAATGGCAGCATTCATATTGGTCACTCAGTTAACAAGATTCTGAAAGACATTATCGTGAAGTCCAAAGGACTGTCG+ STY0055 100 STY0699 61 STY0055 98.6 STY0699
ATGAAAAAACGCATCATTGCCGCCGCATTACTGGCAACGGTTGCTTCATTCAGCACACTTGCGGCAGAGCAGGTCTCTAAGCAAGAAATCAGCCACTTCAAACTGGTTAAGGTCGGCACCATAAATGTGTCCCAGAGTGGCGGGCAGATTTCCTCACCCTCTGATCTACGCGAAAAACTGTCAGAATTAGCCGATGCGAAAGGCGGAAAATATTACCATATTATCGCTGCACGTGAGCATGGTCCGAATTTTGAAG- STY0095 100 STY1058 58.416 STY0095 99 STY1058
ATGCAAACGAAAAAAAATGAAATTTGGGTAGGCGTTTTTTTGCTGGTAGCGTTGCTGGCGGCGCTGTTTGTTTGCCTGAAGGCGGCAAATGTGACCTCTATGCGCACGGAGCCGACCTATAAGGTTTATGCGACCTTCGATAACATCGGCGGTCTGAAAGTGCGTTCCCCGGTACGCATCGGCGGGGTGGTTGTCGGGCGGGTTGAAGATATCTCGCTTGATCCGAAAACATACCTGCCGCGCGTAACGCTCGACA- STY3490 100 STY0183 65.049 STY3490 99.5 STY3888

STY3792 65.421 STY1134 63.366 STY1942 11.69 STY1134
ATGAGGAGACAAAAACGAGATCGCCTGGAACGGGCACATCAACGTGGATATCAGGCCGGCATCGCCGGACGATCAAAAGAAATGTGTCCCTATCAGACGCTGAATCAACGGTCATACTGGTTGGGAGGTTGGCGACAAGCCATGGAGGACAGGGCGGTAATGGCCTGA+ STY1087 100 STY1392 55.34 STY1087 99.4 STY1392
ATGATGAAAAAAAGCGTCGCTATGCTGGCGGTTTGTATGCTGGCGCAAAGCCACCTTGCCATTGCTGCCGGTGCTCCTGCGCCTCAAGAGATCAACATTGTTTTACTGGGCACCAAAGGCGGGCCTTCTTTGCTCAATACAGCCAGACTACCGCAAGCGACGGCGCTCACTATCGGCGATAAGATATGGCTGATAGATGCCGGCTACGGCGCCAGTCTGCAACTGGTGAAAAATGGCATTCCACTGCGCAACATC+ STY1143 100 STY0747 62.745 STY1143 98.59 STY4156
ATGAATAAAACAACTGAGTATATTGACGCACTGCTGCTTTCTGAACGTGAGAAAGCGGCATTGCCGAAAACTGACATCCGCGCCGTGCATCAGGCGCTGGATGCCGAGCATCGGACTTACTCGCGAGAAGACGATTCACCGCAGGGTTCCGTAAAAGCCCGCCTTGAACACGCCTGGCCGGATTCATTGGCGAAGGGGCAGTTAATTAAAGATGATGAAGGGCGCGATCAGTTGCAGGCTATGCCAAAAGCGACG+ STY1188 100 STY4466 61.905 STY1188 98.9 STY4466
ATGGGCAGTAATTATATCGTCATCGAGGGCCTGGAAGGCGCCGGAAAAACCACTGCGCGCGACGTGGTGGTGGAGACCCTTGAGCAACTGGGTATTCGTAACATGATTTTTACCCGTGAGCCGGGCGGTACGCAGCTTGCCGAAAAACTAAGAAGTCTGGTGCTGGATATCCGATCGGTAGGCGACGAAGTGATTACCGATAAAGCGGAAGTGCTGATGTTTTATGCCGCTCGCGTACAGCTCGTCGAAACGGTAA+ STY1239 100 STY0507 60.377 STY1239 99.7 STY2271
ATGTATTACGGGTTTGACATTGGCGGAACAAAGATTGCGTTAGGCGTATTTGACTCAACGCGGCGGCTGCAGTGGGAAAAACGGGTTCCCACGCCCCATACCAGCTATAGCGCCTTTTTAGACGCCGTGTGCGAACTGGTCGCGGAAGCCGACCAGCGATTTGGCGTAAAAGGGTCGGTAGGGATTGGCATACCCGGTATGCCGGAAACTGAAGACGGCACGCTGTACGCCGCGAATGTCCCGGCAGCCAGCGGTA+ STY1260 100 STY3785 62.376 STY1260 98.8 STY0426
ATGAAAATCAACAGATATCTTCTGGGTATGGTTTCGTTTATAGCATTTTCATCATATCTACAAGCGGCAACCCTTGATTATCGGCATGAATATGCTGATAGAACCAGAATTAATAAAGACCGTATTGCTATAATTGAAAAGCTTCCTAACGGCATTGGTTTTTATGTCGATGCCAGCGTTAAATCGGGAGGAGTAGATGGTGAGCAGGATAAGCATTTAAGCGATCTCGTCGCAAACGCTATAGAACTGGGCGTAA+ STY1168 100 STY3821 65 STY1168 99.2 STY3821
ATGAAAAGAATGTTAATCAACGCGACTCAGCAGGAAGAGTTGCGCGTCGCCCTTGTAGATGGGCAGCGTCTGTACGATCTGGATATAGAAAGCCCCGGACACGAGCAGAAAAAAGCGAACATCTATAAAGGCAAAATTACCCGTATTGAACCGAGCCTGGAAGCGGCTTTTGTTGATTACGGCGCAGAACGCCACGGTTTCCTCCCGTTAAAAGAAATTGCCCGCGAATATTTCCCCGCTAACTACAGCGCTCAT+ STY1226 100 STY3550 76 STY1226 98.5 STY3550
GTGAATAAATCAATGTTGGCGGGTATAGGGATTGGCGTAGCGGCTGCGCTGGGTGTGGCGGCAGTGGCCAGTCTCAACGTATTTGATCGTGGTCCGCAGTATGCGCAGGTGATATCGGCTAAACCGATTAAAGAGACGGTAAAAACGCCGCGTCAGGAGTGCCGTAATGTCACGGTCACGCATCGTAGACCGGTTCAGGACGAAAACCGTATTGCCGGCTCGGTGCTTGGCGCAGTAGCAGGCGGCGTGATTGGAC+ STY1252 100 STY1843 61.165 STY1252 98.9 STY1843

STY2522 67 STY4459 62.745 STY2522 43.06 STY1972
ATGAAAAAACCGACTCACTCTGGCAGCGGCCAAATCCGCATTATTGGCGGGCAATGGCGTGGCCGTAAATTACCGGTTCCGGACAGCCCGGGTCTGCGTCCTACCACCGATCGCGTGCGCGAAACGTTATTTAACTGGCTGGCTCCGGTAATGGTAGACGCCCATTGTCTGGATTGCTTTGCCGGCAGCGGCGCGCTGGGTCTGGAAGCGCTATCGCGTTATGCGGCCCAGGCAACGTTACTGGAAATGGATCGCG- STY4239 100 STY4021 58.416 STY4239 99.2 STY4021
ATGCCGTTGGAGAATGTCATGACTGATTTAAAAGCAAGCAGCCTGCGTGCGCTCAAACTGATGGATCTGACCACTCTGAACGATGACGACACCAATGAAAAAGTGATCGCGTTGTGTCATCAGGCAAAAACCCCGGTCGGGAATACGGCGGCGATTTGTATTTACCCGCGTTTTATCCCGATTGCGCGTAAAACTCTGAAAGAACAAGGTACCCCGGACATCCGCATTGCAACGGTGACTAACTTCCCGCATGGCA+ STY4918 100 STY3128 55 STY4918 99.5 STY3128
ATGACGCTGTCCATACCGCCCTCGATTCAATGCCAAACGGAAGCGGCGTGTCGCCTGATTACTCGTGTCACAGGCGATACGTTGCGTGCTATTCATTTATATGGTTCCGCTGTCGCGGGCGATCTGAAGCCAAACAGCGACATTGATCTGCTGGTGACAATATGCCAGCCGCTGACGGAGACCCAACGCGCAACGCTGATGCAGGAATTGCTGGCGCTTTCATCGCCGCCGGGGGCGTCAGCAGAAAAACGCGCTC- STY1857 100 STY3502 55 STY1857 98.6 STY3502
ATGATTAATAAAATTTTTGCCCTCCCGGTTATCGAACAGCTTACCCCTGTCCTTTCCCGTCGTCAGCTTGATGACCTGGATCTGATCGTCGTTGACCATCCGCAGGTTAAAGCCTCTTTTGCATTACAGGGCGCGCACCTTCTCTCCTAGAAACCCATTGGCGAGGAAGAGGTATTGTGGCTCAGTAATAATACGCCTTTCAAAACCGGCGTGGCGCTACGCGGCGGCGTACCGATCTGCTGGCCCTGGTTTGGAC+ STY1827 100 STY1690 61.905 STY1827 99.3 STY1690

STY4106 50.495 STY4106 8.88
ATGCGAGTGTTGAAGTTCGGCGGTACATCAGTGGCAAATGCAGAACGTTTTCTGCGTGTTGCCGATATTCTGGAAAGCAATTCCAGGCAAGGGCAGGTAGCGACCGTACTTTCCGCCCCCGCGAAAATTACCAACCATCTGGTGGCGATGATTGAAAAAACTATCGGCGGCCAGGATGCTTTGCCGAATATCAGCGATGCCGAACGTATTTTTTCTGACCTGCTCGCAGGACTTGCCAGCGCGCAGCCGGGATTC+ STY0002 100 STY3768 68.317 STY0002 98.8 STY4416

STY2353 62.5 STY0203 62.385 STY2353 10.17 HCM1.190
STY4322 59.048 STY3309 59 STY3309 9.27 STY4322

ATGAGTCTGCAATCTGTACGGCAATTTCTGGCCGCTCATGCTCCCGATATTGAAATTATCGAATTAAATCAAAGTACAGCGACTGTCGAACTGGCAGCCAAAGCGCACAACGTAGAGCCAGGGCAGATAGCTAAGACGCTCTCGCTTAAAGTAAAAGACACCATTATCCTGGTGGTCGCGAAAGGCGATGCCCGCCTGGATAATAAGAAGCTTAAAACCACTTTCGGCGCAAAAGCCCGTATGTTGAGCAGCGATG- STY4902 100 STY1218 68.317 STY4902 99.8 STY1218



ATGCGCATCGGAATGCGTTTGCTGCTGGGCTACTTTCTTATTGTCGCCGTCGCCGCCGTGTTTGTGCTGTCTATCTTTGTTCAGGAGATAAAGCCGGGCGTCCGCCGCGCGACGGAAGGGACGCTGATTGACACCGCGACGCTGCTGGCGGCGCTGGCCCGCGACGATCTCCTTTCCGGCAACCCGACTGACGGCCAGTTGGCGAAAGCATTCGCCCAGCTGCAACATCGCCCGTTTCGCGCCAATATCAGCGGG+ STY4936 100 STY2343 93 STY4936 98.9 STY2343
ATGGCAGTAAGACTGACTTTTGACGGGCAAAAGCTGACATGGCCTGGTATCGGGATATTTAAGGCGACCACGGGGTTACCGGATTTACAGTGGCCAGATAAACAGTGTGTGCCGGATGCGGCGATACCGGAAGGGAATTATAAATTGTTTATTCAGTTTCAGGGGGAGGCACCGATAAGAAATGCTGCGGATTGTGATCTGGGACCATCATGGGGCTGGAGTACCATTCCGCGAGGCCAGGCTGCCGGAACATGTG+ STY0317 100 STY0318 73 STY0317 83.32 STY2184

STY0329 93 STY4848 62 STY4848 33.21 STY0329
ATGATTCTGATGAATGCACTGACTGCCGTAAAAGCGAACACAGATGATTTAGCCCAACGCCATACTGGTTTCATCCTTGCCCCTTCGGCGCAGTCGCCGCGCCTGCTGGCGTTAACGTTTACGGCGGATACCACAAGACAATTTCTCCATCAGGTTGCGCAGTGGCCGGTGCAGGCGCTGGAATACAAATCTTTCTTACGTTTCAAAATCGGCAAGATCCTCGACGATCTGTGCGGCAATCAGCTACAACCGCTG+ STY2909 100 STY2909 98.9
ATGGTTAAGTTATCAATGACGCTGCGCCTGACAATTTCTTTTATCGCCATACTTATCCTCGCCTGTACCGGCATTAGCTGGACGCTCTATAACGCGCTGAGCAAAGAATTAACGTATCGGGATGATATGACGCTAATAAATCGGGCGGCGCAAATGCAGCAACTGTTACTGGATGGCGCCAGGCCGGAAAATCTGCCGCTCTATTTCAATCGGATGGTGGATACGAAGCAGGATATCTTATTGATCCACTCAGCA+ STY1127 100 STY3361 63.81 STY1127 98.4 STY3361
ATGCGTCAGGCTTTACCGTTGGTCACCCGTCAGGGCGATCGCATTGCTATTGTCAGTGGGTTACGAACCCCCTTCGCTCGTCAGGCCACTGCATTTCATGGTATTCCCGCTGTTGATCTCGGCAAGATGGTGGTAGGCGAGCTGCTGGCGCGCAGTGAAATTCCAGCCGATGCCATTGAGCAACTGGTTTTTGGTCAGGTAGTACAAATGCCGGAAGCCCCCAATATTGCGCGCGAAATTGTGCTGGGTACGGGA- STY2621 100 STY3164 68 STY2621 99.3 STY3164
ATGAAACTTTTTCGTATCCTTGACCCTTTCACGCTGACACTTATCACCGTGGTACTACTGGCCTCTTTTTTCCCGGCGGAAGGTGGCTTTGTGCCTGTCGTTGAAGGCATTACGACAGCGGCTATCGCTCTGCTGTTTTTTATGCATGGCGCGAAGCTTTCGCGTGAAGCGATCATCGCTGGCGGCAGCCACTGGCGGTTGCATCTGTGGGTCATGTGCAGCACTTTTGTGCTCTTTCCTGTCCTCGGCGTGCTG+ STY2661 100 STY3057 68.269 STY2661 99.4 STY3057
ATGAAATTTACTCTCGTTGCGACGGTTCTACTGACGTTTTCCCTTTCAGCTTTTGCCGTTGAGTATCCGGTATTGACCACCGCGAGCCCTGATCAGGTGGGGTTTGATAGCCAAAAACTTCACCGACTTGATGGCTGGATTCAAAATCAAATTGATGCCGGATATCCCAGCATCAATCTTCTGGTGATAAAAGATAATCATATTGTTCTACAAAAAGCCTGGGGCTATGCCAAAAAATATGACGGTTCCACGCTG+ STY2716 100 STY0961 59 STY2716 98.9 STY0961
ATGTCAAGTCCTGCTAGTTTTAATGGTTTGCGCCCGGTAATTGATGTTAACGATTCCGTGATGCTTTTAATCGATCATCAAAGCGGTCTTTTCCAGACCGTAGGCGATATGCCAATGCCGGAATTACGCGCTCGCGCCGCGGCGTTGGCGAAGATGGCGACGTTAGCGAAAATGCCGGTCATTACCACGGCATCCGTACCGCAAGGTCCGAACGGCCCGCTGATCCCGGAGATCCACGCTAATGCGCCACATGCAC- STY0948 100 STY4025 85 STY0948 99 STY4025
ATGACTGAATCTTTTGCTCAACTCTTTGAAGAATCCTTAAAAGAAATCGAAACCCGCCCGGGTTCCATCGTTCGTGGTGTTGTTGTTGCTATCGACAAAGACGTAGTACTGGTTGACGCCGGTCTGAAATCTGAGTCTGCCATTCCGGCTGAGCAGTTCAAAAACGCCCAGGGCGAACTGGAAATCCAGGTTGGTGACGAAGTTGACGTTGCTCTGGATGCAGTAGAAGACGGCTTCGGTGAAACTCTGCTCTCT+ STY0981 100 STY4292 63.107 STY0981 99.5 STY4292
ATGGCGCACGAATTACAACTCATCAAGCAGTCATCTGGAATTCTGATCCCCGCAACGCCGGAGACCAGTGATATTCTGCAATCAAAAATCAAACTCGGCGCCGTGCTGGTGGCTGAGTTCCGTCAGGTGAGGAATCCTGCATTCCATCGCCGCTTTTTCGCGTTGCTTAATCTTGGGTTTGAATACTGGGAACCCACCGGCGGCGCCATTTCTGCCAATGAGCGCAAACTGGTAAACGGTTATGCAAAGTTTCTCG+ STY1034 100 STY2052 70 STY1034 98 STY2052
ATGCGTCTGGTTCAGCTTTCCCGACATTCTATCGCCTTCCCTTCGCCGGAAGGCGCTTTACGCGAGCCTAACGGTTTACTGGCACTGGGCGGCGATCTCAGCCCTGCCCGGTTGTTAATGGCCTACCAGCACGGGATTTTCCCGTGGTTTTCGCCGGGCGACCCGATTCTGTGGTGGTCGCCCGATCCGCGCGCCGTGCTGTGGCCTGAAAAGTTTCACCTCAGTCGCAGCATGAAGCGCTTTCACAACGCATCCC- STY0953 100 STY3748 61 STY0953 98.9 STY2110
ATGCTGGCCTTTTTGCTGATCCTGCTGCCGTTGCTGGTTCTGGCCTGGCAGGCGTGGCAAAGCCTTAACGCGTTAAGCGATCAGGCTGCGGTGACTAACCGCAGCACGCTTATTGACGCCCGGCGCAGCGAGGCGATGACCAACGTCGCGCTGGAGATGGAGCGAAGCTACCGACAGTATTGCGTGCTTGACGATCCGACGCTGGCAAAAGTGTATCAAAGCCAGCGTAAGCGCTATAGCGATATGCTGGATGCC- STY2811 100 STY3813 68 STY2811 95.28 STY3813
GTGCATGTTATCAGCCGAAAACTGTTCAATGAAGCGATGCTCATGTATCCAAACCATGAGCTTGCTCTCACTGAGTTGCTGAATGTTCTGGAGAAAAAAACATTCACTCAGCCTGAAGAGATGAAGCGGTATATTCCTTCGCTGGATAATTTTAAGTACAGAGATAAATGGTGGGTGATTGATGTTTCTGGTAACAGCCTGAGACTCATTTCCTACATAGATTTCAGGTTACATAAGATATTTGTGAAACATATCG+ STY3847 100 STY1831 86 STY3847 98.7 STY1831
ATGGAACTCTATCTGGATACCGCTAACGTGGCGGAAGTTGAACGTCTGGCGCGCATTTTCCCGATTGCCGGCGTCACCACCAATCCAAGCATTGTGGCAGCCAGCAAAGAATCTATCTGGGATGTGCTGCCCAGGCTGCAAAACGCCATCGGCGAAGAAGGCACTTTATTTGCGCAGACCATGAGCCGCGACGCGAAAGGGATGGTGGAAGAAGCCAAACGGCTGAATAACGCCATCCCCGGCATTGTGGTTAAAA+ STY3758 100 STY0503 62 STY3758 99.1 STY0503
GTGATACCGGGTACGATTCCGACTTCTTATTTGGTCCCGACAGCGGATACTGAAGTGACGGGTGTGGTTTCGTTGAGTGCCAGGGCCGCTATGCTGAATAATGTGGATAGCGCGCCTTTAAGCAATGGCGGCGACGTTGATCTTTATGATGCATTCTACCAACGACTTTTGGCGCTTCCTGAGTCAGCCTCTTCTGAAACGCTTAAAGATAGCATTTATCAAGAGATGAATGCCTTCAAAGATCCTAAAAGTGGTG- STY2989 100 STY2714 54 STY2989 98.9 STY2714
TTGCGCTGGATACCCTTTTTAGCTGTCTTTCTCTATGTTTACATTGAGATTTCTATCTTTATCCAGGTCGCCCATGTGCTTGGCGTCCTGATGACGCTAATCCTGGTGATTTTTACGTCTGTTATCGGTATGTCGCTGGTACGTAACCAGGGTTTTAAAAACTTTTTGCTGATGCAACAAAAAATGGCGGCCGGTGAGAGCCCGGCGGCAGAAATGATTAAGAGTGTATCGCTGATCATCGCTGGCTTACTGCTCC+ STY4687 100 STY3823 67.925 STY4687 91.89 STY3823
ATGCAAAAGCAAGCTGAGTTGTATCGTGGTAAAGCGAAAACCGTATACAGCACGGAAAACCCGGACCTGTTGGTGCTCGAATTCCGCAATGATACGTCAGCAGGGGATGGCGCGCGCATTGAACAGTTTGATCGCAAAGGCATGGTAAATAACAAATTCAACCATTTCATTATGACCAAACTGGCCGAGGCGGGCATCCCGACCCAGATGGAACGTTTGCTGTCTGATACCGAGTGTCTGGTGAAGAAGCTGGAGA- STY2725 100 STY2725 98.7
GTGATTCCTATGTCCGAAACTAAAAATGAATTAGAAATTTTGCTGGAGAAAGCGGCGACTGAGCCCGCGCATCGTTCGGCATTTTTCCGTACCTTACTGGAGTCCACCGTCTGGGTGCCGGGCAGCGCTGCCGAAGGCGAGGCGATTGTGGAAGACAGCGCTCTGGATTTGCAGCACTGGGAAAAAGAAGACGGCACGACCGTCATTCCCTTCTTTACTTCTCTGGAGGCGCTGCAGCAGGCCGTGGAAGACGAAC- STY2781 100 STY3380 64.486 STY2781 98.7 STY3380
ATGGATAAGACGGCAGCGCTCGCCAGCGACATTTTACGTGGTATCGGCGGAGAGCAAAATATTCTGCGCCTGGAAAACTGTATGACGCGAGTCAGAGTGGAGGTACAGGACGACAGCCAACTGGATATTCCGCGCTTAAAAGCGTTGCCTGGCGTCAGTGGATACGTAAAGCAAGGGGAGCAACATCAGCTGATCGTTGGGCCGGGGAAGGCTGCACAGGTGGTTGATGCGATGCGCGTGCAGATTGCCGCAGGT- STY2816 100 STY2661 73 STY2816 98.8 STY2661
ATGAGCTTTATGTTGGCACTGCCAAAAATTAGCCTGCATGGCGCTGGAGCGATTGCCGATATGGTGAACCTCGTGGCGAATAAGCAATGGGGCAAAGCGCTGATCGTTACCGATGGTCAACTGGTAAAGCTGGGCCTGCTGGATAGCCTGTTTAGCGCACTGGATGAACATCAAATGTCTTACCACCTGTTTGATGAGGTGTTCCCAAACCCGACAGAAGAGCTGGTGCAGAAAGGTTTTGCGGCGTATCAGAGC+ STY3830 100 STY2698 74 STY3830 98.34 STY3112
ATGACTGAAAAATATATCGTTGCGCTCGACCAGGGTACCACCAGCTCCCGCGCGGTCGTTATGGATCATGACGCGAATATCGTCAGCGTATCACAGCGTGAATTTGAGCAAATTTATCCTAAGCCAGGCTGGGTAGAACACGACCCGATGGAAATTTGGGCGTCTCAAAGCTCAACGCTGGTAGAAGTGCTGGCTAAGGCCGATATCAGTTCCGATCAGATTGCCGCTATCGGTATCACCAACCAACGTGAAACC+ STY3784 100 STY0723 60.784 STY3784 99 STY4138
ATGAATCCATTAATTATCAAGCTGGGTGGCGTATTACTGGATAGCGAAGAGGCTCTGGAACGTCTTTTTACCGCGCTGGTCAACTATCGTGAGTCCCATCAGCGTCCGCTGGTGATTGTTCACGGCGGCGGTTGCGTGGTGGATGAGCTGATGAAAGGGCTTAATTTGCCAGTGAAAAAGAAAGACGGCCTGCGCGTGACGCCTGCCGATCAGATTGGCATCATTACCGGTGCGCTGGCGGGAACCGCTAACAAAA- STY3751 100 STY4545 62.745 STY3751 97.92 STY4545
ATGAAAACTCGCGACTCGCAAGCAAGTGACGTGATTATCATTGGCGGTGGAGCAACAGGCGCAGGGATCGCCCGCGACTGCGCGCTGCGCGGTTTACGTGTCATTCTGGTGGAGCGGCATGATATAGCGACCGGCGCGACCGGGCGTAACCACGGGCTGCTGCACAGCGGCGCTCGTTATGCGGTTACCGACGCGGAATCCGCGCGCGAGTGCATTAGTGAAAACCAGATTTTAAAACGGATCGCCCGCCATTGC+ STY2513 100 STY3498 82.178 STY2513 99.3 STY3498

ATGAACAAATCTAACTTCGACTTTCTCAAAGGCGTCAACGACTTCATTTACGCCATCGCCTGCGCGGCGGAAAACAACTATCCGGACGATCCTAATACCACTCTGATAAAAATGCGCATGTTTGGCGAAGCCACCGCGAAACATCTCGGCCAGTTGCTGGATATACCCGTCTGCGAAAACCAACATGACCTGCTACGCGAACTGGGCAAGATTGCGTTTATTGATGACAGCATCCTTTCTGTTTTCCATAAGCTG+ STY4884 100 STY2730 72.115 STY4884 95.8 STY2330
ATGAAAAATCAGGCTCATCCCATTGTCGTCGTAAAACGCCGCAGGCACAAACCGCACGGCGGCGGGGCGCACGGTTCCTGGAAAATTGCCTACGCCGATTTTATGACGGCGATGATGGCTTTTTTTCTGGTGATGTGGCTGATTTCCATCTCCAGCCCTAAAGAATTAATTCAGATTGCCGAATATTTTCGTACGCCGTTGGCCACCGCGGTAACGGGGGGAAATCGGATTGCCAATAGCAAGAGCCCGATACCA- STY2131 100 STY2131 99.7
ATGACGTATCAACAAGCTGGACGCATTGCAATCCTAAAAAGAGTTGTTGGGTGGGTTATTTTTATTCCGGCACTGCTTTCCACGCTCATCTCAGTCCTTAAATTTATGTATGCGCACAGTGAAAAGCAGGAGGGGATAAATGCGGTAATGCTGGATTTTACCCACGTAATGATAGACATGATGCGCGTGAATACGCCGTTTCTGAATGTTTTTTGGTACAACTCGCCGACGCCGAATTTTCAGGGAAGCCTGAATA- STY1788 100 STY1788 99.4
ATGTCCGCACATATTTCGAACGTTCGCCCAGACTTTGACCGTGAAATCGTTGATATCGTTGATTACGTTATGAATTACGAGATCACCTCAAAGGTGGCGTACGACACTGCGCATTACTGCCTGCTCGACACGCTCGGCTGTGGTCTGGAAGCGCTGGAATACCCGGCCTGTAAAAAATTGCTTGGGCCAATCGTGCCAGGCACGGTGGTGCCCAACGGCGCACGCGTGCCGGGCACCCAGTTCCAGCTCGATCCG+ STY0402 100 STY0402 97.5
ATGAAAGCGTTAACGGCCAGGCAACAAGAGGTGTTTGATCTCATCCGGGATCACATCAGCCAGACAGGTATGCCACCGACGCGTGCGGAAATCGCGCAGCGTTTGGGGTTCCGTTCCCCAAACGCTGCGGAAGAACACCTTAAGGCGCTGGCGCGCAAAGGGGTGCTTGAAATCGTTTCCGGCGCATCGCGAGGTATCCGTCTGTTACAGGAAGAAGAGGACGGATTACCGCTTGTCGGGCGTGTCGCGGCGGGTG+ STY4433 100 STY4180 57.407 STY4433 99.04 STY4180
ATGACGAATCTACATCGTCTAAAAACACTCCTGATTGCCGGTATTGTCGCGATACTCGCGCTATCGCCAGCCTATGCAAAAGAGAAATTTAAAGTCATCACCACGTTTACCGTTATTGCCGACATGGCGAAAAACGTGGCGGGCGACGCAGCGGAAGTCAGCTCGATTACCAAGCCCGGCGCTGAAATCCATGAGTATCAGCCAACGCCCGGCGATATTAAACGAGCGCAGGGGGCACAGCTTATCCTCGCGAAT+ STY2983 100 STY2778 59.223 STY2983 98.9 STY2778
ATGATTAAACGTGTACTGGCCGTTTCACTGATGGGGTTATCCTTAGCTGGGTGTGTTAACAATGATAGCCTTTCGGGTGATGTTTATACCGCATCCGAGGCTAAACAAGTTCAGAATGTAACGTACGGTACTATCGTTAACGTTCGTCCGGTTCAAATTCAGGGCGGTGATGATTCTAACGTGATTGGCGCTATCGGCGGCGCGGTGTTGGGCGGATTCCTCGGCAACACTATCGGCGGCGGTACGGGTCGTTCAC+ STY1677 100 STY1252 60.396 STY1677 99.1 STY1252
ATGGTAGATCAGGTAAAAGTCGCAGCCGACGAACAGGCTCCGGCTGAACAGTCGCTACGGCGCAATCTTACAAACCGTCATATACAGCTTATCGCTATTGGCGGCGCTATTGGTACCGGTCTGTTTATGGGATCGGGTAAAACGATCAGTCTCGCCGGACCGTCGATCATTTTTGTGTATATGATCATCGGTTTTATGCTTTTTTTCGTGATGCGCGCCATGGGGGAATTGCTGCTCTCGAATCTGGAATATAAA+ STY4754 100 STY0438 78 STY4754 96.77 STY0438

STY2317 59.223 STY1170 59 STY1170 12.96 STY2317
ATGTGCGTCAGTTACTCGCTATCGTCCGGTCGCGTGTCGGCTAATCATGAGGAGAGAGACGTGCGATTCCCCAACCAACGTTTAGCGCAGCTATTTGCGATGCTGCAAAACGAGACGCTGCCGCAGGACGAGCTGGCGCAGCGGTTGTCGGTCTCCACGCGTACCGTTCGGGCGGATATCGCCGCGCTGAACATGTTGCTGACGCCGCATGGCGCGCAATTTACTCTCAGTCGCGGCAACGGGTATCAACTCAAA+ STY4787 100 STY4787 98.9
ATGATTAAGTTTAGTGCAACGCTTCTGGCTACGCTGATCGCCGCCAGCGTGAATGCGGCCACCGTCGATCTCCGTATCATGGAAACTACTGATTTACATAGCAACATGATGGATTTCGATTATTACAAGGATACCGCAACCGAAAAATTCGGATTGGTACGTACCGCAAGTTTGATTCATGCCGCCCGAAATGAAGTCAAAAACAGCGTGCTGGTGGATAACGGCGACCTGATTCAGGGGAGCCCTCTGGGCGAT- STY4761 100 STY1961 63.366 STY4761 98.7 STY3765

STY3053 65.385 STY3053 17.8
ATGAGCAAAGTAAAACAAGCCGATATCGACCGGCTGATTGACCTGGTTGGCGGGCGCGACAACATCGCCACGGTGAGCCACTGCATTACTCGCCTGCGCTTTGTGCTCCACCAGCCCGCGAACGCCCGACCAAAAGAGATCGAACAATTGCCGATGGTTAAAGGCTGTTTCACCAACGCCGGGCAGTTTCAGGTGGTGATCGGCACCGAAGTCGGCGATTACTATAACGCGCTGCTGGAGACCACCGGCAAAGCG- STY4794 100 STY4794 94.3

STY3855 64 STY0146 62.745 STY0146 2.2 STY2969
STY4303 61.386 STY4303 13.38

GTGATGAAATTGTTCTTCAGTCATTTTTTGCGGCTGATTATTCTGTTGGTGCTGGTGGCTGCCGGCACCTTCATTTTGCTTAGCTTTTCGCCCGTTGATCCTATCCGTGCTTATATTGGCAACGATCTGCTCCATGTTCCGCCAGAACAATATGCGCGGATTGCGGCGCGCTGGGGGCTTGACCAGCCGCTGTGGGAGCGTTTCGGTCACTGGTTTTGGCGTCTGCTCCAGGGCGACATGGGGTATTCCATGCTG- STY1864 100 STY3738 63.725 STY1864 99 STY0889
ATGAGATTCAAAAAACACCTGTTGGGATGGCTTGCCACAACGCTGTTGTTCAGTAGCCAGACGCAGGCCGCGCCGCTGGTTCTCGCCACCAAAAGCTTTACCGAGCAGCATATTCTTTCCGCTATGACCGTTCAGTATTTGCAGAAGAAAGGCTTTCAGGTTCAGCCGCAAACCAATATCGCCGCGGTGATTTCACGTAATGCGATGGTGAATAAACAAATTGATATTACCTGGGAATATACCGGTACATCGCTGA+ STY1571 100 STY2395 82 STY1571 98.9 STY2395
ATGCACGCTCAAATCTGGGTAGTGAGCACGCTGCTGATCAGCATCGTGTTAATCGTATTGACCATCGTGAAGTTTAAATTCCACCCCTTCCTGGCGTTACTGCTCGCCAGTTTCTTTGTCGGCGCGATGATGGGCATAGGGCCGCTGGAGATGGTCACGGCGATAGAAAACGGAATAGGCGGTACGCTCGGTTTTCTGGCCGCCGTTATCGGTCTTGGCACCATCCTCGGCAAAATGATGGAGGTTTCCGGCGCG- STY3978 100 STY4284 69.903 STY3978 98.7 STY4270
ATGTCAACGCCTTCACTGACCCACAGATTATGGCTGGCCTTCGCTCTGATGGCGGCACTCACCCTGCTCAGCACCGTGATCGGCTGGATAAGCCTGCGCGTCATTAGTCAGGTGGAGCAAACCAATACGCAAGCGCTGCTCCCCACGATGAATATGGCCAGGCAGTTAAGCGAAGCCAGCGCTTACGAGCTCTTTTCCGCGCAAAATCTGACCAATGCCGACAGCGAGGGCGTTTGGCTGGCGCAGGGGAAGATG- STY3951 100 STY1728 88 STY3951 98.4 STY1728
ATGGAGTTTGATGCATTCTTTTTAGCGAGACTCCAGTTTGCCTTTACCGTCTCTTTTCATATTATTTTCCCCGCGATTACGATTGGCTTAGCCAGTTACCTGGTGGTACTGGAAGGTTTATGGCTAAAAACGCGTAATCCTGTCTGGCGCTCGCTCTATCAGTTCTGGCTCAAAATTTTTGCCGTCAACTTCGGGATGGGCGTGGTCTCCGGTCTGGTCATGGCTTACCAGTTCGGAACGAACTGGAGCGGTTTT+ STY0392 100 STY0786 68 STY0392 98.9 STY1919
ATGTCCGAAGATATCTTTGATGCCATCATCGTGGGTGCAGGTCTGGCCGGTTCGGTTGCGGCGCTGGTGCTTGCTCGCGAAGGTGCACAGGTGCTGGTTATCGAGCGCGGCAATTCTGCTGGCGCGAAGAATGTCACCGGTGGGCGTTTGTATGCACATAGCCTGGAACGCATCATTCCCGGCTTTGCGGATCAGGCCCCCATTGAACGCATGATCACCCACGAAAAACTCGCCTTTATGACCGACAACGGGGCG+ STY0087 100 STY4473 70.588 STY0087 97.8 STY4473
ATGGCCTACAGCAAAATCCGCCAACCAAAACTCTCCGATGTGATCGAGCAGCAGCTGGAGTTTTTAATCCTTGAGGGAACATTGCGTCCCGGAGAAAAACTCCCACCGGAACGTGAACTGGCAAAACAGTTCGACGTCTCCCGTCCCTCCTTGCGCGAGGCGATTCAACGTCTCGAAGCGAAGGGATTGTTGCTTCGTCGCCAGGGCGGCGGAACCTTCGTGCAGAGCAGCCTGTGGCAGAGCTTTAGCGACCCGC+ STY0174 100 STY1521 64 STY0174 99.6 STY4103
ATGCCGCTTTTTACCTCCTCTGATAAAGCTCTCTGGCGTCTTGCGTTGCCGATGATTTTTTCTAACATCACCGTCCCCTTACTGGGGCTGGTCGATACGGCGGTGATTGGTCATCTGGACAGCCCTGTTTTCCTGGGCGGCGTGGCGGTGGGCGCGACTGCCACCAGCTTTCTTTTCATGCTGCTGCTATTTCTACGTATGAGCACCACCGGCCTAACGGCGCAGGCATTTGGCGCCAAAAATCCGCAGGCGTTA+ STY4434 100 STY4434 54.369 STY4434 99.4 STY4434
ATGATAAATGCAAATCGTCCGATAATTAACCTCGATCTCGATCTGCTGAGAACGTTCGTGGCCGTTGCCGATCTGAACACCTTCGCCGCGGCGGCGGCGGCGGTATGTCGTACTCAGTCTGCGGTCAGTCAGCAAATGCAGCGTCTTGAGCAACTCGTGGGAAAGGAATTGTTCGCCCGCCATGGTCGTAACAAACTTTTGAGCGAACACGGTATCCAGCTTCTGGGGTACGCCAGAAAAATCCTGCGTTTTAAT- STY2560 100 STY1578 63.725 STY2560 99 STY1578
ATGTCTCAATTGATGCAATTAAAGGACGTCGCCGAGAGCACCCGCCTGGGGCCGCTTTCCGGCGAAGTAAGCGCAGGAGAGATCCTTCATCTTGTCGGGCCGAACGGCGCCGGGAAAAGCACGCTACTGGCGCGTATGGCGGGGTTAACCTCCGGCGAGGGGAGCATCAGGTTTGGCGGAGCGCCGCTGGAGGCATGGGCGACGGCAACGCTTGCCCAACACCGCGCTTATCTTGCGCAACAGCAAAATCCGCCGT- STY1768 100 STY0803 75.248 STY1768 99.6 STY0803
ATGCTGGAAAACCTTAACAACTCGCTGTTTTATTTTATTAACGCCACGCCTGATTCCGCGCAGTGGATAATTTCGCTCGCTATCTTTATCGCCAAAGATGTCATCAACATCGTCCCGCTCTTAGCCGTGGTACTCTGGCTGTGGGGGCCCCGCGATCGGGTCTGCGCCCAGCGCCAGCTGATCGTTAAAATCGGCATCGCGCTGATTATCAGTCTGGCGGTCTCCTGGACAATGGGACACCTTTTCCCGCACGACC- STY0898 100 STY4126 62.037 STY0898 99.7 STY4126
ATGAATACTATCTGGATTGCCGTTGGCGCCCTGACCCTTCTGGGTCTGGTGTTCGGCGCCATTCTGGGTTATGCCTCCCGCCGATTCGCGGTTGAAGATGATCCGGTTGTTGAAAAAATCGATGCGATTTTGCCGCAGAGTCAGTGTGGTCAGTGCGGCTATCCCGGCTGTCGCCCCTACGCCGAAGCCGTGGGTCTCCAGGGCGAGAAAATCAATCGTTGCGCGCCCGGCGGCGAAGCCGTCATGCTGAAAATGG+ STY1664 100 STY4132 65.094 STY1664 99.1 STY0184



ATGCCCGGAGAAAAGCAGCAAACAGGCGTTAGCCGCAGGACGTTAGTGAAATCAGCGGCGCTTGGCTCACTGGCGCTGGCTGCCGGAGGCGTATCTTTACCGTTTGGGATGCGTACCGCGGCCGCGGCGGTGCAGCAGGCTATGCGCAACGAAGAAGATAAAATCGTCTGGGGCGCCTGTTCGGTCAACTGCGGCAGTCGCTGCGCCCTGCGTCTGCATGTAAAAGATAATGAAGTCTGGTGGGTTGAAACTGAT+ STY1565 100 STY0962 84 STY1565 98.48 STY0962
GTGAAGAAACCCCTTTTACTGACGTTATTGTGCATGATACTGGCAGGTTGTGATAACCCGAAATCCCCCGAGTCTTTTACGCCGGAAATGGCCAGTTTTTCGAACGAATTTGATTTTGATCCATTACGTGGTCCGGTAAAGGATTTCAGCCAGACGTTGATGAGTGAGAATGGCGAAGTGGCGAAGCAGGTCACCGGTACGCTTTCACAGGAAGGCTGTTTTGATACGCTTGAGTTACACGATCTGGAGAATAATA- STY1562 100 STY0707 93 STY1562 97.27 STY0707
ATGACAACACGTATTACATTATGGCGGGAGCTTTTTAGCGAGCAGCCGCGTATCTTGCTGGAAAATGACGATTTTACGGTTACGGCGTTTCGTTACGCCAGCGGCGTGGAAGGACTGAAAATACAAAACAGCCGCGGTCATCTGGTGATTCTGCCCTGGATGGGGCAGATGATTTGGGACGTGCAGTTTGACGGTCATGATCTGACTATGCGCAACATGTTCCGCCAGCCGAAGCCGGCTGCGGAAGTGGTGGCA+ STY3991 100 STY1389 71 STY3991 98.7 STY1389
ATGTCGGCATCAATCAACCGCTGGGGAATGCTTGCCGCTCACGTGTGCATCAATTTTGTGCTCGGGGGCGTCTACGCATTTAGCTATTTCAAAACACCACTCATGGCGCAATATCACTGGGATCCGGCTACGCCGGCGTTAGCATTCTCTATCAATATGGGGATCATTCCTTTACCGATGATTTGGGGCGGGAGAATGATCGACAATGGTAAAGGAAAGCAGGCGATAGTTATCGGCGGTATCCTGTTTTCTTTA- STY2820 100 STY1489 62.136 STY2820 99.5 STY1489
ATGCGCGTTACCGATTTTTCCTTTGAACTACCCGAATCCTTGATTGCCCACTACCCACAGCCGGAACGCAGTCGCTGCCGTTTGCTGTCATTAGAGGGGCCGACGGGCGCGCTGACGCACGGTACTTTCACCGATCTGCTCGATAAGCTCAACCCTGGCGATTTGCTGGTCTTCAATAATACCCGCGTGATCCCGGCGCGCCTGTTTGGCCGTAAAGCCAGCGGCGGCAAGATAGAAGTGCTGGTCGAACGTATG+ STY0442 100 STY1513 66.337 STY0442 98.1 STY1513
ATGGCAAAACTGACCTTACAAGAGCAACTGCTACAAGCGGGATTAGTGACCAGCAAAAAAATGGCCAAAGTCCAACGCACGGCTAAAAAATCACGCGTTCAGGCTCGTGAGGCCAGAGAAGCGGTGGAAGAAAATAAAAAGGCGCAACTTGAGCGTGATAAACAACTCAGTGAACAGCAAAAACAAGCGGTTTTAGCGAAAGAGTTTAAAGCTCAGGTTAAGCAACTTATTGAAATGAATAGAATCAATGTATCTA+ STY4409 100 STY1352 63.462 STY4409 98.9 STY2720
ATGTCCGGACAGCAATCATCGCCGGTCTATAAAATTGCGCTGGGTATTGAGTACGACGGCAGCAAGTATTATGGCTGGCAGCGTCAGAATGAAGTGCGCAGCGTGCAGGAAAAGCTGGAAAAAGCGCTCTCGCAGGTGGCAAATGAACCTATTAACGTGTTCTGCGCCGGGCGCACCGATGCCGGCGTTCACGGCACCGGGCAGGTTGTCCATTTCGAAACGACCGCATTGCGCAAAGATGCGGCATGGACGCTGG- STY2599 100 STY4476 63 STY2599 99.6 STY2553
ATGTTCCCACTTAATGGAGAATATAATTCGTGTCAGATATCAGCTAGCGAAGATATCATAATTATTATTGATGGACGAGTTTTGATTCAGGGGGTCTGGAAAGGTTTTAAGGCGCTCATGCAGCATTATCCACATGCTCGTCGAATCTGGCTCACGCGCAGAGATATTGGAAAACTTTATCCACATGGCTGCGATAGAGATCCTGATATCGATCCCGATTTGGCAAAGCCTGTTTTTATTGAGCATTTCATTAAAT+ STY0381 100 STY1240 59.223 STY0381 81.5 STY1240
ATGGTTAACCTGACGATCGATCCGGCGGTAGACGTGACGCAGGCCTGCGTCCGTCGTCGCTTTCGTTTTTCTTCCTGCCGCGCTTGCACTGATGTTTGTCCGGCGCAGGTGTTTTCGCTGGCGCAGGGGCAGGTCAGCATAGATACGACGCGCTGCATAGCCTGTGGCGACTGTCTGTTTGTCTGTCCTGTTGACGCCATTACCGATATCAAACCGGTTAAACGCTTTGTGCAGGGGGATACGTTGGTGGGGCCGT- STY2772 100 STY1958 67 STY2772 98 STY1958
GTGCGATTATTTGCTCAATTAAGCTGGTACTTTCGCCGGGAATGGCGTCGCTATCTTGGCGCGGTGGCCCTGCTTATGCTTATTGCGATGCTTCAGCTGATCCCGCCCAAAGTGGTGGGGATTGTCGTGGATGGCGTAACCGCACAGCATTTTACTCCAGGCCGAATAGCGATGTGGATTGGCACCATTGCCCTGATCGCCGTAGTGGTCTATTTGTTGCGCTATGTCTGGCGCGTGCTGCTATTTGGCGCTTCT+ STY0503 100 STY0985 64 STY0503 98.2 STY0985
ATGGATAAATATCTTCGTCTGTTAAGTCAGGGGGATCGGCTGGGATTAACATTAATTCGCCTGAGTATCGCCATCGTTTTTATCTGGATTGGACTACTAAAATTTGTGCCCTATGAGGCAGACAGTATTACCCCGTTTGTGGCGAACAGCCCGTTTATGTCTTTTTTCTATGAACATCCTGAAGAATATCGTCAGCATCTGACTCATGAGGGCGAACTAAAACCGGAGGAACGCGCCTGGCAAACGGCCAATAATA+ STY0614 100 STY3936 62.136 STY0614 98.6 STY3936
ATGTTGAAAAATGGTGTTAAAAAACATGCGCCAGATATTATTGAATATCCATTTTTCATTCGCTATCTGAGTGCGAGAAATTATTGGCTTCACGATTATGCATATAATACGATGTTTTTTGGTATCAACATGAATATCATGTTGTATTCTTTTGAGCTCATTTTCTTTGATGGCTTCGATGTTTATCTGTTATTAATTTTTACCGTGATAGTGTTGTCTTTAATGATGAGCGCATCTAACGGCTGGCAGGGTAATA- STY1782 99 STY4879 60.377 STY1782 96.5 STY4879
ATGAGTTTATTTGATAAAAAACATCTGGTTACTCAAGCAGATGCGTTACCAGGACGCAACACCCCGATGCCAATCGCCACTCTGCATGCGGTAAATGAACACTCTATGACCAATGTCCCTGCCGGGATGGAGATCGCCTACTTCGCGATGGGCTGTTTCTGGGGCGTAGAACGTTTATTCTGGCAATTGCCCGGCGTATATAGCACCGCAGCAGGGTATGCGGGCGGTTACACGCCTAATCCAACCTACCGGGAAG- STY4767 100 STY2258 57 STY4767 98.6 STY2258
ATGGCAACGCATTTAAATCCACCACAAGAAGCCTCATATATGAAGAATGCGACGTTCTATCTTCTGGACAATGACACCACCGTCAACGGTTTAAGCGCCGTTGAACAACTGGTGTGTGAAATTGCCGCAGAACGTTGGCGCGCTGGCAAGCGCGTGCTGATCGCCTGCGAAGATGAGAAGCAGGCCATTCGGCTGGATGAAGCGCTGTGGGCAAGACCGGCGGAAAGTTTTGTCCCGCACAATCTGGCAGGCGAAG- STY4815 100 STY4184 63.107 STY4815 99 STY4184
ATGAACGATGAATTAAAAAACAAAAGCGGCAAAGTCAAAGTGATGTATGTCCGTAGTGATGATGACTCTGATAAACGCACCCATAACCCGCGTACCGGGAAAGGGGGAGGCCGCCCAGCAAAGTCTCGCACTGACGGTGGACGTCGCCCCGCCCGTGATGAGCGAAATAATCAGAGCCGTGACCGTAAACATGAAACTTCGCCGTGGCGCACCGTGTCCCGCGCGCCAGGCGATGAAACGCCTGAGAAAGTCGAT- STY2841 100 STY4920 69 STY2841 99.1 STY4920
ATGGATGATGTTTTTGGCATATTGCCATCATGGATGTTTACCGCCATCGTGGCGGTTATCGTCTTACTAATTATCGGGATCATTTTTGCTCGCCTTTATCGCCGCGCATCTGCGGAACAGGCGTTTGTCCGTACCGGGCTTGGCGGGCAAAAAGTGGTGATGAGCGGCGGCGCTATTGTGATGCCAATCTTTCACGAAATTATTCCGATCAATATGAATACCCTAAAACTTGAAGTCAGCCGTGCTACCGTCGAC+ STY3378 100 STY1897 61.468 STY3378 99.1 STY1897
ATGAAGGTAAATATCGATACCAGCGATATGCTGTATGCCGAAGCATGGCGTGATTTTAAAGGTACGGACTGGAAAGAAGAAATTAATGTCTGTGATTTTATTCAGCATAACTATACGCCCTATGAGGGGGATGAATCTTTTCTCGCCGACGCGACGCCAGCGACCACAGCGTTGTGGGAAAAGGTGATGGCGGGAATACGTATCGAGAACGCGACCCATGCGCCGGTGGATTTCGATACCAACATCGCGACGACG- STY3423 100 STY0973 87 STY3423 99 STY0973
ATGGAGCTGCTCTGCCCTGCCGGAAATCTCCCGGCGCTGAAGGCGGCCATCGAAAACGGCGCTGACGCCGTTTATATCGGGTTAAAAGACGATACCAATGCCCGTCATTTTGCCGGCCTTAACTTTACCGAAAAAAAATTGCAGGAAGCGGTGAGTTTTGTTCACCAGCATCGCCGCAAATTACACATCGCCATTAATACTTTTGCGCATCCGGACGGCTATGCCCGCTGGCAGCGCGCCGTGGATATGGCGGCG+ STY3457 100 STY1604 58.824 STY3457 98.8 STY1604
ATGGCTGAATGGAGCGGCGAATATATCAGCCCATACGCTGAGCACGGTAAGAAGAGTGAGCAAGTCAAAAAAATTACGGTTTCCATTCCTCTGAAGGTGTTAAAAATCCTCACCGATGAACGTACGCGTCGTCAGGTGAACAACCTGCGCCACGCCACCAACAGCGAGCTGTTGTGTGAAGCATTTCTGCACGCCTTTACCGGGCAACCCTTGCCGGATGATGCCGATCTGCGAAAAGAGCGCAGCGATGAAATCC+ STY3770 100 STY2777 53.846 STY3770 99.4 STY2777

STY1742 100 STY0894 52.427 STY1742 46.41 STY0894
ATGACAGAGATACAGCGCCTGCTTAGCGAAACTATTGATGACTTAAACGTCCGTGAAAAACGCGATAACAGGCCGCGTTTTAGTATAAGTTTTATCCGCAAGCATCCTGGGTTATTTATCGCGATGTATGCAGCCTGGTTTGCGACGCTGGCGGTCATGCTGCAATCAGAAACGCTGGTGGGGTCAGTGTGGCTGTTAGTGGTGTTATTTATCGCATTTAATGGCTTCTTCTTTTTCGACATCGCCCCGCGTTATC- STY0514 100 HCM2.0043 56.311 STY0514 99.6 HCM2.0043
ATGCAACTTAACGACTCTACCCTGTTCCGCCAGCAGGCCTTTATCGATGGCGACTGGCGCGACGCGCGCGGCGGCGATGTCATCCCCGTGAGCAACCCCGCCAACGGGAAACCGCTTGGCAATGTGCCCAAAATGGGGGCGGAAGAGACGCGCGACGCCATCAACGCCGCCAATCGCGCCCTGCCCGCCTGGCGCGCGCTCACCGCCAAAGAGCGAGCCAATATCCTGCGTCGCTGGTTCAATCTGATGATGGAA+ STY2911 100 STY4876 70.874 STY2911 98.8 STY4876

STY2268 64.706 STY1226 60.577 STY1226 6.13 STY2268
ATGCAGAAAGAAAAACTTTCCGCTTTGATGGATGGCGAAACGTTGGATAGTGAGCTGCTCAAAGCGCTTACGCACGACTCGGAAATGCAGAAAACCTGGGAGAGTTATCACCTGATCCGCGATTCAATGCGGGGGGATACGCCTGACGTTCTCCATTTCGATATATCCGCCCGCGTGATGGCCGCTATTGAAAACGAGCCAGTACGTCAGGTGACGCCATTAATCCCTGAGGCCCAACCCGCTCCGCAGCAATGGC- STY2832 100 STY2832 99.5

STY3370 100 STY3771 68 STY3370 98.3 STY3771
ATGAGCGCCCTTTCCCGGTGGCTGCTTATCCCGCCGGTTAGCGCGCGCTTGAGCGAGCGCTATCAGGGTTACCGCCGCCACGGCGCGTCGCCGTTTAGCGCAGCGCTCGGCTGCCTGTGGACGATTCTGGCGTGGATAGTGTTTCCGCTTGAGCATCCGCGCTGGCAGCGTATTCGCGACGGGCATAAAGCGCTTTATCCGCATATTAACGCCGCCCGCCCGCGCCCGCTGGACCCGGCCCGTTACCTCATTCAG+ STY4181 100 STY2691 60.396 STY4181 99.1 STY0637
ATGAGTAAGAAAATTGCCGTTTTGATTACCGATGAATTTGAAGATTCAGAATTTACCTCGCCGGCTGCAGAATTCCGTCAGGCCGGCCATGAGGTCATCACCATCGAAAAAGAGGCGGGTAAAACGGTGAAAGGAAAAAAAGGCGAGGCCAGCGTCACCATTGATAAGGCTATTGATGACGTTCGTCCCGACGAGTTCGACGCCTTGCTATTGCCGGGAGGTCATTCGCCGGACTACCTGCGCGGCGACAGCCGTT+ STY3452 100 STY2950 58.654 STY3452 99.6 STY2950
ATGTCTTTACCCGATTCGCCTTTGCAACTGATTGGTATATTGTTTCTGCTTTCAATACTGCCTCTCATTATCGTCATGGGAACCTCTTTCCTTAAACTGGCGGTGGTATTTTCGATTTTACGAAATGCTCTGGGTATTCAACAAGTTCCTCCAAATATCGCACTGTATGGCTTCGCGCTTGTACTTTCCTTATTCATTATGGGGCCGACGCTATTAGCTGTAAAAGAGCGCTGGCATCCGGTTCAGGTCGCTGGCG- STY1701 100 STY2187 71 STY1701 98.9 STY2187
GTGACCGATAAGACCTCTCTTAGCTATAAAGATGCCGGCGTCGATATTGATGCGGGTAACGCTCTGGTTGATCGAATCAAAGGCGTAGTGAAGAAAACTCGCCGCTCGGAGGTTATGGGCGGTCTGGGCGGTTTCGGTGCGCTGTGCGCGTTGCCGCAAAAATATCGTGAACCGGTACTGGTTTCCGGCACTGACGGCGTAGGCACCAAACTTCGCCTGGCGATGGACTTAAAGCGTCACGACGCTATCGGTATT+ STY2740 100 STY2182 65.094 STY2740 98.7 STY0004
ATGGCTATTAGCACACCGATGTTGGTGACATTCTGTGTCTATATTTTTGGCATGATATTGATTGGGTTTATCGCCTGGCGCTCAACCAAAAACTTTGATGACTATATTCTTGGCGGTCGCAGCCTGGGGCCGTTTGTTACGGCTTTATCAGCCGGCGCGTCGGATATGAGCGGCTGGCTGTTAATGGGGCTGCCTGGCGCTATCTTTCTGTCGGGGATCTCTGAAAGCTGGATCGCCATTGGCCTGACGTTAGGC+ STY1160 100 STY1160 99.1
ATGAAATTATCTCGTATTAGCGCCATCAACTGGAACAAGATCCAGGACGACAAAGATCTGGAGGTGTGGAACCGGCTGACCAGTAACTTCTGGCTGCCGGAAAAAGTGCCGTTATCGAATGATATTCCGGCCTGGCAGACGCTGAGCGCCGCCGAACAGCAGCTCACCATTCGCGTGTTTACGGGTCTTACGCTGCTCGACACTATCCAGAACATCGCAGGCGCGCCGTCGTTAATGGCAGATGCCATCACGCCG+ STY2933 100 STY2507 56.19 STY2933 99.2 STY2507
ATGAAACAAGACATGTGGGAATTACGGAAAATACAGTCGCAGGGTATAACGGATAACGCACAGTATCCCGCAGGGACATACATCGTATTTACTGCCGCCGCCCCCTACATTCCGCTTTTTGAGCAACATGGGAAAGACGATATCGCGCTCAGTCTTGTTCGCCACGAAGAGGCGTGGTGGATTGTTAATCACTCGGATGAACTGTGCTGTGCCGTCAATGAGCAGGTGATGGAACCTCATCACCGTATGCGGCTGA- STY0292 100 STY4241 60.55 STY0292 98.9 STY4241
ATGGTTACAAGTGTAAGAACTCAGCCCCCCGTCATAATGCCAGGTATGCAGACCGAGATCAAAACGCAGGCCACGAATCTTGCGGCGAATCTTTCCGCGGTCAGAGAAAGTGCCACAGCAACGCTGTCAGGGGAAATTAAAGGCCAGCAACTGGAAGATTTTCCCGCGCTGATCAAACAGGCGAGTCTGGATGCGTTGTTTAAATGCGGGAAAGACGCCGAGGCGTTAAAAGAAGTTTTTACCAATTCAAATAAT- STY3005 100 STY3005 53 STY3005 98.4 STY3005
ATGAGGCGAATGCGCTTCTCGCCGCGAAGTTCATTTGCCCGCACGCTGTTGCTCATCGTCACCTTGCTGTTCGTCAGCCTGGTGACGACCTACCTGGTGGTGCTGAACTTCGCGATTTTGCCGAGCCTCCAGCAGTTTAATAAGGTTCTGGCTTACGAAGTCCGTATGCTGATGACCGATAAGCTGCAACTGGAGGACGGCACGCAGTTAGTCGTGCCGCCTGCGTTTCGCCGGGAAATCTATCGCGAGCTGGGG+ STY4295 100 STY2343 66.019 STY4295 99 STY3813
ATGCCTTACGATAGCGTCTACAGCGAAAAGCGCCCGCCAGGCACCCTGCGCACTGCCTGGCGTAAATTTTATAGCGACGCGCCTGCGATGGTGGGTCTGTATGGATGCGCCGGTCTGGCGTTGCTGTGTATTTTTGGCGGCTGGATCGCGCCCTATGGTATCGATCAGCAATTTCTGGGCTATCAGCTACTGCCACCCTCCTGGTCACGCTATGGCGAAGTCTCCTTTTTTCTGGGGACTGACGATCTGGGGCGCG- STY1357 100 STY4170 67 STY1357 99.1 STY4170
ATGACTTTTCGCCATTGTGTCGCGGTTGATCTCGGCGCATCCAGCGGGCGCGTGATGCTGGCGCGTTACGACAGCAAACACCGTACCCTGACGCTACGTGAAATTCACCGTTTTGTGAACTGCCTACAAAAAACAGACGGGTTTGACACCTGGGACATCGACAGTCTGGAAAAGGATATCCGTCTTGGTCTGAAGAAAGTCTGCAATGAAGGCATTCTTATCGACAGCATCGGCATCGACACCTGGGGCGTCGAT+ STY3826 100 STY4111 74 STY3826 98.9 STY4111
ATGCGCAGCGTACCATGCAGGGAAAGACACCGCCGTTTAAGAAATGCCAAAGACTGCGCCTGCCGTTATCACTCTCCAACGCCGCAGATATTTGATCGCCTTGAGTTACTGAACCAACAGCTAAATTATGCCTTGCCGGTTGGTATCATTTCTCAGGCAATAATTACAACTGATAACTACCTCGGCTATTCATTGAGTCACTACTTATTTTCCGGAAAACGTACCGCAGCATTCCGCTCATTAGATGACATTTCTT- STY0598 100 STY2158 61.165 STY0598 98.1 STY2158
ATGCCGATTACTATAGGGAATGGTTTTTTAAAAAGTGAAATCCTTACCAACTCCCCAAGGAATACGAAAGAAGCATGGTGGAAAGTTTTATGGGAAAAAATTAAAGACTTCTTTTTTTCTACTGGCAAAGCAAAAGCGGACCGTTGTCTACATGAGATGTTGTTTGCCGATCGCACCCCCACACGAGAGCGATTTACAGAGATTTTTTTTGAGTTAAAAGAGTTAGCCTGCGCATCGCAAAGAGATAGATTTCAG- STY1264 100 STY1462 61.165 STY1264 96.5 STY1462
ATGACTGCACCATCCCAGGTTTTAAAGATCCGCCGCCCGGACGACTGGCACGTTCACCTTCGCGATGGCGACATGTTAAAAACGGTCGTACCCTATACCAGCGAAATTTATGGTCGCGCTATCGTGATGCCGAACCTGGCGTCCCCCATTACGACCGTTGATGCAGCGATCGCCTACCGCCAGCGTATTCTCGATGCGGTGCCCGCCGGGCATGATTTCACGCCGTTAATGACCTGCTATTTAACGGATTCGCTC- STY1201 100 STY1201 61.165 STY1201 98 STY1201
ATGAGCGATAAATTTGGCGAAGGGCGCGATCCGTACCTCTATCCGGGGCTGAATGTGATGCGTAATCGGCTGGGGATTCATCAGGCCCAGCGACTGGCGCAAGCGGCATACGAAATGACCGCGCTCCGCGCCGCTACGATTGAACTGGGGCCGCTGGTACGCGGCTTGCCTCATCTGTGCGCGATTCATCGCCAGCTCTATCAGGATATTTTCGACTGGGCAGGGCAACTGCGGGAGGTCGATATTTACCAGGGCG+ STY4326 100 STY1370 63.366 STY4326 98.7 STY1370
GTGACTGATTTCACAACCTCACGCCAGTTGACACTCTGGAAACGCGAGGATTTGCAGTCCTCCCAACTTGATGATGTTGCCGAGGAAGTGCCAGTGGCACTGGTGTATAACGGCATTTCGCATGTCGTTATGATGGCCTCTCCGAAAGATCTGACGCATTTCGCAATGGGGTTTTCTCTGTCGGAAGGGATCATTGACAGCCCGCGTGAAATCTATGGCATGGACGTTGTGCCGTCCTGTAACGGACTTGAAGTGC+ STY3838 100 STY3153 64.151 STY3838 93.08 STY0026
ATGAAACGACAAAATTCTTTTCGTGACTATACGGCTGAGTCCGCACTGTTTGTGCGTCGGGCGCTGGTCGCCTTTTTGGGTATTTTGCTGCTGACCGGCGTACTGATCGCCAATTTGTATAATCTGCAAATTCTCCGTTTTACCGATTACCAGACCCGCTCGAACGAAAACCGTATCAAGCTGGTGCCAATTGCGCCAAGCCGCGGGATAATCTACGACCGCAACGGCATTCCCCTTGCGCTGAACCGCACTATC- STY0691 100 STY2118 77 STY0691 98.7 STY2118
ATGAAAGCCACCTCCGAAGAACTTGCAATTTTTGTCGCTGTCGTGGAAAGCGGCAGCTTCAGCCGGGCGGCAGAGCAGCTCGGACAGGCCAATTCCGCTGTCAGTCGGGCAGTTAAAAAGCTGGAGATGAAGCTCGGCGTCAGTCTGCTTAATCGAACGACCCGACAGTTGAGCCTGACTGAAGAAGGAGAGCGATACTTCAGGCGTGTGCAGCAGATACTGCAAGAAATGGCTGCCGCAGAAACGGAAATCATG- STY0277 100 STY2660 66 STY0277 96.7 STY3037

STY1665 100 STY3132 63.107 STY1665 87.73 STY0793
ATGTTAATTAGTAATGTGGGAATAAATCCCGCCGCTTATTTAAATAATCATTCTGTTGAGAATAGTTCACAGACAGCTTCGCAATCCGTTAGCGCTAAAGATATTCTGAATAGTATTGGTATTAGCAGCAGTAAAGTCAGTGACCTGGGGTTGAGTCCTACACTGAGCGCGCCTGCGCCAGGGGTATTAACGCAAACCCCCGGAACGATCACGTCCTTTTTAAAAGCCAGTATTCAAAATACCGACATGAATCAG- STY3007 100 STY3007 99.6
ATGACTCGTTTGTCAGAAATACTTGACCAGATGACCACCGTCCTGAATGACCTGAAGACGGTGATGGACGCCGAGCAACAACAGCTTTCCGTAGGCCAGATTAACGGCAGCCAGCTACAGCGTATTACAGAAGAAAAAAGCTCGTTGCTGGCGACGCTGGATTATCTGGAACAACAGCGCCGTCTGGAGCAGAACGCGCAGCGTAGCGCAAACGATGACATTGCAGAGCGCTGGCAGGCGATTACCGAAAAAACGC- STY1210 100 STY1210 99.3
ATGGATAAGATCGAAGTTCGGGGCGCCCGCACCCATAATCTCAAAAATATTAACCTCGTCATCCCCCGCGACAAACTGATTGTCGTGACCGGGCTTTCGGGTTCAGGCAAATCCTCACTGGCTTTCGACACTCTGTATGCCGAAGGGCAGCGTCGTTACGTTGAATCGCTCTCCGCTTACGCGCGGCAGTTTTTGTCGCTCATGGAAAAACCGGATGTCGACCATATTGAGGGGCTATCGCCCGCGATCTCAATT- STY4450 100 STY0553 70 STY4450 99.1 STY0634
ATGACGAAGAAAAAAGCACATAAACCGGGCTCAGCCACCATCGCGCTGAATAAGCGCGCCCGGCACGAATACTTTATCGAAGAAGAGTTCGAGGCTGGTCTCGCCCTGCAAGGCTGGGAAGTAAAATCTCTGCGCGCAGGAAAAGCCAATATCGGCGACAGTTACGTTATCCTCAAAGATGGCGAGGCCTGGCTGTTTGGCGCAAACTTTACGCCGATGGCGGTCGCCTCGACACATGTCGTATGCGACCCAACCC+ STY2874 100 STY4089 58.095 STY2874 91.29 STY4089
ATGAAAAGAACAGTCGTTGCCAGTATGATAGGGTTGGCGCTATGCGCTGGATGCGTATTATCAACCGCGCAAGCGGCAACCGCAAAGCGTCCTAACTTAGTCATTATTCTGGCGGATGATTTAGGGTATGGCGATCTCGCCACCTACGGGCACCGCATCGTTAAAACACCTAACATAGACAAATTGGCGCAGGAGGGGGTGAAGTTTACCGACTATTATGCGCCAGCGCCTCTGTGTTCTCCTTCCCGCGCGGGC+ STY0042 100 STY4850 60.952 STY0042 99.7 STY4850
ATGAGTATAAAAGAGCAATCGTTAATGACGCCTTACCTACAGTTTGATCGCAGCCAGTGGGCTGCGCTTCGCGATTCTGTGCCGATGACCCTGACCGAGGATGAGATCGCGCAGTTAAAAGGCATTAATGAAGATTTATCGCTGGAAGAAGTTGCAGAAATATATTTACCTCTCTCCCGTTTGCTAAATTTCTATATCAGTTCAAATCTGCGTCGTCAGGCTGTCCTGGAACAGTTTCTGGGCACTAACGGCCAG+ STY3740 100 STY2724 62.963 STY3740 99.6 STY2724
ATGGCAAAAATAGGTGAGAACGTACCACTTCTTATTGATAAAGCCGTCGATTTTATGGCGTCCAGCCAGGCGTTCCGTGAGTACTTGAATAAAACGCCGCCGCGTGATTATGTTCCTTCCGAAGTGCCGTCGGAGAGCACGCCCATTTATTTGCAGCGTCTGGAATATTACCGGCGGCTGTACCGACCAAAAGAAGAAAGAGGTTAA+ STY4108 98 STY4295 57 STY4108 96.7 STY4295
ATGGCTACTGGAAAGATTGTCCAGGTAATCGGCGCCGTGGTAGACGTCGAGTTCCCTCAGGATGCCGTACCACGCGTGTACGATGCCCTTGAGGTGCAGAATGGTAATGAGAAGCTGGTGCTGGAAGTTCAGCAGCAGCTTGGCGGCGGTATCGTGCGTACCATCGCGATGGGGTCTTCTGACGGTCTGCGTCGCGGTCTGGATGTAAAAGATCTCGAACACCCGATCGAAGTCCCGGTAGGTAAAGCTACGCTG+ STY3913 100 STY2180 69 STY3913 98.8 STY2180



ATGAAAATTCTCAGTTTGCGTCTGAAAAACCTGAACTCGCTGAAAGGAGAATGGAAGGTCGACTTTACCGCCGAACCGTTTGCCAGTAACGGGTTATTCGCCATTACCGGCCCGACCGGCGCGGGAAAAACCACCTTGCTTGACGCCATCTGCCTGGCGCTGTACCACGAAACGCCGCGCCTGAATACGGTATCGCAATCGCAAAACGATTTGATGACGCGCGATACGGCGGAATGTCTGGCCGAAGTGGAGTTT+ STY0429 100 STY0669 64.078 STY0429 97.43 STY0669
ATGGATGATTTAGTGTTTGCAGGTAATAAGGCGCTCTATCTTGTTTTGATCCTGTCAGGGTGGCCGACGATTGTCGCAACGATTATCGGCCTCCTGGTAGGGTTATTCCAGACGGTAACGCAATTACAGGAACAGACGCTGCCTTTTGGCATTAAATTACTTGGCGTGTGTTTATGCTTGTTTTTACTGTCTGGCTGGTATGGCGAAGTTTTACTCTCTTACGGGCGTCAGGTGATATTCCTGGCGTTGGCTAAGG- STY3012 100 STY2188 63 STY3012 100 STY1700
ATGAATCATTTAACGAATCAGTACGTCATGCTGCATGATGAAAAACGTTGTATCGGCTGCCAGGCGTGTACCGTTGCCTGCAAAGTGCTTAATGACGTACCGGAGGGATTTAGCCGCGTACAGGTACAAATTCGCGCCCCTGAACAGGCATCCAACGCACTAACCCATTTTCAATTTGTCCGCGTCTCCTGTCAGCACTGTGAAAATGCGCCATGTGTCAGCGTTTGTCCTACCGGAGCGTCATATCGTGATGAAA- STY2270 100 STY1736 68 STY2270 96.31 STY4477
ATGAGTAAAATCAGGGTATTGTCAGTTGATGATTCCGCGCTAATGCGCCAAATCATGACTGAAATTATTAATAGCCATAGCGATATGGAGATGGTAGCGACTGCGCCGGACCCGTTGGTCGCCAGGGATCTCATCAAAAAATTTAATCCGGACGTATTGACCTTGGACGTTGAGATGCCGCGTATGGACGGCCTCGATTTTCTGGAAAAACTGATGCGCCTGCGACCGATGCCGGTGGTGATGGTCTCTTCGCTG- STY2126 100 STY1733 67 STY2126 99.2 STY1733
GTGAAATATTTACTCATTTTCTTACTGGTATTGGCGATTTTTGTTATTTCGGTGACGCTGGGCGCGCAGAATGATCAACAGGTGACGTTTAACTACCTGCTGGCGCAAGGGGAGTATCGTATCTCCACGTTGCTTGCTGTGCTGTTCGCCGTCGGTTTTGCGATTGGCTGGCTGATTTGCGGCCTGTTCTGGCTGCGGGTCCGCGTTTCCCTTGCCCGCGCTGAACGTAAAATTAAACGACTGGAAAACAAGCTCT+ STY1342 100 HCM2.0006c 63 STY1342 100 STY4214
ATGAAAGAATATAAGATCTTATTAGTAGACGATCATGAAATCATCATTAACGGCATTATGAATGCCTTATTACCCTGGCCTCATTTTAAAATTGTAGAGCATGTTAAAAATGGTCTTGAGGTTTATAATGCCTGTTGCGCATACGAGCCTGACATACTTATCCTTGATCTTAGCTTACCTGGCATCAATGGCCTGGATATCATTCCTCAATTACATCAGCGTTGGCCAGCAATGAATATTCTGGTTTACACAGCAT+ STY1729 100 STY3285 72.277 STY1729 98.6 STY3285
ATGAGAGTTGCCTTTTGCTTATATAAATATTTTCCTTTTGGCGGTCTGCAGCGTGATTTTATGCATATTGCTCAAACCGTGGCGGCGCGAGGTCATCAGGTTCGTGTTTATACTCAGTCATGGGAAGGGGAATGCCCGGATAACTTTGAATTAATCCGCGTGCCGGTTAAATCCCGGACGAACCACGGTCGTAACGCAGAATATTATGCCTGGGTGCAACACCATTTGCGCGACCATCCTGTCGATCGGGTGGTT+ STY4072 100 STY4072 98.2
ATGAAAAAGTTAACGATGAGAGAGTGTGAAAGCATCAATCCTACTTTGCTGCTTGCCATTAAGATACTTATCTCGGCGCTTGACGAAAAAACAAAAATAAGGCTCAGAGAGCATATTGAAAAAACTGAACAAGAAATAGCCTCAAGCATACATGATAGCATCATGACAGAGACTTTTCTTCAGCAAATGAAAGACATTCGTTACATCTTAAATATAGTTCCTTGA+ STY0382 100 STY4879 60 STY0382 99.1 STY4879
ATGAATGACCGCGATTTTATGCGCTACAGTCGGCAAATCCTGCTCGGCGATATCGCGATTGAAGGCCAGCAAAAGCTGCTCAATAGCCATGTATTGATTGTCGGCTTAGGCGGATTGGGTTCGCCTGCCGCGCTGTATCTGGCGGGAGCAGGCATCGGCACACTGACGCTGGCGGATGATGACGATGTTCACTTGAGCAATCTCCAGCGGCAAATTCTGTTCACCACCGACGATATCGCGCGTTCGAAATCCCAGG+ STY3723 99 STY0884 67 STY3723 88.4 STY0884
ATGCATTTTCGCGCCATTACCCGAATCGTTGGACTACTGGTTATCTTATTTTCGGGGACAATGATTCTCCCGGGACTGGTAGCGCTAATATATCGTGATGGCGCAGGAGGAGCGTTCACGCAGACCTTTTTTGTCGCGCTGGCGATCGGTTCCATACTGTGGTGGCCAAATCGTAGGGAAAAGGGCGAGCTGAAATCCCGCGAAGGATTTCTTATCGTGGTGCTGTTCTGGACCGTGCTGGGCAGCGTGGGTGCG- STY3574 100 STY0890 60.185 STY3574 99.1 STY0890
GTGGCAAAAAACATTCAAGCCATTCGCGGCATGAACGATTATCTGCCTGGCGAAACCGCCATCTGGCAGCGCATTGAAGGCACACTCAAAAACGTGCTCGGCAGCTACGGTTACAGTGAAATCCGCTTGCCGATTGTAGAGCAGACCCCGTTATTCAAACGCGCGATCGGTGAAGTTACTGACGTGGTTGAAAAAGAGATGTACACCTTTGAGGATCGCAACGGCGATAGCCTGACATTGCGCCCTGAAGGTACG- STY2767 100 STY2767 99
GTGCAGGCAAAAGTGCCGGCTGAAAACATCGCCTGGCTGTCGGCGTTGCAATCGCTGGGATTCTCTTTGGTTGAAGGCGAGGTGGATTTTGCGTTGCCGGTAAAAGGGCATCGCGACCAGCATGGCGCGGAAATTGCACATCTTACGGACATTCCTGCTTTGCGTCAGTTGGCCGGAGAGGCGTTTACGCAGAGTCGTTTTCGCGCGCCGTGGTATGCGCCCGACGCCAGCGCCCGTTTTTACGCCCAGTGGATTG- STY3631 100 STY0385 61.321 STY3631 99.3 STY0385
ATGGCGGAATCTCAACCTCTGTCAGTCGCGCCGGAAGGGGCGGAGTATCTGCGCGCGGTGCTACGCGCGCCAGTATACGAAGCGGCGCAGGTGACGCCGCTGCAAAAAATGGAAAAGCTCTCGTCACGTCTGGACAACGTTATTCTCGTCAAACGCGAAGACCGGCAGCCGGTACATAGCTTTAAGCTGCGCGGCGCTTACGCGATGATGGCCGGATTGACCGAAGAACAAAAAGCCCACGGCGTGATTACCGCG- STY3652 100 STY3427 66 STY3652 98.9 STY3427
ATGATTGAACTCGTCATTGTTTCGCGTCTGCTCGAGTACCCGGATGCTGCCCTGTGGCAGCATCAGCAGGAGTTGTTCGATGCGCTCGCGTCATCTGAGAACCTGGATAAAGAGGATGCCCAGACTCTGGGCGTTTTCCTGCGCGATTTAACCGCGCAGGACATGCTGGATGTACAGGCCGCTTATAGTGAACTGTTTGACCGTGGTCGCGCCACATCGCTGCTTCTGTTTGAACATGTACACGGGGAATCCCGCG+ STY1290 100 STY1486 78 STY1290 98.3 STY1486
ATGAGCAACGCCTTTTTTCATCTGCTGGGGCCAGGCACGCAGCCTGATGACGCCAGTTTCTCGATGAATCCCCTACCGCTCACCTGTCAGGTCAATGGCGACCCAAGTATGGCGGCGCTGGAACGCTGCGCTCACAGCCCGGCGGTGATGGCATTGTTGACCGATCTGCGAGGTCAGCTTGCCCGGCGCATCCCGGAAGTCGGCGACGTGCTGGGATGGGAGTTATCTCCCCTGAATGCCGATGATCTCTCATTCC+ STY1918 100 STY1530 65.686 STY1918 99.3 STY1530
ATGAAGCAGTTTCTGGATTTTTTACCGCTGGTTGTCTTTTTTGCGTTTTATAAACTTTATGACATCTATGCGGCGACCTCCGCACTGATTGTCGCAACGGCAATCGTGCTGATTTATAGCTGGGTGCGCTATCGGAAAATAGAGAAGATGGCGCTGATTACCTTTGTTCTGGTTGCCGTCTTCGGCGGTCTGACGCTCTTCTTCCATAACGATGAATTTATTAAATGGAAGGTGACGGTTATTTATGCGCTGTTCG- STY1316 100 STY0487 63.107 STY1316 99.3 STY0167
ATGCCGCCTCGCCGTTATAACCCAGACGACCGACGTGACGCGCTACTGGAACGCATTAATCTCGATATCCCTGCCGCCGTTGCTCAGGCGCTGCGTGAAGATTTAGGTGGAGAAGTCGATGCTGGCAACGATATCACCGCGCAACTTTTGCCGGCAGATACGCAAGCCCATGCCACAGTGATCACTCGTGAAGACGGCGTTTTCTGCGGCAAGCGCTGGGTTGAAGAGGTCTTCATCCAACTGGCGGGCGATGATG- STY0167 100 STY0119 63.208 STY0167 99.2 STY3468
ATGCTAATTTGGTCACCTAAAGGACGCGCAGCGGCGGGCGTTGTGGCTAGCGTACTGTTTATCGTGTTCTTTTTCCTGCCGCTGGCGGTGATTCTGATGTCCAGCCTTAGCCAGCGGTGGAACGGTATTCTGCCGAGTGGCTTCACGCTGAACCACTTTGTTAACGCTCTGCACGGTGCGGCATGGGATGCCCTACTTGCCAGCCTCACGATTGGCTTTTGCGCCAGCCTGTTTGCGCTGCTTTGCGGCGTTTGGG- STY0465 100 STY2875 60.748 STY0465 97.96 STY2875
ATGAAACGACGTGACACCATCGTGCGCTATACGGCGCCGGAACGCATCAACCACTGGATCGTCGCCTTCTGCTTCGTGCTGGCGGCGGTGAGTGGGCTGGGCTTTTTATTCCCATCCTTCAACTGGTTGATGCATATCCTGGGCACCCCACAACTGGCGCGAATTCTGCACCCGTTTGTGGGCGTGGTTATGTTTGCCTCGTTCATCATCATGTTTTTCCGTTATTGGCACCACAATCTAATCAATCGGGATGATA+ STY3842 100 STY3842 99.2
ATGGCATATCTCATGGTTAATCCAAAGAGTTCCTGGAAAATACGTTTTTTAGGTCACGTTTTACAAGGCCGGGAAGTATGGCTGAATGAAGGTAACCTGTCACTGGGGGAGAAGGGATGCGATATTTGTATTCCGCTGGCTATAAATGAAAAAATTATTCTGAGAGAACAGGCAGATAGTTTATTTGTTGATGCCGGGAAAGCCAGAGTTAGAGTTAATGGCCGCAGATTTAATCCAAATAAGCCGCTACCATCC- STY1725 100 STY1220 93 STY1725 99.4 STY1220
ATGAAAATATACTCAGCGCTATTGCTGGCGGGGACCGCACTCTTTTTCACCCATCCCGCGCTGGCGACGGTTTGCCGTAATTCAAACGGGACGGCGACCGATATCTTTTATGACCTGTCAGATGTTTTCACCAGCGGCAATAATCAGCCGGGACAGGTGGTGACGCTGCTGAAAAAATCAGATTGGTGCGGCGTAAACGCGACGTGCCCGGCGGGGACAACGGTGAATTATACCTACCGAAGCTATGTATCAGAA+ STY0594 99 STY1055 63.889 STY0594 97.4 STY0029
ATGAAGCAACCAGAGGAAGAACTACAGGAAACGCTCACGGAACTGGACGATCGAGCGGTCGTCGATTACCTGCGCCACCACCCTGAGTTTTTTATCCGTAACGCCCACGCCGTTGAAGTGATGCGTGTTCCACATCCCGTGCGGGGAACGGTTTCGCTCGTTGAGTGGCATATGGCCCGCGCGCGTAATCACATCAATGTGCTTGAAGAAAATATGACGCTGCTGATGGAACAGGCTCATGCCAATGAAAGCCTGT- STY3611 100 STY3152 53.846 STY3611 98.7 STY3152
ATGGCTAACTACTTTAATACACTGAATCTGCGCCAGCAGCTGGCGCAGCTGGGTAAATGTCGCTTTATGGGCCGCGACGAATTCGCCGACGGCGCGAGCTACCTGCAGGGTAAAAAAGTGGTCATCGTCGGCTGTGGCGCTCAGGGTCTGAACCAGGGCCTGAACATGCGTGACTCCGGTCTGGATATTTCCTACGCCCTGCGTAAAGAAGCTATTGCTGAGAAGCGCGCCTCCTGGCGTAAAGCGACCGAAAAC- STY3648 100 STY2701 71 STY3648 97 STY2701
ATGACACTACCGAGGTGCGCTATTTTTACCCGAGTCGCTAATTTTTGCCGTAAGGTGTTAAGCCGCGAGGAGAGCGAGGCAGAACAAGCCGTCGCCCGTCCACATATGACGATTATCCCGCGTGAACAGCACGCTATCTCCCGCAAAGATATCAGTGAAAATGCCCTCAAGGTACTGTACAGGCTGAACAAAGCGGGCTATGAAGCCTACCTGGTCGGCGGCGGCGTCCGCGATCTCCTGCTCGGTAAAAAGCCG+ STY0209 100 STY2834 57 STY0209 98.39 STY0004
ATGGAGATTACCACTCTTCAGATTGTGCTGGTGTTCATCGTCGCATGTATCGCGGGTATGGAGTCGGTACTTGATGAATTTCAGTTCCACCGTCCGCTGATCGCCTGTACCTTAATCGGCGCCGTTCTGGGGGACATGAAAACCGGTATTATCATCGGCGGTACTCTGGAAATGATCGCTCTGGGCTGGATGAACATCGGTGCTGCCGTTGCGCCTGATGCCGCACTGGCGTCCATCATCTCTACCGTTCTGGTCA+ STY1960 100 STY0156 60.952 STY1960 99.6 STY0156
ATGGGATTCAAATGCGGTATCGTCGGTCTGCCCAACGTCGGGAAATCCACCCTGTTCAACGCGCTGACAAAAGCCGGTATTGAAGCGGCAAACTTTCCGTTCTGCACTATCGAACCGAATACCGGTGTCGTGCCGATGCCCGATCCGCGTCTGGACCAGTTGGCTGAGATTGTTAAACCGCAACGCATTCTACCAACCACGATGGAGTTCGTGGATATCGCCGGTCTGGTAAAAGGCGCATCCAAAGGCGAAGGG+ STY1910 100 STY0492 64.706 STY1910 98.7 STY0804
GTGCTGCTTTCTCTACTTAACAGTGCTCGTTTACGACCTGAATTACTGATTCTGGTACTAATGGTGATGATCATTTCTATGTTCGTCATTCCATTACCTACCTATCTGGTTGATTTCCTGATCGCACTGAATATCGTACTGGCGATATTGGTGTTTATGGGGTCGTTCTACATTGACAGAATCCTCAGTTTTTCAACGTTTCCTGCGGTACTGTTAATTACCACGCTCTTTCGTCTGGCATTATCGATCAGTACC- STY3019 100 STY2122 77 STY3019 99.3 STY1706
ATGGACGAATACTCACCCAAAAGACATGATATAGCACAGCTTAAATTTCTTTGCGAAACCCTGTATCATGACTGTCTTGCAAACCTTGAAGAAAGCAACCATGGCTGGGTTAATGACCCGACCTCAGCAGTCAACCTGCAGCTCAATGAGCTGATAGAGCATATTGCAACTTTCGCGCTTAATTATAAAATTAAGTACAATGAAGACAATAAATTGATTGCGCAGATAGATGAATACCTGGACGACACCTTTATGT- STY0517 100 STY1816 62 STY0517 99.7 STY3268
ATGCAAACACAAGATACATTTTATCAAGTTATGCGTAGACACGGCGTGACAAGGCGTAGCTTCCTCAAGTTTTGCAGCCTTACCGCAACGTCTTTAGGCCTGAGCAGTTCGATGATTCCTCAGATAGCTTATGCCCTGGAGAATAAACCGCGTACGCCAGTGATATGGCTGCATGGTCTTGAATGTACCTGCTGTACCGAATCTTTCATTCGCTCTGCGCACCCGTTGGCAAAAGATGCCATTTTGTCGCTCATT+ STY1523 100 STY1913 87 STY1523 98.6 STY1913
ATGAATCCAGGATTGAGACGTTCGACGTTGGCTCTACTCGCCTCATCGCTGTTATTGACAATTGGACGCGGCGCCACGCTCCCCTTTATGACCATCTATCTTAACCGTCAGTACGGTTTAGGCGTGGATCTGATTGGCTACGCGCTGACCAGCGCGTTAACGATCGGCGTCATCTTTAGTCTTGGCTTTGGGATTCTGGCGGACAAGTTTGATAAAAAGCGCTACATGTTACTCGCGATTATCGCCTTCGCCTGC+ STY1544 100 STY0101 62.857 STY1544 99.2 STY0101
ATGGGAAGTGGATGGCATGAATGGCCGTTGATGATCTTCACGGTCTTTGGTCAGTGCGTGGCCGGTGGTTTTATTGTTCTGGCTCTGGCGCTGATGAAGGGCGACCTGCGCGCGGAAACGCAGCAGCGGGTGATCGCCTGTATGTTTGGTCTGTGGGTGCTGATGGGGATTGGCTTTATCGCCTCGATGCTGCATCTGGGCTCGCCGATGCGCGCGTTTAACTCGCTTAACCGCGTGGGTGCTTCCGCACTGAGCA+ STY0964 100 STY1568 88 STY0964 99.7 STY1568
ATGAGTAATGAGACGGGACATCTGAACAGACGTTCTTTTTTAAAGGGGATAGTGGCGCTGGGCACCGTTGCGGCTTTACCCGGAGGATTACTGACCTCCCGATGCGCGCTTGCGCAGCCGCCTGTTCCCTTTAACCCTAAAACGTACAAAATTTATCGTAACGCGTGTCCGCGTAACTGCTATGACACCTGTAGCCTCAAGACGTGGGTAAAGGACGGGGTCATTACTTTCGTGGAAGGTGCGCCGGAATCAACA+ STY0659 100 STY0962 77 STY0659 97.3 STY1288
ATGACAACATACACCACTACAGATGTACTGATCTGCGGCGCTGGCGTTACCGGGCTTACTTTAGCCATCGAACTGGCGCGTCACGGGGTCTCATTTCGCCTGATTGAGAAAAGAGCGACGCCTTTTACCGGTTCCCGCGATAAAGGTATTCAGCCGCGAACGCAAGAAATCTTCGAGGATATTGGGATACTCAATAAAGTGGTCGCCGCCGGCGGGCTCTATCCCCGATTACGAACCTACCGTCATGACGGAAGC+ STY1515 100 STY0398 60.952 STY1515 38.15 STY0398

STY3841 83 STY2270 63.366 STY3841 71.87 STY0963
ATGCCAATTACTATCGGGAGAGGATTTTTAAAGAGTGAGATGTTTTCTCAAAGTGCTATCTCTCAACGCTCCTTCTTTACGTCACTATGGGAAAAGATTAAAGATTTTTTTTGTGACACGCAAAGATCCACTGCCGATCAATATATAAAGGAATTATGTGATGTTGCCTCTCCGCCTGACGCGCAACGTTTATTTGATTTATTTTGCGCGTTATATGAATTATCATCACCATCATGCAGAGGAAATTTCCATTTT- STY1462 100 STY1264 63.81 STY1462 97.47 STY1264

STY3394 84 STY4892 84 STY2128 39.09 STY4892
ATGAAGAAAATCGTCACGCTGGTCGCCCTGAGCATCATAATGACAGGGTGTGTGAGCAGTGGAAAAGTGTCCGTCAAACGCGAGCAACTGGAGCACCACCGCTTTGTTCTGGAAAGCGTAAACGGTAAAACGGTCACCGGCCCGGAGCTCAGCTTTGGCGAGGACATGACGGTATCCGGCAAAATGTGCAATCAATTCACCGGCGAAGGAAAACTATCGGACGGCGAATTAAAAGTGAAAAATTTAGCGATGACCC- STY1421 100 STY3917 88 STY1421 98.1 STY3116
ATGCGCTATTTTTTTATGGCAGAGCCGATAAGGGCAATGGAGGGGGATTTACTGGGTGTCGAAATCACTACCCATTTTGCATCGTCGCCCGCTCGTCCGCTACACCCTGAGTTTGTTATCTCGTCATGGGACAATTCGCAGAAGCGCCGTTTTCTGCTTGATCTGTTGCGGACAATCGCGGCCAAACATGGCTGGTTTCTACGCCACGGCCTGTTCTGTATCGTAAATATCGATCGGGGTATGGCGCAGCTTGTCC+ STY1354 100 STY2870 62.745 STY1354 98 STY2870
ATGATAGCCCGCTGGTTCTGGCGCGAATGGCGCTCGCCGTCGCTGATTATTGTCTGGCTGGCGTTGAGTCTGGCGGTGGCCTGCGTACTGGCGCTCGGCAGTATCAGCGACCGGATGGAAAAAGGGTTAAGTCAGCAAAGCCGCGAGTTTATGGCAGGCGATCGGACGCTGCAAAGTTCGCGGGAGGTACCGAAAGCCTGGCTTGAAGAGGCGCGTAAACGCGGCCTTAACGTGGGCGAGCAGTTAACCTTTGCG+ STY0554 100 STY4170 82 STY0554 99.1 STY4170
ATGATTGAAATAGAAAAAGTCTGCGTCGATTTTACCGCCGGTCGCGGTACCCCCACGCGCGCGGTGGATGATGTGAGCCTGCATATCGCCGCGGGCGAGATTTTTGGCATTGTCGGTACCAGCGGCGCAGGAAAAAGCACTCTGCTGCGTACCCTGAACGCCTTAACGCGTCCCAGTCAGGGGCGCGTCAACGTCAACGGCGTGGAAATTTCTGCGCTGGACGGAAAAGCGTTACGCCAGGCGCGGCAGCGTATT+ STY0559 100 STY0274 71 STY0559 99.1 STY0274
ATGGTTACTTTCCACACTAATCACGGCGATATCGTAATCAAAACCTTTGATGATAAAGCGCCTGAAACAGTTAAAAACTTCCTGGACTACTGCCGCGAAGGTTTTTACAACAACACCATTTTCCACCGTGTGATTAACGGTTTTATGATTCAGGGCGGCGGCTTTGAGCCGGGCATGAAACAGAAAGCCACCAAAGAGGCGATCAAAAACGAAGCCAACAATGGTCTGAAAAATACCCGTGGTACGCTGGCGATGG- STY0584 100 STY4324 71 STY0584 99.8 STY4324
ATGTCACTGGCCGAGGACGCTCAGGAGACAATGGCAACGCTTGCTCCCGATCGCTTTTTCTTCATGTCGCCGTATCGCAGTTTTACCACTTCCGGGTGCTTCGCCCGTTATACCGAGCCTGCGGTTGCCGGAGATTCGCCGGATAGCCCTTTCCAGCAGAAATTGCGCCAGCAGTTTGCCGAGGCCAAATCGCAGGGCATCGCCAACCCTATCCTGGTGGGGGCGATCCCCTTTGATACCCGTCAGCCGTCGTCG+ STY0639 100 STY2541 64 STY0639 98.4 STY2541
ATGAATGCACAACTGACCGAAATCATGCGCCTTATCACCAACCTGATCCGCACCGGCACCGTGACCGAAGTGGACCGGGAAAACTGGCTGTGCCGGGTGAAAGTGGGCGAGCTTGAAACTAACTGGATTAACTGGCTGACGCTGCGTGCCGGTGGTGCCCGTACATGGTGGTGCCCGTCGCCGGATGAGCAGGTGGTGGTGCTGAGCATGGGCGGCAATCTGGAAACCGCTTTTGTGCTGCCCGCCATCTACTCCA- STY4615 100 STY3687 89 STY4615 97.6 STY3687
ATGCGTGGAGAAAATCCCGGGACGCTCTGCGGAAAAAATAAGGATATTCCTGGAAACACGAGAAAAGGCTGCAAAACCTGTCCGGACACGTTATGGTTTACTCTGATGCCATTCCTCTTATCTTTTGTTGTAGAAGTTGCCGACACGTTGAGCCGTATTGTTTTTCGTTCATTCTCACTCTCGCTTCTCTTGCTGGCTGCCAGCGGTACGATCCGTGCGCAGGCGCAAGACCCTTTCGATCAAAACCGTCTGCCG+ STY1284 100 STY2762 65.094 STY1284 99.3 STY2762
ATGGAGATCTCATGGGGTCGCGCCATGTGGCGCAACTTTTTAGGCCAGTCGCCCGACTGGTACAAACTGGCACTACTTGTCTTTTTAATTGTTAACCCATTCATTTTCTTAGCTAATCCCTTTGTTGCTGGTTGGCTGCTGGTGGCAGAGTTTATCTTCACCCTGGCGATGGCGTTAAAGTGTTACCCCCTGCTGCCCGGCGGGTTACTGGCCATTGAAGCCGTTATCATCGGCATGACCAGCGCCGCCCATGTA+ STY1935 100 STY4774 62.136 STY1935 98.9 STY1445

STY3668 100 STY4635 100 STY3668 83.69 STY4635
ATGATGGCGACAATGCTGGATGTTTCCCGCCATGCGGGCGTATCAAAGGCCACCGTCTCACGAGTGCTGAATGGGACGGGGCAGGTAAAAGAAAGCACGCGCCAGAAAGTGTTTACGGCGATGCAGGCTCTGGACTATCGCCCCAACCTGCTGGCACGCTCGCTGGCAAATCGCACCAGCAACAGCATCGGTCTGGTCGTCTCTACGTTTGACGGCTTCTATTTTGGCAGTTTGTTGCGCCGGGCGTCGCGCCAG+ STY3156 100 STY3155 80 STY3156 90.44 STY2425
ATGACAAGCGAAACGCGTACACTCTACAGCCAGCTTCCTGCTATCGATCGTTTATTGCACGATAGCGCCTTTCTTTCTCTGCGCGATCGGTATGGCCATACCCAGGTGGTTGATCTGCTTAGGCGGATGCTTGACGACGCGCGCGACGTCATACGGAATACGCAAACGCTTCCCGACTGGTACGCAGACTGGGCGCAAGAGGCGAAACTCCGGCTGGAAAATGCGGCGCAAAGCGCGCTGCGCCCGGTGATTAAC+ STY4113 100 STY4113 98.6
ATGAGTTATAAATATGTTGGTAAGCATGGCTGTGATGTTGCATTGCGGATGGGCTATAAAGAATACCCCGATGAAAATGCTTATGGTGATGCCTATTATATTAAAGATGGGTTAAAATGGATATTTAATATAACAGGCTTAAAAAAACGGCTTGGCGTATACAGCGACGACGATCTCCGTAAACAGAACTATGATGTAGATACCTATTATCGGGTTGAAAACCAACAGGAAGAAAGTGCAGATGATGAAATGCAAT+ STY4041 100 STY4041 50 STY4041 99.1 STY4041
ATGAGCGCTATCTCCCTGATCCAACCGGATCGCGACCTTTTCTCCTGGCCGCAGTACTGGGCCGCCTGTTTTGGGCCGGCGCCGTTTTTGCCGATGTCACGTGAAGAGATGGATCAACTTGGCTGGGATAGCTGCGACATCATTCTGGTGACGGGCGACGCGTATGTCGATCATCCGAGCTTCGGCATGGCGATTTGCGGCCGTATGCTGGAAGCGCAGGGCTTCCGCGTGGGGATCATCGCCCAGCCGGACTGG- STY3342 100 STY1738 81 STY3342 98.4 STY2404
ATGTCCGCTCTTTGTCCGCTACTGACTCCGCCTGCTTCGGAAGCATTGCTGTTAGCCCAGGCGCGGCAGCTTTCCGGCTATACGTTAGGCGAGCTGGCGGTGATGGCCGGCATTACCACGCCTAAAGATTTGAAGCGAGACAAAGGCTGGATCGGCGTCTTGCTGGAGATCTGGCTCGGCGCCAGCGCCGGGAGCAAGCCGGAGCAGGATTTCGCCGCGTTAGGCGTAGAACTGAAAACTATCCCGGTGGATAGTC+ STY3148 100 STY1226 58.879 STY3148 99.3 STY1226

STY4415 61.765 STY0508 59 STY4415 11.16 STY0508



ATGGCTACGTTTATGACTGAAGATTTTCTACTTAAAAACGACATTGCCCGCACGCTGTACCATAAATACGCCGCGCCCATGCCGATTTATGACTTCCACTGCCATTTAAGTCCGCAGGAAATCGCCGACGATCGCCGTTTCGATAACCTCGGTCAGATCTGGCTGGAAGGCGACCACTATAAATGGCGAGCGCTACGAAGCGCAGGCGTGGATGAGTCGCTGATCACCGGCAAAGAGACCAGCGATTATGAAAAA+ STY3308 100 STY0711 57.547 STY3308 98.7 STY0711
ATGGCTGATCAAACGAATCCGTGGGATACCGCACAGGTGGCCGATACGACGACGCAAACGGCTGATGCCTGGGGAACACCGGCAGGCGTAGCCACGGACGGCGGCAGTACCGACTGGTTGAACAGCGCGCCCGCGCCAGCCCCTGAACACTTTTCTCTTCTGGACCCGTTCCATAAGACGCTTATCCCGCTGGATAGCTGGGTCACAGAGGGAATCGACTGGGTCGTCACCCATTTCCGTCCCCTTTTTCAGGGG+ STY2936 100 STY2392 61.765 STY2936 98.8 STY2392
ATGTTCTCTCCACAGTCACGCTTGCGTCATGCCGTAGCAGACACGTTTGCGATGGTTGTTCACTGTTCTGTTGTGAACATGTTGATCGAGATATTCCTCTCCGGAATGAGCTTTGAGCAGTCGCTTTCTTCCAGGCTGGTGGCGATACCTGTCAACATTTTGATTGCATGGCCATACGGCGTTTACCGCGATCTGATTATGCGCGTCGCGCGTAAGGCAAGCCCGGCGGGATGGGCCAAAAACCTGGCGGATGTAT+ STY2923 100 STY4283 60 STY2923 98.9 STY4283
ATGCAGCTTGAGGTCATTCTACCGCTGGTAGCCTATCTGGTCGTGGTCTTCGGGGTCTCGATTTACGCTATGCGCAAGCGTACCGCCGGCACCTTTTTAAACGAGTATTTTCTTGGCAGTCGTTCGATGGGCGGGATCGTGCTCGCGATGACGCTGACCGCCACCTATATTAGCGCCAGTTCATTTATCGGCGGTCCCGGCGCGGCTTATAAATATGGTCTGGGCTGGGTCTTGCTGGCGATGATCCAGCTTCCC+ STY3562 100 STY3562 98.5

HCM1.57c 59.223 STY1257 59 HCM1.57c 18.31 STY1257
ATGGCCCAACAGACGCCTTTGTACGAACAACACACGCTATGCGGCGCCCGCATGGTCGATTTTCATGGCTGGATGATGCCCCTGCATTACGGCTCTCAGCTTGATGAACACCACGCTGTGCGCACCGATGCCGGGATGTTTGATGTATCGCATATGACCATTGTCGATCTTCATGGTAGCCGTACACGAGAGTTTCTACGTTATCTGCTGGCAAACGACGTCGCGAAGCTAACGAAGACGGGTAAAGCCCTCTAC- STY3211 100 STY2797 64.356 STY3211 99.1 STY2797

STY3242 100 STY2449 66 STY3242 64 STY3437
ATGTCAGCCTTATCAACTACTGGCCATAATGACGGGATCACTCTCCATTGCTTACAGAGCATTGCGCAACTCATTCCTCTGTCGTCGGCGGTTTTTTATCGTGTTAATGCTTATTTAAAGCCGGAAGCCTATGTTTTACATAATATTTCTAATAGCACACACCAACAATATCTGGAGCATTTTCAACCATTAGACCCGCTATTGCCTTCCCGATTCGGCCAACAGGTTATTACAGTAGCGACGATGACGCCCGGCA+ STY3293 100 STY2472 65.385 STY3293 97.7 STY1285
GTGACAACACGACATCTGGTCAGCCTGGTAACGGGAGTGCTTATCCTGTCTGTCCTTTTCCCGATAGGATTGAGCCTGTGGCTGGCGCACCGTCAAGTTGAAAAAAGGTTTAACGAAGAGCTGGATATCTTCTCGTCCCGGGTGGCGCTACGTACAGAAAGGGTCAGTGACCAGGCAAAAGCCGCGTTAACGCATATTGCCTCCTTTAAAGGCGAGCCCTGCAGCAGCGCCCATTTACTCGCCATGCGCCGCGTG- STY0511 100 STY4462 70 STY0511 98.8 STY4462
ATGCAAGCAACCGCCACAACACTCGACCATGAGCAGGAACATGTTCCGGTAAACTCACGCAATAAAGTCGTTATTGCCTCGCTTATCGGCACCGCGATTGAGTTCTTCGACTTCTATATTTACGCCACCGCAGCGGTGATCGTGTTCCCCCTTATCTTCTTCCCCCAGGGCGATCCCACTGCGGCAACGCTACAATCGCTCGCCACCTTCGCTATCGCGTTTGTGGCGCGTCCGATCGGCTCTGCGCTATTTGGT- STY4194 100 STY4489 85 STY4194 98.9 STY4489

STY0829 60.784 STY4095 50 STY0829 24.62 STY4095
ATGCTGTCGAAACAAATTCCGCTCGGCATCTATGAAAAAGCGCTCCCTGCCGGGGAGTGCTGGCTGGAACGCCTGCGGCTGGCGAAAACGCTGGGTTTTGACTTCGTTGAAATGTCGGTGGACGAGACCGACGCCCGACTGGCGCGGCTCGACTGGAGTCGCGAGCAGCGCCTGGCGCTGGTGAGCGCGGTTGCTGAAACCGGCGTGCGTGTGCCGTCCATGTGTCTGAGCGCGCATCGTCGTTTTCCGCTCGGTA+ STY4743 100 STY4120 76.238 STY4743 98 STY4120
ATGAATAACGTTATCAGTAGTAAAGATAACCATAATCACACGTTGGTGTTTACAGGCAAGGGCGGAAAGTATTTTGTTATTTGCCTTGTGAATTTCTTGTTGACGTGTATCACGTTTGGAATCTATGCGCCGTGGGCGATGGTGAAATGTCGACGTTATATTTATACTAATATGACGCTAAACAATCAGCCTTTTGCTTACAAAGCCACGGGCGGCGCATTATTTATTAGTGTGTTGTTAGTTTTTATTATTTAT+ STY4813 100 STY2352 63.366 STY4813 99.3 STY2352
ATGTTGAAATCCCCCCTGTTGTGGAAAATGATTACGTTAGGCGGCGCCATGATCCTGCTGTTAATTCCCCTGATGATGGTACGGCACACCATCGTGGAGCGTGCTGATTATCGAAGCCATGTAGAAGCCGCTATTCGTCAGAGTACCAGCGGCCCGCAAAAGGTTGTCGGCCCGCTGGTGGCGGTTCCGGTGACAGAGCTCTATACCGTGCTGGAAGAGGAGAAAGAGGTTCAGTATAAGCGCAGCTATCTCTAT+ STY4937 100 STY4937 98.3
ATGAGTCGGGGGATCATCATTATTGGGTCGGGCTTCGCCGCCCGCCAGCTCGTCAAAAATATCCGTAAACAAGATGCGCATGTGCCGTTAACTCTGATTGCGGCGGACAGCATGGATGAGTACAACAAGCCCGATCTCAGCCACGTTATCAGCCAGTCGCAGCGCGCCGATGATCTCACCCGCCAGTTAGCGGGGGAATTTGCTGAACAGTTTAATCTACGACTGTTCCCGCATACCTGGGTTACTGACATTGAT+ STY2963 100 STY1549 66.355 STY2963 98.3 STY0612
ATGGCGAACTGGGCGCAGAAATTGAAATTACATCACCTGCAAACGCTGGTTGCGCTGGGCGAACAGGGCAACCTGACGCACGTCGCCCGGATGATGAATATCTCCCAGCCGGCGCTATCGAAGTGGCTATCTCAACTCGAAGATGAGATAGGCATCACGCTTTTTGAGCGCCACAGTAAAGGACTACGCCCCTCGGAAGGCGGTAAATTACTGCTCCAGCACGCCCAGCGCCTAATTAACGATCTGGAGCGTTCAC+ STY2410 100 STY1337 69 STY2410 99.79 STY1337
ATGAACGTAGTTAATAATAGCCGTGATGTTATTCATTCATCAGGTATTGTGTTTGGAACGAGTGGGGCTCGCGGTCTTGTAAAAGATTTTACACCTCAGGTATGTGCTGCTTTTACGGTTTCATTTGTTGCCGTTATGCAGGAACATTTTTCCTTTGATACCGTAGCATTGGCAATAGATAATCGTCCAAGTAGTTATGGGATGGCTCAGGCGTGTGCTGCTGCATTGGCAGATAAAGGCGTTAACTGTATTTTT- STY2292 100 STY2496 56.436 STY2292 98 STY2496
ATGTATTTACGACCTGACGAGGTGGCGCGGGTACTGGAAAAGGCAGGGTTTACCGTCGATGTGGTGACGAATAAGACGTATGGTTATCGACGCGGCGAGAATTATGTTTATGTTAACCGCGAGGCGCGTATGGGGCGTACCGCGCTGATCATTCACCCCAGATTAAAAGACCGTAGCTCATCACTGGCTGACCCGGCTTCGGATATTAAAACCTGCGATCACTACCAAAATTTTCCGCTCTATTTAGGCGGCGAGA- STY2924 100 STY2924 99.1
ATGCCATCACTCAGTAAAGAAGCGGCCCTGGTTCATGACGCGCTGGTTGCCCGGGGGCTGGAAACGCCGCTGCGCCCGCCTATGGATGAACTGGATAATGAAACGCGAAAAAGCCTTATCGCAGGGCATATGACTGAGATTATGCAGTTGCTGAATCTCGATTTGAGCGATGACAGTCTGATGGAAACGCCGCATCGTATCGCTAAGATGTACGTTGACGAGATTTTTGCTGGCCTCGACTATGCTAATTTCCCGA- STY2427 100 STY2427 99.6
ATGACAAATCTAAAAAAGCGCGAACGAGCCAAAACCAATGCATCGTTAATCTCTATGGTGCAACGCTTTTCAGATATCACCATCATGTTTGGCGGGCTGTGGTTCATCTGTGAAGTCAGTGGACTGCCATTCCTGTACATGCACCTGTTGGTGGCGCTGATTACGCTGGTTGTTTTTCAAATGCTGGGCGGGATGACCGATTTTTATCGCTCCTGGCGCGGCGTCAAAATGTCGACAGAGTTAACGCTGTTACTG- STY2315 100 STY2315 98.6
ATGAAGCTGTACAGTTTCTTTAATAGTTCGGCGTCTTATCGTGTACGTATTGCGCTGGCGTTAAAGGGGATTGATTACCAGACAGTGGGCGTCAATATTCGTATCGGCCAGCAGAATGCGCTGGCCTACCGACGGATGAATCCGGTAGGCCTGGTGCCGACGCTAGTCACTGATGACGGCGAATCGTTGGGGCAATCGCTGGCCATCGTCGACTGGCTGGACCGACATTTTCCGCAAACGCCGCTGCTGCCGACGA- STY2406 100 STY3523 62 STY2406 99.4 STY1344
GTGAAATTAAGATGGTTTGCTTTTTTGGTAGTAATACTGGCTGGCTGTAGCTCAAAACAGGATTACAGGAATCCACCGTGGAATGCCGAAGTGCCTGTAAAGCGTGCGATGCAGTGGATGCCCATCAGTGAAAAAGCCGGGGCGGCATGGGGGGTTGATCCACATTTAATCACCGCGATTATCGCCATTGAATCCGGCGGCAACCCTAACGCGGTCAGTAAGTCCAATGCGATTGGCCTGATGCAGTTAAAGGCGT- STY1927 100 STY3267 62 STY1927 99 STY3267
ATGAGCAATTACTGGCTGGGGTTAGATTGTGGTGGGAGTTGGCTAAAAGCCGGGTTGTACGATGGCGCAGGCCGGGAAGTAGCGGTGCAACGCCTGCCGCTGCACGCTTTAAGCCCGCAGCCAGGCTGGGTTGAACGCGATATGACCGAACTGTGGCAACAGTGCGCTTCGGTCATCAGCAAACTGCTGACGCACACGGGGGTGAGCGGCTCACAAATCCGCGGTCTGGGTATTTCAGCCCAAGGGAAAGGCCTG- STY4122 100 STY0190 62.376 STY4122 97.2 STY0286

STY2271 60.396 STY3731 60 STY3731 8.18 STY2271
ATGGCAAACGCAGATCTGGATAAGCAGCCTGATTCTGTATCTTCTGTGCTGAAAGTTTTCGGCATTCTGCAGGCGCTGGGTGAAGAGCGTGAAATAGGGATTACCGAGCTATCGCAGCGCGTCATGATGTCGAAAAGCACCGTTTATCGCTTTTTGCAAACCATGAAAACGCTGGGCTACGTGGCTCAGGAGGGGGAGTCTGAAAAATACTCTCTGACGCTAAAGCTGTTTGAGCTGGGCGCGCGAGCTTTGCAAA- STY1972 100 STY2522 69 STY1972 99.6 STY2522
ATGTACAAAAATGGAAAATTTATCCCCCTGCTTGCTTTGGGATTCACATTTTTTTTGTCTGGTTGTGATTACTTCGCAGATAAGCACCTTGTTGAAGAACTGAAAAAACAACAAAAAGAACAAGAAGCAAAGATAAACCTGTTAGAAAAACAACAAAAAGAACAAGAAGTAAAGATAAATTTGCCAGAAAAACAACAAACTACGGTTATCAACACGACTCAAAAGATCGCCGAAGTCGTTGGCCGCGTTGAACGCA- STY4106 100 STY4824 64.762 STY4106 96.5 STY4824
ATGCAGAACCAAAGAATCCGTATCCGCCTGAAAGCGTTTGATCATCGTCTGATCGATCAATCAACCGCGGAAATCGTCGAGACTGCCAAGCGCACTGGTGCGCAGGTTCGCGGTCCGATCCCGCTGCCGACCCGCAAAGAGCGCTTTACCGTTCTGATCTCTCCGCACGTTAACAAAGATGCGCGCGATCAGTACGAAATTCGCACTCACAAGCGTCTGGTTGACATCGTTGAGCCAACCGAGAAAACCGTTGATG+ STY4357 100 STY4727 61.321 STY4357 99.7 STY4727
ATGAATGATGTAAGCAAGGTGAGCCTGCCTAAGGCGATATTTTTGATGGGGCCGACGGCCTCCGGCAAAACGGCGCTGGCGATAGAACTGCGTAAAGTTTTGCCAGTAGAGTTGATAAGCGTTGATTCCGCCCTCATTTATCGGGGAATGGATATTGGCACGGCTAAGCCGAATGCCGATGAGCTGAAAGCGGCGCCGCATCGACTGCTGGATATACGCGACCCGTCGCAGGCGTATTCGGCGGCGGATTTTCGC+ STY4717 100 STY3644 60.194 STY4717 99.6 STY3644
ATGATTAGCGCATTTGATATTTTTAAGATTGGCATTGGACCTTCAAGCTCCCATACCGTAGGGCCAATGAATGCAGGAAAATGTTTTATCGATCGGCTGATCGACAGCGGCGACCTGCCGCGAACGACGCGCATCACGGTTGATCTTTACGGATCGCTATCGCTGACGGGCAAAGGCCACGCGACCGATACCGCCATCATTATGGGTCTTGCGGGCAATACGCCGCAGGATGTCAATATTGATAGCATTCCGGCG- STY3422 100 STY1956 87 STY3422 98.4 STY3110
ATGAAGTTTGTTGATGAAGCATCGATTCTGGTCGTTGCAGGCGATGGCGGTAATGGCTGTGTGAGCTTCCGCCGCGAAAAATATATCCCGAAAGGCGGCCCGGACGGCGGTGATGGCGGCGACGGCGGCGACGTCTGGATGGAAGCCGATGAAAACCTGAATACGCTGATCGATTACCGCTTTGAAAAATCGTTCCGCGCTGAACGTGGTCAGAATGGCGCGAGCCGCGACTGTACCGGTAAACGCGGTAAAGAC- STY3480 100 STY2986 64.423 STY3480 99.1 HCM2.0077c
ATGTCTTCTCATCCCTACGTCAGCCAGCTAAATACCCCGCTGGATGATGATACCACTCTGATGTCTACGACCGACCTGGAAAGCTATATCACTCACGCCAATGACACTTTTGTCCAGGTGAGCGGCTATCAGTTAAACGAGTTACTGGCGCGGCCACATAATCTGGTGCGTCATCCGGATATGCCGAAAGCTGCCTTCGCAGATATGTGGTACACCCTAAAACAGGGCGAACCGTGGAGCGGCATTGTGAAAAAC- STY3395 100 STY2128 83 STY3395 98.6 STY4892
ATGAGCAAAGGAACCACCAGTCAGGATGCCCCCTTCGGGACATTATTGGGTTACGCCCCCGGCGGCGTAGCGATCTACTCTTCAGATTACAATTCCCTCGATCCGTGGGACGACGACGACGCAGCTTTTCGTAGCTACATCGACGATGAATACATGGGGCATAAATGGCAGTGCGTGGAATTTGCCCGCCGTTTTCTCTTTCTGAATTATGGCGTTGTTTTTACTGACGTCGGCATGGCCTGGGAAATTTTCTCG- STY3310 100 STY3366 60 STY3310 98.9 STY3366
GTGATATCTTATTATTTTCAAGGGGTTGCCCTTGGCGCCGCCATGATCCTTCCGCTTGGCCCGCAAAATGCGTTTGTGATGAATCAGGGAATTCGTCGCCAGTACCACCTCATGATAGCGCTGCTTTGCGCGTTAAGTGATTTAGTCCTGATTAGCGCCGGTATTTTTGGCGGTAGCGCGTTGCTGATGCAGTCGCCGTGGCTGCTGGCGCTGGTCACATGGGGCGGGGTTGCGTTCTTGTTATGGTACGGTTTTG- STY3222 100 STY4194 61.386 STY3222 99.1 STY3826
ATGGATCACGCAATTTATACCGCCATGGGGGCGGCCAGCCAGACGCTTAACCAGCAGGCGGTAACGGCCAGCAACCTGGCTAATGCCTCAACGCCGGGCTTTCGCGCGCAGCTTAACGCGCTACGCGCGGTGCCCGTTGATGGCCTCTCTTTAGCGACGCGCACGTTGGTTACGGCGTCGACGCCGGGGGCGGATATGACCCAGGGTCAGTTGGACTACACTTCCCGCCCGCTGGATGTTGCGTTACAGCAGGACG+ STY1217 100 STY1215 65.385 STY1217 98.7 STY1218
ATGAGTGCAATCGCGCCTGGAATGATCCTCTTCGCGTACCTCTGCGGCTCAATTTCCAGTGCCATTCTGGTTTGCCGCATCGCCGGGCTGCCCGATCCGCGAGAAAGCGGCTCCGGCAACCCGGGCGCGACGAACGTATTACGAATCGGTGGCAAGGGAGCGGCTGTCGCGGTACTTATTTTTGACATCCTTAAAGGCATGTTGCCCGTCTGGGGCGCGTATGCGTTAGGCGTTACCCCTTTCTGGCTGGGGCTTA+ STY3386 100 STY2803 64.356 STY3386 99 STY3121
GTGAGAGGTAAAACCGTAAGGCGCCTGGCGGTGTTGGCGGCAGTAGGGCTACTTTGTCATGGCGCGTGGGCAGGGACGTGGAATATCGGTATTTTGGCCATGCGCGGCGAGGCGTCTACGCGTAGCCACTGGCAACCGTTGGCAAAGACATTAAGCCAACAGCTTCCAGGCGAAACCTTTCACATCCAGCCGCTGGATCTGCATCAAATGCAGGAGGCCGTTAACCAGGGAACCGTGCAGTTTGTGATAACCAAC- STY1735 100 STY2634 72 STY1735 98.8 STY2634

STY4037 86 STY0429 53 STY4037 16.91 STY0429
ATGGATTTTATTAAGGGATTATGGCGAGACCTACGCGCAAGACCAGTGGATACGCTGGTGAGATGGCAGGAACAGCGCTTTCTGTGGCTGTTAATGGCCATCGCGATGGGAGGATTAATTATCCTGGCGCACTCGTTCTTCCAAATCTACCTCTACATGGCACCGTGCGAGCAGTGTGTTTACATCCGTTACGCGATGTTTGTGATGGTAATTGGCGGGGTGATTGCGGCAATAAATCCCAAAAATATTGTGCTGA+ STY3372 100 STY3372 64.151 STY3372 99.6 STY4498
ATGCAAAAAGTTGTTCTCGCAACCGGCAACGCCGGTAAAGTGCGCGAGCTCGCGTCGCTGTTAAGCGATTTTGGGCTTGATGTGGTAGCGCAAACGAAACTGGGCGTTGACTCTGCGGAAGAAACCGGCCTGACGTTTATTGAAAACGCGATTCTCAAAGCGCGCCATGCCGCTAAAATGACCGGTCTGCCCGCCATTGCCGATGACTCCGGTCTGGCCGTTGACGTTTTAGGCGGCGCGCCGGGTATCTATTCCG+ STY3256 100 STY3256 98.7
ATGAGAAAACTCACCCTGCCAAAAGATTTTTTATGGGGCGGCGCGGTTGCCGCACACCAGGTTGAAGGCGGCTGGAATAAAGACGGTAAAGGCCCCAGCATCTGCGACGTGCTAACCAGCGGCGCACACGGCGTGCCACGCGAAATCACCCAGAATGTCGTTGCTGGCAAATACTATCCGAACCACGAGGCGGTGGATTTTTACGGACATTACAAAGAAGACATCCGTCTTTTCGCCGAAATGGGGTTCAAATGC+ STY3207 100 STY3207 99
ATGAAAATGACAAAACTGACTACGCTTTTACTCACCGCTACCCTCGGCCTTGCCAGCGGCGCAGCGTTAGCTGCTGAATCTAACGCGCAGTCCAGTAATGGCCAGGCGAACTCGGCGGCAAATGCCGGTCAGGTTGCCCCGGACGCCCGCCAGAATGTGGCGCCGAATGATGTGAATAACAACGACATCAATACCAACGGCAATACTAACAGCACGATGCAGCATCCTGACGGTTCAACCATGAATCATGACGGAA- STY0800 99 STY2807 52 STY0800 98.4 STY2807
ATGGAACAGAATATCGCCACCGCCCAGGTTTCCGTCGCCCGCCCAAACTGGGACAAATCACGTCTGGTATCCCGTATTGTGCATCTGGGCTGCGGGGCGTTTCACCGCGCGCACCAGGCGCTCTTTACCCATCATCTACTGGAAAAGAGCGACAGCGACTGGGGCATTTGTGAAGTGAACCTGATGCCGGGTAACGACGCGCGGCTGATCGCGAACCTGAAAGCGCAAAATCTGCTGTACACCGTTGCAGAACGC+ STY3307 100 STY1553 79 STY3307 99.7 STY1553
ATGGCGCGTCGCCCGTTTTCCAGCCAGTCTCTGGTGCTGATTGTCATCGCTATTGCCATCAATATGATTGGCGGACAGCTTATTAGCATGTTGAAGCTGCCTATTTTTCTCGACTCGATCGGCACCTTAATTAGCGCGGTACTGTTAGGGCCGTTCATCGGCATGTTGACTGGGCTTCTGACCAACTTGCTGTGGGGGCTGCTTACCGACCCTATCGCTGCCGCGTTTGCCCCGGTAGCGATGGTTATCGGTCTGG+ STY3230 100 STY3795 64.078 STY3230 98.6 STY2394
ATGCTCGATAAACAGACCCATACCCTGATCGCTCAGCGACTTAATCAGGCTGAAAAACAGCGTGAACAGATTCGCGCAGTGTCGCTGGATTATCCCAACATCACTATTGAAGATGCCTATGCCGTACAGCGTGAATGGGTCAATATCAAGATTGCCGAAGGGCGCACGCTCAAAGGCCACAAAATCGGCCTGACCTCAAAAGCGATGCAGGCCAGCTCGCAAATCAGCGAACCGGATTACGGCGCGCTGCTTGACG+ STY1139 100 STY2960 64.078 STY1139 99.4 STY3432
ATGGCTTTTCGTTTTCCACAAATAATACTATTTTTACTGGCAGCCATGTTATTTTGCCCCAGCAGTTATGCTGAGCAAAAGCCGACCGCTGCGCAGGAAGCGCGTAAAACCGCCGTTGAGGTCGCTGTTGAAGGCATGAGTCGCGCCGCCGTTGCGGGTCCGACAAAGATTAGTTTAGGTGATAAAGCCACGCTTAATCTACCGGAAGGATTTACCTGGATACCCGCAAAAGAAGCGGCGGTATTTATGCGTGAAA- STY0810 100 HCM2.0104c 68.932 STY0810 99 STY1911
ATGAAAAAACCTGTCGTTATCGGACTGGTAATCGCAGCGATCGTCGCTGTGATTGCCGGTGGAACCTGGTGGTATCAAAGTCGGCAGGACGATGGGCTGACGCTATACGGTAATGTCGATATCCGTACCGTCAATATCAGCTTTCGCGTCGGCGGCAGGCTGGCGTCGCTGAATGTTGATGAAGGCGATACTATCAAAGCCGGACAGGTGCTCGGCGAACTGGATCACGCGCCATACGAAAACGCGCTGATGCAG- STY0853 100 STY4199 68.317 STY0853 99 STY2878
ATGACGCAATACGCTTCTTCCCTTCGTAGCCTCGCGGCAGGTTCGGTTCTCTTATTCCTTTTCGCTTCGCCTGTAAAGGCAGAGGAACAAACGATCGCGCCGCCGGGCGTTGATGCGCGAGCCTGGATCTTAATGGATTACGCCAGCGGTAAAGTACTGGCGGAAGGCAACGCCGATGAGAAACTCGACCCTGCCAGTTTGACAAAAATTATGACCAGCTACGTGGTGGGCCAGGCGCTGAAGGCAGGCAAAATC+ STY0896 100 STY0688 80 STY0896 98.7 STY0688
ATGCTGGTTTCTTGCGCATCCGGGCTTTCCTCCCCCCTTATTCCAGATTATCCTGAAGCATTAACGCAGGATTCTATTATGGATATTCAGGACACATTTCCTCAACGCGTCTGGCAAATCGTCGCCTCGATCCCGGAAGGGTTTGTCACGACCTACGGTGATGTCGCCCGGCTTGCCGGTTCCCCTCGGGCGGCGCGTCAGGTCGGCGGAGTTTTAAAACGTCTGCCGGAAGGCAGCACTTTACCATGGCATCGGG- STY0510 100 STY2807 65.421 STY0510 99.5 STY2807
ATGCTACAAAGCAATGAATACTTTTCCGGGAAAGTGAAGTCTATTGGATTTACCAGCAGTAGCACCGGCCGGGCCAGCGTTGGTGTGATGGCGGAAGGGGAGTATACATTTGGCACCGCCGAACCCGAAGAGATGACGGTTGTGAGCGGCGCGTTGAAGGTACTGTTGCCGGGAACTGTCGAATGGAAAGTGTATACAGCCGGTGAGGTGTTTAACGTGCCTGGCCACAGCGAGTTTCATCTACAGGTCGCTGAGC+ STY0424 100 STY0424 98.6
ATGATTTACGGTAAACCTGAGGACGTATTTACCTGTGGACTGTTTTCATCGACCCGCGGCGGTTTCACTATGATTTATCCCTTTACCGAGCACGCAACCGTGCTGGAAGGGGAAGTGGAACTCACTGTTGTGGGTCAGGAACCGATACGTTTTTCACCGGGCGATAGTTGGTTTGTTGAACAGGGAACCGAAGTGGCATGGAAAGTTTTAACGCCCCGTTTTGTAAAACATTATCTGGCAAACGTTGAAAGCCATA- STY3296 100 STY3296 70.13

STY0609a 96 STY0433 62 STY0609a 51.49 STY0433
STY0610 85 STY3350 59.259 STY0610 47.22 STY3350



ATGTCGATTACACTTAGCGACAGTGCAGCAGCGCGAGTTAATACCTTCCTGGCCAACCGTGGTAAAGGGTTTGGTCTGCGTCTGGGCGTGAGAACCTCCGGCTGCTCAGGTATGGCTTATGTACTGGAATTTGTTGACGAGCCGACGGCGGAAGACACCGTGTTTGAAGACAAAGGCGTTAAGGTAGTGGTTGACGGCAAGAGCCTGCAATTTCTGGACGGTACACAGCTGGACTTCGTAAAAGAAGGCCTGAACG- STY2787 100 STY1754 71 STY2787 99.4 STY0226
ATGATGAAGGTGAATGATCGGGTAACCGTTAAAACGGACGGCGGTCCCCGCCGACCGGGCGTGGTACTGGCAGTGGAAGAATTTAGTGAAGGCACAATGTACCTGGTTTCGCTGGAGGATTACCCGCTCGGCATCTGGTTCTTCAATGAGTCAGGTCACCAGGATGGTATTTTTGTCGAGAAGGCGGAGCAGGACTAA- STY2191 100 STY4473 91 STY2191 100 STY4473

STY1077 72 STY1883 65 STY1883 46.04 STY1077
ATGATCATGGATGTACAGACGATATTTGTCATATTAGCCTTTCTGCTACTCCCGCTTTTTTGCTTTCGTGAGGCCTGGAAAGGCTGGCGAACCGGCGCGGTAGATAAAGTTGTCAAAAATGCGCGAAAACCGGTTTATGTTTATCGCCATGCCGATCCCGTACAATATTGGTCTTATCTTTTTCTTTATACCGGTTGCGGTTTTTTATTTACTGGAATGATTATTTATCTTCTTTTTTATCGTTAA+ STY2415 100 STY2415 99.2
ATGGCATCCGGCTGGGCAAATGACGACGCAGTGAATGAACAAATCAACAATACCATTGAAGATGCCGTTGCCCGCGCTCGCGGCGAACTTCCCCACGGCGAAAGTCGCGATGAATGCGAATCTTGCGGCGATCCTATCCCTGAAGCGCGGCGTAAAGCCGTACCGGGCGTTCGGTTATGCATATCCTGCCAACAGGAGAAAGATTTACATAACGCAACATTTTCAGGATATAATCGTAGAGGTTCAAAAGACAGTC- STY0862 100 STY3131 62.136 STY0862 98.9 STY3131
ATGACTTATGAACTGGAATTCGACCCGAGGGCCTTAAAAGAGTGGCATAAGCTGGGCGATACGGTGAAGGCTCAGCTTAAGAAAAAGTTGGCTGATGTGCTATTGAACCCCAGAATCGACTCTGCCCGTTTAAACGGTCTTCCTGACTGCTATAAAATTAAGCTTAAATCGTCCGGTTATCGTCTGGTGTACCAGGTTCGGGATGACGTTGTGATTGTGTTTGTTGTTGCGGTCGGCAAGCGAGAACATTCAGCCG+ STY4789 100 STY4789 100
ATGGCCGTGCGGGAACACGGCCATATCGCTCATCACAATCACTATTCCAGGAGAATAGCCATCATGACTACCGTCCATTCTATTGCAGATCCGTGCGATCCAGAAGTATCCCCAACAAATAACCGTCACCTTACCGTGAGTTATGCGAGTCGTTATCCGGATTATACCCGCATTCCCGCCCTCACCATGAAGGGCCAGTGGCTGGAAGCCGCCGGTTTCGCCACCGGTACCGAGGTGGATGTGAGGGTGATGAACG- STY4880 100 STY2940 59.615 STY4880 97.9 STY2940
ATGATTTGTCCACGCTGTGCCGATGCACATATTGAACTCATGGCGACTTCGCCGGTAAAAGGAGTCTGGACGGTATATCAGTGTCAGCATTGTCTGTATACCTGGCGCGATACCGAACCGTTACGCCGTACCAGCCGCGAACACTATCCACAAGCGTTTCGCATGACGCAAAAAGATATTGATGACGCGCCAATGGTGCCGAGTATCCCGCCGTTGCTGGCAGAAGACAAACGGTAA+ STY3048 100 STY0063 62.264 STY3048 99.2 STY3130
ATGGAATTGCATTCAGGCACGTTTAACCCGGAGGACTTCCCCTGGCAAGGGCTGACGCTAACGCCAGCGGCGGCAGCGCACATACGTGAACTGGCAGCAAAGCAGCCGGGCATGTTGGGCGTGCGGTTAAGCGTAAAACAGACGGGATGTGCCGGATTTGGCTATGTTCTGGATACCGTTCGGGAGCCGGATAAAGACGATCTGGTTTTTGAAGCCGAAGGCGCAAAGCTTTTCGCACCGTTACAGGCGATGCCTT- STY1754 100 STY2787 70 STY1754 99.2 STY2787
ATGAAACGAATTTTCCTTACCTGCGCGGCGTTGTTGTTCAGCAGTCAGGCGTTGGCCGATGAGTGTGCCAGCGCCAGTACGCAGCTGGAAATGAATCGCTGCGCCGCCGCGCAATACCAGGCGGCAGATAAAAAGCTGAACGAAACCTATCAAAGCGCGATTAAGCGTGCGCAACCGCCGCAGCGTGAGCTATTGCAAAAAGCGCAGGTGGCATGGATTGCCCTGCGCGACGCCGATTGCGCGCTGATTCGCTCAG- STY1158 100 STY2478 66.981 STY1158 98 STY2478
ATGAATCGTACTAAACTGGTACTGGGCGCGGTAATCCTGGGTTCTACTCTGCTGGCTGGTTGCTCCAGCAACGCTAAAATCGATCAGCTGTCTTCTGACGTTCAGACTCTGAACGCTAAAGTTGACCAGCTGAGCAACGACGTGAACGCAATGCGTTCCGACGTTCAGGCTGCTAAAGACGACGCAGCTCGCGCTAACCAGCGTCTGGACAACCAGGCTACTAAATACCGTAAGTAA+ STY1745 100 STY1746 93 STY1745 100 STY1746
ATGCTATACAAGGGGTGTCTCATGAAATCAGATGTTCAACTTAACCTTAGAGCTAAGGAGTCGCAGCGGGCGCTCATTGATGCAGCTGCGGAAATCCTTCACAAGTCACGTACAGATTTCATTCTGGAAACGGCCTGCCGGGCTGCCGAGAATGTGATCCTTGACCGCCGTGTATTTAACTTTAACGATGAGCAATATGAGGAGTTCATCAATCTGCTTGATGCACCGGTCGCAGATGATCCCGTTATCGAAAAAC+ STY4150 100 STY4150 99
ATGCAAGAAATTATGCAATTTGTTGGCCGTCATCCCATACTGAGTATCGCCTGGATTGCGTTACTGGTGGCGGTTTTATTTACCACGTTCAAAGGTCTGACTTCAAAAGTTAAGGTGATTACACGCGGCGAAGCCACGCGCCTTATCAACAAAGAGGACGCCGTTGTTGTGGATTTACGTCAACGTGACGATTTCCGTAAAGGCCATATCGCTGGCGCGACCAATTTGCTGCCGAGCGAAATCAAAGCCAACAATG+ STY4092 100 STY4092 99.8
ATGTATTGCCGCCAGTGTAATAAAACGTTCATCTCCTATACCGCTATCAGGAGCGACGCCAGACAAGAGAACCTTGCCACGTTGATTGGCGAAGGAGCGTCGCTAGTTGAAATACGCGCGGCGCTGGCGATAGACAGCACGGGTTTTAGCCGCGAATTACAAAAACTGTCCCGTCGCGCTAATCAAGCGGAACGCGATTTTGTGTTTCCCGCGTTTGATATCGCTATGAGCACGCGGGCGTTTCGTGTGAAATTT+ STY0045 100 STY1924 64.423 STY0045 77.61 STY1958
ATGGATATCGTTGGCGGACAAAACTTACGTCAGATGTGGGACGACCTGGCCGGGATGTACGGAGATAAAACGGCGTTAATTTTCGAATCCTGTGAGGGAATCGTTCGGCAGTTTAGCTATGCTTCGCTCAATGAAGAGATTAACCGCACGGCGAACCTTTTTTATTACTTAGGGATCCGCAAGGGTGATAGGGTCGCGCTGCATCTGGATAACTGTCCGGAATTCATCTTTTGCTGGTTTGGACTGGCAAAAATC- STY0081 100 STY0632 60.194 STY0081 97.3 STY4473
ATGAATACGTTAACTGCAACGTCTGTTGTCCTTCCTGCGCCGCGTCCGGCGATTAATCAGGGTATCGATATCAATAATGAAATAGTGCTTAACCATACCGCTATTTATGAAAATTGCCTTGCGCAGGTCACGCAAGAGAATACGGTAGAAAATGCGCTCATGTTGTTAGACCCTTACGGCACGGCACCTTTAAGCGCCTATGCCGGCGTCTGGAGTCTGGAACCGGCTGAGATCATGGTCACGGTCCAGGATGCG+ STY0046 100 STY0039 81 STY0046 98.6 STY0039
ATGATCAGTCTGATTGCGGCGTTAGCGGTGGATCGCGTCATCGGTATGGAAAACGCCATGCCGTGGAACCTGCCTGCCGATCTCGCATGGTTTAAACGTAACACGTTAAATAAACCTGTCGTCATGGGACGTCACACCTGGGAGTCCATCGGACGCCCCTTACCGGGACGTAAAAATATTATTATCAGCAGCCAGCCGGGCACCGACGATCGCGTGCAGTGGGTGAAGTCTGTCGATGAGGCGATTGCCGCTTGCG+ STY0102 100 STY0111 63.551 STY0102 99.4 STY3061
ATGAGCAGTGCGCAACGCGTTGTTATCACTCCCGGCGAACCCGCCGGGATTGGCCCCGATCTTGTCGTCCAACTGGCGCAACGCGCGTGGCCGATTGAACTGGTCGTCTGTGCGGACGGCGCGCTCCTGACGGAGCGGGCCGCCATGCTCGGCCTGCCCCTCTCGCTTCTCCCTTACTCGCCTGATGTCCCCGCTGCGCCGCAGCCCGCGGGAACGCTGACCCTATTGCCGGTCTCGCTGCGCGCGCCTGCCATC- STY0106 100 STY0185 64 STY0106 99.4 STY0185
ATGCAAAAACGTCTTATGACCGCACTGTTTACCGCAGCAACACTATTCACCGTCGCAGGATGCTCTTCTAACCAGGCGGTTGAAACCACGGATGGCAAAACTATTGTCACCGACGGGAAACCCGAGGTCGATAACGATACCGGTATGGTGTCTTACAAAAACGCCGCCACCGGGAAAACCGAACAGATTAACCGCGATCAGCTGAAAAATATGAGCGAGCTGGATAATTAA+ STY0091 100 STY3123 71 STY0091 100 STY3123

STY0111 63 STY2071 58.824 STY2071 51.57 STY2279
ATGTATCTTAACCGCTTTTGTTATTTACTCCTGATCTCTGCTGCGGTCGGAAGCATTTTTACATCGTATCCCGTCGCGATGTGGTTCCTGCTCGCCAATGTGCTAACGCTGGCGATCTACGGTGTAGATAAAACGGCGGCACGTAAAACCTGGCGCAGAGTGCCGGAATCCACTTTGTTGGTGTTTGGGGTTGTCGGTGGGTGGCCTGGTGCGATTGTTGGTCAACAACTTTTCCGTCATAAAACGCAAAAGCAGC+ STY1439 99 HCM1.158 51.485 STY1439 96.5 HCM1.158
ATGAGCGCGCTATTTCTGGCCATCCCGTTAACCATTTTTGTGTTGTTTGTGTTACCGATTTGGCTGTGGCTGCATTACAGCAACCGCGCCGGTCGGGGAGAACTGTCGCAAAGCGAGCAGCAACGCTTACTGCAACTCACAGACGACGCGCAACGTATGCGCGAGCGCATTCAGGCGCTGGAAGATATTCTTGATGCAGAGCATCCGAACTGGAGAGAGCGCTAA+ STY1372 100 STY1372 99.1
ATGCAAAAGTGTAGTCTTATTACGGTACTTAGCTTATCAGTGTTGATGCTAGCCGGATGTACAACGACCTATACCATGACGACCCGGACGGGAGAGATTATTGAAACGCAGGGTAAGCCGGAGGTTGACACCGCAACCGGAATGACGAAATACGCTGATGTTTATGGTTATCATCGCGTTATTAAAACCAGTGAAATAGTGCAGACGACAGAAGGCGCATCGAAGCTGGACTGGTAA+ STY1391 100 STY1480 70 STY1391 92.2 STY1480

STY3168 66.337 STY3168 45.49
ATGGCGTCCACATATCGCACTACAATAAGAGCTAACACTTACCAGTTCAGGGAAACCACAATGATTGACCCGAAAAAAATTGAGCAAATCGCACGCCAGGTTCATGAGTCAATGCCGAAAGGTATTCGCGAGTTCGGGGAAGATATCGAGAAAAAAATCCGTCAAACGCTGCAATCTCAGCTGACGCGTCTCGATCTGGTGAGCCGCGAAGAGTTTGATGTCCAGACTCAGGTCTTGCTGCGCACCCGGGAAAAAC+ STY3375 100 STY0504 64.078 STY3375 99.2 STY2973

STY2316 63.208 STY2316 15.46
STY2297 61.386 STY4082 56.863 STY2297 9.67 STY4082
STY1907 44 STY2695 44 STY2695 10.12 STY1907
STY1654 62.617 HCM1.263c 61 HCM1.263c 6.06 STY1654
STY3306 52.475 STY3306 12.4
HCM1.252 72.277 STY2206 65 HCM1.252 49.79 STY4598
STY3732 63.462 HCM2.0125c 62.376 HCM2.0125c 8.72 STY3732
STY3433 39 STY3433 7.65
HCM1.86 62.5 STY0360 59.048 STY0360 24.04 HCM1.86
STY4846 100 STY4260 62.745 STY4846 93.47 STY0820
STY1011 74 STY4776 60.194 STY1011 61.52 STY4776
STY2167 96 STY0583 45 STY2167 62.93 STY0583
STY1750 61.261 STY0294 61 STY1750 26.68 STY0294
STY2762 52.427 STY2372 51.485 STY2762 40.61 STY2372
STY0308 53.465 STY0308 39.14

ATGAATCTTAAGCTGCAGCTTAAAATACTCTCTTTTCTGCAGTTCTGTCTGTGGGGAAGCTGGCTCACTACCCTGGGCTCGTATATGTTCGTCACCTTAAAATTTGACGGCGCATCTATTGGCGCAGTTTATAGTTCACTGGGGATTGCTGCCGTCTTTATGCCGACCTTGCTAGGCATTGTGGCTGACAAATGGCTGAGCGCGAAATGGGTCTATGCCCTGTGTCATGTCGTCGGCGCCATCACGCTATTCATG+ STY3268 100 STY2657 73 STY3268 99.2 STY2657
ATGGGTAATTATGATAAAGCGTGTAATAACACAGAGGCGGTAAGGTTTATTCAAAAATATAAGAATGATTGTGAGATAATCGCTAATCAACTTGAAGTGCCAGTGGAGTTTATACTGGCGGTTGCAGCAAAGGAAAGTCGTTATGGGCAGGGAAGGATTGCAACTGAATATAATAATTTTTTTTCAATGCATGGTCCGGCACCATTGCAGTTGAGTAAAGTTCATCCTCAGGGAAGTCACGACGTGTGGGTTGCCA+ STY0311 100 STY0313 77 STY0311 100 STY0313
ATGGTTAAATATCACCCCGTGCATGTAACAAAAAACCGCATTAAAACAGATGATGTTACTGATATTTATTTCGTTGAACCCTTCTGGAAAAAAGGCGAAAACCACATAATTGAGTCATTGATGTTTTTTGAAGAGTTACAAAAGTCATTTAATTTATTCAACCATAAATATGGGTTAAATAAATATATACTCAGGATCCCCTGGGAATTTGTGCTCATACATATGGAAAGGATCAGTAAATTAAATAGCGTCGGGT+ STY0350 100 STY2275 59.804 STY0350 100 STY2275
ATGAACGCATATCTCACTTACGACCGGATCGAGGCTCAGGACTGGACCCGGCATTACCAGCAAATCGCCAGAGAAGAGAAAGAGTCAGAACTTGCTGACGATCTGGAGAAAGGACTGTCGCTTCACATGCTGGAGTCGCTGTGTATGGACGAGCTACCACGCCACGGCGCCAACAAAAAAGCGATCAGCCGGGCATTTGATGACGATGTCGAATTCCAGGAGCGCGCGTCGGAGTTTGTGCGGTACATGGCCGAGA- STY1018 100 STY2131 63.208 STY1018 100 STY2131
GTGGTATGTAACCACTCATTTTGGGTAATAACTATGAATCAGGCTATTGAGCAAATTATTCACAGCTCTTTGAATAAAAACGAGCCAGGCGCTGGCGTTGGTTCTTCAGTTACAGCTAATGATATCATTGAAGGGGTAAGACCCTACTACCAAGCAGCGAGTGGGGCGGAGAAACTGTCTATTGTCGAAAGGCTAAACAAACTAAAAGTAGAGCCTGGTGTCCCGATCCCATCTAATATCGAACAGCTATTAAGTA+ STY1045 100 STY3208 60.377 STY1045 100 STY3208
ATGAACGCTGAAACTATTAAAGATTTCCTCGTCTCGCTTGGCTTCAGTGTGGATGATGCAGGAGCGAAAAAGTTCGGTTCTGTCCTCGCCGGTACAACTGCAAATGTCATCAAAATGGGGCTGGCTGTTGAAGGAGCTGCGCTGTCCGTGGTGGCCTTCACGGCTAAGATCGCCTCCGGCCTGGATAATCTTTACTGGGCGTCACAGCGCACCGGCGCGACAGTCCAGGGAATTCAGTCTATTGGCTATGCGGTT+ STY1061 100 STY2026 95 STY1061 100 STY2026
ATGACTGCATATCTGTACCGGATGCCTGTTGGCATTGCCGGGGCTATCTCTCGCCCGCAGGACTTAACCGTCGAACCGGTGATCCTTAAATCCGATAACGCCTTCGCAGCGTATGGTCTGGCTGGCAAATACGACGCTGACGGCTTTTTCGTGCCGCTGGCGGAGGGTGACACCGTCGACAAGGTGAAGGGTATCTACGTTCGTCCGTATCCGACCACATCGCAGCCAGACATGGTTCGCCAGGTGGGTACTGATA- STY2036 100 STY1051 96 STY2036 100 STY1051
GTGAAAATTAAATTCTTATCATTATGTATTTTAGCAGGTGTTTTATTTGCTAACCAGGTGAATGCATCAGAGAACAACAGTAAAGATGATGTAAAATACGCTGCGCTTACCCAGAAGGATTTTGATGCTTTGCCTGTGGAAAAAAGAGCTTCGGTTCTGGATGAACTGGGGTTTATCCATGAATACGGCCTTAATGTACCGATGAATCGCGAACAGGCGTTGCAGTATTATAAGCAGGCCTGTGAGCTTGGCGGTA+ STY0476 100 STY0477 88 STY0476 100 STY0477
ATGAACTTTGGAGAGCGTTTACAAAGAGTGCTTAATGAGACTGGGATCACCCAATCTGAGTTAGGTCGTAGAGTCGGCGCTACCTCTCAATCAGTTAATGGTTGGTGTCAGTCCGGCATTCTTCCCCGAAAAGATATCTTAGAGTTGTTACCTAAGGCCACGGGTAAGCCGTTGTATTGGTTCTTCATGGAGGATGATGATGAATCGGATGTGCCTGAACGTCTAACACAAGGTGGTCCAACAGATCTCAATGACC- STY1020 100 STY2066 61.165 STY1020 100 STY2066
ATGACTTCTACGCCGATATCCAGACCGACGCTTAATCCGGCCCTGAGAAACTTCTGGACCACGCAGGCGCGAAATAAAGTGCTCTATGGCGGGCGGTCATCGTCAAAATCATGGGATGCAGCCGGATTTGCAATATTCTTGGCAAATAAATACAGCCTGCGTTTTTGCTGCGCTCGCCAGATCCAGAACAAAATTGAAGAATCGGTTTACACGCTTCTCAAAATTCAGATAGACCGGTTTGGCCTGCGGCATCGT+ STY1047 100 STY2040 98 STY1047 100 STY2040



ATGACAATTCAGGAAATTCCGCTGACAGCGGACAACCAGCAGTTCAGCATCGTCCTGGGTGGTGTCACCTGGCGGATTAGCATCATATGGCGCGATCTGTACTGGATTATGGACCTGCAGAACGACAGAGGGGAGCCGGTAATCTCCGGTATTCCTCTCGTCACTGGTGCTGACCTGCTGGCGCAGTACGCCTGTATGGGGCTTGGTTTTAAGCTGGTGGTGGTCTGTGATGACAACACACAGGATTACCCCACAA+ STY1063 100 STY2024 68 STY1063 100 STY2024
ATGGCACGAAACAAGCAAGCCCTGCGAAGAACTGCGCAGGCCACAGCTGATGGTTATGAGAATTTTATTGCCCGCGTAGGGATGCAGACACCTAACCAGCACTCAGCATCCACCTACCGGGCTAATTTCACCAGTCGTAACCGCATGCTGGTGGAATGGTCCTATCGTTCGTCCTGGATTATCGGCGAAGCGGTCGATGCTATCCCGGATGATATGACCCGCAAAGGCATTCGCATCACTTCGGAAATTGATGCA- STY1048 100 STY1049 100 STY2039 100 STY1048
ATGTTAACTGGGGCTTTTCTCTATCTGCCTTTGGTGTTCATGCCCGAGGCAGATAGCCTCAAGCACCCGCAGCAATTCTACTTAACTCTCCTTTTCCCGCAAACCGTTTTTATCCTCAACGTAAATTTTACCAATATCGCCTAA+ STY2055 100 STY2805 51.923 STY2055 100 STY2055
ATGGCAGCTAACTATCTGCATGGCGTCGAAACCATTGAGGTGGAAAACGGAGCCCGCCCGGTTAAAACGGTGAAATCTGCCGTTATTGGCCTGATTGGTACCGCCCCGATGGGGGATGTCAATACGCTGGTACAGTGCCTGTCTGAGAAAGACGCTGCGGCATTTGGCAGCCAGTTCACCGGCTTTACCATTCCGCAGGCGCTGGATGCGATTTATGACCATGGTGCAGGCACCGTTCTGGTCATTAACGTACTC+ STY1625 100 STY4607 67 STY1625 100 STY4607
ATGAAGAATATCCTCGCTATCCAGTCCCATGTTGTTTTCGGACATGCGGGCAACAGCGCCGCCGAATTTCCCATGCGCCGTCTTGGCGCGAATGTTTGGCCGCTGAATACCGTTCAGTTTTCTAACCACACGCAATATGGTAAATGGACCGGCTGTGTCATGCCGCCCAGCCATCTGACTGAGATTGTCCAGGGGATTGCGGACATTGGCCAGTTAGCGCACTGCGACGCCGTACTTAGCGGTTACCTGGGATCTG- STY1672 100 STY2672 60.396 STY1672 100 STY2672
ATGGCCCTCAATTTGGACACACTCGGCTTATCGGCAACGGTAACCGCTGAGGGGATCAGTGCGCCTGATTACCAGACGATACTCGATACCCTGACGAGCTATTTCCAGCAGATTTATGGTAGTGACGCTTATCTGGAGCCGGACAGCAAAGACGGCCAGATGGTGGCGCTGGTGGCGCTAGCTATTCACGATGCCAATAACACAGCCATTTCCGTCTATAACTGCTTCTCACCTGCTACAGGTTACGGCGCAGCG- STY1070 100 STY2016 100 STY2016 100 STY1070
ATGAGTTTCAAAAGCGGTGTAACAACGAGGGTTGATAACGCTCAGGCAATACTGGATGCGCTAAAGTCGCTAACCAAAAAGGATGTGCTGGTCGGTATACCTGCGGAAGACAGCGATCGGGATGATGTGTCGTTCGGTAATGCCGGGATTGGGTATATCAACGAATACGGTTCACCTGCACAAAACATCCCACCACGTCCGCATCTTGTACCCGGCGTTAAATCAGTTGAAGACCAGACGATGCCACAGCTTAAAG- STY2032 100 STY1055 90 STY2032 100 STY1055
GTGCACAGCGTTAATTTCTATTCATTCCGCGTATTGACCCATAAAGGCAGTCGAGCCAGCAAAAAACTTAATGAATTGGGTTTAAGTAATAAAAAAACGGCATATGAACTTTTTGTTGATTATTTTACTCTATATAAAAACACCCCCATCGAGTTTGGCGTATCCAAAACTAAAATATCTCTGGAACAACACGCTAAACTTCACTTTGATAACTCAAAGAAAATTATATATGGTTATATAAAAGTTGGGAAATAT+ STY2057 100 STY2057 100
ATGAGCACCGATAAACAAGTTTACCCACTGTATTACGAAGCAAAAAATGACAAAGTAAGAAAACGTCTCGGTATTAAAGGCGGTTTCTACTGGGCTGAAGCGAAAAAATTATCCATTGCCATATCCCGTGGTGCTGTTGCGATTGACGATGCTGGCTACGATGAAGATGACTTTAAAAAACCTGTTCGCGTCAATTTGCCCGTTGTTGATGACCTTCCACCAGAGAGCGTATTTGATACGGAATTCTGCAACCGT+ STY2073 100 STY2562 66.346 STY2073 100 STY2562
ATGAAAACCGTCACCGTAAAAAATCTTATCATTGGCGAAGGGATGCCCAAAATTATCGTGTCGTTGATGGGAAGAGACATCAATAGCGTGAAAGCGGAGGCGCTGGCCTACCGCGAAGCTACATTCGATATTCTGGAGTGGCGCGTGGATCACTTTATGGATATCGCATCGACTCAATCCGTTCTTACCGCTGCGCGTGTTATCCGCGATGCGATGCCTGACATTCCGTTACTGTTTACTTTCCGCAGCGCCAAAG+ STY1760 100 STY4383 75.728 STY1760 100 STY4383
ATGTCGGTTGAGCATACCTGTTTTCTTGAATTGGCTAAGCATTCCCTGGCTCTAAACGGTGAGATGTGGACGAGAAATGCTATTAGCCGAGCATACTATGGTATGTACCATTCCGCCTTACGGATCACCAACAATCTGGTACCGACCGCTACACAAGATGGTGAAAAACTAAAAGGTGGAGTTCACATGCGAGTCTATACGGCCTTTTGTAGTGGTGAGGCAGCTGCACTTAACGATGTTGATGTTAACGCAGTAA+ STY1067 100 STY2020 74 STY1067 100 STY2020
ATGAAGCTGAGATATAAGCTGGTTATTGTTGCCTTCTTTGTTACCGTCATCGGTTCTTTTATCTGCTCTGCCGGGCATTACTACAGCAAATATCAACACGAAAAGGAGCGTGCTGATGAGGCTGTACGAAATGCTGAATCTGCAACAGCCATTACCAGTAACGTCCTGCAATCACTGCAAATCATCAATACAGTTATAGAGGCTAACCAGCATGCAAAACAGCAGATCGCACTGGAGTCACAGAGAACCCAGGAAG- STY2043 100 STY4636 91 STY2043 100 STY4636
TTGACTATCAGGCTTCAATTACCGCTGGCATTCGCATCAAAGGAGAGGAGCATGGAAATAAAACCAGAAGATGAGTTTAGCAATATCGTTTTATTTCCGATAAAAGAGGATGACCCTCGTAATCAGGTTAATTTTCTTTATGAGCCATCGGAAAGACCATATTGCCATCACGCCTCTGTCCGGGTTGACGAAAAAGAGCGTCAGGTCCGCTGTAAAATCTGCGGTGCAGTTGTGGAGCCATTTGACTGGATGCTCT- STY2059 100 STY2059 100
ATGAATTTGGAGAAAGGCGGACGAGGCGCTATAGAGCGCATGGTAGAAGCTTATGGATTCAAAACTCGACAGGCGTTGTGCGATCATTTAGGAATCTCTAAAAGTACACTCGCCACACGCTACATGCGTGACTCATTCCCAGCAGAATGGGTAATCCAGTGCGCCCTTGAAACGGGCACCTCGCTTAATTGGCTCACAACCGGACATGGTTCAAAGCAAACTTCAGGTAATACAAATACTATGGAAGTTGCTAAAT- STY3660 100 STY4644 69 STY3660 100 STY4644
ATGACAGTGAAAGCAAAGCGTTTTCGCATCGGGGTGGAAGGTGCCACTACCGACGGACGCGAAATCCAGCGTGAATGGCTGGAACAGATGGCAGCCAGCTACAATCCGGCGGTGTATACCGCGCTGATTAACCTTGAGCACATCAAGTCTTATCTGCCGGACAGCACCTTTAACCGCTACGGCAAGGTGACGGCGCTGTTTGCTGAAGAAATCACGGAAGGTCCGCTGGCGGGCAAGATGGCACTGTATGCCGACG+ STY3676 100 STY4626 94 STY3676 100 STY4626
ATGAATATTTTGAAAAATAATTCTTATTATTTTATGAAACTCATTACCGTCTGTGAGTTAATTATTTTATTGATGTCACGCGATATCAAAACACGCTATAACGGTAATTTACTAAACTATATGATGGTGCTGGCCGTACCACTGGTATGGATATCCATTACCGTTATTTCTTTTCAATATTTAAATCGCTCGGTGCCAATATCCACTGACGATATCAGTTTTGTTATTGCAGGGATATTACCGTATCTGTTATTTC- STY4654 100 STY4460 62.5 STY4654 100 STY4460
ATGAATTCAATCTTCTATCTTGAACGTCATTTTACGCACGGTGACAGAACCTACACAGAGACAGAGTTGCTGGCGGCATCAACGCACGTTGTTGTGTTAGCAGAACCCGGCGGCGGGAAAACGGAACTGATGAAAAGCCTCGCTCGGAAACTGAACACTACTGTCTTAAATGCCAGCGTATTTGCTTACGCAGGAGCAGATAAAGAAAATAGCGCACTGGTAATTGATGCCGTTGATGAAGTCGCCAGAATTGAT- STY4671 100 STY4787 58.416 STY4671 100 STY4787
ATGTTTACAGAACGACTTGCTCGCTGGTTAGCTCGTTCTTCGGCCAAAAGCGGCATTAACCGGCCAGAAGACCTCAACGCTGTCCTTAGCACGGATATAGGACTGGTTAGAGCTGAGAATCAGGATCTAATAGCCGCGATTAGAGTTAACACTCCGTCAAACGTTGGCAATCCTTTTTTTGCAATGGCGTTATTAGATGGCATGGGTGGAATGCAAGATGGAAAGCAATGCGCAACAATTGCTTTATCAACTTTA- STY4824 100 STY4106 64.423 STY4824 100 STY4106
GTGACGCTGGATTTCTATGTCAGAGAAAGCAACTACATCCAACTGGATGACGATCTAAGAAACTGGATCGGTAGCCGTTTCTCTTCCAAATTTGTCCGCAACCCAGATTCGAAAGAGCCAGATGACAACCAGGTTAAACGCTGGCCGCAAATTCGCCACGGTAATGTGACTCAGCGCCTGGTCAAGCTGTTGATTTTAGGGGCCAAATTTAACACCGTAAATACGGTAACTATTGATATTGTTAACGCCTGGCTG+ STY4849 100 STY2510 87 STY4849 100 STY0729

STY4144 100 STY1288 69 STY4144 100 STY1288
GTGGTACCGGGAGAAATAACAAGTGAGACCTGCAGGAATATCCCCAGTAATGCTCTTTCGGTTCCGGGTTGGCTGAATGCTCTGGTTACAGTGGTTTGCATGACCGCGGGCTGTCGCAGCTATTACGGCTGGTATCAGAACAGTGATCATAAGAAGCGTCGCAGCGTAACATTTTACGGGCTTGGTGAACGTCCGGCGGTGGCGGGTTATCTGTTTGGCGTTGTCTCCCGTCAGTTGAAGCGTGATGCCGAACATT+ STY4525 100 STY0979 67.961 STY4525 100 STY0979

ATGGATAAACTACTTGAGCGTTTTTTACACTACGTATCGCTGGATACCCAATCAAAGTCGGGTGTTCGGCAGGTTCCCAGCACTGAGGGGCAGTGGAAGTTACTACGTTTGCTCAAACAGCAGCTCGAAGAGATGGGGCTGGTTAACATTACATTAAGTGAAAAAGGGACGTTGATGGCGACGCTCCCGGCCAATGTTGAGGGGGATATTCCCGCCATTGGTTTTATCTCCCATGTGGATACCTCTCCGGATTTC+ STY1267 100 STY0257 70.093 STY1267 98.5 STY0257
ATGGCTGATTACCAGGACAAAAACGTCGTCATTATCGGTCTGGGCTTAACCGGACTCTCTTGCGTGGACTTTTTTCTCGCCCGCGGCGTGACGCCGCGGGTGATGGATACTCGCGTGACGCCGCCGGGTCTGGATAAGCTGCCGCAAGAGGTTGAGCGTCACGTTGGCGGCCTGAACGACGAGTGGCTCTTAGCGGCGGATTTAATCGTCGCCAGCCCTGGTATTGCTCTGGCGCATCCCTCTCTTAGCGCTGCC+ STY0146 100 STY4796 73 STY0146 98.7 STY4796

STY2359 64.356 STY2241 60 STY2501 12.7 STY2241
ATGAGCAAACCCACTACTATCGCTGTGCTGCAGAAATGCAAACAAGAGAAAAAGCGCTTCGCCACCATTACCGCGTACGATTACAGCTTCGCCAAACTCTTCGCCGATGAAGGCATCAATGTGATGCTGGTTGGCGACTCGCTGGGCATGACAATTCAGGGGCACGACTCCACCCTGCCTGTCACCGTGGAAGATATCGCCTACCACACCCGCGCGGTACGCCGCGGCGCGCCGAACTGCCTGCTGCTCTCCGACC- STY0200 100 STY0077 75.248 STY0200 93.15 STY0077
ATGGGATTGCAAAAAACACTGGCGCTCAGCGCCGTAGCGGCAGGGATCATGTTGAGCTTATCCGGTGCGCAGGCCGCGCCGCTGCTTAGCAGTAGTGAGCCAATGACCATTAACGCCAGCGATCTGGCGGCGAAAGAGAAAGCGCTGACGGATTTTCCGTTAATGGAGGCAGTGAAATCCTCTATCCAGACGTTGGATAACAGCGCGGTCGAACAAATCGAACCGGGGCGCGCCGCTAACCCGGCAAACGTAAAA+ STY0257 100 STY0257 99.3
ATGGCAGAACATCGCGGCGGTTCCGGTAATTTTGCAGAAGATAAAGAGAAAGCCTCAGAAGCAGGTCGTAAAGGCGGCCAGCATAGCGGTGGGAACTTTAAAAACGACCCACAACGTGCATCTGAAGCGGGTAAAAAAGGTGGCCAGAATAGCCACAGTGGCGGACGGAAATCCGGCAATTAA- STY1548 100 STY1323 84 STY1548 98.9 STY1323
GTGAGCAGAAAACGTGAAATACCGGATGGCGGTGCGAAAAACGCCTTAACCGACCTACGGTTCGGGCGCTTTGTAGGCCGGATAAGGCGAAGCCGCCATCCGGCGTTGCTGTTATTGGCGCTGTTGGTTGCCGCCTGCTGGCTGACATGGGTTAACTTCTCCGTTGCGCTACCGCGCAGTCAGTGGCAACAGGCTATCTGGTCACCAGATATCGACATCATTGAGCAGATGATTTTTCATTACAGCCAGCTGCCA+ STY0221 100 STY4480 69.903 STY0221 97.8 STY0635
ATGTTTTGGCGTAACAATAGACCTGAAATCAGCCTGCTACAGCACGACGTAGCCCATATAACGTTTTCAGTACGTAACGGAAAAGCATTGCTTCGTCCCTGCATTATCCACGATCCCGACTCTGACGCCGGTATTCATATGCTCTCCTGGCATGGCTCGCCGCTGATTCGTTTTTACACTGAAGCCTGGTGCCCAACCTGCGCAGAATTTGTTTATGCCGGTTTTAGCAATGATGATGAAGGCGCCGCGCAGTTTT- STY0705 100 STY0705 28.59
ATGAAATTAAACATCCGAGCGCAATCTGCACAAAACCTGCACAATAATTCCCCCATCGTTCTCGTTCATGGCCTGTTTGGCAGCCTGGACAACCTCGGCGTACTGGCGCGCGATCTGGTGACCGATCACGACATTATTCAGGTCGATATGCGCAATCATGGTTTATCGCCGCGCGATCCGGTCATGGATTATCCGGCAATGGCCCAGGATCTTCTGGATACGCTTGACGCGCAGCAGATTGAAAAAGCGACGTTTA- STY0734 100 STY2660 70 STY0734 99.5 STY2660

STY4097 73 STY3100 65 STY4097 45.97 STY3100

ATGGCTCACCCACATTTATTAGCGGAAAGAATTTCCCGTCTGAGCAGCGCCCTTGAGAAGGGGCTGTATGAACGTAGTCACGCCATACGCCTGTGCCTACTGGCGGCGTTAAGCGGTGAGAGCGTCTTTTTGTTGGGCCCGCCCGGTATCGCCAAGAGTCTGATTGCCCGCCGCCTGAAGTTTGCTTTCCAGCGCGCCCGCGCTTTTGAATATCTGATGACACGCTTTTCCACGCCGGAAGAGGTGTTTGGCCCG+ STY3899 100 STY1948 62.136 STY3899 98.5 STY0547
STY2540 61.468 STY1131 41 STY2540 38.19 STY3939

ATGGCAACCCGGCACACTGAACAAAAATACTTAAAGCTACTCCAGCACTATGGCGATAAGCCCGTTAGCGTGACGCTACAGGAGCTGGCGGATGTGTTGTTCTGCACCCGGCGGCATATGCGTAATCTGTTGCTTCAGATGCAGGAGGCAAAGTGGCTCATCTGGCAATCACAGGCCGGACGTGGGCATCGCGCCCGGCTTCACCTGCGCTATAAACCAGAACAGCTGTTAAGCGAAAAGGCGGAGCAGTTGCTG- STY3923 100 STY0127 76 STY3923 98.64 STY0127
ATGGGATCGAAAGGTGCCAACAAGAGCTTTGATTATAATTTAATCAAAATTCTTGACGCTGTTATTTTGTCAGGAAATGCGGCTATGGCGGCAAAAAAGTTAGGCATTACACCGGCTGCCGTTTCTCTGGCGTTAAAGCGCCTGCAGAGTTATTACCCGGAAGAACTGTTTAGCAGAGGGAAAGGCGGGCTCATCCCCACTGCTAAGGCTGTCGACATTCACCAAAATTTCAGTCAGGTGATGAAACTGGTGGAT+ STY0014 100 STY3584 64.078 STY0014 98.4 STY0036
ATGTTAACAATATTAAAAACAGGGCGATCGGCGCATAAAGTCCCACCGGAAAAAGTCCAGGCTACGTATGGTCGATATCGTATACAGGCATTGTTAAGCGTATTTCTGGGATATCTCGCTTACTATATAGTCAGAAACAACTTCACATTATCGACGCCTTATTTAAAAGAGCAATTGGATCTCAGCGCTACGCAAATCGGCCTGCTGAGTAGCTGTATGCTTATTGCTTACGGAATCAGTAAAGGCGTAATGAGC+ STY2637 100 STY3995 66.667 STY2637 98.82 STY3994
ATGACCCCATTTAATCCCATCGATCATCCGCATCGCCGTTATAACCCGCTTACCGGCCAGTGGGTTCTGGTTTCGCCGCATCGCGCAAAACGCCCCTGGCAGGGGGCGCAGGAAACGCCGTCTCAGCAAATGCTGCCGGCCCACGATCCGGACTGCTTCTTGTGTGCGGGCAATACGCGTGTCACCGGCGATAAAAATCCCGATTACAAAGGGACTTACGTCTTTACTAACGATTTCGCGGCGCTGATGGCCGAT- STY0808 100 STY4790 67.647 STY0808 99.1 STY4790
ATGAAAAAACTGCAAATCGCGGTTGGGATTATCCGCAACCCGAACGACGAAATTTTTATTACCCGACGCGCCGCTGATGCGCATATGGCGAACAAGCTGGAATTTCCCGGCGGAAAAATTGAAGCCGGCGAAACACCAGAGCAGGCGTTGATCCGGGAGCTACAGGAAGAGGTGGGGATTACGCCAACACAGGTGACATTATTCGACACTCTGGAATATCAATTCCCGGATAGACACATTACGCTGTGGTTTTGGC+ STY0157 100 STY1813 75.248 STY0157 98.7 STY1813

STY2895 56 STY2895 16.83
ATGGATCGTATCATTACATCATCGCGTGATCGTAGCTCGCTACTGAGTACGCACAAAGTACTGCGCAACACCTATTTTCTGTTGAGCCTGACGCTGGCTTTCTCCGCAATTACCGCGACAGCCAGTACGGTACTGATGCTGCCCTCCCCCGGCCTGATTCTGACGCTGGTCGGTATGTATGGGCTGATGTTCCTGACCTATAAAACCGCCAATAAGCCGGTCGGTATCCTGTCTGCTTTTGCGTTTACCGGCTTCC- STY1112 100 STY0145 57.407 STY1112 99.4 STY0145
GTGAATAATAACCTGCCAACAGGATCTAGCGCCGCGGTGGTAGATCTCCTGAATAAAGAAAATGTCATCGCTTATCCAACAGAAGCCGTTTTCGGCGTCGGCTGCGATCCCGATAGTGAAACAGCCGTTACGCGCCTGCTGGCGTTAAAACAACGGCCCGTCGATAAGGGACTCATTTTGATTGCCGCCAGCTTTGAGCAGTTAAAACCTTATATTGATGACAGCATACTTACCGCCGCACAGCGTAAAGCGGTAT+ STY4395 100 STY4405 81 STY4395 98.8 STY1919
ATGTCTCAGCCAGCGAAAGTCTTGCTGTTGTATGCCCATCCGGAATCTCAGGACTCGGTTGCTAACCGGGTACTGCTTAAACCGGCCATACAGCACAATAACGTAACCGTGCACGATCTTTATGCGCGCTATCCTGATTTTTTTATCGATACGCCCTATGAACAAGCCCTGTTACGTGAGCACGACGTCATTGTTTTTCAGCATCCCCTTTACACCTATAGCTGTCCGGCTTTACTGAAAGAATGGCTTGATCGCG+ STY4340 100 STY1289 65.686 STY4340 99.6 STY0100
ATGCTACCCTGTCGCGCAAATTGCGTTACCCTGGAGTTCCCCATGCATATTGATATTGACTGGCAAAACGTGGATACCGTTTTGCTGGATATGGACGGCACGCTGCTCGATCTCGCGTTCGATAACTATTTCTGGCAAAAGCTGGTACCGGAAACCTACGGCGCGCAGCAGGGTATTTCGCCGCAGGACGCGCAGGAATATATTCGCCAGCAGTATCATGCCGTACAGCATACGCTAAACTGGTACTGTCTGGATT- STY4300 100 STY4300 99.6
ATGAAATTAGCGCTCGTCAATCGACAGGTCATTTTACCGGAAAGCGGAACCGAGTCCTTCCAGTGCCATGCCTCTACGCTTGTTCGCCTACCGTGCGGTACGCTCGTGGCCGCATGGTTCGCGGGGTTGTGCGAAGGAAGCGAAGATACAGCCATCTGGCTATCTCGCTATGAACATAATATCTGGACAACACCGCAGCGAGTGGCGGCACGCGAGGGGGAAGCGCACTGGAATCCGGTGTTATTTTACCCGTCG- STY1869 100 STY1869 98.9
ATGAAACGTATTGCATTTGTCTTTTCCACCGCGCCGCACGGTAGCGCCTCAGGCCGTGAAGGACTGGATGCGCTGCTGGCGACGTCAGCGCTAACGGAAGCGCTGGGCGTCTTTTTTATCAGCGACGGCGTCTTTCAGTTATTACCGGGGCAAAAACCAGACGCTGTGCTGGCGCGTGACTATATTGCTACTTTCAAGCTCTTTGATTTGTACGATATTGATCAATGCTGGATCTGCGCGGCATCGCTGCGCGAGC+ STY4348 99 STY3945 49.038 STY4348 97.5 STY3945



ATGGCAGAGAAACGCAATATCTTTCTGGTTGGGCCTATGGGTGCCGGAAAAAGCACTATTGGGCGCCAGTTAGCTCAACAACTCAATATGGAATTTTACGATTCTGATCAAGAGATTGAGAAACGAACCGGAGCTGATGTGGGCTGGGTCTTCGATGTTGAAGGTGAAGACGGCTTCCGTAATCGTGAAGAAAAAGTTATCAACGAATTGACGGAAAAACAGGGTATTGTGCTGGCAACCGGCGGTGGCTCTGTAA+ STY4309 100 STY0240 60.377 STY4309 100 STY0240
GTGATTGTGGCAAAGAATTATTATGACATCACCCTCGCGCTGTCTGGCATTTGCCAGTCGGCACGCCTGGTGCAACAACTGGCGCACCAGGGACACTGTGATGCCGACGCGTTGCACGTTTCACTCAACAGTGTCATTGATATGAATCCCAGTTCTACTCTGGGCGTGTTCGGCGGCAGCGAAGCTAACCTGCGTCTTGGTCTGGAAACACTGCTCGGCGTGCTGAATGCCAGCAGCCGACAAGGACTTAACGCCG- STY1273 100 STY0064 61 STY1273 99.4 STY0064
ATGAAATTTACGTGGATTGCGTTGCCAGGCGTATTGCTGCTGAGCGCTTGTTCATCGTCGCAACCCAACGCCCCCAGGCCGCCGCGTATTGGGATGCCTAATCCGGCAGCCGTCTACTGTGAGCAACAGGGCGGTACGCTGATGCCGGTGCAGACCCCACAAGGCGTGCGTTCCGATTGCAAATTGCCCAATGGCGAAATCATTGATGAGTGGGCATTATGGCGCAGAGAGCACCCTGATACGAAAAAGTGA- STY1843 100 STY1252 61.765 STY1843 99.6 STY1252
ATGACAAAATTAACCTGTTTCAAGGCCTACGACATTCGCGGCAGGCTGGGCGAAGAGCTCAATGAAGATATCGCGTGGCGGATTGGCCGCGCCTATGGCGAATATTTAAAACCGAAAACCATCGTGCTGGGCGGCGACGTGCGCCTGACCAGCGAGGTGCTGAAGATGGCGCTGGCAAAAGGGTTACAGGACGCGGGCGTCGACGTGCTGGATATCGGTATGTCCGGCACCGAAGAGATTTACTTCGCCACCTTC- STY2316 100 STY3472 58 STY2316 97.7 STY3472
GTGGAATTTCTTTCGCGTCAGGAAGGAACGCGGCTGGAAACTAAACTACAGCGCATCAACTGCTTTACCGTGCTGGCAATGCGCGAAGCGGAGCATCAAAAAATGCAGCACCTGCGTGAACAAGGTTGGTATCCCTCCAACAGCGAGGCGCTAAAACCGGTGATGGCGGTGAATAACGGTGTGCTGGTTGAGCTTGATGCAACAAACCCCGGCCTGCGCAGTGAGATGGCGTATGAATCCTGGCATATGCAACACT+ STY2346 100 STY0962 63.303 STY2346 96.76 STY0962
ATGACGCAGCTTGCGATCGGCGAAGCAACGCCGCATGGCGCAACGTATGACGGTCATGGCGTGAATTTCACGCTCTTTTCCGCCCATGCGGAGCGCGTAGAGCTGTGCGTTTTTGATTCCCGAGGGAATGAGCGTCGCTATGACCTGCCAGGACGTCGCGGCGATGTCTGGCATGGTTATCTGGCAGGCGCCAGGCCAGGTTTGCGCTATGGCTATCGCGTACATGGCCCGTGGCAGCCAGCGCAGGGGCATCGG+ STY4273 100 STY1505 76 STY4273 97.44 STY1505
ATGAGTAAGCCACCGCTTTTCTTCATTATAATCATTGCATTAATCGTAGTTGCCGCGTCGTTCCGCTTCGTTCAGCAACGGCGGGAAAAAGCCGCTAATGAGGCGGCGCCGTTACAGCAAAAGCAGGTCGTGGTCAGCAATAAACGGGAGAAGCCGGTTAACGACCGACGCTCTCGCCAGCAGGAAGTGAGCCCGGCGGGAACCAGTATGCGCTATGAGGCCAGTTTTAAGCCGCTCAATGGCGGTCTGGAAAAAA+ STY4237 100 STY2161 60 STY4237 98.7 STY2161
ATGGAACAGGATGATCGTCTGCTCAACGCTATGTTTGAGATGTGCAACCACAAAAATCCCCTCAATGACGGGCAACGAGAGTGGCATATCGCCGATATTCCCGGCCTGCTGCGCGAAGAACGCTATGACGAACTGGACGAACGCTACAACCAGGCGCTGACGGAGAGCTTTACCAGCCGCGAAGCGGAAAAGCGCTATTTCTTCGCCTGGAATCAAATGGACAACCCTTTTTACGATATGGACACGCTGGTTGAG+ STY2348 100 STY2348 98.7

STY4838 60.784 STY4838 5.86
ATGGCTCGATTATGCGGGATACTTACATACTCACGCGTTGAGAGACTTTCAGTTCGTTTGTACGGTGAATGGATGCCGCAGGCGGGGTTTATTAACGGGATGCCCGTCAAGGTGCGGGTAATGAGGGATTGCATCGTGATCACGCCGCAGCATACCCGCGGACTCTTTGTCTGTATTGAAGGGATGGGCGTGACTTTTATTAATCAAAAGAAGGTGAAAGCGTGGCTAAAAACCTTTCCGGGGGCGCTGAACGATA- STY0328 100 STY0323 84 STY0328 92 STY0323

STY1579 65.049 STY1579 45.41
ATGTTTACCCTGAGCTGGCAGCCGCCTTACGACTGGTCGTGGATGTTGGGCTTTCTTGCCGCGCGTGCGGTGGACGGCGTGGAAACAGTAGGCGAGGGCTTTTATGCGCGCAGCCTGGTGGTGGGCGAGCATCGCGGACTGGTCAGCGTGAGGCCCCATCTGCCCACCCACACTGTGCAGGTTAGCGTGAGCGCCGGATTACTTCCCGTCGCGCCGGCGTGTCTGGCGAAAGTTTCGCGTCTGTTTGATCTTGACT- STY2337 100 STY2383 59.633 STY2337 99.4 STY2383

STY4618 99 STY3684 94 STY4618 91.6 STY3684
STY1924 65.741 STY1924 22.75
STY0129 64.078 STY2189 42 STY0129 29.21 STY2189

ATGGAACCTAAAAAAGGGGAAGCCAAAGTACAAAAGGTGAAAAATTGGTCGCCTGTCTGGATATTCCCGATTGTTACTGCGCTTATCGGAGCCTGGATTCTGTTTTATCACTACAGCCACCAGGGACCGGAAGTTACCTTAATTACCACCAATGCGGAAGGCATTGAAGGCGGAAAAACGACGATCAAAAGTCGCAGCGTGGATGTCGGCGTGGTTGAAAGCGCGACGCTGACTGACGATCTGACCCACGTACAA+ STY1085 100 STY2983 62.037 STY1085 98.9 STY2983
ATGAACCGCATTGTATTTGTTGAAGACGACGCTGAAGTGGGTTCTCTCATTGCCGCTTATCTGGCGAAACATGATATTGATGTCATTGTTGAGCCGCGTGGTGACCGGGCGGAGGATCTTATCCTCATCACTCAGCCCGATCTGGTTTTACTGGATATTATGCTTCCAGGTAAAGATGGCATGACGATATGCCGCGATTTACGCCACCGCTGGCAAGGTCCGATTGTCCTGCTCACCTCGCTGGACAGTGATATGA+ STY1647 100 STY4294 68.269 STY1647 99.3 STY4294
ATGGAGGGCGTTCAGACGATGTTTGCCAAATTTATAGATGTTATTCAAACGTTTTTAACTGAACCGGCAATATTAATTGGGATATTAGTCGGTGTTGGCTATGCGCTGGATAAAAAGACGCCTATAAAAATTATCACCGGTATGATCAGCGCGATGGTCGGTTTAATGATGGTGTTATTTGGCGGCTTTCAATTTTCAGCCACTTTTAAACCGGTTGCAGAAGCAGTCAGCAAGGCTTATGGCGTACATGGATAC+ STY0917 100 STY4739 64.423 STY0917 98.6 STY4739

STY3760 60 STY3760 12
ATGCATGAGTTACCGCTGCTGATTTTTACGCTCTGTTTGCAAGGGTCCGTGGGCGTGACTCTGTGGCTGGCGCTGGGCCGTCAGTACGCCGTAGAGGGACGCGTACCTGCGCGCGGCGCGCTTCCCGCGATGGCGGGGGCGTTTGTACTGGCCTGCGTGGGGCTGCTTGCTTCAGCGCTGCACATGGGCTATCCCCTGAATGCGCTAAACGCGTTACGTCATGTCGCCAGTTCGTGGCTGAGTCGCGAAATCGTCT- STY2773 100 STY4508 61.386 STY2773 97.9 STY1568
ATGATAAGCCGTAAACCGGCGCACCTGCTGCTGGTCGATGACGATCCCGGATTACTGAAATTGCTCGGTATGCGCCTGACCAGTGAAGGATACAGCGTCGTGACCGCAGAGAGCGGCCAGGAAGGACTACGGGTACTGCATCGGGAAAAAGTGGATCTGGTAATAAGCGACCTGCGCATGGACGAAATGGATGGTATGCAACTGTTCACAGAAATTCAGAAAGTACAGCCGGGAATGCCGGTTATTATTCTGACG- STY2809 100 STY0703 76 STY2809 99.4 STY2981

HCM2.0040c 65.347 STY1813 63.208 HCM2.0040c 3.79 STY1813
ATGAGTAACTTAACCGATTGTATTACAAATGAAAGTGTTGCAGTAACTGCTGATAAAAAGCCGGTTATTGGTCGCATTCACTCCTTTGAGTCCTGTGGCACCGTTGATGGCCCAGGCATCCGCTTTATTACCTTTTTCCAGGGCTGCCTGATGCGCTGCCTGTATTGCCATAACCGCGACACATGGGATACGCATGGCGGTAAAGAAATCACCGTTGAAGACTTAATGAAAGAGGTGGTGACCTATCGGCATTTTA+ STY0968 100 STY4916 63.107 STY0968 95.76 STY0883
ATGTTGCTTAATAAGATGTGTGGTCGTTGTCTGTCGGCAATCAGTTTATGCCTGGCCGTAACATTCGCTCCACTGTTCAATGCGCAGGCCGATGAGCCTGAAATGATACCTGGCGATAGCGCCGTTGCCGCGACGGGTCAGGCTGGGCCGCAGAAGCAATCCGCCGCGACGGCGATTCTGGCCGGGATTCAGCCGCTGCCGGAGGGCGTTTCAGCCGAGAAAGTTCGGGCTGATTTACAGTCGCAGCTTCCTTCC+ STY0997 100 STY3644 68.932 STY0997 98.3 STY3644
ATGAATCAAACCTATGGACGGCTGGTTAGCCGGGCGGCTATCGCGGCAACGGCGATGGCATCAGCGTTACTTTTGATCAAAATTTTTGCGTGGTGGTATACGGGATCGGTGAGTATTCTGGCGGCGTTGGTGGACTCGCTGGTGGATATTGCCGCGTCATTGACGAATTTGTTGGTCGTGCGTTATTCGCTGCAACCCGCAGATGATGAACATACGTTTGGTCACGGTAAAGCGGAGTCGCTGGCGGCGCTGGCGC- STY3810 100 STY1930 64.151 STY3810 98.7 STY1930
ATGATGAAAAGGACGATAAGCGCGCTGGCGCTGGCCTTTGTCGCGTCATCCGCCTTTGCCAGCGGCACTGTTACCGTTTTTACCCAGGGTAATAGCGAGCCTAAAACGCTGACAGACGCTGAGCGTCTGCTCGATTTAGTCGGACAGCCGCGCCTGGCAACGAGCTGGTGGCCTGCGGCGGTGATAGGCGAAGAACAGGCGACCGTGACGGCGCGTCAGCAGCAGCAGGAACTTCTCGGGCGACTGGCGGCGCTCA+ STY4420 100 STY0619 61.386 STY4420 98 STY0619
TTGATAGCGCGTTTTGCTGTTGATTTTACGATGATAACGCCAGGAGGTATTTGTCTGGATTATCCGGCGCTGGGCGCTTTTTTCCAGGCGCAGCGCGCGTGTCGCCCGGGGCTGGTTATCATGGTTGAGCACATTGATCTTGTGGCGGAGTGGCCGGAAGGCGCCGCGCTGCGTTATCGTGAGCGCCAGCAACTGCCGGGCCAGGCCGAGACGGTACGCTGGTCGACGGTCATTTTAAAAAGGGAAAGAGGACGGA- STY3034 99 STY1297 61.111 STY3034 75.3 STY2198
ATGGCTGAGATGAAAAACCTGAAAGTTGAGGTGGTGCGCTATAACCCGGAAACCGATACCGCGCCGCACAGTGCTTTCTATGAAGTTCCTTATGATGAAACAACATCGCTACTGGACGCGTTGGGCTACATCAAAGATAACCTGTCGCCAGACCTGAGCTACCGCTGGTCCTGCCGTATGGCGATCTGCGGCTCCTGCGGCATGATGGTCAACAACGTTCCTAAACTGGCGTGTAAAACCTTCCTGCGCGATTACA- STY4702 100 STY0778 71.287 STY4702 99.3 STY0778

STY4610 72 STY3692 61.386 STY1639 33.68 STY3692
GTGAAAGCTGACAACCCTTTTGACCTTTTACTCCCTGCAGCAATGGCCAAAGTGGCTGAAGAAGCAGGCGTCTATAAAGCAACGAAACATCCGCTTAAGACTTTCTATCTGGCGATTACCGCCGGCGTATTCATTTCAATTGCCTTTGTTTTTTATATTACTGCGACAACCGGTACTGGCGCGATGCCTTATGGCATGGCGAAACTTATCGGGGGTATCTGTTTCTCTTTGGGACTGATTCTCTGTGTTATTTGCG- STY0974 100 STY2432 61 STY0974 99.7 STY4320
ATGAAAAGCAGTACACTCGTCAATGCTCCTGGACGTCAGGAGGGATTAATGGCTAATGCATCATACCCGACAGGCGTCGAAAACCACGGCGGTTCGCTCCGCATCTGGTTTCTGTATAAAGGTAAACGTGTCAGGGAAAACCTTGGTATCCCTGACACTGCAAAAAATCGCAAGATAGCTGGCGAACTGCGTTCTTCGGTTTGTTTTGCGATAAGGATGGGGAATTTTAACTATGTGGAAAAATTCCCAAACTCA- STY1011 100 STY4552 62 STY1011 99.8 STY4281
GTGAGCAGCAAAGTTGAACAACTGCGTGCGCAGTTAAATGAACGTATTCTGGTGCTGGACGGCGGTATGGGCACCATGATCCAGAGCTATCGTCTACATGAAGAAGATTTCCGCGGGGAGCGCTTTGCCGACTGGCCCTGCGACCTGAAAGGCAACAATGACCTGCTGGTCCTCAGCAAGCCGGAGGTGATCGCCGCTATCCACAACGCCTACTTTGAGGCTGGCGCGGATATCATCGAAACCAACACCTTTAAC+ STY4405 100 STY3564 64 STY4405 97.6 STY2884

STY3223 78 STY4707 62.745 STY3223 61.32 STY0522
ATGGAAAACACCATGAAGTTGCCCTACGCAATCACACTACTGCTGTGCCTGTTTTTAGCCGCCTGTACGCTGCCTGACCGCTTTAGCGCCGTGGCTTTTCAACAACTGACGCTATTACAAGCGCGCTCAACCCGCTTCCTGCAGGACGCGGCGCGAATACCGTGGCAAAAAGAGACACTGCTCAAAGATGACCGCGATATCCGCCAGACATTTTTTCAGGCTGAGCGGGTCGCCCGTCAAGGTGGGGATAAACACC- STY4449 99 STY2137 62.376 STY4449 97.8 STY2137
ATGGAAAAGCATTTTGTCGGTTCTGAAATCGGTCAATTACGCAGCGTAATGTTGCATCGTCCCAATCTCAGCCTAAAAAGACTTACCCCTTCAAATTGTCAGGAATTACTTTTTGACGATGTATTATCCGTAGAGCGCGCTGGCGAAGAGCATGACATTTTTGCCAACACGCTGCGCCAGCAAGGGATAGAAGTGTTGCTGTTAACCGACCTGCTCACCCAAACACTGGATGTGGCTGACGCTAAAGCCTGGCTA- STY4805 100 STY4805 99
ATGCCTGAGGAGGCTCACGTGCAGTGTAAAGGTTTTCTGTTTGATCTGGATGGAACGTTGGTTGACTCATTACCTGCCGTCGAACGCGCGTGGTGTAGCTGGGCCGATCGTTTTAACCTTGCTCATGATGAGGTGCTGGGCTTTATTCATGGCAAACAGGCGATCACCTCGTTGCGGCATTTTATGGCGGGTAAATCGGAGGCGGAAATTGCCGCTGAGTTTACGCGCCTGGAGCAAATAGAAGCCACTGAAACCG- STY2564 100 HCM1.158 71.845 STY2564 99.3 HCM1.158
ATGGCATCCACCAATCAGGAACTGGCCTCGGCGCTCAGGATGTTTTCCCGCTTTTTCGATTTGATTCATCAGCCGTTGGCCGTCATTAATGAGCGTGGTGAATACGTTTACTACAATCAGGAAAGCGCGGATCTGGACGGCTACAGCATTGAACGGGCAATGGGAAAACATATGCTGGATGTCTATCCGGGCATGAAAGAAACCCAAAGTACGATGCTTTCATCGTTAAAAAAAGGCGTGGAATACATTGGCCAT+ STY2591 100 STY2809 68.627 STY2591 98.9 STY3711
GTGCGGTCCAACAACAATAATCCCTTAACGCGCGACGAGATCCTGTCGCGCTATTTTCCCCAGTATCGTCCCGCCGTCGCCGCATCGCAGGGGCTAAGCGGCGGGAGCTGTATTATTGCTCACGATACTCACCGTATCGTGCTGCGCCGTCATCACGACCCCGACGCTCCACCAGCCCATTTTTTACGTCATCACCGCGCCTTATCCCAATTGCCGGCCAGTCTGGCGCCGCGAGCGCTTTTTTATACGCCAGGCT+ STY1248 100 STY1248 99

STY1578 65.385 STY2655 61.386 STY1578 28.54 STY3122
GTGAAGCTTTATATTTACGATCATTGCCCTTTCTGCGTTAAAGCCCGCATGATTTTCGGCCTGAAGAACATCCCCGTTGAACTTAACGTGTTACAAAATGACGACGAGGCGACGCCCACCCGGATGATTGGTCAAAAGATGGTGCCCATCCTGCAAAAAGATGATAGTCGCTACCTTCCTGAAAGTATGGATATTGTACATTATGTCGACAACCTCGACGGCAAACCGCTGTTAACCGGGAAACGTAATCCAGCCA- STY1203 100 STY1203 99.1
ATGAAAGCCTTCACCGACCGTTGGCGGCAACTGGAGTGGGACGATATTCGCCTGCGCATCAACGGTAAAACCGCCGCCGATGTGGAGCGGGCGCTGAATGCTTCACGCCTCAACCGCGAGGATATGATGGCGTTGCTCTCCCCCGCCGCCGCCGATTATCTGGAACCGATGGCGCAGCGGGCACAAAGGCTGACCCGACAACGCTTTGGCAACACCGTCAGTTTCTACGTGCCGCTCTATCTCTCAAACCTCTGT+ STY3726 100 STY3764 70.37 STY3726 95.1 STY3764
ATGAATTTTCCATTAATTGCGAACATTGCGGTGTTCGTCATTCTGCTGTTTGTACTGGCGCAGGCCCGTCATAAACAGTGGAGTCTGGCTAAAAAAGTGCTTGTCGGCCTTGTGATGGGCGTGGTCTTTGGTCTGGCCCTGCACACCATTTATGGCGCTGACAGTCAGGTGTTAAAAGACTCCATTCAGTGGTTCAATATTGTCGGCAACGGTTATGTGCAATTGCTACAAATGATTGTGATGCCGCTGGTATTC+ STY1791 100 STY1755 72 STY1791 99.2 STY1755
ATGATGGACCATAACATGAAGAAAAACCCTGTAAGTATACCACACTCCATTTGGCCCGCCGATGACATCAAACGGCTGGAACGCGATGCGGCGGATGCCTTCGGACTCACACTCTATGAATTGATGCTGCGCGCTGGCGACGCGGCATTTCGGGTAGCCCGTGACAGTTACCCTGACGCCCGACACTGGCTGGTGTTGTGTGGTCATGGCAACAACGGCGGCGATGGTTACGTCGTGGCGCGACTAGCGCAAGCG+ STY4713 100 STY2478 64.151 STY4713 98.8 STY2478

STY4292 60.577 STY1956 58.252 STY4292 17.88 STY1956
ATGGTTGATTTATCCCGTCGAAGCATGTTGACCGGCAGTTGGCGCAACGCCAGCAATGGGATTCTTCCGCCGTGGGCCAGAGAAACGACCTATTTTCTCGCACATTGTCTGCGTTGCGACGCCTGCATCCAGGCGTGTGAGGCCGACATCCTGCAGCGAGGGATGGGGGGATATCCGAGCGTAAATTTCAAACGGGGCGAGTGCAGCTTTTGTTATGCCTGTGCGCAGGCCTGTCCCGAATCTCTCTTTCTTCCGC- STY2487 100 STY2487 97.6
ATGGAGAATATTATGACTCTTCCTAAAATTAAACACGTTCGAGCCTGGTTTATTGGGGGCGCTACCGCAGAGAAAGGGGCTGGCGGCGGGGATTATCACGACCAGGGAGGAAATCACTGGATTGATGACCATATCGCCACTCCCATGAGCAAATATCGCGACTATGAGCAGTCTCGTCAGTCTTTTGGGATCAACGTGTTAGGGACGCTGATTGTCGAAGTAGAGGCGGAAAATGGGCAGACGGGGTTCGCCGTT- STY2521 100 STY3945 66.337 STY2521 99.6 STY3945

STY1292 64.151 STY3519 60.577 STY1292 4.7 STY3519
ATGGAACTTCTTATTCTTGTCTGGCGGCAGTACCGCTGGCCATTTATTAGCGTGATGGCGCTGAGCCTCGCCAGCGCGGCGCTGGGGATTGGCCTGATCGCGTTTATCAATCAGCGCCTGATTGAAACGGTGGACACCACCGTCATGGTGCTGCCGGAATTTCTCGGTCTGCTCCTGTTGCTAATGGTTGTCACATTAGGTTCCCAACTGGCGCTCACCGCTCTGGGACACCATTTCGTTTACCGCCTGCGCAGC- STY2489 100 STY1752 62.376 STY2489 99 STY2159
ATGTTTTTGGAATGGTTTCTTAGTGCATTGATTCCTCAGCGTCTGGCAGTACAATTCTGCCGTTTTGGGGAGTTTTTCTTTATGTGCTTGCTGGAAAGGGTAAAAATGAAAAAAAGCATATTATTAGGTTTTGCCGGAATGCTGTTCGTTTCTGCATCGGCGCAGGCCATCAGTATTAGCGGCCAGGCGGGCGAAGATTACACCAACATTGGCGTGGGTTTTGGTACGGAATCGACGGGACTGGCGCTAAGCGGCA- STY2524 100 STY3331 63.462 STY2524 98.9 STY3331
ATGTCCCCCATTGAAAAATCCAGCAAACTCGAAAATGTCTGTTATGACATTCGTGGCCCCGTTCTGAAAGAAGCGAAACGCCTTGAGGAAGAAGGTAATAAAGTTCTTAAACTGAATATCGGCAACCCCGCCCCCTTCGGATTCGAAGCGCCGGACGAAATTCTGGTCGATGTCATTCGTAATTTGCCGACGGCGCAAGGATATTGCGACTCGAAAGGGCTTTATTCCGCCCGTAAAGCGATTATGCAGCATTAT+ STY2561 100 STY2561 99.4
ATGTCTGAAGGCTGGAACATTGCCATTCTGGGCGCAACGGGCGCCGTAGGCGAAGCCCTGCTTGAAACACTGGCTGAACGCCAGTTCCCGGTCGGTGAAATTTATGCGTTGGCGCGTCATGAAAGCGCGGGCGAGCACCTCCGTTTTGGTGGCAAGTCGGTCATTGTCCAGGATGCGGCGGACTTTGACTGGACGCAGGCGCAGTTGGCGTTTTTCGTTGCCGGCGCAGAGGCATCGGCTGCCTGGATAGACGAC- STY2600 100 STY2600 99.4



ATGAGTAACGTTATTGCTTCACTTGAAAAGGTACTCCTTCCTTTTGCTGTAAAAATAGGAAAGCAGCCACACGTTAATGCAATCAAGAACGGCTTTATTCGTTTAATGCCATTAACCCTTGCGGGGGCGATGTTTGTATTAATTAATAACGTTTTCCTGAGCTTTGGGGAGGGGGCGTTTTTTTATTCCATGGGCATTCGGCTTGATGCCTCAACCATTGAAACACTTAATGGATTGAAAGGCATCGGCGGGAAC- STY1800 100 STY2773 59.406 STY1800 99.3 STY2773
ATGCGTTCATGGTTAGGTGAGGGAATCAGGGCGCAACAGTGGCTCAGTGTATGCGCGGGTCGTCAGGATATGGTTCTGGCGACGGTGTTATTAATCGCTATCGTGATGATGCTGTTACCTTTGCCGACCTGGATGGTTGATATCCTGATTACTATCAACCTTATGTTTTCAGTGATCCTGCTTTTAATTGTTATTTATCTTAGTGACCCTCTCGATTTATCGGTATTTCCGTCTTTATTACTTATTACTACATTA- STY1706 100 STY3019 75 STY1706 98.6 STY3019
ATGGAAAATTATCAGATCGACAATCTGGACCGCGGCATACTTGACGCCTTAATGGAAAATGCCCGCACCGCCTACGCCGAACTGGCCAAACAATTTGGCGTTAGCCCTGGAACCATTCATGTTCGCGTCGAGAAAATGAAGCAGGCCGGGATCATTACGGGCGCACGGATTGACGTCAGCCCTAAACAACTGGGCTACGATGTAGGCTGCTTTATTGGCATCATCCTCAAAAGCGCCAAAGACTATCCCTCCGCAC+ STY3902 100 STY3902 99.1
ATGTGGATGAAAATACAGCGAGTGAAAACGGTTATCTATAGCGTAAGCTTACTGGTCGCTGCCAGTAGCTTGGTGCCGATAGCGAACGCCGCAGAAAAACTTCAGACAACGCTACGTGTAGGTACTTACTTTCGGGCCGGGCATGTGCCAGATGGGATGGTGCTTGCGCAAGGCTGGGTGACTTATCACGGCAGTCACAGCGGGTTTCGGGTATGGAGCGATGAGCAAAAGGCGGGTAACACGCCTACCGTATTGC+ STY0337 100 STY1390 61.321 STY0337 99.6 STY1390
ATGATCGAATTTGTTTATCCACACACCCATTTAGTGGCGGGTGTGGATGAAGTGGGCCGTGGCCCGCTGGTGGGCGCCGTAGTGACCGCCGCCGTGATCCTCGATCCGGCGCGTCCGATCGTCGGTCTGAATGATTCCAAAAAATTGTCTGAAAAGCGTCGTCTGTCATTGTATGACGAGATTAAAGAAAAGGCGTTAAGCTGGAGTCTGGGACGCGCGGAAGCGCATGAAATTGATGAGCTGAATATTTTGCACG+ STY0253 100 STY0253 99.8
ATGGAGTGGAGTCTGACGCAGAGTAAGCTGCTGGCGTTTCACCGTTTGATGCGTACAGATAAGCCTATTGGCGCGTTGCTGCTGCTCTGGCCGACGCTTTGGGCGCTATGGGTGGCGACGCCGGGTATGCCTCAGCTGTGGATTTTGGCAGTTTTTGTCGCTGGCGTGTGGTTAATGCGCGCGGCGGGCTGCGTGGTGAATGATTATGCCGATCGTAAATTTGACGGACATGTAAAACGTACGGTCAACCGACCTT+ STY4430 100 STY4482 56.863 STY4430 99.4 STY4482
ATGACTACCACATCAGCTTTTATGCTTAGCGTGCGTCTGGATAATGTCGCGGTTGTCGCTATTGATGTCCCTGGAGAAAAGGTGAACACCCTGAAAGCGGAGTTTGCCGCGCAGGTACGCGCCATCCTGAAGCAGATCCGGGAAAATAAAGCGTTGCAGGGCGTTGTTTTTATCTCAGCCAAAGCAGATAACTTTATTGCTGGCGCTGATATCAACATGATAGGCCACTGCCAAAACGCGCAGGAAGCGGAAACG- STY2620 100 STY3577 66.337 STY2620 99 STY3577
ATGTCGCAGGCTGCGCTGAACACGCGAAACAGTGATGAAGAGACGCCTTCTTCACGCCGCAATAATGGAACGCGTCTTGCAGGAATATTATTCCTGCTGACGGTACTGTGCACCGTGTTTGTTAGCGGGTGGGTCGTGTTAGGGTGGATGGAAGATGCGCAGCGTTTACCGTTATCAAAGCTGGTATTAACCGGCGAGCGTCACTACACGCGTAACGATGATATCCGTCAGGCGATACTGGCTCTGGGCGCGCCGG+ STY0151 100 STY4012 66 STY0151 99.8 STY1738
ATGCGGGTGATTCGTCCTGTCGAACATGCGGATATCGCCGCGCTGATGCAGCTTGCAGGCAAAACGGGCGGCGGCTTAACCTCGCTACTGGCAAATGAAGCGACGCTGGCGGCCCGCATTGAACGCGCGCTAAAAACCTGGTCCGGCGAGCTGCCAAAAGGCGAACAAGGATATGTATTTGTTCTCGAGGACAGTGAAACGGGTGAGGTCGGCGGGATCTGCGCCATTGAGGTCGCGGTCGGCCTTAACGACCCT- STY1810 100 STY1140 64.762 STY1810 98.2 STY1140

STY0086 78 STY0240 63.366 STY0086 59.2 STY0240
ATGGCTGCGCTACCGGATAAAGAAAAATTGCTGCGTAACTTTACGCGTTGCGCTAATTGGGAAGAGAAATATTTATATATTATTGAGTTGGGGCAGCGCCTGGCGGAGTTAAATCCGCAGGATCGCAATCCGCAAAATACGATTCATGGCTGTCAGAGCCAGGTGTGGATCGTGATGCGGCGAAACGCCAATGGCATTATCGAATTGCAGGGCGACAGCGACGCGGCGATCGTTAAAGGCCTTATGGCGGTGGTAT- STY1749 99 STY3957 64.151 STY1749 98.3 STY3125
ATGTTTCGTCAGTGGTTAACGTTAGTCATTATTGTGCTGGTCTATATTCCTGTCGCCATTGATGCCACGGTCTTGCATGTCGCCGCGCCGACACTGAGTATGACACTGGGGGCCAGCGGCAACGAGCTGCTGTGGATCATTGATATTTATTCTTTGGTCATGGCTGGCATGGTGTTGCCGATGGGCGCGCTTGGCGATCGTATCGGTTTTAAACGCCTGCTGATGCTGGGCGGGACGCTCTTTGGCCTGGCATCA+ STY1491 100 STY2941 65.347 STY1491 98.2 STY2458
ATGCGTATTACCAAAGTTGAGGGAAGTCTTGGGTTGCCATGCCAGTCTTATCAGGATGATAACGAGGCGGAGGCGGAACGTATGGACTTTGAACAACTCATGCACCAGGCATTACCCATTGGTGAGAATAATCCTCCTGCAGCATTGAATAAGAACGTGGTTTTCACGCAACGTTATCGTGTTAGTGGCGGTTATCTTGACGGTGTAGAGTGTGAAGTCTGTGAGTCAGGAGGGCTAATCCAGTTAAGAATCAATG- STY1703 100 STY2390 61.165 STY1703 99.2 STY2390
ATGGAAAGCAATAATAAGCTAAAGCGTGGGCTGAGCACCCGGCACATTCGCTTTATGGCATTAGGTTCGGCAATCGGCACCGGCCTGTTTTACGGCTCGGCGGACGCCATCAAAATGGCGGGGCCGAGCGTGCTGTTGGCCTATATTATTGGCGGGGTCGCGGCATATATCATTATGCGCGCATTGGGGGAAATGTCCGTTCACAACCCTGCCGCCAGCTCATTTTCGCGCTATGCGCAGGAAAACCTCGGCCCG+ STY0438 100 STY4754 77 STY0438 99.1 STY3625
ATGGAAAATTCTAACCGTAAACTTGGCTGGATAAAGCGCGTCTGGCGATGGTGGCGCAGCCCCAGCCGCCTGGCGCTGGGGACGCTGCTGTTAATCGGTTTTATCGGCGGCGTCATCTTCTGGGGCGGCTTCAATACCGGAATGGAAAAGGCTAATACCGAAGAGTTTTGTATTAGCTGCCATGAAATGCGCAACACGGTGTATGAGGAGTATATGGAAACCGTCCACTACAACAACCGTAGTGGCGTTCGCGCCA- STY2481 100 STY3955 68 STY2481 98.5 STY3955
ATGAACTGTTTGATTCGTATTCGCCAGCGTTATCCGGATCTCGCGCAAAGCGACAGGAAACTGGCGGATTATCTGCTCGCGCAACCGGATACGGCGCGACATCTGAGCTCGCAGCAACTGGCGGCCGAAGCGGGCGTCAGCCAATCCAGCGTAGTCAAGTTCGCGCAAAAACTGGGGTTTAAAGGGTTTCCGGCGTTGAAACTGGCTATCAGCGAAGCGTTGGCCAGCAATCCTAATCCGCATTCCGTTCCCGTTC+ STY2818 100 STY3430 63.366 STY2818 99.1 STY3430
ATGAAAAAGGTCGCAATTGTCGGTTTAGGTTGGTTAGGCATGCCGCTGGCAATGTCGCTGGCAGCGAGAGGCTGGCAGGTTACCGGCAGCAAAACCACCCTTGACGGGGTGGAAGCGGCCCGTATGAGTGGAATTGAAAGCTATCCGCTGCGTCTGGAGCCGGAGCTGGTCTGTGAGGCGGACGATCTTGACGCTCTGCTGGATGTCGATGCGCTGGTGATAACACTGCCCGCGCGCCGTAGCGGTCCGGGAGAGG- STY2279 100 STY4925 60 STY2279 99.3 STY4925
ATGCAAGCACTGCTGGAACACTTTATCACCCAATCCACTCTGTATTCGCTCATCGCCGTGTTGCTGGTCGCCTTCCTGGAATCGCTGGCGCTGGTGGGGTTGATTTTACCCGGCACGGTACTGATGGCGGGGCTGGGCGCGCTTATCGGCAGCGGCGAGCTCAATTTTTGGCATACCTGGCTGGTGGGTATTATCGGCTGTCTGATGGGCGACTGGATTTCGTTCTGGCTGGGGTGGCGCTTTAAAAAGCCGCTAC+ STY0122 100 STY2598 63.462 STY0122 99.2 STY2973
ATGGAAAAACAACGCGGTTTCACGCTTATCGAACTGATGGTCGTTATTGGCATCATCGCCATTTTAAGCGCCATTGGCATTCCGGCTTACCAGAACTATCTGCGTAAAGCGGCGCTGACGGATATGTTGCAAACATTTGTCCCCTACCGTACTGCCGTCGAACTCTGCGCTCTGGAACATGGTGGGACGAGCACATGCGATGCGGGCGTCAACGGTATCCCCTCGCCCGTCATCACCCGTTATGTTTCGGGCATGA- STY0166 100 STY3138 61.386 STY0166 99.3 STY3881
ATGAGCGACCTTGCGAGAGAAATTACACCGGTCAACATTGAGGAAGAGCTGAAGAGCTCCTATCTGGATTATGCGATGTCTGTCATTGTTGGCCGTGCGCTGCCGGATGTCCGAGATGGCCTGAAGCCGGTACACCGTCGCGTACTTTACGCCATGAACGTATTGGGCAATGACTGGAACAAAGCCTATAAAAAATCTGCCCGTGTCGTTGGTGACGTAATCGGTAAATACCATCCCCACGGCGATTCCGCAGTG- STY2499 100 STY3351 80 STY2499 98.1 STY3351
ATGGCCGTTAACTTACTGAAAAAGAGACTCCTGACGCTGGCAGCAATGCTGTTACTGGCAGGGCAGGCGCAGGCAACGGAGCTGCTGAACAGCTCATACGATGTCTCCCGCGAGCTGTTTGCCGCCCTTAACCCGCCGTTTGAGCAACAATGGGCGAAGGATAACGGCGGCGATAAGCTGACGATTAAGCAGTCTCATGCCGGGTCATCAAAACAGGCGCTGGCGATTTTGCAGGGACTGAAGGCAGACGTCGTG- STY2681 100 STY3808 74 STY2681 98.1 STY3808
ATGCAGTTTGACTGGAGCGCCATCTGGCCCGCCATTCCGCTTTTGCTTGAGGGCGCTAAAATGACCCTGTGGATCTCGGTCCTCGGTCTGGCTGGCGGCCTGGTTATTGGACTGGCGGCAGGTTTTGCCCGTACGTTTGGCGGCTGGTTCGCTAACCACATCGCCCTGGTTTTCATTGAAATTATTCGCGGCACGCCTATCGTTGTCCAGGTCATGTTTATCTACTTTGCCCTGCCGATGGCATTTAATGATTTGC- STY0867 100 STY0215 62.617 STY0867 99.2 STY2160
ATGCGTCGTATCACACCTTTTTTTCCGTTTTTCGTCTTGTTGGTAAGCCATTTCTCGCTGGCTATAAGCTATCCGTTGCCGCCCGAAGGCAGTCGTCTGGTAGGACAGCCTGTCACAATCGCCGTACCTCAGAACAATACTCAGCCCTTAGAGTCATTTGCCGCCCGCTATGGTCAGGGGTTGAGTAATATGCTTGAAGCGAATCCCGGCGTGGATGTGTTTTTACCTCAGTCTGGTTCCACACTGGTAGTGCCG- STY2218 100 STY0878 79 STY2218 98.8 STY0878
ATGTCATGCTCGTTTTCCGTGACGCGCGCGTTTGCCGTGCCCGGATTGTTGTTATTACTGAGTCTCGCCGCGGTTTTAAGCCTGGTCATTGGCGCGAAACCGCTGCCCGCCGCCGTCGTGCTGGAGGCGTTCACCGGCGTGTGCCAAAGCGCCGATTGCACCATCGTCCTGGATGCGCGTTTGCCGCGTACGCTGGCCGGATTACTGGCAGGCGGCGCATTGGGTCTCGCCGGGGCGCTCATGCAAACACTCACT- STY0636 100 STY0802 67 STY0636 98.5 STY0635

STY2711 36 STY2711 6.22
STY3005 62.5 STY1317 50 STY3005 19.21 STY1317

ATGAAAATTAGCGACGGAAACTGGCTGATCCAGCCTGGCCTTAATTTGATTCACCCGGTTCAGGTGTTCGACGTTGAACAGCACGGGAATGAGATGGTGGTCTATGCCGCGCCGCGCGATGTCCGCGAACGAACCTGGCAACTGGATACCCCGTTGTTTACCCTGCGCTTTTTCTCGCCACAGGAAGGAGTGATAGGTGTACGGATGGAACACTTCCAGGGCGCTTTGGATAACGGCCCACATTATCCGCTCAAT+ STY4044 100 STY0171 63.551 STY4044 98.4 STY3215
ATGAGTATTTCCTTGAAGAAGTCAGGGATGCTGAAGCTTGGTTTGAGCCTGGTGGCCATGACCGTTGCAGCAAGCGTGCAGGCCAAAACCCTGGTTTATTGTTCAGAAGGCTCGCCGGAAGGCTTTAACCCACAGCTCTTTACGTCTGGCACCACCTATGATGCCAGCTCCGTACCTATCTATAACCGTCTGGTTGAATTCAAAACCGGCACCACGGAAGTGATCCCGGGTCTTGCTGAGAAGTGGGATATCAGC+ STY4168 100 STY3983 64.356 STY4168 98.7 STY1369
ATGATATCGTTACGACATACAGCTTTAGGACTGGCGCTGAGTCTGGCATTTACGGGTCAGGCGTTGGCCGTCACCACTATTCCATTCTGGCATTCAATGGAAGGGGAGTTAGGCAAAGAAGTTGATTCACTGGCGCAACGTTTCAACCAGGCCAATCCGGATTACAAAATCGTTCCGGTCTATAAGGGGAACTATGAACAGAACCTGAGCGCCGGGATCGCGGCATTCCGTACCGGCAACGCGCCGGCAATATTG+ STY4254 100 STY3352 62.617 STY4254 99.5 STY4804
ATGATAAAAACGGATCTCAATGATTTTGCGTGGTTTGTGCATGTGGTCGAAGAGGGTGGGTTTGCCGCGGCGGGGCGTGCGCTTGATGAACCAAAATCAAAACTGAGCCGGCGTATTGCGCAACTGGAGGAACGGCTGGGCGTGCGATTGATTCAGCGAACCACCCGGCAGTTTAACGTTACCGAAGTGGGGCAAACATTCTATGAGCACTGTAAAGCGATGCTGGTGGAAGCTCAGGCGGCGCAGGATGCCATT+ STY0950 100 STY4306 62.857 STY0950 98.6 STY4196
ATGGTACCTGTGGTCGCGCTTGTCGGGCGCCCTAACGTCGGAAAATCCACGCTATTTAACCGTCTGACCCGCACCCGAGATGCGTTGGTTGCGGATTTCCCGGGTCTGACTCGTGACCGTAAGTACGGTCGTGCGGAGGTTGAAGGCCGCGAGTTTATCTGTATCGACACCGGCGGTATTGACGGCACCGAAGACGGCGTCGAAACGCGGATGGCGGAACAGTCGCTGCTGGCGATTGAAGAAGCGGATGTGGTG- STY2764 100 STY1015 61.321 STY2764 98.4 STY1015
ATGGCACGAAAAACCAAACAACAAGCGCTGGAGACACGACAACACATCCTGGATGTGGCCCTGCGTTTGTTCTCGCAGCAAGGCGTATCGGCAACCTCGCTGGCGGAGATTGCGAACGCTGCTGGCGTGACGCGCGGCGCAATCTATTGGCATTTCAAAAATAAGTCGGATTTATTCAGTGAGATCTGGGAGCTATCAGAATCCAATATTGGTGAGCTTGAGATTGAGTATCAGGCAAAATTCCCCGACGATCCAC+ STY0521 100 STY2692 63.636 STY0521 100 STY2692
ATGTTTGACCCGGAAACACTGCGTACCTTTATCAGCGTTGCCGAAACGGGGAGTTTCTCCAAAGCGGCGGAGCGCCTGTGTAAAACCACGGCAACTACTAGCTACCGCATCAAACTGCTGGAGGAAAATACCGGCGTAGGGCTGTTCTTTCGCACAACGCGAAGCGTCTCGTTGACGGCGGCGGGCTCTCACCTTCTCTCTCAGGCAAAAGACTGGCTTGCGTGGCTGGACAGCATGCCTGACGAGCTACGCCAG+ STY0562 100 HCM2.0032c 62.857 STY0562 99.5 STY1693
ATGGCTTATCGCGATCAACCTTTAGGCGAACTGGCGCTCTCTATTCCCCGCGCATCGGCGCTGTTTCGCCAGTACGATATGGATTACTGCTGCGGCGGAAAACAGACGCTGGCGCGCGCCGCCGCTCGTCACGACGTCGATATTGACATTATTGAAGCGCAACTCGCGCAGTTGGCTGAACAGCCCATCGAAAAAGACTGGCGCGCCGTTCCGCTGGCGGACATTATTGACCATATCGTTGTGCGCTATCATGACC- STY4757 100 STY4757 98.5
ATGAACACCCTTCCTATCATTCTGACTGGCGATCGCCCCACCGGCTCGCTGCACCTCGGCCATTATGTCGGTTCACTGCGCCAGCGCGTCGCGCTACAGCAGGATCACCAACAGTATGTCCTGATTGCTGACCTGCAGGGACTCACCGATAACGGCAGTAATCCGCAAAAAATCCGCGATAATATTCCGCAAGTGTTAGCTGACTATCTGGCCGTCGGCATCGATCCCGCGCTAACGACGATCTGCCTGCAATCC- STY4863 100 STY2727 61.538 STY4863 98.7 STY1494
GTGGCTCAATTCGTTTATACCATGCATCGTGTCGGCAAAGTGGTTCCGCCGAAACGTCATATTCTGAAAAACATCTCGCTGAGCTTCTTCCCTGGCGCCAAAATCGGCGTGCTGGGCCTTAACGGCGCCGGTAAGTCTACCCTGCTGCGCATCATGGCGGGTCTCGATAAAGATATCGAGGGCGAAGCGCGCCCGCAGCCCGGCATTAAGATTGGCTACCTGCCGCAGGAACCTCAGCTAAACCCGGAACACACG- STY4928 100 STY0879 69 STY4928 98.9 STY1083
ATGGACGATCACGTTGCACGCAGGAAACGGATATTCGGCCTGGGAATGTTAGTTGTCGGTGCAGTGGTATACTTGGTGGGATTGTGGCCAGGCTGTCATACATTAAGCGAAAAGGGATATTTTTTTGCGGCAATCGTCATGTGCGGTTTTCCAGTCTTAATTCGCCAGGAACACACGGGGAATGACCGCTTGCTTTCTCGTTGTAAATCTTTGCTGTTGCTTGGCATCGGCATGGTCGCGGTCGGCGTATTTAACC+ STY4139 100 STY3735 60.577 STY4139 98 STY3735
ATGGCTAAAGAGAGAGCGCTGACGCTTGAAGCATTGCGTGTGATGGACGCCATTGACCGCCGGGGCAGTTTTGCCGCAGCGGCTGATGAGTTGGGGCGGGTGCCCTCCGCGCTGAGTTACACCATGCAGAAGCTGGAAGAAGAGTTGGACGTTGTACTGTTCGATCGCTCCGGCCATCGTACAAAATTCACCAACGTCGGACGTATGCTGCTGGAACGCGGGCGGGTATTGCTGGAAGCGGCAGACAAGTTAACGA- STY3415 100 STY2278 70 STY3415 99.2 STY2278
ATGAAACAGTATTTGATTGCCCCCTCAATTCTGTCGGCTGATTTTGCTCGCCTGGGTGAAGACACCGCCAAAGCGCTGGCTGCCGGTGCTGATGTTGTACACTTTGACGTCATGGATAATCACTATGTGCCGAACCTGACTATCGGCCCGATGGTGCTGAAATCCCTGCGTCAGTACGGTATTACCGCGCCTATTGATGTCCACCTGATGGTCAAGCCGGTTGACCGTATCGTGCCCGACTTTGCCGCCGCTGGCG+ STY4313 100 STY1447 66.019 STY4313 98.8 STY1447
ATGTCGAATTCTTATGACTCCTCCAGTATCAAAGTCCTGAAAGGGCTGGATGCGGTGCGTAAGCGCCCGGGTATGTATATCGGCGACACGGATGACGGCACCGGTCTGCACCACATGGTATTCGAGGTGGTAGATAACGCTATCGACGAAGCGCTCGCGGGTCACTGTAAAGATATCGTCGTGACTATTCACGCCGATAACTCCGTGTCCGTAACGGATGATGGCCGTGGCATTCCGACCGGGATTCATCCGGAA+ STY3943 100 STY3359 79 STY3943 98.9 STY3359
ATGCTGGCAAAACGTATAATTCCGTGTCTGGACGTTCGTGATGGTCAGGTGGTAAAAGGCGTACAGTTTCGCAACCATGAGATCATTGGCGATATCGTTCCGCTGGCCAAACGCTATGCCGACGAAGGCGCGGACGAACTGGTGTTCTATGACATTACCGCCTCCAGCGATGGTCGCGTAGTCGATAAAAGCTGGGTAGCGCGCGTTGCCGAGGTGATCGACATTCCGTTTTGTGTAGCGGGCGGTATCCGGTCAA+ STY2286 100 STY0492 64.078 STY2286 98.6 STY1405
ATGAAAAAAACTTTACTCGCAGTCAGCGCAGCGCTGGCGCTCACCTCATCTTTTACTGCTAACGCAGCAGAAAATGATCAGCCGCAGTATTTGTCCGACTGGTGGCACCAGAGCGTAAACGTGGTAGGCAGCTACCATACCCGTTTCTCGCCGAAATTGAACAACGACGTCTATCTGGAATATGAAGCATTTGCCAAAAAAGACTGGTTTGATTTCTACGGCTATATCGATATTCCCAAAACCTTTGATTGGGGTA- STY0451 100 STY3549 54.808 STY0451 99.4 STY3549
ATGACGTTTACTGCTTCATCTTCTTCCTGCGCTATTACTGAATCGCCTGTCGTTGTGGCGTTGGATTACCATGAACGCGATAAAGCCCTGGCGTTTGTCGATAAAATCGATCCTCGCGATTGTCGCTTAAAAGTGGGCAAAGAGATGTTCACGCTGTTTGGTCCACAACTCGTTCGGGATCTCCAGCAACGTGGGTTTGATGTCTTTCTTGATCTAAAATTTCATGATATTCCCAACACCACGGCCCGGGCAGTCG+ STY1344 100 STY2406 60.952 STY1344 98.9 STY2406
ATGAAAAAACAAAACAATTTACGTAGTCTGGCAGCACAGGCCGTTGAACTGGTCGTCGAACAGGGACAATCATTAAGTAATGTGCTCCCGCCGCTGCAACAAAAAGTCGCCGATAAAGACAAAGCGCTACTTCAGGAGCTGTGCTTTGGCGTCCTGCGCACCCTTTCACAGCTGGAATGGCTGATCAATAAGCTGATGTCTCGTCCAATGACCGGCAAGCAGCGTACAGTGCATTACTTAATTATGGTCGGCTTT- STY4389 100 STY1981 63.725 STY4389 98.7 STY1981
ATGGAGAGGATTACAGTCACTCTCGGGGAACGTAGTTACCCGATCACCATCGCGGCTGGTTTGTTTAACGAACCAGCTTCATTCTTGCCGCTGAAATCAGGCGATCAGGTCATGTTAGTGACCAACGAAACCCTGGCGCCGCTTTATCTGGACAAGGTTCGCGGCGTACTCGAACGGGCGGGCGTTAACGTAGACAGCGTGATTCTTCCTGACGGCGAGCAGTATAAGAGCCTGACGGTGCTGGATACGGTGTTT+ STY4310 100 STY1097 63 STY4310 99.1 STY1097
ATGGCTTCAATTTCATCATTAGGTGTGGGATCAAACTTACCGTTAGACCAGTTGTTGACAGACCTGACAAAGAACGAAAAAGGACGCTTAACGCCAATTACCAAACAGCAGAGCGCGAATTCGGCAAAGCTAACCGCCTATGGCACATTGAAAAGCGCATTAGAAAAATTCCAGACGGCAAATACCGCGTTAAATAAAGCGGATTTATTTAAGTCTACCGTGGCGTCCAGCACGACAGAGGACCTCAAAGTCAGT+ STY2168 100 STY0527 69 STY2168 98.6 STY0527
ATGAACCCCATCGTAATTAATCGGCTTCAACGGAAGCTGGGCTACACTTTTAATCATCAGGAGCTGTTGCAGCAGGCATTAACTCACCGCAGCGCCAGCAGTAAACATAACGAACGCCTGGAGTTTTTAGGCGATTCAATCCTGAGCTTCGTTATCGCTAACGCGCTTTATCACCGTTTTCCACGGGTGGATGAGGGAGATATGAGCCGTATGCGCGCCACGTTGGTACGTGGTAATACGCTGGCGGAATTAGCCC- STY2827 100 STY3481 61.165 STY2827 99.1 STY3481
ATGAATCAACAGGATATTGAACAGGTGGTGAAAGCGGTGCTGCTGAAAATGAAAGACAGCAGCCAGCCGGCCAGCACTGTTCATGAGATGGGCGTTTTTGCCTCCCTGGATGACGAAGTGGCGGCAGCAAAACGGGCCCAGCAGGGGCTGAAGAGCGTGGCGATGCGCCAGCTTGCCATTCATGCCATTCGCGAGGCGGGCGAAAAACACGCCCGAGAATTAGCGGAACTTGCCGTCAGCGAAACCGGCATGGGA- STY2700 100 STY2256 76 STY2700 97.9 STY2256
ATGATACCGCTACTCGCCATTGCCGCATGGAGCGGCACGGGAAAAACAACACTGCTGAAAAAACTGATCCCAGCACTTTGTGCGCACGGTATTCGGCCAGGGCTGATTAAGCATACCCATCATGATATGGATGTCGATAAACCGGGTAAAGATAGCTACGAGCTGCGTAAAGCCGGGGCGGCACAGACGCTGGTTGCCAGTCAGCAGCGCTGGGCGTTAATGACGGAAACGCCGGGGCAAGAAGAGTTGGATCTGG+ STY3887 100 STY3642 64.762 STY3887 94.94 STY3642
ATGCATTCGCTGACCAGAATTAAAGTTTTACAGCGGCGCTGTACGGTATTTCATTCACAGTGTGAGTCAATATTACTTCGCTATCAGGATGAGGACCGCGGGCTGCAGGCCGAGGAGGAGGCGATCCTTGAACAAATAGCGGGTCTGAAATTGTTATTAGATACGCTGCGTGCAGAAAACAGACAGCTCAGTCGTGAGGAAATTTATACGTTATTACGTAAGCAGTCTATTGTTCGCCGGCAGATAAAAGATTTAG- STY3016 100 STY3017 41 STY3016 98.6 STY3017
ATGTTCGTCGAACTCGTTTATGACAAGCGAAATGTTGAAGGTTTGCCAGGCGCACGCGAAATCATCCTCAATGAACTCACAAAACGCGTACATCAACTTTTTCCCGATGCGCAAGTGAAAGTTAAGCCAATGCAGGCGAACGCATTAAACAGTGACTGTACAAAAACCGAGAAAGAACGGCTGCACCGTATGCTGGAAGAGATGTTTGAAGAGGCTGATATGTGGCTGGTCGCCGAATAA+ STY1883 100 STY1077 74 STY1883 100 STY1077
ATGGTAAATGACGCAAGTAGCATTAGCCGTAGCGGATATACCCAAAATCCGCGCCTCGCTGAGGCGGCTTTTGAAGGCGTTCGTAAGAACACGGACTTTTTAAAAGCGGCGGATAAAGCTTTTAAAGATGTGGTGGCAACGAAAGCGGGCGACCTTAAAGCCGGAACAAAGTCCGGCGAGAGCGCTATTAATACGGTGGGTCTAAAGCCGCCTACGGACGCCGCCCGGGAAAAACTCTCCAGCGAAGGGCAATTG- STY3008 100 STY0793 59 STY3008 99.4 STY0793



GTGAATATAAACGTCGCAGATTTGTTAAATGGGAATTACATCCTGTTATTATTTGTGGTCCTGGCTCTTGGCCTGTGTCTTGGCAAGTTACGTCTGGGTTCAGTCCAACTTGGTAATTCCATTGGCGTTTTAGTGGTCTCTCTATTATTAGGGCAGCAACACTTTAGTATTAACACCGACGCGCTAAATCTGGGATTTATGCTGTTTATTTTTTGTGTCGGCGTCGAGGCTGGCCCCAACTTTTTTTCGATTTTT- STY0903 100 STY0903 98.9
ATGAATAAAGCAGTGATTGCGATTCACGGCGGCGCAGGCGCGATTGCTCGCGCGCAAATGAGCCATGAGCAGGAGCTACGCTATATCCAGGCGCTGTCAGAGATTGTCGAAAGCGGGCAAAAGATGCTGGAAGCGGGTGACAGCGCGCTTGATGTAGTGACGGAAGCGGTGCGCCTGCTGGAAGCGTGTCCGCTCTTCAATGCGGGTATCGGCGCGGTCTATACCCGAGACGGAACTCATGAACTGGATGCCTGC+ STY0886 100 STY1770 66.346 STY0886 99.3 STY1770
ATGACTAACAGCAACCGCATCAAGCTCACATGGATCAGCTTTCTTTCCTACGCCCTGACCGGGGCGCTGGTGATTGTCACCGGGATGGTGATGGGAAATATCGCAGACTATTTTCAGTTGCCCGTTTCCAGCATGAGTAACACCTTTACTTTCCTGAATGCCGGGATTTTGATCTCGATCTTCCTCAATGCGTGGTTGATGGAAATCGTCCCGCTGAAAACACAGCTACGCTTTGGTTTTATCCTGATGGTACTG- STY4323 100 STY0145 70.874 STY4323 97.9 STY0145
ATGGATAAAGAGCTTCTGCAATCAACGGTCCGTAAAGTTCTCGACGAGATGCGCCAGCGGCCTATTCCGCTGGGCGTCTCAAACCGTCATATCCACCTGTCCGCGCAGGATTATGAGCGGCTGTTTCCCGGCCATCCCATCAGCGAAAAAAAAGCGCTACTGCAGCCGGGACAATATGCTACGGAGCAAACCGTCACCCTGGTAGGGCCGAAAGGACAGCTCAAAAATGTGCGCCTGCTCGGCCCGCTGCGCTCGG+ STY2252 100 STY4242 73 STY2252 95.3 STY1458
ATGCCGTTAAGTCCCTATCTCTCTTTTGCCGGCAACTGTGCCGACGCCATCGCGTATTATCAACAAACGTTAGGCGCAGAACTGCTTTATAAACTCAGCTTCGGTGAAATGCCCCCCTCGGCGGCGGATAATGAAGAGGGCTGCCCGTCAGGAATGCGCTTTCCCGATACTGCTATCGCCCACGCCAACATGCGCATTGCGGGCAGCGATATCATGATGAGTGATGCCAGCGCGTCGGGAACGGCGCATTATTCCG- STY4487 100 STY1101 62.376 STY4487 98.6 STY1101
ATGGCAGGTCATAGTAAATGGGCCAACACCAGACATCGTAAAGCTGCGCAAGATGCCAAGCGCGGTAAAATCTTCACTAAAATTATTCGTGAACTGGTAACGGCAGCTAAATTGGGCGGCGGCGATCCGGATGCCAACCCGCGTCTGCGCGCGGCTGTAGATAAAGCGCTGGCCAACAACATGACCCGCGACACTCTGAACCGTGCCATCGCTCGCGGTGTGGGTGGTGATGAAGACTCGAACATGGAAACCATCA- STY2107 100 STY1573 59.434 STY2107 98.9 STY4855
GTGAAAACACTAACAAGAAAACTCTCCCGTACGGCCATTACCCTCGTACTGGTTATTCTGGCCTTTATCGCCATTTTCCGCGCCTGGGTGTATTACACCGAATCACCCTGGACGCGCGACGCGCGTTTTAGCGCCGATGTCGTCGCTATTGCCCCGGATGTCGCGGGCCTGATTACCCATGTAAACGTGCATGATAACCAACTGGTGAAAAAGGATCAGGTCCTGTTTACCATCGATCAGCCACGCTATCAAAAA- STY3546 100 STY4707 65.714 STY3546 98.7 STY1680
TTGGCTAATATCAAATCAGCTAAGAAGCGCGCCGTTCAGTCTGAAAAGGCTCGTAAGCACAACGCAAGCCGTCGCTCTATGATGCGTACTTTCATCAAGAAAGTATACGCAGCTATCGAAGCTGGCGACAAAGCTGCTGCACTGAAAGCATTTAACGAAATGCAACCGATCGTGGACCGTCAGGCTGCTAAAGGTCTGATCCACAAAAACAAAGCTGCACGTCATAAAGCTAACCTGACTGCACAGATCAACAAAC- STY0052 100 STY1746 59.804 STY0052 100 STY2812
ATGAGCACGTCTCGTTTTACACCCGCTAACCACCTGCTGCCTACGCTGTTTGATCGGCTGTGTGACAATGCTCCGTATCAGAAAATTGACCGGGATATCAGCGTCACGCCGGTACAACTGAAGGAGATCATTCGTCGGGATCTCTCCTTTTTGCTCAATACCATTAGCCACGAGGGTGACATCGACGCCCGGCGCTATCCGCAGGCGGCGGCGTCAGTGCTCAACTATGGCCTGCCGCCGCTGGCGGGCAGCTTTA- STY0290 100 STY2475 58.824 STY0290 99 STY2475
ATGACGTCTGAAAAATTATCTGCTGCCTGCCATTGTGGCAGCGTCGTGTTTACCGTTCAACTTAGCGATGGCTTTCATACCGCCAGGCGCTGCAACTGTTCGTTTTGCCGGATGCGCGGAGCGGTGGCAGTGTCTGCGCCGCTATCGGGTATTAAAGTGCTAAAAGGGCAGGATAAGCTTACCGAATATCGCTTCAATACGGGCAAGGCGGTGCATTTTTTCTGTTCGGTATGCGGGATATATACTTTTCATCAGC+ STY1426 100 STY3499 69.307 STY1426 98.4 STY3499
ATGAGGATGGCAGCCATGCACAGCGGTGGAAAAACTATTCAGCTTAATGCGGGCCATTACCAGGCGAAAATCGTCACGGTTGGCGCAGGTCTGGCGGAACTGACTCATCATGGACGTCATGTGGTCATCCCGCATAAACCGGAAGAAATACCCATGGCGCATCTGGGGAAGGTATTGATTCCCTGGCCAAATCGCGTGACAAATGGCTGCTACTCCTATAACGGCAAAGTTTTCCAGCTTGCCGTTAACGACCCGG+ STY3858 100 STY0536 60 STY3858 85.91 STY0536
ATGTTTAATATTACTAATATACAATCTACGGCAAGGCATCAAAGTATTAGCAATGAGGCATCAACAGAGGTGCCTTTAAAAGAAGAGATATGGAATAAAATAAGTGCCTTTTTCTCTTCAGAACATCAGGTTGAAGCACAAAGCTGAATCGCTTATCTTTGTCATCCACCTGAAACCGCCTCGCCAGAAGAGATCAAAAGCAAGTTTGAATGTTTAAGGATGTTAGCTTTCCCGGCGTATGCGGATAATATTCAG+ STY0833 100 STY2467 69 STY0833 91.02 STY2467
ATGGCGATTTATACCCGAACAGGTGACGCTGGCACCACATCACTGTTTACCGGCCAGCGGGTGAGCAAAACCCACCCGCGGGTTGAAGCCTACGGCACGCTGGATGAACTGAACGCCGCGCTGAGCCTGTGCGCCTGCGCCGCTGCGGATGAAAATCACCGCACCTTACTCGAGGCCATCCAGCAGCAACTTTTTTGGTTTAGCGCAGAGCTGGCCAGCGACAGCGAGCAGCCATCGCCCAAACAGCGCTACATC+ STY2255 100 STY2281 63 STY2255 98 STY0538
ATGACGGCACCCAAAATTACCTTTATCGGCGCAGGTTCTACGATTTTCGTCAAAAATATCCTCGGCGATGTGTTTCACCGCGAGGCGCTAAAGTCAGCGCATGTCGCCCTGATGGATATTGACGAAACCCGGCTGGAAGAGTCGCACATTGTGGTACGGAAACTGATGGACTCAGCGGGCGCTTCTGGCCGGATTACCTGCCATACCCACCAGAAAGCGGCGCTACAGGATGCGGATTTCGTGGTGGTCGCCTTT+ STY4497 100 STY4497 98.48
ATGATCGAGTTTGGTAACTTTTATCAGCTCATTGCTAAAAATCATCTCTCCCACTGGCTGGAAACATTGCCCGCGCAGATTGCCGCCTGGCAACGCGAGCAGCAGCATGGCTTGTTTAAACAGTGGTCGAACGCGGTAGAATTTTTACCGGAAATTACGCCCTGGCGGCTGGATTTACTGCACAGCGTCACGGCGGAAAGCGAAACGCCGCTCAGCGAAGGTCAGCTAAAGCGTATTGATACATTGCTGCGTAAT+ STY2114 100 STY3198 70 STY2114 98.8 STY3198
ATGCTGTTGAAACGCCGTTTGTTTATTGCCGCTTCTTTATTCGCGATGCACCTTTCTCCTGCGCTTGCGGCCGATGCCGTAAGTTTTGCTCCCCAACCGCCAGCCATTGATGCAGGCGCCTGGGTGTTGATGGATTACACTACGGGACAGGTTCTTACCGCCGGTAATGAACACCAGCAACGTAATCCCGCCAGCCTTACCAAGCTAATGACGGGCTACGTCGTCGATCGCGCCATCGATAGTCATCGTATCAGC- STY2268 100 STY0896 63 STY2268 99.7 STY0896
ATGAAGATTAAGATGTTTTTTCTGACGACTGCTTTTATTACACAAAGCACATACGCCAGCGAGCTTCCGGTCATTCCTCTAAGAGATTTAGTTAATGCCGCATTAACGCATCAGCCCTCTGTTGCTGTTTCATATTATGAGACTGAAAAGAAAAACAGTGACTTAGATCTTTCACGGGCAGCACTTTATCCTACCCTGGATCTAACCTCTGGCCTTAATAATAACAGAAAGGAGTCGTCAGGTACCGAGAGAAAC+ STY4456 100 STY3297 86 STY4456 96.59 HCM1.122
GTGGTTGAAGTGGCTTATGCGCTGCCGGAAAAGCAGTATTTGCAGCGCGTAACGCTGGAGGAGGGCGCGACGGTCGAAGAGGCGATTCGCGCTTCCGGCTTGCTGGAATTGCGCACGGATATCGATCTGGCGAAAAATAAAGTAGGTATCTACAGTCGTCCGGTAAAACTCACCGATACGGTGCAGGATGGCGATCGGGTTGAAATTTACCGTCCCTTAATCGCCGATCCAAAAGCATTACGCCGCCAGCGTGCCG- STY2872 100 STY3128 63.107 STY2872 94.18 STY0738
ATGAAGCTGATACGCGGCATACATAATCTCAGTCAGGCCCCGCATGGGTGTGTGCTGACCATTGGTAATTTCGACGGCGTACATCGGGGGCATCGCGCTCTACTGCAGGGTTTGCAGGAAGAAGGACGCAGACGCGGTCTGCCGGTGGTGGTCATGATTTTCGAACCGCAGCCGCTGGAGCTGTTCGCAACGGATAAAGCGCCCGCCCGCCTGACGCGCCTGCGTGAAAAACTGCATTACCTGGCGCAGTGCGGC+ STY0054 100 STY4290 66.355 STY0054 99.4 STY4290
ATGCGCTACCATCAATACTATCCCGTCGACATCGTTAACGGCCCCGGTACCCGCTGCACCCTGTTTGTGTCAGGGTGCGTGCATGAATGCCCTGGCTGCTATAACAAAAGCACCTGGCGGCTCAATTCCGGCCAGCCGTTTACCAAAGAGATGGAAGATAAGATCATTGCCGATCTGAACGACACGCGCATTCACCGTCAGGGGATCTCGCTGTCGGGCGGCGATCCGCTGCATCCGCAAAACGTACCGGATATCC- STY4790 100 STY0848 62.963 STY4790 97.8 STY4803
ATGGGTATAACTATTATGCAAAAAACGTCACTATTTTTTTCAGCCGCCGCGATAACGTTAACTCTGATGGCGTCATCGGCATCAGCGGCAACGCCAACCGCCGCACAAAATGAAGCTACGTCGACCGTTAAACAAGAAATTACAGAAAGCATTAACCGTTACCTTTATTCAATAGATAAGGCAGACCCAACGTTAGGCAAGCAGCTTTTTTATGTTTCACCGGAAACCAGTTTTATTCATCCACGCGGTCACGAAC+ STY1533 100 HCM1.253 62.376 STY1533 98.3 HCM1.253
GTGAAGTTACTCACCGCTTTATCTGAGCTAATCAGTATTTTTTTATTCACGACCATTTTTATTTTTCTTGCGCGAAAAGTAGCCATAAAAATTGGTTTAGTGGATAAACCAAACTTTCGTAAACGACATCAGGGCGTTATCCCATTAGTCGGCGGGATTTCTGTGTTTGCAGGAATCTGCTTTATGTTTGGCCTCTCGGATTACTACATACCGCACTTATCGCTATATCTTATTTGCGCTGGTGTATTGGTTTTT- STY3637 100 STY4906 76 STY3637 99.4 STY4906
ATGTTTCAGCAGCAAAATGACTGGGAAACAAGAGAAAATGCGTTTGCCGCTTTTGCTATGGGGCCGCTGACCGATTTTTGGCGTCAGCGGGAAGAGGCGGAGTTTATCGGCGTGGATAACATTCCGGTGCGCTTTGTCCGTTTTCGGAATGACTCCAACGATCGGACGATCGTCATTTGTCCTGGCCGCATTGAGAGTTATGTAAAATACGCTGAACTGGCGTATGACCTTTTTCATCTCGGTTTTGATATCTTC- STY3598 100 STY3502 63.366 STY3598 99.4 STY0803
ATGAATAAAGTTGTCTTGCTCTGCCGTCCGGGGTTTGAAAAAGAGTGCGCTGCAGAAATTACCGATAAAGCGGGAAAACGGGAAATATTTGGTTTTGCACGCGTAAAAGAGAACGCAGGCTATGTCATTTATGAATGCTACCAGCCGGAAGATGGCGAAAAGCTGATTTCAGAACTGCCGTTCAGTTCGCTGATTTTCGCCCGCCAGTGGTTTGTGGTGGGTGAACTGCTGCAACATTTACCGCCGGAAGACAGA- STY3120 100 STY2744 61 STY3120 99.03 STY4144
ATGGCTAAGAAAGTACAAGCCTATGTCAAGCTGCAGGTTGCAGCTGGTATGGCGAACCCGAGTCCGCCGGTTGGTCCAGCACTGGGTCAGCAGGGTGTGAACATCATGGAATTCTGCAAAGCGTTCAACGCAAAAACGGATTCCATCGAAAAAGGTCTGCCGATTCCGGTTGTTATTACCGTTTACGCTGACCGTTCTTTCACCTTCGTTACCAAAACGCCTCCGGCAGCTGTTCTGCTGAAAAAAGCGGCTGGTA- STY3736 100 STY3736 99.8
ATGCAAAAATACGCGCTTCACGCTTACCCAGTTATGGCCCTGATGGTCGCGACGCTGACAGGATGCGCCTGGATACCCGCTAAACCGCTCGTGCAGGGGGCGACCACGGCGCAGCCGATACCTGGCCCGGTACCGGTGGCGAATGGCTCCATATTTCAGTCTGCGCAGCCGATTAATTATGGCTATCAGCCGCTTTTTGAAGATCGTCGACCGCGTAATATCGGCGATACGCTCACGATTGTGTTACAGGAAAACG+ STY1219 100 STY4311 64.151 STY1219 99.3 STY4311
ATGTTTACAGACACTATTAATAAGTGTGCGGCTAACGCTGCGCGCATCGCACGCCTGTCGGCGAATAATCCGCTCGGCTTCTGGGTCAGTTCGGCAATGGCCGGGGCTTATGTCGGTCTCGGCATCATTCTTATTTTCACCCTCGGCAATCTGCTCGACCCGTCCGTGCGTCCTTTGGTGATGGGAGCCACCTTCGGTATCGCCTTAACGCTGGTCATCATCGCCGGTTCCGAACTGTTTACCGGCCACACCATGT- STY4320 100 STY4624 64.486 STY4320 95.2 STY0974
ATGCGAAGCTCGGCTAAACAAGAAGAACTAGTAAGAGCGTTTAAAGCGCTCCTCAAAGAAGAAAAATTCAGCTCACAGGGCGAAATCGTCCTCGCGTTGCAGGATCAGGGCTTTGAAAATATCAATCAGTCCAAGGTCTCGCGCATGTTGACTAAGTTCGGCGCAGTGCGTACACGTAACGCAAAAATGGAAATGGTGTACTGTCTTCCGGCTGAACTGGGCGTCCCAACAACATCCAGTCCGTTGAAAAATCTGG+ STY3540 100 STY4801 66.337 STY3540 99.4 STY4801
ATGACAACTAACCATCAAATTGACCGTCTTCTCACCCTCATGCAGCGCCTGCGCGACCCGGAAAACGGCTGCCCGTGGGATAAAGAGCAGACCTTCGCCAGCATCGCGCCTTATACACTGGAAGAAACCTATGAAGTACTGGATGCGATTGCGCGTGAGGATTTTGACGATTTGCGCGGCGAACTGGGCGACCTGTTGTTCCAGGTGGTGTTTTACGCGCAGATGGCGCAGGAAGAAGGCCGCTTCGATTTTAATG- STY3083 100 STY1862 60 STY3083 99.1 STY2678
GTGACAACAATAGTAAGCGTACGCCGTAACGGCCACGTGGTAATCGCCGGTGATGGTCAGGCCACACTGGGTAACACAGTAATGAAAGGCAACGTGAAGAAAGTCCGCCGCCTCTACAACGACAAGGTCATTGCGGGCTTTGCGGGCGGTACTGCTGATGCATTCACGCTGTTCGAGCTGTTTGAACGTAAACTGGAAATGCATCAGGGGCACCTGGTCAAAGCCGCCGTTGAACTGGCGAAAGACTGGCGTACCG+ STY3778 100 STY1288 71.287 STY3778 99.6 STY1288
ATGCTTTATAAAGGCGACACCCTGTACCTCGACTGGCTGGAAGATGGCATCGCCGAACTGGTGTTCGATGCTCCAGGCTCGGTCAATAAACTCGACACCGCAACCGTCGCCAGCCTCGGCCAGGCGCTTGAGGTGCTGGAAAAGCAACACGATTTAAAAGGGCTGCTGCTGCGCTCTAATAAAGCGGCCTTTATTGTCGGCGCGGACATCACCGAATTTCTTTCACTGTTCCTCGTCCCCGAAGAGCAGTTAAGC+ STY3577 100 STY0080 66.667 STY3577 99.1 STY2620
TTGTCTCATGGCGCTGGTGAACCTTATTTTTTAACGGAGATGTCTGACATGGCGGTAGCAGGTTGTCACGTAATGGCCAAACCCGGCGGCGCGATCTGCAATATTGATTGCACATATTGCTTCTATCTTGAAAAAGAGGCGCTGTACCCGGAACGCAATAAAAACTGGCGAATGTCGGACGAGACGCTGGAACAGTTTATACGCCAGCATATTGCCGCGCAGAGTGGCGACCGCATTGACTTTGCCTGGCAGTGC- STY3593 100 STY0043 72 STY3593 98.1 STY0043
ATGCGTTTTTACCGGCCTTTGGGGCGTATTGCCGCGCTCACCTTTGACCTGGATGATACCCTTTATGATAACCGTCCGGTGATTTTGCGTACTGAGCAGGAAGCGCTCGCTTTTATGCAAAATTATCACCCGTCGCTACGTTCGTTTCAAAACGTCGATTTACAGCGGATACGGCAGGCGGTGCGTGAAGCGGAGCCGGAAATCTATCATGACGTTACCCGCTGGCGCCATCGCGCGATAGAGCAGGCCATGCGGG- STY3609 100 STY2875 73.267 STY3609 99.2 STY2875
TTGTACCTCTATATTGAGACTCTGAAACAGAGACTGGATGCCATAAATCAACTGCGTGTGGATCGCGCGCTTGCTGCCATGGGACCCGCTTTTCAGCAGGTTTACAGTCTTCTGCCGACATTATTGCACTATCACCATCCACTGATGCCGGGTTACCTTGATGGTAACGTTCCCAGCGGTATTTGCTTCTACACGCCTGATGAAACCCAACGCCACTATCTGAACGAACTTGAGCTGTACCGCGGTATGACGCCG- STY3620 100 STY0690 61 STY3620 98.9 STY1651
ATGGCTACTTTTAGTATTAGCGCAATGGCGGCGCAGTGTGGTGTCACAACAGCAAATATCAGGTCCTGGGAACGCTATGGCCTGCTTCAACCTACCAAAGATGAAGCTGGCAATCGTTTTTATTGCATAGAAGATGCTATCAGAATACAGCATATTATCGACGCGTTAAGCAAAGGCTTCTCATTAAAAGAGATTAAACCTGCCCTCTATGGTGAAGAAACGCATTGCCGCTCGGGATGGTTATTCTACCAGGAAG- STY1855 100 STY1730 58.252 STY1855 98.85 STY1730
GTGAAAGATTTATTAAAGTTTCTGAAAGCGCAGACTAAAACCGAAGAGTTTGATGCGATCAAAATTGCTCTGGCTTCGCCAGACATGATCCGTTCATGGTCTTTCGGTGAAGTTAAAAAGCCGGAAACCATCAACTACCGTACGTTCAAACCTGAGCGTGACGGCCTTTTCTGCGCCCGTATCTTTGGGCCGGTAAAAGACTACGAGTGCCTGTGCGGTAAGTACAAGCGCCTGAAACACCGTGGTGTTATTTGT- STY3731 100 STY2954 63.366 STY3731 98.4 STY2954
ATGGGTTTTCTTTCCGGTAAGCGCATTCTGGTCACTGGCGTGGCCAGTAAACTGTCCATCGCCTACGGTATCGCACAGGCGATGCACCGCGAAGGAGCTGAACTGGCGTTCACCTACCAGAACGACAAACTGAAAGGCCGCGTAGAAGAATTTGCTGCCCAGCTGGGTTCCAGCATCGTTTTACCGTGTGATGTCGCTGAAGATGCCAGCATTGACGCTATGTTTGCGGAGCTGGGTAACGTTTGGCCGAAATTTG- STY1352 100 STY0004 62.857 STY1352 99.2 STY3877
ATGACATCATCTCTGCCCTCCGGGCAAACGTCAGTATTGTTACAGATGACACAGCGCCTCGCGCTGTCCGACGCGCATTTTCGTCGGATATGTCAATTAATCTACCAGCGTGCAGGGATCGTGCTGGCCGACCATAAGCGGGATATGGTTTATAACCGCCTGGTCCGTCGGCTGCGTGCCCTGGGACTGGATGATTTTGGCCGTTATCTCAGTATGCTGGAGGCTAATCAAAACAGCGTTGAGTGGCAGGCTTTTA- STY2127 100 STY2875 62 STY2127 99.7 STY1353
ATGCTGGAGATCCTCTATCAAGACCCGTGGCTGGTTGCCGTGAATAAACCCGCAGGCTGGCTTGTTCACCGGAGCTGGCTGGATCGCGACGAAAAAGTCGTGGTCATGCAAACGGTGCGCGACCAAATCGGCCAGCATGTTTTTACCGCCCACCGTCTCGACAGGCCCACGTCGGGCGTACTGTTAATGGGGCTGTCCAGCGAAGCGGGACGCCGTCTGGCGCAGCAGTTCGAGCAGCACCACATCCGTAAACGCT- STY3103 100 STY0744 63 STY3103 99.1 STY3813
ATGAAAGCGATTATTCTGCTGTTTGACAGTCTGAATAAAAACTATTTGCCGCCCTATGGTGATTTGCTAACGAAAGCGCCTAACTTTCAACGCCTGGCGGCACATGCCGCCACCTTTGACAATAGTTATGTCGGCAGTATGCCCTGTATGCCAGCCCGTCGGGAACTGCACACCGGGCGCTATAATTTCCTGCATCGTGAGTGGGGGCCGCTGGAACCCTTTGATGATTCCATGCCGGAATTATTGAAAAAAGCG+ STY0919 100 STY1829 64.706 STY0919 99.3 STY1829
ATGGCAAAAATGAGAGCCGTGGATGCGGCAATGTATGTGCTGGAAAAAGAAGGTATCACCACAGCATTCGGCGTTCCTGGGGCTGCAATCAACCCCTTCTATTCTGCAATGCGTAAGCATGGAGGCATTCGCCATATACTGGCGCGTCATGTGGAAGGCGCTTCGCATATGGCTGAGGGCTACACACGTGCGGCGGCAGGTAATATTGGGGTCTGCCTGGGCACTTCCGGCCCGGCGGGAACCGACATGATCACC+ STY0565 100 STY0135 65.347 STY0565 98.7 STY3986
ATGAACTATCGTATTATTCCGGTCACCGCGTTCTCCCAGAACTGTTCATTAATCTGGTGCGAACAAACCCGGCTGGCGGCGCTGGTCGATCCGGGCGGCGACGCGGAAAAAATTAAACAGGAAGTGGACGCCAGCGGCGTGACGTTGATGCAAATTTTACTCACGCATGGGCATCTCGATCATGTCGGCGCGGCGAGTGAACTGGCGCAGCATTACGGCGTTCCTGTTATCGGTCCGGAAAAAGAAGATGAGTTCT+ STY0999 100 STY0999 99.2
ATGCAAATCCTCAAAGCGATTGGCCTGTTGATGGAGTATCCGGACGACGAGTTGTGGGAATGTCGGGATGAAGCGCTTGCCCTAATCCAACACGATGCGCCAATGCTGGCCAACTTCACTCGCGAGCTGCTTTATGCGCCGTTACTGGATAAACAAGCAGAATGGTGCGAAGTGTTTGACCGCGGGCGCGCCACTTCATTGCTGTTATTCGAGCATGTTCATGCGGAGTCCCGCGATCGCGGCCAGGCGATGGTCG- STY1486 100 STY1290 77 STY1486 98.3 STY1290
ATGCGCAATTACAGGCAGTGGTTAGTTTTCAGTAAAGTCATATTAACGCTACTTGGGTTGACGGGATGGTATGGCCCGGCACAAGCTGCCGTTAATATTGACAGAACCCGAATTATTTTTGCTTCAGATGAGGTCGCTCAATCGTTGACATTATCCAACGATAATACAACGCCGATGCTGTTACAGGTATGGACCGACGCCGGAAACATTGACGCCTCTCCGGATAACAGCAAAACGCCGCTGGTGGCGCTGCCGC- STY0369 100 STY4943 61.321 STY0369 98.4 STY0372
ATGTCTATCACGGCGAAGTCCGTTTACCGTGACGCCGGAAATTTTTTCCGAAATCAATTTATTACTATCTTGCTGGTTTCGTTGCTGTGCGCATTTATCACGGTGGTCTTAGGTCATGCCTTTTCACCCAGCGATGCGCAAATCGCGCAACTCAGTGAAGGAGAACATCTGGCAGGCAGCGCTGGCCTGTTTGAGCTGGTACAAAATATGACGCCGGAGCAGCAACAGATCCTGTTGCGCGCCTCTGCCGCCTCGA- STY1317 100 STY0781 65.049 STY1317 99.7 STY0781
ATGGATCTACTCAGGACAAAAAACGTGGCAATTAAATTGATTGTTGGTCTGGCGAATCCCGGCGCGGAATATGCCGCGACGCGACACAATGCAGGCGCATGGTACGTCGATTTACTGGCGGAGCGCCTGCGCGCGCCGTTGCGTGAAGAGCCTAAATTCTTTGGCTATACCTCACGCATCACGCTGGAAGGGGAAGATGTTCGCCTGCTGGTACCCACCACGTTCATGAACCTCAGTGGTAAAGCAGTTGGCGCAA+ STY1909 100 STY2711 60.784 STY1909 99.1 STY1211
TTGAAGAAGGTTTGGCTTAACCGTTATCCTGCTGATGTTCCGGCGGAGATCAACCCTGACCGTTATCAATCCCTGGTTGAACTGTTTGAACATGCGGCGACGCGCTATGCCGATCAGCCTGCGTTCGTCAATATGGGGGAGGTAATGACCTTCCGTAAATTAGAAGAACGTAGTCGGGCATTTGCGGCTTATTTACAACAAGGGCTGGGACTCAAAAAAGGCGACCGTGTGGCGCTGATGATGCCAAACCTGTTG- STY1948 100 STY2282 64.423 STY1948 99.6 STY0081
ATGGCTCTGAACACCTCACACGTCACGCCAACAAAAAAGCTAACGATCAGGTCAGTTAGCGAAGCGCTGCCGCGCAGCCACTACCAGCGCTGCCCTGAATGCGACATGCTGTTCAGCTTGCCGGAGATGAGCGCTCATCAAAGCGCTTATTGTCCTCGTTGCCAGGCCAAAATTCGCGATGGGCGCGACTGGTCGCTGACGCGGCTGACCGCGATGGCAGTAACCATGCTGCTATTGATGCCGTTTGCCTGGAGT+ STY1979 100 STY1084 63.462 STY1979 99.4 STY1084
ATGTCCTCCTGGAAAATTGCCGCTGCGCAGTACGCGCCCCTGAACGCTTCGCCGGCAGAGCATGTCGCCCATCATCTGGAATATATTGAGCTTGCGGCTCGTCAACAGTGCGAACTGCTGGTCTTTCCGTCACTGTCGCTATTAGGCTGCGACGAAAGAAATAAACCGTTGCCCGCCCCGCCTGACGAGGCGCTTTTACAGCCGCTCACTCATGCGGCCGATACCCACCATATGACTATCATTGTGGGTATGCCTG+ STY2083 100 STY0903 50.943 STY2083 97.9 STY0903
ATGACTATGTTGCAGCTTTATAAACGTTCACAGCATTTTGTTTTTATTACAATTAGCGTTCTTATTATCCTGCTGTCCTGTCAGTCTCTGGCGTTTGCCCGGGGGCAAACGAATGGCGACCTGCCGTCAAAAGCGGATGTGCAAAACCAGCTGGATACGCTGAATAAGCAAAAAGATCTCTCCGCCCAGGATAAGCTCGTCCAGCAAGACCTTATTGATACGTTAGCTACGCTGGAGAAAATCGAGCGGGTAAAA+ STY0522 100 STY4707 72 STY0522 98.8 STY4707
ATGAGACGTGCGTTTTTAGTGAATAGCGATAAGTGCATCGGCTGCCGCGGCTGTGCTATGGCGTGTAAAAGCTTTAACCAACTGGAGCCGGATCGCTTCTGGCGCTACGTTTATCCGTTGGATAAAGACATCTATCCACATGAAGAGCGGGCGTTTTACTCGCTGGCCTGTAACCACTGCGAACATCCGGCCTGCGTCGCCGCCTGTCCGGTCGAAGCCTATACCAAACGTGAAGATGGCGTGGTGGTGCATAACC+ STY0660 100 STY1736 76 STY0660 99.3 STY2774
ATGTCCTATCAGAAAAATAAAAAGCTGTTTCCTTTTTTTCGGCAACTCGCGTTTCCGTTACGTATTTTTCTGCTCATTCTGGTGGTTTCTGTTTTCATCGTGGCAGCGTTAGCACAATATTTGTCTGCCAGTTTCGAAGATTATCTGGCGTCCCATGTTCGTGACATGGCGATGAATCAGGCAAAAATTATTGCTTCTAACGACAGCATTATCGCTGCCGTAAAAAACCGGGACTATAAACGCCTGGCGATAATT+ STY0674 100 STY0062 68 STY0674 99.4 STY0062



ATGCATAACGATAAAGATCTCTCTACGTGGCAGACCTTCCGCCGACTGTGGCCAACCATAGCGCCTTTTAAAGCAGGTCTGATCGTGGCGGGCATAGCGTTAATTCTCAACGCAGCCAGCGATACCTTCATGCTATCGCTCCTCAAGCCATTACTGGATGATGGTTTCGGTAAAACGGATCGCTCAGTGTTGCTGTGGATGCCGCTGGTGGTTATTGGGCTGATGATATTACGAGGCATCACTAGCTATATCTCC+ STY0985 100 STY0924 72 STY0985 99 STY0503
ATGCAACACCGACTCACAACCGAAATAACTCACTTTCTCTCTGGACTGCCTGAAGAGGAAAGGATCGCCGCCATTAATGAATTTAGAAGGGCGATACATAACGTTAGTCCTTTTCGCGATGAGCCAGTCGATTGTGTCCTGTGGGTGAAAAACGATCATATTTCGCCTAATGACTACAACCCGAATAACGTTGCGCCACCGGAGAAAAAATTGCTGCTTAAATCGATTGAAAAAGATGGCTTTACTCAGCCGATTG- STY0648 97 STY4584 68 STY0648 95.1 STY4584
ATGACCGTTCGTGACGAAAATTACTTTACTGAGAAATACGGTTTAACCCGCACGCATTCGGATGTGCTGGCGGCGGCAAAGGTTGTCGCGCCAGGCCGAACGCTGGATTTGGGATGTGGCAATGGCCGTAATAGTCTGTATCTGGCCGCGAACGGTTATGACGTTACCGCGTGGGATAAAAATCCGGCCAGTATGGCTAACCTTGAGCGTATTAAAGCGGCAGAAGGGCTGGATAATCTGCAAACCGACCTTGTCG+ STY1456 100 STY3005 65 STY1456 99.3 STY3005

STY2493 83 STY1649 80 STY1002 62.2 STY0365
ATGGATAACCTGACACACTATCTGGCGACCACGTTAAGAACGTTACGCCATCAGCGAGGCTGGAGTTTATCACGTCTGGCGGAGATCTCCGGCGTCTCAAAAGCCATGTTGGGGCAGATAGAGCGTAATGAATCCAGTCCGACAGTCGCAACGCTGTGGAAAATTGCGACGGGCCTGAACGTTCCATTCTCAATGTTTATTTCGCCGCCGCAGGCCGAATTTCCTCCAACCTTCGATCCCCAGCAGCAAGCGATGG+ STY1459 100 STY1400 58 STY1459 98.5 STY1400
ATGGCAATGGTTGCGGCCGTTGTCATGGTGTTTGTTTTTGTCTTTTGCACCGTTTTGTTGTTCCATCTGGTACAGCAGAACCGCTACAACACGGCTACGCAACTGGAAAGCATCGCGCGCTCTGTTCGGGAACCTCTTTCTTCCGCGATTTTAAAAGCGGATCTCCCCGGCGCGGAAACCATTCTGGAAAGTATTAAACCTGCGGGCGTGGTGAGTCGCGCCGATGTGGTATTGCCGAATCAGTTCCAGGCGTTG+ STY4188 100 STY4406 66.055 STY4188 99.2 STY1349

STY1730 58.252 STY1193 52.475 STY1730 31.2 STY1193
ATGAACACAATAATAAAGTGCACAAAAGTGCGTCATACCATTCTTATATTTTTATTTCTTGCTACCGTATTTAATTATGCGGATCGCGCAACTCTATCCGTAGTTGCCCCAATAATGAGTAAAGAATTAGGTTTTGATCCGGAAGCGATGGGCCTGGCCTTCTCCTCATTTGGTATTGCCTATGTCATTATGCAACTACCCGGCGGTTGGCTATTAGACCGCTACGGTTCACGACTGGTTTACGGTTGCGCATTG- STY4097 100 STY3100 74 STY4097 99.1 STY3100
ATGTTTGAAGAAAAATTAGGTCAACAATACCTTGCGGCGCTGCACCAGGCGTTTCCGGGCGTCGTGATGGACGAAGCCTGGCAGACCAAAGATCAGCTGACTATTACGGTAAAAGTGAACTATCTGCCGGAAGTGGTGGAGTTTCTTTACTACCAGCAGGGTGGGTGGCTGTCGGTGCTGTTCGGTAATGACGAACGCCAGTTGTGCGGCCACTATGCCGTTTATTACGTGCTGTCGATGGAGCAGGGCACCAAG- STY2971 100 STY2971 97.7
ATGGGAAACACAACAATACAAACACAGAGTTTTCGTGCTGTGGATGCAGAGCAAAGCAAAAGCAAGCGCTACATTATTCCATTCGCCTTACTTTGCTCGCTATTTTTTCTGTGGGCCGTCGCCAATAATCTGAATGACATTTTATTACCGCAGTTTCAACAAGCTTTTACGCTAACTAACTTCCAGGCCGGACTTATTCAGTCAGCCTTTTATTTCGGTTATTTCGTCATTCCAATTCCCGCTGGGATTTTGATG+ STY3115 100 STY3990 67 STY3115 98.7 STY3990
ATGACCCGCGCCGCCCCCGATGTAGAAGAGGTACTCAGTGAGCGCGCGCTAAGCCAATGGGCGCAGGCCATCAGCCATGTCGCCGGTCATTATCGCGTTGCCTGTTCTCCCGGTTCAATTCAGGCCAACGCCCCGTGGTTTAGGGGTAAAAGCAGAACGACCGCCTTAACGCAGCTCGCGCGGCAGGCGGGTTTATCCTTTCATGCGCCGGACATAGACAAAACGGCATTTAGTCAGTGGCGATTGCCGTTGGTT+ STY2877 100 STY0954 76 STY2877 97.91 STY2891
ATGACAAGACGTTACCTAAGAATTCTCCTGGTGGGAAGTCTCTTGAGCCTGACCGCCTGCGCGCCGCAGAGCGAAGTTCGCCAGATGCATCAAAGCATTAGCACCCTGAATAAAGAGATGACCCAACTGAATCAGGAAACGGTAAAAATTACCCAACAAAATAAGCTGAATGCGGATTCAACCCGCGGCGTCTATTTGTTGCCTGGCGCCAATACGCCTGCCCGGCTGGAGAGTCAGATCGGTACGCTACGTATGA- STY0452 100 STY1578 59.048 STY0452 97.8 STY1578
ATGAATCCTGAGCGTTCTGAACGCATTGAAATCCCCGTATTGCCCTTGCGCGATGTGGTGGTTTATCCGCACATGGTCATACCCTTATTTGTAGGGCGGGAAAAATCTATCCGTTGTCTGGAAGCGGCTATGGACCATGATAAAAAAATCATGCTGGTCGCCCAGAAGGAAGCATCAACGGATGAGCCGGGTGTAAACGATCTTTTCACCGTCGGGACCGTGGCCTCTATTTTGCAGATGCTGAAACTGCCTGAC+ STY0492 100 STY1910 65.714 STY0492 99 STY1910
ATGCAACGTGTCACCATCACCCTCGATGACGATTTACTGGAAACGCTGGACAGCCTGAGCCAGCGACGCGGCTATAACAATCGCTCCGAAGCGATCCGTGATATTCTGCGCGGCGCTCTGGCGCAGGAGGCCACCCAGGAACACGGTACACAGGGTTTCGCGGTACTTTCATATGTTTATGAACATGAGAAACGGGATTTAGCCAGCCGCATCGTCTCCACCCAGCATCATCATCATGATTTATCCGTCGCCACGC- STY4227 100 STY4227 91.14

STY4162 100 STY4786 68 STY4162 46.72 STY4786
ATGCTCGAATTATCCATAACATTACCGATTAAAGTCCAAAACGGCGGATTATTTATTTCTCGCGGCATTGGGCGTCATCCTGCCAGGCGTCTGCAATCGTGGGAAATTATATTTGTGGAAAAAGGCTGCCTGAAAATTCAGGAAGAATGTGTTTTCTGTGTCGAAGCCGGGGAAAGCCTGTTGCTTTGGCCGCATCGCCGCCATATTGGCGTTGAGGAGTTTCCCGCCGATCTTAAATTTTACTGGCTCCATTTTG+ STY4118 100 STY3756 62 STY4118 99.1 STY3756
ATGAGGGGAAAGGCGATTAACACCATTCAACAGGCCGTGAAACCAAGAACGTTTTCAGTCAGGCCTTTGTTCTACGCCAGCGTACTTAGCGCTGGCGTATTGTTGTGCGCCTTTTCCGCCCACGCGGATGACCGTGATCAACTCAAATCTATTCAGGCCGATATCGCCGCGAAAGAACGCGACGTACGCCAGCAGCAGCAACAGCGCGCCAGCCTCTTGGCACAACTGAAAACCCAGGAAGAGGCCATCTCGGCC- STY4090 100 STY3623 65.385 STY4090 98.4 STY3623
ATGCGCTATGTTGCCGGACAGCCCGCCGAGCGGATTTTGCCGCTAGGGTCGTTTGCGAGCATTGGCCAGGCATTGCCCGCCGGGGAACCGCTAAGCAGTGAAGAGCGGATCCGTATCCTCGTGTGGAATATATTCAAGCAGCAGCGAGCCGAATGGTTATCGGTGCTGAAGAACTACGGCAAAGATGCGCATCTGGTCCTGTTGCAGGAGGCCCAGACGACGCCTGAACTGGTACAGTTTGCCACCGCTAACTATC+ STY0279 100 STY0279 98.7
ATGAAATTTGAGTTAGATACCACCGATGGTCGCGCGCGTCGCGGTCGTCTGGTGTTTGATCGTGGCGTAGTGGAAACGCCTGCTTTTATGCCTGTGGGTACTTACGGTACGGTAAAAGGCATGACGCCGGAAGAAGTGGAAGCGACCGGCGCGCAGATTATTCTCGGCAACACTTTCCACCTGTGGCTGCGCCCGGGTCAGGAAATCATGAAGCTGCACGGCGACCTGCACGATTTCATGCAGTGGAAAGGGCCG+ STY0443 100 STY0345 59.804 STY0443 99.2 STY4110
ATGCATGAGCTGTCTCTTTGCCAAAGCGCCGTTGAAATTATTCAGCAGCAGGCAGAACAGCACGGCGTGGCGCGCGTCACCGGCGTATGGCTGGAGATAGGCGCGCTTTCGTGCGTTGAAGAGCGCGCGGTTCGTTTCAGCTTTGACATCGCCTGCCAGGGGACTTTAGCGCAAGGGTGCGAATTGCACATCGACTACAGACCGGCCCAGGCCTGGTGCTGGGATTGCAGTCAGGTGGTGGAAATTCTCAGGCATG- STY3315 100 STY2976 67 STY3315 99.4 STY2976
ATGCAACAGCAAAAACCGCTGGAAGGCGCGCAGCTCATCATCATGACGATCGCGCTGTCGCTGGCGACATTCATGCAGGTGCTGGACTCCACCATTGCCAACGTGGCGATTCCGACCATCGCCGGGAACCTGGGTTCTTCCCTAAGCCAGGGGACATGGGTTATCACCTCTTTCGGGGTGGCGAACGCTATCTCGATTCCCTTAACCGGCTGGCTGGCGAAGCGTTTTGGCGAAGTCAAACTGTTCATGTGGTCG+ STY2941 100 STY1491 65.714 STY2941 98.6 STY2342
ATGCAGGACGACACATTACCATTAAATAACAGTAACGCTACGACCACACCGCTTTCAACGAGATTACCGTTTACAAAATATGATTTTGGCTGGGTGCTCTTGTGTATCGGTATGGCAATCGGCGCCGGTACCGTCTTAATGCCAGTGCAAATCGGTCTCAAGGGGATCTGGGTATTTATTACCGCTTTTATCATCGCCTATCCCGCTACCTATATTGTGCAGGATATTTATCTAAAAACGTTATCTGAAAGCGAA- STY4173 100 STY3421 72.816 STY4173 98.9 STY3421
ATGCAGCAATATATCGGTATTGATGTGGGAGGAACTCACGTCAAATATGGCGTGATTAACAGTGACGGCGAAGAATTAACCCATCATCAATTCGATACGCCAGAGGACGCCTCCACGTTTACCCGCAAATGGCAGGATGTGGTGGCGCGTTGCCAGCAGGACTATGACATTGCGGCAATCGGGGTCAGTTTCCCCGGCCATATTAATCCCCATAACGGTCATGCGGCAAAAGCGGGCGCGCTGGCATACCTGGATG- STY4115 100 STY3516 65 STY4115 97.7 STY3516
ATGCAAGCTATTCCGATGACCTTACGCGGAGCCGAAAAACTGCGCGAAGAGCTGGATTTTCTGAAATCTGTGCGCCGTCCTGAAATCATCGCCGCTATCGCCGAAGCGCGCGAACATGGCGATTTAAAAGAAAACGCGGAGTATCATGCTGCACGCGAACAGCAGGGTTTCTGCGAAGGGCGCATTAAAGATATCGAAGCAAAACTGTCGAATGCGCAGGTGATTGACGTCACCAAAATGCCGAACAATGGTCGCG- STY3477 100 STY4293 62.5 STY3477 98.7 STY4293
ATGACGACATCATCCGCACGCTATCCACAGCGTGTTCGTAATGAACTGCGTTTTCGCGAGCTGACCGTTCTGCGGGTAGAACGTATTAGCGCAGGATTTCAGCGGATCGTACTTGGCGGCGAGGCGCTGGACGGTTTCACCTCCCTGGGCTTTGACGATCACACGAAAGTTTTTTTCCCTGAGCCAGGCTGTCGCTTTACGCCCCCGACAGTCACTGAGGAAGGCATTATCTGGGGGGAGGGCGTTCGTCCGGTCT- STY3392 100 STY3392 98
ATGAAGATGACAAAATTAAGATGGTGGATTATCGGCCTGGTCTGCGTGGGGACCATCGTAAACTACCTGTCCCGTAGCTCGCTTAGCGTTGCGGCGCCAGCGATGATGAAAGAACTCCATTTTGATGAGCAACAATATTCCTGGGTGGTGAGCGCCTTCCAGCTTTGTTACACCATTGCGCAGCCGATCACCGGCTATTTGATGGATGTCATCGGACTGAAAATCGGCTTCTTTATCTTTGCCTTGTTGTGGTCG- STY3305 100 STY3946 79 STY3305 99.6 STY0628
ATGAGCAAGAGCACCGCTGAGATCCGTCAGGCGTTTCTCGACTTTTTCCATAGTAAAGGGCATCAGGTAGTTGCCAGCAGTTCCCTGGTGCCTAACAATGACCCCACTCTGTTGTTTACCAATGCCGGGATGAACCAGTTCAAGGATGTTTTCCTTGGGCTCGATAAACGTAATTATTCCCGTGCAACCACTTCCCAGCGTTGCGTACGCGCGGGGGGTAAACACAACGATCTGGAAAACGTCGGATACACTGCA+ STY2948 100 STY2948 99.1
ATGAATAAGAAGGTACTGACCCTTTCTGCCGTGATGGCAAGTCTGTTATTCGGCGCGCACGCACACGCGGCTGATACTCGTATTGGCGTGACGATTTATAAATATGACGATAACTTTATGTCCGTGGTGCGTAAGGTTATTGAAAAAGATGGCAAATCCGCGCCGGATGTTCAGCTACTGATGAATGACTCGCAAAACGATCAATCTAAACAGAATGATCAAATTGACGTTTTATTGGCGAAAGGGGTTAAAGCT- STY2424 100 STY2425 75 STY2424 99.2 STY2425
GTGAGTAAAGGAATACGTCAGAGGCCGCCTGTTAATTTCAGTTTATTTCGGCAGGTTTTGTATGCGCACATTGTCGCATTTTTGATGATGTTGATGCTCGGCATGGTGTTCACCGTTCTCTCGTTGGTACTGTTTTATACTTATGGCGCCAACTGGTTACTGAGCTTGTTCATATGCCCGCTGTTCTTGTTAAGTGGTTTATTCATTACTGGATTTGCTTTTAAATCAACCTGGTCCAGCATACGTTACTATTACG- STY2462 100 HCM1.63c 51.485 STY2462 99.8 HCM1.63c
ATGAGTTTTTCCGTGGAGGTATTGGCGGGCATCGCCATTGAGTTACAACGCGGCATTGGGCATCAGGATCGTTTTCAGCGGCTGATTACTACGCTGCGTCAGGTGCTGGCGTGCGACGCCTCGGCGCTGCTGCGTTATGAATCACGACAATTTATTCCACTGGCGATTGATGGCCTGGCGCAGGACGTCCTCGGCAGACGTTTTACCCTGGAAGGGCATCCGCGCCTGGAAGCCATCGCCCGCGCGGGGGACGTG- STY2961 100 STY1370 74.257 STY2961 98.6 STY3876
ATGGGTGCCTATCTTATCCGCCGTCTGTTACTGGTGATCCCCACGCTATGGGCCATTATTACCATTAACTTTTTTATCGTGCAGATCGCTCCCGGCGGCCCTGTCGATCAGGCTATTGCCGCGATTGAATTTGGTCAGGGCGGCGCGTTGCCCGGCGCCAGCGGCGAAGGCGTTCGCGCCAGTCATGCGCAAACCGGCGTCGGCAATATCAGCGACAGCCATTATCGCGGCGGCCGGGGACTCGATCCGGAGGTG+ STY2453 100 STY1305 62.745 STY2453 99.4 STY1305

STY0327 61.386 STY0327 5.1
GTGAAACGACTGTGTGATCCGCTTCTCTGGCTTATTGTTCTGTTCTTGCTTCTGCTGTTTGGATTGCCTTATAGCCAGCCGTTCTTCGCCGCGCTGTTTCCCGATTTACCGCGCCCGGTCTACCAACAGGAGAGTTTTGCCGCCCTCGCGCTCGCCCATTTCTGGTTGGTGGGCATCTCAAGTTTGTTTGCCGTCGTGGTGGGCGTCGGCGCAGGGATTGCGGTCACGCGAGAAAGTGGGAAAGAGTTTCGTCCCC- STY2392 100 STY0501 63.889 STY2392 99.46 STY2394
ATGATTGATTTACGCAGTGATACCGTTACCCGACCGGGCCGCGCCATGCTCGAGGCGATGATGACCGCCCCGGTCGGGGACGACGTATACGGCGATGCCCCTACCGTTAACGCCCTTCAGCGCTACGCCGCCGACCTTTCCGGTAAAGAAGCGGCGCTTTTTTTACCCACCGGCACCCAGGCCAATCTGGTCGCGCTGCTTAGCCATTGTGAACGCGGCGAAGAGTATATCGTCGGTCAGGGCGCACATAATTAT- STY0930 100 STY3833 53.465 STY0930 98.2 STY3833
ATGATCCAAGAACAGACTATGCTGAACGTCGCCGACAACTCCGGTGCACGTCGCGTAATGTGTATCAAGGTTCTGGGTGGCTCGCACCGTCGCTACGCAGGCGTAGGCGACATCATTAAGATCACCATCAAAGAAGCGATTCCGCGTGGTAAGGTCAAAAAAGGTGATGTGCTGAAGGCGGTAGTGGTGCGCACCAAGAAGGGTGTTCGTCGCCCGGACGGTTCTGTCATTCGCTTCGATGGTAATGCATGCGTTA+ STY4368 100 STY0026 61.111 STY4368 100 STY0026
ATGAAACTCTTTCTTTTTATCGTGATGTTATTGATTTTACCTGAAACATACGCAGCCTGTACGGGAGAAATTACTTATCAGGATAATTTAATTATTCGTGAGGATTTTACGATTAACCCTAATCAGTCCGCAACTTATAGCCATAATTTTAACGATACAACTTGTTCAGGGACTTATAAGATAACGCGTATGGATCCTTCCGATATCATCGTGGGATTATACAATGATACAGTAAAACTGAAGTTAAAAATCGCC- STY2378 100 STY2378 99.8
ATGTCTGAAATAAATCAGAACGTAAAAGATAGCCGTCAGCAGTATTACCAGCATATTTCCGGGCAGAATCTGACGCCGCTGTGGGAATCGTTACATCACCTGGTACCGCAGACGCCAAACGCCAACTGCGCGCCGGCCTACTGGAATTATCAGGAAATTCGTCCGCTACTGATGGAAAGCGGCAATGTCATTGGCGCGAAAGAGGCGATCCGCCGGGTGCTGGTGCTGGAAAATCCGGCATTGCGCGGTCAGTCG- STY2408 100 STY2408 99.7
ATGGCTAAACAACCGGGATTAGATTTTCAAAGTGCCAAAGGTGGCTTAGGTGAGCTGAAACGCAGACTGCTGTTTGTTATCGGCGCGCTGATTGTGTTCCGTATTGGCTCTTTTATTCCGATCCCTGGTATTGATGCCGCTGTACTTGCCAAACTGCTTGAGCAACAGCGAGGCACCATCATTGAAATGTTTAACATGTTCTCTGGTGGTGCTCTCAGCCGTGCTTCTATCTTTGCCCTGGGGATCATGCCGTAT+ STY4378 100 STY2168 64.356 STY4378 99.6 STY2168
ATGCTACATTTGTTTGCTGGCCTGGATTTACATACCGGGCTTTTATTATTGCTTGCTCTGGCTTTTGTGCTGTTCTACGAAGCGATTAACGGTTTCCATGATACAGCCAATGCAGTCGCAACCGTGATTTACACCCGTGCGATGCGTTCGCAGCTGGCGGTTGTCATGGCGGCGGTGTTTAACTTTTTTGGCGTTTTGCTGGGGGGTCTCAGCGTGGCGTATGCCATTGTGCATATGCTACCGACGGATCTCCTG- STY4214 100 STY2563 64.078 STY4214 99.6 STY1269
ATGGACGTTATGAACGCATTTGATTCGCAAGCAGAAGATTCACCGACATCCCTCGGGCGTAGTTTGCGCCGCCGCCCGCTGGCGCGTAAAAAACTGTCTGAAATGGTTGAGGAAGAGCTGGAGCAGATGATCCGCCGTCATGAGTTTGGCGAGGGAGAACAGCTACCGTCTGAACGTGAATTAATGGCCTTCTTCAATGTGGGACGTCCCTCCGTGCGTGAAGCGTTAGCTGCGCTGAAGCGTAAAGGTCTGGTGC- STY3521 100 STY0174 76.471 STY3521 99.1 STY1521
ATGGCTGTTCCAACATATGACAAATTTATTGAACCAGTGTTGCGTTTTCTGGCCACTCGACCCGAGGGCGCTTTGGTCAGAGAAGTGCGTGAAGCTGCAGCCGAAATGCTTGGGTTAAATGAGCAGCAGCGTGCAGAGGTGATTACCAGTGGACAACTGACGTACCAGAACCGCACCGGTTGGGCGCACGATCGTCTCAAACGCGCCGGGTTATCGCAGAGCCTATCCCGGGGAAAATGGTGTTTAACACCAGCG+ STY4885 100 STY2098 86 STY4885 99.2 STY3570
ATGAGTTTATGGAAGAAAATAAGCCTCGGCGTGTTGATTTTCATTGTGGTGTTACTGGCGAGCGTTGCGTTTCTGGTCGGGACGACGACGGGGCTGCATCTGGTATTCGGTGCGGCGAACCGCTGGGTGCCGGGGCTGGATATTGGGCAGGTCACCGGCGGCTGGCGGGACTTATCGTTAAAAAATATCCGCTATGAGCAGCCGGGCGTTGCGGTAAATGCGGGCGAAATTCATCTGGCCGTCGGGCTTGATTGC+ STY4769 100 STY0782 63 STY4769 98.5 STY0782
ATGACATCCCGACGAGACTGGCAGTTACAGCAACTGGGTATTACGCAGTGGGCGCTGCGACGTCCTGGCGCGCTACAGGGCGAGATTGCGATTTCCCTTCCCGCGCACGTTCGTCTGATCGTGGTTGCAGAGGAATTACCCGCGCTGAACGAGCCGCTAATGCGCGATATTTTACGCGCGTTGACCGTGAGTCCCGATCAGGTTTTACCGCTGACGCCTGAGCGCGTCGCCATGCTGCCGCAGGGCAGCCGTTGTA+ STY4907 100 STY2093 57.282 STY4907 99.3 STY2093
ATGCGCTTGCTGCCCGTCGTTGCTGCGGTTACTGCGGCATTTTTGGTTGTCGCCTGTAGTTCGCCTACCCCGCCTAAAGGCGTTACCGTGGTAAATAACTTTGATGCCAAACGTTACCTCGGCACCTGGTATGAGATCGCACGCCTCGATCATCGATTTGAACGTGGACTGGAACAAGTCACGGCCACCTATAGTCTGCGTGACGATGGCGGGATTAATGTCATCAATAAAGGCTATAACCCGGCTCGGGAAATGT- STY4699 100 STY2282 58.879 STY4699 99.6 STY2282
ATGAGCAAAACTATTGCGACGGAAAATGCACCAGCAGCAATCGGCCCTTACGTACAGGGCGTAGACCTGGGTAGCATGGTAATCACTTCCGGTCAGATTCCGGTCGATCCGAAAACCGGCGCCGTAGCGGAAGACGTATCCGCTCAGGCACGTCAGTCGCTGGAAAACGTTAAAGCTATCGTGGAAGCCGCTGGCCTGAAAGTAGGCGACATTGTGAAAACGACCGTCTTCGTGAAAGACCTGAACGATTTCGCGA- STY4798 100 STY4220 78.218 STY4798 98.2 STY4220
ATGTTCATTATTTCCAGTAAAAATATGCTCCAGAAGGCCCAGCATGCAGGCTATGCCGTGCCAGCCTTTAACATCCATAACCTAGAAACCTTGCAGGTGGTGGTAGAAACCGCCGCAGAAATGCGCTCACCGCTGATCGTTGCCGGAACACCAGGCACGTTTAGCTATGCCGGAATGGGTAACATTGTGGCGATCGCGGGCGATCTGGCTCGTGAATACAATCTGCCACTGGCCATTCATCTGGATCATCATGAAT+ STY3435 100 STY1744 64.423 STY3435 99.6 STY4003
ATGAGCGACGACAATTCACACAGTAGTGACACAGTAAACAGTAAAAAGGGATTTTTTTCCCTGCTACTCAGCCAGCTTTTCCACGGTGAACCTAAAAACCGTGATGAGTTGCTGGCGCTGATCCGTGATTCCGGGCAGAACGAGCTTATCGATGAAGATACGCGCGATATGCTCGAAGGCGTAATGGACATCGCCGACCAGCGCGTTCGCGATATTATGATCCCGCGCTCCCAGATGATTACCCTGAAACGCAACC- STY0712 100 STY1494 59.223 STY0712 99.4 STY2332
ATGATAAATAACGATACGACTCTACAACTGAGCAGTGTACTTAACCAGGAGTGTACGCGTAGCGGCGTTCATTGTCAGAGTAAGAAACGCGCGCTGGAAATCATCAGCGAACTGGCGGCAAAACAGCTCAGTTTACCTCCTCAGGTCGTGTTTGAAGCCATTCTGACACGCGAAAAAATGGGCAGTACCGGTATTGGTAATGGTATCGCCATCCCGCACGGGAAACTGGAAGAAGATACCTTACGCGCCGTCGGCG+ STY3501 100 STY4741 65 STY3501 99.8 STY4741
ATGGATTGGTATTTAAAGGTTTTAAAAAATTATCTGGGATTTGGCGGCCGCGCGCGACGCAAAGAGTACTGGATGTTTATTCTGGTCAATATCATCTTTACCTTTGTGTTGGGCCTGCTGGACGCCATGCTTGGCTGGCAACGCGCCGGGGGTGAAGGCGTTCTGACCACCATTTACGGCGTTCTGATCTTTTTACCGTGGTGGGCCGTGCAGTTCCGTCGTCTGCATGACACTGACCGCTCCGCATGGTGGCTAC+ STY3414 100 STY3414 99.7
ATGCAAGAAGGGCAAAACCGTAAAACATCGTCCCTGAGTATTCTCGCCATCGCTGGGGTGGAGCCGTACCAGGAGAAACCGGGCGAAGAGTATATGAACGAAGCCCAGCTATCGCACTTCAAGCGTATTCTTGAAGCATGGCGTAATCAACTCCGGGATGAAGTCGATCGCACTGTGACGCACATGCAGGACGAAGCCGCCAACTTCCCCGATCCGGTCGATCGCGCCGCGCAGGAAGAGGAGTTTAGCCTGGAGT- STY0211 100 STY0211 99.6
ATGATGATGAAAGAAGATCAGAAAAATAAAATACCCGAAGACATTCTGAAACAGCTATTATCCGTTGATCCGGAAACCGTTTATGCCAGTGGTTACGCCTCATGGCAGGAGGGGGATTATTCGCGCGCCGTAATCGATTTTAGCTGGCTGGTGATGGCCCAGCCATGGAGTTGGCGTGCCCATATTGCATTGGCTGGCACCTGGATGATGCTTAAAGAATACACGACGGCCATTAATTTCTATGGACATGCCTTGA- STY1717 100 STY1209 58 STY1717 99.3 STY1209
ATGGAACAGGATTTAGCGCGTATTGAGCAGTTTCTGGATGCCCTGTGGCTGGAACGAAATCTGGCGGAAAATACATTAAGCGCGTATCGTCGCGATTTATCGATGGTCGTTGCGTGGTTGCATCATCGCGGAAAAACGCTTGCGACGGCGCAGGCTGATGATTTACAAACGCTATTGGCTGAACGGGTGGAGGGCGGATACAAAGCGACCAGCTCCGCACGCCTGTTAAGCGCTATGCGGCGCTTTTTCCAGCATC- STY3200 100 STY3610 63 STY3200 99 STY3610



STY1370 65.714 STY1491 63.551 STY3777 20.96 STY1370
ATGTCTTCAGGAAACATCTTATGGGGAAGTCAAAACCCTATTGTGTTTAAAAATAGCTTCGGCGTCAGCAACGCTGATACCGGGAGCCAGGATGACTTATCCCAGCAAAATCCGTTTGCCGAAGGGTATGGTGTTTTGCTTATTCTCCTTATGGTTATTCAGGCTATCGCAAATAATAAATTTATTGAAGTCCAGAAGAACGCTGAACGTGCCAGAAATACCCAGGAAAAGTCAAATGAGATGGATGAGGTGATTG- STY1722 100 STY1434 60 STY1722 99.5 STY1434
ATGGAAAGTCTATTAAATCGTTTATATGACGCGTTAGGCCTGGATGCGCCAGAAGATGAGCCACTGCTTATCATTGATGATGGGATACAGGTTTATTTTAATGAATCCGATCATACACTGGAAATGTGCTGTCCCTTTATGCCACTGCCTGACGACACTCTGACTTTGCAGCATTTTTTACGTCTTAACTACGCCAGCGCCGTCACTATCGGCGCTGATGCAGACAATACTGCTTTAGTGGCGCTTTATCGCTTGC- STY1120 100 STY1120 98.2
ATGGATATGAACTTTAAAAAATACAAGACCGTAAGCTTTGATATCTTTGATACATTGGTTAGCCGGAGGATTTACCGTCCCAGAGATTTGTTTTCATTAATGCAATCAACTTTAGCAACTGAGAAATTTTTTATATCAGCGTACGAGATTGGTATTATTGATAATTTCCCAGAGATAAGAGTTCAGGCGGAAGTAAGTGCCAGAGAGAATAGGGTCAGGCGTTTTGGCGGCGAGCCGGAAATACTTATATCTGAA+ STY0768 100 STY3293 66.667 STY0768 38.3 STY3293
ATGACGCAATGGTATCCGGCTTCTCCGGCGCTCTGGCAGGGGCGCGATGACAGTATAGAAGCGCCGGATGCGCGGCGTCTGTTTCAGACCGTCACGCGCAGCGAGGCCTTTTTCCCCGAAAACTGGCAGCAAAAGATCGCGTTAATGGGATTTGCCTGCGACGAGGGGGTAAAACGCAATTCAGGCCGTCCCGGCGCGGCAGGCGGCCCGGACGCGTTGCGTAAAGCGCTGGCGAATATGGCCAGCCATCAGGGA+ STY0821 100 STY1256 74 STY0821 98.8 STY1256
ATGCCGGGGTCAACACGTAAACTACCAGTCTGGTTGCCCATTTTGGTTTTGCTCATTGCCATGTCCTCTATTCAGAGTGGCGCTTCACTGGCAAAATCGTTATTTCCTCTTGTTGGCGCGCCGGGTGTAACGGCGCTTCGTCTGGCGTTGGGAACGCTTATCCTTATCGCCTTTTTCAAACCCTGGCGTTTGCGTTTTGCCAAAGAGCAGCGGCTGCCTTTACTGTTTTATGGTCTGTCGCTGGGCGGGATGAACT- STY0871 100 STY4301 61 STY0871 98.4 STY4301
ATGGTGCAAAAACCATTAATGACGCAGGGATATTCGCTGGCTGAGGAAATCGCCAACAGTATTAGCCACGGCATTGGATTGGTATTTGGTATTGTCGGCCTGGTGCTGTTGTTGGTTCAGGCGGTAGAGGCGAATGCGGGTATGACGGCTATCGCCAGCTACAGTTTATATGGCGGGAGCATGATCCTGCTTTTTCTTGCCTCAACGCTTTATCATGCCATTCCTCATCAGCGGGCAAAAATCTGGTTAAAGAAAT- STY3205 100 STY2112 62.136 STY3205 99.5 STY0171
ATGTTTTTGACGTACATTTCATTTCAGGTGTACTCTTATGTAAGATTTATACTTACAGTGGAGGCTGTTATGGCCAGAACAATGACCGTTGATCTTGGCGATGAATTGCGCGAGTTTATTGAATCGCTCATAGAATCAGGTGATTACAGAACGCAAAGTGAAGTGATCAGAGAGTCTCTTCGTCTGCTGAGGGAAAAACAGGCCGAGTCACGACTTCAGGCGTTACGTGAACTTCTGGCTGAAGGTCTGAACAGCG- STY3093 100 STY4807 66 STY3093 99 STY4807
ATGAGCTTTTTTATTTCTGATGCGGTAGCGGCAACAGGTGCTCCGGCGCAGGGCAGCCCGATGTCTCTGATTTTAATGCTGGTGGTGTTTGGTCTGATTTTCTATTTCATGATCCTGCGCCCGCAGCAGAAGCGCACCAAAGAGCACAAAAAGCTGATGGACTCCATTGCGAAAGGTGATGAAGTTCTGACGAATGGCGGTCTGGTTGGTCGAGTGACCAAAGTAGCGGAAGCCGGCTACATTGCCATCGCGCTGA+ STY0444 100 STY3692 59.804 STY0444 99.4 STY3692
ATGTCTGATAAACCATTAACTAAAACTGATTATTTGATGCGTTTACGGCGCTGTCAGACAATTGACACTCTGGAGCGCGTCATTGAGAAAAATAAATATGAATTGTCCGACAATGAGCTGGCTGTATTTTACTCAGCTGCGGATCACCGTCTTGCAGAATTGACGATGAACAAACTCTACGACAAGATCCCCTCTTCAGTATGGAAATTCATTCGTTAA- STY0516 100 STY2510 62.617 STY0516 100 HCM1.135
GTGGGTAATAATTTGATGCAGACGGATCTTTCCGTCTGGGGCATGTATCAGCACGCCGATATTGTCGTGAAGTGCGTGATGATTGGTTTGATTCTGGCGTCAGTCGTCACCTGGGCTATCTTCTTCAGTAAAAGCGTTGAATTTTTCACGCAAAAGCGCCGCTTAAAGCGCGAACAACTGCAATTAGCCGATGCGCGCTCTTTAGATCAGGCTTCCGACATTGCGGCAGGTTTCAGCGCAAAAAGCCTCAGCGCAC- STY3332 100 STY0791 71 STY3332 99.9 STY0791
ATGAAAAAGACTGCCGCAATTATCTCTGCATGTATGCTGACTTTTGCCCTGAGCGCCTGTTCCGGTCCTAATTACGTTATGCACACCAATGATGGACGTAGCATTGTGACCGACGGTAAACCCCAGACCGATAACGATACCGGTATGATTTCGTATAAAGACGCTAATGGCAACAAACAGCAGATCAATCGTACTGACGTGAAAGAGATGGTGGCTCTGGAAAACTAA- STY3123 100 STY0091 70.874 STY3123 100 STY3150
ATGACGACGAAAATCACTGGTTTAGTAAAATGGTTTAACCCTGAAAAGGGCTTTGGTTTCATTACGCCTAAAGATGGCAGCAAAGATGTGTTTGTGCATTTTTCCGCCATTCAAAGTAATGAATTCCGCACTCTGAATGAAAATCAGGAAGTGGAGTTTTCAGCAGAGCAGGGACCAAAAGGTCCATCAGCGGTCAACGTTGTGGCGCTTTAA- STY2204 100 STY4153 75 STY2204 99.1 STY0678
ATGAAAAAAGTCGTCACGGTTTGCCCGTATTGCGCATCAGGTTGCAAAATCAATCTGGTGGTCGATAACGGCAAAATCGTCCGGGCTGAGGCGGCGCAGGGGAAAACCAACCAGGGTACCCTGTGTCTGAAGGGCTACTATGGCTGGGATTTTATTAATGATACCCAGATCCTGACCCCGCGTCTGAAAACCCCAATGATCCGTCGCCAGCGTGGCGGCAAACTGGAATCTGTTTCCTGGGATGAAGCGCTCAAT- STY4484 100 STY4503 87 STY4484 98.3 STY0659
ATGACCATTTCGGAATTACTGCAATACTGCATGGCAAAACCTGGCGCAGAGCAGAGCGTTCACAGCGACTGGAAAGCGACGCAAATTAAAGTGGAAGATGTACTTTTCGCGATGGTAAAAGAAGTTGATGGGCGCCCGGCAGCCTCTCTCAAAACCAGCCCGGAACTGGCAGAGTTGTTACGCCAGCAGCACAGCGATGTTCGATCGAGTCGGCACCTTAATAAAGCGCACTGGAGTACGGTCTATCTGGACGGCT+ STY4447 100 HCM2.0117c 57.426 STY4447 98 HCM2.0117c
TTGATTATGGGGAATAACATGCACGTGAAATATTTAGCAGGGATCGTTGGCGCCGCGCTGCTGATGGCGGGTTGTAGCTCCAGCAACGAACTCACCGCTGCCGGCCAAAATGTACGCTTTGTCGAAGATAAGCCGGGCGCGGAATGCCAGCTTATTGGTACGGCAACTGGTAAACAGAGTAACTGGTTTTCAGGCCAGCACGGCGAAGAGGGTGGCTCAATGCGTGGCGCAGCGAACGATCTGCGTAATCAGGCGG+ STY4691 100 STY0997 60.377 STY4691 99.2 STY0997
ATGGCAAACCATCGTGGCGGTTCCGGTAATTTTGCGGAAGACCGCGAAAGAGCATCAGAAGCAGGTCGTAAAAGTGGTCAGCACAGCGGGGGCAATTTTAAGAATGACCCGCAGCGTGCATCCGAAGCAGGCAAAAAAGGGGGCAAAAGCAGTAACCGTAATCGCTAG+ STY1156 99 STY1548 83 STY1156 98.8 STY1548

STY2470 61.165 STY1168 53.465 STY2470 48.56 STY1168
ATGAAAGCCGTTATTTTTGCCTATCACGATATGGGATGTCAGGGCGTGCAGGCCGTACTGGATGCAGGATATGAGATTGCCGCAATTTTCACTCATGCCGACAATCCTGCGGAAAACACCTTTTTTGGCTCCGTCTCCCGGCTGGCGGCAGGATTAGGGATTCCGGTTTATGCGCCGGATAACGTAAACCATCCTATCTGGGTCGACCGCATCGCTGAACTTGCGCCAGATATTATTTTTTCGTTCTATTACCGC+ STY2529 100 STY1223 63 STY2529 98.6 STY1223
ATGTGGAAAACCCTTCATCAGCTGGCGGCGCCGCCCCGGCTGTATCAGATTTGCGGCAGGCTTGTGCCGTGGCTGGCGGCAGCCGGCATCATTGTGCTGGCCACGGGCTGGGTCCGGGGCTTTGGTTTCGCCCCGGCGGACTACCAGCAGGGGGAGAGCTACCGCATTATGTACCTGCATGTCCCGGCGGCCATCTGGTCGATGGGTATCTATGCGGCGATGGCGGTGGCGGCGTTCACCGGGCTGGTCTGGCAGA- STY2478 100 STY3961 100 STY2478 98.5 STY3961
ATGCGAAATATTGAAACCCGAATCACCAAAACAGGACCAGATGATGCTGGCCTTAACCAGATGCTGACTGATGCACGCATGGAAGAACGCCGTGGACGCGCTGATGTGATGGCAGCACGTCTGGACTCTTTGGCTGCCCGTATCGTGTCACGTCAGCTTAACCACACGGAAGCGGCTGAGCTGCTGCGTCAGGAAGCGGTGAAGATTCAGAACGAAGCGCAGGAGATCCACTGA- STY4639 98 STY3665 75 STY4639 96.2 STY3665
ATGATTAATGATGTTAAGTGGGTTCAGGCGCAACGCCATGCCAGCGACTGGCGACACGCGCTGGATATCGCCGTTCGTCCGCTGATTACCTTCGGCGCGGCGGCCCCCTGCTACCTGGACGGTATTATTGAGAACACCCTTAAATGGGGGCCATATTATCTTATCGCGCCGGGGATTGCGCTGCCCCATGCCAGACCAGAGCAAGGCGCCAACCATAATCAAATCAGCGTCACTACGCTATCAACGCCGGTCGCTT- STY1448 100 STY4741 56 STY1448 99.8 STY4741
ATGAATGCGCTTGAACCGCTCTTTGCCCGCCTGGCGCGATCGACATTTCGTTCGCGCTTTCGTCTCGGGATAAAAGAAAGACAATATTGCTGGGATAAAGGCGCGGAGGTGATTGATAAACACGCCGCCGATTTTATCGCCCAGCGACTGGTGCCAGCTCACCCGGCGAATGATGGTAAGCAAACGCCGATGCGGGGCCATCCGGTATTTATCGCGCAACATGCGACGGCAACCTGCTGTCGCGGGTGCCTGGCGA- STY1535 100 STY0412 67.327 STY1535 98.3 STY0412
ATGAACAGAACGATTCTTGTACCCATCGATATTTCAGATTCAGAATTAACTCAACGCGTGATTTCACATGTTGAAGCCGAAGCAAAGATTGACGACGCTAAAGTGCACTTTTTGACTGTAATCCCGTCTTTGCCCTATTACGCTTCACTGGGACTGGCTTATTCAGCAGAGCTCCCCGCAATGGACGATTTGAAAGCCGAAGCCAAATCTCAACTGGAAGCGATTATCAAGAAATTCAACCTTCCCGCGGACCGCG- STY1416 99 STY0662 69.608 STY1416 98.6 STY0662
ATGAAAACGAATCTGGCTCAGCTTGAACAAGCGGAAATGGATAAAGTCAATGTGGATCTGGCGGCAGCTGGGGTGGCATTTAAAGAGCGCTACAATATGCCAGTTGTCGCGGAGGCGGTCGAACGTGAGCAGCCAGAGCATCTACGCGCCTGGTTTCGCGAGCGGCTGATTGCCCATCGTCTGGCTTCCGTATCACTATCCCGACTCCCTTACGAACCCAAAGTTAAATAA+ STY2082 100 STY0480 54 STY2082 98.7 STY0480
ATGAAAGACGCTCAGCTCAACACCTTGTGTCAACGTCATCAGGCTGTACTGATCAATAGCGCCAGCAACAGTATCACTGTTGCGGTGGTCGACGCGCCCTCTCATGCGTTATTGGACGCTCTGCATTTCGCCACGCAAAAACAGATTGATATTGTGTGCTGGACTCGCCAGCAAATGGAAAATCATCGGCATAAGCCGGATCAGGCACCCTCGACAAACGCCGCGAAAGGCGGAGAAACCGCGGCCCAGCTTCTC- STY0165 100 STY3252 67 STY0165 98.8 STY4545
ATGAACGATAAAAACATCGTTCAGATGCCCGACGGGTATCTGAATAAGACACCTCTGTTCCAGTTTATTTTGTTATCCTGTTTATTCCCGTTATGGGGATGCGCAGCCGCGTTAAATGATATTCTGATTACGCAATTTAAAAGTGTATTTTCGCTGAGCAACTTTGCTTCGGCATTAGTACAAAGCGCCTTTTATGGCGGTTATTTTTTAATTGCTATTCCGGCCTCGCTGGTCATTAAAAAAACCAGTTATAAA+ STY3990 100 STY3115 77 STY3990 98.8 STY3115
ATGCTGACGCTGGATACGCTAAATACCATGCTGGCCGTCAGCGAAGAGGGAATGGTCGAAGAGATGATCCTCGCGCTACTGGCTTCCCCACAGCTGGTCATTTTCTTTGAAAAGTTTCCACGTTTAAAAAACGCCGTGACCGCCGATCTCCCGCGCTGGCGGGAAGCGCTACGCAGCCGTCTTAAAGACGCACGCGTTCCGCCGGAACTCACGGAAGAGGTCATGTGTTATCAGCAAAGCCAACTTCTCTCTACC+ STY3900 100 STY3900 99.3
ATGAACATTATTAAAGCTAACGTTGCAGCCCCTGACGCTCGTGTCGCCATCACTATTGCGCGTTTCAATCAGTTTATCAACGACAGCCTGCTGGATGGCGCGGTTGATGCCCTGACGCGTATTGGTCAGGTAAAAGATGATAATATTACCGTAGTGTGGGTGCCTGGCGCTTATGAACTGCCGCTGGCGACCGAAGCGCTGGCGAAAAGCGGTAAATACGACGCCGTGGTTGCGCTGGGAACCGTGATTCGCGGGG+ STY0456 100 STY4417 65.385 STY0456 95.54 STY1247
ATGAAAAAGAAACCGGTCGCGCAGGCGGAGCATCAGCGCTATCTGCTGGAAAATCCGCTTGTCTATGGGTTGTTATCGCGTCTTCGGATTGCGATAGTAGTCAACTGTTTTACACTTGCTAATAAAAATTGA- STY3241 100 STY3241 100

STY3316 60.396 STY0546 50 STY3316 51.69 STY0546
ATGAAAATGAGTATTGCCATGCTGTCAGCGCTTGCGTCATTTATCGTGGTGGGGTGCACGCCACGTATTGAAGTCGCCGCGCCGGAACAGCCGATTACCATCAACATGAATGTAAAGATCGAGCATGAAATACATATCAAAGTCGATAAAGACGTTGAAGAACTCCTGAAATCACGCAGCGATCTATTCTGA+ STY1424 100 STY1192 61.111 STY1424 100 STY1192
ATGAATACTCGCTGGCAACGCGCCGGGCAGAAGGTGAAGCCCGGCTTCAAAATAGCAGGTAAGCTGGTTCTGTTGACCGCGTTACGCTACGGGCCTGCCGGCGTGGCGGGATGGGCGGTAAAATCCGTCGCCCGTCGTCCGCTAAAAATGTTGCTGGCGTTTGCGCTGGAGCCAGTACTTCGTAAGGCGGCGAATAAAATTTCGCAGCGTTACAAATAG+ STY1374 100 STY2039 60.185 STY1374 100 STY2039

STY1884 48 STY1884 42.12
GTGAAAAAATTTCGATGGGTCGTTCTCGGCATCGTGGTGGTAGTATGCCTGTTGCTGTGGGCGCAGGTGTTTAATATCATGTGCGATCAGGATGTACAATTTTTCAGCGGTATTTGCGCCATCAATAAATTTATTCCCTGGTAA- STY1970 100 STY3951 58 STY1970 100 STY3951

STY1513 41.176 STY1513 29.39
ATGTGGTATTTCGCATGGATTCTGGGAACGCTTCTTGCCTGTGCATTCGGGATCATTACCGCCCTGGCGCTTGAGCACGTTGAAGCGGGTAAAACCGGTCAAGAAGAAAGCTAA+ STY0788 100 STY0788 100

STY0445 62.264 STY0445 21.33
STY4165 49.505 STY4165 9.09
STY2610 62.857 STY4172 61.165 STY2610 15.32 STY4172
STY4114 64 STY2547 62.745 STY1292 8.75 STY2547

STY1415 64 STY2701 60.396 STY1415 48.28 STY3686
HCM1.222 70 STY4290 59.091 HCM1.222 53.53 STY4290
STY0929 63.208 STY4114 58.824 STY0929 41.94 STY4114
STY3764 61.538 HCM2.0052c 60 STY3764 12.1 STY4144

STY1956 100 STY3110 76.238 STY1956 99.4 STY3110
ATGAATCAACAACAATTTCAGCAGGCGGCTGGTATTAGCGCCGGGCTTTCTGCGCGCTGGTATCCGTATATTACGGCGGCAATGAGCGAATTCGGTATCACTGCGCCACTGGATCAGGCCATGTTTATTGCACAAGCGGGACATGAATCAGCAGGATTTACTGTTCTGAAGGAAAGCTTCAATTATTCAGTGGAGGCGCTGAAGAAGACGTTTGGTAAACGCCTGACGCCGTATCAGTGCGAAATGCTGGGGCGTA+ STY1042 100 STY0321 61.165 STY1042 96.3 STY0796

STY0958 62 STY2479 59.223 STY2479 10.26 STY3960
STY1851 36 STY2481 29 STY1851 17.47 STY2481



STY3099 100 STY3098 78 STY3099 98.2 STY3098
STY3236 100 STY2711 85 STY3236 98.5 STY2711
STY0962 100 STY1565 81 STY0962 98.6 STY1565

GTGACTGACACCATTATGGAAATTGTGGTATGGGCTTTCCTGCTTACTGGTATAGCCGTGTGCATCTGCGCCGGATTCGCCCTGGTTGCCCTGCTGACCCACGTGGTGACGCAGTGGTTATGGGAAAAGCTTAAAGCAGCATACAGCCTGAAAGAGCTGTCCGACGCTGTTCGGGCATGGGAACAGCAAAAAAATACCGGAGATACTGAACAATGA- STY1596 100 STY0396 61.682 STY1596 100 STY0396
ATGGTCGATATTACCCGGGTACGCCGCGAATCCCTGCGCTGGAGTCTGCTGGTTGCCCTGAACAAGACCCGCCCTTACACCGCCAGCGAGACGCTGCTGCTGGATGTGTCCCGTGCCATCTACCCGGACACCACACCGCTGGAACTGCGCCGCGAACTGGATTATCTGGCTGACCGTAAAATGGTTGATCTGGAGAAAAAACCTTCTGGCGACTGGTTTGCTGACCTGACCCGCCTCGGCGTAGACCTGGTGGAAT+ STY1613 100 STY4719 49.505 STY1613 100 STY4719
GTGGCCAGTGAATTTTCAGTCGGCGTCATTATTGGCGGCATTGTCGGGAGCAGCTTCCGCTCAGCCGTCAGTGGCACCCGACGCGCCCTTGATTCCCTTGGTGATACCTCCCGCCGTCTGCAGGAACGCCAGAATGCCTTAACCCGGGCAACAGAACGTTATGGTCAACTGGGTTCTTCCCGGATGCAGCATCTCAACAGCGAGTTGCTGCGGGTAAGCCGCACCATGGAGCAAATTGAACGTCAGCAGCGCCGT+ STY1629 100 STY4890 64.706 STY1629 100 STY4890
ATGCTGAACATCATGGTGAATAGGATTACGGTGCCAGCGATGGCATGTAACGGCATTTCGTCTGGAGCGTCACGTGAGGACTGTGAAGCACAATGCGATATGTTCTGGTTATATGGCGAGTTTGCTTAA- STY1879 100 STY1198 53 STY1879 100 STY3196
ATGCCTGTTATGCATAATTGTTTTCTCGAATTAGCCAGAGAATCATTGCAGCACAATGGTGAGCAATGGACACGTAATGCTATCAGCAGGTCATACTACGGCATGTATCATTCAGCCCTCAGAATCACTAACAATCTGACGCCTACCCATGATACTGATGGTGAGAGATTACCTGGCGGTTCTCACATGCGACTCTATACAGCTTTTTGTAACGGTGAGGCTGCTAAAGTTAACGGCGTAGATGTTGATAAAGTCC- STY2020 100 STY1067 74 STY2020 100 STY1067
TTGATGAATAACACATGGAAAAGTGTTCTTTGCCCAATAGCGTGTGGAGTGGGAATGCTTCTAAGCGCCTCCCCTTATAGCGCGTCAGGCAAAGACATCGAATTTAATACCGATTTCCTCGATGTAAAAAATCGCGATAACGTCAACATTGCACAGTTTTCTCGTAAGGGTTTTATCCTGCCAGGCGTCTACCTTTTACAAATTAAAATTAACGGACAGACTCTGCCGCAGGAATTTCCTGTTAACTGGGTTATT+ STY3086 100 HCM2.0041c 66.346 STY3086 100 STY3176
ATGACAAAATCATCCGGAGTGATTTTAAACGCCGCTGGCGGCGGCCCCGAAGGGATGAGTCCCATGGACGGGAGGAATAACCTTGCTCCCGTTTTGCCTGATACCTCGGCGCTGGATGCCCCTCCCGTTCTGTTGCCTTACCAGCAGCGCTGGGTGGCAGACACCTCTCCGCTTAAGGTGATAGAAAAGAGCCGTCGTACCGGTATTACATGGGCTGAGGCATCCGATAACGTACTGACCGCCGCCTCTTCTGCG+ STY1615 100 STY1615 100
GTGATGTTTCTTGAACATATTACCCGTGACGGAGAGCGCTGGGATTCGCTGGCATGGCAGTACTACGGTGACCCGCTGGGCTATCCCCGGATTATTGCAGCCAATCCGCACGTGGCCATTACGCCGGTGCTGCCCTCCGGGTTGTTGTTACTGATCCCGGTTATTGAGGCTGAAGATGCCCGTACAGAAGAGGATATTGCCCCATGGCTGAGATAA+ STY1631 100 STY4755 90 STY1631 100 STY4755
ATGAGTTGTTTTACCAGTCCAGCAATTATGGAAATGTTAGGTCATTATAAATGGCGTGTTTATGAGCCATTCAGGTTTTATCTCAGTGAAGATAAAAATGATGTCATTGAAGTACCGGTAGGATTCGTTACCGACCTTGCCACTGTTCCGCGTATTTTCTGGTCATTATTGCCACCGGATGGTGAATATGCCAAAGCGGCAATCATTCATGACTACCTGTATCATTATCCATTACGTAACAGAAAAGAGTCCGATC+ STY1887 100 STY3134 61.386 STY1887 100 STY0358
ATGAAAAGACTATTGTTGGCAGCTTTACTTGTCTGTATCTCCTTCACTTCCTTTGCTGATACCGGGTGCGGACCATTCACGATCAACTGGAAAGCGCAAGACGGACTTGCAAGGATTAATGGACAGAAACCGGAGACACAGAAAATCACCTTTCTCAAACAAAAAGGGGATTATGACAATGTGAACATCCAATGGATGGTTCCGGGTAATGGACGTTGGTTAGGGATGGACTTTGTGGCCAGAAATGGCAAGCCGA- STY2022 100 STY0417 60 STY2022 100 STY0417
ATGACGATGTTGACTCGCTGGAAAATACTGGTGCTGCTGTGCGGTGGATTCGTTACCGGCACCGAGGCTGCCGGCACAAAAACCGTGCAACTGGAGCTGCATCTGGTCGTCACTCAACCACCGCCCTGTACGGTAGGCGGCGCTTCCGTAGAGTTTGGCGATGTCCTGACCACCAAAGTTGGCGATGTTTCTCAAACGAAACCTGTGGGCTACAGCCTGAACTGCGATGGCAGAGCGAGTGACTATCTGAAGCTAC+ STY3088 100 STY3089 63 STY3088 100 STY3089
ATGCAGGATCATTTTAGTCTTGACAGTAATGATATAACACATTGGCTTTATAGCCATTGGGATGTCTTTAAAATTTGGTTTGTACTTCAACATTATGAGAAAGAGGGGTATGAGTTTAAGCCATTTATACACAAAATCATTCTAGATGCATTGCGGCGGCAAGGGAAGAAATCCCCGGGAGCATAG+ STY3287 100 STY4871 64.706 STY3287 100 STY4871
ATGACCACTATTACCAAAGAATGGCTACAGCAAACCATCGCTGAATTTGAAAACACTCGCGATGATATTCCGTTTGGCCTGAGCGATGACGACGCCAAAATTCTTATTGTGCTGAAGCGTGCGCTGGCATCGCTGGAACGAGAACAAGTTCGCCATGAACATGCTGACTGGTCTGATGCCACATTCGGCGATGTTGGCCCCATCGGTCCACTGAAGCACCTCTCAAAAGAAGCATTGGAAACTGCCGCAGAACTTG+ STY1027 100 STY1027 100
ATGACGAACCGCAGGAACCGTCAGGCGGAAATCCGGTATCGAACCAGTCTACGCAGGATAGCGCGGGCGGTCGGGGACATCGTAAATGGTCGCTACGATGGTTCAAATGACAGTATCACGGAAATTATTGAGGCGCTGGAACGCTACAGTGAAATCATCACCCCCTGGGCGACAAAGGTCGCGGAAAACTTTACCGCCGACATTGTGCGCAAGAATGATGAGCAGTGGCGTAAACACAGCAAAACCATCAGCCGTG+ STY1048 100 STY1049 100 STY1049 100 STY2038
GTGAAAAAGTGGATTGTTATTGGACTCTGTTTCCTTCCGGGGTTCGCATTTGCTGCGAATCCTGGCGGTGTCACGCTTCAGTGTGGTGGCTACAAATTAGAGTTGATTCCTGATTCATTGTTCAGGATTAATGGTGAGACAGTTACCTCCCAGAAAATCAAAACGCTCGGCAACGGTAATGGAATGAAGGCGGATATGGGGCTTATGCCTGCCAAAGACGGTAACAACTACGGCTTTGAATACATTCGTCGCCCTG+ STY1065 100 STY1065 100
ATGGCAAAACCGGACTGGGAGGCCATCGAATCGGCATACCGGACCGGAGTCCTTAGCCTCCGTGATATAGGCGAGAAATACGGCGTTACAGAAGGGGCTATCAGGAAGAGGGCCAAAAAGCTTGGTTGGGTACGCAGTGGCGGTACGCAGGTTTGCAAAAATGGTACGCAAAAAAGAAAAGTGCGTACCAGCAGAAAGCCTGCCATTACTGGCCTTACACAAAAAGGTACGCAACTAAAAACAGAACCTACACTGG- STY2041 100 STY1046 85 STY2041 100 STY1046
TTGTTTCTTATCTTACCTTTGAAAGCAAATATTATTCCATCTATATCATTACCAGATAAATTAAGTGAGTCGAAATATTCTGTAAGAATGCTTCGCATTGATGCAAGGATTGACTATCGCGTGGAAACCCCTGAGTGTAAGAACGTAAAATTTAATGATTACTTTTTCTTAAATGAAAATATTAAAGATCTCAATGATAAAAACCATGTTTATGATCCTGAGTTTTATCCAATTACATTATGGAGTTGTTCATATA+ STY3289 100 STY4841 57.692 STY3289 100 STY4841
ATGGCAGTACGAAAACTCACCACAGGGAAATGGCTTTGCGAATGTTACCCCGCCGGACGAAGTGGGCGTCGTGTGCGTAAACAATTCGCCACCAAAGGCGAAGCTCTGGCTTTTGAGCGTCACACTATGGAAGAAACCGAATCAAAGCCATGGCTGGGCGAATCAGTGGATCGTCGAACCCTGAAAGACGTGGTTGAGCTATGGTTCAAACTACATGGTAAATCTCTGACTGCTGGGCAACATGTCTATGACAAA- STY3658 100 STY4645 72 STY3658 100 STY4645
ATGAATAATGTATTTCTGTACCGGATGCCTGTTGGCATTGCCGGGGCTGTCTCTCGCCCGCAGGACTTAACCGTCGAACCGGTGGTCCTTAAATCCGATAACGCCTTCGCTGCCTATGGCCTGGCTGGTAAATACGATGATGACGGTTTTTTCGTGCCGCTGGCAGATGGTGATACCGCAGACAAGGTGAAGGGGATCTACGTGCGCCCTTATCCGACCACGTCGCAGCCGGACATGGTTCGCCAGGTGGGAACAG+ STY1051 100 STY2036 96 STY1051 100 STY2036
ATGAACGCTGAGACTATTAAAGATTTTCTCGTCTCCCTTGGATTTGGCATTGATGAAGCCGGATACGAGAAATTTGAATCTGTTCTTGCTGGCGTCACCGCAAATGCCATAAAAACAGGGCTGGCGGTGGAAGGTGCGGCGCTGTCCGTTGTTGCGTTTACGGCGAAAATTGCCTCCGGTCTGGATAATCTCTACTGGGCATCTCAACGCACCGGCGCGACGGTTCAGGGGATTCAGTCGATTGGCTACGCAGTT- STY2026 100 STY1061 95 STY2026 100 STY1061
TTGCCTGATGGACTTGAATCCACTCTTGAGTTTGATCCATCAACTTCTTTCATCAATACAACCGCTGTCGATAACGGTATCACTTATAGTTTTACTGGTGAAGCGGTAAAAGCGACGGCACATGCCAGCTGTACGGCTAATCAGGCAACTAACAGCGCAATTTGTGTATGGGATAAATCATTTTCACTTCCCCTCACCTTACTTACCAAACAGAACGGAATAACCATTAACCAGCAAAATCTTACAGTTTCGGTAA+ STY3092 100 STY3021 64.762 STY3092 100 STY3021
ATGGATACTATCGATCTTGGCAACAACGAATCTCTGGTATGTGGCGTGTTTCCCAATCAGGACGGCACATTCACCGCCATGACGTATACCAAAAGCAAAACGTTTAAAACCGAAGCTGGCGCACGCCGCTGGTTGGGAAGACATTCAGGTGAGTAA+ STY2067 100 STY0418 59.615 STY2067 100 STY3855
GTGAGGAAACTGAGGTTGGTTAGAATTCCAAGACATCTTATTATTGCCGCTTCCTCTTGGCTTTCAAAGATAATAATTGCCGGTGTTCAGTTAGTAAGTGTTAAATTTCTTTTAGAAATTCTTGGCGAAGAATCATACGCTGTATTTACTCTTTTAACTGGATTATTGGTCTGGTTTAGCATTGCAGATATTGGGATTGGTAGTAGTCTACAAAATTATATATCTGAGTTGAAAGCTGATAGAAAATCATATGAT- STY2297 100 STY2297 100
ATGATGAAAATGAGCCGCACGGCCATCGCGCTGAGTTTGCTGGGAATGGCCGCGCATCCCGTTTGTGCCGCTCCGTCGTTTGAAGAGACGGCGAGACAGGTGATTATCGCTTTTCAGCAGCGAGACAACGCGAAAATTAATGCCCTGATTGATAAAAAAGTCGGGATGTATGTGCTGTACCGAATTGGGGCTGGGTTTGATTATAAATGGATGAAAAAATTTGATATTAATAAACCGATACCTGACTTTAACTACC- STY2364 100 STY3164 61.905 STY2364 100 STY1450
ATGGCTTCTAAAGGTGTAAACAAAGTTATTCTGGTGGGAAATCTGGGACAGGATCCTGAGGTGCGTTATATGCCAAATGGCGGTGCCGTGGTAAACCTCAGTCTGGCAACCTCAGATACCTGGACAGATAAACAGACCGGTGACAAAAAAGAGCGCACTGAATGGCACAGGGTGGTTCTTTACGGCAAGCTGGCCGAAATTGCCAGTGAGTATCTGCGTAAGGGCTCCCAGGTATACATCGAAGGTGCATTACGCA+ STY4536 100 STY4451 80 STY4536 100 STY4451
GTGGCAACTGAAGTCGGCGTACCCGCTGAAGCCCTGTATTCAGTTTCTCTTGCAGAAACATCCCGAAAACTACCACATGGAGAGCGACCGTGGCCGTGGACACTCAATGTTGCCGGGAAAGGGTATCGGTATAACTCCCGCCAGGAAGCGTATGACGCAATGTTGTCGTTCATGCGTCGCTATCCGTTAAAGCGGATTGATGTTGGGATCGCGCAGGTTAACCTGGGCTGGAATGGAACTTATTTCAGCAGTTACT+ STY4559 100 STY0060 94.059 STY4559 100 STY0060
ATGAAATCTCTTCGTCTGAAGCGAGCGTTACTGTCAGTCATGCTTATCACCGGCGGCATGGAGGTTCAGGCTGCGTTGAACACTGCCTCGATTGTGGCCAGCAGTATTTCTCCGTCGTGTATCAGCTGGAGAATCAGCGGTATCTGCTACTGGCTGATGTGTACCCCTTTCGGTTGTACAGTAAAAACCTCGATAAAAGTGCATCACTTTATTCCGGAAGCTGTTGTTTCGACTTATCAGGCGTCTGGTGGAAAT+ STY4576 100 STY4576 100
ATGCTGGCCAGTTTCTATATTCAACGGCAGCTCAGTAAAGCACTGGGCCTCAGTGTGAACGCTGAGGAGGTTTTTTACCAGGTGGACGATCGGGAGTCGGATTACGTCAATACCGATATGGTACTGAACCGTGACCGGTTATTGTCCGTGATGCAGTTTATGCTGGATGACGTGGCGCTTAATCCGGAGCTCCGGGAAAGATGCCGTCAGGCAGAGCGTATTCTGACACTATGGATTCGTGGTCTCGACGCGCTGG+ STY4593 100 STY4594 60.577 STY4593 100 STY4594
ATGAAATACGATTTTAATGAAATCTATCAGAGAATAGCATCAGAAAAATGGGAATATGACAGTGTCATTAATGGATTTCCAGTAATACCTATGTCTGTTGCAGATACCGATTTAGTTTCTCCCGTGGAGGTTCGTCAGGCACTGATTGAAGTCTGTAACCGCAGAGAATTCGGATATCCGGCCTATCATGATGATTTTAAGGATGTGCTGGCATCCTGGTATGATCGATATTATGACTGGCGGCCGGATACGGCT- STY4221 100 STY1507 76.699 STY4221 100 STY1507
ATGAACACACAAGCGCTTTTCTGCCTGAGCCTGCCGCTGGTGATTGCCGGGTGTGCACAGCAGACCTCCACCCAAACCGCTCGCGACAGCGCATTTGCACAGAGTCAGCAGCCTTCCGTCTTCTCTGATATTTACCAGCGATCACCGGAGGTGACTCGCAGCGGGCGTTACACGCTGGTCAGTATTAAAAGTGCGGATGCGCAGCGGGAACCGCTCAACCAGCTCATCGATATTACTATGCCAGGGCAACTGGTT+ STY4539 100 STY4539 100

ATGAATCATTTACCAATGCCAACCTTTGGTCCTCTTGCTGGGGTACGCGTTGTTTTTTCAGGGATCGAAATCGCCGGTCCGTTCGCCGGACAGATGTTCGCCGAATGGGGCGCCGAGGTTATCTGGATTGAAAACGTCGCATGGGCCGATACCATCCGCGTACAGCCTAACTACCCGCAGCTCTCACGCCGCAACCTGCACGCCCTGTCGCTGAATATTTTCAAAGATGAAGGTCGGGAAGCGTTTCTGAAACTG- STY0082 100 STY0082 98.46
ATGTCGCATTTAGCGTTGCAACCGGGGTTTGACTTTCAGCAGGCAGGCAAAGAGGTCCTGGAAATTGAACGTGAAGGCCTGGCGGAGCTTGATCAATATATCAACCAGCATTTCACGCTGGCCTGTGAAAAAATGTTCAACTGCACCGGAAAAGTGGTGGTCATGGGGATGGGGAAATCCGGCCATATCGGACGGAAAATGGCCGCCACGTTCGCCAGTACCGGCACCTCTTCCTTTTTTGTACATCCAGGCGAA+ STY3494 100 STY2960 75.49 STY3494 99 STY2960
ATGACTAAAAAAATCCTGACTACGCCAATTAAAGATGAAGATTTAGCGGATATTAAGGCTGGCGATATTATTTATCTCAACGGTCATATTGTTACCTGCCGTGACGTAGCCCATCGCCGTTTAATTGAAGGTGGTCGCGAACTTCCGGTAGATGTTCGCGGCGGCGCTATTTTACACGCTGGCCCCATTGTCCGCCCAATTAAAGGCGAAGACGATAAGTTTGAAATGGTCTCCGTTGGCCCAACCACCAGCATGC- STY3534 100 STY0955 55.769 STY3534 99.8 STY0955
ATGCCGGTTAGTGAGTACAACCACATCCTTGTGGCGGTTTCATTTGCTGTCGCTATTTTTGCGTCCTATACCGCATTAAATATGGCCGGACGCGTAGCCGGAAGCGCCCGATCAAACGCCAGAATATGGCTAATGGGCGGCGGCTTCGCGCTGGGCGTCGGTATTTGGGAGATGCATTTTGTCGGGATGCTGGCGATGGATCACGCGATGAACATGCGCTTCGATCCGTTCCTCACCGGCCTCTCCATGCTGATC+ STY3568 100 STY1349 75 STY3568 74.17 STY1349

ATGGAGCTTCGCCAGTTACGCTATTTCGTGCGTATTATTGAAACCGGCAGTATGGGCAGCGCCGCACAGGATCTTGATATTGGCGTTTCAGCATTGAGTCAACAGATGTCCCGTCTGGAAAACGAGCTCGCCATCCGTCTGCTGCAGCGCACCTCGCGCGGCGTAACGCCAACCAACGCCGGGCTGGCCTTTTATTCACAGGCGCAACTCGCCCTGCGTCATGCCGACGACGCGATTCTCGCCGCCAGAGAAGCG- STY0730 100 STY0277 59.406 STY0730 99.5 STY0277
ATGAAGCAATTAACCATTCTGGGCTCGACCGGCTCTATTGGTTGCAGCACACTGGACGTGGTGCACCATAATCCTGATAGCTTTCGCGTTATCGCGCTGGTGGCGGGTAAAAATGTCGCCCGCATGGCGGAGCAGTGCCTGGAGTTCTCGCCGCGTTATGCCGTGATGGACGATACGTCGAGCGCAGAACAGCTCAAAATAATGCTTCAGCAGCATGGCAGCCGCACCGAGGTTCTGAGCGGTCAGCAGGCTGCC+ STY0243 100 STY2758 79.208 STY0243 99.3 STY2758
ATGAAGATTGTAGGGGCTGAAGTTTTTGTTACGTGTCCAGGGCGTAACTTCGTCACCTTAAAAATAACCACGGAAGACGGGATCACCGGTCTGGGGGATGCCACCCTGAACGGACGCGAGCTCTCGGTGGCCTCGTACCTTACCGATCATCTGTGTCCACAACTCATCGGGCGGGATGCTCACCGCATCGAAGATATCTGGCAGTTCTTCTACAAAGGTGCGTACTGGCGCCGTGGTCCTGTCACCATGTCCGCC- STY1556 100 STY2521 64.078 STY1556 97.7 STY3945
ATGGCAGAAGTAACAATCTTAGGGCTTGGCAACCTGCTTTGGGCAGATGAAGGGTTCGGCGTCAGAGCTGCGGAAAAGCTGTTTGAACAGTATGCCGATAACGAGAAAGTTGACGTTGTTGATGGCGGTACGCAGGGGCTGGCGCTGCTGCCCTGGCTGCAACAGACAGAAAAACTGTTAATCATGGATGCTATCGATTTTGGTATGGCGCCAGGTTCGCTGGCGATGTTTCGTGATGAACAGGTTCCCGCCTATC+ STY1527 100 STY1916 65.686 STY1527 99.2 STY1916
ATGCAAAACCGGCTCACTATCAAAGACATTGCCCGCCTGAGCGGCGTAGGGAAATCAACCGTTTCCCGCGTGCTTAACAATGAAAGCGGCGTAAGCAAACGTACCCGCGAGCGTGTCGAAGCGGTGATGAATCAACACGGTTTCTCTCCGTCCCGCTCCGCCCGTGCGATGCGGGGACAAAGCGATAAAGTGGTCGCTATTATCGTCACTCGCCTTGATTCGTTGTCTGAAAACCTCGCGGTTCAGACCATGCTG- STY4795 100 STY3891 62 STY4795 98.3 STY3891
ATGCATTATATCCAGCAGCCCCAAACCATTGAGGCCAACAGTTTCACCATTATTAGCGACATTATTCGCGAAACGCGTCCTGATTACCGTTTCGCCAGTCCGCTCCATGAGGCCATTATCAAGCGGGTTATTCATACCACCGCCGATTTCGACTGGCTGGACATTTTGTGGTTCTCTGCCGATGCGCTGGAGCAGCTTTGTGATGCGCTACGCCAACCGTGCATTATTTATACCGATACCACGATGGCGCTGTCCG- STY2238 100 STY1389 49.02 STY2238 51.82 STY1389
ATGACGGACAAATTGACCTCCCTTCGTCAGTTCACCACCGTAGTGGCTGATACCGGAGATATCGCGGCAATGAAGCTGTACCAGCCGCAGGATGCTACAACTAACCCTTCTCTCATTCTTAACGCAGCGCAAATCCCGGAATATCGTAAGCTGATTGACGATGCTGTCGCCTGGGCGAAACAGCAGAGCAGCGACCGCGCGCAGCAGGTTGTTGACGCGACCGATAAGCTGGCGGTGAATATTGGCCTGGAAATC+ STY0007 100 STY2710 87 STY0007 99.2 STY2710
ATGGCTGATATTCTGCTGCTCGATAACATCGACTCGTTTACCTGGAACCTGGCAGATCAGCTACGGACCAACGGTCATAACGTGGTGATTTACCGTAACCATATTCCGGCGCAGACGCTTATCGATCGCCTGGCGACAATGAAAAATCCGGTGCTAATGCTCTCCCCCGGTCCGGGCATTCCCAGCGAGGCAGGCTGTATGCCGGAGCTGCTGACCCGACTACGCGGCAAGTTACCGATCATCGGCATTTGTCTG- STY1327 100 STY0887 76 STY1327 99 STY0887



ATGAAACTTGAACAGCAGCTTAGACAGTTGTCTTTCAGTGGACTGGCTGCAGCGCTATTGCTGATGGTTGTCCCGCAACAGGCGTTTGCGATGCATATCATGGAGGGCTTTTTACCGCCAGTGTGGGCGCTGGCCTGGTGGTTACTGTTTTTACCCTGCTTGTGGTATGGGCTGGTACGCTTACGGCGTATTGTGCAGGAGGATAATCATCAGAAGGTACTGCTGGCGCTGTGCGGCGCGTTTATTTTTGTCCTGT- STY2226 100 STY1508 59.434 STY2226 98.5 STY1508
ATGACAACACTTCTCAACCCCTACTTTGGTGAATTCGGCGGCATGTATGTGCCGCAGATCCTGATGCCTGCGCTGAACCAGCTTGAAGAGGCCTTCGTCAGCGCGCAAAAAGATCCTGAATTTCAGGCGCAATTCGCCGATCTGCTAAAAAACTACGCGGGACGCCCCACCGCGCTGACGAAATGCCAGAACATTACCGCCGGTACGCGTACCACGTTGTATTTAAAGCGCGAAGATTTACTGCACGGCGGCGCA- STY1325 100 STY1325 99.2

STY0164 52.941 STY4235 47.573 STY0164 15.42 STY4235
ATGCCTTTTACACTTGGTCAACGCTGGATCAGCGATACAGAAAGCGAGCTGGGACTTGGAACCGTTGTTGCGATGGATGCGCGAACCGTCACCTTACTTTTCCCGTCCACGGGGGAAAACCGCCTGTATGCGCGCAGTGATTCTCCCGTGACCCGCGTCATGTTCAACCCTGGCGATACGATTACAAGCCATGAAGGCTGGCAGCTACATATCGATGAAGTAAAAGAAGAAAATGGCCTGCTTGTTTATGTCGGC- STY0111 100 STY2183 70 STY0111 98.9 STY1410
GTGTCGCAGGACAACAATTATAGCCAGGGGCCAGTTCCCCAGGCGGCGCGGAAGGGCGTGATTCCACTGACGTTTGTCATGTTGGGTTTAACGTTTTTTTCCGCCAGTATGTGGACCGGAGGGACACTCGGCACCGGTCTTACCTATCATGATTTCTTCCTCGCAGTTTTCTTCGGTAATCTCCTCCTCGGTATCTACACTGCATTTCTTGGCTACATCGGCGCAAAAACCGGACTCTCCACCCACCTCCTTGCA+ STY3513 100 STY0310 59.615 STY3513 98.1 STY0310

STY4610 76 STY4610 23.28
ATGACAATTATGTCATCTTGTTGGAGATTTACGGATTCGCTAACAAGCCTATGGCATACTGCGTTGATGAAGATTTTATTGATTGAAGATAACCAGAAAACCATTGAGTGGGTACGTCAGGGACTCACGGAGGCAGGCTATGTGGTTGATTATGCCTGTGATGGACGAGACGGATTACACCTAGCCCTTCAGGAACATTATTCATTGATTATTCTTGATATTATGCTGCCGGGGCTTGATGGATGGCAGGTTTTAC- STY1128 100 STY2904 66 STY1128 98.3 STY4491
ATGTCACTATTAGCCAGGCTGGAACAAAGTGTACACGAAAACGGTGGGCTGATTGTCTCATGCCAACCGGTACCAGGCAGCCCTATGGATAAACCTGAAATTGTGGCTGCAATGGCACAGGCAGCGGCTTCGGCGGGTGCGGTCGCTGTGCGCATTGAAGGCATTGAGAATCTGCGGACTGTTCGTCCCCATCTTTCTGTTCCTATTATTGGGATAATTAAACGTGACCTTACAGGGTCGCCAGTCCGTATCACTC- STY1166 100 STY3518 79 STY1166 99.6 STY3518
ATGTTTGGCTATCGCAGTAACGTGCCAAAAGTGCGCTTAACCACCGATCGTCTGGTGGTACGTTTAGTGCATGAGCGTGATGCCTGGCGTCTGGCCGATTATTACGCGGAAAATCGTCATTTTTTAAAACCCTGGGAACCGGTCCGTGATGAAAGTCATTGTTATCCTTCAGGATGGCAGGCGCGTCTGGGAATGATCGGTGAATTTCACAAACAGGGCTCCGCCTTCTATTTCGCGCTACTTGATCCGGAAGAAA+ STY1205 100 STY3615 67 STY1205 99.5 STY3615
ATGATTATTTATTTACACGGTTTTGATTCAAATAGTCCGGGTAACCATGAAAAAGTGTTGCAATTACAATTTATCGACCCGGATGTTCGGCTGGTAAGCTACAGTACGCGGCATCCTAAGCACGATATGCAGCATCTGCTGAAAGAAGTGGACAAAATGTTGCAGTTGAATGTGGACGAGCGCCCTTTAATCTGTGGCGTAGGGCTGGGCGGTTACTGGGCGGAGCGGATTGGCTTTTTGTGCGATATCCGTCAGG+ STY1250 100 STY0261 62.857 STY1250 99.1 STY0261
ATGATCATGAAACTCGATACCCGATTAACTTCGTCAGCACTTACTCTTGCGCTTGCCGCTGTGGTCATCCCGTTTACGGCGGACTGGCAATTGCCTTTGCTTAACGGCGTGGTGGTCCGATGGATTGAAAACGGACAAGCGTTATGGTTACTGTTTGGGGCGCTATTTACCGCCTGGTATATACGGCCACTTTCCCGTCCCGAAGGGGCAAAGCAGTTTTGGCTATGGGCTGTTGTCTGGTGGGTGGTGCTGTTGG- STY1848 100 HCM1.103 67.961 STY1848 98.1 HCM1.103
ATGACGAAGTTGCCTAAGTTCTCCGTGGCCTTACTGCACCCGCGCTATTGGTTAACCTGGTTGGGTATAGGCGCGCTTTGGTTGGTCGTGCAACTCCCCTACCCGGTCATCTATAAATTGGGTTGCGCATTGGGCCACCTGGCGCGACGCGTAATGAAACGCCGCGCGAAAATCGCCTATCGCAACCTTGAATTATGCTTTCCGGAAATGAGCGCGCAGGAACGCCACACCATGGTGGTCAAAAACTTTGAATCC- STY1192 100 STY2639 70 STY1192 98.5 STY2639
ATGTTTTTAGTCGACTCACACTGCCATCTTGATGGTCTGGATTATCAATCTTTGCATAAGGACGTGGACGATGTGCTGGCGAAAGCCGCCGCGCGCGATGTGAAGTTCTGTTTAGCGGTGGCGACGACGTTGCCGGGGTATCGCCATATGCGCGAGCTGGTGGGCAAGCGCGATAATGTGGTCTTTTCCTGCGGCGTGCATCCGTTAAATCAGGATGAAGTATATGACGTAGAAGAACTGCGCCTCCTTGCTGCAG+ STY1241 100 STY4915 63.462 STY1241 99.2 STY3583
ATGGAAACCAAAGATCTGATCGTGATAGGCGGGGGCATTAACGGTGCAGGCATCGCGGCTGATGCCGCCGGACGCGGTTTGTCCGTACTCATGCTGGAAGCGCAGGATTTGGCCTGCGCAACCTCTTCCGCCAGTTCGAAACTTATCCACGGCGGCTTACGCTACCTTGAACACTACGAGTTCCGTCTGGTCAGCGAAGCGCTGGCCGAACGTGAAGTGCTGTTGAAAATGGCGCCGCACATCGCCTTCCCGATG- STY4277 100 STY3781 66.346 STY4277 98.1 STY2513
ATGAAACCAACGTTTATGCGCTGGGTGGCGATCGCCGCTCTGCTGGCCGGGGGGACGTTTAGCGCGGTGGCCAATCCTCCCGTCGCGCCGCCAGTCTCCTATGGTGTTGAAGAAGATGTCTTTCATCCTGTACGGGCGACGCAAGGGATGGTGGCGTCCGTGGATGCAATGGCGACGCAGGTTGGCGTGGATATCTTAAAGCAGGGCGGTAATGCCGTGGATGCCGCCGTCGCCGTGGGCTATGCGCTGGCTGTC+ STY4260 100 STY2475 61.165 STY4260 97.1 STY2475
ATGAATACAGCGAAACATGTTCTGTGCTGCGCGGCGATCGCCAGCGTACTGATTTCCACCAGCGGTATTGCCGCCAGTCAGTTAAGCGCTCAGGGCGCGAACGCACAGCAGGGCGGGATGTCGCTTTCTGCGCTAACCGGTCTGCTCAGCAGAGGTGCCCAGTCGCTCAGCGCTGATAATATGAATAATGCCGCCGGTATTTTGCAGTACTGCGCCAAACAGAAACTGGCGTCCGCTACCAACGTGGAAAACGTTA- STY4895 100 STY0593 53.398 STY4895 99.4 STY0593
ATGCACCAGGTTATCTCTGCGACCACCAATCCTGCCAAAATTCAGGCAATTCTACAGGCATTTGAAGAGATTTTCGGCGAAGGATCGTGCCATATTACACCCGTCGCCGTCGAGAGCGGCGTACCGGAGCAGCCCTTCGGAAGCGAGGAAACGCGTGCTGGCGCACGAAATCGCGTGGGTAATGCGCGACGCCTGCATCCACAAGCTGATTTCTGGATTGGTCGCAAAGAGGGCGCCATTGGCGTATTTACCGCCG- STY4931 99 STY4931 44.15
ATGCGAATCCAGTGTAAGCGCGTCTATTTCCCGGCGGAAAAAGACGATGGTTATCGGGTATTGGTTGACAGGCTATGGCCGCGAGGCATTAAAAAAGCAGCGCTGGTCTATGATGAATGGAATAAGGCCATTACGCCCTCCCCCGAATTGCGCAAAGCCTTTCATAGCGAACTGATTGATTTTAACCACTTCGCGCAGCAATACCGGGCAGAACTTGCGCAACAGCATCAAGAAGGCAAACGTCTGGCGGATATTG+ STY1841 100 STY1000 63 STY1841 99.4 STY1000
TTGCGTCTGGTGGTTGACGTTTTTATCAACAAGAAATTGATCTTAACCAACGCCATCATGCCTGCGCTTCGTGTTAAAAAGAAAGCCTCTGTCATAGTGGCGGCGCATAGAATGTCTTTTCGGACAGGACGAGTCATGCAAGAAGAGCAATCAATTCAACGAGCAGTAACACGGTTATGTATTCAATGCGGGCTGCTTTTATTGCAGCACGGGGCGGAAAGCGCACTGGTTGATGAGCTTTCCACCCGCCTCGGT- STY4899 100 STY4899 95.74
ATGGATCAGGCTGGCATAATTCGCGACCTGTTAATCTGGCTGGAAGGTCATCTGGATCAGCCGCTGTCACTTGACAATGTGGCGGCAAAAGCAGGCTATTCCAAGTGGCACCTACAGAGAATGTTTAAGGACGTGACGGGCCACGCTATTGGCGCTTATATCCGCGCCCGTCGTTTATCGAAATCAGCAGTGGCGCTGCGTTTAACCGCGCGTCCAATTCTGGATATTGCTCTTCAGTACCGCTTCGATTCTCAGC- STY4933 100 STY1541 70 STY4933 98.7 STY1541
ATGGCAAACAGTAATATGCAGGCAACCGACGCGGTTGCTCAGGATACCGTCTCCGCATCCGGTGAATTTGATGCGTTGCTGAATCAGGCCTTCCGACCCAAGACTACCCAGGCGGCAAAAGCTGTGGAAGCCGCGGTGTAGACGCTGGCGCAACAGGCGCTGGCGAACACGATCACCGTCAGCGATGACGCCTATAAAAGCATCAGCGCTATTATTGCGCAGATCGACTTTAAACTGACCGAACAGATCAAACTG+ STY0298 100 STY4500 48.039 STY0298 98.9 STY4500

STY2057 63.462 STY1987 55.446 STY2057 6.13 STY1987
ATGAGACTGAGCCCGCCCGTCGCTCCTGTCGCTATACAGACCGCTACGCGCCTTCGCCGTCAACTCGCCGCCGGAAGCCAGGTTGACGCTTCTCACTTCTGGCGAGAAGCAAACTCGCTCGCGCTGCCGCTGGTGACAGCCATTAACGGCGCAGACGATGAACGGGAAGTCACCTTCCTGTGGCGTGCCGCCTCTCCTCTGCGGGGGGTTTATGTTCGCCTGAACCGTGTCACCGATAAAGATAACGTGGCGAAA+ STY2892 100 STY4103 60 STY2892 98.1 STY4103

STY2324 59 STY3755 55 STY2324 8.33 STY3755
STY0798 41.748 STY0798 8.8
STY0332 85 STY0333 78.218 STY0332 66.9 STY0333

ATGGGTATGAGAGTTAAGAAGTTCATCTGGTTAATAACCGTGGTTTCTACAGGGATTAATAGTCCATTATCAGCAGCAGAATCTACAGACGACAACGGCGAAACGATAGTGGTTGAATCCACTGCCGAGCAAGTATTAAAGCAACAGCCGGGCGTTTCGATTATTACTCGTGACGATATTCAGAAGAATCCTCCCGTTAACGATCTTGCCGATATTATTCGTAAGATGCCTGGGGTTAATCTTACCAGCAATAGC- STY2894 100 STY0628 81 STY2894 98.3 STY0628
STY3990 37.255 STY3871 32 STY3990 8.82 STY3871

ATGAAAAATGCTTTCAAAGACGCGTTAAAAGCGGGGCGCCCGCAAATCGGTTTGTGGCTGGGGCTTGCCAACAGTTACAGCGCTGAACTGTTAGCGGGCGCCGGCTTCGACTGGCTACTGATTGACGGTGAACACGCGCCAAACAACGTGCAGACGGTGTTGACCCAGTTGCAGGCGATTGCGCCTTATCCCAGCCAGCCGGTGGTGCGTCCGTCATGGAACGATCCGGTACAGATTAAGCAACTGCTCGACGTCG+ STY1140 100 STY2519 72.277 STY1140 98.9 STY2519
ATGCAAAACCCCTATACCGTGGCCGACTATTTGCTGGACAGACTGGCAGGATGCGGCATTGGCCATCTTTTTGGCGTACCGGGCGATTATAACTTGCAGTTTCTTGACCATGTGATTGACCACCCGACCTTGCGTTGGGTGGGATGCGCCAATGAGCTGAACGCCGCTTATACCGCGGACGGTTATGCGCGCATGTCGGGCGCTGGAGCGCTACTCACCACCTTTGGCGTGGGAGAACTTAGCGCTATTAACGGT- STY2646 100 STY0996 63.107 STY2646 98.2 STY0996
ATGGAAATACGCGTTTTTCGCCAGGAAGATTTCGAAGAGGTGATTACCCTCTGGGAGCGTTGCGACCTGCTGCGTCCATGGAACGATCCTGAAATGGATATTGAACGCAAGGTGAATCACGATGTCAGCTTGTTCCTCGTTGCGGAAGTTAGCGGCGAAGTCGTCGGTACGGTAATGGGCGGTTATGACGGGCATCGCGGCTCGGCGTATTACCTGGGCGTTCACCCGGAGTTCCGCGGGCGCGGCATTGCGAATG- STY2686 100 STY0414 57 STY2686 78.62 STY4908
TTGTTGTATGCAGGTTTTTTTTATGGTTTCCTTAAGATTACCTCACCGCTCAAAGGAATAACTGGTTTGACACCGTCATCACAACACTATTTGGTTATCACTGCGCTGGGCGCCGACAGGCCCGGTATTGTGAATACCATTACTCGCCATGTCAGCAGTTGCGGCTGTAATATCGAAGACAGCCGACTGGCGATGCTGGGCGATGAATTCACGTTTATTATGCTGTTGTCCGGCACGTGGAACGCGATTACCTTGA+ STY2728 100 STY2884 87 STY2728 99.8 STY2795
ATGTCCATCTATACCCGTCCCGTCATGCTTTTGCTGTGCGGGCTACTTTTGTTGACCCTGGCCATTGCGGTACTGAATACGCTTGTGCCGCTGTGGCTTGCTCAGGCAAACCTTCCGACCTGGCAGGTGGGGATGGTCAGCTCGTCTTATTTTACCGGCAATCTGGTCGGGACGTTATTTACCGGGTATTTAATTAAACGCATTGGGTTTAACCGTAGCTATTATCTTGCCTCGCTGATCTTCGCCGCGGGTTGT+ STY0966 100 STY3932 60.577 STY0966 99 STY2109
ATGCCGGTTAAGCTGGCGCAGGCGCTGGCGAATCCGTTATTTCCGGCGCTGGATAGCGCATTACGTTCGGGCCGCCACATCGGGCTGGACGAACTGGATAATCATGCCTTTCTGATGGATTTTCAGGAATACCTGGAAGAGTTTTACGCGCGTTATAACGTGGAGTTGATTCGTGCGCCGGAGGGGTTCTTTTACCTGCGTCCGCGTTCTACCACGCTTATCCCGCGCTCGGTGTTATCCGAACTGGATATGATGG+ STY0995 100 STY0286 61.386 STY0995 95.5 STY1744
ATGAATAAGCGATTCAATATTGATTGGGACAATGAATTAACCCAGGAACAGCTCATTAATTTAATTTTAACCGATGAAGATCTGCCAAAGCTTCGCTCACTGACCATTGGTAACTGGGGTGATTGTTGGGAAGACGAAACCTGCCAGCCTATTATTGATATGATTGTGGAGAACGCCCCCCGTTTTTCTCACCTGGAATCACTGTTTATCGGTGATATGGAGAGCGAAGACTGCGAGATCTCCTGGATTAAACAAG+ STY3863 100 STY3863 86.05
ATGCTGCAAAACATTCGAATTGTGCTGGTGGAAACCTCCCACACCGGCAATATGGGCTCTGTGGCTCGCGCTATGAAAACCATGGGCTTAACTAACCTGTGGCTGGTAAACCCGCTGGTGAAACCGGACTCCCAGGCCATCGCCCTGGCGGCAGGCGCCAGCGATGTGATCGGTAATGCGCAGATCGTCGATACGCTGGACGAAGCGTTGGCTGGCTGTAGCCTGGTGGTCGGCACCAGCGCCCGCTCCCGCACTC- STY2791 100 STY4949 64.356 STY2791 98.6 STY4949

ATGACTGTTATTTTATTTGGAATAATCAGGGGGTTAATGATGCACGTTACGCTGGTTGAAATTAACGTTCATGATGACAAGGTTGAACAATTTATCGATGTTTTTCGGCAGAATCATCTGGGCTCAATTAAAGAGCCGGGTAACTTGCGTTTTGATGTTCTGCAGGATCCGCAGGTGCCTACGCGATTTTATATTTATGAAGCCTACGTTGATGAACAGGCCGTCGCTTTTCACAAGACAACGCCACACTATAAAA- STY3791 100 STY1957 60.784 STY3791 99.4 STY1957
ATGCAATCCACATTACTCCAGACTAAACCCGCGTTTAGCTGGAAAGCCCTGGGCTGGGCACTGCTCTACTTTTGGTTCTTTTCCACCCTCCTGCAGGCCATTATTTATCTCACCGGATACAGTGGGACAAACGGTCTGCGGGATTCGCTACTGTACAGCTCACTATGGCTGATCCCGGTCTTTTTGTTTCCAGGCCGCATCCGGGTTATTGCTGCCGTTATTGGCGTCGTACTCTGGGCCGCCTCGCTGGCGGCG+ STY3755 100 STY2117 59 STY3755 99.1 STY2117
GTGGACGCTGCCAATGTAGTTTTTGCCCGGCTTGTGCCATGTAAGCCTGATAAGCGTAGCGTCATCAGGCGAAATATTTCAGGAGCTATTGCTATGCCTTCCCGTGCTGTTTTGCCGCGTATCCTCGGCGCACTGTTTTACTACTCCCCTGAGAGGCCGGAGGTGAAAGCGTTGTTCGATTGTTTGCCAACGTTGCCTGAGCTTTACCCCTGGCGCGATCGCGGACATATTGAATCACTGTGCGCGTCATGGTCGC+ STY4509 100 STY1569 75 STY4509 97.3 STY1569

STY3070 74.51 STY3070 21.54
ATGAAGCTGAATAAAACTTATATAAATATCAGAGATAAATGGTGGGGACTACCGCTCATTCTCCCTTCGATTTTACTACCTGTTTTAAGTAGCGCAAATACTTATGCGCTTACCAGCACTGGAAATGTGGTTCTTTTTTACCTGCCGTTAGCTTTTATGCTTAGTCTGATGCTCTTTTTCGGCTGGGCAGCACTGCCGGGCATTGTGCTTGCTATCTTCTGGCGCAGATACCCGCAGACAGGGCTGTATGAAACC- STY2744 100 STY2651 71 STY2744 98.5 STY2651
ATGAGTTCTGTCAAAAAGATCGGGCTATTTGCCTGTACTGGCGTCGTTGCCGGTAATATGATGGGGAGCGGGATTGCATTATTACCCGCCAACCTTGCCAGTATTGGTGGCATTGCCATCTGGGGCTGGGTAATTTCTATTATTGGGGCAATGTCGCTGGCTTATGTTTATGCGAGGCTGGCAACCAAAAACCCGCAACAGGGTGGCCCTATCGCTTATGCTGGGGAAATATCTCCGGCGTTTGGTTTCCAGACC+ STY2805 100 STY4493 68.627 STY2805 99.3 STY4493

TTGCAGGTTGATAAAACGAGCTTTACTCCGCTTTATAAGCAACTATTTTTTATCATCTGTCAGCAGATCCAGAACGGGTCTTTGCCTTTGGGTAGCCAACTACCGACGCAAAAAGAGATTGCCAGATCCTACAACGTCTCGCTGATTGTGGTTAAACAGGCCTGGAGCGAATTAATCAATGCGGGCATTATTTCGTCGCAGCGCGGGAGTGGTTCGGTGGTGTGCTCGGTGCCGGAAGGCGTGAGCTACGGGCACA- STY3802 100 STY0975 55.446 STY3802 98 STY0975
STY3925 70.476 STY2439 69 STY3925 53.07 STY2439

ATGCGTTTTGTTGACGAGTACCGTGCGCCGGAACAGGTAATGCAGCTCATTGAACACCTGCGTGAACGCGCCGCCCTTCTTCCTTACACTGCTGAACGACCGCTGCGCATTATGGAAGTCTGCGGGGGTCATACCCACGCGATTTTTAAATTTGGTCTCGATCAGTTACTGCCCGAAAACGTGGAGTTTATTCACGGCCCCGGTTGTCCGGTCTGCGTGCTGCCAATGGGACGCATCGACAGTTGCGTGGAAATC+ STY2979 100 STY0954 63.393 STY2979 98.9 STY0954
STY0580 62.745 STY3762 61.386 STY0580 8.04 STY3607

ATGGTTCATGCTCAGAGCGCTTCACCTCGCCATCCCATTTTTACGGCGCTTTTCGGTATGATGGTATTGACGCTGGGGATGGGAGTTGGCCGCTTTCTGTATACGCCCATGCTGCCGGTAATGCTGGCGGAAAAGCAGCTAACGTTTAACCAACTCTCCTGGATTGCCAGCGCCAATTATGCAGGGTACCTGGCGGGAAGCTTACTGTTTTCCTTTGGCCTTTTTCATCTCCCCTCTCGTCTACGCCCCATGCTG- STY4872 100 STY1902 58.416 STY4872 98.5 STY1902
ATGGAAAGACAACCGACAACGGATCGCATGATTCAGGAATACGTGCCGGGGAAACAGGTGACCCTCGCGCACCTGATTGCTAATCCGGGGAAAGATTTATTTAAGAAGCTGGGCCTGCAGGATGCGGTTTCCGCCATTGGCATCCTCACCATCACGCCCAGCGAAGCGTCGATTATCGCCTGCGATATTGCTACAAAATCCGGCGCGGTGGAGATTGGTTTTCTTGACCGCTTTACCGGTGCTGTGGTGCTGACCG+ STY2260 95 STY2706 74 STY2260 92.9 STY2706
ATGCGGCAAATTCCACAAAATCATATCCATACACGTTCCACGCCCTTCTGGAACAAAGAGACGGCGCCTGCCGGAATTTTCGAACGCCACCTTGATAAGGGAACGCGACCCGGCGTTTATCCTCGCCTCTCGGTGATGCAGGGGGCGGTCAAATATCTCGGATACGCTGATGAACATTGCTCTGAGCCGGAAGAGATCATGGTGATCAATGCCGGCGAGTTTGGCGTGTTTCCTCCGGAAAAGTGGCACAATATTG- STY1850 100 STY1937 62 STY1850 98.9 STY1937
GTGCAACAATTTGAATGGATACACGGCGCCTGGCTTGGGCTGGCAATAATGCTGGAAATCGCGGCTAACGTTCTGTTGAAATTTTCGGACGGCTTTCGCCGTAAATGCTATGGCATCTTATCGCTTGCCGCTGTTCTGGCCGCCTTCAGCGCGCTTTCCCAGGCGGTAAAAGGGATAGACCTGTCGGTGGCGTATGCGCTATGGGGCGGTTTTGGTATTGCCGCCACGCTGGCGGCGGGCTGGGTGCTCTTCGGCC- STY1584 100 STY1585 58 STY1584 99.4 STY1585



ATGTCAGAAAGCCCAAAAAAAGTGATCGTCGGCATGTCCGGCGGTGTCGATTCCTCCGTTTCCGCCTGGCTGTTGCAACAACAGGGTTATCAGGTAGAAGGCCTGTTCATGAAGAACTGGGAAGAGGACGATGGTGAGGAATACTGCACCGCGGCAGCCGATCTGGCTGACGCGCAGGCCGTGTGCGACAAGCTTGGCATTGAACTGCATACCGTTAATTTTGCCGCAGAATATTGGGATAACGTCTTTGAACTG- STY1274 100 STY4845 63.107 STY1274 95.33 STY4845
ATGACAACGGATACCACGAGTTGCGCGAAGAAAAGCCGTGGCCGACCAAAAGTGTTCGACAGGGAAGCCGCGCTTGATAAGGCCATGACTCTCTTCTGGCAGCACGGCTATGAAGCAACTTCGCTTGCCGATCTCGTAGAGGCTACCGGGGCGAAAGCGCCTACTCTCTATGCGGAATTCACTAACAAAGAAGGATTATTTCGCGCTGTCCTGGATCGCTACATCACTCGCTTTGCCTCAAAACACGAAGCCCAGC- STY1253 100 STY1339 55.769 STY1253 99.4 STY1339
ATGAACTCTATGCAAAAGAAAAAACTTATTTCTATCGCTATCGCTTTAACGCTGCAAAGTTATTACATTCCGGCCATCGCCGCAGAGAATAACGATGATGAAAAAGAATGTCCCAGTAATATCGCCTCCCTGCCTAAAGAAAAACGCGCAAAACTCTCACCGACCTGCCTTGCTACATTACCTGAAAATGATAATCACTGGGGCTGGGTTGCTGGCGGCGTTGCCGCATTGGTCGCGGGTGTGGTTATTGGCGTT+ STY4318 99 STY3709 63.462 STY4318 34.29 STY4270
ATGCAAAAGAAAACCTGGGCCGTTTTATTGATACCATTGTGCCTCACCGCTTGCCACCAGACGACCAACCGATCAACAGCCAAAGATGAAATTCTCACAGGGAGCTATATTGACCCGACAAAAACACGCTTTCCGTTAGCGGATTATTCACAGTCGGTTGATAAATGGATACCTCCGGACTCGGCTGATTACACTATTCCGGTTATTGATAGTGCTACCCAACAACGCTACTTTAGCGCACTAAAATCTCATTAT- STY2149 100 STY1236 63.107 STY2149 98.29 STY1236

STY0107 59.813 STY0107 17.57
STY2443 65.094 STY2563 59.434 STY2563 8.35 STY2443
STY0711 65.138 STY2401 62.5 STY4087 10.42 STY0077
STY0171 60.396 STY3244 59.633 STY3244 14.75 STY0171

ATGACGATAATAAAAAGCTACGCCGCCAAAGAGGCGGGCGGCGAGCTCGAACTCTATGAATATGACGCGGGAGAACTCCAACCGGAAGATGTCGAGGTACGGGTCGACTACTGCGGGATCTGCCATTCCGATCTGTCGATGATCGACAATGAATGGGGGTTCTCTCAATACCCTCTGGTTGCCGGACACGAGGTCATCGGTCGGGTGGCCGCACTCGGTAGCGCGGCACAGGATAAGGGACTAAAAGTCGGCCAG- STY4820 100 STY3196 62.617 STY4820 36.57 STY1493
ATGAACGTAACCGAAATCACCCAACTGGCGCGCGACATTCGCGTCGCCACGCTCAAATCCTTAAACCATCTTGGCTTTGGTCACTATGGCGGCAGCATGTCGGTAGTGGAGACTCTGGCGGTTCTGTACGGCGCGGTGATGAAAATCGACCCTGCCGACCCGGACTGGCCGGAGCGCGATTACTTCGTACTGTCGAAAGGCCATGCGGGCCCCGCGTTGTACAGTACCCTGGCGATTAAAGGCTATTTCCCGCGCG- STY2571 100 STY2383 65.049 STY2571 98.9 STY2383
ATGGGAACAATGCATACATCCGAGTTGCTAAAACACATTTATGACATCAATTTGTCATATTTACTCCTTGCACAGCGTTTGATCGTCCAGGATAAAGCATCTGCGATGTTCCGCCTCGGTATCAACGAAGAGATGGCAAACACACTGGGCGCGTTGACCCTGCCGCAGATGGTCAAACTGGCGGAGACGAACCAGTTAGTTTGTCATTTCCGGTTTGACGATCATCAGACGATCACCCGTTTGACTCAGGATTCGC- STY2134 100 STY2909 61.165 STY2134 99.7 STY2909
ATGCAAAACTCGCTTCTTAATACTCACGTTACGACGATTGATGGAGAGGTCACTACACTTGAAAAATACGCCGGAAAAGTGCTGCTCATTGTAAACGTCGCCTCCAGATGTGGCCTGACGCCGCAATATGAACAGTTGGAAAATATCCAGAAGGCGTGGGCAGATCAGGGGTTTGTCGTGTTGGGTTTTCCCTGCAACCAGTTTATGGGGCAGGAGCCAGGCAGCGAAGAGGAGATTAAAACCTATTGTGCCAGCA- STY1769 100 STY4428 50 STY1769 99.8 STY4428
ATGAAAATCACGATATCCGGGACGGGTTATGTTGGCTTGTCTAATGGTTTGCTTATTGCACAACACCATGATGTGGTGGCGTTAGACATTGTTCCTGCCCGTGTTGAACTGTTAAATGATCGGATATCTCCGATTGTTGATAAAGAAATTCAGCAATTTTTAAAGGAAGATAACATCAGATTCAGGGCAACGCTGGATAAGTTTGATGCATACCAGAATGCAGATTACGTCATCATTGCTACGCCTACAGATTAC- STY2289 100 STY3814 90 STY2289 97.4 STY3814
ATGTCGCTATCCAGACTGCTAATCAAAGACTTCCGCAACATAGAAAATGCGGATCTCGCTTTATCCCCCGGCTTTAATTTCCTGGTTGGCGCCAACGGTAGCGGCAAAACCAGCGTGCTGGAAGCTATTTATACGCTTGGCCACGGTCGGGCGTTTCGCAGTTTGCAGCCTGGCCGCGTGATTCGTCATGAGCAGGAAGCGTTTGTTCTTCACGGGCGCCTGCAGGGCGAAGAGCGTGAGACGTCGATTGGCTTA+ STY3942 100 STY3095 66.667 STY3942 97.7 STY0508
ATGCCGCCCGCTTTCATTACCGGAGTTACCTCTTTGTCTGATGTCGAATTAGATCACGAATACTGGATGCGCCACGCGCTGACGCTGGCGAAACGCGCCTGGGACGAACGCGAGGTTCCGGTTGGCGCGGTATTGGTGCATAACCATCGCGTCATTGGCGAAGGCTGGAATCGACCCATTGGCCGCCACGATCCTACTGCGCATGCTGAAATAATGGCGCTGCGTCAGGGCGGTCTGGTATTGCAGAATTATCGGT- STY2814 100 STY0578 56.881 STY2814 99.8 STY0578
ATGAAAATCGGCATCATTGGCGCAATGGAAGAAGAAGTTACGCTGCTGCGTGACAAAATTGACAACCGTCAGACGATTACGCTGGGCGGCTGCGAAATTTACACTGGCCAGTTGAACGGCACCGAAGTGGCGTTGCTGAAATCCGGTATCGGTAAAGTCGCGGCGGCGCTGGGCGCAACGTTGCTTCTGGAGCACTGCAAGCCGGACGTGATCATCAATACCGGTTCCGCAGGCGGTCTGGCGTCCACGCTGAAGG- STY0229 100 STY1733 92.308 STY0229 99.1 STY1733
ATGCGTTTATCTCTCCCCCGTCTGAGAATGCCGCGCGTACCAGGCTTTGGCCTCCTGGCCTGGCTGTTTGCGGCGCTTAAAGGCTGGGTGATGGCTTCGCGCGATAAAGACGCCGACAGTCTGATCATGTATGACCGCACGCTGCTATGGCTGACCTTCGGGCTGGCGGCGATTGGTTTTGTCATGGTGACGTCGGCCTCCATGCCAGTCGGGCAGCGCCTGGCGAACGATCCGTTTTTGTTTGCCAAACGTGAT+ STY0147 100 STY0690 61.682 STY0147 99.4 STY0690
GTGTTAAAAAAATATCTTCCGCTTTTACTCCTGTGCGCGGCGCCTGCTTTCGCCAAACCCGTTCTCACCGTCTATACCTACGACTCGTTCGCCGCCGACTGGGGGCCAGGCCCGGCGGTGAAAAAAGCGTTTGAAGCCGATTGCAACTGCGAGCTGAAACTGGTGGCGCTGGAGGATGGCGTTTCGCTGCTCAACCGCCTGCGGATGGAGGGGAAGAACAGCAAAGCCGATGTGGTGTTGGGGCTGGACAATAAT- STY0125 100 STY2834 64.706 STY0125 99.2 STY1221
GTGGATAAAATTTTCGTCGATGAAGCAGTAAGTGAACTGCATACCATTCAGGACATGTTGCGCTGGGCGGTAAGCCGCTTTAGCGCGGCGAATATCTGGTATGGACACGGTACCGATAACCCGTGGGATGAAGCGGTACAACTGGTGTTGCCGTCTCTTTATCTGCCGCTGGATATTCCGGAGGATATGCGGACCGCGCGGCTGACGTCCAGCGAAAAACACCGCATTGTCGAGCGAGTGATTCGTCGCATTAAC- STY2617 100 STY1900 63 STY2617 99.5 STY1900
ATGGGTTTTATCATGACGGCGGAAGGACATCTTCTTTTTTCTATAGCCAGCGCGGTTTTCGCCAAGAATGCCGAGTTAACGCCCGCCCTTGCGCACGGCGACTGGTGGCATATTATTCCTTCGGCTATTTTGACCTGTCTGCTGCCGGATATCGATCACCCCAAATCTTTTCTTGGTCAGCGCCTGAAATGGGTATCGAAACCGATCGCCCGCGCATTCGGTCACCGGGGGTTTACCCATAGTCTGCTGGCGGTCT+ STY1790 99 STY0592 62.5 STY1790 98 STY0592
ATGATGAAGACAGAGGCCACGGTTTCTCAGCCCACCGCGCCAGCCGGATCGCCGCTCATGCAGGTGAGCGGCGCATTAATTGGCATTATTGCGCTCATTCTGGCGGCGGCCTGGGTGATTAAGCGTATGGGATTCGCGCCAAAAGGAAATAGCGTCCGGGGACTGAAGGTGTCAGCCAGCGCCTCGCTTGGCCCGCGCGAACGCGTGGTGATTGTCGAGGTCGAAAATGCGCGCCTGGTACTGGGCGTGACCGCCT+ STY2186 100 STY4339 86.275 STY2186 99.5 STY4339
ATGCAGCCTGACCTGCACTGCCGCACGCTTGCGGCGCATACGTTAAAACACTTTCGCGCGCTCTCCCCGCTTACGCACTGTATGACGAATGACGTCGTACAAACGTTTACCGCCAATACGTTGCTGGCGCTGGGCGCTTCACCCGCCATGGTGATTGATCCTGTCGAGGCCAGACCGTTTGCCGCCATCGCCAACGCCTTGCTGATTAATGTCGGAACATTAACTGCCTCACGCGCTGACGCGATGCGTGCGGCGG- STY2376 100 STY0582 66.038 STY2376 99.4 STY0582
ATGGTAACGGTACGCCGCGAGAAAGATTCAATGGGCGTGATTGAAGTCCCGGCAGATAAACTGTGGGGGGCGCAAACGCAACGTTCGCTGGAGCATTTTCGGATTTCCACGGAGAAAATGCCCGTCTCGCTCATTCACGCTCTGGCGTTGACCAAGCGCGCCGCTGCGAAGGTCAACCAGGACTTAGGGTTGTTGGCGGCGGAAAAAGCCAGCGCGATTATCGAGGCAGCTGATGAAGTGCTGGCGGGAAAACAT- STY1653 100 STY4685 65 STY1653 98.6 STY4685

STY2299 65.686 HCM1.203 61.321 STY2299 18.67 HCM1.203
GTGATGATTGTGATTAAAACAGCAATACCAGATGTCTTGATCTTAGAGCCTAAAGTTTTTGGCGATGAGAGGGGATTCTTTTTTGAAAGTTATAACCAGCAGACCTTTGAAGAGTCGATTGGACGTAAAGTTACATTTGTTCAAGATAATCATTCAAAATCCAAAAAGAATGTACTCAGAGGGCTACATTTTCAGAGAGGAGAAAATGCACAGGGAAAGTTAGTTCGCTGTGCTGTCGGTGAGGTTTTTGATGTTG- STY2304 100 STY1276 55.446 STY2304 97.8 STY1276
ATGTCCCAAATCGAAGCGGTGTTTTTTGACTGTGACGGCACGCTGGTCGACAGTGAAGTAATTTGCTCGCGCGCCTATGTCACTATGTTCCGGCAGTTCGGCATTACGCTTGAGCTCACGGAAGTATTCAGACGCTTTAAAGGCGTAAAGCTCTACGAAATTATCGATACCATCAGTAAAGAGCATGGCGTTGCGCTGGCAAAGGCGGAGCTGGAGCCGGTGTATCGCGCGGAAGTGGCGCGCCTGTTCGATACCG- STY3931 100 STY3931 98.6
ATGGCTACCAATGCAAAACCCGTCTATAAACGCATTCTGCTTAAATTAAGCGGCGAAGCTCTGCAGGGTACGGAAGGCTTCGGTATTGATGCAAGCATACTGGATCGTATGGCTCAGGAAATCAAAGAACTGGTTGAACTGGGTATTCAGGTTGGTGTGGTGATTGGCGGTGGTAACCTGTTCCGTGGCGCGGGTCTGGCAAAAGCGGGGATGAACCGCGTTGTGGGCGACCACATGGGCATGTTGGCCACCGTCA+ STY0241 100 STY3524 69 STY0241 99.4 STY3524
ATGAGTTTTGATATAGCCAAATACCCTACCCTGGCATTGGTCGACTCCACCCAGGAGTTACGACTGTTACCGAAAGAGAGTCTGCCGAAACTCTGCGACGAGCTACGCCGCTACTTACTCGACAGCGTAAGCCGTTCCAGCGGGCATTTCGCTTCCGGGCTGGGCACGGTAGAACTTACCGTGGCGCTGCATTATGTCTACAACACCCCGTTTGACCAGCTAATCTGGGATGTTGGACACCAGGCTTATCCACAT- STY0461 100 STY0461 99.2
ATGCTAATCAAATTATTAACCAAAGTATTCGGTAGCCGTAACGATCGTACGCTGCGTCGTATGCGTAAGGCCGTCAGCCTTATTAATGCGATGGAACCGGAGATGGAAAAACTCTCCGATGACGAACTGAAAGCGAAAACCAACGAATTTCGCGCCCGTATTGGAAAAGGCGAAAGCGTAGAGAGCTTGATTCCGGAAGCGTTCGCGGTGGTGCGTGAAGCCAGTAAACGCGTCTTTGGGATGCGTCACTTCGAC+ STY0156 100 STY1901 63.551 STY0156 99 STY2146
ATGGAATTCGCTTTTTATATCTGTGGCCTGATAGCCATCCTCGCGACCCTGCGAGTGATCACCCATACCAATCCGGTACACGCGCTGTTGTATCTGGTGATATCGCTACTGGCGATTTCCGGGGTGTTCTTTTCGCTGGGCGCTTACTTTGCCGGTGCGCTGGAAATTATCGTCTACGCGGGTGCCATTATGGTGCTGTTTGTGTTCGTGGTGATGATGCTCAACCTCGGCGGCAGCGAAATCGAACAGGAACGCC- STY2550 100 STY0635 63 STY2550 99.3 STY3895

HCM1.195 58.095 HCM2.0083 52.475 HCM1.195 29.6 HCM2.0083
ATGGCCCGACCTAAAACACACAGCGAACGGATGATTATTCTTGAGCGGATTATCGGTCTGGTGAAAGAGCAGGGGCGCATCACGACGAACGACGTCGTTGCGATTTTTGGCGTGCACCGAACCACGGCGGAGAAATATCTGCGTATCGCGCTGGAGCGAGGCGGCTTCATTCGTCATGGCCGCTGCGGCATTTTCCGAGACCAGCGTGCGGTGATTGATTATGACCTCAGGCGATACAGCAGTAGTCAGGTAACGG+ STY1024 100 STY4280 62.376 STY1024 99.7 STY4284
ATGACAAAACGTAGCATGTTGCTTGAGTTAAAGCAGGTCGGTTACCAGACTGCGACGACAAAAATAGTGAATAACATCAGTTTTACGCTGCAACGCGGCGAATTTAAGTTAATTACCGGTCCTTCTGGCTGCGGAAAAAGTACGTTGTTGAAAATGGTGGCCTCGCTAATAAGCCCTGATATCGGCGTGATTCTTTTTGAGGGGCGGGATATTACTACTCTGAGTCCGGAAGCCTATCGCCAGCAGGTTTCTTATT+ STY0548 100 STY1266 64.486 STY0548 99 STY1266
ATGGCCATGAGTGAACCAACCCAGCCGTTAGCCGGCGCGCCCGCAGCGGCCGCTAAAGCACGTACTTCGTTTGGTATTTTGGGCGCGATCAGTCTTTCCCATCTGCTGAACGATATGATCCAGTCGCTAATCTTAGCTATTTATCCCCTGTTGCAGGCGGAGTTTTCGCTGACTTTCGTCCAGATAGGTTTGATCACCCTGACGTTCCAGCTCGCCTCATCGCTACTGCAACCGGTCGTCGGCTACTGGACGGAT- STY0538 100 STY4022 64 STY0538 98.9 STY3649
ATGACGACTAAACGCAAACCCTATGTGCGGCCGATGACGTCCACCTGGTGGAAAAAACTGCCGTTTTATCGCTTTTATATGCTGCGCGAAGGCACAGCGGTGCCGGCAGTCTGGTTCAGTATTGAACTGATTTTCGGTCTGTTTGCGCTCAAACACGGCGCGGAATCCTGGATGGGATTCGTCGGCTTTTTACAAAACCCGGTGGTAGTGATCTTAAACCTGATCACCCTGGCGGCCGCGCTGCTGCACACCAAAA- STY4701 100 STY4260 58.879 STY4701 99.7 STY4260

ATGGCTAAATTACCGCGCCGTAAGTGCGCAAACAAAGAATGCCGCCAGTGGTTTCACCCGATACGAGAGGGGCAGATCGTTTGCTCGTACCAGTGCGCCAGCACCGTCGGCAAAGAACAGACCAGAAAAGCTCGCGAAGCCGCGCAACGTAAGGCGCAATCCCTTCAGCGCGCCGCTGAGAAAAAAGAACGCGCCGCCTGGCGCCAGCGGAAAGCCGCGGTTAAGCCGCTGAAACACTGGATTGACTTGACGCAGC+ STY1035 100 STY3423 58.491 STY1035 99.2 STY0542
ATGCAAATGAAGAAATTGCTCCCCATCCTTATCGGCCTGAGCCTGTCGGGGTTCAGCACACTAAGCCAGGCAGAGAACCTGATGCAAGTTTATCAGCAAGCACGCCTGAGCAACCCGGAATTGCGTAAATCCGCTGCCGATCGCGATGCTGCATTCGAAAAAATTAACGAAGCACGTAGTCCTTTACTGCCGCAACTGGGTTTAGGTGCCGACTACACCTACAGCAACGGTTATCGCGATGCGAACGGTATCAAC+ STY3364 100 STY0903 61.905 STY3364 99.3 STY0903
ATGAAAGCACTAAACCGAGAGGTCATTGACTACTTTAAAGAGCATGTAAATCCAGGATTTCTGGAATACCGGAAATCTGTTACCGCCGGCGGGGATTACGGAGCCGTAGAGTGGCAAGCGGGCAGTTTGAATACGCTTGTCGACACCCAGGGGCAGGAGTTTATCGATTGTCTTGGGGGGTTTGGCATCTTTAACGTGGGGCACCGTAATCCTGTTGTGGTATCCGCCGTCCAGAATCAACTCGCAAAACAACCT+ STY3396 100 STY0826 76 STY3396 99.1 STY4328
ATGAAATCAGTGGTTATTCACGCTGAGGGAGACGTGCGCGTTGAAGAACGTCCCTTACCACAACTGCAAGCCGAGGACGATGTGTTGGTCAAAGTCGTTAGCTCAGGGCTTTGCGGGTCGGATATCCCGCGTATTTTCGCGCAGGGCGCCCATTATTATCCTATTACGTTAGGCCATGAATTCAGCGGCTACGTTGAATCCTACGGCACAGGCGTAACGGATATGCAGCCTGGCGATGCCGTCGCTTGTGTCCCG+ STY3444 100 STY1520 64.762 STY3444 99.1 STY4087
GTGCTGGCATTTACCCTACGCTTTATTAAAAACAAACGCTATTTCGCGATTCTGGCGGGGGCGTTGGTTATTATCGCTGGGTTGGCCTCACAACATGCCTGGAGCGGTAACGGTCTACCGCAGATTAACGGTAAGGCGCTGGCGGCGCTGGCGAAGCAGCATCCGGTAGTCGTGTTATTCCGCCATGCCGAGCGGTGCGATCGTTCCGATAATACCTGCCTGTCAGACAGCACGGGGATTACGGTCAACGGTGCGC- STY2526 100 STY3601 60 STY2526 98.2 STY3601
ATGGAACCAATCGAACAACAACTGACAGAACTGCGAACCACGCTTCGCCATCATGAATATCTGTATCATGTGATGGATGCGCCCGAGATTCTCGACGCCGAATATGACCGCCTGATGCGGGAACTGCGAGAGCTGGAGGCGCAACGTCCGGACCTTATCACGCCGGATTCGCCCACGCAGCGCGTTGGCGCGGCGCCGCTGACGGCATTCAACCAGATTCGCCATGAAGTACCGATGCTGTCGCTCGATAACGTA- STY2663 100 STY4391 66.667 STY2663 98.5 STY4391
ATGAAACTGGGATTTATTGGCCTGGGAATTATGGGCTCGCCAATGGCTATCAATTTGGCACGCGCCGGTCATCAATTACACGTTACGACTATTGGTCCAGTCGCGGACGAACTGCTCTCGCTGGGGGCGGTAAATGTTGAGACTGCACGTCAGGTGACTGAATTCGCAGACATCATCTTCATAATGGTGCCGGATACGCCGCAGGTTGAAGAGGTGTTATTTGGCGAACACGGTTGCGCCAAAACATCGCTTCAGG+ STY0567 100 STY3430 69.307 STY0567 98.6 STY3430
ATGTATTATCACGCGTTAAAACTTTCCCGACTGGCGATGTTGACGTTGGCAGGCGTTGCAGTATCCGCCTCGGCAATCGCCGCCGATTCTGCCCCGACGTCGCAAATTGGCCCGACGGCGGAAGCCTACATCGTCAGTCATCCGGATAAAGTGGGAGAGGTGGTGGCAACGTATTTGGCCGAACATCCGGAATTTTTGGTCGCCGCCAGCGAGACGTTACATCAGCGTCAGCAGATTGCGCAACAACAGGCGTATG+ STY0033 100 STY0034 100 STY0033 71.39 STY0034

STY1578 64.356 STY0819 58.491 STY0819 15.5 STY1578
STY2045 58.824 STY0221 52.885 STY2045 29.2 STY0221

ATGTTGTCAAAATTTAAGCGTAATAAACATCAACAACACCTTGCCCAACTCCCTAAGATTTCTCAGTCAGTTGATGATGTAGATTTCTTTTATACTCCTGCTACTTTTCGGGAGACACTGCTGGAGAAAATCGCCAGCGCGACGCAGCGTATTTGTATCGTTGCCCTGTATCTGGAACAGGACGATGGGGGTAAAGGTATACTCGACGCGCTCTATGCGGCTAAACGGCAGCGTCCTGAACTGGACGTGAGGGTG+ STY2845 100 STY2845 99.4
ATGAGCGATATGCACTCGCTGCTGATAGCGGCAATTTTGGGTGTGGTCGAAGGATTGACGGAGTTTTTGCCGGTATCCAGCACGGGCCATATGATTATTGTGGGTCATCTGCTGGGGTTTGAAGGCGATACGGCCAAGACATTCGAAGTGGTGATTCAACTTGGATCTATTCTGGCGGTCGTGGTGATGTTCTGGCGGCGGTTGTTTGGTCTCATCGGTATTCACTTTGGCCGCCCGCTACAGCGTGAAGGTGAAA- STY3384 100 STY3218 64.706 STY3384 99.14 STY4182
ATGACGTCGCTGACGCTGGTGCCTGTTCCTCCCGTGGCGCAGCTTGAGGGGGTGAGCCAGCATTACGGAAAAACGGTCGCGCTGAACAATATCACGCTGGACATTCCCGCCCGTAGTATGGTCGGGCTGATTGGTCCGGACGGGGTGGGTAAGTCGAGCCTGCTGTCGCTGATTTCTGGCGCGCGGGTGATTGAGCAAGGGAACGTTATCGTCCTGGGCGGCGATATGCGCGATGCGAAACATCGCCGCGACGTC+ STY4224 100 STY0852 76 STY4224 98.6 STY0852
ATGATGAGTTATGTAGACTGGCCGCCATTAATTTTGAGGCACACGTACTACATGGCTGAATTCGAAACCACTTTTGCAGATCTGGGGCTGAAGGCTCCTATCCTTGAAGCCCTTACCGATCTGGGTTACGAAAAACCATCTCCAATCCAGGCAGAGTGCATTCCGCATCTGCTGGGCGGTCGCGACGTGCTGGGCATGGCCCAGACCGGTAGCGGCAAAACCGCAGCGTTCTCTTTACCGCTGCTCAACAATCTT- STY3461 100 STY1410 69 STY3461 99.3 STY1410
ATGGCATGTGGCGAGTTTTCCCTGATTGCCCGTTATTTTGACCGTGTAAGAAGCTCTCGTCTTGATGTTGAAACCGGTATTGGCGACGATTGCGCGCTCCTGAATATTCCTGAAAAGCAGACCCTGGCGATCAGTACCGATACGCTGGTGGCGGGCAACCACTTCCTCCCTGATATCGATCCTGCCGATCTGGCTTATAAAGCGTTGGCGGTGAATTTAAGCGATCTGGCCGCGATGGGGGCCGACCCGGCCTGG+ STY0458 100 STY0836 63.551 STY0458 99.6 STY1357



GTGAATACATTAGAACAAACCATCGGCAATACGCCGCTGGTCAAATTACAACGGCTGGGGCCGGATAACGGCAGTGAAATCTGGGTCAAGCTGGAAGGCAATAATCCGGCAGGATCGGTGAAAGATCGCGCGGCGCTATCGATGATTGTCGAGGCGGAAAAGCGCGGGGAAATTAAACCGGGCGATGCCCTGATTGAAGCGACCAGCGGCAACACTGGCATTGCGCTGGCGATGATCGCCGCGCTGAAAGGTTAT- STY2677 100 STY2666 74 STY2677 97.5 STY2666
ATGGCGGAACTTAGCGACCAGGAGATGCTGCGCTATAACCGACAAATTATTCTGCGCGGCTTCGATTTTGAAGGGCAGGAAGCGTTAAAAGATGCGCGGGTATTAGTGGTCGGGCTGGGCGGACTCGGCTGCGCGGCAACGCAGTATCTGGCCGGCGCTGGCGTCGGGCAACTGACGCTACTCGATTTTGATACCGTTTCCGTTTCCAATCTCCAGCGTCAAACCTTGCACAGCGACGCCACGGTCGGGCAGCCAA- STY0884 100 STY3723 66 STY0884 98.8 STY3723
ATGAGCACTGCAATTACACGACAGATTGTCCTCGATACCGAAACCACCGGTATGAACCAGATAGGCGCGCACTATGAAGGTCACAAGATTATTGAGATCGGTGCGGTTGAGGTGATAAACCGTCGTCTGACCGGCAACAATTTTCATGTTTACCTGAAGCCGGATCGGCTGGTGGATCCGGAAGCGTTTGGCGTACACGGTATTGCCGATGAGTTTCTGCTGGATAAGCCGGTTTTTGCTGATGTGGTCGATGAGT+ STY0285 100 STY0534 66.038 STY0285 98 STY1576
ATGAGCGAGAAAACAGAACAGCCTACAGAAAAGAAATTACGTGATGGCCGTAAGGAAGGGCAGGTTGTCAAAAGTATTGAAATAACATCATTATTTCAGCTGATTGCGCTTTATTTGTATTTTCATTTCTTTACTGAAAAGATGATTTTGATACTGATTGAGTCAATAACGTTCACATTACAATTAGTAAATAAACCATTTTCTTATGCACTAACGCAATTGAGTCATGCTTTAATAGAGTCACTGACTTCTGCA- STY1698 100 STY1988 61 STY1698 99.4 STY3010
GTGATTGAGATCATTCAGGAGTACTGGAAATCCCTGCTGTGGACGGATGGCTATCGTTTTACAGGCGTGGCGATTACGCTGTGGTTGTTAATTTCATCGGTGGTGATGGGCGGTCTTCTGGCGGTGATTCTGGCGGTGGGTCGCGTTTCCAGTAATAAATTCATCCGTTTTCCCATCTGGCTGTTTACGTATATTTTTCGCGGCACGCCGCTGTACGTACAGCTACTGGTGTTCTATTCGGGGATGTATACGCTGG- STY2582 100 STY2160 63.107 STY2582 97.9 STY0921
ATGGCGAAAAGAGATTACTACGAGATTTTAGGCGTTTCCAAAACAGCGGAAGAGCGTGAAATCAAAAAGGCGTATAAGCGCCTGGCCATGAAATATCATCCGGACCGCAATCAGGGTGATAAAGAGGCCGAAGCTAAGTTTAAAGAGATTAAAGAAGCCTACGAAGTGCTGACCGATGCGCAAAAACGCGCAGCCTACGATCAGTATGGTCACGCCGCGTTTGAACAAGGCGGGATGGGCGGCGGATTTGGCGGC+ STY0013 100 STY1148 68.317 STY0013 99.7 STY1148
ATGACCCTTGATTTACCTCGTCGCTTTCCCTGGTCGACACTCCTTTCCGTAGGCATTCATGGTGCTGTAGTGGCAGGTTTGCTCTATACCTCGGTACATCAGGTTATTGAATTGCCTGCGCCAGCGCAGCCTATCACGGTGACAATGGTTTCACCCGCTGACCTGGAGCCGCCCCAGGCGGTTCAGCCGCCGCCGGAGCCGGTGGTTGAACCCGAACCGGAGCCAGAGCCGATCCCTGAACCGCCTAAAGAAGCGC+ STY1314 100 STY4235 60.909 STY1314 97.3 STY4235
ATGATCAATGCCCTGGGATTACTGGAAGTGGACGGAATGGTCGCCGCCGTCGATGCGGCGGATGCCATGCTGAAAGCGGCCAACGTGCGTTTGCTCAGTCACCAAGTGCTCGACCCTGGCAGGCTCACGCTGGTGGTGGAGGGCGATCTGGCGGCGTGTCGTGCGGCGCTAGATGCCGGAAGCGCCGCCGCGCAGCACACAGGCCGTGTGATTAGTCGCAAAGAAATTGGTCGTCCGGAAGAGGACACCCAGTGGC- STY2692 100 STY2250 71 STY2692 98.2 STY2701
ATGGCTGATTTAGATGATATTAAAGATGGCAAAGATTTTCACACCGATAAACCACAAACTAACACTTTGTTCTCATTAAAAGGCTGTGGCGCGCTGGATTGGGGAATGCAGTCCAGACTGGCGAGGATTTTTAATCCCAGGACCAGGAAAACGGTCATGCTGGCCTTTGACCATGGATATTTCCAGGGGCCGACAACCGGACTTGAGCGTATTGATATCAATATTGCGCCGCTCTTTGAATATGCTGATGTCTTAA- STY3792 100 STY0667 65.766 STY3792 99.3 STY0667
TTGATTAAGTCAGCGCTATTGGTTCTGGAAGACGGAACCCAGTTTCACGGTCGGGCCATAGGGGCAACAGGTTCGGCGGTTGGGGAAGTCGTTTTCAATACTTCAATGACCGGTTATCAAGAAATCCTCACTGATCCTTCCTATTCCCGCCAAATCGTCACTCTTACTTATCCCCATATTGGTAATGTCGGCACCAATGAAGCCGATGAAGAATCTTCTCAGGTTCATGCGCAAGGTTTAGTGATTCGCGATCTG+ STY0076 100 STY0882 62.376 STY0076 95.6 STY2554
ATGGGAATTAACGAAATCATCATGTACATCATGATGTTCTTTATGCTGATTGCCGCCGTGGACAGGATCCTGTCGCAGTTCGGCGGGTCGGCGCGCTTCCTCGGTAAATTTGGCAAGAGTATCGAGGAGTCTGGCGGCCAGTTTGAAGAGGGCTTTATGGCGATGGGCGCGTTGGGACTGGCGATGGTTGGTATGACCGCGCTGGCGCCGGTGCTGGCGCATGTACTGGGGCCGGTTATTATCCCGGTATACGAA- STY2697 100 STY0183 86 STY2697 98.2 STY0183
ATGGCACTTTGGGGTGGGCGTTTTACACAGGCGGCAGACCAACGGTTTAAACAATTCAATGATTCGTTGCGCTTCGATTACCGTCTGGCGGAGCAGGATATTGTCGGTTCTGTGGCCTGGTCCAAAGCATTGGTCACGGTAGGCGTACTGACTGCCGATGAGCAACGACAGTTGGAAGAAGCGCTGAACGTGCTGCTGGAAGAGGTTCGCGCGAATCCGCAGCAAATCCTGCAAAGCGATGCGGAAGATATCCAT- STY3750 100 STY4929 89 STY3750 98.73 STY4929
ATGGCGCACTCACACTCTCATGCCGATTCACACCTGCCGAAAGATAATAATGCTCGTCGCCTGCTTTTCGCCTTTATCGTCACTGCCGGATTTATGCTCCTTGAGGTGGTGGGCGGGATACTCTCCGGCTCTCTGGCGTTGTTGGCGGATGCGGGACATATGCTCACCGACGCGGCGGCTCTTCTCTTTGCGCTGCTGGTGGTTCAATTTTCCCGTCGCCCCCCGACTGTTCGCCACACTTTTGGCTGGCTAAGA- STY0799 100 STY3308 64.151 STY0799 98.3 STY1637
ATGGCCAGAACGCGTGGACGAGGTCGTCGCGAACTTAAGTCCGAAATCAATATCGTACCGCTACTCGACGTACTGTTGGTGCTGCTGCTGATCTTTATGGCAACCGCGCCGATCATTACCCAGAGCGTGGAAGTCGACTTACCGGAGGCGAATCAGTCGCAGGCGGTCAGTAGTAACGACGATCCGCCGGTCATTATTGAGGTTTCCGGAGTAGGGCAATACAGCGTAGTGGTTGATAAAGATCGAATGGATCAAC+ STY0792 100 STY3331 66 STY0792 98.8 STY3331
TTGGCAACAATCACCCCGGAGCGCGTAATGCAGGAAACCATGGATTACCACGCCCTGAACGCGATGCTGAATCTTTACGATAAAGCAGGCCATATTCAGTTCGACAAGGACCAGCAGGCGATCGACGCCTTCTTTGCCGCCCACGTCCGCCCGCATTCCGTGAAGTTTGCCAGCCAGCATGAACGTCTGGAGACGCTGGTTCGGGAAGGGTATTACGATGACGCCGTCCTCGCGCGTTACGACCGCGCCTTCGTC+ STY2932 100 STY1683 64.762 STY2932 98.4 STY1683
TTGAGTATTTGCTCAAGAAAATTCTGCCGTAGACAAAAAAGAGGTATGACGATGTCCAGACGCAACACTGACGCTATTACTATTCATAGCATTTTGGACTGGATCGAGGATAACCTGGAGTCGCCGCTCTCACTGGAAAAAGTGTCTGAGCGTTCAGGATATTCCAAATGGCACCTGCAACGGATGTTTAAAAAAGAGACCGGTCATTCATTAGGTCAATACATCCGCAGCCGTAAGATGACGGAAATCGCGCAAA+ STY1541 100 STY4933 69 STY1541 99.5 STY0624
TTGGGTTTACCGCTCACTTTTGATGACAACAATCAGTGCTTATTACTACTCGATAGCGATATTTTTACGTCTATTGAAGCTAAAGATGATATCTGGTTATTGAACGGTATGATTATACCGCTATCGCCTGTTTGTGGCGATTCTATCTGGCGGCAGATTATGGTGATTAATGGTGAACTGGCTGCGAATAATGAAGGTACGTTAGCGTATATTGATGCCGCAGAGACGTTGTTGTTTATACATGCAATTACCGATC- STY3002 100 STY1766 56.436 STY3002 97.2 STY1766
ATGACTGTCACCCGCCCCCGTGCCGAGCGCGGCGCATTTCCGCCAGGCACTGAACATTATGGACGTTCGCTACTAGGCGCGCCGCTAATCTGGTTTCCGGCGCCTGCCGTCAATCGCGAAAGCGGCCTGATACTGGCTGGCACCCACGGGGATGAAACCTCATCCGTGGTGACGCTCTCCTGTGCGTTACGCACCTTAAATCCGTCCCTTCGCCGTCATCATGTCGTACTTGCCGTTAATCCTGATGGCTGTCAAC- STY1383 100 STY3901 65.049 STY1383 99.7 STY1292
GTGCGTCTGACAGTAAAACAGATAACCTGGCTAAAAGTTTGTCTGCATCTTGCCGGTTTTTTGCCGCTTCTGTGGCTCTTTTGGGCGATAAATCACGGTGGACTCAGCGCAGACCCGGTAAAGGATATCCAACACTTTACCGGTAGAACCGCGCTCAAATTTTTGCTCGCCACCTTGCTGGTTTCACCGCTGGCGCGCTACGCTAAACAGCCATTATTGATACGCACACGCCGCCTGTTAGGATTATGGTGTTTCG+ STY3558 100 STY3467 63.107 STY3558 99.2 STY3467
ATGGCGCTTAAAGCGACAATTTATAAAGCCGTCGTCAATGTGGCTGACCTTGATCGCAACCGGTTTCTGGATGCGGCATTGACGCTGGCGCGTCACCCTTCTGAAACGCAGGAGCGCATGATGCTGCGCCTGTTGGCATGGATAAAATATGCTGATGAACGGTTGCAGTTTACACGCGGGCTCAGCGCGGAAGATGAGCCGGAGGCCTGGCTGCGCAACGATCATCTGGGCATCGATCTCTGGATAGAGCTGGGGC+ STY0264 100 STY1910 91 STY0264 99.6 STY0413
ATGATGCGCGTACTGGTTGTAGAGGATAATGCATTATTACGCCACCACCTGAAGGTTCAGCTCCAGGATTCAGGTCACCAGGTCGATGCCGCAGAAGATGCCAGGGAAGCTGATTACTACCTTAATGAACACCTTCCGGATATCGCTATTGTCGATTTAGGTCTGCCGGATGAAGACGGCCTTTCCTTAATACGCCGCTGGCGCAGCAGTGATGTTTCACTGCCGGTTCTGGTGTTAACCGCGCGCGAAGGCTGGC- STY1271 100 STY2904 72.549 STY1271 99.6 STY2904
ATGGATCTCGCGTCGCTACGCGCTCAACAGATAGAACTTGCTTCATCAGTTTGCCGCGAAGATCGCCTGGACAAAGATCCGCCAGCGTTTATCGGCGGGGCGGACGTCGGTTTTGAGCAGGGCGGCGAGGTGACGCGGGCGGCGATGGTATTGCTGAAATATCCGTCGCTTGAGCTAGTAGAGTACAAGGTGGCGCGTATTGCCACCACCATGCCGTATATCCCCGGCTTTCTCTCTTTTCGTGAATATCCTGCGC- STY3717 100 STY3717 99.1
ATGAGTTGGGATAAAAGAGTGGCGGTTAATTATGCCAAAACGCATGCAGGTTCTCATTCTCAAGGCCGGTGTGCGGAATTTACCCGAAAGGCAATTCAGGCGGGCGGTATCACGCTGGGGCATACATATCATGCGAAAGATTATGGCCCAATGTTAAGAAGCGCCGGATTCACCGCTATTGGTACCTATGAAATGCCGCGCGAGGGTGACGTCATCATTATTCAACCTTACGCTGGCGGAAACCCGAGCGGTCACA+ STY2606 100 STY0147 50 STY2606 99.5 STY0147
ATGTCCTGGCAAACACATACCGTCTTTAATCAACCTGCTCCGCTCAATAACAGTAACTTATTCCTGTCTGATGGCGCGCTGTGTGAAGCGGTTTCCCGGGAAGGCGCGGGATGGGATAGCGATCTTCTCGCCAGCATTGGCCAACAACTGGGAACGGCGGAATCACTGGAACTGGGGCGTCTGGCGAACGCGCATCCTCCTGAGTTGCTGCGTTACGATCCCCAGGGACAGCGCCTGGATGACGTTCGCTTTCAT+ STY4733 100 STY4733 98.52
ATGCTGGCAGTTTTAAAAGGCATTCCATTAATTCAGGATATCAGGGCCGAAGGTAATAGCCGATCCTGGATAATGACTATTGATGGGCATCCTGCCAGAGGAGAAATTTTCTCAGAAGCATTTTCTATTTCTTTGTTCTTAAATGACCTGGAAAGCTTACCTAAGCCTTGTCTTGCCTATGTGACACTACTGCTTGCAGCACACCCGGACGTCCATGACTATGCTATACAGCTCACAGCGGATGGGGGATGGTTAA- STY1727 100 HCM1.90c 62 STY1727 95.24 HCM1.90c
ATGTATACGAAGATTATTGGTACTGGCAGCTATCTGCCCGAACAAGTGCGGACTAACGCCGATTTGGAAAAAATGGTTGAGACCTCTGACGAGTGGATTGTCACTCGTACAGGTATTCGTGAACGCCATATCGCCGCGCCGAATGAAACTGTCGCGACGATGGGCTTTACCGCTGCGAATCGCGCGATTGAGATGGCGGGGATCGATAAAGACCAAATTGGCTTGATTGTGGTAGCGACCACATCAGCAACGCAT+ STY1232 100 STY3421 51.429 STY1232 99.1 STY3421
ATGAACTCCCGACAACAATCAATTTTGCAAATGGTGGTTGATAAAGGCCAGATGAGCGTTGCTGAACTGGCGAAAATTACCGGCGTATCTGAAGTCACGATTCGTCAGGATCTGAATACCCTGGAAAAACAGAGCTATTTACGCCGTGCGCACGGTTTCGCCGTTTCGCTTGAGAGCGATGACGTAGAGACTCGCATGATGACGAACTACACGCTAAAACGCCGACTGGCGGAGTTCGCCGCCTCGCTGGTCAGTC- STY1347 100 STY3044 61 STY1347 98.8 STY0186
ATGGTAAGCGCGCTGTATGCCGTTTTGGGTGCGTTATTATTAATGAAGTTCTCTTTTAATGTCGTTCGCTTACGAATGCAGTACCGTGTCGCCTATGGCGACGGCGGTTTTAGCGAATTGCAAAGCGCCATCCGTATTCATGGCAACGCGGTGGAATATATTCCTGTCGCGCTGGTGCTGCTGCTGTTTATGGAAATGAACGGCGCCGAAACGTGGATGGTGCATATCTGCGGCATCATTTTAATCGCCGGTCGGC+ STY2112 100 STY3205 62.136 STY2112 99.7 STY0815

STY4458 100 STY2875 58.416 STY4458 92.55 STY4459
STY2074 79 STY4755 61.386 STY2074 18.01 STY4755

ATGTTTAATGAAGTCCATAGTAGTCATGGTCACACACTATTGTTGATCACAAAGCCATCTCTGCAAGCTACGGCATTATTGCAACATTTAAAGCAATCGCTGGCCATAACCGGAAAACTGCATAATATTCAACGTTCTCTGGAAGATATCTCAGCCGGTTGCATTGTTTTAATGGATATGATGGAAGCGGATAAGAAGCTTATCCACTATTGGCAGGATAATTTAAGCCGCAAAAACAATAATATAAAAACATTAT- STY1179 100 STY4197 63 STY1179 95.39 STY1729
GTGCAGCCGAAAAGCAGAACCGGACAGGGTGTCAGAGAGCAGTGTTTAGATGGGGCCAGACGTCATTTTTCATACAGACATGGAATGGCTCCCGGTCCACGAAAGGGTGCGGACATGTTGTTTCCACAACACGAAGCTGCCGTTGCTGGCGCAGTGCCGGGTCGGCAATGGCCAGAGGAGAACAATCTGATGACGCAAGAATATGCGGAAATGTCCACCGGAAGGGGGGGGACCAGTAAGTGCCGGTACAGTATGG+ STY0757 100 STY4158 55 STY0757 99.1 STY4158
GTGAACAGTTTTATCGAAGGGGCTTGTCAGCCCCTTTTGTCCGTCTGGCGTCGCGCGTTTCTGTTTTCTGGCGCGCTGTTGCTGACTGCCTGCAGTCATAACGCTTCACCGCCTCCGTTTACTGCCAGCGGCTTTGCCGGCGATCACGGCGCGGTGCGTATCTGGCGTAAAGATACGAACGATGAAGTCCATCTGCTTTCTGTTTTTAGCCCGTGGCATAGTGGTAGCACGACGACCAGCGAATATCGTTGGCAGG- STY3714 100 STY2477 63.462 STY3714 98.6 STY2477
ATGGACGCCATGAAATATCACGATTTACGCGACTTCCTGACGCTACTTGAGCAGCAGGGGGAACTAAAACGCATCACGCTACCTGTGGATCCTCATCTGGAAATCACGGAAATCGCTGACCGCACGCTGCGTGCCGGTGGACCGGCGTTGCTGTTTGAAAATCCTAAAGGTTACGCCATGCCGGTGCTGTGCAACCTTTTTGGCACGCCAAAACGCGTGGCGATGGGCATGGGGCAGGATGATGTTTCCGCCTTA- STY3581 100 STY3581 99.4
ATGGACAAGGATTATATTAATGATGGTTCGTTATCTGAAAAATGGAAATACCGTTTTTCATTTTACGATCAACATGGTTTCCCTGGATTTTGGAAAGTAAGCCCAGAATATAAACAGGCATTTAAAGCATTAAAGCCCCGACAACGGTTGACTATTCAAATAAACTTTATTGCCTTTTTCTTCTCATGGATTTATTTGTTTGTACTGGGTCTGTGGAAAAAAGCAATTATAGTTATTTTATTAGGGATCGTTGCAA+ STY3606 100 STY0036 61.165 STY3606 99.5 STY0036
ATGAGCGATAAAATTATTCACCTGACTGACGACAGTTTTGACACGGATGTACTCAAAGCGGACGGGGCTATCCTCGTTGATTTCTGGGCAGAGTGGTGCGGGCCGTGTAAAATGATCGCTCCGATTCTGGATGAAATCGCTGACGAATATCAGGGCAAATTGACCGTTGCCAAACTGAACATTGACCAGAACCCAGGTACTGCGCCTAAATATGGCATCCGCGGTATTCCGACTCTGCTGCTGTTTAAAAACGGCG- STY3639 100 STY2842 62.745 STY3639 99.7 STY2842
ATGAGTAAATTCCTGGACCGGTTTCGCTACTTCAAGCAGAAGGGCGAAACCTTTGCCGATGGGCACGGCCAGCTTCTCGAAACAAACCGGGACTGGGAGGACGGATACCGCCAACGTTGGCAGCATGACAAAATTGTGCGCTCAACCCATGGGGTGAACTGCACCGGTTCTTGTAGCTGGAAAATTTATGTCAAAAATGGTCTGGTGACCTGGGAAACACAGCAAACCGATTACCCGCGCACCCGTCCTGATATG+ STY1288 100 STY1488 92 STY1288 98.5 STY1488
ATGTCTATCGTGCGTATTGATGCCGAAGATCGTTGGTCAGACGTGGTGATCTACAATAATACGCTGTGGTATATCGGCGTGCCGGAAAACCTGGACGCCGATGCTTTTGAGCAAACGGCGAATACTCTGGCGCAAATTGATGCGGTGCTGGAAAAACAGGGCTCCAGTAAGTCACGTATTCTGGATGCCACTATTTTCCTGAGCGATAAAGCGGATTTTGCCGCCATGAATAAGGCGTGGGATGCGTGGGTCGTCG+ STY1952 100 STY1652 88 STY1952 99.4 STY1652
GTGCTGTATGTTATTTACGCTCAGGATAATGCCAACTCGCTTGAAAAACGCCTCTCGGTACGGCCCGCGCATCTGGCGCGCCTGCAACTTCTGCATGATGAAGGGCGATTATTAACTGCCGGGCCGATGCCCGCAGTGGACAGTAACGATCCTGGGGTAGCCGGATTTACCGGGTCAACGGTGATTGCTGAATTTGAATCTTTAGAAGCAGCGCAATCCTGGGCTGATGCGGATCCCTACGTCGCAGCGGGCGTCT- STY1313 100 STY3549 59.406 STY1313 99 STY3549
ATGCTGTTTGGATTTTTCCGTAACCTGTTTCGCGTGCTTTATCGTGTGCGCGTCACTGGCGATGTCCGGGCGCTACAGGGGAACCGGGTCTTAATTGCCCCCAATCACGTTTCATTTATCGATGGTATGCTACTGGCGCTGTTTTTGCCGGTACGGCCTGTCTTTGCGGTATATACCTCCATCAGCCAGCAATGGTATATGCGCTGGTTAACGCCGCTGATCGATTTTGTACCGCTCGATCCCACTAAACCCATG- STY3153 100 STY4473 62 STY3153 99.1 STY1948
ATGATTCCTGGCTCAACCTCTGGTATTTCATTTTCCAGAATATTGTCCCGGCAGGCATCTCATCAGGATGCGACCCAACATACTGATGCGCAACAGGCGGAAATACAACAGGCCGCAGAGGATTCGTCTCCAGGGGCGGAAGTACAAAAATTTGTCCAGTCGACGGACGAAATGTCAGCGGCGCTGGCGCAATTTCGTAACCGTCGCGATTATGAAAAAAAATCCAGTAATTTATCTAACAGTTTTGAACGCGTG+ STY3020 100 STY3020 99.5
ATGAGCGACAAGCTGACTGAAAAGACCGTAAAACTGGATACCCCCATCATGCGCGGTAAAACTGAAATTACCGAAATTGTGCTGCGCAAGCCTCAGTCCGGCGCGCTGCGTGGCACCCGTCTGCAGGCCATTATGGATATGGACGTGGGCGCGATGATGACTGTGATCCCGCGAATCTCTTCCCCGACGCTGACCGCGCAGGAAATGGCAGAGCTGGACCCCGCCGATCTGACAGCAATGGCTGTAGAGGTGGTGA- STY4605 99 STY2886 90 STY4605 94.4 STY2886
ATGGCGAATAAGGAGCACCGCGTGAAGCAATCACTGGGATTACTTGAAGTTTGTGGTCTGGCACTGGCTATCAGCTGCGCCGATATCATGGCGAAATCCGCTTCTATCACGCTGCTCGCCCTCGAAAAGACCAATGGTTCAGGCTGGATGGTGATTAAAATTGCCGGTGATGTGGCCTCCGTGCAGGCGGCCATCACCACCGGTGCGCAATTTGCCGAACAGCGGAATGGTCTGGTGGCCCACAAGGTTATCGCCA+ STY2251 100 STY2250 58.824 STY2251 98.5 STY2250
ATGACACGACAAAACGAGAATTATAACCGTTATCTCTTGAGTGACTGGCGACCCGAAAATCCAGCCTTCTGGGAGAATAAAGGGAAAGGCATCGCCAGAAGAAACTTATGGATTTCAGTAAGTTGTTTGCTCCTTGCATTTTGCGTCTGGATGTTGTTTAGCGCTGTTGCCGTCAACCTCAATAAAATTGGATTTGATTTTACGACCGACCAACTCTTTTTATTAACCGCATTACCTTCTCTTTCCGGCGCAATA- STY1489 100 STY1287 82 STY1489 98.7 STY1287
ATGGATGTTTTTATAAAAGGATATTATATGTCAATAAACAACCCTATTCTTATTTACGTGAATAAGAAACGACAAATAAAATTAGCTCTGTTTTATTCAGTGTTAGCTATAGTTTTTATGATGAGCCTCTTTCTAAATTATAGTATTATGCTAAAGATGATGTGTGTTTTTTTCATAATCCTCATGATAGCAGGCGCAAGTGCTTACTGGTACTCCGCCTTTTCAGGAAAGCCACAGCTAACGTTGAACCAGGAGG- STY3618 100 STY2275 63 STY3618 98.2 STY2208
ATGACTGTACTGATTCACGTCCTGGGATCGGATATCCCTCACCATAACCACACCGTGCTGCGGTTTTTCAATGATACGCTGGCCGCCACAGGCGAGCACGCGCGCGAATTTATGGTTGCCGGTGAAGATAACGGCTTCACGGAAAGCTGTCCGGCACTCTCGCTTCGTTTTTATGGCAGTAAGAAAGCGCTGGCGCAGGCGGTTATCGCCAAAGCGAAAGCAAATCGTCGACAGAGATTCTTCTTTCACGGGCAG- STY3628 100 STY1589 82.178 STY3628 98.1 STY1589
ATGACAGCCCTTCTACGAGTGATTAGCCTGGTCGTGATTAGCGTGGTGGTGATTATTATCCCACCGTGCGGGGCTGCACTTGGACGAGGAAAGGCTTAG- STY3656A 100 STY2196 50.505 STY3656A 100 STY2196

HCM2.0052c 68.627 STY2490 66.667 HCM2.0052c 10.91 STY1981
ATGTTGCGATTTTTAAACCAGTGCTCACGGGGTCGGGGCGCATGGTTACTGATGGCGTTTACCGCCCTGGCGCTGGAAATGGTGGCGCTGTGGTTCCAGCACGTCATGTTACTTAAACCTTGCGTGCTATGTATTTACGAACGTTGCGCCCTGTTTGGCGTGATGGGCGCGGGTCTGGTCGGCGCAATAGCGCCGAAAACGCCGCTGCGATACGTGGCAATGGTTATCTGGATTTACAGCGCCTGGCGGGGTCTAC+ STY1936 100 STY4273 62.745 STY1936 98.5 STY3117
ATGCATAAAGAGACGCAACCTATCGATCGCGAAACACTGTTGCTTGAAGCCAACAAAATTATTCGGGAACATGAAGACACGATGGCAGGTATTGTCGCCACCGGCGTAACGCAGAGAAATGGCGTGCTGGTTTTCAGCGGCGATTACTTTTTAGACGAGCAAGGGTTACCGACCCCTAAAAGCACCGCGGTGTTTAACATGTTTAAACACCTGGCGCATGTGCTGTCTGAGAAGTATCACCTGGTTGATTAA- STY1335 100 STY0423 61.905 STY1335 100 STY0423
ATGAACACCATACTTGCACAACAAATCGCCAGTGAAGGCGGCGTCGAAGCCTGGATGATTGCCCAACAACACAAAAGCCTGCTGCGTTTTTTAACCTGTGGCAGCGTTGATGACGGTAAAAGTACGCTGATAGGTCGTTTGCTGCACGATACCCTGCAAATTTATGAAGATCAGCTCTCTTCTCTGCATAATGACAGTAAACGTCATGGCACGCAGGGAGAAAAACTCGATCTGGCGCTGCTGGTAGATGGGCTG- STY3059 100 STY3059 98.3
ATGGCTAACTGGTTGAACCAATTACAATCACTTCTTGGGCAAAAAGGCGCTTCTGCATCGCCTTCCGGTGAACAGGGGTTAAATAAACTGCTGGTTCCCGGCGCGCTGGGCGGTCTGGCTGGACTGTTGGTCGCCAATAAGTCTTCGCGCAAATTATTAACCAAATACGGTACTGGCGCTTTGCTGGTGGGCGGCGGCGCGGTGGCGAGTTCCGTATTGTGGAATAAGTACAAAGATAAAGTACGCGCTGCGCATC- STY2086 100 STY2545 61.386 STY2086 98.8 STY2545



ATGAACACAATATGGCATTACAGTCCGCTGCTGGCTGTCCTCTTAACCCCGATTTTTGCCGCCAACGCCGACGAACTTCAGGCGCAACAGTACGGTGATTTCACTGACTATGTGCTGGCGCTTTCCTGGCAAACCGGTTTTTGTCAAAGCCAGCATGAACGCCGCCATCGGGAACCCGATGAGTGCCGTCTGCAAAAAGAGCCAGCCAACAAAGCAGACTTTCTGACCGTCCACGGCCTGTGGCCAGGATTACCCA- STY0666 100 STY3766 49.505 STY0666 98.8 STY3766
ATGAATACTAATGTCTATGAGAACACCGACAGCGAAACTATCACCCCGCTCAACAAGCGGCGTATTTTGCCTGTTTTCCTGCTTGTCGGCCTTTACGCCGCCAGTACAGCGGCTGTGATGTCGGTACTGCCTTTTTATATCCGCGAGATGGGCGGTTCGCCGCTTATCATTGGAATCATCATCGCCACTGAGGCTTTTAGCCAATTTTGTGCAGCGCCCCTGATTGGCCACCTTTCCGATCGCGTTGGCCGCAAG+ STY1517 100 STY3638 67 STY1517 98.6 STY3638
ATGGCCAGCTTTGATTTTTCAGACAAAACGGTATGGGTGACCGGGGCGGGGAAAGGGATCGGTTACGCGACGGCGCTGGCGTTTGTCGACGCCGGGGCGCGGGTGATCGGCTTCGATCGCGAATTTACGCAAGAGAATTATCCCTTTGCTACCGAAGTTATGGATGTGGCGGATGCCGCACAGGTTGCGCAGGTGTGCCAGCGTGTGTTGCAAAAAACGCCGCGGCTGGATGTGCTGGTCAACGCCGCCGGTATTT+ STY0642 100 STY4620 61.765 STY0642 97.8 STY2401
ATGACCTTTTCTGTGCAGGAAACGCTTTTTTCTTTACTGCGGCTAAACGGGATTTCAGGACATGAAAGCAGTATTGCAAACGTTATGCAGCACGCGTTCGAACAGCAGGCCAAAGACGTCTGGCGGGATCGCTTAGGTAATGTCGTCGCCCGTTATGGCAGCGATAAATCCGACGCGCTTCGCCTGATGATTTTTGCGCATATGGATGAAGTGGGTTTTATGGTACGCAAGATCGAACCCTCCGGTTTTTTACGT- STY1452 100 STY3940 62.857 STY1452 98.8 STY0503

STY2425 65.686 STY3155 65.049 STY3155 54.99 STY3156
ATGAAAATTATTTCCGTTAGACAGCGACTTTATCCCGCCCTCTTATTGCCTCTGACCTTCTCCCCGGTCCTTCAGGCCGCCAGCGCGCCCAATGAACAAACCATGATAGTCACCGCAACGCCGCAAACCGTATCCGAGCTGGATACACCTGCCGCCGTTAGCGTCATTGAGGGAGAAGACATGCGTCTGGCGACGCCGCGCGTTAATTTATCTGAGTCTTTAACCAGCGTCCCGGGATTGCAGGTGCAGAACCGG- STY1478 100 STY0033 64.356 STY1478 96.85 STY4292
ATGAGTTGGCTAAAAGAGGTAATAGGAACAGAAAAAGCCGTTATCGCCATGTGCCATTTACGGGCGCTGCCGGGCGATCCCGGGTTCGATACCAGGAAAGGCATGAACTGGGTAATTGACCGCGCCCATGACGATTTAATGGCGCTACAAAATGGCGGCGTGGATGCGGTGATGTTCTCCAACGAATTTAGTCTGCCTTATTTAACGAAAGTCAGACCGGAAACGACTGCCGCGATGGCACGAATCATCGGTCAGT- STY1449 100 STY0767 59.434 STY1449 98.1 STY0767
ATGTCATCAGGTAATATGCTGGCTATCTTTTATTTCCTATTGGAAGGGATTGGTAATACGCTGCTTGTAACCTTTACCTGTTTTCTCTCAGCGTTTTTGACCGGGCTTACAGTCGCCGTATTACGGCGACTATCCCCCCTTCCACTACAGAAGATACTCGACGTACTGGTCTTTATTCTTCGGGGAATTCCAATACTTATTGCTGTTTTTCTTGTTTATTTTGGATTGCCATCGATTGGCATATATGTTTCACCTC- STY1437 100 STY0341 63.717 STY1437 98.9 STY0341
ATGACAAGTTTAGTTTCACTGGAAAACGTCTCGGTCTCATTTGGTCAACGCCGCGTCCTCTCTGACGTGTCGCTTGAATTGAGCCCCGGAAAAATTTTAACGCTTCTCGGCCCTAACGGTGCGGGGAAGTCAACGCTTGTACGCGTGGTTTTAGGACTGGTAGCCCCTGATGAAGGGGTGATCAAGCGCAACGGGCAACTCCGTATCGGCTATGTCCCGCAAAAGCTCTATCTCGATACCACGCTTCCGCTGACGG+ STY2100 100 STY0816 75.728 STY2100 92.18 STY4339
ATGCGCTATTCTAAACTCTCTTTGCTCATCCCGTGCGCGCTTCTGCTTAGCGCCTGTACGACCGTCACTCCCGCCTACAAAGATAATGGCCCGCGTATCGGCGCGTGTGTGGAAGGCGGCCCGGACAGCGTGGCTCAACAATTTTACGACTACCGTATTCAACACCACAGCAATGATATCGCCGCGCTTCGCCCCTACTTGAGTGATAACCTGGCGAAATTGTTGACCGACGCCAGCCGCGATACGGAACACCGCC- STY0925 100 STY0925 99
ATGGAACATCAAAGAGAGCTATATCAGCAACGCGGTTATAGCGAAGACTTATTACCTAAAACAGAAACCCAACGAAACTGGAAAGCATTTAACTATTTCACCTTATGGATGGGATCTGTACATAACGTGCCAAATTACGTTATGGTCGGCGGTTTTTTTATACTGGGGCTATCAACATTTAATATCATGTTGGCCATTATTATCAGCGCATTATTTATTGCGGCGGCGATGGTAATGAATGGCGCGGCAGGCAGC+ STY0569 100 STY1782 70 STY0569 98.4 STY3378
ATGTCTTTTGATTTAATTATTAAGAACGGTACTGTCATCTTAGAAAACGAAGCGAGAGTTATCGATATCGCCGTCCAGGGCGGAAAAATCGCCGCGATTGGCGAGAACCTGGGGGAAGCGAAAAACGTGCTGGATGCGACGGGATTGATCGTTTCGCCGGGCATGGTTGACGCGCATACCCACATTTCTGAACCGGGCCGTACCCACTGGGAAGGCTATGAAACCGGTACGCGCGCGGCGGCGAAAGGCGGTATT+ STY0571 100 STY4784 64 STY0571 99.8 STY4784
ATGATGAAAAAAATGGCAATCGCCTGTGCATTACTTTCAAGCGTTGTAGCCAGCAGCGTATGGGCTGACGCCGCCAGCTCTCTGAAAAGCCGTCTGGATAAAGTGAGCAGCTTTCATGCCACCTTTACTCAAAAAGTCACCGATGGCAGCGGTGCCGCGGTGCAGGAGGGACAGGGTGATTTATGGGTTAAGCGGCCAAATCTATTCAACTGGCATATGACGCAACCTGACGAGAGTATTCTGGTTTCTGACGGCA+ STY0959 100 STY4172 66.337 STY0959 99.3 STY4172
ATGAATACAACGCCATTTCCGGCGCTCTCTGCGGAAACATTGCTGGCGGTGAATACCGTCGGACAGTGGCTGGCGCAAAATGATTTTTCCGGCGAACAACCTTATTCGTCGGATTGCGTCGTCCTGGCGGGCAATGCGGTGATCCCCACTATCGACGCGGCCTGTCGCATCGCCAAAGCGCAAGGCGTTCCTTTACTGATTAGCGGCGGTATAGGTCATTCGACGCCGTTTTTGTACGCCGTGATTGCCCGGCATC+ STY1429 100 STY1819 63.81 STY1429 98.4 STY1819

STY1479 61.538 STY1304 49 STY1479 30.02 STY1304
ATGTGGGATGTCATTGACTTATCGCGCTGGCAGTTTGCGCTGACCGCGCTGTATCACTTTTTATTTGTTCCTCTTACGCTTGGGCTGATTTTTTTGCTGGCCGTCATGGAGACGATCTATGTGGTGACGGGGAAAACCGTCTACCGCGATATGACGCGTTTCTGGGGCAAGCTCTTCGGGATCAATTTTGCTCTCGGTGTGGCTATCGGCCTGACCATGGAGTTTCAGTTCGGGACTAACTGGTCGCTCTATTCC+ STY1919 100 STY0786 87 STY1919 99.2 STY0786
ATGGAATTATTAATGGATCCCTCAATTTGGGTGGGTTTACTCACGCTCGTCGTCCTGGAAATTGTCCTAGGTATCGATAACCTGGTCTTTATCGCGATCCTCGCCGATAAATTGCCGCCAAAGCAGCGTGACAAAGCGCGTCTTATCGGGCTCTCGCTGGCGCTGATTATGCGTCTGGCGCTGCTGTCCATTATTTCGTGGCTGGTGACCTTAACAAAGTCGCTCTTTACTGTCTGGGATTTTACCTTCTCCGGC- STY1958 100 STY2332 88 STY1958 98.8 STY2332
ATGGATATGGTTACGTTAGAGCAGTTTCGTTATCTTCCGTCCGATGCGACACGCCCGCCGGCATGTTTTGATTTCCACTATTCAACACCCGGAATAGTGGCGATAGTCGGCGATAACGGCAGCGGAAAAAGTACGCTGGCGCAACTGATGGCTGGCTGGTATCCGGATTATCTCCCCGGCGATATTGACGGCACAGGCCTACTGCTTGGCGTACCTATCGGGCGGCTCCCGCTGGTAGAACAGTCGCCCACCATCC+ STY3232 100 STY4252 66.019 STY3232 97.6 STY4257
ATGGCCGTGGTGATATTTCTCTGCTGCCTGCTCGGCGGGATCGCGATAGGTTTACCCATCGCCTGGTCGCTGCTGCTTTGCGGCGCTGCTCTGATGGCATACCTGGATATGTTTGACGTGCAGATTATGGCGCAAACCCTGGTTAACGGCGCGGACAGTTTCTCCCTACTGGCCATTCCCTTTTTTGTTTTGGCCGGTGAAATCATGAACGCGGGCGGCCTGTCAAAGCGAATTGTCGACCTGCCGATGAAGCTG- STY4126 100 STY3820 64 STY4126 99.6 STY3820

HCM1.201 91 STY2365 52.475 HCM1.201 59.29 STY2365
GTGGTAAAAATTTTAGGGGGCGTCGTGTTTAAACCGCTTATTGCCTCTCTCATACTGACCAGCGCGGTCGTCTATGCGAAACCGATGCCTTTGACGGCGGCGCGCTATGCGCAGCAGCTTGGCGTTGGGATGGATGTTGACTGGGCGCGAACGGAACGGGGTATTCGCGAGTTTGATCCGTTGGTCGTGCGGGATTTTAAGGCAAAAGGGTTAACGCATGTCCGTATTCGTGTAGCAGGCGCGCCGACGGAAGCG+ STY3980 100 STY3981 72 STY3980 98.5 STY3981
GTGGAAAAATATCTGCGTAGCGGTACCATGTTTGTGGTGCTGGCATTTATATTATGGGGGTTAACACCTTTATATTATCAATATTTATCAGGGGGAAATCTCGCACAAATATTGATATACCGGGTGTTCTGGTCAATTCCATTATTACTGGCAGTAAGGTTGTTATTTCGGCAGCGAACGCGATTTCATGATGCCTGGAAAGATAAAAAATCCTTTTTCTTCTGCATGATCGCCGGACTTTTGATGATTGTCTCA+ STY3126 100 STY3604 68 STY3126 99 STY3604
GTGAAGTTCAAAGTGATGGCCCTGGCGGCATTAGTGGGTTTAAGTGCAATGTCGGCGCAGGCAAGCGAATTGCCGGAAGGCCCGCACATCGTGACTTCCGGTACAGCAAGCGTCGATGCTGTGCCTGATATCGCCACCTTAGCGATTGAAGTGAACGTCGCGGCGAAGGATGCGGCGACGGCGAAGAAGCAGGCCGATGAGCGCGTGGCGCAATATCTTTCCTTCCTTGAGCAAAATCAGATTGCGAAAAAAGACA- STY3221 100 STY3209 60.784 STY3221 99.1 STY3209

STY0508 57 STY1522 55.14 STY0508 16.86 STY1522
ATGTCTATTCTGGTTAAAAATAATATTCATTGGGTTGGCCAACGCGACTGGGAAGTACGTGATTTTCACGGCACTGAATACAAAACGCTGCGTGGCAGCAGCTATAACAGCTATCTCATTCGTGAAGAAAAGAATGTGCTGATCGATACCGTCGATCATAAGTTTAGCCGTGAGTTTGTGCAAAATCTGCGCAGTGAAATCGACCTCGCGGACATCGACTACATCATCATTAACCATGCCGAAGAAGACCATGCA+ STY2962 100 STY1530 65 STY2962 98.9 STY0636
ATGTCTGACGACATGTCTATGGGTTCGCCTTCGTCAGCAGGCGAACAGGGTGTACTACGCTCCATGCAGGAGGTTGCAATGAGCTCCCAGGAAGCCAGCAAGATGCTGCGCACTTACAATATTGCCTGGTGGGGCAATAACTACTACGACGTCAACGAGCTGGGCCATATTAGCGTATGCCCCGATCCCGACGTACCGGAAGCGCGTGTCGATCTTGCCAAACTGGTGAAAGCGCGCGAAGCGCAAGGTCAGCGT- STY3240 100 STY0545 58.491 STY3240 98.75 STY0545

STY0718 63.551 STY0718 22.89
TATGAAGGGTATATAAATCAAAAGTGCACTGCGCCCATTATTGATCTCTTCAATAACGAAGCGATCTCCTGCAGTATTTCAGAACGTCCAACTATGCCGATGATCGATGACATGCTCATGAAGGCATTTGCCAGACTTGATGCGGGTACCAATCCGGTTCTTCATTCAGATCAGGGCTGGCAATACCGTCATTGATGGTACCAGTATCAGTTACGAGAGTTTGGCATCATCCAAAGTATGTCCCGCAAAGGCAACT+ STY4146 100 STY0765 61 STY4146 96.45 STY0602a

STY2130 64.706 STY4806 64 STY4806 32.65 STY1178
STY3270 100 STY0739 85 STY3270 52.21 STY0739

ATGAAACGCGCCGTTGTTGTATTTAGTGGAGGTCAGGACTCCACCACTTGTCTGGCGCAAGCGCGGCATCAGTATGATGAAGTGCATTGTGTCACGTTTGATTATGGTCAGCGCCACCGCGCAGAGATTGATGTTGCGCGCGCACTGGCGTTAAAACTTGGCGCACGCGCGCATAAAGTGCTGGATGTCACTTTGCTGAACGAACTGGCGGTCAGCAGCCTGACGCGGGATAGCATTCCGGTGCCGGACTATGAAC- STY0497 100 STY0497 98.6
ATGATAAGCACCGTCTCACTATTCTGGGCTTTATGTGTCGTTTGCATTGTTAATATGGCGCGCTATTTCTCATCGCTACGCGCACTGTTAGTGGTACTTCGTGGTTGCGATCCTTTGCTCTATCAATATGTCGATGGCGGCGGCTTCTTTACCACGCATGGTCAGCCCAACAAACAGGTGCGCCTGGTATGGTATATCTACGCTCAGCGCTATCGCGATCATCATGATGAAGAATTTATTCGCCGTTGTGAACGCG+ STY4213 100 HCM1.271 59.223 STY4213 100 STY1803
ATGGCAAAGAACCGTAGTCGTCGTCTGCGTAAAAAAATGCACATTGACGAATTCCAGGAATTAGGATTTTCGGTGGCATGGCGTTTTCCGGAAGGTACATCTGAAGAGCAGATCGATAAGACTGTCGATGACTTTATTAATGACGTTATTGAGCCTAATAAACTGGCGTTTGACGGCAGCGGCTACCTGGCCTGGGAAGGGCTGATTTGTATGCAGGAAATCGGTAAATGTACCGAAGAACATCAGGCGATTGTGC- STY3263 100 STY2613 61 STY3263 99.7 STY2613

STY0602a 99 STY4835 66 STY0602a 79.26 STY4835
ATGGCATTTGCAATGAAAGTAATCTCACAAGTTGAAGCGCAGCGTAAGATTCTGGAAGAAGCAGTTTCGACAGCGCTGGAGTTAGCCTCAGGCAAATCGGATGGGGCGGAAGTCGCCGTCAGCAAGACTACCGGCATTAGCGTCAGCACCCGTTATGGTGAAGTAGAGAATGTCGAATTTAATAGCGACGGCGCGCTGGGAATTACGGTGTATCACCAGAACCGCAAAGGCAGCGCCTCTTCGACGGATTTAAGC+ STY4777 100 STY4331 58.252 STY4777 94.1 STY0636
ATGACTATGACAAGACTGAAGATTTCTAAAACTCTGCTGGCCGTAATGTTGACCTCTGCTGTTGCGACAGGTTCTGCCTTTGCAGAAAACGCAACAACGGACAAGGCGCAAAGCGGAACCGAAACCGCAGGGCAAAAAGTCGATAGCTCTATGAATAAAGTCGGTAACTTCATGGATGACAGCGCTATCACTGCGAAAGTCAAAGCTGCGCTGGTAGACCATGACAATATTAAAAGCACCGATATTTCTGTCGAAA+ STY4911 100 STY4725 63.462 STY4911 99.2 STY0231
ATGACGAAACCCACTCATGGGCTTAGCCCGGCGCTGATCGTTTTAATGTCTGTGGCCACGGGTCTGGCGGTCGCCAGCAACTACTATGCCCAGCCGCTGCTTGATACCATCGCGCATCACTTTTCGCTTTCCGCCAGCTCCGCAGGGTTTATCGTTACCGCCGCGCAGTTGGGCTATGCCGCTGGCCTGTTGTTTCTGGTGCCGCTCGGCGACATGTTTGAACGCCGAACGCTGATTGTCTCCATGACGTTGCTG+ STY2938 100 STY3951 60.396 STY2938 99.2 STY1670
ATGCGCTTTTTCGCCCTTTTCATCTACCGCCCGGTCGCCACCATTTTGATTGCCGCCGCCATTACGCTGTGCGGCATTCTGGGCTTTCGTCTGCTGCCGGTCGCCCCGCTGCCGCAGGTCGATTTCCCAGTGATTATGGTTAGCGCCTCGCTGCCGGGCGCCTCGCCGGAAACCATGGCTTCGTCGGTGGCGACGCCGTTGGAACGTTCTTTGGGACGCATTGCAGGCGTCAATGAAATGACTTCCAGCAGCTCG+ STY2341 100 STY2340 73 STY2341 98.6 STY2340
ATGCTTACACGCGACTCCTCTTCCGGTCGGAAAATCCTGCTTACCTGTATCATTACGGGGATAGCGGCAGCATTACTTATTGGTAGCCTGCAATTTTTCCTGTCGTGGCATAAACGGGATGTTAAATACAATACGCTCCTTTCTGATGTACAACATTACCTAGCCAGCTATTTCGCCGACCTGAAAGCCACCACCGATATTCTTCAGCCGTTGACGATCAACACCTGTCAGCAGGTTGGCGCAGAACTCACCTCA+ STY2451 100 STY0376 67 STY2451 98.9 STY0376
ATGCCCGCGACTAAATTCTCCCGACGTACCCTCCTGACGGCAGGTTCCGCGCTTGCTGTTCTTCCTTTTCTGCGCGCCTTGCCGGTACAGGCGCGTGAACCTCGCCAGACCGTCGATATTAAGGATTATCCGGCGGATGACGGTATCGCCTCGTTCAAACAGGCCTTCGCCGACGGGCAGACTGTGGTCGTGCCGTCAGGATGGGTGTGTGAAAATATCAATGCGGCGATAACGATTCCGGCGGGAAAAACGCTG- STY2309 100 STY0691 61.321 STY2309 97.9 STY0691
ATGACTGAATTACCCATTGATGAAAACACGCCGCGCATTTTGATTGTTGAAGATGAACCCAAGCTGGGACAGCTGCTTATTGACTACTTACGCGCGGCGAGTTACGCCCCCACGCTCATCAATCATGGCGACAAGGTACTGCCGTATGTGCGTCAAACGCCGCCGGATCTGATCCTGCTGGATCTGATGCTGCCGGGTATCGATGGTCTGACGCTATGCCGGGAGATTCGCCGTTTTTCCGACATCCCCATTGTGA+ STY2344 100 STY4294 74 STY2344 99.2 STY0743
ATGAAATACATCGGAGCGCACGTCAGCGCTGCTGGCGGTCTGGCTAACGCCCCTGCCCGCGCGGCTGAAATTGGCGCAACGGCCTTTGCGCTTTTCACAAAAAACCAGCGTCAGTGGCGTGCCGCCCCCCTTACTCCCCAGGTCATTGATGACTTTAAAATCGCCTGTGAAAAGTATCATTTCTCGGCGGCGCAAATCCTTCCCCACGATAGTTACCTGATTAATCTGGGCCATCCGGTCAGTGAAGCGCTGGAAA+ STY2438 100 STY2438 99.3
ATGACTGATCAGTCTCATCAGTGCGTCATTATCGGTATCGCTGGCGCATCGGCTTCCGGCAAGAGTCTTATTGCCAGTACCCTTTACCGCGAATTGCGTGAACAAGTGGGTGACGAACATATTGGCGTTATTCCCGAAGACAGTTATTACAAAGATCAAAGCCATCTGTCGATGGAAGAACGCGTAAAAACTAACTATGACCATCCGAATGCGATGGATCACAGCCTGCTATTTCAGCATCTTCAGGCGCTCAAGC- STY2335 100 STY0786 52 STY2335 100 STY0786
ATGGAAAATCAACCTAAGTTGAATAGCAGTAAAGAAGTTATCGCGTTTCTGGCCGAGCGTTTTCCTCACTGTTTTAGTGCGGAAGGCGAAGCTCGCCCGCTGAAAATTGGTATTTTTCAGGATCTGGTAGAGCGAGTTGGGGGCGAAATGAACCTCAGCAAAACGCAACTTCGTTCCGCTTTACGTCTTTATACTTCAAGCTGGCGTTACCTGTACGGCGTTAAGCCGGGCGCAACGCGCGTCGACCTTGATGGCA- STY1977 100 STY3909 59.615 STY1977 99.9 STY3909
ATGCTTAACATCGTACTCTTCGAACCAGAAATCCCGCCGAATACCGGCAACATCATTCGTCTTTGCGCCAATACCGGCTTTCGTCTGCACATCATCGAACCGATGGGGTTTGCCTGGGATGATAAGCGCTTACGCCGCGCAGGGTTGGACTATCACGAATTCGCCGCGGTTCAGCGCCATCACGATTATGCCGCCTTTGTCGCCGCCGAAAATCCACAGCGCCTGTTTGCGTTGACGACAAAGGGCACGCCCGCCC- STY4101 100 STY3610 64.356 STY4101 99.2 STY0986
ATGAAAAAACGTGTATTTGTGATTGCTGCCATCGTGAGCGGCGCCCTGGCAGTATCTGGCTGCACAACAAACCCTTACACCGGCGAACGCGAAGCAGGTAAATCCGGCATTGGCGCGGGTATTGGATCGCTGGTCGGCGCAGGCATCGGCGCGCTCTCCTCCTCCAAAAAAGATCGCGGTAAAGGCGCGCTGATTGGCGCGGCGGCTGGCGCGGCGCTGGGCGGCGGCGTGGGTTACTACATGGACGTACAGGAAG- STY4157 100 STY1399 62.745 STY4157 99.2 STY1091
ATGGAGCGTAATGTCACGCTGGATTTTGTACGTGGCGTCGCTATCCTCGGTATCCTGCTTCTTAACATTAGCGCCTTTGGATTGCCGAAGGCGGCTTATCTCAATCCCGCCTGGTACGGCGCGATCGTTCCCGAAGACGCCTGGTCCTGGGCGATTCTCGATATTGTGGCGCAGGCTAAGTTTCTTACGCTGTTCGCGTTGTTGTTTGGCGCGGGGCTACAAATGCTGCTTCCGCGTGGTAAACAGTGGATTCAG- STY2426 100 STY0808 62.376 STY2426 97.27 STY0808
ATGGATTTTCAGCACTGGCTACATGAGGCGGTAAACCAGCTCCGGGACAGCGACAGCCCCCGGCGCGACGCCGAGATCCTGCTTGAGTACGTTACGGGCAAGAGGCGGACGTATATCATGGCCTTTGGCGAAACGCCGCTTACCGATGTCCAGCAACAACAGCTCGCGGAGCTGCTGCAGCGGCGTAAACAGGGCGAACCCATTGCGTACCTGACGGGCTTACGCGAATTTTGGTCGCTGCCGCTCTTCGTTTCTC- STY1900 100 STY2835 65.347 STY1900 98 STY2617
ATGAAAAATAATACCGGTTATATTATCGGTGCGTACCCTTGTGCACCCTCATTTCACCAGAAGAGTGAAGAGGAAGAGACGGAATTCTGGCGGCAACTCTCTGATACTCCGGATATCCGGGGGCTGGAGCAGCCTTGTCTTGAACATCTTCACCCGCTCGGCGACGAGTGGTTATTGCGCCATACACCGGGAAACTGGCAAATCGTGGTCACCGCGATAATGGAAACCATGCGTCGCCGTAGCGAAAACGGCGGT- STY4128 100 HCM2.0041c 59.048 STY4128 98.9 HCM2.0041c

STY1042 100 STY1803 61.905 STY1042 97.1 STY0321
ATGGCAAAAAAACGAAAATCCAGAAGCACATCCGGCGTAGGCCATTCGGCAATAAGACGGATAGCCGAACCGGTCAATCCCTTTGAGCGGCAACGAAATCGCTACACGCCAAAATACCTGACGCTGGCGATTATGGGTGGAGCGGCCTTTTTTCTCCTGAAAGGGTACGGTGACGGCAGCAATAGTGACAACGACGGCGATGGGACGTTTTACGCCACGGTGAACGACTGTATTGACGATGGCAATAGCGCCAGCG+ STY4731 100 STY2466 67 STY4731 98.1 STY2466



TTGGAAAGCCTGTTAACCCTACCTCTGGCTGGTGAGGCCCGAGTCAGGATTTTACAAATTACAGATACTCACCTGTTTGCCGAAAAGCATGAAACGCTGTTAGGCGTCAATACCTGGGAAAGTTACCAGGCCGTGCTGGAGGCTATTCGGGCGCAACAGTATGAATATGATCTGATCGTGGCGACCGGCGATCTGGCGCAGGATCAATCCGCTGCGGCTTATCAGCATTTTGCTGAGGGTATCGCAAGCTTTCGCG- STY3361 100 STY1127 63.462 STY3361 98.8 STY3924
GTGTTAGATAAACTGCGTTCACGCTTAGTCCATGCTGGCCCGTCTCTGATGAGTGTACCGGTTAAACTGACGCCCTTTGCGCTAAAGCGCCAGGTTCTGGAACAGGTTCTGAGCTGGCAGTTTCGTCAGGCGCTGGCCGATGGAGAGCTGGAATTCCTCGAAGGTCGTTGGTTAAGCATTCATGTTCGTGACATCGACTTAAAATGGTATACCACGGTTGAAAATGAAAAGCTGATCGTTAGCCAGCAGGCGGATG- STY3456 100 STY3630 91 STY3456 99.8 STYnml
ATGGCAATGCGTCTTAACGAGAACCTGGATGACAACGGCGAAATGCATGAAATCAACGTGACGCCGTTTATCGATGTCATGTTGGTTCTGCTGATTATCTTTATGGTGGCTGCGCCGCTGGCGACGGTGGACGTCAAGGTGAATCTGCCCGCTTCTACCAGTACGCCACAGCCGCGTCCGGAAAAACCGGTTTATCTGTCGGTGAAAGCGGATAACACCATGTTTATCGGTAACGATCCGGTGACGGATGATACGA- STY3331 100 STY0792 66.355 STY3331 99.5 STY2524
ATGGAAGATTTGAATGTTGTCGACAGCATAAATGGTGCGGGCACCTGGCTGGTACGCAACCAGGCGTTATTGCTCAGCTATGCTGTGAATATTGTTGCGGCTATCGCTATTATCATCATCGGCTTGATTGTAGCGCGCGTGATCTCCAATACGGTAAATCGTCTGATGCGTGCGCGTCATATTGATGCGACAGTAGCCGACTTTCTTTCTGCGCTGGTGCGCTATGGGGTTATCGCTTTTACGCTGATTGCGGCTC- STY3223 100 STY0522 59.091 STY3223 99.8 STY0522
ATGATCCTTTTATCCAAACAGACTCCGCTGGGCGCTGGTCGACATCGTAAATGCTATACGCATCCGGATAATGCCCGGCGTTGCATAAAAGTTATTTACAACCGTGACCACGGCGGTGATAAAGAGATTCGGCGTGAACTGAGCTACTATGCGCATCTGTCCCGCTACCTGACGGACTGGAGCGCTATCCCCCGTTATTACGGCACGGTAGAAACCGATTGCGGCACCGGCTATGTCTACGACATGATTACCGATT+ STY3504 100 STY4613 62.5 STY3504 98.7 STY4301
ATGTCCTGCTACGCAGCCACAGCATCAGACTATACTCAGTGGTGTCTATTAACCCTCTCCAACTACGTTATGTTTTGGCATGGTAACAATGCGATGTTATGGATAATTAACGATAATATTGAATTTAATCCAGAAATGAATCGCCTGGCGTCATTATCGAGGCCAGATCTCAACATTATTCTGACAACGCCCGCCAGCCGCTGCTTGCGCCTTCTGCTGGAAAACGCCCCCTCCGTCGTCTCACAACAAACATTCT+ STY4027 100 STY4821 64.423 STY4027 98.5 STY4821
ATGAAAAATTTCAAATTACATACCCCTACCCGCATTCTGTTTGGTAAAGGCGCTATCGTCGATCTCCGCGATCAGATCCCGCAGGACGCCCGCGTGCTGATTACCTATGGCGGCGGTAGCGTGAAAAAGACCGGCGTACTGGCGCAAGTTCAGGACGCGTTAAAAGGACTGGATGTTCGGGAGTTTGGCGGTATTGAACCGAACCCGTCCTATGAAACGCTGATGAAGGCCGTGCAGCTTGTGCGCGACGAAAGT+ STY3337 100 STY3337 98.5
ATGTTAAAATTGACAAATATCAATTACGGCTTGAGCAGACCTATGATCCCGGAAAAGCGAATTATACGGCGCATTCAGTCTGGCGGTTGTGCTATCCATTGCCAGGATTGCAGTATCAGCCAGCTTTGCATCCCGTTCACACTTAACGAGCATGAGCTTGATCAGCTTGATAATATCATCGAGCGCAAAAAGCCCATTCAGAAAGGGCAAACTCTGTTTAAAGCAGGTGATGAACTGAAATCGCTCTATGCTATCC- STY1404 100 STY4095 63.551 STY1404 99.5 STY0123
ATGACTGACATGAACATTGAAAACCGGAAACTCAATCGCCCGGCGTCAGAAAATGATAAGCAGCATAAAAAAGTATTTCCGATCGAAGCGGAAGCTTTTCATAGCCCGGAGGAGACACTGGCGCGGCTGAACAGCCATCGTCAGGGCCTCACGATAGAAGAGGCCGGCGAACGGTTGAAAGTGTATGGGCGCAATGAAGTGGCGCATGAGCAAGTTCCTCCGGTGCTGGTTCAGCTTCTGCAGGCATTCAATAAC+ STY4023 100 STY4796 78 STY4023 98.6 STY4796
TTGGCTTTAGACAACCATAAAAGTGATGAATTTATCTTAAAGCAAAATCTTGCAGCGCTAATCGCCAGTAAAAATGCCACTCTGGAAAAGGTAACGCAGGAAGTGGTATCCATACCGGCGGCGTTAGTGCGCCTGAAGTGGCAAAACCGACGAGAGATGTATGCGTTACAGGTCAAAGAGGAGATTTATGGCGCGACCATCAATGCTATTATCGAGCAGCATCCTGAATTACGAGACAAAATTATGTCTCGTCTTG+ STY3329 100 STY3675 64.151 STY3329 90.65 STY3675
ATGAAAATTCGCGCTTTACTGCTTGCTTTGGGCATGGCGACGGTGCTGACCGGTTGCCAGAATATGGACTCTAATGGACTGCTTTCTTCGGGCGCTGAAGCTTTTCAGGCCTATACGTTAAGCGATGCGCAGGTAAAAGCGTTGAGCGATCAATCCTGTCAAGAGCTCGACAGCAAAGCGAAAATCGCGCCGGCGAGCAGCGAATACACTAAACGACTGGCAAAAATTGCCGCCGCGCTGGGGGATAACATTAACG+ STY3237 100 STY0979 82 STY3237 98.9 STY0979
ATGTCGAACGTCTGCATTATCGCCTGGGTTTATGGTCGCGTTCAGGGCGTCGGGTTTCGCTATACCACGCAGCATGAGGCGCAGCGGCTGGGGTTAACCGGCTATGCGAAGAATATGGATGACGGAAGCGTAGAAGTGGTGGCCTGTGGCGACGCGGCGCAGGTAGAAAAGCTCATCAAGTGGCTGAAAGAAGGCGGACCGCGCTCTGCTCGTGTGGACAAAATCCTCACTGAACCGCACAGCCCTCGCGAGACGC+ STY1110 100 STY0400 60.784 STY1110 97.5 STY0400
ATGAAACAAACAGTCTATACCGCCAGCCCTGAGAGTCAGCAAATTCACGTCTGGAGCCTGAACCACGAAGGGACGCTGACGCTGGTGCAGGTCGTGGATGTGCCCGGTCAGGTTCAGCCGATGGTGGTCAGTCCGGATAAACGCTACCTCTATGTCGGCGTGCGCCCGGAGTTTCGTGTCCTGGCGTATCGTATTGCGCCGGATGATGGCGCGCTGACGTTTGCCGCCGAATCCGCCCTGCCGGGTAGCCCGACC+ STY0818 100 STY4754 62.264 STY0818 99.4 STY4754
ATGAGCGACACCTTACTGGCCTTTGACTTCGGCACAAAAAGCATCGGCGTTGCAATAGGACAACGCATTACCGGCACCGCCCGTCCGCTTCCGGCAATCAAAGCACAGGACGGCACGCCCGACTGGACGCTCATTGAACGTTTGCTGAAAGAGTGGCAGCCGGACGAAATTATTGTCGGGCTACCGCTCAATATGGATGGCACTGAACAACCGCTGACGGCGCGCGCCCGTAAATTCGCCAACCGTATTCATGGGC+ STY3250 100 STY0076 67.961 STY3250 98.6 STY0076
ATGTGTGAACATCACCATGCTGCGAAGCACATATTGTGCCCGCAATGCGACATGCTGGTGGCTTTACCCCGCCTCTCGCATGGGCAAAAAGCAGCATGTCCACGATGCGGCGCAACGTTAACGACCGAGTGGGACGCGCCCCGGCAGCGTCCTACCGCCTATGCGTTAGCGGCACTATTTATGTTGCTGCTTTCTAACCTTTTTCCCTTCGTGAATATGAATGTCGCGGGCGTCACCAGCGAAGTCACGCTTCTG+ STY1084 100 STY0590 66.981 STY1084 99.4 STY1979
ATGAAGCAGGCATTACGAGTAGCATTTGGTTTTCTGATGCTGTGGGCGGCAGTGCTGCACGCAGAAGTCCGTATCGAGATCACCCAGGGGGTGGACTCGGCGCGACCGATTGGCGTTGTGCCTTTTAAATGGGCCGGGCCGGGCGCTGCGCCTGAAGATATCGGCGGCATCGTGGCGGCAGATTTACGCAATAGCGGTAAATTTAATCCGTTAGACCGGTCCCGACTGCCGCAGCAGCCAGCCACCGCTCAGGAA+ STY0794 100 STY0468 85.149 STY0794 98.27 STY0468
ATGAGTTGGCAACAACGCGTCGACGATGCGCTGACGGCGCGTCGGGCGACGGATACGTTGCGCCGCCGCTATGTGGTATCGCAGGGCGCCGGACGCTGGCTGGTAGCGAACGGGCGACAGTATCTTAACTTTTCCAGCAATGATTACCTCGGCTTAAGTCAACATCCGCAGATTATTCGCGCCTGGCAACAGGCAGCGACGCGTTTTGGCGTCGGCAGCGGCGGGTCGGGTCATATCAGCGGTTATTCCGTGGCG+ STY0828 100 STY0643 60.396 STY0828 99.1 STY4086
ATGACCGTTAACGTTGTCGTTACCGATATGGACGGCACTTTTCTCGACGATGCCAAGCAGTACGATCGTGTACGCTTCATGGCGCAATACCAGGAACTGAAAAAACGTAATATCGAATTTGTGGTCGCCAGCGGTAATCAGTACTATCAGTTGATCTCCTTCTTCCCCGAGCTGAAAGACGAAATTTCCTTCGTCGCAGAAAATGGCGCGCTGGTGTATGAACATGGCAAGCAGTTGTTTCACGGAGAGCTAACCC+ STY0881 100 STY0900 74 STY0881 99.4 STY0900
ATGGTAAAATGCGTATCTTCTTTCCTCCTGTTCAGCCTGTTGTCCGTTCAGGCAATATCAGCTGAAAACCATATTGATCTCCACCAGCCAAAAGACTTTGTCGATATTACTACGGTCGCCCCCGACGTACAGGTAGACATGCGATACTTCACTTCCCATAACTTTATTGGTCGCCCCATTAAAGGCTATAACGCGCCTGTTTGCCTGTTAACACGACCAGCCGCGAACGCAGTAAAGCAGGTCGCCGATCGTTTAC+ STY1465 99 STY1465 98.6
ATGAGTCATTCTACCGAGAGCGGCGGCGCATCCCACGGCAGCGTAAAAACGTACATGACCGGCTTTATCCTGTCGGTCATCCTGACGGTTATTCCATTCTGGATGGTGATGACCGGCGCTGCCTCTCCGGCCGTTATTCTGGGATCTATCCTGGCAATGGCAGTGGTGCAGATTTTGGTGCATCTGGTGTGTTTCCTGCACATGAACACCAAATCTGATGAAGGCTGGAACATGACGGCCTTCATCTTTACCGTGC- STY0482 100 STY0482 100
ATGCACACAACACTTTTTTTTAGTAACCGGACCCAGGCAGTCAGATTGCCTAAATCGATATCCTTTCCGGAGGATGTGAAACATGTCGAAATCATTGCGGTTGGTAGAAGCAGAATCATTACTCCAGTCGGAGAATCCTGGGACAGCTGGTTCGATGGCGAAGGCGCCAGTACTGATTTTATGAGCACCAGAGAACAACCCGCAGTACAGGAACGGGAAGGATTCTGA- STY3183 100 STY3183 98.7
ATGAGTGCTGTGACTCGCTGCGAAGACGGTCTGGTGTTACGGCTTTATATTCAGCCGAAAGCCAGCCGCGACAGTATTGTGGGTTTACATGGCGACGAGGTGAAAGTCGCCATTACCGCCCCGCCGGTTGACGGTCAGGCAAACAGCCATCTGACCAAGTTTCTCGGTAAACAGTTTCGCGTGGCGAAAAGTCAGATCGTCATCGAAAAAGGCGAGCTGGGCCGTCACAAACAGGTAAAAATTATTCACCCGCAAC+ STY3255 100 STY3423 86 STY3255 99 STY3423
ATGTTTGGAAAAGGCGGTCTGGGCAATCTGATGAAGCAGGCCCAGCAGATGCAGGAAAAAATGCAGAAAATGCAGGAAGAGATTGCGCAGCTGGAAGTGACCGGCGAATCCGGCGCGGGTCTGGTGAAGGTTACCATCAACGGTGCGCATAACTGCCGCCGTGTGGAAATTGACCCAAGCCTGCTGGAAGATGACAAAGAGATGCTGGAAGATCTGGTCGCTGCGGCCTTCAACGATGCGGCGCGCCGCATTGAAG+ STY0529 100 STY2499 63.208 STY0529 99.1 STY2499
ATGGAATTCAGTAATCCCTTCGATAATCCGCAGGGACAGTTTTACATCCTGCAAAATGCGCAGCGTCAATTCAGCCTTTGGCCAGCGGCGTGCGCGCTTCCCGCAGGATGGGGCGTGGTATGCGAACCGCAATCGCAGGACGCGTGCCAGCAGTGGCTTAATACGCGCTGGACAACACTGAATCCGGCGCATTATGCCGATAAGCAGGAGGCGAAATGA+ STY0630 100 STY2864 57 STY0630 98.2 STY2864
ATGAAGATCGTGGAAGTCAAACACCCACTCGTCAAACACAAGCTGGGTCTGATGCGTGAAAACGACATTAGCACTAAACGCTTTCGTGAACTCGCCTCAGAAGTAGGCAGCCTGCTGACGTATGAAGCGACAGCCGACCTGGAAACGGAAAAAGTCACCATCGAAGGCTGGAATGGCCCGGTGGAAATCGACCAGATCAAAGGTAAAAAAATTACCGTTGTGCCGATTCTGCGCGCGGGGTTGGGCATGATGGAAG- STY2739 100 STY2739 99.2

STY2980 60 STY2980 28.97
ATGAAAAGTAAGTTGCTGCCTTGCGCGCTGTTGCTTGCAACCAGTTTTGCATGGGCCGCCCCCGCGACAACGGGCATTGATCAATATGAGTTAAAAAGCTTTATCGCCGACTTCACCCACTTCAAGCCCGGCGATACCGTTCCGCAAATGTACCGCACCGATGAGTATAATATTAAACAGTGGAAATTACGTAATCTGCCCGCGCCAGATGCCGGTACTCACTGGACCTATATGGGCGGCGCGTATGTACTGATTA+ STY2377 100 STY0891 51.456 STY2377 100 STY2785
TTGTCACATTTTTTATGGGGATTATCTCACGCAAAGAAAAGCGAAGCGTGGCTAGCGTATCGCGACCGGCCTGTCGCCAGACCGATCGCCATTGACGATTACCTCTCGCGCGGCGGGAAACCGGCCTTTTGCAGGGCGGCGGCAATCTGCTCCGCGGATAGCGACGTTTCAATGTCAACCAGACGCGTCGCCGGGTCGGTTCTCACCGTCGCATTAGCATCGAGAGTCAGAATCGTCTTTTTTACCGTACTGGCGC- STY0385 99 STY0385 99
ATGGCTATCATCCCAAAAAACTACGCGCGCCTGGAAAGCGGCTATCGTGAAAAAGCGCTGAAGCTGTTTCCGTGGGTGTGCGGACGTTGTTCCCGTGAGTTTGTGTATTCAAATCTGCGTGAGCTGACGGTGCATCATATCGATCATGACCACACCAATAACCCGGAAGACGGCAGTAACTGGGAGCTATTGTGCCTCTACTGCCACGATCATGAGCATTCTAAATATACCGAAGCCGATCAGTACGGTTCGACGG+ STY0449 100 STY0449 99.7
ATGGCCAATATTGAAATCTACACCAAAGCAACCTGCCCGTTTTGCCATCGTGCAAAGGCGCTGTTAAACAGCAAGGGCGTGAGTTTCCAGGAAATTGCGATTGACGGCGACGCCGTGAAGCGTGAAGAGATGATCAAACGTAGTGGCCGAACGACGGTTCCGCAAATTTTTATTGATGCACAGCACATTGGCGGTTGTGACGACTTGTATGCGCTGGATGCGCGTGGTGGACTGGATCCGCTGTTGCGTTAA+ STY4093 100 STY0401 61 STY4093 100 STY0401
ATGATTATCAGGAAACGAGATAGAGTTATGCGTCGGTTTGCTCCATTGATAGCAGCGCTGTTATTAAGCGCGTGTAGCATGCTGCAGGGTACGCCGCAACCTGCGCCGCCTGTCGCCGATCACCCGCAGGAAATCCGTCGCGATCAAACGCAAGGACTACAGCGGATGGGGACCGTAAGCGCGCTGGTTCGGGGTTCCCCGGATGATGCAATAGATGAAATCAGAGCGAAAGCCGCCGCTGCGAAAGCCGATTATT- STY4735 100 STY3230 63.107 STY4735 98.2 STY3230
ATGTGCATAGGCGTTCCGGGTCAAATCCGCGCCATTGACGGCAATCAGGCAAAAGTTGACGTCTGCGGCATTCAGCGCGACGTCGATCTCACATTAGTCGGCAGTTGTGATGAAAACGGTCAGCCGCGTCTGGGTCAGTGGGTGCTGGTTCATGTCGGATTCGCCATGAGCGTCATTAACGAAGCGGAAGCGCGCGACACGCTCGACGCGCTACAAAATATGTTTGATGTTGAGCCGGACGTCGGCGCACTGCTGT+ STY2978 100 STY3314 70.874 STY2978 99.6 STY3314
ATGCCAACTCAAGAAGCAAAAGCGCACCGCGTCGGCGAATGGGCAAGCCTGCGTAATACGTCGCCGGAAATTGCCGAAGCCATTTTTGAAGTCGCTCACTATGACGAGAAACTGGCAGAAAAAATATGGGAAGAAGGTAGCGATGAGGTGCTGATCAAAGCCTTTGAGAAAACGGACAAAGACTCGCTCTTCTGGGGCGAACAAGTCATCGAACGTAAGAACGTATAA- STY1154 100 STY1154 99.1
ATGAAACGTAAATTGATCCCATTTACCCTCTTTCTCGCTGCGCTTAGCGCCAGTACCACCTCTATAGCAGCTTCGCAGGAGATTTCTAAATCTATATACACCTGTAATGATAACCAGGTTATGGAGGTGATTTACGTCAACACCGAGGCTGGAAACGCCTATGCGATTATCAGTCAGGTAAACGAGATGATCCCGATGCGGTTAATGAAAATGGCCTCCGGAGCAAATTACGAAGCCATAGACAAAAATTATACTT+ STY1875 100 STY1875 98.54
ATGTTTGATCTTGAAAATGTTGTAGATAACCAGACAGCGGCTGAGGAACTCGAAGAAGTCGTTATGGGGCTTATCATCAATTCTGGTCAGGCGCGCAGCCTGGCATATGGCGCGCTCAGAAAAGCGAAAGAAGGCGACTTTGAGGCGGCGAAAGCGATGATGGACCAGTCGCGCATAGCGCTCAATGAAGCGCATCTTGTGCAGACAAAACTCATCGAAGGCGATCAGGGCGAAGGCAAAATGAAAGTCAGTCTGG- STY1799 100 STY4458 63.725 STY1799 98.6 STY0519
TTGACTACCACACAACCGTTGCCCCACATCCTGCTGCTGACGCATGGCGGCTGGGGACAACCGCTTTGCAACAGCCTGCGTATGGTCACGGGCGAAATTAAAGGCGTGACGGAAATCGCGCTAATGCCTGTCGATACGCTGGGCGAGTTTTATCAACGCGTCGAGGCCGTGGTGAAAACGCTGCCGGAAGGCTCGCTGATCCTGACGGATTTTGTCGGCGGCACGACGTCCAACGTCGCGGCGCGGCTAAGCGCCG+ STY4013 100 STY2875 61.538 STY4013 99 STY2875
ATGAGACGTATTGAGATCGTACTGGGAGAGCTGGAACGGCTGACGCGCGGGCTATGCCTTGCCGATTTGGCGCAGGAGACGGCGTTTACGGCGGAGGCGATAGGTTTCAATCTTGGGCTGGCGCGTAACTCCGTCAGCAAAGATCTCAATCAGTTATGGAATGACGGCCTGGCAATCAAAAGCCGTGGCCGCCCGGTCTATTTTTTGGCATCGCCAGGCGCTGGAAACGTTGCTGGGACGTCAGCTGGAAGAGTC+ STY4012 100 STY3876 69.307 STY4012 98.8 STY2981
ATGAATGAAGCTGTATTACTGGGTGAAGGTTTCACCCTGATGTTTTTAGGGATGGGGTTCGTACTGAGCTTTCTGTTCCTGCTGATCTTTGCCATTCGCGGTATGTCTGCCGTGATTACTCGCTTCTTCCCGGAACCCGTCGCCGCGCCCGCACCGCGCGCCGTTCCCGCCGTGGACGACTTCACCCGCTTAAAGCCGGTGATTGCCGCCGCCATTCACCATCACCGCCTTAACGCTTAA- STY0065 99 STY3533 99 STY0065 96.3 STY3533
ATGGCTACAAGCAAACTGATTCAAGGCGATACGATTACTGAAACTACCCATGCAGCGAATGGTTTTGACCCTGCAACAAGCGATGATAAAATAAGCTATACTTCCGCTCGTGTTGCGAAACCGGTATACAATAAATATAAAAATTCCACGACTAAGCCGAAGGTATTCGGTTATTACACCGACTGGTCACAGTATGACAGCCGTCTGCAAGGCAATATGTCCCAACCGGGCCGTGGTTGTGATTTAACCAATGTT+ STY0018 100 STY0018 96.9
ATGACCAACATGACCCAGGCTTCGGCGACGGAGAAAAAGGGGGCCAGCGATTTACTCAGATTCAAAATCTTTGGTATGCCGCTACCGCTTTATGCCTTTGCATTAATTACTTTATTACTGTCTCATTTCTATAATGCTATACCGACTGACTTAGTCGGTGGTTTTGCTCTTATGTTTGTTATGGGGGCCATTTTTGGTGAAATCGGCAAACGTTTACCGATCTTCAATAAATATATTGGCGGCGCACCGGTTATG- STY0066 100 STY0066 98.7
ATGATTCAAGCCCCGGTTTACCGGGGCTTTTCTCCACCAGGGACAGAGGAAGAGCAGACCATGACCATTTCCATCCATGCCAGCGCATTTGACGTCAACAGCTGGTATCAAAAAATCACCTTAACCTTCATCAATGAGAGCGGTAATCCGGTCGATATGAACCATGCCGCAATATCATTCACGGCTTCCGGGCACATCGATCCATGGGGAAATAGCGGCGGTACGCTCAAAGGGAACCCGCCGCTTACGCTGAAT+ STY0019 100 STY0020 100 STY0020 60.92 STY0019
ATGAGACAATATACTATTAATAACGAATTTATTTATAATGAGTCGTTAAGAGAAATAATATCATTACATGATAAAAAAGTGCTAAAGGTGACGCTAATGCGTGCGCGTTGTTTAAGCTATCTTTTTGAAAATGCCTACAAGAAACTGATTACGCGGGAGATGATTTCACACGCAGTTTGGGGAGAGCGAAGTCAATTTGTTAGCGATGCTAATTTGACGCAACTTCTTTATCTGCTGCGACGAGATTTACAACAAA- STY0035 100 STY0038 67.647 STY0035 99.6 STY0038
ATGAAAAAACGTATTCCCACTCTTCTGGCCACCATGATCGCCAGCGCCCTTTATAGTCATCAGGGGCTGGCAGCCGATCTCGCCTCACAGTGTATGTTGGGCGTGCCGAGCTACGATCGTCCTCTGGTAAAAGGCGATACCAACGATCTGCCGGTTACTATCAATGCCGATAACGCTAAAGGTAACTACCCGGACGATGCCGTTTTTACCGGCAACGTGGACATTATGCAGGGGAATAGCCGCCTGCAAGCGGAT- STY0108 100 STY1809 90 STY0108 98.3 STY1809
ATGTCCGTAATCAAGAAAAATATCCCTGCCATAGGCCTGTGTATCTGCGCTTTTTTTATCCATTCTGCGGTAGGGCAACAAACGGTACAGGGCGGCGTTATCCATTTTCGCGGCGCGATTGTTGAGCCACTGTGCGATATTTCTACTCACGCCGAAAATATTGATTTAACCTGCCTACGCGAAGGTAAAAAGCAAATGCACCGGATAGACCTTCGGCAGGCATCTGGATTACCGCAGGATATTCAGTCCATTGCGA+ STY1183 100 STY4123 46.602 STY1183 100 STY4123
ATGATGAAAAAGATCCTTGTGGCATGTGGTACCGGCATGTCGACATCAACCATGATTGCACAAAAACTGCAGGACTTTCTTGCGGAGCAAGGCATTGCGGCAACCACGGCGCAATGTTGTCTGAATGAGATCCCGTTGAACTGTAACGGTATGGATCTCATCGTAACGTCCATGCGTACGCACAGTGACTATGGCATCCCGACGCTCAACGGCGCCGCCCTGCTGACAGGCATCAACGACGACGCATTAAAACAAG- STY1451 100 STY0660 58.654 STY1451 100 STY0660
ATGATCATGATGAAGCTGAAATCGGCGAAGGGGAAAAAATTTCTGTTATGCCTGCTGGCAGTGTTTATCGTTGCGGCATCGGTGGTAACGCGCGCGACTATCGGCGGTGTGATTGAGCAATATCATATTCCACTGTCCGAGTGGACAAGCTCTATGTATGCCATTCAGTCGGCAATGATTTTCGTTTACAGTCTGGTGTTCACTATTCTGCTGGCGATTCCTTTGGGGATCTATTTCCTCGGCGGAGATGAGTAA+ STY1402 100 HCM1.97 58 STY1402 99.6 HCM1.97
ATGCTTACAAAAACGTTATCAGTAGTTTTACTGACCTGTGCGCTATTTTCAGGCCAGTTACTGGCGAAACAGCAAGACCACGCATTCGTATGGTTTGCGACGGGAGGGCACCAGCTTAGACACGAAGCCGACAGCGATGAATTACGGGCGGCAGCGGAAGAATCCGCGGAAGGCTTGCGCGAGCACCACAACTGGCAGAAATCGCGCAAACCAGAGAGCTATTTTCGTTAA- STY1461 100 STY4103 61.682 STY1461 99.1 STY4103

STY4670 59.223 STY4670 32.69
ATGAGCAAAAAATCGGCGAAGAAACGTCAGCCCGTGGTAAAACCTGCCGTACAGGAGGCGATGAGCGCCGCTGTGCCGCTGGGCTATGAAGAGATGCTAACCGAACTGGAAGCCATCGTGGCGGACGCCGAAGCCCGGCTGGCAGAAGAAGAGGCCGCAGCCTGA+ STY3417 100 STY3931 62.5 STY3417 100 STY3931

STY0305 61.321 STY0305 17.04
HCM1.231c 64.706 STY0732 63.551 HCM1.231c 11.21 STY0732
STY1400 62.745 STY4611 62 STY2110 2.07 STY1400



STY3447 60.377 HCM1.167 57.426 STY3447 12.75 HCM1.167
STY2467 54.717 STY2467 11.1
STY0716 36.634 STY0716 10.5
STY3214 57.944 STY3367 48 STY3214 30.05 STY3367
STY1289 64.815 STY3652 62.5 STY3652 24.66 STY1289
STY2205 71.569 STY4597 68.627 STY4597 56.23 STY2205
STY1629 58.252 STY2434 44 STY1629 23.05 STY2434
STY3052 61.386 STY0018 56.863 STY3052 27.27 STY0018
HCM2.0131 70 STY0288 57.282 HCM2.0131 50.77 HCM1.54

ATGCGTGCGCTGGCGGTAGTGCTGGCGCTGGCACTTGCGGCGCTGGGCTGGCAGTCGTGGCGGTTAAACAATGCCAGCCACACCATCGAAACGCAGGGCGCGGCGCTGAAAAGCAAAACGCAGGAGCTGACGAAGAAAAACAGCCAGCTGATCGGCCTGTCCATTCTGACCGAAACCAACAGCCGGGAGCAGACGCGGCTTTATGCGGCTGCGGAGCAGACCACCGCACTGTTGCGAAGTCGCCAGCGCCGGATCG- STY4618 99 STY3684 86 STY4618 91.46 STY3684
STY2894 100 STY0628 70 STY2894 98.9 STY0628

STY3047 62.5 STY3214 61.386 STY2473 15.84 STY3966
STY3124 63.551 STY3124 13.72

ATGAAATCAATGAATATTGCCGCCAGCGGTGAACTCATCCCCCGTCTCTCCACCCACCGAAACGTAGTGGCACTGGAAAGTACCGACTTTACCGATGTGGCCGCAGTCGTCATTACCACTGCCGACAGCCGTAGCGGTATTCTGGCGTTGCTTAAACGCACCGGTTTTCACCTGCCGGTATTTATGCTTGCGGATGAACCCGTCAGCGCGCCTGTCGGCGTTACGGCGGTAATCGGCGGGAACGCGCAGGAATGG- STY3270 100 STY0739 79 STY3270 98.5 STY0739
ATGGAACAGCGAGCTTTTTTGATTGAAATTAAGAAGTTAATTGCATCGATAACGTCAAAAAACATGACTGTCAAGGGGTGTTCTACAGAGGATATACTGTATCTGGAAGAAAACTATGGAGAATTACCAAAGTCTTATAAATTATTTTTATCTCTTTTGGGTGTCGAATCTGGTGACTTTAAGGAAGGGACTGATCTTCTTTTTAAAGATATAAATGATATAAATAAGTATACAGTTGAGTTGATGCAAGAAAATA+ STY0327 100 STY0327 100
ATGAGTCGCAAGCAACTGGCGCTGTTTGAACCTGTTTTACTCGTACAGGCGCTAACGGATGCCGTAAAAAAATTAAGCCCACGCGCCCAGTGGCGTAACCCGGTGATGTTTGTGGTCTGGGCCGGCAGCGTGCTAGCCACTCTGTTAACGCTCGCTATGGTAACAGGACAAATAGCGGGAAGCGCCTTGTTTACAGGGGTGATCAGCCTGTGGTTATGGTTCACCGTACTGTTCGCCAATTTTGCCGAAGCACTG- STY0746 100 STY4235 88 STY0746 100 STY4235
ATGGCGATAGAGTATGTTGAAGGAGTCAATTATCTTTCCATTGAAGATATCGTTTACATCAACAGGTCTCTGATCGAGATTCAGACGCCAAATGAACCGATAGGCGTACTGAATCCGAACAACCTCAGTTCTTCCCAGTCCCGGCCAAGCACCATTCGATATTATGAGCAGACAGACGATATGTTTCGTCTGTCTGCTGTTCTAATTGAAAGCCTAATCCAGAATCATCCATTCGCAAACGCAAACAAACGCACCG+ STY1031 100 STY2305 61.321 STY1031 100 STY2305
ATGTGGACGGTATCTGATAACCAGAATGGCCCCGAAAGGGGCCTGAAGGAAACTGAAATGGCGAAAGAAAAGCTGGTTACCATCCATGTTCACACCCCGTTTACGCTGACGCTCGGCGATCAGTCAAAACAGGAGTTTGGCCGGGGACGACATAACGTACCGGAAGAAGTCGCGTCGCACTGGTTCACCCAGGCGCACTCTGAGCTTTCCGAAAGCGTGATTAGCGACACCGATGATCTGCAACCCATTATCGACG+ STY1053 100 STY2034 98 STY1053 100 STY2034
ATGCGATACAGACGTGAAGACGCCGATGGCGATTACACCTTTGGCAGCGGTGATGACACCTGGCTGATTAACTCACCGGAGGCCGTGGCGCAGGCGGTAAAAACGCGATTCGAATTGTGGTATGGGCAATGGTTTCTCGACACCACCGAGGGGACTCCGTGGATCCAGTCCGTACTCGGTAAGCAGAAGCCGGAAACCTACAACCTGGCGATCCGTAAGCGCATCCTCGAAACGCAGGGCGTTAAATCAATCCTCT+ STY1069 100 STY2017 92 STY1069 100 STY2017
ATGAAAATGCACAATGCCCCTCATTCCTGGCCTGGCTTACTGGAACTCTTACAAAGTTGGTGGCGTGGAGATACGCCGCTGGGCGCAGTGGTTATGTCAATTATTATGGCTGGTTTGCGCATTGCCTATTTTGGCGGTGGCGGCGGCTGGAAACGAAAAACGCTTGAGATTCTGCTTTGTGGTGCTCTGACGCTGACCTTTGCATCCGCGCTTGAGTATGTCGGATGGCCTAAATCACTTTCTGTTGCCATTGGTG- STY2045 100 STY2045 100
ATGCCCGGACTGATAGGCTACTGGAAGCAACTTCCCACCAAAGATGAATATATTAAAAAACACAATATGAGCAAAATATCCTGCTACAGTTGTGGTCACGAGAAATTCAGCGATGTTGGTTTGATACAGGTATGGGATAATCACAGAAGAATTCTTTGTGCTAAGTGTAAGACTACTCTTTTCAGAGAAGAGGATTAG- STY0945 100 STY4039 56.436 STY0945 100 STY4039
ATGCATATTAAGCATCGTGGAGTCGCAGACGTTTCCAGAAATAAAGTCAGTGTGACGGGGGGTTACATGTTAGAAGACTTACCAGAATCAGGGTATGCGGTTATACGTTGTTACGATCATTGTGTAGTGGCAAGGTTCGGTAGTATTCCGGATAGCGGACGCGCCCTGATGTATCGTCGTGGTGACGAGATATCTTTTGTTCCCCTTCACCCTGATGACATAGTTGGAACTCCAACATTATTTACGCAAATGTTAG+ STY1033 100 STY2633 60 STY1033 100 STY2053
ATGAGTTTCAAAAGCGGTGTAACAACGAGGGTGGATAACGCTAAGGCCATTCTGGATGCGCTCAGGTCGTTAACCAAAAAAGATGTGCTGGTCGGCATCCCTTCGGAAGACAGCGGGCGGGATGATGTTCCGTTTGGTAATGCGGGCATCGGTTACCTCAACGAATACGGCTCACCAGAGCAGAACATCCCGCCACGACCTCACCTGGTCCCCGGCGTTAAATCGGCAGAAGAGCAGACGGTGCCGCAGCTCAAAG+ STY1055 100 STY2032 90 STY1055 100 STY2032
ATGAGCAAATATACGGACTTAATTACTAACTATCATGCGACAAAACCTAAATTCGTTGAACACATCGATTTAGTGACCAGGCCGTTAGCTGAAACCTCAGCCGCAATAAATGGGCTAATAAGCGCTTTTGATATTGATTATGCGACAGGAATACAACTCGATATTCTCGGCCAGTGGATAGGGTTAAGCCGTGTTGTAAGCCAGCCAATAAGCGGTGTCTATTTCAGTTGGGACACTGACGGACTTGGATATGACC+ STY1071 100 STY2015 100 STY1071 100 STY2015
ATGAGAGAACTACCTAAAGATTATTTTTTAGGAGTAGATGATGAGCTCGTCGATTATCTTGAAAAACAAGGGGAAGAGACGATACGAGAGATTCATCTTTCTAACAAAACTAATGTTGAGAATGGATACAAACTTCTGAACATTCAGATTGTTGGAATTGGCTCATCTTTTTTATTGCTGACACAGAAAACTAATTTCGATTTTCTCACTGCTGGAATTACCACATTTACATTACTATGGACATGGTGCGCCATTT- STY2047 100 STY1478 57 STY2047 100 STY1478
ATGGCTTCAAACTGGATAAAGCTCGAGGTTATTACGCCGGATAAGCCGGAAATATTCAGGCTTGCTGAGATTCTGAATATTGATCCAGATGCCGCATTAGGGAAGGTTATTCGCTTCTGGGCATGGGCGGATCAACAAATGATAGACGGTAATGCAAATTGTAACGCTCGCGGCGTTACAAAAAGTGCAATAGATCGCATCACTTTTATGGCTGGTTTTGCTGATGCGTTAATTCAGGTTGGATGGCTGGTCGAAA- STY2063 100 STY1342 62.376 STY2063 100 STY4067
ATGACTGGTGTCACCCGTCAGATCGGTACGGTCAGTGCCGTTGATGCCGACAGGGTTCAGGCCCGCGTTCGTCTGCCTGAATGCGATAATCTGCGCACAAACTGGCTTAACGTGCTACAGCGCAATACCCAGGATAACAAGGATTACTGGCTCCCTGACGTGGGGGAGCAGGTTGAGGTGCTGCTCGATGCCAACGGCGAGGATGGTGTTATTCTGGGCGCGGTGTACTCAGACGTCGATAAACCGCCGTTCAGTG+ STY1633 100 STY4615 57 STY1633 100 STY4615
ATGAAAAAGTTAATATTCTTAACCTTATCTATAGTTAGCTTTAATAACTATGCTGTAGATTTTGTGTATCGTGTGGACTCAACCCCGCCGGACGTTATTTTTCGCGATGGGTTTTCACTACTTGGGTATAACCGTAACTTTCAGCAATTTATTAGTGGAAGGTCATGTAGTGGTGGAAGTAGTGACAGTCGCTATATTGCAACAACCTCAAGTGTTAATCAAACATATGCTATAGCCAGAGCGTACTATTCTCGCT- STY1890 100 STY1362 69 STY1890 100 STY1362
ATGGAGGCCGTAGAAATCCCACTGGTCGCTGATAATCAGACTTTTGCCACCACAATTAACGGTACGGTTTATCACCTGTCTGTCATCTGGCGCGGAGAGTACTGGGTTCTGGATCTTGCTGACAGCAATGGTTCCGCCATTATCTCAGGTATGCCGATGATTACGGGGGCTGACCTGCTGGCGCAGTATCGATATATGAATCTCGGGTTTTCGCTGGTGGTACTCTGCGACGTGGCAGGACAGGAAAACCCGACGC- STY2024 100 STY1063 68 STY2024 100 STY1063
ATGAACCGTATTTTTCAAACTACCGGGCATTTGATCGGAGGCGTAATGTTATGGGCGGTTTGCAATACGCTACCTGCTGCCACGCCTAATGTGCACTACAGCGGTAAGCTGGTTGCCGGAGCCTGTAACCTGGTAGTGGATAATGACACGATGGCGACGGTGGATTTTCATACTATTGGCAGTGACAATTTCGACGCCAGCGGGCAAACGACTCCTGTTCCATTCACACTTAGCCTCCAGGATTGCAAAACAGCGC+ STY3090 100 STY2081 60 STY3090 100 STY4111
ATGAACAAAATTTCAACATATCGAAAACAGCTTGGGCTGTCTCAAAGACAACTTGCTGTTCAGTTAGGGTGGATACAAAGCCGACTGGCAAATTACGAAGCAAATTTTCGTACCCCTGGACTAGAGGAGTGCAGAAAAATTGTTTCTACCCTTAATCGGCTTGGCGCTCATTGTGGACTTGACGATGTATTCCCCCCAGACGGTAAGCATAGCGAAAACAGCATAGGAGCGGTTGATTCATGA- STY2065 100 STY2066 47 STY2065 100 STY2066
GTGAAATATTTTGTGAAAATGGTTGATACAGGCAGTCTGACGCCGGTAGCGGAAATGGCAGATAAATTTCTGGTGCAGGCGAAAAGATTTCCGTCAATATCACAGGCAGAATTATGGCAAACCAGCTTTACCAGCAAAAGGGTATGGCTTCGAGTGGTTTTTAGTAAACGAGAGTAA- STY2209 100 STY1339 91 STY2209 100 STY1339
TTGAATCACGCAACAACCAGTTACTGTCATCTGATGAAAAAGGCTGTGCATAACAGAATCAGGACTGACTGGCATCAGGGTCATGTGCTTCAGCAGCAAATACATAAAATGAAGCAAGATATAAAGAATGAAGGAAAAATCGAGTATGAAAAACGTACAGAATTGTCTGAAGTAACTTCCCTGCAGCATTGA+ STY2003 100 STY1413 60.952 STY2003 100 STY1413

STY1077 100 STY1883 74 STY1077 100 STY1883
ATGGTGGATTTACGTAAAGCGGCGCGGGGGCAGATGTGCACCGTCAGAATTCCTGGCTACTGCAATCACAATCCCGAAACATCTGTGCTGGCGCATTACAGGCTGGCGGGGACGTGCGGAACAGCGACAAAACCACACGATATGCAGGCAGCGATTGCCTGCAGCTCATGCCACGATTTAATCGACGGGCGGGTAAAAACCAGCGATTACACCAAAGAAGAATTACGCCTGATGCATGCAGAAGGTGTTTTTCGCA- STY2051 100 STY0364 61.386 STY2051 100 STY0364
ATGACTAATGCAGCTCTGCTATTAGGTGAAGGCTTCACTCTGATGCTCCTCGGCATGGGATTCGTGCTGGCGTTTCTGTTCCTGCTGATCTTTGCCATTCGCGGTATGTCTGCCGTGATTACTCGCTTCTTCCCGGAACCCGTCGCCGCGCCCGCACCGCGCGCCGTTCCCGCCGTGGACGACTTCACCCGCTTAAAGCCGGTGATTGCCGCCGCCATTCACCATCACCGCCTTAACGCTTAA- STY0065 100 STY3533 100 STY3533 100 STY0065
ATGAGCCATGCTGATATGAACAACTGCAGCGGCTTTAACGAGGCCGCCGCAGCATTCTCATGGAACAGCCCGAAAAAGGCTATTAACCCTTATCTGGACCTGGCGGAAGTTGCGCCGGTTTCTGCGCTTTCAAACCTGATCACTCTGTACGCTGCCGATAACGAGCAGGAACAACTGCGCCGCGAGGCACTGAGTGATCAGGTTTGGGAGCGTTATTTCTTTAATGAATCCCGTGATCCTGTCCAGCGCGAAATG+ STY3668 100 STY4635 95 STY3668 100 STY4635
ATGAACCGGTTGCTGCTGGTTGTGCTGGCGTTATTACTGGCGGCGCTGGGCTGGCAGACGTGGCGGCTGGCTGATGCCAGCCAGACCATCAGCACGCAGGCAGACGAGCTGCAGAGCAAAAGCCAGGCACTGGCAAAGAGCAACAGCCAGCTTATCAGCCTGTCCATTCTGACTGAAACCAATAACCGGGAGCAGGCGCGGCTCTATGCCGAAGCAGAACAGACCAGCGCACAGCTGAGACAACGACAACGCCGGA+ STY3684 100 STY4618 91 STY3684 100 STY4618
ATGACCGGAAAACCGTCAGAACGTCATACTGGTTTTATAATTTCCGGTGAAATGATGGTGCGTGACTGCTTCGGAAATGAATACCTTATTCATGCCGGCGAAGCATTTGAGGTTTCTGAGAATCATGATGCCTGGGTAGTGGGTGATACTCCGTGTGTTGCGCTGGATTTCACGCATTTCCTCCGCTGA+ STY4663 100 STY3574 53.398 STY4663 100 STY3574
ATGTTGACTGACAGCAAGATCCGCGCCGCGAAACCCCTCGCAAAATCCTATAAACTCACTGATGCACAAGGTCTGTACCTGACGGTATCCACCAGTGGTTCAAAGCTATGGTATTTCCGCTACCGTTTTGAAGGTAAGGAAAATCGTCTGGCCTTCGGCCCCTATCCGCAGGTTACGCTGGCGGAAGCCCGCGAAAAGCGCGATGCGGCGCGTAAGCTGCTGGTATCCGGCGTTTGCCCTTCTCTGCCCCGCAAG- STY4680 100 STY4678 97 STY4680 100 STY4821
ATGAAAATGAACGTAACGGAAACGGTAAAACAAGCCTGCGGCCACTGGTCGCGTATTCTCCCGGCGCTGGGTGTGAAGGTGATTAAAAACCGCCATCAGGCCTGTCCGGTGTGCGGCGGCTCTGACCGTTTCCGCTTTGACGATAAAGAGGGACGCGGGACGTGGTTCTGCAACCAGTGCGGCGCGGGTGACGGGCTTAAGCTGGTTGAGAAGGTATTTGGCGTGTCGGCCTCCGAGGCCGCCGGAAAGGTGGAT+ STY4832 100 STY4832 100
ATGAGTGGGGGGAAATTGCCGGAGGGGTGGGTGACAACCCATCTTTCAGAAATATGCAGTAAGCCTCAATATGGCTACACAACTAAGTCAAGCTCTATGGGGGATGTAAAATTTTTAAGAACAACCGATATTACAAAAGGAGCGGTTGACTGGTCCAGTGTACCTTATTGCATGGATGCCCCGGAAGATGTTTCAAAATACCAATTACAGGACAGAGATATTGTGATATCTCGAGCCGGTTCGGTTGGGTTTAGT- STY4881 100 STY4881 100
ATGAAATCGCATGATCGTTTGAGGATCGTTTTTGCTCAGGCCCGCCAGAACTGGCGGGCTTTTGCTTATGTCATGCAGGTGCATGAAAACCACTACACAAAGCGGGCAGGCGTGGCGGGGATACGAGCGCGCGCTCAGCGTCTCACGTTAGGTCCAAAGTCCTTGCAAGCAAAAAAGCTTACCTTTATCTTTCAATTAGAATTGTCTGCAAAAAAGTAA- STY4632 100 STY3516 92.079 STY4632 100 STY3516
ATGCCCCACACTGATACTCCTGAACAGGCTGCTGTCATCGCATGGAAGGGCGAACGTCTGGTTGTCTGTGCTTTTGCCGGGAGTGGCAAAACCACCACACTTCGTCGTTATGCTGAGGAAAATCCAACGGAACGAATGCTCTATATTGCTTATAACCGTGCCATTCGGGATGAGGCGGAGCAGAAATTCCCCTTCAACGTTACCTGCAAAACATCGCATCAACTGGCCTGGCCGACGGTCGGGAAACATTACAGT+ STY4664 100 STY3132 64.151 STY4664 100 STY3132

STY3315 60.784 STY3315 46.54



ATGCGAAAACTCTGGAGAGCGTTACTCAGGCCAAGCACCCGTTGGTCGATACTGGCGCTGGTCATTGTCGGGATTGTGATCGGCGTTGCGCTGATCGTGTTACCTCACGTCGGTATCAAACTGACCAGTACGACAGAGTTTTGCGTCAGCTGCCATAGTGTGCAGCCGGTGTATCAGGAATATAAACAGTCCGTACATTTCCAGAACGCTTCCGGCGTACGCGCGGAATGCCACGATTGCCATATCCCCCCCCGA+ STY3955 100 STY2481 76 STY3955 99 STY2481
ATGAAAATTACTGTACTGGGATGCGGAGCCTTAGGACAACTTTGGCTTTCGGCACTGTGCAAACATGGACATGACGTACAGGGCTGGCTACGGGTGCCACAACCTTATTGCAGCGTAAATCTGATCGATACCGATGGTTCCTTTTTCAACGAATCACTGACGGCAAACGATCCGGATTTTTTGGCGAAGAGCGAACTGTTGTTAGTCACGCTGAAAGCGTGGCAGGTTTCCGACGCAGTACGAACCCTGGCGTCA+ STY0473 100 STY4772 66 STY0473 98.7 STY0985
ATGACGCAGGCAGTTATGTTGCAGGGGACGGCATCCGACGTCGGCAAAAGTGTGCTGGTGGCCGGTTTATGCCGCATTTTTTATCAGGATGGTCTGCGTACCGCGCCGTTTAAATCGCAAAATATGGCGCTTAATTCTGGTATTACGCCGGATGGTAAAGAGATGGGGCGGGCGCAGATTTTTCAGGCGGAAGCCGCGGGGATCACGCCAGATGTGCGTATGAATCCGGTGCTGCTCAAACCGACCAGCGATCGC- STY2222 100 STY3554 59.406 STY2222 98.6 STY3554
GTGAAACATCTGCACCGATTTTTTAGCAGCGATGCCTCTGGGGGCATCATTCTCATCATCGCCGCTGCGCTGGCTATGCTGATGGCCAATATGGGCGCGACCAGTGGATGGTATCATGATTTTCTGGAGACGCCGGTTCAGCTACGGGTTGGGGCGCTTGAGATCAACAAAAACATGCTGTTGTGGATCAACGATGCGCTGATGGCCGTGTTTTTCCTGTTGATTGGCCTGGAAGTTAAGCGCGAACTGATGCAA+ STY0047 100 STY2479 58.929 STY0047 98.5 STY2479
ATGAAGATAATTACTTGCTACAAATGCGTACCTGATGAGCAGGATATTGCGATTAATAATGCTGACGGAACACTCGATTTCAGCAAAGCGGATAGCAAAATCAGCCAATATGATCTGAATGCAATTGAAGCTGCTTGCCAGTTAAAACAGCAGTTGGGAGACGCTCAGGTTGTCGCCATGAGCGTTGGCGGCAAAGCGCTGACTAATGCAAAAGGGCGCAAAGATGTCCTCTCTCGTGGCCCTGATGAACTGATTG+ STY0085 100 STY2668 65.714 STY0085 99.6 STY2668
ATGAGTAACGCGATTACGATGGGTATTTTCTGGCATCTGATAGGGGCGGCCAGTGCAGCCTGCTTCTATGCCCCGTTCAAGCAAGTGAAACAGTGGTCATGGGAAACCATGTGGTCAGTGGGCGGCATCGTCTCATGGCTTATTCTGCCGTGGACAATTAGCGCTCTGTTACTGCCTGATTTCTGGGCCTATTATGGGCAGTTTAACCTCTCCACCCTTTTACCGGTTTTTCTGTTCGGCGCCATGTGGGGCATC+ STY3823 100 STY3252 61 STY3823 99 STY3252
ATGCTATATATTTTTCGTCTTATTGTTACCGTTATTTACTCCATTCTGGTCTGTGTTTTCGGTTCTATTTACTGCCTTTTCAGCCCACGTAACCCAAAACACGTGGCGACGTTTGGACATATGTTCGGTCGTCTGGCCCCGCTGTTTGGCCTGAAAGTGGAGTGCCGCAAACCCGCCGATGCGGAAAACTATGGCAATGCTATCTATATTGCTAACCATCAGAATAATTATGATATGGTCACGGCGGCGAATATTG- STY3350 100 STY4275 61.538 STY3350 99.3 STY4876
ATGAAAAAAATTGGCGTAGTGCTCAGCGGATGCGGCGTCTATGACGGCACCGAAATTCATGAGGCCGTTCTGACGCTGTTGGCCATTGCCCGCAGCGGCGCGCAGGCTATCTGCTTCGCGCCGGATAAACCACAAGCGGATGTTATTAATCACCTGACCGGCGAAGCTATGGCGGAAACGCGTAACGTCCTGATTGAGGCGGCGCGTATTACGCGGGGCGATATTCGTCCTCTGTCCCAGGCTCAGCCAGAGGAAC- STY3506 100 STY0749 60 STY3506 98.9 STY3109
ATGAGTCTGTTTCCCGTTATCGTGGTGTTTGGTCTTTCCTTCCCACCGATATTTTTCGAATTGCTTTTGTCACTGGCTATTTTTTGGCTGGTGCGTCGGATGCTTGTGCCGACGGGCATCTATGATTTTGTCTGGCATCCGGCTCTGTTCAATACCGCGCTGTATTGTTGTCTGTTTTATTTAATATCGCGCCTGTTCGTTTGA- STY3546a 100 STY3546a 100
ATGGCAAACTTTTTTATTAGACGTCCTATTTTCGCCTGGGTTCTGGCCATTATCCTGATGATGGCTGGCGCACTGGCAATAATGCAACTTCCCGTTGCGCAGTATCCAACCATTGCGCCGCCAGCGGTTTCTATTTCTGCAACCTATCCTGGCGCGGATGCGCAGACGGTACAGGATACGGTTACTCAGGTTATCGAACAAAATATGAACGGTATCGATAACCTGATGTATATGTCCTCTACCAGCGACTCTGCT+ STY3570 100 STY0519 92 STY3570 98.8 STY0519
ATGAACAAGGTTGCTCAATATTATCGTGAACTGGTGGCCTCATTAAGCGAGCGTTTACGCAATGGCGAGCGCGACATTGATGCGCTGGTGGAGCAGGCGCGCCAGCGCGTGATGCAAACAGGGGAGTTAACGCGAACCGAGGTGGACGAACTGACGCGCGCTGTCAGACGCGATCTGGAAGAGTTCGCCATGAGCTACGAAGAGAGCCAGGAAGATAGCGTCTTCTTGCGGGTGATTAAAGAGAGTCTCTGGCAGG+ STY0704 100 STY0637 50.485 STY0704 97.48 STY0637
ATGATGAGTACTGAAATCAAAACTCAGGTCGTGGTACTTGGGGCGGGCCCGGCAGGCTATTCTGCCGCTTTCCGTTGCGCTGATTTAGGTCTGGAAACCGTAATTGTAGAACGCTACAACACCCTTGGCGGTGTTTGTCTGAACGTCGGCTGTATCCCTTCTAAAGCGCTGCTGCACGTAGCAAAAGTTATCGAAGAAGCCAAAGCGCTGGCTGAACACGGTATCGTCTTCGGCGAGCCGAAAACCGATATCGAC+ STY0177 100 STY0120 62.5 STY0177 98.3 HCM1.231c
ATGTTAGGTTGGGTGATTACCTGCCATGACGATCGTGCACAGGATATGCTTGATCGCCTGGAGAGAAAAAATGGTCCGCTGGCGCAATGCCGGGCGGTCAATTTTTGGCGCGGTCTGAGCTCAAACATGCTGAGCCGCATGATGTGTGATGCCCTCCATGCCACCGATTCCGGTGAAGGCGTGATATTTTTAACCGACATTTCCGGCGCGGCGCCTTATCGTGTAGCGTCGCTGATGAGCCATAAACATCCTCAAT+ STY0196 99 STY3814 59.813 STY0196 89.6 STY0786
ATGGCTGGCTGGCATCTTGATACCAAAATGGCGCAGGATATCGTGGCGCGCACTATGCGCATCATCGATACCAATATCAACGTAATGGATGCCCGCGGGCGTATTATCGGCAGCGGCGATCGGGAACGTATTGGTGAATTGCACGAAGGCGCGTTGTTAGTGCTGTCACAGGGCCGGGTTGTGGATATCGACAACGCCGTGGCGCGACACCTGCACGGGGTGCGTCAGGGGATTAATCTTCCCTTACGCCTTGAG+ STY0232 100 STY2732 68 STY0232 97.9 STY2732
ATGGTGAGAACAGCAATATTGTCAGTAGCGGCAGCCTGTACGCTATTTGCATTGATAGGGTGTAATAACCGTGCGGAAGTTGACGCCCTGCAACCTGCGCAGGCGGCGGAATTAAAACCCATGCAGCAAAGCTGGCGCGGCGTGCTGCCCTGTGCGGATTGTGAAGGTATTGAAACGTCACTGTTTCTGGAAAAAGACGGCACATGGGTGATGAACGAGCGCTATCAGGGCGTGCGCGAAGAACCTTCCTCTTTTG+ STY0266 100 STY2384 58.416 STY0266 98.9 STY2384

STY1536 75 STY1355 66.346 STY0871 11.22 STY1536
STY0589 57.426 STY0589 13.22

ATGAAAAAGAAAAGACCCGTACTTCAGGATGTAGCCGACCGCGTGGGCGTGACCAAAATGACGGTCAGCCGCTTTTTGCGTAACCCGGAGCAGGTCTCCGTGGCGCTGCGGGGCAAAATTGCCGCTGCACTTGATGAGCTGGGTTATATTCCCAATCGCGCTCCTGATATCCTTTCTAACGCCACCAGTCGCGCTATCGGCGTGCTGTTACCGTCTCTCACCAACCAGGTCTTTGCGGAAGTGTTACGCGGCATT+ STY4268 100 STY4819 66 STY4268 96.2 STY4819
STY4573 63.462 STY3917 57.009 STY3917 12.26 STY4573

ATGAATATGAACAGATTTGCTGCATTAGCCGCCCTGTTAACGTTCACGGGTCTGGCATCATGGTCGCCCTCGATCAGCGCGGCATACAATACCGCAGATGCCGTAGACATTAACGTTACGGGATTAATTTATGCCGATCCGTGTACCGTGACGGTACCTGACACGATCTCTCTTGGGCAATATGCCCGGGCGGATATCGCTGTGGCCGGTGGCAATACCGCCACCATTCCTTTCACCATAAAAATGACGAATTGCC- STY4940 100 STY0024 57.658 STY4940 97.8 STY0024
STY2309 63.107 STY4003 54 STY2309 7.16 STY4003
STY4835 95 STY0602a 64 STY4835 62.82 STY0602a
STY0281 62.617 STY2584 60 STY2584 23.67 STY3394

ATGGCAGTGATTGACCTTTCCCGGCTGCCCGCGCCGCAGATAGTGGACGTGCCGGATTTTGAGACGCTGCTGGCTGAGCGCAAGGCCGCTTTTGTGGCTCTTTATCCTGTGGATGAACAGGACGCGGTGCGGCGCACGCTGGCGCTGGAATCTGAACCCGTCACCAAGCTGCTGCAGGAAAGCACATACCGCGAAATCCTGCTGCGCCAGCGTATTAACGAGGCTGCGCAGGCGGTGATGGTGGCCTATTCGATGG- STY4613 100 STY3689 88 STY4613 90.8 STY3689
STY2834 35.644 STY2834 7.83

ATGTGCGAACTGCTTGGGATGAGCGCCAATGTGCCGATGGATATCTGCTTTAGCTTCACCGGACTGGTGCAGCGTGGCGGCGGAACCGGGCCGCATAAAGACGGCTGGGGAATTACCTTTTACGAAGGAAAGGGCTGTCGCACGTTTAAAGATCCGCAACCGAGCTACCATTCGCCGATTGCGAAACTGGTACAGAATTACCCGATCAAGTCCTGCTCGGTTATCGCTCATATCCGTCAGGCTAATCGCGGTGAAG+ STY0356 100 STY0004 61.321 STY0356 99.5 STY0004
ATGAATAATCATACTAAACGACGGGGAATAGCATTAACCGTCTTTCTTGTCGGGGTTAACATCCTGGCCTAGATTTGGGCGTTCTGTGTTTTTCATCACCATGCAGTCATGCTAAGCGCAGCCATACTGGCGTATAGCTTTGGGCTGCGTCATGCGGTTGATGCCGATCATATCGCAGCCATCGATACCGTCACCCGTAAACTGATGCAGCAGGGTAAAACGCCTTTAGGCGTGGGGGCGTTTTTTTCATTGGGT- STY2901 100 STY2769 61.386 STY2901 98.87 STY2769
ATGAAGGGTACTGTTTTCGCCGTTGCGTTAAACCATCGCAGCCAGCTTGATGCCTGGCAAGAGGCTTTCTCTCAGCCTCCCTATAATGCGCCGCCTAAAACCGCAGTGTGGTTCATCAAGCCGCGTAATACGGTGATTCGTCACGGCGAACCCATTCCTTATCCGCAGGGAGAAAAGGTACTGAGCGGCGCGACAGTGGCGCTCATTGTGGGGAAAACCGCCAGCCGGATACGCCCTGAAGCGGCGGCGGACTAT+ STY1134 100 STY2407 68.317 STY1134 99.1 STY2407
ATGGAGATAATTTTTTATCACCCGACATTTAACGCCGCCTGGTGGGTAAATGCGCTGGAGAAGGCTCTCCCACATGCGCGCGTTCGTGAATGGAAGGTCGGTGATAACAACCCCGCAGACTATGCGCTTGTATGGCAGCCCCCGGTTGAAATGCTGGCCGGAAGACGCTTAAAAGCCGTCTTTGTGCTGGGCGCGGGGGTGGATGCAATTCTGAGTAAATTAAATGCGCATCCGGAAATGCTGGACGCCTCCATT+ STY1172 100 STY4156 66.99 STY1172 99.7 STY2040

STY4624 59.615 STY4624 8.36
ATGCCAGCAAAGCCCCGGACGAGTAAGACCGTGACGAAGAATATTCGTTTTTCCTATTCCATGCTTGAACAGATAGAATTCGCGTTGAAATCTGAAAAGACGCGGAATTTTTCAGCATGGGTAAAAGAGGCCTGTCGGGAAAAGTTATGTAACACGGGACATAAGCTGTAG+ STY1124 100 STY2329 79 STY1124 99.4 STY2329
GTGTGTGCGCATAATCGCGTTCAAGAGAACGCGGGTGATGTATACCTACAACTCAAGGTGCTATCCATGGGAAGACAAAAAGCAGTGATCAAAGCTCGTCGTGAAGCAAAGCGTGTGTTGAGACGAGATTCGCGTAGTCATAAGCAACGTGAAGAAGAATCGGTCACGTCACTGGTACAGATGGGCGGAGTAGAAGCCATTGGCATGGCGCGCGATAGTCGCGATACCTCTCCTGTTAAGGCGCGAAATGAAGCAC+ STY1162 100 HCM2.0026c 79 STY1162 99 HCM2.0026c
ATGCAATTTAAAAATACTCCACAACGTTATGGCGTAGTTTCCGCCGCCCTCCACTGGCTGACCGCCCTAGTGGTCTATGGCATGTTTGCGTTGGGTTTATGGATGGTCACGCTCAGTTATTACGACGGCTGGTATCACTAGGCGCCGGAAATACATAAAAGTATTGGCATGTTACTGATGATGGCGCTGATCGTGCGTATTATCTGGCGGCTTTATTCTCCGCCGCCCGTTGCGTTGACCAGCTATTCCCGTTTAA- STY1195 100 STY3579 60.577 STY1195 97.7 STY3579
ATGATCAAAGGATGCATCGCGGTTTCTCTGGGCTTGCTGCTGCTTACCGGCTGCCGGTCACATCCTGAAATTCCGGTAAGCGACGCGCAGTCGCTGGTGATGGAGTCCGCGGTTCTGGCGGCGGGTGTCACCGCAGAGCCGCCTGAACTGACGGCGTCTGATATCCAGCCATCAGCTTCTTCCCGCGTCTATAACGAAAGGCAAGAGCCCATAACCGTTCATTATCGGTTTTACTGGTATGACGCGCGGGGGCTGG+ STY1246 100 STYrarB 71.287 STY1246 98.9 STYrarB

STY3759 77 STY0646 66.019 STY3759 47.89 STY0646
ATGGAAGCCTATGCTGTTTTTGGAAATCCGATTGCGCACAGCAAATCGCCATTTATTCATCAGCAATTTGCTCAGCAGCTAGATATTGTTCACCCCTATGGTCGCGTGCTGGCCCCCATTAATAATTTCATTAATACGCTTGATGCCTTTTTCGCGGCAGGGGGAAAAGGCGCAAACATCACAGTACCTTTTAAAGAGGAGGCGTTTGCGCGTTCGGATGAGTTAACGGAACGAGCATCGCTGGCGGGAGCCGTCA+ STY4396 100 STY4396 97.84
ATGTCCGCTGGCGCGACATGCTGCTTTGTGTCAAGATTAGGGCACAGGCAACATGCTAAGGAACGCCATGAAAAAGTTTTTTTTGCCGCTGCGCTGGTAGTTAGCGGCCTGTTAGTGGGTTGTAATCAACTTACGCAATACACCATTAGCGAACAAGAAATCAATCAAGCGCTTGAAAAACGGAATAATTTCTCAAAAGATATTGGTCTGCCTGGCATTGCCGACGCGCATATCGTATTGACTAACCTTGCCAGCC- STY1202 100 STY4787 89 STY1202 98.6 STY1673
ATGAAAAAATTAACCATTGGTTTAATTGGTAATCCTAATTCCGGCAAGACCACCTTATTTAACCAACTCACCGGCGCGCGTCAGCGCGTGGGGAACTGGGCGGGCGTCACCGTCGAGCGTAAAGAGGGCCAGTTCGCGACAACTGACCACCAGGTCACGCTGGTAGATTTACCCGGCACCTATTCTCTGACGACCATCTCGTCACAAACCTCTCTCGACGAACAGATCGCCTGCCACTACATCCTGAGCGGCGAC- STY4290 100 STY0054 63.81 STY4290 98.7 STY0054

STY1287 61.165 STY2981 60.377 STY1159 15.53 STY3946
ATGACTCCGTTTACACAATCACAGCGCATAAAAGCGTTGTTCTGGCTATCGCTATTCCATTTACTGGTGATCATTTCCAGTAACTATCTGGTGCAGCTCCCCATCACTATTTTTGGTTTCCACACGACCTGGGGCGCGTTTAGTTTTCCTTTTATTTTTCTCGCCACCGATCTTACCGTGCGTATTTTTGGCGCACCGCTGGCGCGCCGCATTATCTTCGCCGTCATGATCCCTGCGCTGCTGGTGTCATATGTGG- STY4232 100 STY4232 99.5
ATGAGCGATAATACGTTGGTATCTGATTATGGAATGTGCGAAGAAGAGCAGGTGGCGCGTATTGCCTGGTTCTACTATCACGATGGATTGACGCAGAGTGAAATCAGCGAGCGTCTGGGGCTAACCCGGCTAAAGGTTTCTCGTCTGCTGGAGAAAGGGCATCAGTCCGGTATTATTCGCGTACAAATCAACTCCCGTTTCGAAGGGTGTCTTGAGTATGAAAATGCCTTGCGTAACCACTTCGCATTGCAGAAT+ STY3797 100 STY2693 74.257 STY3797 99.4 STY2693

STY1562 65.094 STY3006 64.545 STY3006 22.5 STY1562
STY0605 67 STY0605 19.39

ATGGCAGGAAATAAACCCTTCAACAAACCACAGACTGATGCCCGCGACCGCGATCCGCAGGTTGCCGGGATAAAAGTGCCGCCGCACTCGATTGAAGCGGAACAGTCGGTGTTGGGCGGTTTAATGCTGGATAACGAGCGCTGGGACGATGTGGCCGAGCGCGTGGTGGCGGAAGATTTCTATACCCGCCCGCATCGCCATATCTTTACGGAGATGGGGCGCTTGCAGGAAAGCGGCAGTCCTATCGACCTGATT+ STY4442 100 STY4522 78 STY4442 99.4 STY4522
ATGAAAAATTTGAAAGTCAGCCTGGCCTGGCAAATTTTGCTGGCTATGGTGCTGGGCATTCTGCTGGGCAGCTATCTGCATTATCACAGTGACAGCCGTGAATGGCTGATTGCCAATCTGCTGTCGCCTGCTGGCGATATCTTTATCCATCTGATTAAAATGATCGTCGTGCCAATCGTGATCTCGACTCTGATTGTCGGCATCGCCGGCGTTGGCGATGCAAAACAGCTAGGCCGTATCGGCGCCAAAACCATT+ STY4482 100 STY4189 68.932 STY4482 98.2 STY4189
ATGCGAATTGGACACGGTTTTGACGTACACGCGTTTGGCGGAGAAGGGCCGATTATTATTGGCGGCGTGCGTATCCCTTATGAAAAAGGGCTATTGGCGCATTCCGATGGCGATGTGGCGTTACATGCGCTGACCGATGCGCTGCTGGGCGCGGCGGCGCTTGGCGATATCGGCAAGCTCTTCCCGGATACCGATCCGGCATTTAAGGGAGCGGATAGCCGCGAACTACTGCGTGAAGCCTGGCGTCGTATTCAGG- STY3054 100 STY3054 99.2
TTGAAACATAAACACGGGTGGGCAAGCGTTGTCTGCTGCTTTGTACTCTTTATTGTGGTGTGTCTTTCATTAACTATGCATGTACAAGGCGCTTTTCGCGCGGCAGGGCATCCTGAGATTGGACTGTTATTTTTTACGTTGCTTGGTGCGGTGGCCAGTTTTTGTTCTCACCGACGCGAGGTGATCCGACCGCTGATCGGGGCGATGCTGGCGGCGCCGTTTTGCCTGGTGTTAATGCGCGTGGTATTTATGCCTA+ STY0904 100 STY2614 56.863 STY0904 98.7 STY2614
TTGCGCCATCAGGCACACATCGTTAAGATCGCGATACCGCCCGTCAGACGAGTAACTTACGTGAAACAATACGCCATACAACCCGCCACACTCGAATTTAACGCTGAGGGTACACCTGTTTCCCGAGATTTTGATGATGTCTATTTTTCTAATGACAATGGACTCGAAGAGACACGCTACGTTTTTCTTGGCGGCAATCGTCTTGCGGAGCGATTTCCCGTACATTCACATCCATTATTTATAGTCGCGGAAAGC+ STY2610 100 STY0131 67 STY2610 98.6 STY2281

STY1097 36.275 STY1097 7.49
HCM2.0017c 63.462 HCM2.0052c 62 HCM2.0052c 10.34 STY1491a

ATGAAACATTTACGCGTGGTGGCCTGCATGATCATGCTGGCGCTGGCGGGATGCGATAACAACGATAAAACCGCCCCGACGACTAAAAGCGAAGCGCCAGCCGTAGCGCAGCCCTCGCCCGCGCAAGACCCGTCACAGCTACAAAAGCTGGCGCAGCAAAGCCAGGGCAAAGCGCTCACGCTATTAGACGCCTCCGAAGCGCAGCTCGACGGCGCGGCGACGCTGGTGCTGACGTTTTCAATTCCTTTAGATCCT+ STY2778 100 STY0002 65 STY2778 99.1 STY4769
ATGAAAACCCGTACTCAACAAATCGAAGAATTACAGAAAGAGTGGACACAACCGCGCTGGGAAGGCATCACCCGCCCGTACAGCGCGGAGGAGGTGGTGAAATTACGCGGCTCGGTTAACCCGGAATGCACGCTGGCGCAGCTCGGCGCCGCGAAAATGTGGCGGCTGTTGCACGGTGAAGCGAAAAAAGGCTATATCAACAGCCTGGGCGCGCTGACTGGCGGTCAGGCGCTGCAGCAGGCGAAAGCCGGTATT+ STY4402 100 STY0400 84 STY4402 98.9 STY0400



STY1633 78 STY4884 64.762 STY1633 33.11 STY4884
ATGAGCGTATTACGTTCGTTATTAACTGCTGGGGTGCTGGCATCAGGCCTGTTCTGGAGCCTGAGTGGAATTACTGCCACGCCAACGCCGCAGGAGTCGGATCAACGCTGGACGGTCACCCAGCAGCGTAATCCGGATGCTGCCTGTCTGGACTGTCACAAGCCGGACACCGAAGGTATGCACGGTAAACATACGGGCGCTATCAACCCGAACAATAAATTGCCGATAACCTGTACCAACTGCCACGGTCAACCGT+ STY4476 100 STY2599 62.5 STY4476 99.5 STY1899
ATGCTAAAGGTGTTTAATCCCTCACCTGTCCAGGTGGGGAGCATTGAATGTTTACAATCAGCGCAAAACTGGCAGAGGAAATCCTTATCACTTCAGGGATTAAATTTACTGCAGTCCGTACTCATCAAGCTCACCACGGGTAAAATTTCAATTACGACATCGTCCGGGGAGTATATTACGGCATCAGGGCCAATGTTAATATTTTTAGCTAAAGATCAAACCATTCATATCACTATGGAAGAGACTCATGAACAGT- STY4515 100 STY2988 68 STY4515 99.4 STY2988
GTGCGCCTGATTATCGCTTTTCTGATGGCCTGGTGCCTCAGCACGGGGGCGTTCGCCGCAACGGCCCCCGACGCCAAACAAATCACGCAGGAACTGGAGCAGGCAAAAGCGGCGAAACCCGCTCAGCCGGAAGCCGTTGAGGCGCTCCAGACTGCGTTAAACGCGCTTGAAGAGCGAAAAGGCTCGCTTGAGCGCGCGAAACAATATCAACACGTTATTGATAATTTCCCTAAGCTATCCGCCACCTTGCGCGCC+ STY4707 100 STY0522 72 STY4707 98.97 STY0522
ATGTTTCCTCAAAGCAAATTTTCACGCGCGTTTTTGCACCCGCGCTACTGGCTGACGTGGTTTGGCGTTGGCGTCCTCTGGTTACTGGTGCAGCTTCCCTACCCGGTTTTGCGTTTTCTGGGCACCCGCACCGGTAAGCTGGCGCGCCCCTTCCTGAAGCGACGTGAGTCGATCGCTCAGAAAAACATTGAACTCTGTTTTCCGACCCTCTCCCGGGAAGAAAGGGAAAAACTGATCGCCGAGAATTTCCACTCT+ STY2639 100 STY1192 70 STY2639 99 STY1192
ATGTCTCAGGTTCAAAGTGGCATTTTGCCGGAACATTGCCGTGCGGCAATTTGGATTGAAGCCAATGTAAAAGGCGACCTGGACGCCCTGCGCGCGGCCAGCAGAACATTTGCCGATAAACTGGCGACCTTCGAAGTCAAATTTCCGGACGCCCATCTTGGGGCCGTTGTGGCGTTTGGCAACAATACCTGGCGTGCCCTGAGTGGCGGCGTCGGGGCGGAAGAACTGAAAGATTTTATTCCTTATGGTAAAGGGC- STY2683 100 STY0670 59.813 STY2683 99 STY0670
ATGGCTTACTCAGTACAAAAGTCGCGCCTGGCGAAGGTTGCGGGTGTTTCGCTTGTTTTGCTGCTCGCTGCCTGTAGTTCCGATTCGCGCTACAAGCGCCAGGTAAGCGGCGATGAATCCTATCTGGATGCCGCGCCGCTTGCTGAACTTCACGCCCCGGCAGGAATGATTCTGCCGATAACGACCGGCGACTACGTTATTCCGGTCACGAAGGGGAGCGGCGCGGTTGGTAAGGCGTTGGATATCCGTCCGCCG- STY2726 100 STY3495 56 STY2726 98.9 STY3495
ATGCGAACCCTGTGGCGATTTATTGCCGGATTTTTTAAATGGACGTGGCGAGTGTTGAACTTCGTCCGTGAAATGGTACTCAACCTGTTCTTTATTTTTCTGGTCCTGGTGGGCGTTGGGATCTGGATGCAGATCGGTAACGGCAGCAACAGTGAGCAAACGGCGCGCGGCGCTTTGCTGCTGGATATTTCCGGCGTCATTGTGGATAAACCCTCCACCAATCACCGTCTGGGCGCGCTGGGACGCCAGTTATTT+ STY1819 100 STY1429 64.423 STY1819 98.3 STY0456
ATGAAAATACCTCTTTTATTTGCTCTGCTGGCGGGGAGTGTCGTATCGCAGTACGCACACGCAGACGTGTGTAAAAACGTTAACGGCGTGCCTTCCAGTATTAATTACGATTTAACGACCACTCTGACGGCAGAACAAAACCAGGTGGGAAAGACGGTTCAACTGGAAAAAAGCCAGGAAGTTAATGTACAGGCGGTGTGTCCCGCCGGCGCGTCGACCTATAGCCAGACTTATCGCTCCTATGTGTCGCCATAT+ STY0029 100 STY0594 66 STY0029 98.2 STY0594
ATGCATATACTGGACGCATTACTGGCTTTCTGCGCCTATTTTTTTATTGGCGCGGCAATGATCATTGTATTTCTTTTTATTTACTCAAAGATAACGCCGCATAATGAATGGCAGTTGATAAAAAATAACAATACTGCGGCATCGCTGGCCTTTAGTGGTACGTTGCTGGGCTATGTCATCCCCTTATCCAGCGCGGCGATAAACTCAGTCAGCATCCCGGACTATTTTGCCTGGGGCGGCATTGCGCTGGTGATTC+ STY4730 100 STY3608 60 STY4730 98.7 STY3608
ATGCGAATATTTGTCTATGGCAGTTTACGACAGAAACAAGGCAACAGTCACTGGATGACCAATGCCCAATTGCTTGGCGATTACCGTATCGATAACTACCAGTTGTATAGTCTGGGCCACTATCCAGGCGCAGTTCCGGGAAACGGAGCGGTATACGGTGAAGTTTATCGAATTGATAACGCCACGCTGGCCGAACTTGATGCTTTGCGCACCAGGGGCGGTGAATACGCACGCCAGTTAATCCAGACGCCTTACG+ STY4770 100 STY3044 58.416 STY4770 100 STY3044
ATGAAAATTACGTCTATTGAAGTTTTTGACTGTGAATTAAAAAAAAGAGATCAAACGATGTCATCCTATAATCCAGTACTTATCCGGGTGAATACCGACTCAGGATTAAGTGGTATTGGCGAAGTAGGACTGGCCTATGGCGCAGGCGCTAAAGCTGGCGTAGGGATCATCAGAGATCTGGCGTCATTGATTGTGGGTGAAGATCCATTAAATATCGAAAAAATTTGGGAGTTCTTTTTCAGAAAGACTTTTTGG- STY2500 100 STY3945 77 STY2500 98.8 STY3945
ATGATCCCCTTAACACACGGACTGATCCTCGCTGCGATTTTATTCGTCCTGGGTTTAACCGGTCTGGTTATCCGCCGCAATCTGCTGTTTATGCTGATCGGGCTGGAAATCATGATTAACGCCTCCGCGCTGGCCTTTGTGGTCGCCGGGAGCTACTGGGGCCAGACCGATGGTCAGGTGATGTACATTCTCGCCATCAGCCTTGCGGCTGCGGAAGCGAGTATTGGACTTGCGCTGTTGCTGCAACTCCATCGCC- STY2549 100 STY1770 61.905 STY2549 99.7 STY1770
ATGAGAATGTCATATCAATTTGGTGAATCACGTGTTGATGATGATCTGACTTTGCTCAGCGAAACGCTGGAAGAGGTTTTACGTTCCTCAGGCGATCCCGCCGATCAAAAATACATTGAGCTGAAAGCCCGCGCGGAACAAGCGCTGGAAGAGGTGAAAAACCGCGTAAGCCATGCGTCGGATAGCTATTATTACCGGGCAAAGCAGGCCGTTTATAAAGCGGATGACTACGTTCATGAAAAACCCTGGCAGGGTA- STY2542 100 STY3409 66 STY2542 100 STY3409
ATGTCTGTCGTTACAGAATCAAAAACAGCCAGAAAATGGGCAATGCCCGATACGCTGGTCATCATCTTTTTTGTCGCCATTTTAACCAGTATCGCCACCTGGGTCGTCCCCGTTGGGATGTTTGATAGCCAGGAAGTGCAGTATCAGGTCGATGGTCAGACAAAAACCCGCAAAGTCGTCGACCCGCACTCTTTTCGCATTGTGACCAATGAGGCCGGGGAAGCGCAGTATCATCGCGTACAATTTTTCACTACC+ STY2569 100 STY3479 60.952 STY2569 99 STY3479
ATGCGCGCACACTATTCGTACCTGAAAGGTGATAACGTGGCTGTTGCGCAATGCCCCGCCTCATGCGGGGAACTTATCCAGGGATGGATTCTGGGCAGTGAGAAACTGGTCTCCTGCCCCGTTGACTGGTACAGCACCGTAGCAGTCACGGCTGCGCCGCCGTTGGTAAACGAGCGTCCATTGTCGCGGGCGATGGTGGAGCGCGTTCTGGCGCACTGGCAGTATCCTGCGCACTGGAGTAACGAGATTCGCGTCG+ STY2263 100 STY2778 50 STY2263 99.3 STY2778
ATGAATGAATTTCCGGTCGTTCTGGTCATTAATTGCGGATCATCTTCTATCAAATTCTCTGTACTGGATGTCGCTACCTGTGATGTTTTAATGGCGGGAATAGCAGATGGAATGAATACTGAAAACGCCTTTTTATCTATTAATGGCGATAAGCCGATAAACCTCTCGCACTCTAATTATGAGGACGCGTTAAAAGCCATTGCCTTTGAGCTGGAAAAACGTGATTTAACGGATAGCGTGGCATTAATTGGTCAC- STY3424 100 STY2567 72 STY3424 98.3 STY2567

STY3087 83 STY3175 67.619 STY3087 59.48 STY3175
ATGAGCTCTGTACCCGCGCCGCGTGAATATTTTCTTGACTCTATCCGCGCATGGCTGATGTTGTTAGGGATTCCCTTTCATATCTCGTTGATCTATTCCACTCACAGTTGGCATGTCAATAGCGCCGCGCCATCGTGGTGGCTAACCCTGTTTAACGATTTTATCCACGCTTTTCGTATGCAGGTGTTTTTTGTTATTTCTGGTTATTTTTCGTACATGTTATTTTTACGTTATCCATTAAAACACTGGTGGAAA- STY1186 100 STY1186 99.5

STY3089 66 STY3088 59 STY3089 52.61 STY3088
ATGACGACTGCTCACAGCGCTCCGCGCGATAATAGCGATAAACCGGTGATCTGGACGGTCTCCGTAACGCGTCTATTCGAACTGTTTCGGGATATCAGCCTGGAATTCGATCATCTGGCGACCATCACGCCTATTCAACTCGGCTTTGAAAAGGCGGTGACCTACATTCGCAAAAAACTGGCGACCGAGCGCTGCGACGCGATTATCGCGGCGGGTTCGAACGGGGCCTATTTAAAAAGTCGCCTGTCAATACCG- STY0399 100 STY3876 73.267 STY0399 98.6 STY3876
ATGACCTGGTTCATAGACCGACGTCTTAACGGCAAAAATAAAAGCACGGTGAATCGCCAGCGCTTTTTGCGTCGTTATAAAGCACAAATTAAGCAGTCGATTTCCGAAGCGATTAATAAACGCTCAGTGACCGATGTCGACAGCGGAGAGTCCGTCTCTATTCCAACCGATGATATTAGCGAACCGATGTTTCATCAGGGGCGCGGCGGTCTGCGCCATCGCGTCCATCCGGGTAACGATCACTTTATCCAGAAT+ STY1832 100 STY1565 63.107 STY1832 99.1 STY1565
ATGCAACCTGGAAAAGGTTTTTTAGTCTGGTTAGCCGGCCTTAGCGTGCTGGGATTTCTGGCTACGGACATGTACCTGCCCGCGTTTGCCGCCATACAGGCGGATTTACAAACGCCTGCCGCCGCTGTCAGCGCCAGCCTAAGCCTGTTTTTAGCTGGCTTTGCCGTCGCGCAACTACTTTGGGGACCGCTATCGGATCGTTATGGCCGTAAACCGATTTTACTGCTGGGGTTATCTATCTTTGCACTCGGAAGT+ STY1694 100 STY2458 66 STY1694 98.8 STY2458
GTGACTCAGCAACCTTATCTGCCGGAGATCGTTATGGAGATCCTCTACAACATCTTTACCATTTTCTTTAATCAGGTAATGACTAATGCCCCGCTATTACTGGGTATTGTGACCTGCCTGGGCTATATCCTGTTGCGCAAAAGCGTCAGCGTGATCATCAAAGGGACGATCAAAACCATCATTGGCTTCATGCTGCTACAGGCCGGGTCCGGCATTCTGACCAGCACCTTTAAACCGGTGGTGGCGAAAATGTCT+ STY4739 100 STY0917 66.667 STY4739 95.9 STY0917

ATGAAACGACTCATTGTAGGTATTAGCGGCGCCAGCGGAGCGATTTATGGCGTGCGCTTATTACAAATTTTGCGCGATGTCGATAGCGTGGAAACGCATCTGGTGATGAGCCAGGCGGCCCGGCAAACGCTGGCGCTGGAGACCCATTTTTCGCTGCGCGAGGTGCAGGCGCTGGCCGATGTGACGCACGATGCGCGCGACATTGCCGCCAGCATTTCCTCCGGCTCTTACCCGACGGCAGGAATGGTTATCCTGC- STY2586 100 STY3046 68 STY2586 98.4 STY3046
ATGTCACATCTCGCAGAGCTGGTTGCCAATGCAGCGGCCGCCATTAACCAGGCGTCAGATGTTGCCGCGTTAGACAATGTACGCGTCGAATATTTGGGCAAGAAAGGGCATTTAACCCTTCAGATGACGACCCTACGCGATCTGCCGCCGGAAGAGCGTCCGGCAGCCGGGGCAGTCATTAACGCCGCGAAAGAGCAGGTACAACAGGCGCTTAACGCGCGTAAAGCCGAGCTGGAAAGCGCAGCGCTTAACGCT- STY1773 100 STY1773 99.2
ATGGCTGGCTTACCGAACAGCAGTAAAGCGCTACAGCAATGGCAGCATCTCTTTGAAGAAAAAGGAGAAATTCGAACTGAGCAGGCAAGACAACATTTCCAACAGATGTTACGTCTGGGATTGCCGACGCGTAAACATGAAGACTGGAAATACACGCCGCTGGAGGGCTTAACCCATAGCCAGTTTATCCAGCAGTGTGCGACTATCAGCGCCGCCCAGCGTGATGCGCTGGCGCTGCAAATCGATGCCGTGCGG- STY1751 100 STY1650 69.307 STY1751 98 STY1650
ATGACGTTGTCTCCTTATTTGCAAGAGGTGGCCAAACGCCGCACTTTTGCCATCATTTCTCACCCGGACGCCGGTAAAACCACCATTACCGAAAAAGTGTTGCTGTTCGGACAGGCGATTCAGACCGCCGGTACGGTAAAAGGCCGTGGCTCCAGCCAACATGCAAAATCTGACTGGATGGAGATGGAAAAACAGCGTGGTATCTCTATCACCACCTCGGTGATGCAGTTCCCGTATCACGATTGTCTGGTGAAC+ STY4910 100 STY0438 58 STY4910 98.7 STY0438
ATGCACATCCTCACCCTAAAACGCGTACTTGGGTTCACTATCGTCATTCTGCTGTTACTGGCGCTGTTTATCTGGGGAATCGGTCTGGAGACGCTGAAAGCGCGTCAGGTCGATCTGCTGTATCTCGGACAACGGCATTTGATGCTGGTCTTTACGTCCATGTTTTTTGCTTTACTGGTCGGTATCCCGAGCGGGATTTTACTCAGCCGACCTGCGGCAAAAGGATTTGCTGAATATGTCATGCAAATCTTTAATG+ STY1570 100 STY1680 63.551 STY1570 98.5 STY1680
ATGAATGAAAATATCGCAGAAAAATTCCGCGCTGATGGGGTTGCCAGGCCTAACTGGTCAGCCGTTTTTGCCGTGGCGTTTTGTGTCGCCTGCCTGATTACCGTTGAGTTTTTGCCCGTTAGTCTGTTGACGCCGATGGCGCAGGATCTGGGGATCTCCGAGGGCGTCGCCGGTCAGTCGGTCACCGTTACGGCGTTTGTCGCGATGTTTTCCAGCCTGTTCATTACCCAGATTATTCAGGCGACCGACAGGCGT+ STY4008 100 STY0278 70.297 STY4008 99.2 STY0278
ATGGCGAGCGTACAGCTACGAAATGTAACGAAAGCCTGGGGTGACGTGGTGGTATCGAAAGATATTAACCTCGATATCCATGACGGGGAGTTCGTGGTGTTTGTCGGACCGTCAGGCTGTGGTAAATCGACCTTGCTGCGTATGATCGCCGGGCTTGAAACTATCACCAGTGGCGACCTGTTTATCGGGGAAACCCGTATGAATGATATTCCGCCTGCCGAGCGCGGCGTGGGCATGGTATTCCAGTCTTATGCG+ STY4426 100 STY4257 76 STY4426 98.8 STY4257
ATGGACGCATTACTGCAACTCAAAGGGATCGATAAAGCGTTCCCCGGCGTGAAGGCTCTCTCCGGCGCCGCGTTAAACGTTTATCCTGGCCGCGTTATGGCGCTGGTGGGGGAAAACGGCGCCGGAAAATCCACCATGATGAAAGTATTAACCGGCATCTATACGCGAGATGCGGGATCGTTGTTATGGCTGGGTAAAGAGACCACCTTTAATGGGCCTAAATCGTCTCAGGAAGCCGGGATCGGCATTATTCAT- STY3896 100 STY2422 74 STY3896 95.93 STY2422
GTGGCAAAGTCTGTACCCGCAATTTTTCTCGACCGTGACGGCACCATTAATGTGGATCACGGCTACGTACATGAAATCGATGCATTTGAGTTTATAGACGGCGTTATTGACGCGATGCGCGAGCTAAAAAAAATGGGCTATGCGCTGGTGGTGGTGACGAACCAGTCCGGAATCGCGCGCGGCAAATTCACTGAGGCGCAGTTTGAAACGTTAACCGAATGGATGGACTGGTCGTTGGCGGATCGCGATGTTGATT+ STY0275 100 STY3709 54.206 STY0275 99.3 STY3709
ATGGCGGACGTTCACGATAAAGCCACGCGCAGTAAAAATATGCGCGCGATAGCGACCCGCGATACGGCGATTGAAAAACGCCTTGCTGGCCTGTTAAGCGCGCAGGGGATTACGTTTCATACTCAGGACACGACATTACCGGGCAAGCCGGACTTTGTGGTGAATGACTATGATTGTGTGATTTTTACTCACGGCTGCTTTTGGCATCATCACCACTGTTATCTATTCAAAGTACCGGCCACGCGAACGGCTTTCT- STY2199 100 STY0823 61.682 STY2199 98.3 STY0823
ATGGAAAAGACCACAACGCAAGAGTTACTGGCGCAAGCTGAAAAACTCTGCGCGCAGCGCAACGTGCGCCTGACGCCTCAGCGCCTCGAAGTGCTGCGCCTGATGAGTCTGCAACAGGGTGCCATCAGCGCATACGATTTGCTCGATTTGCTGCGCGAAACGGAACCACAGGCCAAACCGCCCACCATCTACCGCGCGCTGGATTTTTTGCTCGAACAGGGTTTTGTCCATAAAGTGGAATCCACCAATAGTTATG- STY4437 100 STY4437 58.824 STY4437 99 STY4437
ATGACGCTATGGATAAACGGCGACTGGATAACCGGTCAGGGCGAACGCCGCCGCAAAACGAATCCGGTGAGCGAGGAGATACTTTGGCAGGGGAATGACGCTGATGCGGCACAGGTCGCCGAGGCCTGTCAGGCGGCGCGCGCGGCGTTTCCTCGCTGGGCCAGACAGCCTTTTGCGGCACGGCAGGCTATCGTAGAGAAATTTTCCGTCCTGCTGGAGGCGCATAAAGCCGATCTCACGGAGGTCATCGCGCGT- STY1809 100 STY1136 66.346 STY1809 85.3 STY1536
ATGCGTAAACTGACTGCTCTATTTGTTGCCTCTACCCTGGCGATGGGTGCTGCGAATCTGGCTCATGCCGCTGAGACTACCACCGCCGCGCCAGCGGATGCGAAGCCAATGATGCAGCATAAAGGTAAATTTGGCCCACATCACGATATGATGTTTAAAAACCTGAACCTGACAGACGCGCAGAAGCAACAAATTCGCGACATTATAAAAGCGCAGCGCGAGCAAATGGAACGTCCGCTGCTGGAAGAGCGTCGCG- STY1805 100 STY0888 62.745 STY1805 98.4 STY0888

STY0083 73 STY4166 62.136 STY0083 56.82 STY4733
GTGGTAAATATGTCGTTAAAAACAATAAAATATTTTTCTACTCTCATTGTCGCCGTCGTCGCCGTTCTGGCCGCGTGGTGGTTATGGAATTACTATATGCAGTCACCGTGGACGCGCGATGGTAAAATCCGCGCGGAACAGGTCAGCGTAACGCCACAGGTTTCTGGCAGCATTACCCAACTCAATATCAAAGATAATCAGTTCGTCAACGCTGGGGACGTTCTCTTTGTCATTGATAAAACGCCCTTCCATATTG+ STY1680 100 STY3546 62.745 STY1680 96.41 STY3546
ATGTCTATTGCCGTAAATATGAATGACCCGACCAACACGGGCGTCAAAACGACGACCGGCAGCGGGTCGATGACCGGAAGCAACGCTGCCGATCTGCAAAGCAGTTTCCTGACCTTACTGGTCGCGCAATTGAAGAACCAGGACCCGACTAACCCATTACAAAATAATGAGTTAACGACACAGTTGGCGCAAATCAGTACCGTGAGCGGCATTGAAAAACTGAATACGACGCTGGGGGCTATTTCCGGGCAAATCG+ STY1215 100 STY1217 65.347 STY1215 99.9 STY1217
ATGAAAACGCGTAAGGGCATTATTTTAGCGGGAGGCTCCGGCACTCGTCTTTATCCGGTGACCATGGCGGTAAGTAAGCAATTGCTACCAATTTATGATAAACCGATGATTTACTATCCCCTTTCCACACTTATGCTGGCAGGCATTCGGGATATCCTGATCATCAGTACGCCACAGGACACGCCGCGTTTTCAACAACTGCTGGGAGACGGCAGCCAATGGGGGCTGAATCTTCAATATAAAGTACAGCCAAGTC- STY2305 100 STY3632 77 STY2305 97.7 STY3632
ATGACGTTACCGAGTGGACACCCGAAAAGTAGATTGATCAAGAAATTTACCGCGCTTGGCCCCTATATCCGGGAAGGGCAGTGCGAAGACAATCGTTTTTTTTTCGATTGCCTGGCAGTTTGCGTCAACGTGAAGCCCGCGCCAGAGAAGCGTGAATTTTGGGGCTGGTGGATGGAGCTGGAAGCACAAGAGAAACGCTTCACTTATCGTTATCAGTTTGGTTTGTTTGATAAAGAGGGCAACTGGACCGTAGTGC+ STY0364 100 STY2649 60.577 STY0364 99.8 STY1256
ATGACGACTCAGGTACGTAAGAATGTCATGGATATGTTTATCGATGGCGCACGCCGCGGTTTTACCATCGCCACGACCAACCTGTTACCCAATGTGGTCATGGCATTTGTCATTATTCAGGCGCTGAAAATTACCGGTCTGCTCGACTGGGTAGGCCATATCTGCCAGCCCGTGATGGCGTTGTGGGGGCTTCCCGGCGAAGCGGCTACGGTGCTTCTGGCTTCGCTGATGAGTATGGGCGGCGCCGTTGGCGTGG- STY4869 100 STY2475 61.765 STY4869 100 STY3176
ATGAAGCAGTTAAACGGCGGGAATGTGTATCGTCCCACAGGGAAAGAAAAAAACCTGCAAGCCATTTTAAATATTCATCGGCACGTTATTCAAAACATCTCCCCTGTCACTATTACGGCCGGTAAAACCCTGGATATCAAGATTGATAATCAATCCCACATCCTGTTAATCACTAAAGGCGCTATTAAAGTATGTCGGCGTATCGACAGTATTGTAATGGGCTGTGGTGTCTCGCCAATGATTTTAGGCCTTGTAG- STY4945 100 STY0021 65 STY4945 98.2 STY0021
ATGATGACTATGCTGCGCGGATGGATAACGATGATCGTCATGCTGACGGCAATAAATGCGCAGGCAGCGTGTAGCTGGCCTGCGTGGGAACAGTTCAAGAAAGATTACATTAGCCAGCAGGGACGCGTTATCGATCCGGGCGATGCGCGAAAAATTACCACCTCCGAAGGGCAGAGCTACGCCATGTTCTTTGCCCTGGCGGCGAACGATCGACCGGCGTTCGCGCAACTGTTTAACTGGACGCAAAACAATCTG+ STY4183 100 STY3121 63.366 STY4183 98.6 STY3121
ATGGACACACTTACCGCTATTGGCCGTTGGCTGGCGAAACAACACGTGGTGACCTGGTGCGTACACCATGAGGGAGAGCTGTGGTGCGCCAATGCGTTTTATTTGTTCGATGCGCAAAACGTCGCGCTGTATCTGTTAACGGATGATAAAACCCGCCATGCGCAAATGTCCGGCGCGTGCGCGCCAGTTGCGGGAACGGTCAATGGTCAGCCGAAAACGGTGGCGCGCATTCGCGGCGTGCAGTTTAAAGGGGAAA- STY3453 100 STY2969 62.385 STY3453 99.3 STY2969
ATGCGTAGCGCGCAGGTATACCGCTGGCAGATCCCCATGGACGCGGGGGTGGTTCTGCGCGACAGGCGGTTAAAAACTCGCGACGGGCTGTATGTTTGTCTGCGTGACGGCGAGCGTGAAGGGTGGGGAGAGATCTCCCCGCTGCCGGGCTTCAGTCAGGAAACGTGGGAAGAGGCGCAGACGGCGCTCCTGACATGGGTGAATGACTGGCTTCAGGGGAGCGAGGGATTACCGGAGATGCCTTCGGTCGCGTTT- STY2536 100 STY4949 62.136 STY2536 98.4 STY4949
ATGAGCGACACACGTTTTGAAAGTTGTATTAAATGTACGGTGTGCACCACCGCGTGCCCGGTCAGCCGCGTTAATCCTGGCTACCCTGGCCCTAAACAGGCCGGACCGGATGGCGAACGCCTGCGTCTGAAAGACGGCGCGCTGTATGATGAGGCGCTGAAATATTGCATTAACTGCAAACGGTGTGAGGTCGCCTGTCCGTCGGACGTGAAGATTGGCGATATCATCCAGCGCGCCCGCGCGAAATACGATACG+ STY2515 100 STY3904 65.049 STY2515 99.3 STY3904
ATGAATCCACTGAAAGCCGGTGATATCGCACCGAAATTTAGCTTGCCGGATCAAGACGGGGAACAAGTAAATTTGACCGACTTCCAGGGGCAGCGCGTTCTGGTTTATTTCTACCCAAAAGCCATGACACCCGGCTGTACCGTGCAGGCCTGCGGCTTACGCGATAACATGGACGAGCTTAAAAAAGCAGGCGTGGACGTGCTGGGCATCAGCACCGATAAACCTGAAAAACTCTCCCGTTTCGCTGAAAAAGAGC+ STY2729 100 STY2555 27 STY2729 99.2 STY2555
ATGCAAAAATCGGTCTTAATAACAGGATGTTCCAGCGGAATCGGTCTGGACAGCGCGCTTGAACTTAAACGCCAGGGCTTTCAAATCCTGGCGGGCTGCCGCAAACCTGATGATGTCGCCCGGATGAACAGTATGGGATTTACCGGCGTGTTGATCGATCTCGACTCCCCTGAAAGCGTGGATCGTGCCGCCGATGAAGTGATCGCCCTGACCGATAATCGTCTGTATGGGATCTTTAACAATGCCGGCTACGGCG- STY0551 100 STY0551 99.4

STY1901 63.107 STY3144 57.843 STY1901 34.96 STY3144



STY0816 60.194 STY2389 40 STY0816 22.3 STY2389
ATGTTTGAACTCGATACCTTATCGACCCTTGTCGCCGCCACGCTGGTGCTGCTACTGGGTCGCAAGCTGGTCCAGTCTGTCTCCTTACTGAAGAAATATACGATTCCGGAGCCGGTGGCGGGGGGGCTACTGGTCGCGGTTGCTCTGCTGGTGCTGAAAAAAAGCGTCGGTTGGGAGGTCAACTTTGATATGACCCTGCGCGATCCGTTGATGCTGGCGTTTTTCGCGACGATCGGCCTTAACGCTAACCTTGCC+ STY4047 100 HCM1.247 73 STY4047 97.9 HCM1.247
ATGTTGCAGTTCATTCTCCGACGTTTGGGACTCGTTATCCCGACGTTTATCGGTATTACCCTTCTCACCTTTGCCTTTGTCCACATGATCCCCGGCGATCCGGTGATGATCATGGCGGGTGAGCGAGGTATTTCCCCTGAGCGTCATGCTCAACTGCTGGCTGAACTCGGTCTTGATAAACCGATGTGGCAGCAGTACCTCCATTATATCTGGGGGGTGATGCATGGCGATTTAGGCATCTCGCTGAAAAGCCGA+ STY4169 100 STY1305 66.981 STY4169 99.4 STY1368
ATGAGTACGCATGAGGCCACCTTGCAACAGCCGCTGTTGCGGGCTATCGACCTGAAAAAACACTATCCGGTGAAGAAGGGGATCTTTTCTCCGGAACGGCTGGTAAAAGCGCTGGACGGCGTGTCGTTTAATCTCGAACGCGGTAAAACGCTGGCGGTAGTGGGGGAGTCCGGTTGTGGAAAATCCACACTGGGTCGCCTGCTGACGATGGTTGAAACGCCAACCGGCGGCGAGCTTTATTACCAGGGGCAGGAT+ STY4172 100 STY1309 71.154 STY4172 97.6 STY1309
ATGACCTTACACTGCGCATTTATTGGATTCGGCAAAAGTACCACCCGTTACCATCTCCCCTACGTTCTGAATCGTAAAGATACCTGGCATGTCGCGCATATTTTCCGTCGTCACGCTAAACCGGAAGAGCAGGCGCCGCAGTATTCGCATATTCACTTCACCAGCGATCTGGATGAGGTGTTGGGCGATCCGCAGGTAAAACTGGTGATCGTCTGTACGCATGCTGACAGCCATTTCGAATACGCCAAACGCGCG+ STY4266 100 STY1660 70 STY4266 97.1 STY1660

STY2950 48 STY0575 38 STY2950 14.42 STY0575
ATGAGTATGTCAAATACCGCTGAAATATACAAATTCCCTGCGCCGATACCGACGCAACAGGAGTGCCGTATGGCTGATCTGGAAAATGGCTATTTACGTTTAGCTAATCAGATCCAGGACGCCTTGTGTATCGTTGAACTATCGGGGCGTGAGTTCCGTGTTTTGAATGCGATTATCCGGCTGACTTATGGCTGGTCGAAAAAATCAGATCGTATTGCCAACAGCCTCATTGCAGATAAGACAACACTGAAGGTA+ STY1022 100 STY1022 56 STY1022 99.8 STY1022
ATGGCAAACCCGGAATTACTGGAAGAGCAGCGTGAAGAAACGCGGTTAATTATTGAAGAGTTACTTGAGGACGGCAGCGATCCGGATGCGCTGTACACTATCGAGCATCACCTTTCCGCTGACGATTTCGAAACGTTGGAAAAAGCCGCGGTAGAAGCCTTTAAACTCGGCTATGAAGTGACGGAGCCGGAAGAGCTGGAAGTGGAAGAGGGCGATACGGTTATTTGTTGCGACATCCTCAGCGAGTGCGCGTTGA+ STY4808 100 STY0961 61.165 STY4808 99.3 STY0961
ATGCCAGTCACTTTAAGCTTCGGTAATCATCAAAATTATACGCTTAATGAAAGTCGGCTTGCTCATCTGTTAAGCGCAGATAAAGAAAAAGCAATCCATATGGGGGGCTGGGATAAAGTCCAGGATCATTTTAGAGCGGAAAAAAAGGACCATGCGCTGGAAGTGTTACACTCCATCATTCACGGGCAGGGCCGTGGTGAACCTGGAGAGATGGAAGTTAACGTAGAGGATATCAATAAAATTTACGCCTTTAAA+ STY3073 100 STY0971 66 STY3073 97.8 STY0971
ATGGCTAACCCGCTATATCAAAAACATATCATTTCCATAAACGACCTCAGCCGCGACGATCTTAATCTGGTACTGGCGACGGCGGCGAAATTAAAAGCCAACCCGCAGCCGGAGCTTTTGAAACATAAAGTGATCGCCAGCTGCTTTTTCGAAGCCTCCACGCGTACCCGCCTGTCGTTTGAAACCTCAATGCATCGCCTGGGCGCCAGCGTAGTGGGCTTCTCCGACAGCGCCAACACGTCGCTGGGGAAAAAA- STY4800 100 STY1386 62 STY4800 99.1 STY4553
ATGAGTGTGATTGCGCAGGCAGGGGCGAAAGGTCGTCAACTGCATAAATTTGGCGGCAGTAGTCTGGCGGATGTGAAGTGTTACCTGCGTGTCGCAGGCATTATGGCGGAGTATTCGCAGCCTGACGATATGATGGTAGTGTCCGCCGCAGGCAGTACCACCAACCAGTTGATTAGCTGGCTCAAGTTAAGCCAGACCGATCGCCTTTCTGCGCATCAGGTATTACAGACGTTACGCCGCTACCAGTGCGATCTG- STY3768 100 STY0002 75 STY3768 98.4 STY4416
ATGGCCGCGCAAGGATTTTTACTGATCGCCAGTTTTTTACTGATTTTATTGGTACTGGCGAAACCGTTGGGTTCGGGCCTGGCAAGGCTCATCGCCGCCGTTCCGTTGCCGGGCGTGGCTGGCGTTGAGCGTATCCTCTGGCGGACTCTTGGCATTACCGACCACGAAATGAACTGGCGTCAGTATTTACTGGCGCTACTGACGCTCAATCTGCTGGGACTGGGCATCCTGTTTTGCCTGCTATTCTGGCAGGAG- STY0747 100 STY1143 62.963 STY0747 98.5 STY2479
ATGCTGAATATTATTCGCGCGGGGATTTACACCTCCGTGCAGGATAGCGGGCGTCACGGCTTTCGTCAGTCGGGGCTGAGTCACTGCGGTGCGCTGGATAAACCCGCCTTTCAGACCGCTAATCTCCTGGTCGGGAACGATGCGAATGCCCCGGCGCTGGAAATCACTCTCGGTCAACTGGTTGTCGAATTTGAAAATGAGACCTGGTTCGCTCTTACCGGCGCAGGCTGCGAGGCGCAGTTGGATGATCAACCG+ STY0753 100 STY2339 70 STY0753 99.4 STY2339
ATGATAAGGAAAGGCGCGGCGCTAGTGGGGCTTGTTTTGATGTCGCCCGTCATTGCGCAGCCGGTAATGGTAGAGAGCGGGCGTGTTCACCTGCGCGGACAACTGGTCAATGGCGGCTGCGCTGTCGCCACTGAAAGCTAGGATTTGCGCGTACTGATGGGACAGTACCGCACGAATGCGTTTACCGGTCCTGGCAGCTTCGCTCCCGTCAGCGTTCCATTTTCGTTACGGTTAATCTCCTGTAGCGCGGAGGTCT+ STY0590 100 STY1975 68.571 STY0590 98.2 STY1975
ATGATGGAAATTCTGCGTGGTTCGCCTGCACTGTCTGCATTCCGTATCAATAAACTGCTGGCGCGCTTTCAGGCTGCCAACCTCCAGGTCCACAATATATACGCTGAGTATGTCCATTTTGCTGACCTGAACGCCCCGTTAAATGATAGCGAGCAGGCGCAGCTTACCCGTCTGCTGCAATACGGCCCGGCGCTTAGCAGCCATACGCTGGCGGGTAAACTCCTGTTGGTCACACCGCGTCCTGGTACCATCTCC+ STY2812 100 HCM1.158 64.762 STY2812 98.9 STY1383
GTGGCAAATCAGTTAATCCTTTTGAAAAAAGATTTTTTTACTGATGAGCAGCAGGCCGTTACGGTTGCCGATCGCTATCCACAGGATGTTTTTGCGGAACATACGCATGAGTTTTGTGAACTGGTGATGGTCTGGCGGGGCAATGGCCTACACGTTCTTAATGAGCGCCCATACAGAATTACCCGCGGCGATCTGTTTTACATTCGTGCTGAAGACAAACACTCCTATACTTCCGTTAACGATCTGGTGCTGCAAA- STY3824 100 STY2342 65.094 STY3824 99.3 STY4118
ATGAAATCGTTACAGGCTTTATTCGGCGGCACCTTTGATCCGGTGCATTATGGACATCTTAAACCTGTTGAAACGTTGGCGAATCTGATCGGCTTATCGCGGGTGATTATTATGCCTAACAATGTGCCGCCGCATCGCCCCCAGCCGGAAGCCTCCAGCGCGCAGCGTAAATATATGCTGGAGCTGGCTATCGCCGATAAGCCGCTTTTTACGCTGGGTGAACGCGAGCTACAGCGAAACGCGCCCTCTTACACTG- STY0696 100 STY0697 86 STY0696 87.27 STY0697
ATGGATCCACGGCTACTGGAGTATTACAACCGCGAACTGAGTTACCTGCGGGAGACCGGTGCTGAGTTCGCCACCCTCCATCCCAAAATTGCCGCCCGACTGGGGATGCAGGGAACCGATATTGCCGACCCGTATGTGGAACGCATGATCGAGGCGTTCAGCTTTCTGAGCGCCCGCACTCAGCTAAAAATTGACGCCGAATTTCCCCGCTTCACACAGCGGTTACTGGAAGTCGTCAACCCCAATTACGTCACC- STY0289 100 HCM1.227c 66.667 STY0289 98.9 STY4286
ATGAACGTTATTGCTATCATGAACCACATGGGCGTCTACTTTAAAGAAGAGCCTATTCGTGAACTGCATCGTGCACTGGAAGGTTTAAATTTCCGTATCGTCTATCCAAACGACCGAGAAGACCTGCTGAAGCTGATTGAAAATAACTCCCGCCTTTGCGGCGTCATTTTCGACTGGGATAAATATAACCTTGAGCTTTGCGAAGAGATTAGCAAGCTGAACGAGTATATGCCGCTGTATGCCTTCGCCAACAGC+ STY2806 100 STY0259 84 STY2806 99.4 STY0259
ATGCAAGAGAATTATAAGATTCTGGTGGTTGATGACGATATGCGTCTGCGGGCGCTACTGGAACGTTATCTGACCGAGCAGGGCTTCCAGGTTCGAAGCGTCGCTAACGCCGAGCAGATGGATCGTCTGCTGACCCGTGAATCTTTCCATCTCATGGTACTGGATTTAATGCTGCCAGGTGAAGATGGTCTGTCGATTTGTCGTCGCCTGCGTAGTCAAAGTAATCCAATGCCGATCATTATGGTCACGGCGAAGG+ STY4294 100 STY2344 74 STY4294 98.9 STY3812
ATGCCGTTACTGGATATCCGCAATCTCACCATTGAATTTAAAACCAGCGAAGGTTGGGTAAAAGCGGTCGATCGCGTCAGTATGACATTAAGCGAAGGTGAAATTCGCGGCCTGGTAGGTGAATCGGGTTCCGGAAAGAGCTTGATTGCTAAAGCTATTTGCGGCGTCGCGAAAGACAACTGGCGAGTCACTGCCGACCGTATGCGTTTTGATGATATCGATCTGCTGCGCCTCTCCTCTCGTGAACGGCGTAAG- STY1356 100 STY0887 65 STY1356 98.6 STY4171
ATGGCAGAGAAATTTACCCAGCATACCGGCCTGGTTGTCCCACTGGATGCCGCCAACGTCGATACCGATGCAATTATCCCTAAACAGTTTTTGCAGAAGGTTACGCGCACCGGTTTTGGCGCCCATCTGTTTAACGACTGGCGTTTCCTGGACGAAAAGGGCCAACAGCCAAATCCGGAATTCGTGTTGAACTTTCCGGAATATCAAGGCGCGTCGATACTGTTGGCGCGGGAAAACTTTGGCTGCGGCTCTTCAC- STY0129 100 STY4189 52 STY0129 97.2 STY4189
ATGGCTGTTACTAATGTCGCTGAACTTAACGCACTCGTAGAGCGTGTAAAAAAAGCCCAGCGTGAATATGCCAGTTTCACTCAAGAACAGGTCGACAAAATCTTCCGCGCCGCCGCTCTGGCAGCCGCTGATGCCCGCATTCCGCTGGCCAAAATGGCCGTCGCCGAATCAGGTATGGGTATCGTGGAAGACAAAGTGATTAAAAACCACTTCGCTTCTGAATATATTTACAATGCCTATAAAGATGAAAAAACC- STY1302 100 STY2698 69 STY1302 98.8 STY2700
ATGGGCGATGTGTCAGCTGTCAGTTCATCCGGGAACATTTTACTGCCGCAGCAGGATGAGGTTGGCGGTTTATCAGAAGCATTAAAAAAAACGGTGGAAAAACATAAGACAGAATATTCCGGTGATAAAAAAGATCGCGACTATGGCGATGCTTTCGTAATGCATAAAGAAACGGCTTTACCGGTATTACTGGCGGCATGGCGACATTGCGCGCCAGCGAAATCAGAACATCACAATGGCAACGTTTCTGGTCTG- STY3015 100 STY0511 63.208 STY3015 99.1 STY0511
GTGAACACTCGCCAGCTACTGAGCGTCGGTATCGATATCGGCACCACCACCACGCAGGTGATCTTCTCGCGCCTGGAGTTGGTTAACCGTGCGGCGGTGTCGCAGGTGCCGCGCTACGAATTCATCAAACGCGACATTAGCTGGCAAAGCCCGGTCTTCTTTACGCCCGTGGATAAGCAGGGCGGTCTGAAAGAGGCAGAACTTAAAGCGCTGATTCTGGCTCAGTATCAGGCCGCAGGCATCGCGCCTGAATCG- STY2696 100 STY0781 78.218 STY2696 99.1 STY0781
ATGAGTCAGCTTCCGGCGTGGCCGCGGATAACAAGAGAGAGTACGGCTATGTATCACCTTCGAGTTCCGCAAACAGAAGAAGAATTAGAACGTTACTACCAGTTTCGCTGGGAGATGCTGCGTAAACCGCTGCACCAGCCGAAAGGGTCGGAACGGGATGGCTGGGATGCGTTGGCGCACCATCAAATGGTGGTGGACGAAGAAGGAAACTTAGTTGCAGTGGGCCGCCTGTATATCAATGCAGATAACGAGGCG- STY3849 100 STY3849 99.3
GTGAGTGATAATAATCAGGCAGAAAGACAACCGGCCGATCAACACCTACAAGACAAACCGCAAATTTTCAGAACACTGAGAAATATTGACCTCAATCTGTTGACGATTTTCGAGGCCGTATATGTCCATAAAGGGATCGTCAATGCAGCGAAAATTCTTAACCTGACGCCGTCAGCCATCAGCCAGTCCATTCAAAAATTACGGACTATATTTCCCGATCCGCTGTTTATTCGCAAAGGCCAGGGCGTAACGCCC- STY0684 100 STY0036 67 STY0684 99.4 STY2394
ATGCTAAACCAGCTGGAAAACCTGATGGAGCGCGTTGGCGGAAGCAACAAACTGGTCGATCGCTGGCTGGATGTACGTAAGCACCTGCTCGTGGCTTACTACAATCTGGTTGGCATTAAGCCTGGCAAAGAATCGTACATGCGGCTGAATGAAAAAGCGCTGGATGATTTTTGTCAGAGCCTGGTCGATTACCTTTCCGCCGGGCACTTCAGTATTTATGAACGTATTCTCCATAAATTGGAAGGAAACGGTCAGC+ STY3720 100 STY3720 99.6
ATGAACAACTACACCATCAAAGACATTACGCGAGCGTCCGGCGGGTTTGCCATGCTGGCTGTCGATCAGCGCGAGGCGATGCGTTTAATGTTTGCTGCTGCTGGTGCGAAAACACCCGTTGCCGATAGCGTGCTGACGGATTTCAAAGTGAATGCGGCGAAAATTCTTTCCCCGTATGCCTCTGCCGTTCTGCTGGATCAGCAGTTCTGTTATCGCCAGGCCGTAGAACAAAACGCGGTCGCTAAAAGCTGCGCCA+ STY3856 100 STY3856 99.1
GTGAGTTTACCCCAAAAGAGTAAAGTAATGCACATAGCGAGGACGCTAACAGGATCAACGACTCAGGATGAGGGTCAGGAGCGCCAGGAGGCGAAGACACAGGATTGTCAGGAAGACAAACGTCCGGAGACGTTAGTAAAAGGAAATGGAAACAACATGGAATGTTCCAGGCTAAGGGAAAAACAGGGCGTGTTGATAGCCAACAGGGATGGTGGAACCCGTTAA- STY3879 100 STY0376 42 STY3879 100 STY0376
ATGAAAATGCTGTTTCCCGCCCTGCCGGGTCTGTTACTTATCGCCTCCGGATATGGCATTGCAGAACAAACTTTGTTACCTGTGGCGCAAAATAGCCGCGATGTGATGCTTCTGCCCTGTGTGGGCGATCCGCCAAATGACCTTCACCCCGTGAGCGTGAACAGCGATAAGTCAGATGAATTAGGCGTGCCCTATTATAACGACCAACACCTTTAA+ STY1542 100 STY3594 59.259 STY1542 99.1 STY3594
ATGGCCGTACAACAGAATAAACCAACCCGTTCCAAACGTGGCATGCGTCGTTCCCATGACGCTCTGACCGCAGTCACCAGCCTGTCTGTAGACAAAACTTCTGGTGAAAAACACCTGCGTCACCACATCACTGCCGACGGTTACTACCGCGGCCGTAAGGTCATCGCTAAGTAA+ STY1230 100 STY0399 59 STY1230 100 STY0399
ATGTCACAGACTGTACATTTCCAGGATAACCCGGTCACCGTTGCCAACGTTATTCCGCAGGCTGGTAGCAAAGCACAGGCTTTTACTCTTGTCGCAAAAGATTTGTCTGACGTTTCCCTCAGCCAATATGCAGGCAAACGCAAAGTGCTGAATATTTTCCCAAGCATTGATACTGGCGTATGCGCCGCATCAGTTCGTAAGTTTAATCAACTGGCCACAGAAGTGGAGAATACCGTCGTATTGTGCGTTTCTGCTG- STY1381 100 STY4274 89 STY1381 99.6 STY0403
ATGGGTCAGGAAAAGCTATATATCGAGAAAGAGCTGAGCTGGTTAGCATTTAACGAACGCGTGTTACAGGAAGCAGCGGATAAATCCAACCCGTTGATTGAGCGGATGCGGTTCCTGGGAATCTATTCTAATAACCTCGACGAGTTCTACAAAGTGCGTTTCGCTGAACTGAAACGACGCATTATTATCAGCGAAGAACAGGGTTCAAATTCTCATTCACGCCATTTGTTAGGCAAAATTCAGTCCCGCGTGTTG+ STY2742 100 STY1900 60.185 STY2742 98.7 STY1900
ATGAAAACGAAATACATTATCGCATCACTCGGCCTGGCCACTCTGCTCTCTTTCGGCGCAAATGCCGCAGTACACCAGGTTAACGCGGAACAGGCGCAGAATCTGCAACCGATGGGCACCATTTCCGTCTCGCAGATTGGCAGTACGCCAATGGATATGCGCCAGGAGATCGTCGCTAAAGCCGAAAAAGCAGGCGCTAATAGCTATCGCATCATCGAATTAAAAGAAGGTGATAACTGGCACGCCACCGCCGAGT+ STY3543 99 STY3542 64 STY3543 98.5 STY3542
ATGAAAATAACGTTTGTTGGCGAAGCGGTATCTGGCTTCGGAGGGATGGAAACCGTTATTAGCAACGTTATCCATACGTTTGAAAATAGCTCTCCGAAAATCAACTGTGAAATGTTTTTCTTTTGTCGTAATGACAAAATGGATAAAGCATGGCTAAAAGAGATTAAATATGCGCAATCATTCTCAAATATAAAATTAAGTTTTCTTCGTCGATCTAAGCATGTTTATAATTTTAGTCAGTGGCTGAAAGAAACG+ STY4076 100 STY1520 59 STY4076 97.7 STY1520
ATGATGCCGACTGACGGAAATGATAATACCCGGAAACAGGACGGGGCTGTTTTTGGGCAGCCGGAAGTTAAGCCCATGCCAGAAACGTTGCAGTGTACTGAAAAATGGCGCTAG+ STY0342 99 STY4302 59.615 STY0342 51.83 STY4302
ATGTTACGTATTGCCGACAAAACGTTTGATTCACATCTGTTCACCGGTACCGGGAAGTTTGCCTCATCGCAACTGATGGTCGAGGCAATTCGCGCTTCCGGCAGCCAACTGGTGACGCTGGCGATGAAGCGCGTGGACCTGCGCCAGCACAATGATGCGATTCTGGCGCCGCTGATTGAAGCGGGCGTCACGCTGCTGCCCAATACCTCCGGGGCGAAAACCGCCGAAGAGGCGATCTTCGCTGCCCAGCTGGCGC+ STY3725 99 STY1326 67 STY3725 95.3 STY0642
ATGAAACGAAAAACGCTTCTGCTTATTGCCACACTTGTCGCGCTACCGGGCGTCACGTATGCCGACTCTCCGTTTAGCTCACTCCAGTCGGCGCATGAAAAAAATACGATTTTAAAGGATTTGCGCAAAATGTGTACGCCCAAAGGCGCGCTAACCGATGAAGCCTGGGAGAAAAAAATCATGGCAAGCGAGGGGAACCAGCAGCATATTCGGGAGGCGATGATCGCGATAGAGCGCAACAATCAGCATAACTACT- STY4010 100 STY4010 99.7
ATGCATCACGCGGCAACGTTTATTTTGTGGGTAACCCCTCTGCTTTTTGATCAAAAAACAACCACTGCTATTTTTAGCGTAGCTTATGGTATACTCCGCCGCCTTAACATCTGCTATCGCACATTTTCACTGAAACATAACGAGGAAAATAAATGA+ STY2156 100 STY1981 75.728 STY2156 99.4 STY1981
ATGGAAAACCTGAATATGGATCTGCTGTACATGGCTGCCGCTGTGATGATGGGTCTGGCGGCAATCGGTGCTGCGATCGGTATCGGCATCCTCGGGGGTAAATTCCTGGAAGGCGCGGCGCGTCAACCTGATCTGATTCCTCTGCTGCGTACTCAGTTCTTTATCGTTATGGGTCTGGTGGATGCTATCCCGATGATCGCTGTAGGTCTGGGTCTGTACGTGATGTTCGCTGTCGCGTAG+ STY3908 100 STY2280 61 STY3908 100 STY2280
ATGAATGATTCTCTAAAGGCGCAATGTGGTGCGGAATTTTTAGGCACCGGACTCTTTTTGTTTTTTGGTATCGGTTGTTTGAGCGCGCTCAAAGTCGCAGGCGCCAGCCTCGGATTATGGGAGATTTGCATTATTTGGGGGCTTGGAATTTCACTGGCCGTTTACCTTACTGCCGGAATCTCCGGCGGACATCTTAACCCTGCGGTGACGATTGCGCTGTGGCTGTTTGCCTGCTTCCCCAAACAGAAAGTATTGC- STY2242 100 STY3783 79 STY2242 99.2 STY3783
ATGTCTTCGGATGCTGATGCTCACAAAGTGGGCCTAATCCCCGTCACCTTAATGGTATCGGGGAATATTATGGGTTCAGGGGTATTCTTACTCCCTGCCAACCTGGCGGCCACTGGCGGGATTGCAATCTACGGATGGCTGGTCACTATCATCGGCGCCCTGGCGCTGTCGATGGTTTATGCCAAAATGTCGTCCTTAGATCCCAGTCCCGGCGGTTCTTATGCCTATGCACGCCGCTGCTTCGGGCCGTTTTTG- STY4493 100 STY2805 70 STY4493 98.1 STY0738
ATGGTTTATCCAGTCAAACACAGTCCGCTATTGCGTCAGCCTGAGCATTTTATCGCCAGAGATGAACTAAAAGCCCTGGTGCAAAAGGTGACGCATAACCTGGTCAATATTAAAGATGAGACAGGCGAATTTTTATTGCGACTGGACGACGGACGCGTGATCGATACTAAAGGCTGGGCCGGATGGGAGTGGACGCACGGCGTGGGCCTGTACGGAATGTATCACTATTACCAACAGACCGGCGACCAGACGATG- STY2120 100 STY2581 59.406 STY2120 99.04 STY2581
ATGTCGTCAACCCTACGAGAAGCCAGTAAGGATACATTGCAGGCCAAAGATAAAACGTATCATTACTACAGTCTGCCGCTGGCTGCCAAATCCCTGGGCGATATCGCCCGTTTGCCCAAATCACTTAAAGTGTTACTGGAAAACCTGTTGCGCTGGCAGGACGGCGAATCTGTGACTGATGAAGATATTCAGGCGCTGGCCGGTTGGCTTAAAAATGCCCATGCCGATCGTGAAATTGCTTGGCGGCCCGCCCGT+ STY1339 100 STY1306 61.765 STY1339 98.9 STY0130
ATGCAAAAAGACGCGCTGAATAACGTACGTATCACCGATGAACAGGTATTAATGACGCCGGAGCAGCTTAAAGCGGCCTTTCCGTTGAGCCTGGCGCAGGAAGCGCAGATAGCGCAGTCCCGGGGAATCATTTCTGACATTATTGCCGGGCGCGATCCGCGTCTGTTGGTGGTATGCGGTCCTTGTTCTATTCACGATCCTGAAACCGCTCTGGAATATGCCCGTCGATTTAAAGCCCTTGCCGCAGAGGTCAGC- STY2857 100 STY0801 82.178 STY2857 99.5 STY0801
ATGAGTACTCAATTTACCACGCCTGTAGTGACTGAAATGCAGGTTATCCCGGTTGCGGGTCATGACAGTATGCTGATGAACCTGAGCGGCGCGCACGCCCCGTTCTTTACGCGCAACATCGTCATTGTTAAAGATAACTCCGGTCATACTGGGGTCGGCGAGATTCCGGGCGGCGAAAAAATTCGCAAAACGCTGGAAGATGCGATTCCACTGGTGGTGGGAAAAACGCTGGATGAATATAAAAATGTCCTGACC- STY3098 100 STY3099 86 STY3098 97.6 STY3099
ATGCTGATGAAAACGACTGCCGTTCACGCCCCTGCATCGCAGGGGACATCGGGGATAGTCCTCGACTCGCTGCGTGTTGCGTATCACGGCAACGTGGTGCTTAAACCGCTCTCTTTGACGATTGAACCTGGCGAAGTGCTGGCGCTGATTGGCCCATCAGGATCTGGAAAAACGACGGTGCTGCGTGCGGTGGCGGGCTTTGTGCAGCCTGCAGGCGGTCGTATCCTGATTGGCGATACGGACGTCACCCATCTG- STY0467 100 STY1266 73 STY0467 98.2 STY4257
ATGCAATCCTGGTATTTACTGTACTGCAAACGCGGGCAACTTCAGCGTGCTCAGGAACACCTCGAAAGACAAGCGGTAAGTTGCCTGACACCGATGATCACCCTGGAAAAAATGGTACGCGGAAAACGTACCTTCGTCAGCGAACCGCTCTTTCCTAATTATCTGTTCGTTGAATTTGATCCGGAAGTGATACATACCACTACAATCAACGCCACGCGCGGCGTCAGCCATTTTGTGCGCTTTGGCGCGCATCCTG+ STY3582 100 STY3209 85 STY3582 99.8 STY3460
ATGCTGAGCGCATTTCAACTGGAAAAAAACCGACTGACCCGGCTGGAAGTCGAGGAGTCACAAAGCCTGATTGATGCCGTATGGGTCGATTTGGTCGAACCGGACGACGACGAGCGATTGCGCGTACAATCTGAGCTGGGCCAGAGTCTGGCGACGCGTCCTGAACTGGAAGATATCGAAGCATCCGCGCGCTTCTTTGAAGACGAAGACGGACTGCATATCCACTCCTTCTTCTTCTTCGAAGATGCGGAAGAT- STY3607 100 HCM1.07c 95 STY3607 98.8 HCM1.07c

STY3632 100 STY3632 71.11
ATGAATCCTAATTTGTTACGCGTAACACAGCGCATTGTCGAACGCTCGCAGCAGACCCGAAAAGCCTATCTTGCCCGCATTGAGCAGGCGAAAACCGCCACGGTCCACCGATCTCAACTGGCCTGCGGCAACCTGGCGCATGGCTTCGCCGCCTGTCAGCCAGAGGACAAAGCCTCGCTGAAAAGTATGTTGCGCAATAATATCGCCATCATTACCTCCTACAATGACATGCTCTCTGCGCATCAACCGTATGAA- STY2093 100 STY3470 66.667 STY2093 99.4 STY3653



ATGCGTTTAAATCCTGGCCAACAACACGCTGTCGAATTCGTCACCGGACCCTGCCTGGTGCTGGCAGGAGCGGGTTCTGGTAAAACTCGCGTAATTACCAATAAAATCGCCCACCTGATCCGCGGATGCGGCTATCAGGCCCGGCATATTGCGGCGGTGACGTTTACCAACAAGGCAGCGCGTGAGATGAAAGAACGTGTCGGGCAGACGCTCGGCCGTAAGGAAGCGCGCGGTTTGATGATCTCCACCTTTCAT- STY3642 100 HCM1.103 66 STY3642 98.7 STY3608
ATGGCAACGCGCCGTCAGCCGTTAATTCCCGGCTGGCTGATTCCGGGGCTGTGCGCCGCCGCGCTGATGATAACCGTCTCGCTGGCGGCCTTTCTGGCGCTTTGGCTGAACGCGCCGTCGGGCGCGTGGTCGACACTCTGGCGGGATAGCTATCTGTGGCATGTGGTGCGCTTCTCATTCTGGCAGGCGTTTCTGTCCGCAGTGCTGTCTGTGGTCCCGGCGGTTTTTCTCGCCCGCGCGCTTTATCGACGCCGT- STY0124 100 STY3491 67.327 STY0124 98.74 STY3491
GTGATTCAACCGCTTTTTGATTTTCCTGTTTACTTTAAGTTCTTTATCGGGCTCTTTGCGCTGGTTAACCCGGTGGGGATTATTCCCGTTTTCATCAGCATGACCAGCTACCAGACGGCCACGGCGCGTAATAAAACTAACCTCACCGCGAATCTGTCGGTCGCGATTATCTTGTGGAGTTCCTTATTCCTCGGCGATGGCATCCTGCAGCTGTTTGGTATTTCTATTGATTCGTTCAGAATTGCGGGCGGTATCC+ STY1303 100 STY1303 98.8
ATGACTGGAAAGCTATCTCCACGCGTCGGGGAGGCGCGTGATACTGCCGTCAGCCACTATGTGTTTGAAGCGCCGGTACGCCTGTGGCACTGGCTAACGGTGGCCTGCATGTTGGTACTGATGGTAACAGGCTACTTCATTGGCCGACCGCTGCCGTCGGTGAGTGGCGAGGCGACCTATCTGTTTTACATGGGCTATATCCGGCTGATCCACTTTGCCGCCGCGATGATCTTTATCGTGTTACTGCTGGGGCGAA+ STY1915 100 STY1526 77.228 STY1915 98.1 STY1526
ATGAAACAGTATTTAGAACTGATACAAAAAGTGCTGGATGAAGGCACACAGAAAAACGACCGTACCGGCACCGGCACGCTTTCCATTTTTGGCCATCAGATGCGTTTTAACCTGCTGGAAGGCTTTCCTCTGGTGACGACGAAACGCTGCCATTTACGTTCAATTATTCACGAACTGCTATGGTTTTTGCAGGGCGATACCAACATCGCTTACCTACACGAAAATAATGTCACCATCTGGGACGAATGGGCCGATG- STY3142 100 HCM2.0119c 76.699 STY3142 99.5 STY3931
ATGAGCTTATCAGAAACCGCAACTCAGGCGCCGCAACCGGCGAATGTACTGCTGGAGGTAAACGATCTTCGTGTTACGTTCGCTACGCCTGATGGCGATGTGACGGCGGTCAACGATCTGAACTTTACGCTTCGCGCTGGAGAAACGTTAGGTATTGTTGGCGAGTCTGGATCGGGGAAATCGCAAACGGCGTTCGCATTAATGGGACTGCTGGCGACGAATGGTCGAATCGGCGGTTCCGCGACCTTTAACGGA+ STY1308 100 STY0887 78 STY1308 99.5 STY4171
ATGAAACACTATTTTTCCTGTCTCAAGGGAGACACGATAAAAGCGATATTTTTAGTGTGCCTGGCCGTGGGCGTCGTCGGCATGTCCTATGGCTCACTGGCGATGGCCTACGGTTTCCCACTGTGGGTGCCGTTTGTCCTCTCTATTTTTGTGCTGGCGGGCGCGTCCGAATTTATGTTTATCGGCATTGTTGCCAGCGGCGGCAATCCGTTAGCGGCGGCGGCGGCAGGACTACTGGTGAATGCGCGCCACGTGC+ STY3833 100 STY0875 66.337 STY3833 99.1 STY0190
ATGGACGCAAAACAAACACGGCAGGGCGTATTACTCGCTCTTGCCGCCTATTTTATTTGGGGGATCGCCCCCGCATATTTCAAGCTGATCTATTACGTTCCCGCAGATGAGATCCTGACGCACCGCGTGATTTGGTCATTTTTCTTTATGGTGGCGCTGCTTAGCGTCAGCCGGCAGTGGCGACAGGTTAAGCGTTTACTGAAAACGCCAAAGAAGATTTTCCTGCTGGCCCTGTCCGCCGTACTGGTCGGCGGTA+ STY3604 100 STY3126 68 STY3604 99.2 STY3126
GTGATTGCCAAAACTGATAGTGATTTTCGCCATGTGACGCCATCTGGCGGTAATGTTTTTGCTGATTTGGGGTTTCATAAGCAGGACGCAGAAAAGTTTTACGCTGATTCCCTGAATGAAATCGAAAACACGTTAGCCATTAAACAACAGCTAATGGAAGAAATTACCCTCTGGATTACGCAAAACCAGATGAAGCAAGCCGAGGTTGCTACAGTTTTGCATATATCCCGACCGCGCGTTTCGGATGTCGTCAACA- STY3650 100 STY3764 54.902 STY3650 99.7 STY3764

ATGGCAATGATTGATTCCATGAACAAGGACACCACACGTTTGAGCGATGGCCCCGACTGGACATTTGATCTGCTGGATGTTTATCTGGCAGAGATAGACCGCGTGGCGAAACTCTACCAACTGGATACTTACCCGCACCAAATTGAAGTCATCACTTCCGAACAGATGATGGACGCCTACTCCAGCGTCGGGATGCCGATCAACTATCCGCACTGGTCGTTTGGCAAAAAGTTCATTGAGACGGAACGTCTGTAT+ STY1933 100 HCM2.0057c 63.725 STY1933 99 HCM2.0057c
ATGCAATCACTACAACGTAAAGTTCTGCGTACTATTTGTCCCGATCAAAAAGGCCTTATCGCGCGGATTACCAACATTTGCTATAAGCACGAGCTTAATATTGTGCAAAACAATGAATTTGTGGACCATCGCACCGGACGCTTTTTTATGCGGACCGAGCTGGAAGGCATCTTCAATGATTCCACTCTTCTGGCCGATCTGGACAGCGCCTTACCGGAAGGCTCTGTTCGTGAACTCAATCCCGCCGGACGCCGTC- STY1294 100 STY2741 60.396 STY1294 98.9 STY2741
ATGACGATATGGGAAAATGCTATGCAATATCAATTACTGATTAATGGCGTGCTGGTGGACGGCGAGGGAGAAAGGCAGTCCGTTTATAACCCGGCGACAGGCGAGGTCATACTTGAGATTGCGGAAGCGTCGCCCGTGCAGGTTGACGCCGCAGTGCTGGCCGCCGATAGCGCGTTTGCCGAATGGGGGCAGACCACACCCAAAGCACGGGCGGAATGTCTGTTAAAACTGGCGGACAGCATCGAGCAAAACGCC+ STY1467 100 STY4116 79 STY1467 99.2 STY3298
ATGAACACTTTTTTTAGGCTTACCGCGTTAGCTGGCCTGCTTGCATTAGCAGGCCAGTCCTTCGCCGTGGAAGATATTACGCGTGCCGATCAAATTCCCGTACTAAAGGAAGAGACGCAACATGCGACGGTGAGCGAGCGCGTAACGTCGCGTTTTACCCGCTCCCACTATCGCCAGTTCGATCTGGATGAGGCATTTTCGGCAAAGATTTTTGATCGCTATCTGAATCTTCTCGACTATAGCCACAACGTTTTG- STY1976 100 STY4271 70.874 STY1976 98.8 STY4271
GTGCAACAGATAGCCGGCTCTGTCGCCCTGGCATTTAATAATCTGCCCCGACCCCACCGCGTTATGCTGGGGTCACTTACCGTTCTGACACTGGCCGTCGCCGTATGGCGGCCCTATGTTTACCACCCAGAATCCGCACCAATCGTTAAAACTATTGAACTGGAGAAAAGCGAGATTCGTTCCCTCTTACCGGAGGCCAGCGAACCCATCGATCAGGCCGCGCAGGAAGATGAAGCTATTCCTCAGGATGAGCTG- STY2098 100 STY4314 59.223 STY2098 98.7 STY4314
ATGTCCGTACAGAACATTGTCAATATTAATGAATCCAACCTGCAGCAGACCTTAGAGCAGTCCATGACCACGCCGGTACTGTTCTATTTCTGGTCTGAACGCAGCCAACACTGTCTGCAATTAACGCCAGTGCTGGAAAGTCTGGCTGCCCAGTACCACGGTCAGTTTATTCTGGCAAAGCTGGACTGCGACGCCGAACAGATGATCGCCGCTCAGTTTGGTCTACGCGCCATCCCGACAGTCTATCTGTTCCAGA- STY0550 100 STY3334 66.99 STY0550 98.2 STY0997
ATGATAAAGCATTTTCGCCACGCGATAGAAGAAACATTGCCCTGGCTCTCTTCCATTGGAGCCGATCCTACGGGTGGAATGACGCGTTTACTTTATTCGCCTGAGTGGCTGGAAACACAGCAGCAATTTAAAAAGCGAATGGCAGAAAGCGGTCTGGAAACACGCTTTGATGACGTCGGAAATTTATATGGCCGCCTTTGCGGCACACAATTTCCGGAGCAGGTGATTTTAAGCGGTTCGCATATTGATACGGTC+ STY0575 100 STY0575 98.9
ATGAAACGTATCCATCCTCTTATGGCAAGCCGACAATCGGCGGATTATCGGCAACCCTGGCAGATGTCAGGGGTATGGCGTCGCTCTATTAATTTTGTGGCGAAAAGCGGTGAGTTATTAACGCTTCACCGTCGGGGGAGCGGCTTCAGTCCAGGAGGGTGGATACTGCGCGGCGGCGATTTTGACGCCTTGCGTGATGTGCTCACCGATGGCGAAAAACCGCAGTTAACCGCTGCCGGTATTCAGATTGGCGAGT+ STY0579 100 STY2548 61 STY0579 99 STY2548
ATGGACGGTCAAACACTGCACGCCTGTGCAAAACGCTTTGCGCTGGAACTGCCTTTTACCGAACACTGCTGGCCTTTCGGCCCACAGTACGATGTGTTTAAAGTCGGCGGCAAAATATTCATGCTGTTCACTGAACATCACTGTCGCCCAGTGGTGAACCTGAAGTCGGCCCCCCAAAAATCCCTGGTGAATCAACAAATTTACCCCAGCATTGCGCCTGGCTATCACATGAATAAGAAACACTGGATTTCAGTCT- STY0621 100 STY2582 58.416 STY0621 98.4 STY4447
ATGTCCAGACCCACTATTATCATTAACGACCTTGACGCCGAACGTATTGATCGTCTTCTGGAACAGCCTGCGTATGCGGATCTGCCGATTGCCGACGCGCTCAACGCCGAACTGGATCGCGCGCAAATGTGTTCGCCACAAGAGATGCCGAACGATGTCGTCACCATGAACAGCCGCGTTAAATTCCGCAATTTGAGCGATGGTGAAACACGCGTGCGGACGCTGGTGTACCCCGCCAATATGACGGACAGCAGTA- STY0664 100 STY2723 64.486 STY0664 100 STY2723

STY2154 60 STY3364 44 STY2154 16.72 STY3364
ATGAAAAATAACATCAGATTTGACTTATCCGATTATTTGATTCATTTTTTTCGGGACGTTGATTTAGAGACCGGTAGCCATATTTATTTACCTGAACACTGTGGTTTTAATAATCAGCACCATGCATGTTCCATTGATGCTAAATATTTACTTAGATTATCTTTACGCAGTCATAAAATTTTCTCGTCCTGGTCATACCGAAATGGACAACGAACCGTATATGGTGACTCCCCGGTGGTATGCTTTACAGATATG- STY1911 100 STY2167 66 STY1911 98.2 STY2167
ATGATCCTGCACCCTTCACTGGCCTCCGCCGATCCGCTGCGCTATGCCGAGGCGTTGACCGCTTTACACGATGCGCCTCTCGGCTCGCTGCATCTGGATATCGAAGATACCAGTTTCATCAACAATATTACCTTCGGTATGAAAACCATTCAGGCGGTCGCGCAATACTCTCGCCATCCGCTCTCATTTCACCTGATGGTTTCATCACCGCAACGCTGGTTACCCTGGCTTGCAGCTATCCGCCCCGGCTGGATTT- STY1447 100 STY4313 66.019 STY1447 97.5 STY4313
ATGAAAACTCATCACCTCATTCGGGTAGTGGCCTCGCTGGCAATGTTGGCAACATCAGGCCTGGCTTATGCTGAAGAGTACAAAGCCAGCACGGACGAAAAAGCAATAAAAATGACGAACGTAGCCTCTCTGGAAGCGCGCGTTCAGGCCAGAATGGAGAAAGGGGCATTTGGTTATATTCGCGGTGGAGCCGAAGATGAGAATAACCTTCGCAGCAACACCGAAAGCTTTGACAAAAAATATATTATGCCGCGC+ STY1444 100 STY1444 98.2
ATGACTAAAGAAGCTGTAATCTTTCTATTTATCGCCATCGTGGTAGAAGTTATCGCCACGATCTCATTAAAATTATCGGATAGTTTTACGCGTCTGGTACCGAGCCTCGTTACCATCATCGGATATTGTATCGCGTTCTGGTGCCTTACCATCCCTATGCGAACCATCCCTGCGGGTATCATTTATGCCATTTGGTCTGGGGTAGGGATTGTTCTTATTGGATTGATAGGATGGCTGTTTCTTGGCCAAAAATTGG+ STY1415 99 STY1415 72.81
ATGAGATCTGTTAAGGTATATGAGGAAACCTGGCCGTTACATACGCCTTTTGTTATTGCGCGTGGTAGCCGAAGCGAAGCGCATGTTGTCGTTGTCGAACTGGAAGAAGAGGGCGTAAAAGGCATCGGGGAATGTACGCCATATCCACGTTATGGTGAAAGTGATGCCTCGGTCATGGCGCAAATCATGAGTATTGTGCCTCAGTTGGAAAACGGGCTGACTCGCGAAGCATTGCAGAAACTGTTGCCGGCAGGC+ STY1382 100 STY1226 85 STY1382 98.7 STY1226
ATGTCTCAAACTATCGACCTGACCCTGGACGGTTTGTCCTGCGGTCATTGCGTTAAACGCGTGAAAGAAAGTCTTGAACAACGTCCGGATGTTGAGCTGGCGGACGTTACCGTAACCGAAGCGCACGTTACCGGTACCGCCAGTGCGGACGCGTTAATTGAAACCATCAAACAAGCCGGGTATGGCGCGACGTTAAGCCACCCAAAGGCTAAACCGCTGACGGAGTCATCAATCCCGTCGGAAGCACTGGCAGCG+ STY0544 100 STY0746 74 STY0544 98.7 STY4235
ATGACAATCAATCCAGTTTCCCGCAAGGTCGCGTGGCTACGGGTAGTTACGCTTGCTATTGCCGCTTTTATTTTCAATACCACAGAATTTGTGCCGGTTGGTTTGCTATCAGACATTGCTGAAAGCTTTCATATGCAAACCGCGCAGGTCGGCATCATGCTAACCATTTACGCCTGGGTAGTTGCCGTTATGTCGCTGCCTTTTATGCTTCTTACCAGTCAAATGGAGCGCCGTAAGCTACTCATTTGTCTGTTT+ STY1538 100 STY0428 87 STY1538 98.8 STY0428
ATGAGTTCAAAAATTTTTTGCAAAAGCTGGGGGGCTGAATATATCGCCGCTGATGTCGTCCGCTTTCGTCTTTGGGCCACCGGTCAGCAAAAGGTTATGCTCAGGCTTGCGGGTAAAGACCAGGAAATGCAGGCGAGCGGTGACGGCTGGTTTACGCTGGATGTATCCGGGGTGACGCCAGGTACGGAGTATAACTTTGTACTCAGCGATGGCATGGTGCTCCCCGATCCGGCTTCCCGCGCCCAAAAAACTGAC+ STY1503 100 STY4793 70.588 STY1503 98.4 STY4793

STY1553 77 STY3307 74 STY3307 47.82 STY1553
ATGAAGGGAGAAGAAAAGATGCCATCTTTCGATATTGTTTCTGAAGTTGATCTGCAGGAAGCGCGTAACGGCGTGGATAACGCGGTTCGCGAGGTTGAGTCTCGTTTTGACTTTCGTGGCGTAGAGGCGACTATTGAACTGAACGATGCCAATAAAACCATCAAGGTGCTGAGCGAGTCCGATTTCCAGGTCAATCAGTTGCTCGATATTCTGCGCGCCAAGCTGCTTAAACGCGGTATTGAAGGCGCTTCGCTGG+ STY0474 100 STY4050 50.98 STY0474 99.2 STY4050
ATGGCAACCGCTCAACCCGACAAAACGGGTATGCATATTCTGCTGAAACTGGCCTCCCTGGTTATTATTCTCGCCGGGATTCATGCCGCGGCGGATATTATTGTACAACTCTTACTGGCGCTCTTTTTCGCCATCGTTCTTAATCCATTAGTGACCTGGTTTATTCGCCGGGGCGTGAAGCGACCGCTGGCGATTACTATCGTGGTGGTCGTCATGCTGATCGTGCTTACCGCGCTGGTGGGTGTGCTTGCCGCA- STY4229 100 STY1587 77 STY4229 98.3 STY1587
ATGGGCAATATGACGCTATTTATTATCGGTATTGCTCTTTTATCTACGGGAACCTATTTGATGCGCCTCGGCGGCGCGAAACTTGGCAGCCGTCTGGCGCTGTCTGAGCGTTCACAGGCGCTGCTCTCGGATGCGGCAACGGTGCTGCTATTCTCCGTCGCGCTGGCGACCACCTTTTACGAAGGCGAACATTTTGCCGGAATGGCGCGCGTTCTTGGGGTTGGCTTCGCCGTATTTTTAGCCTGA+ STY3834 100 STY3833 99 STY3834 57.46 STY3833
ATGAAATTACACGTTATTGCTCGTTCATTATTGATAGCTGGTCTGACGGTTTTCAGCGTGTCGTCTCTGGCGGCGCAATCTTTACGTTTTGGTTATGAAACACCGCAAACTGACTCCCAACATATTGCCGCGAAAAAATTTAACGAATTATTAAAAGAAAAAACCAACGGCGAATTAACGCTAAAACTCTTTCCTGACAGCACATTAGGTAACGCTCAGGCAATGATCAGCGGGGTGCGCGGCGGAACTATTGAT- STY4123 100 STY4123 98.3
ATGGCAGAAAAACAAACTGCGAAAAGGAATCGTCGCGAAGAAATACTTCAGTCACTGGCGCTGATGCTTGAATCCAGCGATGGAAGCCAACGCATCACGACGGCAAAACTGGCGGCCTCGGTCGGCGTTTCCGAAGCGGCGCTATACCGCCATTTTCCCAGCAAGACCCGCATGTTCGATAGCCTGATTGAGTTTATCGAAGATAGTCTGATTACCCGTATCAATCTGATTTTAAAAGATGAAAAAGACACCAGCA- STY4062 100 STY3486 62.136 STY4062 98.5 STY3486
ATGAGATTATGGAAAAGTATGGCGTGGGGAATTTTATTGTGGCATTCGCAGAGTGGGGCGCTTTGCCCGGCCTGGCCGCCAGCAAGGGCCGCTGAAGAAATCACCCGTTTACAGCAACAGCTCGCTGACTGGAATGACATCTACTGGAAACAAGGTGTTAGCGCGGTTGACGATAGTGTGTACGACCAACTCAGCGCAAGGCTGGTTCAGTGGCAACGCTGTGTTGGTCAGGATGTTTCATCTACTCCGGTTTCA+ STY4054 100 STY2960 64 STY4054 97.53 STY0005
ATGAAACAAGACGTTATCCTGGTTCTCGACTGCGGTGCGACTAACGTTCGGGCGATCGCCGTTGATCGCCAGGGGAAAATTGTCGCCCGCGCCTCAACCGCTAACGCCAGCGACATTGCCGCAGAAAATAGCGCCTGGCATCAGTGGTCGCTGGACGCCATCCTGCAACGTTTCGCCGACTGCTGCAGGTCACTCTCCAGCGCCCTGTCGGAGTGTGTTGTTCGCGGTATTACGGTGACTACTTTCGGCGTCGAT+ STY3117 100 STY3798 74 STY3117 98.7 STY3798

STY4601 99 STY2882 92 STY4601 89.4 STY2882
ATGCGCATCCTCCACACCTCTGACTGGCATCTGGGACAAAACTTCTACAGTAAAAGCCGCGCCGCGGAGCATCAGGCTTTTCTGGACTGGCTGCTGGAGACCGCGCAGGCCCATCAGGTGGATGCCATTATTGTCGCTGGCGATATTTTTGATACCGATTCGCCGCCAAGCTATGCCCGAGAACTTTATAACCGTTTCGTCGTTAATTTACAGCAAACGGGCTGTCATCTGGTGGTGCTGGCCGGTAATCATGAT- STY0430 100 STY1935 52.427 STY0430 94.85 STY1935
ATGTTTAAAAAAGTATTAGGCTTGCGCCACTGGAATAATAATGTTGTAAAAATACCGCCGCCAGCAGAATCTGGCGCTAATGCGTCTGACGTGGTGGTGGATACTCCTGAGCCTTATGAGCGGATACTGTGTCAAAAAATTCTGATGGGGATCTCGACGATCGATATCATTCGTAATGCCATCATTAAGTCCTGTGAGCAGCTCAATATTGAAAAAGAACGCATTAATGAACTTAACGAACAGAATGATAAAGCC- STY3309 100 STY2128 63.107 STY3309 99 STY2128
ATGATGGGTATGAAAGAGACAGTTAGCAATATTGTGACCAGCCAGGCAGAGAAAGGAGGCGTTAAACACGTCTATTACGTGGCGTGCGGCGGTTCTTATGCGGCGTTCTATCCGGCGAAAGCATTTTTAGAAAAAGAAGCGAAAGCGTTGACTGTCGGTCTGTATAACAGCGGAGAATTTATTAACAACCCGCCGGTAGCGCTGGGAGAAAATGCCGTTGTGGTTGTCGCCTCCCACAAAGGTAATACGCCAGAGA+ STY4202 100 STY4202 81.53
ATGATGAATAATGCGCGGATAAATCAGCCAATCTTTGCAGGGGCATCAGACGTGAAGAGAACCAAATCACCTCGTGCGCCGACGCTGGAAGATGTAGCACGTAGCGCCGGGCTGTCTCCGATGACAGTCAGCCGGGCATTGAATTCGCCACAACTGGTTCGCCCCAAAACGGTTGAGAAAGTCATGCAGGCGGTTCGCGTCACAGGCTACATACCCAACGCGTTAGCCGGTGGTCTGGCGTCGCGACGGAGTAAA+ STY4100 100 STY3156 62.745 STY4100 99.3 STY4268
ATGCAGGATATTCATTTTCGCCGTCATTATGTTCGCCACCTCCCTAAAGAGGTGAGTCAGAATGACATAATCAAGGCTCTTGCCAGTCCGTTAATTAACGATGGTATGGTTGTATCTGATTTTGCCGATCACGTCATTACGCGAGAACAGAATTTTCCAACGGGTCTACCGGTTGAGCCTGTAGGTGTCGCTATTCCACATACTGATCACAGGTATGTTCGCCAAAACGCCATTAGCGTTGGAATACTGGCAGAAC+ STY3998 100 STY1249 61.386 STY3998 79.33 STY1249
ATGCGTCTACTCGCCGTGGTTTCGAAATTGACTGGCGTCTCCACCACTGTGGAATCCTCAGCGGTCACTCTTAACGCGCCTTCAATTGTTAAATTATCAGTGGCCCGGGATGAAATTAGTCAACTTACGCGCATTAATCAGGATCTGGTGGTGAGGCTCCATTCCGGCGAAACGATCACGATTAAAAACTTTTACGTTACCAACGATCTGGGCGCAAGCCAGCTGGTACTGGCGGAAAACGATGGCACGTTATGG+ STY2875 100 STY1150 75 STY2875 98.4 STY1150
ATGGATAGCATTACGACACTCATCGTTGAAGACGAACCGATGCTAGCGGAAATCCTGGTGGACACCATCAAGCTTTTTCCTCAGTTTTCAATCGTCGGTATCGCAGACAAGCTGGAAAGTGCGAAGAAGCAAATACGCCTCTATCAACCACAGTTAATTCTATTGGATAATTTTTTACCCGATGGCAAAGGGATCGATTTAATTCGTCATACCATCAGCACCAACTACACGGGGCGAATTATTTTCATTACCGCCG- STY0061 100 STY0062 78 STY0061 88.83 STY0675
ATGGACTTTACGCAGCAGCTACAGGCTTGCGTAACGCAAGCGAATCAGGCGCTGAGCCGTTTTATCGCGCCACTGCCCTTTCAGAACACTCCCGTGGTCGAAGCCATGCAGTATGGCGCATTATTAGGCGGTAAACGCCTGCGGCCATTTCTGGTTTACGCCACCGGTCAAATGTTTGGCGTCAGTACGGCAACGCTGGATGCGCCAGCTGCGGCGGTCGAATGCATTCATGCCTATTCGCTGATCCATGACGACC- STY0462 100 STY2232 57 STY0462 99.7 STY2232
ATGGCTAATCCAACCATTATCAGGCTACAGGATGGCAACGTAATGCCACAACTTGGGCTGGGAGTCTGGAAAGCAAGCAATGAAGAGGTGATCGCGGCGATTCATAAAGCGCTGGAGGTGGGCTATCGATCGATTGATACCGCCACAGCATATCAGAATGAAGAAGGCGTCGGCAAAGCGCTAAAAGCAGCGAGCGTGGCGCGGGAAGAGCTGTTTATCACCACTAAGTTGTGGAATGACGATCAAAAACGTCCCC+ STY3338 100 STY0276 70.093 STY3338 98.7 STY0276

ATGCTGAGTAACGATATTCTGCGTAGCGTGCGCTACATTTTAAAAGCTAATAATACCGATCTGGCGCGTATCCTGGCGCTGGGTAACGTTGATGCTACGCCGGAGCAGATAGCAATCTGGTTGCGCAAAGAAGAGGAAGAGGGGTTTCAGCGTTGCCCGGATATCGTGTTGTCCTCATTTCTCAATGGCCTCATTTATGAAAAACGCGGCAAAGATGAGGCGGCGCCTGCATTGACGGCGGAACGTCGTATCAACA- STY2387 100 HCM2.0071c 55.357 STY2387 99.4 HCM2.0071c
ATGTTTTCAGGACTTTTAATCATTCTGGTTCCACTGATTGTGGGCTATCTCATTCCACTGCGACATAAAGCCGCATTACAACTCATTAACCGGCTACTGAGCTGGATCGTGTACCTTATTCTCTTTTTTATGGGAATAAGCCTGGCGTTTTTGGATAACCTCGCCAGTAATCTGGTGGCGATTTTTCATTATTCCGCCGTCAGTATTACGATTATTTTATTGTGTAATATCGCCGCCTTATTGTGGCTGGAACGTA- STY0934 100 STY0934 98.8
ATGTCGAAATCATCATGGTTATTACTTTTGGGTTTATGCGCCAGCGGCTCCGCGCTTGCGGCATCCTCAGAATCCGCTTTTCTGGCGCAACATGGGCTGGCGGGAAAAACGGTTGAGCAGATCGTGGATACGATTGATCAGACGCCGCAGAGCCGTCCTTTGCCTTACTCCGCGTCGATTACCAGTACCGAGCTCAAATTATCTGACGGAGAGCAGATTTATACGCTACCGTTAGGCGACAAATTCTATCTCTCTT- STY4152 100 STY4152 99.3
ATGTCCTGGATCATTTTATTAATCGCTGGTTTACTTGAAGTGGTATGGGCTGTCGGCCTGAAGTATACCCACGGTTTTTCTCGTCTGACCCCCAGTATTATCACCATTACGGCCATGGTTATCAGTATGGCGTTACTTTCCTGGGCAATGAAAACGCTGCCTGTTGGAACGGCGTACGCCATCTGGACCGGCATCGGCGCCGTTGGGGCGGCAATCACCGGTATCCTTCTGCTGGGCGAGTCTGCCTCACCGGCGC+ STY4698 100 STY2709 55 STY4698 99.7 STY2709



ATGCGTAAAAGCCTGTTAGCTATTCTTGCTGTGTCATCGCTGGTATTCGGTTCGGCTGTTTTTGCTGCCGATCTTGAAGATAATATGGATATTCTCAATGATAACCTGAAAGTTGTTGAGAAAACGGATAGTGCCCCTGAGCTGAAAGCGGCATTAACTAAAATGCGCGCGGCCGCGCTGGATGCTCAAAAAGCTACGCCGCCAAAGCTGGAAGATAAAGCGCCGGATAGCCCGGAAATGAAGGATTTTCGTCACG+ STY4778 100 STY4778 99.2
ATGATTCGTGAAGAACGTCTGCTGAAGGTGCTGCGCGCACCGCACGTTTCTGAAAAAGCGTCTACTGCGATGGAAAAAACCAACACCATCGTTCTCAAAGTTGCTAAAGACGCGACCAAAGCAGAAATCAAAGCTGCTGTGCAGAAACTGTTTGAAGTCGAAGTCGAAGTCGTTAACACCCTGGTCGTTAAAGGGAAAGTTAAACGTCACGGACAGCGTATCGGTCGTCGTAGCGACTGGAAAAAAGCTTACGTCA+ STY4360 100 STY1825 47.059 STY4360 100 STY1825
ATGATGAATCGAGTAATTCCGCTACCTGACGAACAGGCGACGCTAGACCTGGGGCAACGGGTAGCCAACGCCTGTGATGGCGCGACCGTTATTTATCTGTATGGCGATTTAGGTGCCGGTAAAACGACGTTTAGCCGGGGATTTTTACAGGCGTTAGGCCATAACGGTAATGTAAAAAGCCCCACCTATACGCTGGTAGAGCCTTATGCGCTTGATAACATGATGGTATATCACTTCGACTTATACCGTCTTGCGG+ STY4714 100 STY0997 65.385 STY4714 99.4 STY0997
ATGGCGAAAGAATTTGGTCGCCCGCAGCGCGTAGCGCAAGAGATGCAGAAAGAGATCGCGCTCATCCTGCAACGCGAAATCAAAGATCCACGTGTAGGTATGATGACCACCGTATCGGGTGTTGAAATGTCCCGCGATCTGGCATACGCCAAAGTATTCGTGACGTTCCTCAACGATCAGGACGAAGCGGCTGTGAAAAACGGCATTAAGGCCCTGCAGGAAGCGTCTGGTTTCATCCGCAGCTTGCTGGGTAAAG+ STY3466 99 STY0361 61.765 STY3466 88.8 STY1467
ATGAAAGTAAATCTGCCAGCGTTTGAACGTGCAGGCGTCATGGTTGTGGGTGATGTAATGCTGGATCGCTATTGGTATGGCCCCACTTGCCGTATTTCACCGGAAGCGCCGGTGCCCGTGGTTAAGGTAAATACCGTTGAGGAACGTCCGGGCGGCGCGGCGAACGTGGCGATGAACATTGCGTCTCTGGGAGCGAACGCCCGTCTGGTCGGCCTGACGGGTATTGATGACGCCGCGCGCGCGCTGAGCAAAACG- STY3379 100 STY3231 63.462 STY3379 99.1 STY2695
ATGAATACAAAAATCGATGCGTTGAATTACTACGGCGCGACGAAAAAATACCCGTTGCATTTTCCTGCTCTGCAAGACGATATTGATGCCGATGTGGTGATCATTGGCGGTGGCTTTTCAGGCATCAATACCGCGCTGGAACTGGCGGAGCAGGGGATCACTAATGTTGTCGTTCTGGAAGCCCGCCATCTTGGGTATGGCGGCACCGGGCGAAACGGCGGTCAGGTGATGGCCGGTATAGGTCACGACATCGAA- STY3297 100 STY3979 60.784 STY3297 99.7 STY2513
ATGAAGGCTAAATATTTGGCGCTGATGATCGGTGCTTGCTTTTCTCATAACCTTTGGGCAGCGAATGATATCACTATTGAGCAGCGTCTGGCTGAACTGGAGCAACGTGTTGTTAATGCTGAAAAACGGGCATCCGATGCCGAGGCGCAAATTCGCTCGCTGAAACAGCAGCAGGTCGCCGCTACACCGACGGTGAATGTCCAGTCCGCCGAGCCCATTGCAGCAGATAAAACGCCGCCGAAGCTGACCTTATCC- STY2942 100 STY1589 68.627 STY2942 98.1 STY1589
TTGACCTTTTGTCACCTCGCGCGGGCCGACTCACTGGAAGAGCAGCGTAACCGCTATGCGCAGATTAAGCAGGCCTGGGACAACCGCCAGATGGATGTGGTAGAGCAGATGATGCCGGGTCTGAAAGATTATCCGCTCTACCCGTATCTGGAATACCGTAAGATCACCGACGATTTGATGAACCAACCGGCGATTGCCGTCACGCAGTTTGTGCGCGCCAATCCTACGCTTCCGCCTGCGCGTACGCTGCAATCG+ STY4929 100 STY4775 60 STY4929 94.72 STY4775
ATGTTTAAATCTTTTTTCCCAAAGCCAGGGCCGTTTTTCATGTCGGCGTTTGTTTGGGCGCTGATCGCTGTCATTTTCTGGCAGGCGGGAGGAGGAGATTGGGTGGCGCGACTTGTAGGGGCATCCGATGAAGTGCCTATCAGCGCAGCGCGCTTCTGGTTGCTGGACTATCTGATTTTTTATGCTTATTACCTGATTTGCGTGGGATTATTTGCAACGTTCTGGTTCATCTATAGCCCGCACCGCTGGCAGTAC+ STY0408 100 STY1309 65.049 STY0408 98.5 STY1309
GTGACCAAAACCAATCTTATTACTGGATTTCTCGGTAGCGGAAAAACCACCTCTATCCTTCATTTATTAGCTCATAAAGATCCGGCTGAAAAGTGGGCCGTCCTGGTTAATGAATTTGGTGAAGTGGGTATTGACGGCGCGCTGCTTGCCGACAGCGGCGCACTGCTAAAAGAGATTCCCGGCGGCTGCATGTGCTGCGTCAACGGATTGCCTATGCAGGTGGGGCTCAACACGCTGCTGCGCCAGGGCAAACCT+ STY2448 100 STY4888 64 STY2448 89.55 STY4888
ATGATTGATAAAAATTTTTGGCAAGGTAAACGTGTATTCGTTACCGGCCATACTGGCTTTAAAGGAAGCTGGCTTTCGCTATGGCTGACTGAAATGGGTGCAATTGTAAAAGGCTATGCACTTGATGCGCCAACTGTTCCAAGTTTATTTGAGATAGTGCGTCTTAATGATCTTATGGAATCTCATATTGGCGACATTCGTGATTTTGAAAAGCTGCGCAGTTCTATTGCAGAATTTAAGCCAGAAATTGTTTTC- STY2301 100 STY4640 64.078 STY2301 99.4 STY4640
ATGCTAAGGATGACGCCCATCGCTTCGCTTGTTTTATTGACTCTGTTTACCTGGCAAACGCAGGCTATCGCGACGGAAACGTTTGATACTCATTTTATGGTGGGGGGAATGAGAGATCAAAAAATAACAAATTTCCATCTGGATGAGAATAAGCCAATTCCGGGACAGTACGAATTGGATATTTATGTCAACAATCAATGGCGAGGTAAATACGATATCATTGTTGCCGATGATCCCGGTAGCACGTGTATTTCA- STY2379 100 STY3920 89 STY2379 99.8 STY3920
GTGAAAAAGAAAAGCGACGGCGATACCCGTAATTTTACACCCATACGTTTTGCACTACTTTGCACTGCCATTCTGCTCAGTATGGCATTGTTGTTAGGGCGGGTGGCATGGCTGCAAATTGTTACGCCGTCGAAACTGGTGAAACAAGAAGATATGCGCTCGCTTCGTGAAGTGACCACGGCCTCTCCACGCGGCATGATCACCGACAGAGAAGGGCGGCCCTTAGCGGTGAGCGTTCCGGTTAATGCTGTCTGG- STY1965 100 STY0142 80 STY1965 98.9 STY0142

STY3268 100 STY2657 80 STY3268 95.45 STY2657
ATGAAACGTCCGGACTACAGAACACTACAGGCGCTGGATGCCGTTATACGTGAACGAGGATTCGAGCGCGCCGCCCAGAAGCTGTGCATCACGCAATCCGCCGTCTCACAGCGCATAAAACAGCTTGAGAATATGTTCGGACAACCTTTGTTGGTGCGTACCGTTCCTCCTCGCCCCACGGAGCAAGGGCAAAAATTACTGGCTCTGCTGCGTCAGGTTGAACTGCTGGAAGAAGAGTGGCTGGGCGATGAACAAA+ STY3220 100 STY0175 65.347 STY3220 98.4 STY0134
ATGAGCAGTAACTTCAGACATCACCTGTTGAGTCTGTCGTTACTGGTTGGCATAGCGGCCCCCTGGGCCGCTTTTGCTCAGGCGCCAATCAGTAGTGTCGGCTCAGGCTCGGTCGAAGACCGCGTCACTCAACTTGAGCGTATCTCTAACGCTCACAGCCAGCTTTTAACCCAACTTCAGCAGCAGCTCTCCGATAATCAGTCTGATATCGATTCTTTGCGCGGCCAAATCCAGGAAAATCAGTATCAACTGAATC+ STY0796 100 STY1683 74.257 STY0796 99.1 STY1683
ATGTCTTTTGATTCCCTGGGATTAAACCCTGATATCCTGCGCGCCATTGCCGAGCAGGGTTACCGTGAACCTACCCCTATTCAGCAACAGGCGATTCCCGCCGTGCTGGAAGGCCGCGATCTGATGGCTAGCGCCCAGACCGGAACCGGTAAAACGGCGGGTTTTACCCTGCCATTGTTGCAGCATCTGATTACCCATCAGCCGCACGCTAAAGGTCGTCGCCCGGTACGTGCGTTGATCCTCACGCCAACCCGC+ STY0855 100 STY1410 74 STY0855 99 STY2836
ATGAAAAAGCGTTTTATGATGTTCACTTTACTGGCGGCGGCGTTTTCAGGCGTGGCCCATGCGGATGATGCGGCTATCCGTCAGTCGCTGGCTAAGCTGGGCGTTCAGAGTACGGAAATTCAGGCCTCGCCAGTGGCAGGGATGAAAACCGTCCTCACTCACAGCGGCGTACTGTACGTCACTGACGACGGCAAACATATTATTCAAGGGCCGATGTATGACGTGAGCGGCGCGCATCCGGTAAATGTGACGAACA- STY3199 100 STY3199 99.6
ATGATCAGTTCATTATGGATCGCCAAAACCGGTCTGGACGCGCAGCAAACCAATATGGATGTGATTGCCAATAACCTGGCAAACGTCAGCACCAATGGTTTTAAGCGTCAGCGCGCGGTATTTGAAGATCTGTTGTATCAGACCATCCGCCAGCCGGGCGCGCAGTCGTCCGAGCAGACGACGCTGCCTTCCGGGCTGCAAATCGGTACCGGCGTGCGTCCGGTCGCCACGGAGCGCCTGCACAGTCAGGGGAACC+ STY1218 100 STY0744 63.725 STY1218 99.2 STY1216
ATGAAACTTATCAGCAACGATTTGCGCGATGGAGATAAACTTCCTCATCGCCACGTTTTTAACGGTATGGGCTATGATGGCGATAATATTTCGCCGCATCTGGCCTGGGACGACGTGCCGATGGGCACCAAAAGTTTTGTCGTGACCTGTTACGATCCTGACGCGCCGACCGGCTCCGGCTGGTGGCACTGGGTGGTGGTGAACCTCCCGGCGGATACGCGCGTACTGACCCAGGGGTTCGGCTCAGGCCTGGTGG- STY0825 100 STY1104 69 STY0825 99.4 STY1104

STY1791 56.436 STY1791 13.34
ATGAGTAAAACCAGACGTTGGGTTATCATTCTACTGTCGCTGGCTATTCTGGTACTGATTGGTATCAATCTGGCGGATAAAGACGATCCTGCTGCCGTGATGGTCAACAGCAACGATCCCACGTATAAAAGCGAGCACACGGATACCGTCGTGTACAGTCCGGAAGGCGCGTTGAGCTATCGTCTGATCGCGCAGCACGTTGAATATTTTTCCGATCAGGCGGTCTCATGGTTTACGCAACCGGTATTAACCACCT+ STY3496 100 STY2547 60.194 STY3496 99.7 STY2547
ATGGAGGAACGTATGTTAATGTTTCCTTATATTTTAAATTTACTGGCCGCTATGCTGTTGGGCGCGCTGATTGGCGCGGAAAGACAATGGCGTCAACGTATGGCGGGATTACGCACTAATGCGCTGGTGGCGACAGGCGCCGCCGTTTTTATTCTGAGCTCCATGACGACATCGCCAGACAGCCCCGGGAGAATTGCGGCGCAGATTGTCTCTGGTATTGGCTTTCTGGGGGCGGGCGTCATCATGCGCGAAGGGA+ STY4022 100 STY0538 92 STY4022 98.6 STY0538
ATGAATACGTTGACCTTCCTGCTCTCAACGGTAATTGAGCTGTATACCATGGTGCTATTATTGCGCGTGTGGATGCAGTGGGCCCGCTGTGACTTTTACAACCCTTTTTCCCAGTTCGTGGTGAAAATTACGCAGCCCATCATCGGACCGCTGCGTCGTATTATCCCGCCAATGGGGCCGATCGACAGCGCTTCCCTGCTGGTGGCGTTTATTCTTAGCGTTATTAAGGCGATAGTGCTGTTTAAGGTAATTACGT+ STY3254 100 STY2523 67.327 STY3254 99.5 STY2523
TTGATCAACGTTCTTCTTGTTGATGACCACGAACTGGTGCGCGCAGGGATACGACGCATTCTTGAAGATATAAAGGGCATTAAAGTTGTCGGTGAAGCGTGCTGCGGAGAGGATGCGGTAAAATGGTGCCGTACTAACGCCGTTGACGTCGTGCTGATGGATATGAACATGCCCGGTATTGGCGGCCTTGAGGCGACGCGTAAAATTGCCCGATCGACAGCGGATATCAAAGTGATCATGCTGACCGTCCATACGG- STY2155 100 STY3876 60.952 STY2155 99.5 STY2281
ATGTTGTACGATAAATCCCTTGAGAAGGATAACTGTGGTTTCGGCCTGATCGCCCACATAGAAGGCGAACCTAGCCACAAGGTAGTGCGTACCGCCATACACGCGCTGGCCCGGATGCAGCACCGTGGCGCGATCCTTGCCGACGGTAAAACCGGCGACGGTTGCGGCTTGCTGTTACAAAAACCTGACCGTTTCTTTCGCATCGTGGCCGAAGAGCGCGGCTGGCGCTTAGCCAAAAACTACGCCGTCGGGATG+ STY3510 100 STY0716 67 STY3510 97.9 STY0716
GTGATCTACACGCTAACACTTAATAGCGCGATTGATATGAATATATTTAGCGATCCTTTACAGCCAAATATTGTCAATCGCACTCACCACACCGAGTTTTGCCCAAATGGTAAAGGGGTAAATGTTGCGCTGGTTCTGGATCACTTTCAAATACCTGCGCATATATTAGGCATTTTTGGTGGTTTCACCGGGCATTATATTGTAGAAAGCCTGCGTACCCGAAAAATGCCAGTCACACCAGCATGGGTAGAAGAA+ STY3436 100 STY1739 62.376 STY3436 95.43 STY2441
ATGCCGCATATCGTTCGGGAAGCCCCCGACAGCCGCAGTGAGAGGCAGCGGCCAAAATATAAGTATGCCCTCGCTTTAAATGTCGACAGCTATACCGTCGACACCAATCAAACGAATAAGTGTGGATACCGTCTTATGGAGCAAAACCCGCAGTCACAGCTGAAACTTCTTGTCACCCGTGGTAAGGAGCAAGGCTATCTGACCTATGCTGAGGTCAATGACCATCTGCCGGAAGATATCGTCGATTCAGATCAA+ STY3390 100 STY3049 68 STY3390 98.4 STY3049
ATGAAAAAAGACCCGACCCTACAACAGGCACATGACACGATGCGATTTTTCCGGCGTGGCGGCTCGCTGCGTATGTTGTTGGATGACGATGTTACACAGCCGCTTAATACTGTGTATCGCTATGCCATGCAGCTTATGGAGGTAAAAGAATTCGCCGGCGCAGCGCGACTTTTTCAATTGCTGACGATATATGATGCCTGGTCATTTGACTACTGGTTTCGGTTAGGGGAATGCTGCCAGGCTCAAAAACATTGGG- STY1721 100 STY3094 63.107 STY1721 98.1 STY0033

STY2444 57.282 STY0277 53 STY0277 16.89 STY2444
ATGTTAGATATAGTCGAACTGTCGCGCTTACAGTTTGCCTTGACCGCGATGTACCACTTCCTGTTTGTGCCGCTAACGCTCGGTATGGCGTTCCTGCTGGCCATTATGGAAACGGTATACGTCCTTTCCGGCAAACAGATTTATAAAGATATGACCAAGTTCTGGGGCAAGTTGTTTGGTATCAACTTTGCTCTGGGTGTGGCTACCGGTTTGACCATGGAGTTCCAGTTCGGGACAAACTGGTCGTACTACTCC+ STY0786 100 STY1919 86 STY0786 99.1 STY1919
ATGCCAACATCTTGGTCAGGCTATCTGGATGAAGTTTCAGCAAAATTTGATAAGGGCGTTGATAATCTACAAACGCAGGTAACAGAGGCGCTGGATAAATTAGCAGCAAAACCCTCCGATCCGGCGCTACTGGCGGCGTATCAGAGTAAGCTCTCGGAATATAACTTGTACCGTAACGCGCAATCGAACACGGTAAAAGTCTTTAAGGATATTGATGCTGCCATTATTCAGAACTTCCGTTAA- STY2994 100 STY0442 59.406 STY2994 97.9 STY3658
ATGAATTTGATGTTACAGAACTTAAATAATATCCGCACGCTGCGCGCTATGGCTCGCGAATTCTCCATTGATGTTCTTGAAGAAATGCTCGAAAAATTCAGGGTTGTCACTAAAGAAAGACGCGAAGAAGAAGAATTGCAGCAACGCCAGCTTGCCGAGAAGCAGGAGAAAATTAATGCCTTTCTGGAGCTGATGAAAGCAGACGGTATTAACCCGGAAGAGTTATTTGCCATGGATTCAGCAATGCCGCGTTCTG- STY2920 100 HCM1.178ac 72 STY2920 99.5 HCM1.178ac
ATGGCTAAAGGTATTCGTGAGAAAATCAAGCTGGTTTCTTCTGCTGGTACTGGTCACTTCTATACCACTACGAAGAACAAACGTACTAAGCCGGAAAAACTGGAACTGAAAAAATTCGATCCAGTTGTCCGTCAGCACGTGATCTACAAAGAAGCGAAAATCAAATAA+ STY4067 99 STY2063 62.037 STY4067 99.4 STY2063
ATGGTAACTATTCGTTTAGCTCGTCACGGCGCTAAAAAGCGTCCGTTCTACCAGGTTGTTGTCACCGACAGCCGTAATGCACGCAACGGTCGCTTCATTGAGCGCGTTGGTTTCTTCAACCCAATCGCTAGCGAAAAAGAAGAAGGCACCCGCCTGGATCTGGATCGCATCGCTCACTGGGTTGGCCAGGGCGCAACCATTTCCGATCGCGTTGCGGCGCTGATCAAAGAAGTAAAAAAAGCAGCTTAA- STY2863 100 STY2863 100
ATGGCGACATTCTCTTTAGGCAAGCACCCGCACGTCGAGCTGTGCGATCTGCTCAAGCTGGAAGGCTGGAGCGAAAGCGGCGCGCAGGCGAAAATCGCCATTGCCGACGGGTTGGTGAAGGTTGATGGCGCGGTTGAAACGCGTAAACGCTGCAAAATTGTCGCCGGGCAAACCGTTAGCTTCGAAGGCCAAAGTGTGAACGTCGTGGCCTGA- STY0587 100 STY2349 58 STY0587 99.5 STY2349
ATGAGCGATTCCAATAGTCGTCTGGTTTATTCAACACAGACGGGGCGCATTGAAGAACCTAAAACGGCGCCGGTTCGTCCCAAAGGGGATGGTATCGTTCGCATTCAGCGTCAAACCAGTGGCCGTAAGGGTAAAGGCGTATGTTTGATTACCGGTATCGAGATGAATGATGCGGAATTAACCAAACTGGCGGCTGAACTGAAGAAAAAATGCGGCTGTGGCGGGGCAGTAAAAGAAGGGATTATTGAAATTCAGG+ STY1345 100 STY1137 83 STY1345 99.7 STY1137

STY3345 60.748 STY2743 58.929 STY2743 45.37 STY3345
ATGAAAAATATCGTCCCTGATTACCGTCTGGATATGGTTGGCGAACCTTGCCCGTACCCGGCGGTCGCCACTCTGGAAGCGATGCCGCAGCTAAAAAAAGGTGAGATCCTGGAAGTGGTCAGCGACTGTCCGCAGTCCATTAATAATATTCCACTGGATGCGCGCAATCACGGTTATACGGTGCTGGATATTCAGCAGGATGGCCCGACAATTCGTTATCTGATTCAAAAATAA+ STY2174 100 STY3233 90 STY2174 97.9 STY4537
ATGTCGCACCTGGAGGAAGTGAGCGCCCGCGTGGATGCCGCCATCGCGGAGAGCGTAATTGCCCATATGAATGAATTGCTGATTGCCTTGAGCGATGACGCTGAATTACGTCACGAAGATCGTTATGTGCAGCAGCAGCGTTTACGCACGGCTATCGCGCATCACGGCAGGCAATATCAAGAAGATCGGGACGCGCGCCGCGAACAGCTCACCAAAGGCGGCACGATCCTGTAA+ STY1473 100 STY1473 99.1
TTGATTAAACATTTGAAAAACGCCCTTCGGGGCGTGGGGATCGGTTCATGCATTTACGTCATTGTTGAAAGCGTTATGCACGGCACGATAAACGGTGTTGAAGCTGCCGGAGTCCTGACGATAAGCGCGGTACTCGGTCTGCTTAGCGCTCTTTTGGATATCAAAGCAAAGCCGCGCGCCCCCTTAATCCTGTTGCATTTTCTCCTCTGCGGCGGCTGCGTCGCACTGATGGTGGCAATGCTGTCGGTTCTGAACC+ STY3615 100 STY1205 74 STY3615 88.95 STY1205
ATGGCAAAAATGGCAGCAGCACTGCATATTCTTGTAAAAGAAGAGAAACTGGCTTTAGATCTTCTGGAGCAAATTAAAAACGGCGGCGATTTTGAGAAGCTGGCGAAGAAGCATTCTATCTGCCCATCCGGTAAAAAAGGCGGTCATTTAGGCGAATTTCGTCAGGGCCAGATGGTTCCGGCATTCGATAAAGTAGTCTTTTCCTGCCCGGTACTGGAGCCAACCGGCCCACTGCATACCCAGTTCGGTTACCACA+ STY3647 100 STY2807 61.765 STY3647 99.6 STY2329
ATGACCAAGTCAGAATTGATTGAAAGACTTGCAACCCAGCAATCTCACATTCCCGCTAAGGCGGTTGAAGACGCGGTAAAAGAGATGCTGGAGCATATGGCCTCGACTCTTGCGCAGGGCGAGCGTATTGAAATCCGCGGTTTCGGCAGTTTTTCTTTGCATTACCGCGCGCCTCGTACCGGACGTAACCCCAAGACCGGCGATAAAGTGGAACTGGAAGGAAAATACGTTCCTCACTTTAAACCGGGTAAAGAAC+ STY0982 100 STY4341 60.55 STY0982 100 STY3715

STY3064 85 STY3380 55.66 STY3064 75.73 STY3380
ATGAGCCGACCATTACTGCAACTGGCGCTCGACCACACCAGTCTGGAAGCAGCCCAGCGCGATGTCGCCCTGCTACAGGATCATGTCGATATCGTTGAGGCCGGAACCATCCTTTGTTTAACCGAAGGCCTTAGCGCGGTGAAAGCCCTGCGAGCGCAGTGCCCGGAAAAAATCATCGTCGCCGACTGGAAAGTGGCCGATGCCGGTGAAACCCTGGCGCAGCAGGCTTTTAGCGCTGGCGCTAACTGGATGACTA- STY4121 100 STY4742 66 STY4121 97.8 STY4742

STY1760 83 STY0219 63.107 STY1760 72.9 STY2089
STY0088 76 STY3082 57 STY0088 64.96 STY3082
STY3614 99 STY4870 62.5 STY3614 44.79 STY4870

ATGGTTAAAAAGACAATTGCAGCGATCTTTTCTGTTTTGGTACTTTCCACTGTATTAACTGCTTGTAATACCACGCGCGGCGTGGGCGAGGACATCTCGGACGGTGGTAGTGCGATCTCTGGCGCTGCAACCAGAGCTCAGCAGTAA+ STY4696 100 STY0629 60.784 STY4696 100 STY0629
ATGACTAAAGTACGTAATTGCGTTCTTGATGCACTTTCCATCAACGTCAACAACATCATTAGCTTGGTCGTGGGTACTTTCCCTCTGGACCCGACAGTGTCAAAAACGGCTGTCATCCTAACCATTTTAACAGCAACATAA+ STY4948 100 STY3614 54.286 STY4948 100 STY3614
ATGAACCGCATCAGCACCACCACCATTACCACCATCACCATTACCACAGGTAACGGTGCGGGCTGA+ STY0001 100 STY4430 60.606 STY0001 100 STY4430



STY0358 56.075 STY1738 50 STY0358 40.52 STY1738
STY4178 68.889 STY0395 57.778 STY4178 68.9 STY0395
STY0531 40 STY0580 40 STY0531 36.72 STY0580

ATGAACAACAATAACGTCTATTCATTAAATAATTTCGATTTTCTGGCGCGCAGCTTTGCCAGAATGCAGGCGGAGGGGCGTCCTGTTGATATCCAGGCGGTAACCGGCAATATGGACGAGGAGCACCGCGACTGGTTTTGCAAGCGTTACGCGCTTTACTGCCAGCAGGCGACTCAGGCGAAAAAGTTAGAATTAGAACACTAA- STY3376 99 STY3971 59.406 STY3376 95.69 STY1159
ATGTACGAAGCTCTTTTAGTTGTTTTCCTTATTGTGGCAATTGGCCTTGTAGGTCTGATCATGCTGCAGCAAGGTAAAGGCGCTGATATGGGAGCCTCCTTCGGAGCAGGCGCTTCCGCTACGCTATTTGGTTCAAGTGGTTCTGGTAACTTCATGACTCGAATGACGGCGGTATTGGCGACGCTGTTCTTCATCATCAGTCTGGTGTTGGGTAATATCAATAGCAACAAAACCAATAAAGGAAGCGAGTGGGAAA- STY3471 100 STY3810 60 STY3471 99.1 STY4466
ATGCGCACGATCGGCGTGTTACCCAAAAGCGTACTGATACTGGAATGCCTCGGTATGATTTTGCTGGCGCTTGCTCTGCTATCGCTTAATCATTACCTTACGCTGCCCGCGCCGTTCAATACGTCGCTGGCTGGCGTATTGATGGTTTTCCTGGGCGTCGTGTTGATCCTCCCCGCCGCGGTGGCGATGATGTGGCGTATTGCGCAGTTACTGGCGCCGCAGTTGATGAAACGTCCACCCGACATTTCTTCCCGTT+ STY0906 100 STY4105 75.728 STY0906 98.6 STY4105

STY0970 93 STY1201 64.151 STY0970 56.55 STY4645
STY1012 65 STY3762 63.107 STY1012 45.67 STY1292

GTGTCTGCGAACAGAGTGACAAAAATAATGCAACGTAAAAAGATACTAATTGTAGGTGCGGGCCTTTCAGGCGCAGTAATAGCACGCCAGTTAGCCGAGCAGGGACATGTAGTCAATATTATTGATCAACGTTCGCATATCGGTAGTAACGCTTATGATGCCCGAGATGAGCACACGGGTATTATGGTGTACGTTTATGGTCCTCATATTTTTCATACTGATAATGAAACTGTATGGAATTATGTAAATAAATAC+ STY0759 100 STY0759 92.33
HCM1.227c 64.078 STY0511 60.784 HCM1.227c 43.15 STY0511

STY0214 62.376 STY4230 62.136 STY0498 18.8 STY0214
STY2517 36 STY2517 7.28
STY3850 64.356 STY3535 60.784 STY3850 14.22 STY3535
STY4494 63 STY1344 60.396 STY4494 26.51 STY4515
STY1958 100 STY0045 63.462 STY1958 98.3 STY2332
STY0793 61.538 STY0793 6.78

ATGAATAAGAAAAATTCGTCAATGGTTAACTTGCCCGCACCGCGTGAGTCGATTAACCAGAAAATCGATACCAATAACGCATTGGTGTTAAATCATAACGCCATATATGAACAACGATTAGCGGAGATCACGCAATCTAATACCTGTGACAAGGCCATTGTCACCGTAAATCCCTACGGGACCGCCCCGTTGAGTCTCTATCTGGGAATTTGGATTGATGAAGCTGCCGCGCTTGAGATCAATGTTGTTGATAGC+ STY0039 100 STY0046 76 STY0039 98.7 STY0046
STY2248 100 STY1349 90 STY2248 98.4 HCM1.159
STY2332 100 STY1958 60.185 STY2332 99.8 STY0712
STY2446 99 STY3319 63.462 STY2446 98.7 STY3319
STY0964 100 STY1568 88 STY0964 99.7 STY1568
STY3359 100 STY3943 72 STY3359 99.5 STY3943
STY3422 100 STY1956 77.451 STY3422 98.2 STY3110
STY3511 100 STY2717 80 STY3511 98.8 STY2717
STY0121 62.5 STY0121 12.31

ATGTTATTCAACAACAACGACTGGAAACTATCAGTCACCGACATCAATCCCTATGAAAATACTGTGAGTCTGGACGGTCAGTCCTATCCGCTGTCTCTGGCGATTAAGACCCTGATTCCGGGCTACCTGTCAGGCTTACCGTCCACCAGCCGCGCGGCGATGGAGTTACTGGAAGCTCTGGCTGAAGCTGGCGTGTCCATTGGCAACTTCTTCAGTAATGACCTGATGACCGCCTATGGTCGCCGCCAGCAGAACA- STY3189 100 STY4870 64 STY3189 100 STY1160
ATGAATATGCCAACGTATCTCGCCAGAGTAGAACTATATAATGCTGAGCCAGAGGATTACGAAGGGCTTCATAAATATATGCTCTCACTAGGATTCAGGAGAACGATCCCCCATGGAGATGGTTCGTATAATCAACTCCCGGACGGAACTTATGTTTCCGAAAAGGGCGGTGATATTTATCAAATTCGCAGCCAGATATCTGACTATGCAGACCGACTATCCAGATATCGCGCGTCTGTTTTTGTTTGCGAATTCA- STY2069 100 STY4075 88.119 STY2069 100 STY4075
ATGAAAATTCTAATAATGGGAGCGTTTGGGTTCCTTGGATCACGACTTACATCCTACTTCGAAAGTCGACATACTGTGATTGGCTTAGCAAGGAAGAGGAACAATGAAGCTACCATAAATAATATTATTTACACGACAGAAAATAATTGGATCGAAAAAATACTAGAATTTGAACCGAATATTATTATTAACACTATTGCTTGCTATGGAAGACATAACGAACCTGCAACAGCTTTAATAGAAAGCAATATTCTTA- STY2299 100 STY2444 65 STY2299 100 STY2444
GTGGCTGAACTGCAGAAGGTGGACGACTGGCTGAGTGCCTTGCTGGCGAATCTGGAACCAGCCACGAGAAGCCGCATGATGCGCCAGCTGGCGCAGGAACTGCGCCGGACACAGCAGCAGAATATCAGGATGCAGCGCAATCCAGATGGCAGCAGTTATGAACCGCGCAGGGTAACAGCACGCAGCAAGAAAGGGCGCATCAAACGTCAGATGTTTGCAAAGCTGCGCACCACAAAATACCTGAAAACTGCCGCCA+ STY3686 100 STY4616 93 STY3686 100 STY4616
ATGAGTATGCTGGTTGTCGTTACCGAAAATGTTCCTCCTCGTCTGCGGGGGAGGCTGGCCGTCTGGTTACTGGAAATTCGAGCTGGTGTGTATGTTGGTGATGTTTCCGCAAAGATCCGCGAGATGATATGGCAACAGGTTTCCGTTCTGGCAGATGAGGGAAATGTTGTTATGGCGTGGGCGACAAATACAGAATCAGGTTTTGAGTTTCAGACTTTTGGTGTAAATCGACGTATTCCGGTAGATCTTGATGGAC- STY3064 100 STY0132 55.238 STY3064 100 STY0132
ATGAAAAAAGCGATTTTAGCTGCCGCAATGGTTATGGCTATGGGTTCTACTTCCGCAATGGCAGTTGAAGGCGGCCAGATCGAATTCCACGGTTTAGTGAGCGCAACAACCTGTTCTAAAGTAGTTTCCTCTTCACGCGGTAATCAAGCGACTGATGGTGACGTATATCTGACTACAGCAGCCCCAGGCGATATCACTGAAGGCGTTGCTGCTAACGCATACGGCGCGCTTCCGGCTCCGTTCTCTATCATCCTGG- STY0207 100 STY0924 63.81 STY0207 100 STY1277
TTGCAGGATGCATCTTGTTATCAATTGGCAAGTGTTTTGACGCTGGCTGCAGAACACCGCGATACACCGGAAAATTTATTGCGTTATCTGGCTAAAATACGAGGTATTTCGCCATTTTTGACAGCGGCAGAATCTTGCCCTGAAGCGGCGATCCCGAACGCCGAATTTCTTTATACGCCATTTGCTACCGCTCTTCGCCAACATAACGTACCGATAGTACGCTTTTTTAGCCAGCAACTGGTGGGCGAGACATCT- STY3345 100 STY4117 59 STY3345 100 STY3344
ATGGCAATTAATGGCGCTGCGGCGACTGTTCCATTAAGCCCCGGAGAACGCCTGAATGGACTTAATCACATTGCGGAATTAAGGGCGAAAGTATTTGGCCTGAATATTGAGTCAGAGCTTGAGCGGTTTATTAAAGATATGCGTGATCCACGGGATATCAATAACGAACAAAATAAACGGGCACTGGCTGCCATATTCTTTATGGCAAAAATTCCAGCTGAACGTCATAGCATCAGCATTAATGAGCTGACCACTG+ STY3664 100 STY4640 89 STY3664 100 STY4640
ATGAAAGTGCGTGCGCATCAGTATGACACGGTGGACGCGCTTTGCTGGCGTCATTACGGGCGCACGCAGGGTGTCACGGAGCAGGTACTGAAGGCAAATCCGGGGCTTGCCGAATACGGCCCCTTTTTACCTCACGGGCTGCAGGTGGAGCTGCCGGACATTCCGACCACCACCACCGTGCAGACCGTCCAGCTATGGGACTGA+ STY3680 100 STY4622 97 STY3680 100 STY4622
ATGGCTTTACCACGCAAATTAAAACACCTGAACCTGTTTAATGACGGGAACAACTGGCAGGGGATCGTTGAGTCGCTGACGCTGCCGAAATTTACCCGCAAATATGAGAAGTATCGCGGCGGCGGAATGCCGGGTGCAGTGGATGTGGATCTGGGGCTGGATGACGGCGCACTGGATACGGAATTTTCCATTGGTGGTACTGAGCTGCTGCTGTTTAAGCAGATGGGCAAAGCCACGGTGGATGGCATCCAGCTGC- STY2887 100 STY3697 100 STY2887 100 STY3697
ATGCTTTTAAAAAACACAACATGGTTTGCCGCCTTTTTCCTGATGATGGCTATCATGTCCAACTGTTATGCCATAAATACTACCCTGGCCGTTGGCGACTACGCCTCCAGTGAACATGATGGCCCAAGCGGGGATTCGGTATTCACTGATAACAGCCACAATTTTGGGCAGACCATCGCGATTCATAAGGAAACGGCGCTGCGCCAGATTACCGTTTTTAACTGGTCCGGCATCCAGTACGTTATGGAGATGTTC- STY0201 100 STY1460 66.337 STY0201 100 STY1460
ATGCCCCGTAAAATAATGCTTGTTTTTTTTCTCTTTATATCTGAGTTCTGTTATGCCCAAGCGGTTGTATCTGAATTTAATTTGTCAGATATAAATCGCGGTGGAATGACGAAAGCACAGGCAGAAAAACTACTCATTATTGCACTTAAATATCAAAAATATGATTTATCGCTGGATGGCGTTTTTGTTGACGGTGATTTGCAGGATAAACACGGAAATCCTCCCCATCCGGGATATTATGATTTTAGCCTTGGCT+ STY0314 100 STY0312 92 STY0314 100 STY0312
ATGGCTGATGCAATGGATCTCGTACAGCAGCGCGTTGAAGAAGAACGCCAACGCCATATCCGTGCTGCCCGTGCCAAAACGCCGGGCGTGTCCCGCGTGCTTTGCATTGAGTGTGAAGCGCCAATTCCGCCAGCACGCCGCCGTGCCATTCCGGGTGTGCAGCTTTGCATTACCTGTCAGGAAATCGCAGAGCTGAAAGGCAAACATTACAACGGAGGTGCTGTATGA+ STY3666 100 STY4638 91 STY3666 100 STY4638
GTGCTGGCTATTGCTGCCACGCTGCCGGGTTTTCAGCAGCTTCACACCTCCGTGGAGGGGCTGAAACTGATTGCCGATTACGAAGGTTGTCGTCTGCAGCCGTATCAGTGCAGCGCGGGTGTCTGGACCGACGGCATTGGTAATACGTCAGGCGTCATTCCCGGCAAAACCATTACGGAGCGACAGGCAGCAGAAGGGCTGATCTCCAACGTGCTGCGTGTGGAGCGGGCGCTGGAAAGGTGTGTGAAGCAACAGC+ STY3682 100 STY4620 90 STY3682 100 STY4620
ATGGGGGACGAAAAGAGCTTAGCGCACACCCGATGGAACTGTAAATATCACATAGTTTTCGCGCCAAAATACCGAAGACAGGCGTTCTACGGAGAGAAGCGTAGAGCGGTAGGCAGCATTTTAAGGAAACTATGTGAGTGGAAAAATGTGAACATTCTGGAAGCGGAATGCTGTGCAGATCATATCCATATGCTTCTGGAGATCCCGCCGAAGATGAGCGTGTCAGGGTTTATGGGTTATCTGAAGGGAAAAAGTA+ STY3706 100 STY3224 98 STY3706 100 STY0437
TTGGGTAATGAGAAACAAATTTATTATTATAAGTGTGCTTATTCACGATGTAATTATGTTGCGGCAAGAGAAAAAAAATCGCATGAATTAATTACTAATATATTAGGCATTGATGCTACTTTATCTTTTGATAGCTTGCCGTTACTTGTCAAAAAGGTTGAAAGCGAAATTCCAGAAAGTTTGTATAAAGAAAAATACGTATGTTTATCTGGTGCGGTTAATTATAATAAAGAAAATTCATCTTTTATAGCTGGTG+ STY4075 100 STY4824 62.376 STY4075 100 STY4032
ATGACGACTGAATCTGTTGTATGTGCCCTGTTCTGGTATTGTTTTGTCGGTTGGTGTACTGCTGAACTGCACCGCCGTTCAGGGTTTTATTCACGTTACAGTGGTGCCGGTTACTGGATTAGCTGGTCGGTGATGTTCCTGTGCTGGCCTGTGGCACTTCCTTTATATGTCGATTATATCGGTGATGCAGGCAGAAGGAGCAACAATGATGACTAA- STY1593 100 STY3895 58.252 STY1593 100 STY3895
ATGACATTGTCGGGCTATAACGGTGGTCTGGGCTGGGTACAACGGGACAGGCGGCTTGCATCACAGAAAGGTCTGGACAGCACCCGCTGGTTCGGACATGTCGCCACGGTGAATGCCGGACGCAATGCGGCCAGCTGGCGGGAGAACCGCCATTATCCGCAGCGCATCCTGCGCGAACTGGCACCGCGATATCTCACATGGGGAGGCTGCAGTTGTGTGGCATCTGGTTAA+ STY1610 100 HCM1.159 64.078 STY1610 100 STY3443
ATGCATTTTCTGTGTAGTGCACAGCTTCTGGCGGCAAAGCACTGCATCGACACAATAGTGGGTTTCACTGGCAGCACACAATCAAATCTGACAGTCGGCTTCGAGCGAGGTGCGGACATTGGTAGCTTCAACAACATGACTGGCATTGAGGTGTATTAA- STY2750 100 STY3710 60 STY2750 100 STY3710
ATGAAAAAACAATTACTTCGTACCCTTACTGCAAGCATTTTATTAATGAGTACCTCTGTTCTGGCACAGGAGGCGCCGTCGCGAACGGAATGTATCGCGCCAGCCAAACCTGGCGGCGGTTCGCTGCTCAACCTGTCGCAGGGGAAATTTGGTCGCTACGGCGTGGATGATGTGCGCTGGCTGGCAAGCGTGGGCACTGATTACGGCATGATCGCCGTGCGTGCGGATTCCCCGTGGAAGACGCTGAAAGATCTGA+ STY2906 100 STY3422 61.905 STY2906 100 STY3422

STY4108 100 STY1295 37 STY4108 100 STY1295
STY4638 100 STY3666 91 STY4638 100 STY3666

ATGATCTCCGCCCCTGAACCGCTTCATGCCGGGCATATTCTTACCCCCTTCTGCTGCGGTGTGGATTCAATGGATAACTGGCTAAAACAGCGGGCGATGAAAAATCAGGTAACTGGCGCATCCCGTACCTTTGTGTGTTGCGGCAGCGATTCTGACGTACTGGCGTATTATTCGCTGGCGTCCAGCGCGGTAACGACAAACACCGCCCCCGGTCGCTTTCGTCGCAATATGCCCGATCCGATCCCGGTTGTGGTGC+ STY4668 100 STY4518 93 STY4668 100 STY4518
ATGAAGCTCAACGCCAGACAGGTCGAGACCGCAAAGCCAAAAGACAAAACCTACAAAATGGCCGATGGCGGCGGTTTGTACCTTGAGGTTTCGGCCAAGGGATCCAAATACTGGCGCATGAAATACAGACGCCCCTCTGACAAAAAAGAGGATCGCCTCGCTTTTGGTGTTTGGCCTACTGTGACACTTGCTCAGGCAAGAGCAAAGCGCGATGAAGCCAAAAAGTTGCTAGTGCAGGGCATTGATCCAAAAACC+ STY4821 100 STY4680 73 STY4821 100 STY4680
ATGACAGTCTCTCTTATCGGTACCATTTTTCCTCCTGTGTATGCCATACCTGCTTTTATCGGGTGCGCCATTTTCGGGGCGGTACTTTTAAGGCCGGTACGTCTTTATCTGGCCGCAGCGGAGGTGGATATCTCACGCCATTGTGCCGTCGTGGTGGGTATCTGGCTGTTTGCGGTAACGGGTTTGCTGATACTTATGGCACCTCAGGTCTGGATGACACGTATCGGAATGCTGTTTATGTGCAGTTTTTTGCTGC+ STY4549 100 STY2392 89 STY4549 100 STY3562



ATGGCGATGTTTAAAGTCCTTAATTTTAAGTGTAAATGGTGGCCGATAATTCTCCTTTTATGGTTTTCATCAGCACAGGCTGTGGAGCTGATGAAATGGGAACGGATCCCTCTGCTTATTCCACTTTCTGTTAACCATGAGCGAATTGTCTTTGTCGACCGCAACGTTCGTGTAGGTTTTCCGGCAATGCTCAAAGGTAAACTGAGGGTTCAAAGCAGCGGTGGTACGGTTTATTTACAGGCCAGCGAACCTTTTG+ STY4569 100 STY0244 70.588 STY4569 100 STY0244
ATGACTACACGCTATTTTTCTTCGCTGATTGAACAATCACTGTCGCGTTCTACGGAGGCGACGCTGAGTATTATGGGGGTGACCAACCCGAATCTTCGCGAGCATCTCACGCAACAAATGGCGGCCGATTGCGGGAAAGAAGGATCGTTTCTTGCCTCCCCCGTATTTGAACAGACATTTGGCTGGAAAGAGTCCAACAGCACAATGAAAGACCTTGCAACAAAACAAACGTTGCTAAGCAAGGAGGTGGTGGAC- STY4850 100 STY2932 67.961 STY4850 100 HCM1.182
ATGAAAAAGAAAGTCATGAGCGTTTTTTTCCAGCTGGCATGGGCTGCGCTGTTGGTAATCAGCCTGCTGTATCCGCGCAGCGGTGCGCCGGTTCTGGTTGGTGCGTCTGTCCAGGTGTCATGCTTCCTCGCCTGGCTGCTTGCTGCGCTGTGCGCTGTCGGGTGGTTCGCCGGAGATCGGGCGCGCGATGAGGTCAGGGCGGCATTAATCAAATTCAGGGCGCACCCCGTAAAACCCGTGCGTACATGGGCTATCA- STY4619 100 STY3683 65.385 STY4619 100 STY3683
TTGCTCATGTTGATTAACAGGTTTTCCAGTATGAATTTATCCCGTCAGGAACAGCGTACCTTACATGTGCTCGCAAAAGGTGGACGTATTGTGCACGTTCGCGATGCTTCTGGTCGCGTTACCTCTGTTGAATGCTACAGCCGCGAAGGGCTGTTGCTCGCCGACTGTACTCTCGCCGTTTTCAAAAAGCTCAAAACCAAAAAACTGATCAAGTCCGTCAACGGTCAGCCTTACCGCATCAACACCACCGGGCTGA+ STY4648 100 STY4857 89 STY4648 100 STY4857
ATGTTCCGGAAAGTTAAGTCATGGATGGAGAAGAAAAACTTCAGACAGATAGAAGAAAATAAATCGGGAAATGCGAAGAAGAGACTTATTCCCTGTACGGATGGATATTTTAACCCTGCGGCCATTTCAGATTTGTTACAGCATGAACGACGGCAGCAATGGTTAAGGATTTTGTGGGAGAACAGCGCGCTACCTAAAGAGCGTTTTGAACGTTATTTTTTACTCCCTTTACACGGCGTTGTGGGTTTATGTCAG+ STY4665 100 STY4665 100

ATGAACGACGAACCCTTGCGTCCTGATCCGGATCGCTTGTTGGAACAAACGCCCCCGCCCCACCGGGGGAAGTTAAAAATTTTCTTCGGCGCCTGCGCAGGCGTCGGAAAAACCTGGGCGATGCTGGCGCAAGCGCAGCGGCTGCGAGCGCAGGGGCTGGATGTGGTGATCGGCGTGGTAGAGACGCACGGCCGTAAAGAGACCGCCGCGCTACTTGACGGGCTGACCATTCTGCCGCCAAAACGTCACTCGCAC- STY0744 100 STY0433 79 STY0744 72.56 STY2343
ATGATGAAAATTACCAGCATTGATATTATTGATGTTGCTAATGATTTTGCGTCCGCCACCAGCAAATGGCGTCCGGTGGTGGTAAAAATTAATACCGACGAGGGCATTTCCGGTTTTGGCGAAGTCGGGTTGGCCTACGGCGTCGGCGCCTCCGCAGGCATCGGCATGGCAAAAGATTTAGCCGCCATTATCATCGGCATGGACCCGATGAATAACGAAGCCATCTGGGAAAAGATGCTCAAAAAGACGTTCTGG- STY3945 100 STY2500 76 STY3945 95.8 STY2500
ATGGCTGCAACCAAGCCTGCTTTTAACCCGCCGGGTAAAAAAGGCGACATGATTTTCAGCGCGCTGGTAAAACTGGCTGCGCTGATTGTGCTATTGATGTTGGGCGGTATTATCGTCTCATTGATCATCTCCTCCTGGCCAAGTATTCAGAAATTTGGTTTCTCATTTCTTTGGACTAAGGAGTGGGACGCGCCAAACGATATCTACGGCGCACTGGTGCCCATTTACGGCACGCTGGTAACCTCCTTTATCGCA+ STY3927 100 STY0641 65.347 STY3927 98.9 STY4890
ATGCCTTTAAGCGCACAACAATTAGCCGCACAGAAAAATCTATCCTATGTTCTGGCTGAAAAGCTGGCGCAGCGGATATTAAAGGGTGACTACGCCCCCGGTACGATTCTTCCCGGCGAAATAGAACTGGGCGAGCAGTACGGCGTAAGTCGAACGGCAGTTCGCGAAGCGGTGAAAACGTTGACGGCTAAAGGTATGGTGCTACCCCGTCCGCGCATTGGTACGCGGGTGATGCCGCAGGGAAACTGGAACTTTC+ STY3888 100 STY1934 60.396 STY3888 99.3 STY4862
ATGACCCTGCCCGATTTTCGCCTGATTCGTCTACTGCCGTTAGCAAGCCTGGTTCTCACCGCCTGTACGCTTCCTGGGCATAAAGGCCCGGGCAAGAGCCCGGATTCCCCTCAGTGGCGCCAGCATCAGCAAGAGGTGCGTCATCTGAATCAATACCAGACGCGCGGCGCCTTTGCTTACATCTCAGATGATCAGAAAGTCTATGCGCGCTTCTTCTGGCAACAGACCGGACAGGATCGCTACCGCCTGCTGCTTA+ STY1904 100 STY4279 62.136 STY1904 98.4 STY4279
ATGGCCAAAACGTTATACGAAAAATTATTTGATGCCCACGTGGTCTTTGAGGCGCCAAACGAAACGCCGCTGCTGTACATCGATCGCCACCTGGTACACGAAGTGACCTCGCCGCAGGCGTTTGACGGTCTGCGCGCGCACCATCGTCCGGTACGTCAGCCGGGGAAAACCTTCGCCACGATGGATCACAACGTCTCGACGCAGACTAAAGACATTAATGCTTCTGGTGAAATGGCGCGTATCCAGATGCAAGAG- STY0130 100 STY1339 61.386 STY0130 98 STY1339
ATGAGTTCTGTCATTGAGGATACCCAGCCTTCCGGGTCAGCATCATTGTCTTTACTACAGCGTATTAGCTACGGCTCTTTGGATGTGGCGGGTAATCTGCTATACTGCTTCGGTTCAACGTACATTTTATATTTCTATACAGACGTTGCGGGCATTAGCCTTGCCGTAGCAGGCATTATCCTGCTGCTGGCGCGTATTGTCGATGGCATAGACGCCCCTATATGGGGGATCATCATCGATAAAACGCGTTCACGC- STY0050 100 STY0762 48.077 STY0050 98.1 STY0762
ATGTTCCGGGGGGCAACGTTAGTCAATCTCGACAGTAAAGGGCGCCTGACCGTGCCGACCCGTTATCGGGAGCAACTGATCGAGAGCGCTACCGGTCAAATAGTATGTACCATTGACATCCATCACCCATGCCTGCTGCTTTACCCCCTGCCTGAATGGGAAATTATTGAGCAAAAGTTATCTCGTCTGTCGAGCATGAACCCGGTAGAACGTCGCGTACAGCGTTTACTGTTGGGCCATGCCAGTGAATGTCAGA+ STY0139 100 STY0139 99.6
ATGGACAGTCAGCAGCACGGCGAGCAGCTCAAGCGCGGCCTGAAAAACCGCCATATTCAGCTTATCGCATTGGGCGGCGCGATAGGGACAGGCTTGTTCCTGGGAAGCGCCTCCGTTATTCAGTCGGCGGGGCCAGGAATTATCCTGGGCTATGCGATTGCAGGCTTTATTGCCTTTCTGATTATGCGCCAGCTGGGAGAGATGGTGGTTGAAGAACCGGTCGCCGGCTCTTTTAGCCACTTCGCCTATAAATAC- STY0173 100 STY0617 79 STY0173 99.38 STY0617

STY4943 76 STY1419 64.865 STY0032 48.23 STY0592
HCM1.97 57.692 STY1519 38 HCM1.97 7.11 STY1519

ATGCTGACAGGAGGGCATGTGGAAAAATATTGTGAGTTAGTACGCAAGCGGTATGCGGAAATCGCCAGCGGAGACTTAGGGTATGTCCCGGATGCGCTGGGTTGTGTATTGAAAGTGCTTAATGAAGTGGCGGCAGATAGCGCCCTTTCAGAGTCGGTCAGGGAAAAGGCAGCTTATGCTGCCGCGAACTTACTGGTGAGCGATTATGTCAATGAATGA- STY0263 100 STY0996 58 STY0263 100 STY0996
ATGCAAAGTCTTTCCCCTACATCGCGTTATCTCCAGGCACTCAACGAAGGCACCCATCAGCCTGACGACGTACAGAAAGAGGCGGTCGACCGTCTGGAAACCCTTTATCAGGCGCTCACCGCGAAAAAATCGTCGGCTACGCCACCCGGCGGTCTGATAGCGCGACTGGGGAAATTATTAGGCAAAAACGAACCGGACGCGCAAATACCGGTTCGCGGGCTGTATATGTGGGGGGGCGTGGGTCGCGGCAAAACC- STY3526 100 STY2528 64.545 STY3526 98.4 STY4917
ATGGACGCTCGTTTTGTTCAGGCCCATAAAGAGGCGCGCTGGGCGCTGTGGCTGACCCTTTGCTATCTGGCGGCATGGTTAGTGGCTGCTTACTTATCTGGAGACTCGCCGGGAATTACCGGTCTGCCGCACTGGTTCGAGATGGCCTGCTTATTGACGCCGCTGGTCTTTATTTTGCTGTGCTGGGCGATGGTGAAATTCATTTATCGCGATATTCCGCTGGAGGATGACGATGCAGCTTGA+ STY3561 99 STY2903 63.366 STY3561 98.8 STY2903
GTGCGATATCTGGTAACACTGTTGTTATCTCTGGCGGTGCTGGTCACCGCCGGATGCGGCTGGCATCTGCGTAGCACTACGCAGGTTCCGGCTTCAATGAAAACGATGATCCTCGATTCCGGCGATCCGAACGGTCCGCTAAGTCGTGCGGTACGTAATCAGTTACGGCTGAATAACGTAAACCTGCTTGATAAAGACACAACGCGCAAAGACGTTCCGTCTCTGCGGCTTGGAACGGTGACTATTTCGCAGGATA- STY0698 100 STY0698 99.7
ATGACAAATCAACCAACGGAAATTGCCATTGTCGGCGGGGGAATGGTCGGCGGCGCGCTGGCGCTGGGTCTGGCGCAGCAAGGGTTTACGGTGATGGTAATAGAACATGCCGCGCCTGCGCCGTTTGTGGCTGACAGCCAGCCTGACGTGCGGATTTCGGCCATTAGCGCGGCATCCGTGGCGCTGCTCAAGGGGCTGGGCGTTTGGGAGGCGGTGCAGGGGATGCGTAGCCATCCTTATCGGCGACTGGAGACC+ STY0717 100 STY3212 73 STY0717 98.72 STY3212
ATGAGTAAACCTAAATCCAATAAAATGGGTGTCGTGCAGCTCACAATTCTGACTATGGTCAACATGATGGGCTCCGGGATCATCATGCTACCGACCAAACTGTCTGAAGTCGGCACGATATCCATTATCTCCTGGCTGGTCACCGCCGTCGGCTCGATGGCGCTGGCCTGGGCGTTTGCGAAATGCGGTATGTTTAGCCGTAAATCCGGCGGCATGGGCGGTTACGCCGAATATGCCTTCGGTAAATCCGGCAAC- STY0738 100 STY2805 64.356 STY0738 99.1 STY4493
ATGACCTCAACCGTGGAGTTTATCAACCGTTGGCAGCGTATTGCGCTGCTCAGTCAATCGCTGCTTGAACTTGCGCAGCGAGGTGAATGGGATCTCTTACTGCAACAAGAGGTCTCCTATCTGCAAAGTATTGAAACGGTGATGGAAAAGCAAACTCCACCGGGCATTACGCGAAGTATTCAGGATATGGTCGCCGGATACATCAAACAAACGCTGGATAATGAGCAGCTCCTGAAAGGGCTGCTGCAACAGCGAC+ STY2170 100 STY0220 48 STY2170 98.9 STY4910
ATGAATATATTCGATCACTATCGCCAGCGTTACGAAGCTGCCAAGGACGAAGAGTTCACACTGCAGGATTTTCTTACCATTTGTCGGCAAGATCGCAGTGCTTATGCCAACGCGGCAGAGCGGCTATTAATGGCTATCGGCGAGCCTAATATGGTCGACACTGCCCAGGAACCCCGACTTTCCCGACTCTTCTCCAACCGGGTTATTGCTCGCTATCCTGCGTTTGAAGAGTTTTACGGCATGGAAGACGCGATT+ STY1831 100 STY1265 61.165 STY1831 99 STY1265
ATGACAACAGACAATCCGCTGATCTCAATTTATATGCCAACCTGGAACAGGCAGCAGTTGGCTATCCGGGCGATTAAATCAGTACTACGTCAGGACTACCGTCACTGGGAGATGATCATCGTGGATGATTGCTCCTCGTCTTATCAGCAGCTACAACAATTTGTTGAGGAGCTGAACGACCCGCGCGTTCGTTATACTCATAACGCCATGAATACCGGCGCCTGCGCGGTTCGCAACCAGGCCATTATGCAGGCGC- STY2328 100 STY4509 64 STY2328 82.09 STY4509
ATGAAGTTTGTTGCGCCAAAACAGGCACCGGAACAGGCGGAGGTCATCAAAAATACGCCGTTCTGGCCTGATGTGAACCTGTCGGAATTTCGCAGTGTGATGCGCACTGACGGCACGGTGACGCAGCCGCGTTTAAAGCAGGTCGTGCTGACGGCGATCTCTGAGGTTAACGCTGAGCTGTACGACTTCCGCAACCGTCAGCAGATGCTGGGCTGGCGGACACTTGCTGAGGTTCCCGCAGAAATGCTGGACGGTA- STY4623 100 STY3679 95 STY4623 99.1 STY3679

STY2953 61 STY1797 59.223 STY2953 48.09 STY1797
STY4631 55.882 STY4631 17.11

ATGAATACCAATAACACTTTAATGCAGCGCTGTCATAACGCCGTTCCTCGCGGCGTGGGCCAGATTCACCCGATTTTCGCCGAGCGGGCGGAAAATTGTCGGGTCTGGGATGTCGAAGGCCGTGAGTATCTCGATTTCGCGGGCGGCATTGCCGTCCTGAACACCGGTCATTTACATCCGGGCATTGTTTCAGCGGTCGAAGCGCAGTTGAAGAAATTGTCGCATACCTGTTTTCAGGTGCTGGCCTATGAACCG+ STY2912 100 STY4328 66.337 STY2912 99 STY0826
ATGAAAAAATCACCATTATGCTGCTACCTGTTTTGTGCAGCGATGTCAGCTTCATCAGCCGCGCTGGCTGCTACCGCGCCGGTCTCCGCAGGCGTTATTCATTTCAAAGGCCAGATTGTCGAATATGGTTGTAATCTTGCGCCTCACGATCGCAATATCGAGGTATCATGTTTGCGGAATCCCCCATTTGCAGACAGTCGCCACACCGTCTGGAAACGCTATTTCGTTGATGAATGGAATCGCCACGGTACGGCAC- STY4946 100 STY1183 58 STY4946 98.4 STY1183

STY2295 63.107 STY2350 56.311 STY2295 15.4 STY2350
STY4676 76 STY4586 59 STY4676 53.39 STY4586

ATGACACAACAGCCACAAGCCAAATACCGCCATGACTATCGCGCGCCGGATTACCAGATTACTGATATTGAATTGACCTTTGACCTCGATGCCGAAAAAACCGTGGTCACCGCAATAAGCCAGGCTGTTCGTCATGGCGCGCCTGATGCGCCTCTTCGCCTTGATGGGGAAGATTTAACGCTGGTATCTATCCACGTCAACGATGCGCCGTGGACAGCATATAAGGAAGAAGAGGGCGCGCTTATCATCAGCGAC+ STY1078 100 STY4281 61.386 STY1078 99.2 STY4281
ATGACCACTTTTTTACAACGTGATGATTTTGCAGTAACGGCGCGTGTTCTTGGCGCGTTGTTTTATTATTCGCCGGAAAGCCACGAAACCGCTCCTCTGGTCCAGGCGCTATTAAACGACGACTGGCAGGCGCAGTGGCCGCTTGATGCCGAGGCGCTTGCACCTGTGGCGGCTATGTTTAAGACCCACAGCGAAGAGTCGTTGCCACAAGCCTGGCAGCGCCTGTTTATCGGCCCTTACGCTCTGCCGTCTCCGC+ STY1569 100 STY4509 60.952 STY1569 98 STY4509
ATGTCCAGGTCGCTTTTAACCAACGAAACCAGTGAACTTGATTTGCTGGATCAGCGTCCCTTCGAGCAAACCGACTTCGATATTCTGAAATCCTACGAAGCGGTAGTGGACGGGTTAGCGATGCTTATAGGTTCCCATTGTGAAATCGTATTGCACTCTTTGCAGGATCTAAAATGTTCAGCCATTCGTATTGCCAATGGCGAACATACGGGCCGTAAAATTGGCTCGCCGATTACCGACCTGGCGTTGCGCATGT+ STY4346 100 STY2844 50 STY4346 99.2 STY2844
GTGGCGACGTTATCACGGCTCTTTATTCATCCGGTCAAATCCATGCGCGGCATTGGCCTGACTCATGCGCTGGCAGATATCAGCGGCCTGGCTTTTGATCGCATCTTCATGGTAACCGAGTCTGACGGCACATTTATTACCGCCCGCCAGTTTCCACAAATGGTACGTTTTACCCCCTCTCCCTTACACGACGGCCTCCATTTGACCGCGCCAGACGGCAGCAGCGCGCTGGTTCGCTTTACGGATTTCACCCCG- STY1081 100 STY4406 55.882 STY1081 98.3 STY4406
ATGGTATTCAGAATCGCAAGCTCGCCTTATACCCATAACCAGCGCCAGACATCGCGAATCATGTTGCTGGTATTAATCGCCGCTCTGCCGGGGATTGCCGCGCAGACGTGGTTTTTTGGTTGGGGAACGCTTTTCCAGATCGTTCTGGCTGCTATCACGGCGCTCGTCGCGGAAGCCATTGTCCTTAGACTGCGCAAACAATCGGTCGCCAGTCACCTGCAGGATTATTCCGCGTTATTGACGGGGCTTTTGCTG+ STY1666 100 STY3368 77.451 STY1666 98.7 STY3368
ATGCGTTTAAATACTCTGTCTCCGGCCGAAGGCTCCAAAAAGGCGGGTAAACGCCTGGGTCGTGGTATCGGTTCTGGCCTCGGTAAAACCGGTGGTCGTGGTCACAAAGGTCAGAAGTCTCGTTCTGGCGGTGGCGTACGTCGCGGTTTCGAGGGTGGTCAGATGCCTCTGTACCGTCGTCTGCCGAAATTCGGCTTCACTTCTCGCAAAGCAGCGATTACAGCCGAAGTTCGTCTGTCTGACCTGGCGAAAGTAG+ STY4377 100 STY0419 62.136 STY4377 100 STY0064
ATGTGGCGAAGACTGATTTATCACCCAGAGATTAATTACGCACTACGGCAAACGCTGGTGCTGTGCCTGCCTGTGGCTGTTGGTTTATTGATAGGCCAGCTACACCTGGGCTTGCTTTTCTCTCTCGTTCCCGCCTGCTGCAACATTGCAGGTCTGGATACCCCGCACAAACGCTTTTTTAAACGCCTGATCATCGGCGCGTCGCTGTTCGCCGGATGCAGTCTGGTAACGCAACTTCTGCTGGCGGAATCCATC- STY4329 100 STY1095 63.462 STY4329 99.2 STY1095
ATGCGCGTTAACAATTTAACCCCGCAAGATCTCAAGGCTTATGGTATCAACGACGTCCAGGATATCGTTTACAATCCCAGCTACGACACCCTTTATCAGGAAGAACTTAATCCTGGTCTGGAAGGCTATGAGCGTGGCGTGTTAACTAACCTGGGCGCTGTTGCCGTTGATACCGGTATTTTTACCGGTCGTTCGCCTAAGGATAAGTATATTGTTCGCGACGACACCACGCGTGATACGCTGTGGTGGTCCGAT- STY4296 100 STY3305 53.465 STY4296 98.9 STY3305
ATGACTGGTTCCGCATCATCTGTTTTAAAGACAGATACAAGACTATTGAGCGAAAACCTGTTTCTTAATTATGGTCTGGAGTCCTTATTTAAGGACGTCGCAATAATAGCTGGCAACGTAAATTATATTGTTTTTGATATCGACGATTACTACACCGTACAGCAGTATATTACTTCCACATTTAAAACGGTACTCATTGGGATTGTTACCCATAATGAATATAACTTTATTGATGAACATCATGCTATATATCGAA- STY1856 100 HCM1.255 58.824 STY1856 98.3 HCM1.255
GTGACGCAGCAGGCGGATAAATTCTTTCCGGCTACGCAGTTCCACTGGAGCTGGACGGAAAGCACAGTACCTGTATTGATGATTGGTTTTCTGTTTGCCAATATTCAGCAATTTACTGCCAGTCAGGATGTGGTCCAACGCTATATCGTGACTGACTCCATAGAGGAAACGAAGAAAACATTACTTACAAATGCCAAACTGGTTGCTGTGATCCCTGTTTTCTTTTTTGCTATCGGCTCGGCATTATTTGTCTACT- STY1164 100 STY1165 100 STY1164 56.8 STY1165
ATGAAAAAATTGTCAGGCGTTTTCCTTCTGCTGTTGGTTGTGCTGGGTATTGCCACGGGCGTGGGGATGTGGAAAGTTCGCCATCTGGCGAACAGCACGTTACTTATTAAAAACGAGACTATCTTTACGCTCAAGGCGGGAACGGGTCGGCTGGCGCTTGGTGACCAGCTTTATGATGAAAAAATCATTAATCGTCCCCGGGTATTTCAGTGGCTGCTGCGCGTGGAGCCTGAGTTATCGCACTTTAAAGCGGGA+ STY1238 100 STY2448 63.393 STY1238 98.3 STY2448
ATGAATAAGATCCTGTTGCAATGCGACAACCTGTGCAAACGCTATCAGGAAGGCACCGTACAAACCGACGTGTTGCACGATGTCAGCTTCAGTATCGGCGAAGGCGAAATGATGGCGATCGTCGGCAGTTCCGGTTCGGGTAAAAGTACGTTGCTGCATCTGTTAGGCGGGCTGGATACGCCTACCTCTGGCGATGTGATTTTTAGCGGCCAGCCGATGAGCAAACTCTCTTCTGCGGCAAAAGCGGAATTACGTA+ STY1258 100 STY0938 73 STY1258 98.9 STY4241
TTGAGCACGACTAATCATGATCACCACGTTTACGTTCTGATGGGCGTATCAGGCAGCGGTAAATCCGCTGTCGCAAGCGCCGTGGCGCATCAGCTTCATGCCGCGTTTCTGGACGGCGATTTTCTGCATCCGCGCTGCAATATTGAAAAAATGGCTTCCGGCGAGCCGTTGAATGATGATGACCGCAAACCGTGGTTGCAGGCGCTGAACGACGCCGCTTTCGCGATGCAGCGTACCAATAAAATCTCGCTGATTG+ STY4269 100 STY3196 68.269 STY4269 98.7 STY0372

STY3590 57 STY3590 19.55



STY1635 79 STY4425 71 STY1635 40.3 STY4425
ATGACTGAAGCTGAAAATGCGGTGGCGATCGTAAAAGAATTTTTGGTGGCCTCGATGATTCCCGATGCTGAACGCGCCGCAACGTATATGCACCCGGAGGTGAAAATTACCTTCACCGGAGGCCGGGCGATGGCGGGCGCGGCAGATATCGCGCAGTTTAACGGCGCTCGCTACAAGTGGGTGAAGAAGGCGCTGGGCAAGTTTGATGCGGTGCAGCATGATGATTACGTTGTGATTTATTCCAACGGTACGTTGT+ STY3814 100 STY0773 63.462 STY3814 96.5 STY0773
ATGACTGAACAACAACAAATTAGCCGCACCCAGGCCTGGCTGGAAAGCTTACGACCCAAAACCTTACCTCTCGCCTTCGCGGCGATTATCGTCGGTACGGCCCTGGCATGGTGGCAAGGCTATTTCGATCCTCTGGTCGCACTGCTGGCCCTTATCACCGCCGGGCTGTTGCAAATTTTATCCAACCTCGCCAACGATTACGGCGACGCTGTCAAAGGCAGTGATAAACCGGATCGCATCGGACCGCTGCGGGGG+ STY3780 100 STY3780 98.9
ATGACCCCCGAACATCTTCCGACAGAACAGTATGAGGCGCAGCTGGCCGAAAAAGTGGCGCGCTTGCAGAGTATGATGGCGCCGTTTTCTGGCCTGGTTCCGGAAGTATTTCGCTCGCCGGTCAGTCACTATCGTATGCGTGCGGAATTTCGCCTGTGGCATGACGGCGATAACCTGTACCACATTATGTTTGATCAGCAGACCAAAAGCCGGATTCGCGTTGACACCTTCCCGGCGGCCAGCCAACTGATTAAT+ STY3745 100 STY3745 99.3
ATGGAATTAATTCGTTATGCTGACATCAACAGCGTTCTCTATCGCCACATTTGGGTCGTTGGTGATATTCATGGATGTTACTCCTTATTGTTAACCAGACTGGCTCAATTAAATTTCTCTCCTGATACCGATCTCTTGATCTCCACTGGAGATAACATTGATCGAGGAAAAGAAAACCTTGAAACACTGAGACTGTTAAATACCTCATGGTTTATTTCTGTAGTGGGTAATCATGAAGCTATGGCGCTTGACGCTT+ STY3030 100 STY1984 67.647 STY3030 98.65 STY1984
ATGTTGAAAATTTTAGTGATAGACCGATGCCACTTTACCCGTACGGGCATGGAGGCCTGGCTTAATCACACTGATGTGCTCAGTTCTTCACTGCTGGTATCCGGGATGAATAACCTTATACTGGCGAAAGAACATATTCTGCAATGGAAGCCCCATCTGGTTATCGCTGATTTATATGGTTTTCTCAACGATGCCTTACCCGAGCAGCCTATCAATGCATTTTTTGCCGCCTGCAGGATGACGCCGTTAGTATTAT- STY4697 100 STY3731 87 STY4697 98.6 STY0213
ATGGTCATGAGCCAGAAAACCCTGTTTACAAAGTCTGCTCTCGCAGTCGCAGTGGCAATCATCTCCACCCAGGCCTGGTCTGCGGGCTTTCAGTTAAACGAATTTTCTTCCTCTGGCCTTGGCCGGGCCTATTCGGGTGAAGGCGCAATCGCAGATGATGCGGGTAACGTTAGCCGCAACCCGGCGTTAATTACCATGTTTGACCGCCCGACGTTTTCAGCGGGCGCAGTTTATATTGATCCTGATGTTAATATT+ STY2623 100 STY2941 64 STY2623 99.4 STY3762
ATGAGTATTCAATTAAACGGCATTAATTGCTTTTACGGCGCGCATCAGGCGCTGTTCGATATCACGCTGGATTGCCCCGAAGGCGAAACGCTGGTGTTGCTTGGCCCAAGCGGGGCGGGTAAAAGTTCGCTGCTGCGTGTACTCAATCTGCTTGAGATGCCGCGCTCCGGCACTCTGACTATCGCCGGGAACCATTTTGACTTTACGAAAACGCCGTCCGATAAGGCGATTCGTGAGCTACGTCAAAATGTCGGAA- STY0924 100 STY0707 79 STY0924 99.6 STY2159
ATGGATGAGCAGTTAAAACAAAGCGCCCTTGATTTCCACGAATTTCCGGTACCCGGTAAAATTCAGGTTTCTCCGACTAAGCCCCTTGCCACCCAACGCGATCTGGCGTTGGCTTACTCGCCAGGCGTGGCGGCGCCCTGCCTGGAAATCGAAAAAGATCCGCTGGCAGCCTACAAATACACCGCGCGCGGCAACCTTGTCGCGGTCATTTCCAACGGTACAGCGGTGCTGGGGTTAGGCAACATCGGCGCGCTG- STY2709 100 STY2702 62.745 STY2709 99.3 STY2702
ATGTTCAGGCAGTTGAAAAAAAACCTGGTGGCAACCCTCATTGCAGCATTGGCTCTCGGTCAGGTCGCGCCCGCATTTGCCGACCCTGCCGACACGCTGCCCGATATGGGAACCTCGGCAGGAAGCACGCTTTCTATTGGACAAGAGATGCAAATGGGCGACTTTTATGTGCGCCAGCTACGCGGCAGCGCGCCGTTAATCAACGATCCGCTGCTGGTGCAATACATTAACGCGCTGGGGATGCGTCTGGTCTCG+ STY2735 100 STY1793 72 STY2735 99 STY1793
TTGGCGTTATTCCTGCTGCTGATGCTGGTTGGCGGTCTGTGGATATGGCAGGCCTGGCCGCAGGTGATGCTGAAAAGCGCTCTTTGGCAGCGGGACGTGAATCAGCAGTTGAGCGCGCTGCTTAATGCGGTGGCGACGCATCCTGAGCGGGCGGGCGGATCGTTGCTTCTGCTGAGTTTTATGTATGGCGTGCTTCATGCGTGGGGCCGGGACACGGCAAAGTGGTGATCGCGACATGGCTGGCGACGCATCCTT- STY2797 100 STY3211 63.725 STY2797 92.43 STY0964
TTGGCGTTTGGCGGCATCCTCTTCTTCCAGAAGTTTGGGATGGGGATCGCGGGCGGGATACTCGGATTCCTGCTGAGCCACTTTGGCTATCAGGCCGATGTTGAACAGAGCGCGCGTTCGCTCACCGGTATTGCGCTGATGATGACGCTCATTCCGGCTCTGTTCCACCTTGCGGTTGGGCTGCTGATGAAAAAGTATCTGATTAATAATGAATATTATCGTGATATTCAGCTCGCCCTGGCGCAGAAACAGGCAT- STY3805 100 STY3806 100 STY3806 72.5 STY0171
TTGAGCGGCAGCGTTTTGGCCTCAGGCGTTTTAGACCCAAACAGGCCAATGGTCGCATCAGCAGATGTCATTCCAGTACATGAAGGGCCATTAGGTATGGTCGATGTCGCCCCCTACGGCGGCGTTTTCCCATTAACAGCAATCATTAATAAAGCCAATCATAATGTACAGAACGTGAAGGTTACCGTTTTAGGGAAAGGGGAAAAAGGTATCCCTATCAGTTATGATGTCGGCCCGCAGGCTATAAATACCCAT+ STY3771 100 STY3579 79 STY3771 96.51 STY3579

STY1047 62.385 HCM1.241c 61 STY0762 37.2 STY1047
ATGGTAAGTGGACGTGTACAGGCTCTTCTTGAACAATTGCGCGCGCAGGGCATCAGAGATGAGCTGGTGCTTAATGCGCTTGCCGCAGTGCCGCGCGAGAAATTTATTGATGAAGCGTTTGAACATAAGGCCTGGGAAAATATCGCTTTGCCGATAGGCCAGGGTCAGACGATTTCGCAGCCCTATATGGTGGCGCGAATGACGGAACTGCTCGAACTGACGCCGCAATCCAGGGTGTTGGAAATTGGCACCGGTT- STY3051 100 STY3051 98.6
ATGACAACGAACTATATTTTTGTGACCGGCGGGGTCGTATCCTCTCTGGGTAAAGGCATTGCCGCAGCCTCCCTCGCAGCCATTCTGGAAGCCCGTGGTCTCAACGTGACCATCATGAAACTGGATCCGTACATCAACGTCGATCCGGGTACTATGAGCCCAATCCAACACGGGGAAGTGTTCGTTACTGAAGACGGCGCTGAAACCGACCTGGACCTGGGGCACTACGAGCGTTTCATCCGCACCAAGATGTCT- STY3082 100 STY3082 99.5

STY4804 61.468 STY4804 7.18
STY0605 61.905 STY2032 51.485 STY0605 5.23 STY2032

ATGACTCTGCAGCAAGAGATAATCCAGGCGCTTGGCGCGAAACCGCATATCAACCCTGAAGAAGAAATTCGCCGCAGCGTGGATTTTCTTAAAGCGTACCTGAAAACCTATCCCTTTTTGAAATCGCTGGTGTTAGGCATCAGCGGCGGGCAGGATTCGACGCTGGCCGGGAAACTCAGCCAGATGGCTATCACCGAATTGCGGGAAGAGACCGGTGATAATGCGCTGCAGTTTATCGCCGTTCGTCTGCCTTATG+ STY1803 100 STY0697 65.347 STY1803 99 STY0697
ATGAATAAGCAAACCGAACATGATACCCGCGAACATCTGCTGGCCACCGGCGAGCAGCTTTGTATGCAACGGGGTTTTACCGGCATGGGGCTTAGCGAGTTGCTCAAAACCGCCCAGGTACCTAAAGGGTCGTTTTATCACTACTTTCGCTCGAAAGAAGCCTTCGGCGTCGCCATGCTTGAGCGACATTACGCCTGCTATCATCAGCGTCTTACGGCGCACTTCACCTCCGGTCCCGGTAATCATCGCGATCGTC+ STY1685 100 STY0419 61.538 STY1685 99.5 STY0419
ATGAAAACGGCAAAAGAGTACAGTGATACGGCCAAGCGCGAAGTGAGCGTCGATGTAGATGCGCTACTGGCGGCCATCAATGAAATCAGCGAAAGCGAGGTTCACCGTAGCCAGGAAGATCCTGAGCGGGTGAGCGTAGACGGACGGGAATATCATACATGGCATGAATTAGCTGAAGCATTCGAGCTGGATATTCATGATTTTAGTGTAACAGAAGTAAACCGTTAA+ STY2192 100 STY0101 61.682 STY2192 96.2 STY1531

ATGAAATTTGATACGGTTATTATGGGCGGCGGTCTCGCCGGTTTGCTATGCGGACTGCAACTCCAGCAGCATGGATTACGCTGCGCCATCGTCACCCGCGGACAAAGCGCGCTGCATTTTTCCTCCGGCTCGCTGGATCTACTTAGCGCCCTGCCCAACGGCCAACCGGTGACCGACATTACCGCCGGGCTTGATGCGCTGCGCCGCCAGGCGCCTGAACATCCTTATTCGCGTTTAGGCGCGCAAAAAGTCCTT+ STY2514 100 STY0260 55 STY2514 98.9 STY0260
ATGTTTCCAGTGGGACGTAAATGGGCAAATATTGTTGCTAAAAAAACGGCTAAAGACGGTGCAACGTCTAAAGTATATGCAAAATTTGGTGTAGAAATCTATGCTGCGGCTAAACAAGGTGAACCAGACCCGGAATCAAACTCAGCTTTAAAATTCGTTATTGAACGTGCGAAACAAGCACAGGTTCCAAAACATGTTATTGATAAAGCCATTGATAAAGCCAAAGGTGGCGGAGATGAAACGTTCGTGCAAGGGC- STY4855 100 STY3288 57.426 STY4855 98.6 STY2107

STY4875 100 STY4020 77 STY4875 54.09 STY4020
ATGTATCCCGTTGACCTGCATATGCATACCGTCGCCAGCACTCATGCCTACAGTACTCTGAGCGATTATATCGCGGAAGCCAAACGCAAAGGCATTAAACTTTTTGCGATTACCGATCATGGTCCGGACATGGAAGATGCGCCGCATCACTGGCATTTTATTAACATGCGCATCTGGCCGCGTCTGGTTGACGGCGTGGGGATACTGCGTGGCATTGAGGCGAATATCAAGAATATTAACGGTGAAATTGATTGTT+ STY1173 100 STY4048 62.136 STY1173 99.9 STY0551
ATGGATGCACTAGAACTGCTGGTCAACCGTCGCAGCGCCTCTCGTCTCGCAGAACCGGCGCCTGTCGGAGAGCAATTACAGAACATTCTGCGGGCGGGAATGCGTGTTCCCGATCATAAATCTCTACAGCCGTGGCGTTTTTTTGTGATTGAAGGAGAGGGGCGCGACCGCTTCAGCGCCGTGCTTGAACAAGGCGCTGTCGCTGCCGGGGGGGATGAGAAAGCGATCGAAAAAGCGCGTAATGCGCCGTTTCGCG- STY1818 100 STY3144 60.577 STY1818 98.2 STY2664
ATGAAATCGGGCCGTTTTATTGGCGTTATGTCCGGGACCAGCCTTGATGGTGTGGATGTTGTACTGGCGGCAATTGATGAAACCATGGTTGCGCAACAGGCAAGTCTCACCTGGCCCATTCCCGTTCATCTGAAAAAAGGCATTCTCGATATTTGCCAGGGACAACCGCTTACGCTCTCGCAACTCGGCCAGCTGGATACCCAGTTAGGCCGGCTTTTTGCACAGGCGGTTAATGCGCTGTTAGCGCAACAACGT- STY1676 100 STY4868 62.376 STY1676 98.8 STY4868
ATGTCCCGCTACGATCTCGTTGAACGCCTGAATGGCACTTTTCGCCAGATAGAACAACACCTGGCGGCGCTGTCGGATAATCTACAGCAGCATTCGCTACTTATCGCTAGTGTCTTTTCACTGCCGCAGGTGACCAAAGAGGCGGAACATGCGCCGCTGGACACTATCGAGGTCACGCAACATCTGGGGAAAGAGGCCGAAGCGCTGGCGCTACGTCACTATCGCCATTTGTTTATTCAACAGCAGTCCGAAAAC+ STY1652 100 STY4601 62.5 STY1652 98.4 STY4601
ATGGGACTCGTGATTAAAGCTGCCCTGGGGGCGCTGGTCGTCGTATTGATTGGTCTGCTGTCAAAAACAAAAAATTATTATATCGCCGGATTAATTCCTCTGTTTCCAACGTTTGCGCTTATCGCGCACTATATCGTGGCTAGCGAGCGGGGCATCGACGCGATGCGTACCACCATCGTCTTTAGCATGTGGTCGATCATTCCTTATTTCATTTATCTTGCAACGCTATGGTATTTCAGCGGCGTGATGCGCCTGC- STY1646 100 HCM1.67 58.491 STY1646 99.1 HCM1.67
ATGTCACCCTCTGATGTCCCCATAAACTGGAAACGCAATCTAACCGTTACCTGGCTGGGCTGTTTTTTAACCGGCGCGGCATTCAGTCTGGTCATGCCTTTTCTCCCTCTCTACGTTGAGCAACTCGGCGTAACAGGCCATAGCGCGCTCAACATGTGGTCCGGGCTGGTCTTTAGTATTACGTTCCTCTTTTCAGCTATCGCTTCCCCTTTTTGGGGCGGTCTGGCGGATCGTAAAGGGCGTAAGATCATACTG- STY1191 100 STY0414 75 STY1191 99 STY0414
ATGTTCTTAGCAACGTTACTGGAACCCTTTCAGTTTGATTTTATGGTGAACGCCCTTATGGTTTCGGTCATTGTGGCGATTCCCTGCGCCTTGCTGTCCGTGTTTTTAGTGTTAAAAGGCTGGGCGTTAATGGGCGACGCAATGAGTCATGCGGTATTCCCCGGGGTCGTGCTGGCATATATTGTGGGGATTCCCCTGGCGATTGGCGCTTTCATTGCCGGATTATTTTGCGCTATCGCCACCGGTTATCTGGACG+ STY2986 100 STY2985 66 STY2986 98.5 STY2985
ATGAACAAAGCAAAAAGGCTGGAAATTCTGACGCGCCTGCGCGACAGCAATCCGCACCCCACAACGGAACTCAATTTCACGTCGCCGTTTGAGTTGCTGATTGCCGTGTTGCTTTCCGCGCAGGCAACCGACGTCAGCGTGAACAAGGCGACCGCCAAACTTTACCCGGCCGCCAATACGCCAGCCGCGATGCTGGAACTGGGCGTAGAAGGCGTGAAATCCTATATCAAAACCATCGGCTTATTTAACAGTAAAG+ STY1669 100 STY4690 58.416 STY1669 98.4 STY4690
ATGCGTTTCCGGCAGTTATTACCTCTTTTTGGCGCGCTTTTTGCCTTGTACATCATTTGGGGGTCTACCTATTTTGTTATCCGCATAGGCGTTGAAAGCTGGCCGCCGCTAATGATGGCAGGCGTACGTTTTCTCTCGGCGGGGATGTTGCTCATGGCGTTTTTGCTGTTGCGCGGCGAAAAACTTCCGCCGCTGCGCCAGACCATCAACGCCGCGCTGATTGGCCTACTGCTGCTGGCGGTGGGTAACGGTCTG+ STY2198 100 STY4489 57.282 STY2198 98.3 STY4489
ATGAGTCAGAAGTATCTTTTCATCGACCGGGACGGAACCTTAATTTCCGAACCGCCGAGCGATTTTCAGGTAGACCACTTTGATAAACTGGCCTTTGAGCCAGAGGTGATTCCCGTATTGCTGAAGCTGCAAAAAGCCGGTTTTAAGCTGGTGATGATCACTAACCAGGATGGACTTGGCACGCAAAGCTTCCCGCAGGCGGACTTCGACGGACCGCACAACCTGATGATGCAGATTTTCACTTCTCAGGGCGTA+ STY2283 100 STY0026 65 STY2283 99.1 STY0275
ATGCGGTTGTTTATTGCCGAAAAACCGAGTCTGGGGCGCGCCATTGCGGATGTGCTGCCAAAACCGCACCGTAAAGGCGATGGTTTTATTGAGTGCGGAAACGGGCAGGTCGTCACCTGGTGTATTGGTCATTTGCTGGAACAGGCGCAGCCGGATGCGTATGACAGCCGTTATGCGCGCTGGAATCTGGCTGACCTGCCTATCGTGCCGGAAAAATGGCAGCTTCAGCCTCGTCCTTCCGTCACCAAACAGCTC- STY1816 100 STY4530 74 STY1816 98.9 STY4530
TTGGAATCGCCACTAGGTTCTGATCTGGCACGGTTGGTGCGCATTTGGCGTGCTCTGATTGACCATCGCCTCAAGCCTCTGGAATTGACGCAGACACATTGGGTCACGTTGCACAATATTCATCAATTGCCGCCTGACCAGTCGCAGATTCAATTGGCTAAAGCGATAGGCATTGAGCAGCCATCGCTGGTACGCACGTTGGATCAACTTGAAGATAAGGGGCTAATTTCGCGGCAAACCTGCGCCAGCGATCGTC- STY1678 100 STY1762 62.264 STY1678 97.55 STY2836
ATGAGCACCACTATCGAAAAAATTCAGCGCCAGATCGCTGAAAACCCGATTCTCCTGTATATGAAAGGTTCACCGAAACTGCCAAGCTGTGGTTTCTCTGCGCAGGCCGTTCAGGCGCTTTCAGCCTGCGGGGAACGTTTTGCCTATGTTGATATCCTGCAAAACCCGGATATTCGCGCTGAATTACCGAAATACGCCAACTGGCCGACATTCCCACAACTGTGGGTGGACGGCGAGCTGGTCGGCGGGTGTGATA- STY1689 100 STY4818 63 STY1689 99.4 STY4818
ATGAAAAAAACACTGGTAGCTGCAGGTGTAGTAATTGCACTTGGCATCGTCTGGACAGGCGGCGCCTGGTATACGGGGAAAAAGCTGGAGAACCATCTTGCAGAAATGGTGACTCAGGCCAATGAACAGCTCAAGCGTACTGCGCCGGAGGCCGGTGTCGAATTAAGTTATCAAAACTACCAGCGCGGCGTGTTCAGTAGCCATCTGCAACTGGTTGTCAAACCGGTTGCCGGCGCAGACAATACCTGGTTGAAG+ STY1656 100 STY3121 75.238 STY1656 99 STY0466
ATGAAGAATGAATTGATGCAACGTCTGAGGCTGAAATATCCGCCCCCCGATGGTTATTGTCGATGGGGCCGAATTCAAGATGTCAGCGCAACGTTGTTAAATGCGTGGTTGCCTGGGGTATTTATGGGAGAGTTGTGCTGTATAAAGCCTGGAGAAGAACTTGCTGAAGTCGTGGGGATTAATGGCAGCAAAGCTTTGCTATCTCCTTTTACGAGTACTATCGGGCTTCACTGCGGGCAGCAAGTGATGGCCTTA- STY1705 100 STY3017 71 STY1705 98.2 STY2180
ATGGCAGACATTACTCTTATCAGCGGCAGCACCCTGGGCGGCGCCGAATACGTCGCGGAACATCTGGCGGAAAAGCTGGAAGCTGCCGGTTTTTCAACCGAAACGGTGCACGGTCCGTTATTAGAGGATCTGTCAACTTCCGGGATCTGGCTGATAATCAGCTCAACGCACGGCGCCGGAGACATTCCGGACAACCTGACCCCTTTCTATGAAGACCTTCAGACGCAGAAACCCGATCTTTCCGCGGTACGTTTCG+ STY3903 100 STY0144 59.804 STY3903 93.48 STY0144
ATGAATGATATAGCACATACTCTCTATACCGTTGTGCAATATGTCCTGGGATTTGGCCCAACGGTTTTATTGCCGCTGGTCCTTTTTTTCCTGGCATTGTTCTTCAAAGTAAAACCCGCTAAAGCACTTCGCTCATCGTTAATTGTCGGAATAGGGTTTGTCGGAATTTATGCCATCTTTGACATACTTACCAGCAACGTAGGCCCGGCTGCACAGGCAATGGTTGAGCGAACTGGTATTAGTCTTCCTGTTGTC+ STY4000 100 STY3443 65 STY4000 98.8 STY1450
ATGGCTGAATTACTGTTAGGCGTCAATATTGACCACATTGCCACGTTACGTAATGCGCGCGGCACCGACTATCCGGATCCGGTACAGGCGGCGTTTATTGCTGAACAGGCAGGCGCGGACGGCATTACCGTACACCTGCGCGAAGATCGTCGCCACATTACCGATCGCGATGTGCGCATTCTGCGTCAGACGCTGCATACGCGTATGAATCTGGAGATGGCGGTGACCGAAGAGATGCTGGCGATCGCCGTAGAAA- STY2824 100 STY2849 90 STY2824 99.2 STY4085
GTGCTGGAACGGCTGTCATGGAAAAGGCTGGTGCTGGAGCTGGTGCTCTGTTGCATCCCCGCGCTTATCCTTAGCGCTTTTTTTGGTTATCTGCCGTGGTTTTTACTGGCGGCGGTGACGGGACTGCTTGTCTGGCATTTCTGGAATTTGTTACGCCTCTCCTGGTGGCTTTGGGTCGACAGAAGTATGACGCCGCCGCCGGGGCGGGGAAGTTGGGAACCGCTGTTATACGGTTTACACCAGATGCAGTTGCGA+ STY0433 100 STY2343 65 STY0433 99 STY2343
ATGAATCCACAGGCAACCACAACTGATGAATTAACCTTTACCAGGCCGCAAGGCGAGCTGGAAAAGCAAGTCCTGACCGCTGAGGCAGTCGAGTTTTTGACGGAGTTAGTCACCCGTTTTACGCCAAAACGCAATAAACTCCTGGCTGCACGTATCCAGCAACAGCAGGATATTGATAACGGTAAGTTGCCTGATTTTATTTCGGAAACCACTTCCATTAGAGAAAGTAATTGGCAGATTCGTGGTATTCCGGCG+ STY4401 100 STY2283 61.165 STY4401 98.42 STY2283
ATGAGCTATTACGCCTTTGAAGGACTGATCCCGGTGGTGCATCCGGACGCGTTTGTCCATCCCAGCGCCGTGCTGATTGGCGATGTCATCGTGGGCGCCGGTGTTTATATTGGCCCACTCGCGTCATTGCGTGGGGATTATGGTCGCCTGATCCTGGAGGCAGGCTCTAATCTGCAGGATGGCTGCATTATGCATGGCTACTGCGATACCGATACCATCGTGCATGAAAACGGCCATATCGGCCACGGCGCTATTC- STY0079 100 STY4398 60.784 STY0079 98.8 STY4398
ATGTCAACCCCACGTCAAATTCTTGCTGCAATTTTCGATATGGATGGACTATTGATCGATTCCGAACCGCTCTGGGATCGCGCTGAACTGGACGTGATGGCAAGTTTAGGCGTAGATATTACTCGGCGCCATGAACTGCCAGACACGCTTAGGCTACGCATTGATATGGTTGTCGATCTCTGGTTTGCGCAGCAACCGTGGAACGGCCCCGATCGCCAGGAAGTGACAAACCGTGTTATTGCCCGCGCGATTACGC+ STY1789 100 STY2946 60.784 STY1789 98.66 STY2946
ATGAATAAAACCATTAATCTGCTAAAATTACTGCCCGTAGTATTATTAAGCGCATGTACTACATCGTATCCTCCCCAGGATACAACATCGGCACCCGAGTTACCCCATCGTAACGTACTCGTTCAGCAACCTGATAACTGTAGCGTTGGCTGTCCTCAAGGAGGAAGTCAACAAACAATCTATCGCCATGTCTATACGCTCAATAATAATAGCGCCACGAAATTTGCCAACTGGGTTGCCTATAGCGTGACAAAGA- STY1781 100 STY2948 54.455 STY1781 97.29 STY2948
ATGATACAGGTTATAAGCGAGCAATGGCTATACTGGCTGCATCTCTATTTCTGGCCTTTGCTGCGCGTACTGGCGCTGATTTCAACGGCGCCCATTCTCAGCGAGCGCGCTATTCCCAAGCGGGTAAAACTGGGGTTGGGAATAATGATTACCCTCGTTATCGCGCCGTCGCTACCAGCAAACGATACGCCGCTTTTTTCTATTGCCGCCTTATGGCTGGCGATGCAACAAATTCTGATCGGTATTGCGCTGGGAT+ STY2189 100 STY4426 58.491 STY2189 99.1 STY0467
TTGATGGTCAGGACGCTATTGCGGCTAGTCGCACGATGGTGTGGAATAGCGATATCTAAAACCGGAGGCAGTGAGATGAATGACAAAATCCGCGTTGGGTTAATCGGTTATGGCTACGCCAGTAAAACCTTTCATGCGCCCTTAATTATGGGAACGCCAGGGTTAGAGCTTGCGGCGGTATCCAGCAGCGATGAAACAAAAGTGAAAGCAGACTGGCCGGCGGTCTCCGTGGTCTCTGAGCCCCGACATTTATTT- STY1660 100 STY4266 72 STY1660 99 STY4266



ATGCTGAAGCGTTTCTTTATTACAGGTACAGACACTTCTGTTGGGAAGACGGTGGTTTCCCGCGCATTACTACAAGCGTTATCGTCGGGTGGTAAGAGCGTTGCAGGGTATAAACCTGTCGCTAAAGGGAGCAAAGAGACTCCAGAAGGGATGCGCAACAAAGACGCTCTGGTATTGCAAAGCGTCTCTTCGCTGGAGTTGCCGTATGAGGCGATTAATCCGATCGCGTTAAGCGAAGAAGAAAGCAGCGTCGCGC- STY1575 100 STY1574 63 STY1575 98.4 STY1772
ATGCATCCCATCTCCGGCGCCCCTGCACAGCCTCCAGGCGAAGGGCGTAATCCTCTTTCCGCTGCGAGCGAGCAGCCGCTTTCCATGCAACAGCGTACGGTACTGGAAAGGCTGATCACGCGCCTGATTTCACTGACCCAGCAGCAAAGCGCGGAAGTATGGGCCGGAATGAAACACGATCTGGGGATAAAAAATGACGCGCCGCTACTGTCGCGCCACTTCCCCGCCGCTGAACAGAATCTTACCCAGCGTCTG+ STY2602 100 STY0848 65.686 STY2602 99.5 STY0554
ATGAAAATTGCAATCGCAGGTGCAGGCGCTATGGGATGTCGTTTTGGCTATATGCTGCTGGAGGCCGGGCACGACGTGACGCTTATTGATGGCTGGCAGGAGCATGTCGACGCTATTCGTAGCAAGGGGTTGTTTGTCGAAACGGAAACGACTCAGAAGTATTACCCCATCCCTGCTATGTTGGCTGATGAATCCCAGGGGGAGTTTGAGCTGGTTATTCTGTTTACCAAAGCCATGCAGTTGGATAGCATGTTA- STY2819 100 STY3460 61.765 STY2819 99.8 STY3460

STY2651 58.095 STY2651 8.92
ATGCTTACCGTCATTGCCGAAATTCGCACGCGTCCGGGCCAACATCACCGTCAGGCCGTCCTCGATCAGTTTGCGAAAATTATTCCAACCGTTCTTAAAGAAGAGGGGTGCCACGGTTACGCGCCGATGGTGGATCATGCCGCGGGCGTGAGTTTTCAGACTCTGGCGCCTGACTCGATCGTGATGATTGAACAGTGGGAAAGCGTTGCGCACCTTGAAGCGCATCTGCAAACCCCGCATATGAAAGCCTATAGCG+ STY3358 100 STY3358 98.7
ATGATTCGCTTTGAACATGTCAGCAAGGCCTATCTCGGCGGGAGACAAGCGCTGCAGGGAGTGACATTCCATATGCGGCCAGGCGAGATGGCGTTTCTGACCGGCCACTCCGGCGCGGGGAAAAGTACCCTGCTGAAGCTAATCTGTGGGATTGAGCGGCCCAGCGCCGGCAAAATCTTCTTCAGCGGGCATGATATTACGCGCCTGAAAAACCGCGAAGTGCCGTTTTTGCGCCGCCAGATTGGGATGATTTTCC+ STY4241 100 STY0467 72.549 STY4241 99.3 STY1258
ATGAATAAGTTGCAGAACATTCGGGGCGTCGCCTTTGATCTTGACGGTACGCTGGTGGATAGCGCGCCGGGTCTTGCCGCGGCGGTGGATATGGCGCTGTATGCGCTGGAACTGCCGGTCGCGGGCGAGGAGCGCGTGATTACCTGGATTGGTAACGGCGCAGACGTATTGATGGAACGCGCGCTGACCTGGGCTAGCCAAGAGCGCGCCACGCTGCGTAAGACTATGGGGAAACCGCCCGTTGATGAAGATATTC+ STY4314 100 STY1150 60.396 STY4314 97.2 STY0823
ATGAAAAGACGGTCTTCGTTCCTTGTTTTTTTAGGTTTATTATTAGCGTCACCTTTAGCTTTGGCTAACGATCAGCACACCGTATCGTTTGGTTATGCACAAACTCATCTCAGTTCATTGAAAAATAGCGATAGCAAAGATCTGCGAGGCTTTAATTTTAAATATCGTTACGAGTTCAATGAGACCTGGGGGATGTTAGGCTCATTCACTGCGACGCGCAATGAAATGGAGAACTACACCTGGAAAGAGGGGAAAT+ STY0380 100 HCM1.271 59.406 STY0380 98.7 STY0872
ATGTTTAAAGAAGAAAGACGTCATGCCATCATTAATTTACTGATAAAGGATAATAGTGTTAGCGTCAGTAAACTTTCAGACCTTTATAAGGTTAGCCAGGAGACTATTCGTTCCGATCTACGCTATTTCCAGAAATCAGGTATGCTTCAGCGTTGCTATGGCGGAGGGATTTTAAACCGTGACGCGCTGAGTAAGCTTATCACTGAAAATAAGATTGATATCTCCAGCACTATCGCCACGCCAATCCATCAGGAT+ STY1739 100 STY4264 70 STY1739 98 STY4264
ATGAAACTCGTGCACATCGTAAGTGGTTTAGCGGTTGCGATATCTCTGGCGGCCTGCGCTGATAAAAGCGCTGATATCCAGACGCCTGCGCCAAACCCTAACATGTCGATTACAGCTAACCAGTCTACTATTCAGCAACCCAATGTTTCCGGTACCGTCTGGATCCGCCAGAAGGTCGCTCTGCCGCCAGATGCGGTGCTGACCGTGACGCTTTCAGATGCTTCGCTGGCTGATGCGCCGTCTAAGGTGCTGTCGC+ STY0509 100 STY0294 52.475 STY0509 98.8 STY0294
ATGTTGAAGTTATTCGCTAAGTACACATCGATCGGTGTTCTTAACACGCTTATTCATTGGGGCGTATTTGCTTTTTGTGTGTATGGGATGCATACGCATCAGGCGCTGGCGAACTTTTCCGGTTTTGTTATCGCCGTATCGTTCAGCTTCTATGCCAATGCGCGCTTCACCTTTAACGCCAGCACCACCACGCTTCGCTACATGATGTACGTGGGATTTATGGGAACACTGAGCGCCGTTGTTGGCTGGATGGCTG- STY0607 100 STY2627a 96 STY0607 99.7 STY2627a
ATGAGCTTACTCAACGTCCCGGCGGGTAAAGAACTGCCGGAAGATATCTACGTCGTTATCGAGATCCCGGCTAACGCAGATCCGATCAAATACGAAGTTGACAAAGAGAGCGGCGCGCTGTTCGTTGACCGCTTCATGTCCACCGCGATGTTCTATCCGTGCAACTACGGTTACATCAACCATACCCTGTCTCTGGACGGCGACCCGGTAGACGTTCTGGTCCCGACGCCGTACCCGCTGCAGCCAGGCGCCGTCA- STY4773 100 STY2426 61.321 STY4773 99.6 STY2426
ATGGATACGAAAAAGATATTCAAGCACATACCCTGGGTGATTCTCGGAATCATCGGTGCTTTCTGCCTCTCGGTCGTTGCCCTACGTCGGGGTGAACACGTGAGCGCCCTGTGGATCGTGGTCGCTTCCGTTTCCGTCTATCTGGTGGCTTACCGCTACTACAGCCTGTACATCGCCCAGAAGGTCATGAAACTCGACCCGACGCGCGCGACGCCGGCGGTTATCAATAACGACGGCCTGAACTACGTGCCGACT- STY4890 100 STY0644 89 STY4890 98.6 STY0644
ATGGTGATGTTAACAAAATGTCTTTCCTGTAAGGATAACATCATGTCTTTAACGTGTATGCCAGCATTGTTTTTGGGGCATGGCAGCCCGATGAACGTGCTGGACGATAATGATTATACCCGCGCCTGGCGGCGATTGGGGGAAGCCCTACCGCGACCACAGGCGATAGTGGTGGTGTCGGCGCACTGGTATACCCGTGGGACGGGCGTCACAGCGATGGAAAGGCCGCAAACTCTCCACGATTTTGGCGGTTTTC- STY3367 100 HCM1.234c 59 STY3367 98.5 HCM1.234c
ATGAGCTACCCGTCGCTGTTCGCCCCGCTCGATCTGGGCTTTACTACTCTCAGAAACCGTGTGCTGATGGGATCGATGCACACGGGTCTGGAAGAACATCCTGATGGCGCTGAGCGCCTGGCGGCATTTTATGCCGAGCGCGCGCGACACGGCGTAGCGTTAATCGTCACCGGCGGTATTGCGCCCGTTCCCTCCGGGGTCGTGATGACCGGCGGCGCGATGCTGAACGATGCCAGCCAGTTAAAGCCTCACCGC+ STY3397 100 STY3511 60.784 STY3397 98.7 STY2936
ATGACCTCACTAACTTACCTTCAGGGGTATCCGGAACATCTCCTTGCCCAGGTGCGCGCCTTAATCGCCGAGCAGCGCCTGGGGGCGGTGCTGGAAAAACGTTATCCCGGCGCGCATGATTACGCTACTGACAAAGCGCTATATCACTATACTCAGGAACTGAAAAGTCAGTTTCTGCGCAATGCGCCGCCCATCAATAAAGTGATGTATGACAGCAAGATCCATGTGCTGAAAAATGCGCTGGGACTGCATACCG+ STY3401 99 STY3401 98
ATGGCGCATTCTGTCAATTTGCTTCCCTGGCGGCGCCAACATTATGTAGCGCGTCTGCGGCTGTGGTGCGTGGTATGGGGCGCGTCCCTGCTGCTGATAGCAAGCCTCGCGACGATCGCCCGGTTGGTTTTTTGGCAGGAGGGGAGGATTAATGAACTGCTACTGACGGCGGAAAACGGACGCACGACGGCGCTTGCGGCGAACATACCGCAGTTGCAGCAGCGTCAGCGACAGCAACAGGCGCGATTACAACGTC+ STY4305 100 STY3176 63.725 STY4305 98.7 STY1491
GTGTCCCGTATTATTATGCTGATCCCTACCGGAACCAGCGTCGGTCTGACCAGCGTCAGCCTCGGCGTCATCCGTGCTATGGAACGCAAAGGCGTTCGTCTGAGCGTCTTTAAGCCTATCGCCCAGCCTCGCGCTGGCGGCGATGCGCCTGACCAGACCACCACTATCGTTCGCGCGAACTCTACCCTGCCGGCGGCTGAACCGCTGAAGATGAGCCACGTTGAATCTCTGCTCTCCAGCAACCAGAAAGACGTG+ STY2568 100 STY2702 66 STY2568 99.1 STY2702
ATGATGCCGACAATTGCCCCACCATCTGTACTTTCCGCTCCCCAGCGCCGCTGTCAGGTATTGCTGACGCTTTTCCAGCCGGAGCCAATTGCCACGGTGGAAATCTTCAGCGCGCTTAATGGCGTTGATGATGATACTGCCCGTGAGGATATCACTGACACAAGCCTGGAGATCCAGCGCTATCATCGCCTTGCCATCACAACATGCCAGAACGGTTGCTATCGGATCGAAGGTACAGCACTCGATCAGCGCCTT+ STY2800 100 STY2800 99.3
ATGATCCACGCCTTTATTAAAAAAGGGTGTTTTCAGGACTCTGTCAGCTTAATGATTATTTCTCGAAAGCTGAGTGAGTCCGAAAATGTTGATGATGTATCGGTAATGATGGGTACGCCTGCGAATAAGTCGCTGCTGGAAACTACCGGTTTCTGGCATGACGATTTTCATGGCGCTACGCCCAATGACATTTGCGTGGCGATTCGTACCGAAGCGGTAGATGACGGCATTACGCAGGTGATTGTGCGACAGCTC+ STY0577 100 STY4341 56 STY0577 98.6 STY4341
ATGAAAATCAGTCGGGAAACACTCCATCAGCTTATCGAAAATAAGCTTTATAAAGCCGGACTAAAACGTGAGCACGCCGCCATCGTCGCCGACGTACTGGTTTATGCAGATGCCAGAGGTATTCACTCACATGGCGCCGTACGCGTTGAATATTATGCCGAACGAATTTCAAAAGGCGGCACCAACCGGGAGCCGACGTTCCGCATTGAGAATACCGGTCCCTGTACGGCGATACTGCATGCCGATAATGCTGCC- STY0576 100 STY1459 61 STY0576 99 STY1459
ATGAATGAGTCATTTGATAAGGACTTCTCCAACCACACCCCCATGATGCAGCAGTATCTCAAGCTGAAAGCCCAGCATCCGGAGATCCTGCTCTTTTATCGTATGGGAGACTTTTACGAGCTGTTTTATGACGACGCAAAGCGTGCGTCGCAGTTGCTCGATATTTCGCTGACCAAACGCGGCGCATCGGCTGGCGAACCTATCCCTATGGCGGGTATCCCGCACCACGCCGTAGAAAACTACCTCGCGAAACTG+ STY3033 100 STY1159 63.366 STY3033 99.1 STY0144
ATGCGCAAAGTTACCGCTGCTGTTATGGCCTCAACGCTGGCATTCAGTTTTTTAAGCCACGCAGCTGAAGTTGTTACAAGCGATAACTGGCACCCCGGTGACGGGGCCACGCAGCGTAGCGCGCAAAATCATATGTTTGACGGCATAAGTTTAACCGAACATCAGCGTCAGCAGATGCGAGATCTTATGCAGCAGGCAAGGCACGAACAGCCTCCTGTTAATGTTAGCGAAATGGAGACAATGCATCGGCTTGTCA- STY3811 100 STY1959 60.194 STY3811 99.6 STY1959
ATGTACGAATTTGACTGGAGTTCGATTATCCCCTCACTGCCTTACCTGCTGGCCGGGTTGGTCATCACGCTGAAGATCACCGTCACCGCCGTTGTCGTGGGGATAGTCTGGGGAACCATTCTGGCCGTCATGCGCCTCTCAAGCTTTGCTCCTATCGCCTGGTTTGCTAAAGCGTATGTTAACGTTTTCCGTTCCATCCCGTTGGTCATGGTCTTGCTGTGGTTCTATCTGATTGTACCCGGCTTTCTGCAAAACG+ STY0708 100 STY2160 79 STY0708 99 STY0867
ATGTCAGTTTTGCAAGTGTTACATATTCCGGACGAGCGCCTTCGCAAAGTCGCAAAGCCGGTTGAAGAAGTGAATGCAGAAATTCAGCGTATCGTCGATGATATGTTCGAAACGATGTACGCGGAAGAAGGTATCGGTCTGGCCGCAACGCAGGTCGATATCCACCAGCGGATCATCGTGATTGACGTTTCGGAAAACCGCGACGAGCGCCTGGTACTCATTAACCCGGAATTGCTGGAGAAAAGTGGCGAAACGG- STY4391 100 STY4391 99.2
ATGGCGAACATGTTTGCCCTGATTCTGGTGATAGCCACACTGGTGACGGGCATTTTATGGTGCGTTGATAAGTTTGTTTTCGCGCCAAAACGTCGGGCGCGCCAGGCTGCCGCGCAAACGGCGTCGGGAGATGCGCTGGATAACGCTACGCTCAATAAAGTGGCGCCTAAGCCGGGCTGGCTGGAGACCGGGGCGTCGGTTTTCCCGGTTCTGGCGATCGTTCTGATCGTTCGTTCATTTCTTTATGAACCCTTT- STY2828 100 STY2828 98.9
ATGTTAACAGAGCAACAACGCCGCGAGCTGGACTGGGAAAAAACCGATGGCCTGATGCCAGCCATCGTGCAACATGCGGTATCCGGCGAAGTATTGACGCTGGGCTATATGAACCCACAAGCGCTGGACAAAACCATTGAATCCGGCCATGTCACGTTCTTCTCACGCACGAAACAGCGTTTATGGACCAAAGGCGAAACCTCAGGCCATGTGCTGAATGTCGTCAGCATTGCGCCAGATTGCGACAACGATACAC+ STY2287 100 STY0878 50 STY2287 99.3 STY0878
GTGATCGAAAATTTGCGTAACATCGCCATCATCGCGCACGTTGACCATGGTAAAACTACCCTGGTTGATAAGCTGCTCCAGCAATCCGGTACGTTCGACGCGCGTGCCGAAACTCAAGAGCGAGTGATGGACTCCAACGATTTGGAGAAAGAGCGTGGTATTACTATCCTCGCTAAAAACACCGCTATTAAATGGAATGATTATCGTATCAACATCGTTGATACTCCCGGGCACGCTGACTTCGGTGGTGAAGTA- STY3871 100 STY3739 64.706 STY3871 99.2 STY4353
ATGAGCACACTTGAACCTCCGGCACGCATCAGTAAACCTGGCGGCGCGGCGCTATGGTTGGCGCGAATGCAAATGAAACATGGGCGTAAGCTGGTTATTGCTTTGCCTTATATCTGGCTCATTCTGCTGTTTTTACTGCCGTTTCTTATCGTCTTTAAGATAAGCCTGGCGGAAATGGCGCGGGCGATCCCGCCGTATACCGATCTGCTGGAATGGGCTGACGGTCAGTTGTCGATTACGCTCAACCTCGGCAAT+ STY0912 100 STY1265 68.317 STY0912 98.5 STY1265
ATGAGTTTTATTAAAGAATTCCGCGAATTCGCGATGCGCGGGAATGTTGTGGATTTGGCAGTGGGTGTCATTATTGGCGCGGCATTCGGTAAGATTGTTTCTTCACTGGTTGCCGATATCATTATGCCGCCGTTGGGATTGTTAATCGGCGGGATCGACTTTAAACAATTTGCTTTTACGTTACGCGAAGCGCAGGGAGATATTCCGGCGGTCGTCATGCATTACGGCGTGTTTATCCAGAACGTATTTGATTTTG- STY4387 100 STY4387 99.3

STY1366 77 STY2889 76 STY2889 61.8 STY3695
ATGCGTATCAGTACCCAGATGATGTACGAACAAAATATGAGCGGCATCACTAATTCTCAGGCCGAATGGATGAAGCTGGGCGAGCAGATGTCTACCGGTAAGCGCGTTACCAACCCATCTGACGATCCGATCGCCGCGTCGCAGGCGGTAGTACTCTTTCAGGCGCAGGCGCAGAATAGCCAGTACGCCCTGGCGCGTACGTTTGCCACCCAAAAAGTGTCGCTGGAAGAAAGCGTACTCAGTCAGGTGACGACG+ STY1223 100 STY2529 63.462 STY1223 99.3 STY2529
ATGAGCACCGACAAAACTTACTGCGGATTTATTGCCATCGTCGGACGTCCGAACGTTGGCAAATCCACCTTGCTGAACAAACTGCTCGGGCAGAAGATTTCGATCACTTCCCGTAAAGCGCAGACCACGCGCCACCGCATTGTCGGTATTCATACCGAAGGCCCGTATCAGGCAATCTATGTCGATACCCCGGGACTGCATATGGAAGAAAAGCGCGCCATTAACCGTTTGATGAATAAGGCGGCGAGCAGTTCGA- STY2826 100 STY3937 64.423 STY2826 98.8 STY3937
ATGAAAACCTCTCTGTTCAAAAGTCTTTATTTTCAGGTCCTGACAGCAATCGCCATTGGTATTCTCCTTGGCCATTACTATCCTGAACTGGGCGCACAAATGAAACCGCTTGGCGACGCGTTCGTTAAGCTCATTAAGATGATCATCGCTCCTGTCATTTTCTGTACTGTCGTGACGGGCATCGCAGGCATGGAAAGCATGAAAGCGGTGGGGCGTACCGGCGCGGTCGCGCTGCTTTACTTTGAAATTGTCAGT+ STY4189 100 STY4482 68.932 STY4189 98.9 STY4482
ATGTTAAAGCGTGAAATGAACATTGCCGATTATGATGCCGAATTGTGGCAGGCTATGGAGCAGGAAAAAGTACGTCAGGAAGAGCACATCGAACTGATCGCCTCCGAAAACTACACCAGCCCGCGCGTGATGCAGGCGCAGGGGTCTCAGCTGACCAACAAATACGCTGAAGGATATCCGGGCAAGCGCTACTACGGCGGTTGCGAATACGTTGATGTCGTAGAGCAGCTGGCTATCGACCGCGCGAAAGAACTG- STY2802 100 STY3764 76 STY2802 99.2 STY3764
ATGGGAACCACCACGATGGGGGTTAAGCTGGACGACGCCACGCGCGAACGGATCAAAATGGCCGCGTCGCGTATCGATCGCACGCCGCACTGGTTAATAAAACAGGCAATCTTTAGCTATCTGGACAAGCTGGAAAATAGCGATACGCTACCGGAGCTACCTGCGCTGTTTGCCGGCGCGGCAAATGAAAGCGAGGAGCCGGTCGCGCCGCAGGATGAGCCGCATCAGCCCTTTCTGGAGTTTGCCGAACAGATT+ STY1159 100 STY2911 81 STY1159 99.1 STY1467
ATGCAAAAACTCATTAACTCAGTGCAAAACTATGCCTGGGGAAGTAAAACTGCGTTAACGGAACTTTATGGCATCGCCAATCCGCAGCAGCAGCCAATGGCTGAACTCTGGATGGGCGCGCATCCCAAAAGCAGCTCGCGAATCACCACCGCCAACGGCGAAACCGTCTCCCTGCGTGACGCCATCGAAAAGAATAAAACCGCCATGCTGGGCGAAGCGGTAGCCAACCGTTTCGGCGAACTGCCGTTTCTGTTT+ STY1655 100 STY1655 99.4
ATGAGTATTAAATTAATCGCCGTCGACATGGACGGCACTTTTCTGAGCGATCAAAAAACCTATAACCGTGACCGGTTTATGGCGCAGTACCAACAAATGAAGCGGCAAGGCATTCGCTTTGTCGTGGCCAGCGGCAACCAGTATTACCAGTTAATCTCCTTCTTTCCGGAAATTGCGCACGAAATCGCTTTTGTCGCGGAAAACGGTGGCTGGGTGGTCAGCGAAGGAGAGGATGTTTTTAACGGCGAGCTGGCAA- STY0900 100 STY0881 72.277 STY0900 98 STY0881
ATGAATCTGGCCTTTTTACGGGCGCTGCGGCGTGACCGTTTTTTTCAGTTGTTGATCATTGTGGGGATGGCGTTAAGCCTGTTTGTTCCTTTTGCGCCCCGCGCCTGGCCTGGCGCGATTGACTGGCACACCATTATTACCCTCAGTGGGTTAATGTTGCTCACTAAAGGCGTTGAGCTGAGCGGCTATTTTGATGTGCTGGGACGCAAGATGACGCGCCGATTTCATACCGAGCGGCAACTGGCGATGTTCCTG+ STY0877 100 STY3619 65 STY0877 99.4 STY3619
ATGAAGTTTGATAACGCGTGGAATCAGGGCGTTTGGTACGCTCTCCGTTCAGCAACTGGACGCCTTTCTCCCCAGCCTTTCAGCGTTGAAGATTTGCCAGCGCTGGGTGAAGAGTGTAGGCGAATTATGAAAATCACTTCTGCCGTTTATACTTCGAAAAAGACGTTATCAGAAAGGTGGTTCGCAAGCGCGGAGTTATTAAACCTTTACTTAACGAAATACGGTTTAAGTTGCTTGAATTGCAGCAGAAAGAAAA+ STY1993 99 STY0688 59 STY1993 95.96 STY0688
ATGAACGATTTTGCTGCAATACGCGCCAGCAGCCTTCATGAGTTAAACGTCGCCGCGCCCAACAAAGCAGCAGATGGCTTAATACTTTCCTATACTTTGTTTGTATTTACCAATAAAGGGACAAACAATGAAAATTCTTCTATGGGCAATCTTAATTATTTTTCTGATTGGGCTGTTGGTGGTAACGGGCGTGTTTAA+ STY2403 100 STY2988 93.137 STY2403 100 STY2988
ATGGAAAAGAGTCTTTTAGTTATTGTCCGACATAAACCTGGGCGTACTCGTCTATTAATGCGGGCCTTGCAATCCATTAATGACCAGACGTTCAAAAAAATAAATATTATCATTTTCTGCATGGAGGAAGAATTGAAATGTCACAATGTGGATGATTTTTATCTGAAAGAACTGTCAAATATATATAGTGTTATCTACGACGAAAACTGTATCTTTAATGCTATTAAGATGTCTGAATCTAATTATTTATGCTTTA+ STY0767 100 STY0632 63 STY0767 98.9 STY1362
ATGAAACACTCCCTGCCATGCCGGGCGTTACGCAAACGCCCCATGAAACTCGGCACTACCGTCATTCTGATGGTCAGCGCCGTTTTGTTTTCGGTGCTCGTTGTGGTCCATCTGATCTATTTTTCGCAAATCAGCAGCATGACGCGCGACGCGCTGGCAGATAAAGCGCTGGCGGTGGCTCGCTCGCTGGCGGACTCTCCGGCAATTCGCGAGGGGCTGAAAAAACCGCCTGCGGAAAGCGGCATTCAGCCGCTC- STY4502 100 STY2753 63.107 STY4502 98.8 STY0674
ATGAAAATGGAACCATTAAACGAGAACGAGCTGGAATGGCTGGATGATGTGCTGACGAAATACAATACCGATCAGGTCATTTTGGATGTCGCGGAGCTGGACGGTCTGATTACTGCGGTACTAAGTTCTCCGCGTCCCATCGAGCCGGAACAGTGGCTGGTCGCGATATGGGGGGGACCCGCGTACGTACCGCGCTGGACATCTGAAAAAGAAATGACGCGATTTATGGATCTGGTATTCCAGCACATGGCGGACA- STY2146 100 STY0156 62 STY2146 99.4 STY0156
ATGAGGCATTCTGTTTCAGTAACCTGTTGTGCGCTGTTGGTTAGCAGCTTTTCCCTGGCATATGCTGCGGATGTTCCCGGCGGAACGGTACTGGCAGAGAAACAAGAACTGGTGCGTCATATCAAAGATGAGCCCGCTTCGTTAGATCCAGCGAAAGCCGTTGGGCTGCCTGAAATTCAGGTGATCCGCGATCTGTTTGAAGGGCTGGTTAACCAGAACGAAAAGGGTGAAATTATCCCTGGCGTCGCCAGCCAG+ STY1384 100 STY1304 77 STY1384 98.9 STY1304
ATGAGTGGAATCAATCTGAATAAAAAACTATGGCGTATGCCGCAAAAGGGCATGGTGCGTGGCGTTTGCGCCGGGATCGCCGACTACCTTGATGTACCGGTAAAACTGGTGCGTATTCTGGTCGTGCTGTCGATTTTCTTTGGGCTGGCGTTTTTTACCGTAGTGGCCTATATCGTCCTGTCTTTTGTACTGGACCCTATGCCGGATAATCTGGCCGCAGGGAAACCGCAGCCGACCAGCGGCGAACTGCTGGATA+ STY1373 100 STY0526 59.615 STY1373 99.2 STY0526
ATGGATAAAAAACTAGAACCTTATTATTTAAGTGCGGAAACGGCATTATCTATAGTGTCTAAAAAATTCAACATAAAAATTGACATCAAAGAGGATGATATAAATTTAAGATTTAAAAAGTACGACAGAAATAACACTGATGACTCTATACAAATGAAGAATTTCTTTTTGTCGTTAGGGCTTTCTCTACAGGATATATTATTTAATAATGGTGAGGATTTACTAAATGAGCCTATGCCGATTTTACTATTAACA+ STY4460 100 STY0954 61.386 STY4460 98.8 STY0955
ATGTCTAAATCCGTACAGAGCAACAGCGCGATCCTCGTTCACTTCACCCTGAAACTGGATGATGGCTCAACGGCGGAATCTACCCGCAATAACGGCAAGCCAGCCCTGTTCCGTCTTGGCGATACCTCGCTTTCCGAAGGTCTGGAGCAGCAGCTTCTGGGGTTGAAAGAAGGGGAAAAGAAAGCGTTTTCGCTGGAGCCTGACGCCGCGTTTGGCGTCCCCAGTCCGGACTTGATCCAGTATTTCTCGCGCCGTG+ STY0057 100 STY3153 60.952 STY0057 100 STY3308
ATGAAAAACACCGCTCTGGGTAAGTTCATTTTTATCGTCGGCACCGCGTTACTGCTCGGTGGCTGTAGTGGCATGGTCATGCCTCCCTATGCCACCCACGGTACATCGGTCGGAATCATTGCGCCGGCGGGAGGCTATAGCGAGTGGCACACGGATAGCCGCAACCACACCACAGGAGACAGTCACAGCCAGTCACAGGGAAACTGCACCCAAAGTGAAGATAGCCAGCTCAGCGAAAATGGTCTCACACGGACAC- STY1039 100 STY1186 57.407 STY1039 99.6 STY1186
ATGTCCAGCGCCGGCGAAGCGAATTGCGCTATGATTGGCGGTTCGCTTTCAGCGGCCCGGCAGCTTGATGGTTCAGTAATTGGTATGTGCGCGCTACCCAACGGCAAACGTTGTAGCGAACAGTCGCTTGCCGCCGGAAGCTGCGGGAGTTATTAA+ STY1420 100 STY0635 53.922 STY1420 100 STY0635
ATGAATTCTCTACCACAACGGTCAACCGATTTTGAACTGACAACATCACAGGATGGTTTTGCGCTTAGCTGGCAACAGCGCCTGATTTTACGCCACAGCGCCGAAAACCCCTGTCTGTGGATTGGCGCGGGCGTTGCCGACATTGACATGTTTCGCGGCAACTTCAGCATCAAAGACAAACTTAACGAGAAGATTGCATTAACGGAGGCCACCGTCAGCGAGCTACCCGACGGCTGGCTGGTACAATTCAGCCGT+ STY3859 100 STY0049 63.107 STY3859 98.3 STY0049
ATGAAGGGTAAAACGTTATTGGCAGGATGTATCGCCCTGTCATTAAGCCATATGGCATTCGCAGAGGACATTAAAGTCGCGGTTGTCGGCGCGATGTCCGGTCCGGTGGCGCAGTATGGCGACCAGGAATTTACCGGTGCGGAGCAGGCAATTGCCGATATCAATGCGAAAGGCGGTATTAAAGGCGATAAGCTCGTCGCGGTGAAATATGACGACGCCTGTGATCCAAAACAGGCGGTAGCGGTCGCTAACAAA+ STY4244 100 STY4248 87 STY4244 97.23 STY4248



ATGCAGGACTATTTTTTGGAGTCTTTGAAGCTCCAGCGCATTGATTTTTTTCTTAAGCTTGTAGCGGCTAGTGAGTGTAGCGATGAAGAGAAGGGGCTGGCTCTGCAGTGGGTTTCTGAATTGACTGATGAGTTGATGGCGAAAATTCGAAGCCATGAATACAGTAGGTCGATGGATGTAATCAGTTGA+ STY3669 99 STY4633 92 STY3669 89.9 STY4633
STY0321 100 STY0324 72.549 STY0321 90.1 STY0324

ATGATCGACGGAAAAACCGCTAACGAAATTTTTGACAGTATCCGTCAACACATTATCGCCGGCACGTTACGGGCGAAGGATTCGCTCCCGCCGGTACGGGAGCTGGCAAGCGAATTAAAGGTGAACCGCAATACCGTCGCAGCGGCGTATAAACGGCTGATAACGGCGGGACTGGCGCAAAGTTTAGGCCGCAATGGGACGGTGATTAAAGGCAGTCCGTCTCCCGTAGCGTTGGAAGGCGGCGATCCGCATACG+ STY2674 100 STY2674 98.4
ATGATCTACATTGGCTTGCCGCAATGGTCGCACCCGAAATGGGCGCGGCTCGGCATCACCAGTCTGGAAGAGTATGCCCGCCACTTTAACTGCGTGGAGGGCAACACCACGCTTTACGCGCTGCCGAAAGCGGAAATTGTCGATCGCTGGTATGCGCAAACTACGGACGATTTCCGTTTTTGCTTTAAATTTCCCGCCACCATTTCTCACCAGGCCGCTCTGCGCCATTGCGACGATCTGGTACAGGCGTTTTTTA+ STY2111 100 STY2111 99
ATGAATAGAAGACAAAGCGATCATCTCATGATGATAATTATTTCTTTGACGATCTTAATTATTATCCTTACCTACTTTATAGAAATTAATTCAGTGGTTCATGGTCAGGGTGTTATCACTACTAAAGATAATGCTCAGTTAATATCTCTTTCTAAAGGAGGGACGATACAAGATATTTATGTGGCCGAGGGGGATACTGTAAAAAAAGGAGAACTCCTTGCAAAGGTCGTTAACTTTGATCTGCAAAAAGAATAT+ STY4457 100 STY4457 98.4
ATGAAAGAGGTTGTGATAGTGGGGGCTTTACGGACACCCATCGGCTGTTTTCAGGGAACGCTGGCCCGTCATTCCGCCGTCGAGCTGGGGAGTATGGTCGTAAAAGCGTTAATTGAGCGCACCGGCGTGGACGCTAATGCTATCGATGAGGTCATCCTCGGTCAGGTACTGACGGCTGGCGCCGGGCAGAATCCGGCGCGCCAGTCAGCCATCAAAGGAGGGCTGCCGACTACCGTTTCCGCTATTACCATTAAT- STY3164 100 STY3578 69.903 STY3164 96.64 STY3578
ATGCCGGTAATTAAAGTACGTGAAAACGAGCCGTTCGACGTAGCTCTGCGTCGCTTCAAGCGTTCCTGCGAAAAAGCAGGTGTTCTGGCGGAAGTTCGTCGTCGTGAGTTCTATGAAAAACCGACGACCGAACGTAAGCGCGCTAAAGCTTCTGCAGTGAAACGTCACGCGAAGAAACTGGCTCGCGAAAACGCACGCCGTACTCGTCTGTACTAA+ STY3388 100 STY4490 57.843 STY3388 100 STY4490
ATGCATTATTTTTTTATCATCGTAATCTGGTTGCTTAGCATAAATACGGCATGGGCTGATTGCTGGCTTCAGGCTGAAAAAATGTTCAATATTGAATCCGAACTACTTTACGCTATCGCCCAGCAGGAATCGGCGATGAAACCTGGCGCCATTGGTCATAACCGAGATGGTTCAACCGATCTTGGCCTGATGCAAATTAACAGCTTCCATATGAAAAGGCTGAAAAAAATGGGGATTAGTGAAAAACAGTTGTTAC+ STY3000 100 STY4548 64 STY3000 98.8 STY4548
ATGTCCAAGTCTGATGTTTTTCATCTCGGCCTCACCAAAAACGATTTACAAGGGGCCCAGCTCGCCATCGTCCCTGGCGATCCTGAGCGTGTGGAAAAGATCGCCGCGCTGATGGATAAGCCGGTTAAGCTGGCATCTCACCGCGAATTCACCTCCTGGCGCGCTGAGCTGGATGGTAAAGCAGTTATCGTTTGCTCTACCGGTATCGGCGGCCCGTCTACCTCTATTGCCGTGGAAGAACTGGCGCAACTGGGTA- STY3591 100 STY0554 64.706 STY3591 99 STY3644
GTGTCACTTTCGCTTTGGCAGCAGTGTCTTGCCCGATTGCAGGATGAGTTACCAGCCACAGAATTCAGTATGTGGATACGCCCGTTGCAGGCGGAACTGAGCGATAACACGCTGGCTTTGTATGCGCCAAACCGTTTTGTGCTCGATTGGGTAAGAGATAAGTACCTCAACAATATCAATGGATTACTCAACACATTCTGCGGCGCGGATGCCCCACAACTGCGTTTTGAAGTGGGAACAAAGCCCGTTACGCAA+ STY3940 100 STY4896 59.223 STY3940 98.73 STY4896
ATGACGCAGGATGAACTGAAAAAAGCGGTAGGATGGGCGGCACTTCAGTATGTACAGCCCGGCACCATTGTGGGCGTTGGTACAGGCTCAACGGCCGCACACTTTATTGATGCGCTGGGCACAATGAAAGGCCAGATTGAAGGCGCGGTCTCCAGCTCGGACGCCTCGACTGAAAAACTCAAAGGCCTCGGTATTCATGTGTTTGATCTCAACGAAGTGGATAGCCTGGGTATCTATGTCGATGGCGCGGACGAAA- STY3219 100 STY4223 60.952 STY3219 99.4 STY4223
ATGACCAATAATGCCGCTGCGCCCCTTTACTCGCTGCGTGGATTACCTCTGATTGGCTGGCGCGACATGTCACATGCGCTGAATTATCTGTTTGCCGATGGTCAACTGAAGCAAGGCACGTTGGTGGCGATCAACGCCGAAAAGCTGCTGACGGCGGAAGATAATCCGGAAGTCCGCGCGTTGATAGCAGCGGCGGAATTTAAATATGCCGATGGCATCAGCGTGGTGCGTTCAATACGTAAAAAATTTCCGCAGG- STY3626 100 STY3626 97.7
ATGAACGATATCGCGCATAACCTGGCACACATCCGGGACAAAATCTCCGCCGCGGCGACGCGTTGTGGCCGCTCTTCAGAAGAAGTTACGTTGCTTGCAGTGAGTAAAACCAAACCTGCGAGCGACATCGCAGAAGCCATTGCCGCCGGACAACGGGCATTTGGTGAAAATTATGTACAAGAGGGGGTGGAAAAAATCCGCCACTTTCAGGAAGCGAAAGTGGAAGGCCTGCACTGGCACTTTATTGGCCCTTTAC+ STY3253 100 STY3472 71 STY3253 99.01 STY3472
ATGTCTATCACTAAAGATCAAATCATTGAAGCAGTATCCGCTATGTCCGTAATGGACGTTGTAGAACTGATTTCTGCAATGGAAGAAAAATTCGGTGTCTCCGCTGCTGCTGCTGTAGCTGTAGCTGCTGGCCCGGCTGAAGCTGCTGAAGAAAAAACTGAATTCGACGTAATTCTGAAAGCTGCTGGCGCTAACAAAGTTGCTGTTATCAAAGCAGTACGTGGCGCAACTGGCCTGGGTCTGAAAGAAGCTAAAG- STY3733 100 STY3777 53 STY3733 99.7 STY0176
ATGAAACATAAATTAATGACCTCTACTATTGCGAGTCTGATGTTTGTCGCTGGCGCAGCGGTTGCGGCTGATCCTACTCCGGTGAGCGTGAGCGGCGGTACTATTCATTTCGAAGGTAAACTGGTTTATGCAGCCTGTGCCGTTAGCACTAAATCCGCCGATCAAACGGTGACGCTGGGTCAATACCGTACCGCCAGCTTTACGGCGATTGGTGATACGACCGCGCAGGTGCCTTTCTCCATCGTCCTGAATGACT+ STY0589 99 STY0024 76 STY0589 97.3 STY3918
ATGGCGGATAAAGAGCTTAAATTTTTGGTTGTGGATGACTTTTCGACCATGCGTCGTATCGTGCGCAACCTCTTAAAAGAGCTTGGATTTAACAATGTGGAAGAGGCCGAAGACGGCGTCGATGCGCTGAACAAGCTCCAGGCAGGCGGCTTTGGTTTTATTATCTCTGACTGGAACATGCCGAACATGGATGGCCTGGAGCTGCTGAAAACCATTCGCGCCGATAGCGCCATGTCGGCGTTACCCGTGTTGATGG- STY2125 100 STY2496 65.686 STY2125 99.2 STY3812
ATGTCTGAACAGCAAATAGACTGGGATCTGGCCCTGATCCAGAAATATAACTATTCCGGGCCACGATATACCTCGTACCCAACCGCGCTGGAGTTTTCTGAAGACTTCGAGGACGCCGCATTCTTGCAGGCTGTGGCGCGTTATCCTGAACGTCCGCTCTCGCTGTATGTGCATATCCCGTTTTGTCACAAGTTGTGTTATTTCTGCGGCTGCAACAAGATTGTCACCCGCCAACAGCATAAAGCTGACCAGTAT- STY3877 100 STY4856 61.538 STY3877 99.2 STY3257
ATGGCTGCCGTTAATTTACGTCACATTGAAATTTTTCATGCCGTAATGACCGCCGGAAATCTCACCGAAGCGGCGCGGCTGCTGCATACCTCGCAGCCTACCGTCAGTCGCGAGCTGGCGCGTTTTGAGAAAGTGCTGGGATTAACGCTGTTTGAGCGCACACGCGGGCGCTTACATCCGACGGTGCAAGGGCTACGCCTGTTCGAAGAGGTACAACGCTCCTGGTATGGGTTGGATCGCATCGTCAGCGCGGCG+ STY3158 100 STY0134 60.396 STY3158 99.3 STY3649
ATGAGCATCCCCGCCCTGCGCGATATTCATACGCTGTTTTATCGCGGCTATCTTAAGTCGTGTAATTATCATTGCGGCTATTGCCCGTTCCATAAACACGCCCGCAACGATAAAAAACGCGACGAAGCCGCGCTATGGCGCATGGTTGACCATTTGCCTCTTTTAGGTACGCCGTTGAATGTGATGATTACGCCTTATGGCGAGGCGCTACGCTTGCGTTATTACATGGCGGCGCTGGCAGACATTAGCCGCTATC+ STY3869 100 STY0593 60.194 STY3869 98.1 STY0593
ATGCAATTCTCTAAAATGCATGGCCTTGGCAACGATTTTATGGTCGTCGACGCGGTAACGCAGAATGTCTTTTTTTCGCCGGAACTGATTCGTCGGCTATCCGACAGACACTTGGGCGTAGGGTTCGATCAGCTGCTGGTGGTTGAGCCGCCCTATGATCCTGAGTTGGACTTTCATTACCGCATCTTCAACGCCGACGGCAGTGAAGTCTCGCAGTGCGGCAATGGCGCGCGCTGTTTCGCGCGATTTGTTCGCC- STY3612 100 STY0146 62.376 STY3612 99.14 STY4484
ATGTCACTGGCGATTGTTCATACTCGCGCCGCACTTGGCGTCAATGCGCCGCCTATCACTATAGAGGTGCATATCAGTAATGGATTACCGGGATTAACCATGGTTGGCCTACCGGAAACCACGGTAAAAGAGGTGCGTGACCGGGTACGTAGTGCGATTATTAATAGCGGATATGAATTTCCGGCTAAAAAAATAACCATTAAAAAACCCATTAACCTTGCTCCAGCCGATCTACCGAAAGAGGGCGGAAGGTAT+ STY3657 100 STY3095 63.551 STY3657 86.79 STY3095

STY2167 100 STY4443 51.961 STY2167 55.23 STY4443
ATGTCCCAACTCGATCTCAACGCATTGAATGAACTGCCAAAAGTCGATCGCGTACTGGCGTTGGCGGAAACCAACGCTCAACTGGAAACGCTGACTGCCGAAGAACGCGTGGCTTGGGCGCTGGAAAATCTGCCCGGCGAATACGTGCTCTCCTCAAGCTTTGGTATCCAGGCGGCGGTGAGCCTGCACCTGGTGAACCAGATTCGCCCGGATATCCCGGTGATCCTCACCGATACCGGCTATTTGTTCCCGGAAA- STY3074 100 STY3721 61 STY3074 96.3 STY3721
ATGAAAGCTGCTGTTGTCACACAAGATCATCAGGTTGATGTTACTGAGAAAACGCTGCGTCCCCTTCGCCACGGTGAAGCTTTGCTAAAAATGGAGTGCTGCGGTGTATGCCATACCGATCTACACGTGAAAAACGGAGATTTCGGTGACAAAACCGGCGTTATTCTGGGACACGAAGGCATTGGCGTCGTGGCGGAAGTCGGTCCTGGTGTCACCTCGCTGAAACCCGGCGATCGCGCGAGTGTCGCGTGGTTT- STY1493 100 STY2250 63.107 STY1493 99.2 STY4087
ATGATCAAATATCGACTGAGTGAAGAACCTCGTGCTTTTACTTATCAGGTAGACGGTGAGAAGAAAAGCGTCTTATTACGACAAGTTATTGCCGTAACGGATTTTAACGATGTTAAAGCCGGAACCTCCGGCGGCTGGGTTGATGCCGATAATGTGCTGTCACAACAGGGGGATTGCTGGATTTATGATGAAAACGCGATGGCCTTTGCGGGCACGGAAATTACGGGTAACGCGCGTATCACGCAGCCGTGCACG- STY1454 100 STY4732 61.111 STY1454 98 STY4732
ATGAAGGGTAAATATAAAGCCGCCCTTGCGCTACTGTTACTGCTGATTCTTGTCCCTCTGACGCTACTGATGACCCTCGGGCTGTGGGTTCCCACTCTGGCGGGAATTTGGCTACCCGTCGGTACCCGTATCGCTCTGGAACAAAGTCCACGCCTGACACGTCATGGGTTAGTGATTCCCGATCTTCGCTATCTGGTCAATGATTGTTCGTTAGCGCATATTACCCAGGCGGAACTGACGCATCCCAGCCGTTGG+ STY1423 100 STY4924 76.238 STY1423 98.6 STY4924
ATGAAAAGAGCCATAATAGTCTCAGTATTAGAGCAAATAGAAAAAAATCTTGAAGAGAGGATTGATATTGAAAAGTTGGTTGTTATAACAGGTTATTCGCGAAGGAGTTTGCAGGATTTTTTTAAAGAAAAGTGTGGCGTCTCTATCGGAAAATATATCAGACAACGCAAGTTGAGCAGAAGCGCCACTCTGCTAAAGCTGACCTCTCAGTCGGTCACAGATATCGCGTTCAGAATGGGGTTTGATTCAGTGCAGT- STY1393 100 STY1829 62.385 STY1393 98.11 STY2510
ATGAAAGTCAAAGCTGTGTTCATTAATAAGCCTGGTGAAGTTGAAACCCGCTGGGTGGATTATCCCCATAAGAAAGAAAATGAAGTATTAATTAAGGTTGATGCCGCAGGCATTTGCGGATCGGATATCGGGGCTTTTCGTGGAACGAACCCACTTGTTACTTACCCAAGAATTATTGGGCATGAAGTGACCGGAATTGTTCTTCAGGAAGGCACCGGAATGCCGGACAATATTAAAAAAGGCGACCGCGTGATT+ STY1520 100 STY1758 64.151 STY1520 98.2 STY1555
ATGACCGTCGAAACGCAGCTTAACCCTACACAGCCTGTCAACCAGCAAATTTACCGTATTCTTCGGCGTGATATCGTGCATTGTCTTATCCCGCCTGGCACGCCGCTATCAGAAAAAGAGGTCTCAACCCGTTTTAACGTTTCGCGTCAGCCGGTGCGCGAGGCTTTTATAAAGCTGGCGGAAAATGGGTTGATTCAGATCCGCCCTCAGCGCGGTAGTTATGTGAATAAGATTTCGCTTTCTCAGGTACAGAATG+ STY1551 100 STY0617 60 STY1551 99.3 STY0617
ATGAGCGTTGTGCCTGTAGCCGACGTACTCCAGGGCCGCGTAGCCGTTGACCAAGAAGTCACCGTGCGCGGATGGGTGCGTACCCGCCGAGATTCAAAAGCTGGCATCTCCTTCCTCGCCGTTTATGACGGCTCCTGCTTTGATCCTGTACAGGCTGTCATTAATAATTCTCTGCCCAATTATAATGAAGAAGTATTACACCTGACGACAGGCTGCTCCGTGGTAGTAACAGGTAAGGTTGTCGCGTCGCCGGGA- STY1004 100 STY3210 60.577 STY1004 99.4 STY3210
ATGACCGAATCCGTAGCCCGTTTGCGCGGCGACCAGTTAACGCTGGGTTATGGCAGCTATACCGTCGCAAAAAACCTTAATGTTTCGATTCCGGACGGCCATTTTACCGCCATCATCGGCCCTAACGGCTGCGGCAAGTCGACGTTGCTACGTACGCTAAGCCGTCTGATGACGCCTGTTGACGGCCATGTCTGGCTGGATGGCGAACAAATACAGCGTTACGCCAGTAAAGAGGTGGCGCGGCGCATCGGATTGC- STY0634 100 STY0219 78.431 STY0634 98 STY0219
ATGAAAATGGATACCCGACATTCCGCATTATATTACTTAATAGTTTTTCTATTGCTGGCCCTACCCGCCACAGCATCGTGGGCGAGCGTTACTATTTTGGGTAGCCGAATAATTTACCCATCAACAGCCTCCTCCGTAGATGTGCAGTTAAAAAATAATGATGCAATACCTTATATCGTACAAACCTGGTTTGATGATGGCGATATGAATACCAGCCCGGAAAATAGCAGCGCGATGCCGTTTATTGCCACGCCGC- STY0372 100 STY0206 81.553 STY0372 97.9 STY0206
GTGTCACTTTCTTTGTCGTCGGTTCGCCGTCGTCTTTATCATAATCTGTTCGATTTGACTACGCGCTCAAGTCGCCGTTTTGAAGGGTTATGCGCGCTGTTTGCGCTGCTTAGCGTACTGGTCATTTTTGTTGAATCAGGCGTAGGAACGGAATATCACCTGACATTTGATGAATGGCATATTTTTGTCTGGCTGGAGCTGTGCGTTACCCTGATATTTACCGGTGAATACTTGCTCAGACTGTTTAGTTGGCCCG+ STY1310 100 STY1310 99
ATGAAGCAACAGACCAACCGAAATCGTCGTTGGGTTTTGGCCTCGCGTCCCCACGGCGCGCCGCAGATGGATAACTTCCGCCTCGAAGAAGATGACGTCGCGACGCCCGGTGAAGGGCAGGTGCTATTGCGTACCGTTTTTTTATCACTCGACCCTTATATGCGTGGCCGCATGAGCGATGAACCCTCTTATGCGCCGCCAGTTGAACCTGGCTGCGTTATGGTTGGCGGTACGGTCAGTCGCGTTGTCGCGTCG+ STY1476 100 HCM1.255 62 STY1476 95.76 HCM1.255
ATGTCGTTTACCTGTCCGCTTTGCCATCAACCGCTTACGCAGATTAATAGCAGCGTTATATGTCCACAGCGCCATCAGTTTGATGTGGCGAAAGAGGGCTACATCAATCTGCTGCCGGTACAGCATAAACGTTCGCGCGATCCGGGCGACAGCGCCGAAATGATGCAGGCGAGGAGAGCGTTTCTTGATGCAGGCCATTATCAGCCGCTGCGCGATGCGGTGATTAACCTGTTGCGCGAGCGGCTGGATCAGTCGG- STY1964 100 STY3344 64.356 STY1964 98.8 STY3344

STY0321 52 STY0321 12.94
ATGAAAAACTGGAAAACAAGTGCAGAAGCAATCCTGACCACCGGCCCGGTTGTCCCGGTCATTGTAGTCAATAAACTGGAGCACGCGGTGCCGATGGCTAAAGCGCTGGTGGCCGGGGGCGTTCGCGTTCTGGAAGTGACTTTACGTACGGCCTGCGCGATGGATGCTATTCGCGCTATCGCTAAAGACGTGCCGGAAGCGATTGTCGGCGCCGGAACCGTTCTCAATCCGCAGCAGTTGGCGGAGGTGACGGAGG- STYkdgA 100 STY0185 66 STYkdgA 99.2 STY0185
ATGGCAGCTGTAGGAATGGTTCAAAAGCTCAACACGCCAATGAATCTTGAGTTTTACGCATCAAATCTTTACCTCCATCTAAGCGAATGGTGTTCTGAACACAGTTTAACAGGTACAGCCACCTTTCTTCGTACCCAAGCGCAAGGCAACGTGACGCAAATGATGCGCATGTTTAATTTTATGAAAAACGCCGGCGCCACCCCTATCGTTAAAGCCATTGACGTTCCGGGTGAAGAGCTCTGCTCTCTGGAAGAAT+ STY2141 100 STY2143 70 STY2141 99 STY2143
ATGAAACTTGAGGTATTACCGTTAGATCAGAAGACGTTCAGCGCCTATGGCGATGTTATTGAGACGCAGGAACGTGACTTTTTCATATAAACAACGGGTTAGTTGAGCGATATCACGACCTGGCGAAGGTTGAAGTTCTGGAGCAGGATCGCACGCTGATCAGTATTAACAGGGCGCAACCAGCCGCGATGCCTATTGTGGTACATGAACTGGAACGTCATCCTTTAGGTACGCAGGCGTTTGTGCCGATGAACGG+ STYglxA2 100 STYglxA2 99
ATGTTAAAAATTTTTAATACACTGACGCGCCAAAAAGAGGAATTCAAACCCATTCATGCCGGGGAAGTCGGCATGTACGTGTGTGGTATCACCGTTTACGATCTCTGCCACATTGGCCACGGACGCACGTTTGTCGCTTTTGACGTTGTCGCGCGCTATTTGCGTTTTCTCGGTTATAAGCTGAAGTATGTGCGTAACATTACCGATATCGACGATAAAATTATTAAACGCGCCAATGAAAACGGCGAAAGTTTT+ STY0585 100 STY2384 68 STY0585 99.2 STY2491

STY4202 66.337 STY4786 60.377 STY4202 18.5 STY0736
GTGCGTATTGGTATCGATTTAGGCGGCACAAAAACGGAAGTCATTGCGCTTGATGATGCAGGAGAGCAGCGGTTTCGCCATCGTCTGCCTACGCCGCGGGAGGATTATCAGCAAACGATAGAAACCATCGCTACGCTGGTCGACATGGCGGAACAGGCGACCGGCCAGACCGGTAGCGTTGGCATTGGCATTCCCGGTTCTCTCTCGCCTTACACCGGCGTGGTAAAAAACGCTAACTCTACGTGGCTTAACGGCC+ STY0426 100 STY1260 62 STY0426 98.7 STY1260
ATGACTGGAGATAATACTCTCATCACTTCTCACGGCATTAACCGTCGTGATTTCATGAAGCTTTGTGCAGCACTGGCCGCTACTATGGGGCTCAGTAGCAAAGCCGCCGCAGAAATGGCAGAATCGGTATCCAATCCACAGCGTCCGCCCGTTATCTGGATTGGCGCTCAGGAGTGTACCGGTTGTACCGAATCACTGCTTCGTGCTACACACCCAACCGTTGAAAACCTCGTTCTGGAGACTATCTCTCTGGAA- STY3321 100 STY1523 65.049 STY3321 99.4 STY1523
ATGTTCAAGCGTCGTTATGTAGCGTTACTTCCACTTTGCGTATTGCTTGCTGCCTGTAGCAGCACGCCAAAATCTTCCGAGACTCAAGCGACGACGGGCACGCCTTCCGGCGGCTTCCTGCTTGAGCCGCAGCATAACGTCATGCAAATGGGCGGCGACTTCGCCAACAACCCTAATGCGCAGCAGTTCATTGATAAAATGGTCAGTAAACACGGTTTCGACCGTCAGCAGCTGCAAGAGATCCTCTCGCAGTCT- STY2952 100 STY4132 66.99 STY2952 99 STY1626
GTGGCACACTTAACTCAGGATTCGACTTTCACCCTTGGACGCCGTCCGGCGGGCCTTATCTACGCTGATAAGGCGAAGAGCTTTGGCGGCTATACGCTTTTTGCGCCGCAAACCGCCGAAGGGCGGGTTTACCTGGTGGACGAGCAGGGCGAAGTCGCGCATCAGTGGCAGCTTCCGGTTCGCGCCGGGCGTGATGCGGTGCTGCTGCCGAACGGTAATCTGGGTTATAACGGCAGCCACCGCACTTCAGCGAAC+ STY4165 100 STY0231 60.784 STY4165 99 STY0231
ATGGCTGGAAAATGGAACGTTCTTTCATTGTTGGCGTTCCGTCCTTGTCAGCCTGCTTTGCCGCATGATAATCACGGAGGGGGGATGGACGCCATCTATTTAAAACTGGACGGTATTGAAGGCGAAAGCCAGATCAAAGGTTTTGAAAACCAAATAAAACTTATTGCTTACAACCACAACCCGACGAAACGGGAGTCCGGCGAAGCGAGAGGGACATATATTGGAGGGTTGACGCTGACAAAGCCAGTCGATCTTG+ STY4865 99 STY3300 70 STY4865 98 STY3300
ATGAAAAAACATGCTATTGCAGTAATGATGATCGCCGTATTTTCTGAGTCGGTTTATGCGGAGTCTACCTTATTTATTCCGGACGTCTCTCCTGAGAGCGTCACGACATCCCTTTCTGTGGGGGTGTTAAACGGTAAATCCAGGGAGCTGGTTTATGATACCGACACCGGACGGAAGCTGAGTCAACTGGACTGGAAAATAAAAAATGTCGCCACGTTGCAGGGGGATTTATCATGGGAACCCTATTCGTTCATG- STY2632 100 STY4111 64.423 STY2632 98.2 STY4111
ATGGGTTCCACCAGAAAAGGGATGCTAAACGTCCTGATTGCCGCCGTATTGTGGGGGAGTTCAGGCGTTTGCGCGCAGTACATCATGGAGCAAAGCCGTATGTCGTCACAGTTCCTGACGATGATACGTTTGTTATTCGCCGGGCTGATACTGGTGACCTTCTCCTTTATGCACGGCGATAAGATATTTTCGATTCTTAAAAACCGCAAAGATGCACTGAGTCTGCTGATTTTCTCCGTGGTGGGCGCGCTCACCG- STY4021 100 STY2693 56 STY4021 99.1 STY2693
ATGATAAAGGAACGTAAAACCGAACTGGTAGAAGGGTTTCGCCATTCAGTTCCCTATATCAATACCCATCGCGGAAAAACCTTTGTCATTATGCTCGGCGGCGAAGCCATTGAGCATGACAATTTTTCCAGCATCGTTAGCGATATCGGGCTACTGCATAGCCTCGGTATTCGCCTTGTCGTGGTGTATGGCGCGCGACCGCAAATCGACGCCAATCTGGCCGCGCATCATCATGAACCGATTTACCACAAAAAC+ STY3130 100 STY3130 99.2
ATGACAGAATGGATTTTTAATCTGAAAACAAAACTGACCGTGCTGGTGATGATGTTGTGTTCTTTATGTGTGACTAAAGTGTATGCGGTTGAGCCAGGTATAAATGAATGTGTAGTCACTTCTGGTCAGAATATTAATTTAAGAAGTATAAATTTGACAACCGATGATTTTAAACCTGGCCCGGATTCGGTTATCTATTCAATCAATCAGGATGCAGTTTTCAAATGTTCAATGGGATATGGCACGCAATTTCCA- STY3174 100 STY3174 97.6
GTGGTTCGACAATGGATTGCTGGCGCAGCGCTGTTTGCCCTGATTTCAGGCTATAGTTGGGCAGAGGTTGCTCAACCCTCCGATAACATCTTAAAAGAACAGTTTAGTAAGCAGTACCACGGCATACTTAAACTGGATTCCATTACCTTAAAAAATCTTGATTCGACGGGCAATCAGGCCACCTGGTCTGCCGAAGGGGATATTTCTTCCCGTGAAGATATGTATACCGGCGTTGGTATGGCGGCGGATTATTAT- STY3258 100 STY0494 61.538 STY3258 99.1 STY0494
ATGAGTCAGACACTGAATAATTTGCTGACATTATTGAATCTGGAAAAAATTGAAGAAGGACTCTTTCGGGGCCAAAGTGAAGACTTAGGGCTGCGCCAGGTATTTGGCGGTCAGGTGGTGGGCCAGGCGCTCTATGCCGCCAAAGAAACGGTGCCGGAAGCGCGACTGGTGCATTCATTCCACAGTTATTTTCTGCGGCCAGGCGACAGCCAAAAACCCATTATCTATGACGTAGAAGTGCTGCGCGATGGGAATA- STY0508 100 STY3942 60.377 STY0508 99.1 STY3942



ATGCCGCGCTATCAGTACATCGCTCGTCAGTTAAAAACGGCCATTGAGCAAGGAGAACTCGCGCCCGGAACGCGTTTGCCTTCCAGTCGGACGTGGGCGCAGGAACTGGGCGTTTCTCGCGCCACGGTGGAAAATGCCTATGGCGAGCTGGTAGCGCAGGGCTGGCTGGAGCGACGTGGCCAGGCAGGCACGTTTGTGAGCAACGCTCTACGGTTTGAGACGGCGCCGCCGATACCCGCTGTTTTTGCCGGAGAA- STY2926 100 STY3762 66.019 STY2926 99 STY3762
ATGCAAAAACGGGCGATTTATCCAGGCACGTTTGATCCGATTACTAACGGTCATCTCGATATTGTGACGCGCGCAACGCAGATGTTCGACCATGTCATTCTGGCCATCGCCGCCAGCCCCGGCAAGAAACCCATGTTCACCCTGAACGAACGTGTGGCGCTGGCGCAAAAAGCGACCGCACACCTGGGTAACGTAGAGGTGGTGGGTTTTAGCGACCTGATGGCCAATTTCGCCCGCGACAGACAGGCGAATATCC- STY4069 100 STY3717 64.706 STY4069 98.5 STY3717
ATGCTCGCCTCCCCCCGCCGTGAATGTTACCCTACGCGCAGGTTTGTAAGGGAGAACACCGTGGCTGCTCATCTGCTTATCGTCGACGCGCTCAATTTGATTCGCCGTATTCACGCCGTTCAGGGATCGCCCTGTGTGGAAACCTGCCAACACGCGCTCGATCAATTGATTATCCACAGCCAGCCAACCCATGCCGTAGCGGTATTTGATGACGACGCGCGCAGCAGCGGCTGGCGTCATCAGCGTTTGCCGGACT+ STY3111 100 HCM1.226c 62.136 STY3111 98.9 STY3881
GTGGACGTAAGGCAAAGTATCCATAGCGAGCACGCTAAAACGCTGGACACCCAGGCGCTGCGACGCGAGTTTTTAATAGAAAATATTTTTGTCGCTGATGAATATACGATGGTCTACAGCCATATCGACCGTATTATTGTCGGCGGCATTATGCCCGTCAGCCATCCCGTTGAAATCGGCGGAGAAGTAGGTAAACAGCTTGGCGTTTCCCGATTACTGGACCGCCGCGAGCTGGGCGTCATTAATATTGGCGGCG- STY3163 100 STY0585 62.136 STY3163 99.4 STY0585

STY0576 64.706 STY3795 61.905 STY0576 51.16 STY3795
ATGAATATGGTGTTACGTGATTTGAGCGGCTGGCGTTGTGAAAAATTGACCGAACATAGCGCCGTGCTGCATCTGAATGCATTTACCCAGGTTATCTGCCATGTTCAGCAAAAACGGTTATTCATGGCCAGTATTCACAGTTGTGAATTCAGGGTGAAAGGCACAATCAATTATCCTTTGCAGGGCAAAATTCGCGCTCATCAGCCCGGATGGCTGAAACGTTATCCCGTCATTTTTACTGGCAGTAAAAGTACCG- STY3294 100 STY4165 57.843 STY3294 92.3 STY4165
ATGGCTATCGACGAAAACAAACAGAAAGCGTTGGCGGCAGCACTGGGCCAAATTGAAAAGCAATTTGGTAAAGGCTCCATCATGCGTCTGGGTGAAGACCGTTCTATGGATGTGGAAACTATCTCCACCGGTTCGCTTTCACTGGATATCGCACTCGGTGCGGGCGGTCTGCCGATGGGGCGTATCGTCGAAATTTACGGGCCGGAATCTTCCGGTAAAACGACCCTGACGCTGCAGGTGATTGCCGCTGCGCAG- STY2950 100 HCM2.0008c 82.353 STY2950 98.8 HCM2.0008c
ATGTTTAACAAAATCTTAGTGGTCTGTGTGGGGAATGTTTGCCGTTCCCCGACGGCGGAACGTTTGCTAAAGCGCTTTCATCCTTCGCTGACGGTTGCGTCTGCCGGATTAGGCGCGCTGGTCGGCAAAGGAGCCGATCCTGCGGCGGCGAGCGTGGCGAGCGCCCACGATCTGTCTTTGGAAAATCACTGCGCAAGGCAAATTTCCGCGCGCCTGTGCCGGGAATATGACCTGATTCTGACGATGGAGAAACGCC- STY2330 100 STY0955 57 STY2330 97.8 STY0955

STY2469 100 STY4611 81 STY2469 66.53 STY4611
ATGCGAGTTTTGATCGTTAAAACATCATCGATGGGCGACGTATTACATACCCTGCCTGCGCTTACCGACGCGCAACAGGCGATTCCGGGGATTCAATTTGATTGGGTTGTCGAAGAAGGGTTTGCACAAATTCCGTCCTGGCACAGTGCTGTCGATCGCGTGATTCCCGTCGCTATTCGCCGTTGGCGCAAGGCCTGGTTTTCCGCGCCCATTAAAGCGGAACGCATAGCCTTTCATCGGGCGGTATGCGCATAC- STY4083 100 STY2280 64.706 STY4083 98.7 STY4084
ATGCCACGTTCTCTCAAGAAAGGTCCTTTTATTGACCTGCACTTGCTGAAGAAGGTAGAGAAAGCGGTGGAAAGCGGAGACAAGAAGCCCCTGCGCACTTGGTCCCGTCGTTCAACGATCTTTCCTAACATGATCGGTTTGACCATCGCTGTCCATAATGGTCGTCAGCACGTTCCGGTATTTGTTTCCGACGAAATGGTCGGTCACAAACTGGGTGAATTCGCACCGACTCGTACTTATCGCGGCCACGCTGCTG+ STY4362 100 STY1554 59.406 STY4362 100 STY1775
ATGCAGTTACAGAAATTAGTCAATATGTTTGGTGGGGATCTTTTACGTCGGTATGGGCAAAAGGTTCATAAGCTGACGCTTCATGGCGGTTTTAGCTGCCCTAATCGCGACGGCACCATCGGGCGTGGCGGTTGCACCTTCTGTAATGTCGCCTCTTTTGCCGATGAGGCGCAGCAGCATCATTCGATTGCCGAGCAGCTTGCGCATCAGGCGCATCTGGTGAACCGCGCTAAACGCTATCTGGCCTATTTCCAG- STY3508 100 STY4235 63.725 STY3508 99.5 STY0544
ATGAACATAACAATCGCAACATTGAGTGAATTGCTCGTCGAGTTTCTGGCAAAAAAAGAGAACCAGGGATTTTCCTCACCGGGGGAATTTTGGGGGCCGTATCCCAGTGGGGCGCCTGCCATATTTGCCGATCAGGTTGCTAAACTTGGTTTTCGTTCATTGTTGTTTAGCTGTGTTGGCAACGATGCCTTTGGCGTTATGAATATTACCCGATTGTCGCGCGATGGCGTAAATGTACAGGGAATTTCCGTACTG- STY3433 100 STY3854 63.107 STY3433 99.9 STY3854
ATGAATACAACTGCACCTACGGGCTTGCTGCAGCAACCTCGTCCATTCTTCATGATCTTTTTTGTAGAATTATGGGAACGATTTAGCTATTACGGCGTCCAGGGCATCCTGGCGGTCTTTTTCGTTAAACAATTGGGTTTTTCTCAGGAACAGGCCTTTATTACTTTTGGCGCTTTTGCGGCGCTGGTTTATGGCCTGATCTCCATCGGCGGCTATGTTGGCGACCATCTGTTAGGGACTAAACGCACCCTGGTC- STY4211 100 STY1670 74 STY4211 99 STY1670
ATGAAACAGATTACAGGCGTCTATACCGCACCTCGCCCGCACTGGGTTGGCGATGGATTTCCGGTTCGTTCACTCTTTTCTTATCAGTCACATGCGCAGCAGTTGAATCCATTCCTGCTGCTGGATTATGCCGGGCCGCACACCTTTACGCCGGGTAATGAAAAACGCGGCGTTGGGGAGCATCCACACCGCGGTTTCGAGACCGTGACGATTGTTTATAGTGGCGAAGTCGAGCATCGGGACTCTACCGGTCGCG- STY0949 100 STY3387 59.223 STY0949 98.7 STY3387
ATGGAAGAGAATAAAGGTTTTTGGTATGCCGACTGGTCGTTCCCGATCTTTGTTGGCCTGCTCTCCTCCGGCGTTTTCGCCGGGACGCATATGTACTATCTGTACGGTATCGGCGCATTTAACGAAGTCGCTTTTGTGGCGATGTTGAAAGCGGGGATGGATACCGGCGTCTACGGCGCGGTCGCCGCTTTCGGCGCCAGCTTTTTATTTGCCCGCATTATCGAAGGTTCGCTGGTCGGGATTCTGGATATCGGCG+ STY4783 100 STY0747 62.963 STY4783 98.9 STY0747
ATGGCAACTCCACATATTAATGCAGAAATGGGTGATTTCGCTGACGTCGTATTGATGCCGGGCGACCCGCTGCGTGCGAAGCACATTGCTGAGACTTTCCTCGAAGATGTCCGCGAAGTGAACAACGTTCGCGGCATGTTAGGTTTCACCGGGACTTACAAAGGCCGTAAGATCTCCGTGATGGGCCACGGTATGGGTATCCCGTCCTGCTCCATCTACACCAAAGAGCTGATCACCGATTTCGGCGTGAAGAAAA+ STY4921 100 STY0077 63.208 STY4921 97.6 STY0077

STY2339 64 STY3569 57 STY2339 25.56 STY3569
ATGCGCCGAAGCCTCATGGTCGCCGTGATGGCGATAATGCCAATGGTCGGGCTGGCAAACCAAAACAGTCGTCCTGATATTCAGGTGAATGTCCCGCCGGAAGTTTTCAGCACGCGCGGTCAGTCATCCCAGCCCTGCATTCAGTGCTGCGTTTACCAGGATCAGAATTACTCCGAAGGCGCGGTAATAAAAGTGGAAGGCGTCGTGCTCCAGTGCCAGCGTGACGAAAAAACCATCAGCACAAATCCGTTAGTCT- STY1814 99 STY3549 63.107 STY1814 97.8 STY3549
ATGAATGAACTAAAAAAAGAGCTTGGGTTGGTTCAGGGCGTTATCTTGTTAACCACATCATTATTAGGGACTGGCGTTTTTGCGCTTCCGGAGCTGGCTGCGCTGGCGGCAGGCGACATCAGCCTTTGGGCATGGCCGCTGCTCATTATTTTGATTTTCCCTATTGCGATTGTCTTTGCTGTGCTGGGGCGTCATTTTCCACACGCTGGCGGCGTAGCGCATTTTGTCGGGATGGCATTTGGCCCGCGTCTGCAA- STY4688 100 STY4688 97.65
GTGAGTGACGGACTGTCGCTCCTGTCTCTGTTTGCCAGTAGTTTTCTCAGCGCGACGCTGTTACCCGGTAATTCTGAGGTGGTTTTGGTTGCTATGCTGGTCTCCGGCGTCAGTCATCCCTGGGTCTTAGTCTTAACAGCAACAATGGGTAATAGCCTTGGAGGGGTAACTAACGTTATTCTTGGGCGTTTCTTTCCGCTGCGCAAAACGTCGCGTTGGCAGGAAAAAGCGACTGGCTGGCTAAAGCGTTATGGCG- STY2945 100 STY4684 58 STY2945 99.8 STY4684
ATGGAGAGTTGCCTTGATATATTCAAAATAGTAATAGGTCCATCCAGCTCACGTACCGTAGGGCCGATGCGCGCCGCCTGTCACTTTATTTCATTGCTCAGAGAACAAGAGACGTTGCCGCTAATTCGGGAAATTGAAATCGAGCTGTATGGCGCGTTATCGTTAAGCCGCAAGTGCCACAATGTGGATACCGCCCTGTATCTTGGGCTGCTGGGTTGCCAGCCGGAGAATGTCGATCTCCGTTCGCATATGGCG- STY2430 100 STY1956 77 STY2430 98.5 STY1956

STY3693 80 HCM1.32c 59.048 STY3693 59.04 HCM1.32c
ATGAAAATATTATCTGCAGTATTATTATCTGCCATAATTTTGCCTGCGCATGCTGGTATTGTTATTTATGGTACGCGTGTGATTTACCCGGCAGAGAAGAAAGAAGTCGTTGTACAATTGGTGAATCAGGGCGAGCAAGCTTCGCTGGTACAGTCCTGGATTGATGACGGTAACACTTCATTACCGCCAGAAAAAATTCAGGTGCCATTTATGCTGACGCCGCCAGTGGCGCGCGTTGCCGCTGAGTCTGGTCAGC- STY2380 100 STY0372 63.81 STY2380 99.7 STY0206
ATGACTCAACGACGTGATCTACAAGCCCTTATTGATGCCGCGCCCGTCGGCAAAATGCAGTGGCGCGTTATCATCTGCTGTTTTCTGGTGGTTATGCTCGACGGTTTCGACACCGCCGCGATTGGCTTCATCGCCCCGGATATTCGTACTCACTGGCAGCTAAGCGCCAGCGAACTTGCGCCGCTGTTTGGCGCAGGGCTGCTGGGGCTTACGGCCGGCGCGCTGCTATGCGGGCCGCTGGCGGATCGCTTTGGC- STY2409 100 STY2458 63.107 STY2409 99.8 STY0387
ATGAATCGAATTCACAGTAATAGCGATAGCGCCGCAGGAGTAACCGCCTTAACACATCATCACTTAAGCAATGTCAGTTGCGTTTCCTCGGGTTCGCTGGGAAAGCGCCAGCATCGTGTGAATTCTACTTTTGGCGATGGCAACGCCGCGTGTCTGCTATCCGGGAAAATTAGTCTTCAGGAGGCAAGCAATGCGTTGAAGCAACTGCTTGATGCCGTACCCGGAAATCATAAGCGTCCATCATTGCCTGACTTT- STY1720 100 STY4879 61.165 STY1720 96.9 STY4879
ATGAAATATCAACAACTTGAAAATCTTGAAAGCGGTTGGAAATGGAAATATCTGGTGAAAAAGCACCGCGAAGGGGAGTTGATCACCCGCTACGTGGAAGCCAGTGCTGCCCAGGAAGCCGTCAATTTGTTGTTGGCCCTCGAAAATGAACCGGTGCGGGTAAATGTCTGGATAGACAGGCATATGAATCCTGCCTTGCTTAATCGGATGAGACAAACCATTCGGGCAAGACGCAAACGACACTTCAATGCGGAGC+ STY1090 100 STY0911 65.385 STY1090 99.3 STY4227

STY4867 61.765 STY4573 60.784 STY4867 12.87 STY4573
ATGAATTCAACCCTTATCGATTCACTTCTGGCCCGTCGTCGGGCTGTAAGCCCATGGGCGGGCCTCTACTTTTTACAGTCGCTGCTGATTAACCTCGCGCTCGGCTACCCCTTTAGCCTGCTTTATACCGCGGCGTTTACCTGCCTGTTGCTGCTGCTCTGGCGCTACCTGCCTCGCGGACAAAAAGCGCTGCTCGGCATCTGTTCGCTGGTAGCCGCTTGCTATTTTCCCTTTGGCCAGGCTTACGGCGCGCCG- STY0875 100 STY3833 68 STY0875 99.3 HCM1.236
ATGAAATTTGTCTCTTTTAATATCAACGGCCTGCGCGCCCGTCCCCATCAACTTGAAGCGATTGTCGAAAAACACCAGCCCGATGTGATCGGTCTACAGGAGACAAAAGTCCACGACGAAATGTTCCCGCTCGAAGAGGTCGCGAAGCTGGGCTATAACGTTTTCTATCATGGACAAAAAGGCCATTACGGCGTCGCGCTGCTAACAAAAGCCACGCCCATTTCCGTCAGACGCGGTTTTCCGGATGATGGCGAAG+ STY1812 100 STY1812 98.5
ATGGCCAATATCGAAATTCGCCAGGAATCGCCATCGGCGTTTTATATAAAAGTACATGAAACCGATAATGTCGCAATTATTGTTAATGACCACGGCCTTAAAGCCGGAACACGTTTTCCGGATGGCCTGGAACTGACTGAACATATTCCGCAAGGCCATAAAGTCGCTCTGACGGATATCCCCGCTCACGGCGAAATCATCCGTTATGGCGAAGTCATCGGTTATGCGGTACGCGACATCCCGCGCGGAAGCTGG+ STY3432 100 STY0701 64.356 STY3432 99.5 STY0701
ATGTTTCATCGTTTATGGACGTTAATTCGCAAAGAACTGCAATCGCTTTTACGCGAACCGCAAACGCGCGCGATCCTGATTCTGCCGGTGCTGATTCAGGTCATCCTGTTTCCGTTCGCCGCGACGCTTGAAGTCACTAACGCGACTATCGCCATCTATAACGAAGATAACGGCAAACATTCGGTAGAACTTACCCAGCGTTTTGCCCGCGCGAAAGCGTTTACCCATGTGCTATTGCTGAACAGTCCGCAGGAG- STY0850 100 STY0851 64 STY0850 99.2 STY0851
GTGCAAAGTGTTGATGTAGCAATAGTTGGCGGAGGCATGGTGGGACTGGCTGTCGCCTGCGGCTTGCAGGGGAGCGGTTTGCGCGTTGCGGTACTGGATCACGTTGTTCCCCAGCAGTTGGCGAACGATGCGCCGCCTCAGCTTCGGGTGTCGGCGATTAATGCCGCCAGCGAAAAACTGCTTACCCGTCTTGGCGTATGGTCAAACATTGTGGCGCGACGGGCAAGTTGCTACCACGGTATGGAAGTCTGGGAT- STY3212 100 STY0717 72 STY3212 99.3 STY0717
ATGAAAGAAATCACCGTCACTGAACCTGCCTTTGTCACCCGCTTTTCCTGTTCTGGCTCGGCCTGTCGCGACCATTGTTGTAAGGGCTGGAAAATCACGCTGGATAAGACGACGGTTAAAAAGTATCTCGCCAGTAAAGACACGACGATTCGTACCATCGCGCAAGACCATATTATTCTGCTGAAAAAGAACAATAATCATTGGGGGGAAATTAAACTGCCTTCGGCGCTGGGAAGTTGCCCTTATCTGGATGAG- STYnml 100 STY3456 63.81 STYnml 96.4 STY1290
ATGAATACTGTTGGTACGCCATTATTATGGGGTGGATTCGCGGTTGTTGTGGTGATAATGCTATCCATCGACTTGTTGTTGCAGGGACGCCGTGGCGCACATGCGATGTCGATGAAACAAGCGGCAGGATGGTCAATCCTGTGGGTAACGCTCTCGCTACTGTTTAACGCCGCTTTCTGGTGGTATCTGGCTGAAACGCAAGGGCGCGAAGTTGCTGACCCGCAGGCATTAGCGTTCCTTACCGGCTATCTGATT+ STY3404 100 STY0644 83.168 STY3404 99.1 STY0644
ATGTTGACGTTAAATCAGGTCGCTTATCGCTGGCCAGATGCCGCAGCCGACTGTCTGCACGCCATCTCGCTTGAACTTCGTGACGGCGAATGGCTGGCGTTGACCGGCGATAACGGCGCGGGAAAATCAACGCTGTTACGGATTATGGCCGGCCTGCTTTCCCCCACTTCCGGCTCGGTAACGCTTAATGGAGAGCCGATTGCGCAGCTTAAAAATCGTCAACGCGCCGCCGCTATCGGCGTACTCTTTCAGGAAG+ STY3233 100 STY3232 68 STY3233 91.34 STY2393
ATGAAACGATATATACTGGCTACCGCGATAGCGTCTCTTGTTGCAGCCCCGGCAATGGCGCTGGCCGCTGGCAGCAATATTCTCAGCGTACATATTCTCGATCAGCAAACAGGCAAACCAGCGCCCGGCGTGGAGGTGGTACTGGAGCAGAAAAAGGATAACGGATGGACGCAATTAAACACCGGGCATACCGACCAGGATGGACGAATTAAAGCACTGTGGCCCGAAAAAGCTGCCGCGCCGGGGGATTATCGCG+ STY1129 99 STY2394 63.303 STY1129 98.1 STY2394
ATGGAAAATGTAACCTTTGTAAGTAATAGTCATCAGCGTCCTGCCGCAGATAACTTACAGAAATTAAAATCACTTTTGACAAATACCCAGCAGCAAATTAAAAGTCAGACTCAGCAGGTTACCATCAAAAATCTTTATGTAAGCAGTTTCACTTTAGTTTGCTTTCGGAGCGGTAAACTGACGATTAGCAATAATCACGATACGATTTACTGTGACGAACCTGGGATGTTGGTGCTCAAAAAAGAGCAGGTAGTT+ STY2996 100 STY4515 68 STY2996 99.1 STY2988
ATGTTAGCCTGCCTGACGCTACTGTTTCTGGGTGTAGGGCTTGGGCATCTTTTTCATTTATATACGGAAAAGAACCGGGATCCAGAGAAATGTACGGCGCCTGTGATTGTGTTTTATAACAACACTCAGGCTAACCTGACGCTGGACTTTATGTATTCGCTGAAAAAACGCACTGGAGTGGTTTCCATCAGCGGAACGTATTACGTCGATAATAAAATGAGCGGCGTGATCCGCCGTGATGTTTCCTATGTATGGA+ STY4029 100 STY2979 58.416 STY4029 98.3 STY1127
ATGACCTGCATTTTCTGTCAAATAGTTGAAGGTAAAGCACCTTGTCATAAAGTTTGGGAAGATGAGCATCACCTGGCTTTTTTGTCGATTTTTCCGAATACCGATGGGTTTACCGTAGTGATCCCGAAAAAACATTACCCCAGCTACGCGTTCGATCTACCGCCGCAGGCGTTAGCGGACCTGATGCTGGCGACCCAAAAAGTGGCGAAGAAACTGGATAAGGCTTTCCCGGATGTCAGTCGTACGGGAATGTTCT+ STY3341 100 STY0536 52 STY3341 98.9 STY0536
ATGGATATTGCACAATTAGTGGATATGCTCTCCCACATGGCGCACCAGGCAGGCCAGGCCATTAATGACAAAATGAATGGTAATGATTTGCTCAACCCAGAATCGATGATTAAAGCGCAATTTGCCTTACAGCAGTATTCTACATTTATTAATTACGAAAGTTCACTGATCAAAATGATCAAGGATATGCTTAGTGGAATCATTGCTAAAATCTGA- STY1714 100 STY1907 66 STY1714 100 STY1907
ATGAGCGACACATCATCTGCACTTCCGGAAAGCCCCGAGTCTGTCGGTTCGCACAACGCGCTCAGCACGGGTCAACAAACCGTCATAAATAAACTGTTCCGCCGACTGATCGTATTTTTATTCGTGTTGTTTATCTTCTCGTTTTTAGACCGTATCAACATCGGTTTTGCCGGGTTGACGATGGGGCAGGATCTGGGGTTAAGCGCCACCATGTTTGGTCTTGCCACGACGCTGTTTTACGCCACCTACGTCATT+ STY1141 100 STY2520 75 STY1141 98.8 STY2501
ATGTCATCGTTGCAAATTTCGCAAGGCACGTTTCGTCTGAGCGATACAAAAACACTTCATCTGGATTCGCTGACGCTCAATGCGGGCGATAGCTGGGCATTCGTTGGGGCTAACGGGAGCGGGAAGTCGGCGCTCGCCCGCGCGCTGGCGGGTGAACTGCCATTATTAACAGGCGAGCGCCAGTGTCAGTTTACCCGCATTACCCGTCTGTCCTTTGAACAATTGCAAAAGCTGGTCAGCGATGAGTGGCAACGT+ STY0811 100 STY0938 66.019 STY0811 98.6 STY4224
ATGGACTGGCTGGCAAAATATTGGTGGATTCTGGTATTGGTGTTTCTGGTAGGCGTACTGCTGAATGTGATCAAAGATCTCAAACGCATCGACCATAAGAAATTCCTTGCCAACAAACCTGAGCTGCCCCCGCATCGCGATTTTAACGATAAGTGGGACGATGAAGACGACTGGCCGAAGAAAGATCAGCCGAAAAAGTAA+ STY2722 100 STY1593 48 STY2722 99.5 STY1593
ATGGCCTTATTACAAATTAGTGAGCCTGGTCTGAGCGCCGCGCCGCATCAGCGTCGTCTGGCGGCGGGCATCGACTTAGGCACTACCAACTCTCTGGTTGCGACGGTTCGCAGCGGCCAGGCGGAAACACTGCCTGACCACGAAGGGCGCCACCTGTTGCCTTCAGTGGTTCACTATCAGCAGCAGGGCCATACGGTCGGTTACGCTGCGCGTGACAATGCCGCGCAGGATACGGCCAACACTATCAGCTCTGTG- STY2785 100 STY0012 67 STY2785 99 STY0012
ATGATTACCCTCTATGGCATTAAGAATTGCGACACGATCAAAAAAGCGCGCCGTTGGCTGGAGGAGCATGGCATTGATTATCGTTTTCACGATTACCGTGTGGATGGCATAGACCTCCCTCTTCTTAATACCTTTATTGCCGAACTCGGCTGGCAGCCTTTACTGAATACGCGCGGCACAACATGGCGCAAACTGGATGAAGGCCACCGCAGCGGGATTACCGATGCCGACTCCGCCGCTGCTCTCATGGTTGAAC+ STY2720 100 STY4235 64.423 STY2720 99.4 STY4409
ATGTCGCTTGAAAATGCCCCTGATGAAGTCAAACTGGCCGTGGATTTAATTGTGCTGCTTGAAGAGAATCGCTTACCGGCACGAACGGTGCTACGCGCGCTGGAAATAGTTATGCGTGATTATGAAAACAAGTTAAAAAGTACGGAAGACGACTCGCAAACAGAGTAA- STY0524 100 STY2553 61.165 STY0524 100 STY0981
ATGGGAATTATCGCCTGGATTGTTTTTGGTTTGATTGCCGGCGTTATCGCCAAATTGCTTATGCCGGGGCGCGATGGCGGGGGATTTATCCTGACCTGTATTCTCGGTATCGTCGGGGCGGTCGTTGGCGGATGGCTGGCGACGATGTTTGGTATTGGCGGCAGTATCAGCGGCTTTAATCTGCACAGTTTCCTGGTCGCCGTGGTGGGCGCGATTGTGGTGCTGGTGATTTTCCGCCTTCTGCGACGCGGCTAA- STY1925 100 STY1846 70 STY1925 99.6 STY1846
ATGGCACTCCCCCGCATTACCCAAAAAGAGATGACCGAGCGCGAACAGCGCGAACTGAAAACGTTGCTGGACCGCGCCCGTATTGCGCACGGGCGTCCGCTGACCAATTCTGAGACCAACAGCGTAAAAAAGGAGTACATCGATAAGCTGATGGCGCTGCGTGAGGCTGAAGCGAAAAAAGCCCGCCAGTTGAAGAAAAAGCAGGCGTATAAACCCGATACGGAAGCGTCATTCTCCTGGTCGGCGAATACGCCGA- STY4411 100 STY4883 62 STY4411 98.9 STY0144
ATGTTTGATACTTTAGGTCAGGCAAAAAAATATCTCGGCCAGGCGGCAAAAATGTTGATTGGTATTCCGGACTACGACAACTATGTCGAGCACATGAAAACCAACCATCCCGACAAGCCGTACATGACCTATGAAGAGTTCTTCCGCGAACGTCAGCAAGCACGTTACGGCGGCGATGGCAAAGGCGGTATGCGCTGTTGTTAA- STY4889 100 STY0645 76 STY4889 100 STY0645
ATGGAACAATTTGAATGTATCACTGTAGAAGAGGCGTATCAGAAACTGCACCAGGGCGCGGCGGTGCTGGTCGATATTCGCGATCCGCAAAGTTATGCCATGGGTCATGCGCCGCAGGCGTTTCACTTGACTAACGATACGCTGGGCGCGTTTATGCGTGAGCATGGTTTCGATACCGCCGTGATGGTAATGTGCTATCACGGCAACAGTAGTAAAGGCGCCGCGCAGTATCTGCTCCAGCAAGGCTATGATGCGG+ STY4278 100 STY3824 65 STY4278 95.61 STY3824
ATGAAGCTGACCATTCTTCGTTTAGAACACTTTAGCGCTCAGGATCAGATCGATCTGGGCAAAATCTGGCCGGAATATTCCGCCTCCTCATTAAGCGTAGATGAAACGCACCGGATTTATGCCGCGCGGTTTAACGAGCGTTTGTTGGGCGCCGTAAGAGTGACGCTGAGCGGAACGCAGGGCGCGCTGGATTCCTTACGCGTGCGTGAAATCACCCGTCGCCGCGGCGTCGGGCAATACCTGGTAGAAGAGGTCA- STY4247 100 STY2523 64 STY4247 99.5 STY2376



TTGAGATATCTGACAATGCAGTATAAGAACAAAGCAAAACATATTAATATAAGAGATGGAATTCTGTTGCTCGCTAAAAAATTCGATCTAACATTGAGCGAGAAAAAAGTTATTTATTACGTGGCTGCAGGATTATCTGTTAAAAGTTGCTCAAATTTATTAGATCGAAATATAAAAACGATTTCAACACAAAAGAGATCAGCCTATAAAAAAATGGATATTACTACTGATGTTGAATTAATCCATTTGATGCTGA- STY4514 100 STY1661 63.81 STY4514 98.6 STY4452
STY1608 69 STY2645 48.544 STY1608 38.43 STY2645

ATGGCTGATTCAATGGACCTCGTACAGCAGCGCGTTGAAGAAGAACGCCAGCGCCACATTCACACCGCCCGCAATAAAACGCCGGGCGTTTCCCGTGTTCTCTGCATTGATTGCGATGCACCGATCCCGCCAGCACGCCGCCGCGCCATTCCGGGCGTGCAGTGCTGCGTCACCTGTCAGGAAATCGCAGAGCTGAAAGGCAAACACTACAATGGAGGTGCTGTATGA- STY4638 100 STY3666 93 STY4638 98.2 STY3666
ATGCAGCCTAAAATTAACTGGATTGATAACCTGCGAGGGATCGCCTGTTTAATGGTAGTGATGATCCATACTACAACGTGGTACATCACCAACGCCCACAGCGTCAGCCCGCTAAACTGGGATATTGCGAATGTCCTGAATTCGGCTTCGCGCGTTAGCGTTCCCCTGTTTTTTATGATTTCAGGCTATCTTTTTTTGGCGAGCGCTGCGCGCAACCGCGGCATTTTTTACGTATTGCCCTGTGCCTTATCTTTT- STY4140 100 STY1437 59 STY4140 99 STY1437

STY0711 55.34 STY0711 8.23
ATGACACAGGCTAACCTCAGCGAAACCCTGTTCAAACCCCGCTTTAAACATACTGAAACGTCTACCCTTGTCCGTCGGTTCAATCGTGGGTCGCAGCCGCCCATGCAATCCGCGCTGGACGGTAAGAACGTCCCGCATTGGTATCGCATGATAAACCGCCTGATGTGGATTTGGCGCGGCGTTGACCCACGAGAAATCCTTGATGTGCAGGCGCGCATTGTGATGAGCGACGCAGAGCGAACGGATGATGATTTA+ STY0363 100 HCM2.0099c 62 STY0363 99.3 HCM2.0099c
ATGAAACTCTATAATCTGAAAGACCATAATGAGCAGGTCAGCTTTGCGCAGGCCGTCACGCAAGGGCTGGGCAAACAGCAGGGACTTTTTTTTCCGCACGATCTGCCGGAGTTTAGCCTGACGGAAATTGATGAGATGCTCAACCAGGACTTTGTCAGCCGTAGCGCAAAGATCCTCTCGGCATTTATTGGCGATGAAATACCGCAGCAAATTCTGGAAGAGCGCGTCCGCGCGGCGTTTGCTTTCCCGGCGCCG+ STY0004 100 STY1930 64.078 STY0004 97.47 STY2740
TTGAATGAAAACCAAATCGAGGGTATCAAAATGAAAAAAGTATTAGCTCTGGTTGTTGCCGCTGCAATGGGTCTCTCTTCCGCAGCATTCGCGGCTGAGACTGCAACGCCTGCAAAAACCGCAGCGCCTGCCAAAACAACCCAGACCACCCAGCACCACAAAAAACAGCATAAAAAAACCGTTGAGCAAAAAGCGCAGGCGGCTAAAAAGCACCAGAAAAAAGATGGCAAAAAAGCCCCAGCCAAATCTACGTCAA+ STY1582 100 STY1690 48 STY1582 93.02 STY1690
GTGGCCGAGCAGTTGGAGTTTTTTCCTGTAGCAAGCCCATGTCGCGGTATCTGCCAGTCTGATGAGCGTGGCTTTTGTCGGGGATGTATGCGCAGCCGCGACGAACGGTTTAACTGGCAAAAAATGAGCGATGCCGAGAAACAAAATGTACTGCGGCTTTGTCGCCAGCGTTTCTTGCGTAAAATACGCGCAAATAAGCCTCTCCCATCGGAAGATCCTCAACAACCTTCACTCTTTTAA- STY1684 100 STY4101 59.223 STY1684 62.98 STY1428
ATGCGGCCAATAAAAAATGCTAAAAAAATTGACTACAATCTGATCAAAGTGTTCGATACGGTTATTACTGAAGGAAATGCAACCAGGGCTGCGAGGAAACTGGATGTCACGCCTGCGGCGATCTCTCAGGCTCTTCTTCGTTTACAAAATCTTTATGGCGAAGAGTTATTTATCAGAACCCGCAAAGGATTAGTCCCGTCCAGCAAAGGTAAATCGCTTCACCAGGTATTTCGCCAGGCAATTGAATCTATAGAA+ STY0036 100 STY0014 73 STY0036 97.22 STY0014
ATGCATGAAGCACAAATCCGCGTCGCCATTGCCGGCGCCGGTGGCCGCATGGGACGGCAGTTAATCCAGGCCGCCATGGCGATGGAAGGTGTTCAGCTGGGTGCCGCGCTGGAGCGCGAAGGCTCTTCCTTGCTGGGCAGCGATGCTGGCGAACTGGCGGGGGCGGGAAAGTCCGGCGTGATCGTTCAAAGCAGCCTTGAGGCGGTAAAAGATGATTTTGACGTTTTCATCGATTTTACCCGTCCGGAAGGCACGT+ STY0073 100 STY3505 62.136 STY0073 98.8 STY0402
ATGACTATTTATTTAATTAACAGCACGCACACTTACAATGATAAGACCAATGAGCTAAAAAACATAAAAACGGGAAAGATAATAAAAATTGCCGCAATGCGCATAAAGTGTCTGGAATATATGCTGAATCATGCACAACAAGAGATTATTTATAAAAAACAACTCACTAATGAACTTTGGGGGGAAAGAAGTCAATTTATCAGCGACGCCAACCTGACCCAGATTTTATATCTACTGCGGCGCGACCTTAAAGGCT- STY0038 100 STY0035 67 STY0038 68.5 STY0017
ATGAAAAATAAGAAATATATTAATAGTCTACTCGCCGCATGTGTTCTTTTCTCTTGCTTTAATGGCCAGGCAGCGGAATTGAAACGCGTATACGGTAAACTTAGCTTCGGATATGGCGACTGGAATAAAGGCTTTGTCAATGTCGATCGCGGCGAAGTGTGGAAAGCGGTAGCCGATTTCGGCGCCGTGTTTGACAGGGGCGAATTTGCATCATTTTATGAAATGAACGTGCTCAACCATCCGGTAGAAGGCCGTA- STY0041 100 STY2659 66 STY0041 99.6 STY2659
ATGCGTCGTCTCTTTCATTTTCTGATGAATAATATTCGCGAACATTTCATGCTTTACGTTATTCTTTGGTCGCTGCTGGCGGTGATGGATATTGTTTATCTCCTTTTCTTCTGA- STY1197 100 STY0851 52.941 STY1197 100 STY0851

STY3390 60.55 STY2213 58.252 STY2213 37.62 STY3390
ATGCTAATTCGAGTAGAAATTCCCATTGATGCGCCTGGTATTGATGCGCTGTTACGCCGTTCATTCGAAAGCGATGCGGAAGCGAAGCTGGTTCACGATTTGCGTGAAGATGGTTTTCTGACGCTCGGACTGGTGGCCACGGATGATGAAGGCCAGGTAGTGGGCTATGTCGCCTTTAGCCCGGTTGATGTGCAGGGCGAAGATTTACAGTGGGTCGGCATGGCGCCGCTGGCGGTCGATGAAAAGTATCGCGGGC- STY3455 100 STY3033 62.385 STY3455 99.2 STY0002
ATGATTCTCTCCAGCGATAACAATGACGCGCTAAACCGCGCCATTGCTCATGAAAATAGCAGCAGCCGCCGAATCGGCCTCCTGGAGAATAAAATGAAAAAATTAGAAGATATTGGTGTACTGATAGCGCGTATTTTAATGCCAGTTCTGTTTATTACCGCAGGATGGGGAAAAATTAGCGGCTATGCGGGCACACAGCAGTATATGGAAGCGATGGGCGTACCAGGATTCCTGCTGCCGCTCACCATACTGCTTG+ STY3412 100 STY4468 62.376 STY3412 99.5 STY4184

STY2651 43.81 STY2651 12.3
ATGGATCATCGTCTGCTTGAAATCATCGCCTGCCCGGTATGTAACGGCAAACTCTGGTATAACCAGGAACAGCAAGAATTAATTTGCAAACTGGATAATCTCGCTTTCCCGTTACGCGACGGCATTCCTGTATTGCTGGAAAATGAAGCTCGCGCCCTGACATCTGATGAGAGTAAATCATGA+ STY0989 99 STY2460 53.398 STY0989 99.5 STY2460

STY0310 58.654 STY0310 24.84
ATGGATTTTTTTAGTACGCACAACATACTGATTCATATTCCGATTGGCGCTGGCGGGTACGATCTCTCATGGATCGAAGCGGTAGGAACCATCGCCGGCCTGCTCTGTATTTGGCTTGCCAGTCTGGAGAATATCAGCAACTACTTTTTTGGACTGGTTAACGTCACCCTGTTTGCGATTATTTTCTTTCAGATCCAGCTTTATGCCAGCCTGTTGCTGCAACTCTTTTTCTTTGCCGCCAATATTTATGGCTGGT+ STY0798 100 STY3643 83 STY0798 98.6 STY3643

STY3803 64.356 STY2602 63.725 STY0368 4.24 STY1369
STY1217 62.617 STY0308 57.282 STY0308 36.21 STY1217
STY2719 58.824 STY2719 21.37
STY3920 65.686 STY3176 63 STY3176 15.22 STY3920
STY4221 59.434 STY1913 59.223 STY4221 13.2 STY1913
STY3566 59 STY3566 35.66

ATGTTTAACCGTATCCGCGTTGTCACAATGCTGATGATGGTGCTGGGGGTTTTCGCACTGCTACAGCTTGTTTCCGGTGGTTTGCTGTTTTCTTCATTACAGCATAACCAGCAAGGTTTTGTTATTTCTAACGAATTACGCCAGCAACAAAGCGAACTCACGTCGACATGGGACTTAATGCTGCAAACGCGCATTAACCTGAGCCGCTCCGCCGCACGCATGATGATGGACGCTTCTAACCAGCAGAGCAGCGCC- STY2128 100 STY4234 63.725 STY2128 99.3 STY4892
STY0046 100 STY0039 76 STY0046 98.1 STY0039
STY0118 99 STY4119 77 STY0118 96.7 STY4119
STY0259 100 STY2806 80 STY0259 99.2 STY2806

ATGTATGAAGCAGCCCGTGTGGATGACCCTATCTACCACACCAGTGCGCTCGCCGGGTTTCTTATCGGCGCTATCATCGGCATCGCCATTATCGCGCTTGCCGCCTTTGCCTTCTTTAGCTGCGGTTTTCTTGCCGGGCTGATTCTGGGTTTTATGGCCGATCAAATAGCCTCCGGGGTATTGCAACTGGGCGAGGCCATCGGGCGCTCCATCCACCACACGGCAGGAAAAATCCTCACCGGTTCGGAGAATGTC+ STY0321 100 STY2973 57 STY0321 98.1 STY2973
STY0973 100 STY3423 78 STY0973 98.9 STY3423
STY1011 100 STY1011 99.8

STY2222 62.376 STY2222 16.03
STY3570 100 STY0519 81 STY3570 98.7 STY0519

GTGGATATAACCTTTTGTACTTATAAACCTGGAGGCATCGTGGAAAAAATAAAGAAACTATTTAGTAGCAAATACGCAGTCATACGTCGTGATGACCTGTCAGTTATAGCCGAAATGGATTACTTCCCTGAAACCCCAAAATCAATGATGTATCGTAATGGTCGAAAGGCAATTTTTTTACCGATGAGGGTAAGTGACATTATGGGAAATGATAAACTGCTGGATGAATTGCGAGTCAGAGCATCCTGTTAG- STY2053 100 STY4805 58 STY2053 100 STY4805
ATGAAAGGCATCATTCTGGCGGGAGGTTCCGGTACCCGGTTGCATCCCATTACGCGCGGCGTATCAAAGCAGCTTCTGCCCGTCTACGATAAACCGATGATTTACTATCCGTTATCGGTGCTAATGCTGGCGGGCATTCGTGAGATCTTGATCATCACCACGCCGGAGGATAAACGCGACTTTCAGCGTTTGTTGGGCGACGGCGCAGCATTCGGTATCGATTTACATTATGCCGAGCAGCCCAGTCCGGACGGGC- STY3632 100 STY2305 76 STY3632 100 STY2305
ATGAAACGTATAACTTTCTCCTTTACGTTAGTAGCAATCATCATAGCCTTGGCTGGATGTGCTTTGCCAGATAAAGACGGCGACTTCGGAGCTTATGTTCATACCTGTCAGCAATATGCATACGGAAAATCCTATGCCTTTGAGAATAGAGACTTCGCGTATAAGGTCTGTAAGGACGCGGCGAAACTGTGGAGTGACGAAGTTCCTGGCTATGTCATCAGGCAAATTCAACTACATCCTGAAATACCCAGCGAAG- STY3670 100 STY3670 100
ATGATCATGCTTATTGGCTATGTACGCGTGTCAACAAATGACCAGAATACCGATTTGCAACGCAATGCACTGAACTGCGCGGGATGTGAGCGGATTTTTGAGGACAAAATCAGTGGCACCAAGTCCGACAGACCGGGGCTGAAAAAGCTGCTCAGGACACTATCGGCAGGAGACACGCTGGTTGTCTGGAAGCTGGACAGACTGGGGCGCAGTATGCGGCATCTTGTTACGCTGATAGAAGAGCTGCGCCAGCGTG- STY2889 100 STY3695 100 STY2889 100 STY3695
TTGAGGACTATCGTTCGGGTTATCTTTCTGGCGCTGCTGTTTCTGGCGGGGAGCGCCCGCGCCGCCTTACCACTGACGCTCTATCTGTCCACGCTCCCAATGCCTGCTGCCAGTGAAGCCTGGCCAACGATGCCGCCACAGCCGCTGCCAAAGGGGTTGCGTCCGTGTTGCGCTTTTGGTTACGACCTGCATGCCGAGCTGCTGGGACTGCCGGTTCCGTTTTATCAGTTAAATAACGTCGTGACGGTAGACTCG+ STY3950 100 STY4205 61.818 STY3950 100 STY4205
ATGAAACTACAGGTGGCTGCATTTTTAAGTTTTCTGATAATGCCTTACGCGCTAGCGGAAGATCAGGGGGGATTAAAAAAAGACGTGGCACCGCCGCCGCCTCATGCTATTGAGGATGGTTATCGCGGTACGGATGATGCAGAAAAAATGACCATCGAACAGGCAAAAACCCTGCATGATGGCGCGACCGTTTCGCTGCGCGGCAACCTTATTGATCATAAAGGCGACGATCGCTATGTATTTCGTGATAAGTCCG- STY1545 100 STY3353 61 STY1545 100 STY3353
ATGACTAAGAAAATAAAATGTGCTTATCACCTTTGCAATAAAGAAATTGAAGAAAGCAAAATCATTACAAGACCACTTCATTTCATGCGTGGAGTTATACCAACGACGGAAATGAAAAAATATTGTAGTGAAATCTGTGCCGAAAAAGACCAGATGGCACACGAACTTTAA+ STY2071 100 STY1302 48 STY2071 100 STY1302
GTGATAATACAAAGAAAATCTCTATTTCTTTGCGCCCTGCTTCTACTCTTCGCCACCGCCAGGGCTGAAATTACGGAGCAGCAGATCGAGGCCGACTGCGCAAAAATTCCAGTTTTGGCCAGCCAGGGCGAACAGCTTTACAAGACCCAAAAGTATGCCAAAGCACTCGACGCTTTTGAACAGCTGGCCGCATGGAGCGAAAGCTGCGCCCTTGACGACAACGCCATCGCGACGGCCTACAACAACGTGGCGCTAA+ STY2349 100 STY2758 64.706 STY2349 100 STY2085

STY2730 100 STY3429 79.412 STY2730 100 STY3429
ATGAAACTGAATTTAATTGCCAGCGCTCTGGTTCTGTCTTCTACTATGCTGGTAGGTAATGCAATGGCATCTGATGGCACCGTTCACTTCCTTGGTGAAGTGGTTGACAGCACCTGCCAGGTTACGCCACAAACCGCTGATCAAAACGTTAATTTAGGCAAAGTTAACAAAACGGCATTTGCTGGCGTGGGAAGTACCGCTGCGCCTACCGAGTTCCATATCGACCTGACCGGGTGCCCGGCTACGTATACTAAGG+ STY3918 100 STY3084 58.416 STY3918 100 STY3084
ATGGCTAAATTACCGCGCCGTAAATGCAAAGTTTGTCGGGAATGGTTTCCTCCTGCTTACAGCAACGTTGTCTGGTGCTGTCCTGAACATGGTGCTATCTACGCGCTGGAACTGCGTGCCAAAGAAAAGAGTAAAGCCGCAGCCAGGTGTATCAGAGGTAAACACCAGGCGGATAAAGCCGAACGCCAGGCGAACGGTTGCATGCTTAGAGAGCGTCAGGCAGTGTTGTATACACTCAGCAGGAAGATGTTCCGCA+ STY1361 100 STY1035 45.283 STY1361 100 STY1035
ATGATTACCCCACAGGAAGCACGCCAGCGTACCCGCGCCCTTGTTGAACACTATGTCAACGAGTGTGAATGCCGCGACCTCACCGATGTGAAGCACGTCCTGACGGCGCTAATCAGCATGGCCACGCAGGCCATTGTGGCGACCAACGGAAAGGCGGCTGCACTGCAGGTACTGGTGAACACACTCACCCACACGGCAGAGAACGAGGTGCCGTACCGGATGGAAACCACTGCAGAAGGCGGCCTGCACATCACCG- STY1599 100 HCM1.232c 63.725 STY1599 100 HCM1.232c
ATGAAGTGGATAATTATGGTTTTAGTTTTTTCTTTTTCTAATGTTTATGCTGAAGACTGTTCACAACAAGACTTTGATAAAGCGGATATGGCGTTAGACTCTCTTGCGTCATGGAAAGCTGTCGATGGCTTTTATTCCCGACATAGTCAATGTGATGTGGGCTACCTCCGGGAAGGCACGTCAGAAAAAATTATCAGATTGTTAGTGGATAGATGGGGAGAATTGAATGAGTTATCTGCGCTTATCAAAAGGAAAC- STY2351 100 STY2351 100



ATGAAGAAAGTTATTTTAGGCGCTGTTTTATTCACTCTAAGCGGCTCGGTTTTATCTTCTTCTTTGCAGGATCAGCTTGCGGCGGTAGCCCAGGCTGAACAGCAAGGAAAAAATGAAGAAAACAGACAGCGTGATGCTCTGCAAGCCAAACGAGATCAAGAGGCTCAACAGGAAAGACAAAGGCAAGCCAATGCGGCAGCGGTTGCTAAGCAGCGAGCAAAAGCGGCAGAAGCTGAACGGAAAGCACGGCAAGCAA+ STY2748 100 STY0793 74 STY2748 100 STY0793
STY2889 100 STY3695 100 STY2889 99.83 STY3695

ATGATAATGAAAAAGCAAATATTGCGCGTCGTGATTTTTAGCTCGCTGATTGCCACGGGAGCTGGCATATCAACGATGACATATGCCGATGGAACCAACAGTCTGGACCTGACCGTGAACGCCAATATCACTGCGGGTACGTGTTCTGCATCCGTGGTTGAAGGTGATACCATTACCGATACTATCGCTTTTGGCAACGTTTACATTTCTGAAGTATATGCAAAAAGTAAAATAAAACTTTTCAAGTTACGGTTCA- STY0203 100 STY3501 52.427 STY0203 100 STY3501
ATGACCGCGATGTTGTTTTTTCTGTTGTTAGTGAGCAAACCGGCAATTGGTAGTAATACACTGAAGATCCCGACTCATCACCGGAATATCCCCGGTGTCATTCAGCGCACCGGGAAAATCTTTCAGCCATGCTTTAACGTTTCGCTGGTTGATATAGGTCACGCCCATCCCTTCAATACAGCCCAACAGTTCACGGGTATTTTGCAGCGTGATCACGATGCAGTCTTTCATCACCCGAATTTTAACGGGCACTCCG+ STY0323 100 STY0328 84 STY0323 100 STY0328
ATGATAAAGCGGAAATGGAATCTTTTGCTTCTGCTTGGGTTTTCTTTCGCATCGGTATGCCAGGCAGGTGATGATATTGACGCGTTATATAGCCGTATTGCGCAGAAAGATGTTCAGGCGCTAAATGAGCTAAAAGCGTTAGCCAAAGATAATAATGCTCAAGCGCTGGCGGAGTTGGGGTTTATTTATGAGTACGGCGTTGCCGTGCCGAAAGATACGATACAGGCTATCAAGTATTATGAGCAGGCTTGTCATG+ STY0479 100 STY0476 66 STY0479 100 STY0476
ATGAAACCTGTTTTTGATGAAAATGGGCTGGCTACAGTGCCGGGTGATATGCGTTGTTATTATTATGATGCAGTAACGTCTGAATATACGGGCTGGTCTGATGAATATATTAATACTGGCGTAAGTATGCCCGCTTGTTCCACTGGTATTGACCCGGGCGAATACATTCCGGGAAGAGTGGCAGTATTTACGGGTAAGGGATGGAGCCATGAAGAAGACCATCGCAATGAGACCGTTTACTCAACTGAAAATGGCG+ STY3692 100 STY1639 67 STY3692 100 STY1639
ATGAAAAAACGCTCCCTTTTGCTGTTGGCGCTGCCCGCTATGGCTTTTTCTACCTGGGCGGCTACCAGCCCCCCGGCGAACCTGTCGCCGGTTTATAGCTATCAGGATGACGTCCCATCTGCTGCCACACCGCCAGTCGCGACAACGCCGGTGGCAAAGCCTGCCAGTACATCAGTGTTGCCTTTTCTGGGTGATGAAGCCCGAAAGCGTGGCTATGAGCTTCCCGAGCCATTTGGCCTCAATATTAACTACATG+ STY3948 100 HCM1.43 66.346 STY3948 100 STY4592
ATGTTCCATTATGGAAAATGTGTCGTTCGCACGTTGTTTTTATTACTGGTTTGCTGTTCGCTGTCGGGCTGTCTTTCATTTGGGCTGATACTTGCCACCGATAAAGATGGCAATCGTCATCAGTCTACCTGGAAATCGGATACCGTTACCGCGCTTTCCTTAGGTAAAGATAGCAACGGGAAAACGGGCTGGGTGTTTGTTGGCGAACATTTTGACTACCTGTTGACCCAGGGCGGCGATAATGTGGTGGCGCTGT+ STY4208 100 STY1233 61 STY4208 100 STY1233
ATGCAAACTGTATCTCGCGTTAAGTGTTCCCCCCAGGTTTCAACCGGGGAGTCTGTAGAAAGAAAACCAGACGCCAGTATTCATTTGGCACAGCAGGTTTCACCGCATTCGTTGTTACTCCCTGATGAGCAACAATTCCCGGTAGTATTGCCAGTAGTATCCACTAAGGGCGGAGAAGGGAAGTCAACCAAGGCAGGCAATATTGCGGGTTACACCGCCGATGCTGGTCTGAAAACACTGCTAATCGATGGTGAT+ STY4521 100 STY4757 65 STY4521 100 STY4748
ATGAATGCAACTTATAACGCGCTAATTGCATTAATGCGATCTGGTGAAATACCACTTGAAACGGGGGCATCAGTATCTGCACCCAGTGCACAGTTTTCAGTAAGAATACGGCCGGAAACTCGGGTATTTCTGGACAGGTGCGCAGAGCATCTGGGTATATCCCGGGCCGCTATGTTTGGTATGTGTATTGATGGCATTGTAGCAGAGGCGAGAGAGAGTATAGCGGACAGAACGTCCACGCTTTATGAGCGATTCT+ STY4554 100 STY2728 65.049 STY4554 100 STY3877
ATGAATCGGTTAGCCAGTTACATCAAACCGCATGCTCAGAGGACGGCATTTACGAAGGCCTGGCTGGCTGAAACAGAACAGCATCTGCGAAATATCACCCGGCCGGAAGGTTTGTTCACTGATTCACTTGTCACCGGGGTTCCCTGGCGGGGACAAAATCGTTCCGTCAGGATGGTGGTATATCGATACCTGCCAGCGAATTACAAAGATGATTCGCCGGTTGCCGCTCTCAACCAGGTTTGTGAGCGCCTGACT+ STY4573 100 STY3577 59 STY4573 100 STY3577
ATGGCTACGACCCTCACCCAGACACACCCGCTACTCTCCGTTCCCTTCAATGCCGCCACGGATTTCACCGTACTGGCAGAACACTGCAAACAGTTCGCCGAAATCCTGATCGAACACGACGATCCCACGCTGAAAATGGCACTTTGCGGCAGGCTTAATGCCTGTCTGCAACTTCTTCAGCCCTCACTGCTTGATCCGATCCCGGAGCACATGATGGACAGCCTGATCGTTGATACGCTCCCCACCCGCTCACCGC+ STY4672 100 STY4672 100
GTGACCACTGTGACCATACAGCAGGCCTTTGAGGCCTGTCAGACGAACAAAAATACCTGGCTGAAACGTAAAGCCGAACTGGCAGACCTTGAACGGGAATACCGTGAACAGCTCCTTGCCGGTGACGAACAAATCCCGCGCAGAATGCAGGATTTGCGCGACAATATCGACGTGAAAAAGTGGGAGATTAATCAGGCCGCCGGTCGCTATATCCGCTCACATGAGGAGGTACAGCACATCAGCATCCGCAACCGGC- STY4825 100 STY4483 58.252 STY4825 100 STY4483
GTGAGCATTATTGACGAATATATCAGCCAGCATTTCTCAGAGCGGCTGTGTCTGGACGTAACCGAAGAGGATATTACCTGGCAGCTTCGCGGCAGCCGTTCCGACTACGTGAATACCCGGATACAGTTTGACCGGGAAAAACTGATGGCGGTGATGGATGTCATGCTGTCCGGTCTGGACAGTGATGAAACCACGCTGGCGCGCTGCCGGCAGGTACTGACGCTGTGGATAGCCGGACTGGATATGCTGTCGAAGG+ STY4594 100 STY3349 65.385 STY4594 100 STY4593
ATGAAAACATCCAATTTTCAAAAATGGTTGATGGTCATTCTTCTGGCAATCGGAGGAGGGACCATTTTTAAATCGATGTACCTCAGGGAAGTATTTTATTACCCCTGGAATGAATTCATGGGAGTGAATAACACGGATTCAGGCCTGCTGATGAGTTGGCTGGGGTTTGTGGGGATTGTTTCATCTTCAATTGCTGGGGTGATTATCGATAAGGTGAACAATACCCGACTGATTATTTCTTTTACCTTTCTGGCT- STY4222 100 STY4217 71 STY4222 100 STY4217
ATGACTTTTTCACTTGCACAGGGTGCCAACAGTCTTTTGTTCAATCTGGTTATGGAACTGAGAGGTGGAAATATTCGGCGATGTGAGGCGCTGGGGTTGAAACCTGAAGAAATGCGTCTCCTCAGAAGTCTGACGATGGAAGAACTGCATTATCTGTCAGGCAGCCCTGTTTCTGTTTTAAATGTAGCAATACATCATGAAAATCTAAAACGAATGCTGGACCAGGCCAATCGTGAGCAAAAGCGTAGCGAACGAA+ STY4526 100 HCM2.0043 56.863 STY4526 100 HCM2.0043
ATGAAAAAACAAAAACATGATGGCGGCTTTGTGGCGATGAGCGTGGGAGCCGGGTTACTCATTGTTCTGGTGATGGCCTCGTTGGCTGCCAGATATATGGGAGATTATCTGAAATCCCGTGAGTGGCAGGTTGTGGCCATGCAAACCAATCGTTTCACTCAGGCAGTCTCATCCTATGTTGGAAAGTTTTATCCGACGGTGCTGGCATCAGCGACCACAACTACACCTGCAGTGGTAACAACTCAAATGCTGAAG+ STY4550 100 STY4551 61 STY4550 100 STY4551

ATGCAACATTTGGATATCGCTGAATTAGTTCGTTCCGCACTGGAAGTAAGTGGTTGCGATCCTTCATTAATTGGAGGAATAGATAGCCATTCAACAATTGTTCTGGATTTATTTGCATTGCCAAGTATCTGTATCAGCGTCAAGGACGATGATGTATGGATCTGGGCGCAATTGGGTGCTGACAGCATGGTGGTATTACAACAGCGGGCTTATGAAATCTTAATGACCATAATGGAAGGATGCCATTTTGCCCGCG- STY3018 100 STY3018 100
ATGCGTATTATTCTGCTTGGCGCTCCGGGCGCGGGTAAAGGAACTCAGGCTCAGTTCATCATGGAGAAATATGGTATTCCGCAAATCTCCACTGGCGATATGCTGCGCGCCGCAGTGAAATCAGGCTCCGAGTTGGGCAAACAGGCGAAAGATATCATGGACGCCGGTAAACTGGTGACCGATGAACTGGTGATTGCGCTGGTTAAAGAGCGTATCGCCCAGGAAGACTGCCGTAACGGTTTTCTGCTGGACGGTT+ STY0532 100 STY3333 75.248 STY0532 99.7 STY3333
ATGTTAAGCGTAATCGGAATTGGCCCTGGCTCACAGGCAATGATGACGATGGAGGCGATTGAGGCGCTTCAGGCGGCGGAAATCGTCGTGGGCTACAAAACCTATACCCATCTGGTTAAAGCATTCACCGGCGACAAACAGGTGATCAAGACCGGCATGTGTAAGGAAATTGAACGCTGCCAGGCGGCTATTGAACTGGCGCAGGCCGGGCATAACGTAGCGCTGATTAGCAGCGGCGACGCCGGTATTTACGGCA- STY2232 100 STY1897 65.138 STY2232 93.5 STY0294
ATGCTTTCGTTTTTAAAAGCCCCGGCCAACGCGCCGCTCATCACCGATAAGCACGAGGTTGACGCCCGCTATCGCTACTGGCGGCGGTATATCCTGATCACCATTTGGTTGGGTTACGCGCTGTTCTATTTCACCCGTAAAAGCTTTAACGCCGCCGCGCCGGAAATCCTTGCCAGCGGTATTCTGACCCGCAGCGATATCGGCCTGCTGGCGACGCTGTTTTACATCACCTACGGGGTGTCGAAATTTGTCTCC+ STY3994 100 STY2432 68.317 STY3994 98.5 STY2432
ATGAGACCTCGTCGCAGTATGTTGTTTATCCCCGGCGCAAATGCGGCCATGTTGAGCACCTCGTTTGTCTATGGTGCGGACGCGGTGATGTTCGACTTAGAAGACGCCGTAGCATTACGTGAGAAAGATACCGCCCGTCTTTTAGTCCATCACGCGCTTCAACATCCGTTCTATCAGGATGTTGAAAAAGTGGTGCGCATTAATCCACTGAACACGCCATTCGGTCTGGCCGATCTTGAGGCCGTCGTGCGTGGTG+ STY0069 100 STY0671 78 STY0069 98.5 STY0671
ATGAATAATCGAGTCCATCAGGGCCATTTAGCCCGTAAACGCTTCGGGCAAAACTTTCTCAACGATCGGTTTGTGATCGACAGTATTGTTTCTGCTATTAATCCGCAAAAAGGCCAGGCGATGGTTGAAATCGGCCCCGGTCTGGCGGCGCTGACGGAGCCGGTCGGCGAACGACTGGATAAGCTCACGGTCATTGAACTTGACCGCGATCTGGCGGCGCGTTTGCAAACCCATCCGTTTTTAGGGCCGAAGCTGA- STY0105 100 STY1536 60.194 STY0105 99.5 STY1536
ATGTCTGAACCACGTTTCGTTCACCTGCGGGTGCACAGCGACTACTCTATGATCGATGGGCTGGCGAAGACCGGGCCGCTGGTGAAAAAGGCGGCCTCATTAGGTATGCCTGCGCTGGCGATCACCGATTTTACCAACCTCTGCGGTCTGGTGAAGTTCTACGGAGCGGGTCATGGCGCGGGCATTAAACCCATCGTCGGGGCGGACTTTAACGTTCACAACGAACTGCTGGGAGATGAGCTGACTCATCTGACG+ STY0254 100 HCM2.0015c 65 STY0254 99.1 HCM2.0015c
ATGGAAAGCAAGCTTATTGACTGGCATCCGGCCGATATCATTGCCGGACTACGTAAAAAAGGGACTTCAATGGCCGCTGAGTCACGCCGGAATGGATTGAGTTCATCCACGCTGGCCAATGCATTAACGCGCCCGTGGCCGAAAGGAGAGTTGATTATCGCGAAAGCATTGGGAACGGAACCCTGGGTTATTTGGCCATCGCGTTATCACGATCCGCGCACGCATGAGTTTATCGACAGAACGCGGCTTATGAGAG+ STY3485 100 STY4673 66 STY3485 99 STY2605
ATGGCTGAAAATCAATACTACGGCACTGGTCGCCGCAAAAGTTCCGCAGCTCGCGTTTTCATCAAGCCGGGCAACGGTAAAATCGTTATCAACCAACGTTCTCTGGAACAGTACTTCGGTCGTGAAACTGCCCGCATGGTAGTTCGTCAGCCGCTGGAACTGGTCGACATGGTTGAGAAACTGGATCTGTACATCACTGTTAAAGGTGGTGGTATCTCTGGTCAGGCTGGTGCGATCCGTCACGGTATCACCCGCG- STY3524 100 STY3744 61.321 STY3524 99.5 STY0883
ATGAAAAAGATACGTCCATTAACAGAAGCCGATGTGACTGCGGAATCGGCTTTTTTTATGCAGCGCCGACAGGTGCTAAAAGCATTAGGCATCAGCGCGGCCGCCTTATCCTTACCCTCAACGGCGCAGGCCGATCTCTTCAGTTGGTTTAAAGGCAACGATCGTCCGAAAGCGCCTGCCGGTAAACCGCTTGAGTTTAGTCAGCCTGCCGCCTGGCGAAGCGATTTAGCGTTAACGCCGGAAGATAAGGTGACG+ STY3557 100 STY1553 52.427 STY3557 98.9 STY1553
ATGACGGATAATCCGAACAAAAAAACCTTCTGGGATAAAATTCATATCGATCCCACGATGCTACTCATTCTGCTGGCGTTACTGGTTTATAGCGCGTTGGTCATCTGGAGCGCCAGCGGCCAGGACATCGGCATGATGGAGCGTAAAATCGGTCAGATTGCGATGGGGCTGGTGGTTATGGTGGTGATGGCGCAGATCCCGCCGCGCGTGTATGAAGGCTGGGCGCCCTATCTCTATATCATTTGTATCATTCTG- STY0690 100 STY0147 64.078 STY0690 99.3 STY0147
ATGATTACCCTGAAAAATGTTTCAAAATGGTATGGTCACTTTCAGGTGCTGACCGATTGTTCGACAGAAGTGAAAAAAGGTGAGGTGGTGGTAGTCTGCGGGCCATCGGGTTCCGGTAAATCCACGCTAATTAAGACCGTCAACGGTCTGGAACCGGTGCAAAAAGGCGAAATTACCGTTAACGGCATTATTGTGAACGACAAAAAAACCGATCTGGCGAAACTGCGTTCCCGCGTGGGCATGGTATTCCAGCACT- STY0707 100 STY2159 76 STY0707 98.6 STY0866
ATGGCAGAAAATAACGCACGATCGCCACGATTACTCGTGACGCTGACGGCCCTCTTTGCAGCACTTTGCGGGCTGTATCTTCTTATCGGAGGTGTCTGGCTGGTTGCTATTGGCGGTTCCTGGTACTACCCCATCGCGGGCCTCGTGATGCTGGTTGTGGCCGGATTGCTATGGCGCAGTAAACGTGCCGCACTGTGGCTGTATGCCGCCCTGCTGCTGGCGACAATGATTTGGGGCGTGTGGGAAGTCGGGTTC- STY0191 100 STY0191 98.5
ATGTCTGAGCCAAAACGGCTGTTTTTTGCTATTGACTTACCCGACGACGCGCGCGCGCAAATTATCGCCTGGCGCGCCGCCCATTTTGCGTCTGAAGACGGACGCCCCGTGGCAGCGGCGAACCTACACCTGACGCTGGCCTTTTTAGGCGACGTCAGTAACGATAAGCAGCGCGCGCTTGCGCAACTGGCCGGACGAATTCGCCAACCGGGCTTTACGCTACATCTAGATGACGCCGGTCAGTGGTTGCGTTCGC- STY0213 100 STY2554 61.386 STY0213 98.1 STY2554
ATGGCGATGAAAAAGTTGCTCATAGCGTCGCTGCTGTTCAGCAGCGCCACCGTATACGGTGCTGAAGGGTTCGTAGTGAAGGACATTCATTTCGAAGGCCTGCAGCGAGTCGCCGTTGGTGCGGCTCTCCTCAGTATGCCGGTGCGCACAGGCGACACGGTTAATGATGAAGATATCAGTAACACCATTCGCGCTCTGTTCGCCACCGGCAACTTTGAGGACGTCCGCGTCCTGCGCGATGGTAATACCCTTCTG+ STY0247 100 STY0247 98.3
ATGCAAAACAGGCTTTTATCGGCAAAGGCGACGCTTCCTGATTACGATCGCGCGGCGCTGGCGGCGCGGATGGTCCATCTCGGTTTTGGCGCGTTTCATCGCGCGCATCAGGGGGTTTATACAGATATTCTGGCTGCGGAGCAGCATAGCGACTGGGGCTATTATGAGGTTAATCTTATTGGCGGCGAACAGCAGATTGCCGATCTAAAGCAGCAGGATAACCTCTATACCGTGGCGGAGATGTCGGCGGATGCC- STY1553 100 STY3307 80 STY1553 99 STY3307
ATGATGAAAAAAAGTAAAGCAATGTTATTTATCGCTCCGGCGCTGTTTTCATACGCCATGGCTGCACAGGCCTGCACAACCCTTGCTATTCAGGATAAACAAGGCGATATTTTTCATGGGCGTACGCTGGAATATATGCAGGATTTACCCTCATGGTTAACGTATTATCCGGCGGGAACGCAGTTTGATAAAAAAACGCCGGATGGCAGCCAGGGGATAAGCTATCAGGCGAAGTATCCGATACTGGCCATTACT- STY1522 100 STY1522 98.6

STY2430 60 STY2284 53.846 STY2430 8.69 STY2284
ATGAATAGGCGCGACGCGATTAACCAAATCAGGCAGTTCGGCGGACGGCTGGATCGACTGCGTAAGTCTCGCGGCGGAACAGGCGGCGGGCGCAACGCGCCAGGACGCCAGAAGCCGACGCCGAAACCGAACTCACGTAAAACAAATGTTTTTAATGAACAGGTGCGCTATGCTTGGCACGGTGCGCTGCAAGATCTGAAAAGCAAACCGCTGGCGACGTTTCTGACGGTGATGGTGATCGCCATCTCCCTGACG+ STY4242 100 STY1588 63.208 STY4242 98 STY2479
ATGATGAAGTGGGACTGGATTTTCTTTGATGCCGATGAAACGCTGTTTACGTTTGATTCTTTCACCGGCTTACAGCGGATGTTCCTTGACTATAGCGTCACCTTTACCGCTGAGGATTTCCAGGATTACCAGGCCGTGAATAAGCCGCTATGGGTGGATTATCAGAACGGCGCGATTACTTCATTACAATTGCAGCACGCGCGCTTTCAAAGTTGGGCTGAACGGCTAAACGTTGCGCCGGGGCGGCTGAATGACG+ STY4909 100 STY4909 99.1
ATGCCTCTCGCTTTATTTGCACTGACAATAAGTGCCTTCGCTATTGGCACGACTGAGTTCGTGATTGTCGGCCTGGTGCCGACCATTGCACAACAACTGGCTGTCTCGTTACCTTCTGCCGGAATGCTGGTTTTAATCTATGCACTGGGTGTGGCTATTGGCGCGCCGGTGCTAACCGCTCTGACCGGACGCCTGCCGCGTAAACAGTTACTGGTCGCGCTGATGGTCTTGTTTACGGCGGGGAATTTGCTGGCG+ STY0278 99 STY1538 74.757 STY0278 96 STY1538
ATGATGATTTTGAGTATTATCGCTACGGTTGTTCTGCTCGGCGCATTGTTCTATCACCGCGTGAGTTTATTTCTCAGCAGCCTGATTCTGCTCGCCTGGACCGCCGCACTTGGCGTCGCTGGCCTGTGGTCCATCTGGCTGTTGGTTCCTCTGGCCATTATCCTCGTGCCGTTTAACCTCACACCGATGCGAAAATCAATGATTTCCGCACCGGTGTTCCGCGGCTTCCGTAAGGTCATGCCGCCGATGTCGCGC- STY0354 100 STY3635 66 STY0354 98.9 STY3635

TTGACCATTACGAAACTTGCATGGCGTGATCTGGTTCCGGATAGCGAAAGCTATCAGGAGATATTTGCACAGCCACACGCGACTGACGAAAACGACACCTTACTCAGTGATACTCAGCCACGACTGCAATTTGCGCTTGAGCAACTTATACAGCCGTGGGCATCATCCTCTTTTATGCTGACTAAAGCGCCTGAAGAGCAAGAGTATCTCACTTTACTTTCAGATGCCGTCCGCGCTCTGCAAACCGATGCCGGA- STY1089 100 STY1089 99
STY4625 100 STY3677 98 STY4625 92.29 STY3677
STY0322 57.143 STY1779 51.961 STY0322 13.54 STY1779
STY3025 93 STY4835 93 STY3025 63 STY4835

ATGTTAAGTCCGTTGATTCGCCGTTATACCTGGAACAGTACCTGGCTGTATTACATCCGCATTTTTATCGCTCTGTGCGGCACCACCGCCCTGCCCTGGTGGCTGGGCGACGTCAAACTGACCATCCCGCTCACGCTCGGTATGGTTGCCGCGGCGCTAACCGATCTCGACGACCGCCTTGCCGGACGCTTGCGTAATTTAATCATTACCTTAATTTGCTTTTTTATCGCGTCGGCTTCTGTGGAGCTGCTCTTT- STY1095 100 STY4329 90 STY1095 98.8 STY4329
ATGGCAAAGATTCTGGTGCTCTATTATTCCATGTACGGACACATTGAAACCATGGCGCACGCGGTGGCGGAAGGGGCAAAGAAAGTCGACGGCGCAGAGGTCATTATAAAGCGTGTGCCAGAAACAATGCCGCCTGAAATCTTCGCAAAAGCTGGCGGTAAAACGCAAAACGCACCGGTTGCCACCCCACAGGAGCTGGCGGATTACGATGCCATTATTTTTGGTACGCCAACCCGGTTTGGCAATATGTCAGGCC- STY1155 100 STY0049 48.571 STY1155 98.7 STY0049



ATGCCAGTGTTACACAACCGCATCTCTAATGACGAGCTGAAAGCCAAAATGCTGGCGGAAAGCGAGCCGCGTACGACAATTTCTTTTTATAAATATTTCACTATCGCCTCGCCGCAACAGACGCGGGACGCGTTGTATCAGGTGTTTACGGCGTTGGACGTTTTTGGTCGCGTTTACCTGGCGCATGAGGGCATCAATGCGCAAATCAGCGTGCCGCAAAGCAAGGTTGAGACCTTTCGTCAACAGCTTTATACG+ STY1193 100 STY1286 64.151 STY1193 98.7 STY3577
GTGAATCTGGATGAAGTAATAACCGGCGTGGTACTGGCAGGCGGTAAAGCCCGGCGGATGGGAGGTGCGGATAAAGGTCTGCTTGAACTGGACGGGAAACCGCTCTGGCGACACGTTGCCGACGCGCTCGCGCCACAACTTGCTACGGTCGTAATTAGTGCTAATCGCCATCTGGATATCTACCAGGCCAGCGGCCTGAAAGTCATTCCGGATTCAATCGCTGACTTTCCCGGTCCGCTGGCGGGTATGCTTTCCG+ STY3886 100 STY4451 71 STY3886 98.5 STY4451
ATGCCGCACTTTATTGCTGAATGTACTGAAAATATTCGCGAGCAGGCTGATTTACCAAGCCTGTTCAGCAAGGTAAACGAGGCGCTGGCCGCCACCGGGATTTTCCCCATCGGCGGTATCCGCAGTCGCGCCCACTGGCTGGATACCTGGCAGATGGCTGACGGTAAGCATGATTACGCGTTTGTGCATATGACGCTGAAAATCGGCGCCGGGCGCAGCCTGGAGAGCCGTCAGGAAGTCGGCGAAATGCTGTTTG+ STY1138 100 STY4234 61.386 STY1138 98.4 STY2936
GTGTGCGTGATCTCATTAATGTGCCGCTTTTCTGTTATGATGCGCGCCATGAACATACTTCTTTCTATTGCTATCACTACGGGCATCCTTTCTGGAATATGGGGATGGGTGGCCGTCTCCCTGGGGTTACTAAGCTGGGCCGGTTTTTTAGGCTGTACGGCTTATTTCGCCTGTCCGCAGGGCGGCTTTAAGGGATTGTTGATTTCCGCCTGTACGCTGTTAAGCGGTATGGTGTGGGCGCTGGTCATTATTCACG+ STY1175 100 STY3070 62 STY1175 99.4 STY3070
ATGAGCACTATCGAAGAACGCGTTAAGAAAATTATCGGCGAACAGCTGGGCGTTAAGCAGGAAGAAGTAACCAACAATGCTTCTTTCGTTGAAGACCTGGGCGCAGATTCTCTTGACACCGTTGAGCTGGTAATGGCTCTGGAAGAAGAGTTTGATACTGAGATTCCGGACGAAGAAGCTGAGAAAATCACCACCGTTCAGGCTGCCATTGATTACATCAACGGCCACCAGGCGTAA+ STY1235 100 STY2826 59.804 STY1235 100 STY2826
ATGCCTGAAAAACAACGTTACACGCTGCCGACAAAAGCGGGCGATCAGCGCCAGTTGGGCGAACTTACCGGTGCCGCCTGCGCTACGCTGGTGGCGGAGATAGCTGAACGCCATGCCGGTCCGGTGGTACTCATAGCGCCTGACATGCAAAATGCTCTGCGATTGCATGATGAAATCCGCCAGTTTACCGATCAGATGGTCATGAACCTGGCGGACTGGGAAACGCTACCGTATGACAGCTTCTCCCCGCATCAG+ STY1256 100 STY0821 73.529 STY1256 99.1 STY0821
ATGTCCAGTCGTATCGATAGAGACGTGATTAATGCGCTAATTGCAGGACATTTTGCGGACCCTTTTTCCGTACTCGGAATGCACCAGACCCAAGCCGGACTAGAAGTCCGCGCCCTATTACCTGACGCCACCGACGTATGGGTGATTGAACCCAAAACCGGACGTAAAGTCGGCAAACTGGAATGTCTCGACGCTCGCGGTTTTTTCTGCGGCGTTTTACCCCGACGTAAAAATTTCTTTCGCTATCAGCTCGCC+ STY4272 100 STY4803 65.094 STY4272 99.4 STY4803
ATGATGAAAATGCGTTGGTTGGGCGCAGCTATTATGTTAACGCTCTACGCATCATCGAGCTGGGCGTTCAGTATTGATGACGTGGCAAAACAAGCTCAATCTTTAGCCGGGAAAGGCTATGAGGCGCCTAAAAGCAACTTGCCCTCCGTTTTCCGCGACATGAAATATGCGGATTATCAGCAGATCCAGTTTAACAGCGATAAAGCCTACTGGAACAACTTAAAGACCCCTTTTAAGCTCGAATTTTACCATCAG+ STY1187 100 STY1442 69.608 STY1187 99.4 STY1442
ATGAGCACCATTCTGATTTTTATAGCTGCTTTGCTGGCCTGCTCTCTACTGGCAATATGGCGGTTCCGGGTAAAGTCCAGACGAGGGAGCTTACCGTGGTTCAGCGCCTTTCAGGACGCGCAAACGCGTAAACTGTTGCCCGAAGAGCGCAGCGCGGTAGAAAACTATCTCGATAACCTTAGCCAGATCCAGCAAGTTCCGGGGCCGACAGGCGCCAGTGCTGCGCCCATCTCGCTGACGCTGAACGCGGAAAGC- STY4301 100 STY2245 70 STY4301 99 STY2245

STY0359 62.136 STY0359 6.38
ATGAATTTGCATCATAAAGCGCTCAGGCACTTTATCTCGGCAAGCGTCATCGTTTTGACATCGTCCTTCCTGATTTACGAACTTATTGCCAGCGACAGGGCAATGAATGCCTATATGCGTTATATCATGGAGAGAGCCGATTCGTCGTTTTTGTACGATAAGTACCAGAATTAAAGCATCGCCGCACATTTGATGCGAACTTTTGAAGCGCCGGGAGACCCCGTCACCGCAGAAAAACGCCGCGCGTTTTGCGAC+ STY1834 100 STY2336 82 STY1834 98.2 STY2859
ATGAATAACAATGATATTTATCGTCAGTATATGTACAGTTATCCGCATAAGACGGCTTATCGGGAGCTGGAGAACGTCAGCTTTAGCAAAGTAAAACCGCGCATTTACGAGCACGACACACATCTGTATGTTCATATGCCGTTTTGTCAAAGTCGCTGCGGGTTCTGTAATTTATTTACCTGCACTGGCGCAGATAATACGTTCATTGATAGCTATATCGACGCGATTATTACCTAGGGCCGACAAATGGCGCTG+ STY3867 100 STY3867 98
ATGAGTCAAACATCAACCTTAAAAGGCCAGTGCATTGCTGAATTCCTCGGTACCGGGTTGTTGATTTTTTTCGGGGTGGGTTGTGTCGCTGCGCTTAAAGTTGCCGGAGCTACTTTTGGACAGTGGGAAATCAGCGTCATCTGGGGTCTGGGAGTAGCGATGGCTATCTACCTGACGGCAGGTGTTTCTGGCGCACACCTGAACCCGGCAGTGACCATCGCACTCTGGCTATTTGCCTGTTTCGACAAACGTAAAG+ STY3783 100 STY2242 80 STY3783 99.3 STY2242

STY2900 55 STY2900 7.55
STY1626 85 STY1004 63 STY1626 70.9 STY1004

ATGTCTACGCCTTCAGCGCGTACCGGCGGTTCACTCGACGCCTGGTTTAAAATTTCACAACGCGGGAGCACCGTTCGCCAGGAAGTCGTTGCTGGCTTAACCACGTTTCTCGCGATGGTTTACTCCGTCATCGTGGTGCCAGGGATGCTGGGTAAAGCCGGGTTCCCGCCTGCCGCCGTCTTTGTAGCGACCTGCCTGGTCGCAGGCGTCGGCTCTATTGTTATGGGGCTATGGGCGAATCTGCCGCTGGCTATC+ STY4466 100 STY3932 68 STY4466 98.8 STY3932
GTGACGCTAAGTCAGGCGATTACGCTGCCTTTTGCTACCACTGCCCAGGCGCAGGATACCCCGATACCGAAGGATGCCAACGGCGAAACCGTCAGGCACAGCGCCTGTCTGGTCAACTGTGGCAGCCGATGCCCGCTTAAGGTTATCGTGAAAAATGATCGCATTGTGCGTATTGAACCGGAAGACGCGAAAGATGACGCGGTATTCGGCGAGCATCAGATTCGTCCCTGCCTGCGCGGGCGTTCCAGTCGCTGG+ STY4503 100 STY0962 78 STY4503 98.6 STY1566

STY3068 75 STY1136 68.269 STY3068 61.9 STY1136
ATGAACGAATTTTTTCCTTTAGCAAGCGCCGCCGGGATGACCGTCGGCCTTGCCGTCTGTGCGCTGATCATTGGCCTCGCGTTAGCCATGTTCTTTGCCGTCTGGGAGTCCGTAAAATGGCGCCCGATTGCCTGGATAGGCTCCGCGCTGGTCACTATTTTGCGCGGCCTGCCGGAAATTCTGGTGGTGCTGTTTATCTATTTCGGCTCCTCGCAACTCCTGCTTACGCTGTCTGACGGGTTTACCCTCCATCTCG- STY0922 100 STY2583 67.961 STY0922 99.6 STY2583
ATGAAAATCAAAACTCGCTTCGCGCCTAGCCCGACAGGTTATCTGCACGTCGGCGGCGCGCGTACTGCTCTTTATTCCTGGCTTTTCGCACGTCACCACGGCGGTGAATTCGTGCTGCGTATTGAAGACACCGATCTTGAGCGTTCCACGCCGGAAGCCATTGAAGCCATCATGGATGGTATGAACTGGCTGAACCTGGAATGGGACGAAGGCCCATATTTCCAGACCAAACGTTTTGATCGCTATAACGCGGTG- STY2654 100 STY2499 63.725 STY2654 99.3 STY2499

STY2797 65.714 STY0522 59 STY0522 29.76 STY2797
ATGATTCTCGAACGCGTTGAAATAGTAGGATTTCGCGGTATCAACCGACTATCGTTGATGCTGGAGCAAAACAACGTGCTGATTGGGGAAAACGCCTGGGGCAAATCCAGCCTGCTGGATGCGCTGACTCTGTTATTGTCGCCGGAACTCGATCTCTACCATTTTGTCCGTGAGGATTTCTGGTTTCCGCCTGGCGACATAAAAGGACGCGAGCATCACCTGCATATTATTCTGACTTTTCGCGAAACGCAGCCA+ STY0935 100 STY2719 61.905 STY0935 98.6 STY2719
ATGCATGAGCTTATTAAATACCAGTTTAATACACGTCGGAAAAAATATGGTACAGGAGCGGCTTTAAGTTTGCTTAACGGAAATGTTGGGCGTGAGGTGTTAGCATTTCATAAAAAATTACCCAATTATGCCGTTACGCCGTTACATAATCTGGCGCATCTAAGCCGGCGGCTTGGACTAGGGTCCATCCATATTAAAGATGAGTCCTGGCGTTTTGGTCTGAATGCTTTTAAAGGTCTGGGCGGCTCTTATGCT+ STY1006 100 STY3652 79.412 STY1006 98.1 STY3652

STY2758 61.765 STY2758 11.03
STY2668 70.588 STY3144 66 STY3144 26.36 STY2668

ATGCTGAAAAGGAAAAAAATAAAACCGATTACACTGGGCGATGTGACCATCATTGATGATGGTAAACTTCGCAAAGCGATTACCGCCGCGTCGCTGGGCAACGCGATGGAGTGGTTTGATTTTGGTGTTTATGGATTTGTTGCCTACGCGTTGGGTAAAGTCTTTTTCCCCGGCGCCGATCCCAGCGTCCAGATGATTGCCGCGCTGGCCACGTTTTCCGTTCCCTTCCTGATTCGTCCGCTCGGCGGGTTATTC+ STY4489 100 STY0235 91 STY4489 99.5 STY4194
ATGGCGACTTACTATAGCAACGATTTTCGTTCCGGTCTTAAAATCATGTTGGATGGCGAACCTTATGCGGTTGAATCCAGTGAATTCGTGAAACCGGGTAAAGGCCAGGCGTTTGCCCGCGTTAAGCTGCGCCGTCTGCTGACCGGCACGCGCGTTGAGAAAACCTTCAAATCGACCGATTCCGCTGAAGGCGCGGATGTAGTCGATATGAACCTGACTTACCTGTACAACGATGGTGAGTTCTGGCATTTCATGA+ STY4694 100 STY3564 64.356 STY4694 99.1 STY2447
ATGAAAAAAACCGCGATTGCGCTGCTGGCATGGTTTGTCAGTAGCGCCAGCCTGGCGGCGACGCCGTGGCAGAAAATAACCCATCCTGTCCCCGGCGCCGCCCAGTCTATCGGTAGCTTTGCCAACGGATGCATCATTGGCGCCGACACGTTGCCGGTACAGTCCGATAATTATCAGGTGATGCGCACCGATCAGCGCCGTTATTTCGGCCACCCGGATCTGGTCATGTTTATCCAGCGGTTGAGTCATCAGGCGC- STY2615 100 STY1195 71 STY2615 99.6 STY1195
ATGAAAAAAATTCTTACTCTGACGCTTTCTTCTTTACTCATTATTCCCGCACTCACCCATGCGGAATTTAAAGGCGGGTTCGCCGATATCGGCCTCCATTACCTCGACTGGACATCAGACACCACGGAAAAAACCAGTAAAAAATCCCATAAAGATGATTTTGGGTACCTGGAACTGGAAGGCGGAGCGAATTTTAGCTGGGGAGAAATGTACGGGTTCTTCGACTGGGAAAATTTTTACAATGGCCGCCACGCTA+ STY2659 100 STY0041 66 STY2659 99.7 STY0041
ATGCGCTACCGCGTTATTCTTTTTTGTCTGTTTGGCCTGTTGCCGGTCCAGCTACTGTGGGCTGCGCCAGCGCAACGGACTTTTTCCGACTGGCAGGTCACCTGCAATAACCAAAATTTTTGCGTAGCGCGCAATACTGGCGAACATCATGGGCTGGTGATGACATTAAGCCGCAGCGCCGGGGCGCGTACCGATGCGGTACTGCGTATCGACCGCGGCGGTTTGGCGCCGCCCGACGCTAAAGAAGCCGCAATT- STY2713 100 STY2713 99.2

STY2746 100 STY2748 58 STY2746 79.13 STY2748
ATGCCACATTTTAATCCTGTTCCTGTATCGAATAAAAAATTCGTCTTTGATGATTTCATACTCAACATGGACGGCTCCCTGCTACGCTCAGAAAAGAAAGTCAATATTCCGCCAAAAGAATATGCCGTTCTGGTCATCCTGCTCGAAGCCGCCGGCAAGATTGTGAGTAAAAACACCTTATTGGACCAAGTATGGGGCGACGCGGAAGTTAACGAAGAATCTCTTACCCGCTGTATCTATGCCTTACGACGTATT+ STY2999 100 STY3312 50.962 STY2999 99.3 STY3312
ATGCTGTTAGCCAGCCTCTCCGTTCACGCTGCTTCCGTTTCCGCCAGAACATTACATTTTGGCACCTCCGCCACCTATGCGCCCTATGAGTTTGTCGATGCCGATAATAAAATTGTTGGTTTCGATATTGATGTCGCCAACGCGGTCTGCAAAGAGATGCAAGCGGAGTGCTCATTCACTAACCAGAGCTTTGATAGTCTGATCCCCGGCCTACGTTTCAAAAAGTTTGATGCGGTGATCGCCGGTATGGATATGA- STY4711 100 STY0920 74 STY4711 96 STY0920
ATGACCAACCGTCTGACGTTGTCCGGCACCGTGTGCAGGGCCCCCCTTCGAAAGGTCAGTCCATCAGGAATTCCGCATTGCCAGTTCGTGCTTGAGCATCGTTCTGTGCAAGAGGAAGCCGGCTTTCACCGGCAGGCGTGGTGCCAAATGCCCGTTATTGTTAGCGGACACGAAAACCAGGCCATTACTCACAGTATAACGGTCGGCAGCCGCATAACCGTTCAGGGGTTTATTTCTTGCCACAAGGCAAAGAACG+ STY4748 100 STY4521 59.804 STY4748 99.7 STY4521
ATGAAACTCAGTCGTCGTAGCTTTATGAAAGCTAACGCCGTTGCGGCCGCTGCGGCGGCTGCCGGTCTGAGCGTGCCGGGCGTCGCCCGCGCCGTTGTCGGGCAGCAGGAAGCTATCAAATGGGATAAAGCGCCGTGCCGTTTTTGCGGAACGGGTTGCGGTGTGTTGGTGGGAACGCAGCAGGGCCGTGTGGTCGCCTGCCAGGGCGACCCCGACGCGCCGGTCAACCGTGGTCTGAACTGCATTAAAGGCTAC- STY2485 100 STY0294 64.423 STY2485 98.9 STY4503

STY4820 100 STY4284 76 STY4820 85.41 STY4284
ATGGAAATGACCAACGCGCAACGTCTGATTTTGTCTAACCAGTACAAAATGATGACGATGCTCGATCCCACCAACGCCGAGCGTTACCGTCGCTTACAAACAATTATTGAACGCGGCTACGGCCTGCAGATGCGCGAGCTGGATCGCGAGTTTGGCGAGCTGACGGAAGAGACCTGTCGTACCATCATCGATATTATGGAGATGTACCATGCGCTGCACGTCTCCTGGACCAACCTCAAAGATACGCAAGCCATCG- STY2565 100 STY3463 63.551 STY2565 99.4 STY0571
ATGGTGAACAATATGACCGACTTAACCGCGCAAGACGCTGCATGGAGTACCCGCGATCATCTTGATGATCCGGTTATCGGCGAACTGCGCAACCGTTTTGGGCCGGATGCCTTTACCGTTCAGGCGACCCGCACCGGTATCCCCGTTGTTTGGGTCAAGCGTGAACAACTACTGGAGGTTGGCGATTTCTTAAAGAAACTGCCGAAACCTTACGTCATGCTGTTTGACTTACACGGCATGGATGAACGCCTGCGT- STY2556 100 STY0440 58 STY2556 98.9 STY0294

STY3876 73 STY3748 71.154 STY4012 21.67 STY1370
ATGAAATTAGCACTGCTGGGACGTCAGGCACTGATGGGAGTAATGGCTGTAGCGCTGGTGGCGGGAATGAGCGCGAAGAGCTTTGCCGATGAGGGTTTGCTGAACAAAGTTAAAGAACGCGGCACGCTGCTGGTAGGGCTGGAAGGTACCTATCCGCCGTTTAGCTTTCAGGGCGACGACGGCAAATTAACCGGTTTTGAAGTCGATTTCGCCGAGGCGTTGGCAAAACATCTGGGCGTTAAAGCGTCGTTGAAGC- STY2162 100 STY0923 61 STY2162 98.4 STY0868
ATGAAAGGTGATGTTAAAATCATAAATTATCTCAATAAACTATTGGGAAATGAGCTTGTCGCAATTAATCAGTATTTTCTTCATGCCCGTATGTTCAAAAACTGGGGGCTGACCCGGCTTAATGATGTTGAGTACCATGAATCCATTGATGAGATGAAACACGCCGATAAGTATATTGAGCGTATTTTATTTCTGGAAGGCATACCGAACCTACAGGATCTGGGCAAGCTGGGCATCGGTGAAGATGTCGAAGAGA+ STY4355 100 STY0489 63.366 STY4355 99.4 STY0489
ATGCGTACCGTTCTGAATATTTTAAACTTTGTACTGGGCGGCTTTGCCACTACGCTGGCCTGGCTGCTGGCGACGCTGGTCAGTATTGTGCTTATTTTTACCCTGCCGTTGACCCGCTCCTGCTGGGAGATAACCAAACTGTCCCTGTTCCCTTACGGTAATGAAGCCATTCACGTTGACGAACTTAATCCGGCGGCAAAAAGCGTATTAATGAATACTGGCGGTACCTTGCTGAATATTTTCTGGTTACTTTTTT- STY1096 100 STY1096 100
ATGAAAAAATGGTCACGCCACCTGCTCGCGGCAGGCGCCCTGGCGCTGGGTATGAGTGCCGCTCATGCCTCCGACAACGACACGCTCTATTTCTATAACTGGACTGAGTATGTACCGCCGGGCCTGCTGGAACAGTTCACTAAAGAGACAGGCATTAAGGTGATTTATTCGACCTACGAGTCGAACGAAACCATGTATGCCAAACTCAAAACCTATAAAGATGGCGCGTATGACCTGGTTGTTCCTTCTACATAC- STY1262 100 STY0910 65.347 STY1262 99.4 STY0910
GTGAAAAAACTTATCACAGCTAACGATATTCGTGCGGCCCACGCCCGCGGCGAACAGGCGATGTCGGTAGTGCTGCGCGCCAGCATTATTACCCCGGAGGCTCGCGAAGTGGCGGAACTACTGGGCTTCACGATTACCGAATGCGACGAGTCCGTCCCGGCATCCACATCGGCGCAGGCGTGTAAAAGCGAAAGCCAGCGCATTCGGGAAGCCATCATCGCGCAGCGCCCGGAAGGGCAGTTTACTGAAAGCCTGG- STY2704 100 HCM2.0074c 64.078 STY2704 99 STY4448
ATGAAGAACACAAGTAAATTCCAGAATGTAGTGATTGTCACTATCGTCGGTTGGCTTGTGTTGTTTGTTTTTCTGCCCAACCTGATGATCATTGGCACCAGCTTTCTGACCCGTGACGACGCCAGTTTCGTCAAGATGGTCTTTACGCTGGATAACTACGCACGCCTGCTCGATCCGCTCTATTTTGAAGTGCTCCTGCACTCTCTGAATATGGCGCTGATCGCCACCCTCTCCTGCCTGGTGCTGGGCTATCCTT- STY1265 100 STY0912 68 STY1265 98.8 STY0912
GTGAACAAATACAGCTATTGCGCAACGATGATTGCCGCCATACTCAGTACGACCACAATGGCCAATGCCAGTAGCCTTGCTATTTCAGTGGCGAATGATGATGCAGGTATATTTCAACCATCCTTAAATGCCCTTTACGGGCACAAGGCTGCAGACCGGGGTGATTATACTGCCGGGCTCTTTTTAGGCTACAGCCACGATCTCACTGACGCCAGTCAACTCTCTTTTCATATCGCGCAAGATATTTATTCTCCA+ STY1783 100 STY0997 60.194 STY1783 98.9 STY0997
ATGGGAATTTTAAAAAGTTTGTTCACGTTAGGTAAATCATTCGTTGCTCAGGCAGAAGAAGCCATTGATGAAGCACAGGGTGTACGTATGCTGGAGCAGCATATTCGCGACGCAAAAGCCGAGCTGGATAAAGCGGGTAAATCCAGAGTGGATTTATTGGCGCGGGTGAAGCTAAGCCATGACAAGCTGAATGATTTACGTGCGCGTAAAGTCAGCCTTGAAACGCGGGCGTTGGCGGCAATGAGTAAGAATGTCG+ STY4728 100 HCM1.125 69.307 STY4728 98.3 HCM1.125
ATGACCCTACGTAAAATTCTGGCGATGTCGTGTCTGCTACTCCCCATAATGGCTTGTGCGCATAACCTTGAAGATAACCAACGGGTGCCGCCGGTAGGCATTGCCGATCGTGGCGAACTGACGTTGAATAAAGATGAGTTTAGTTATAAAAACTGGAATAGCGCGCAGCTGGCGGGAAAAGTGCGCGTCCTGCTGCACATTGCGGGTCGAACGTCAGCGAAGGAAAAAAACGCCACGCTGATTGAAGCGATTAAAT- STY4763 100 STY0244 62.745 STY4763 99.3 STY0244

STY2603 75 STY4230 73 STY2603 56.15 STY4230
ATGCATACTTTATTGCTCCTTGCCGCACTTTCAAATCAGATTACGTTTACCACGACTCAGCAAGGCGATATTTACACGGTGATCCCTCAGGTCACATTAAACGAACCCTGCGTCTGTCTGGTGCAAATTCTCTCTGTGCGCGACGGCGTCGGGGGACAAAGCCATACACAGCAAAAACAAACGCTATCTTTACCTGCTAATCAACCGATTGAGTTGTCTCGTCTTAGTGTAAATATATCTTCAGAGGACTCGGTTA+ STY1182 100 STY0405 56.436 STY1182 99.7 STY4272
ATGCGCAAGGTGTCGATATCTATATTATTCATGCTAGTTTCACTGACCTGGGGGACTACATGGTTGGCTATGCGAATTGCCGTTGAAACTATCCCTCCAGTGTTTGCAACCGGAATGAGGTTTATGTTTGCAGCACCTTTTTTAATCATCATTGCATGGTTAAGAAAAAAAAACCTGTTGTTTCCTCCCGGACAACGATTATTCCAGTTTGTGATTTGCATCTTTTATTTTTCTATTCCTTTCTCACTAATGATT+ STY2000 100 STY4444 52.475 STY2000 98.7 STY4444
ATGAGCGAAGCACTTAAAATTCTGAACAACATCCGTACTCTTCGTGCGCAGGCAAGAGAATGTACTCTGGAAACGCTTGAAGAAATGCTGGAAAAATTAGAAGTTGTCGTTAATGAGCGTCGTGAAGAAGAAAGCGCTGCTGCTGCTGAAGTGGAAGAACGCACTCGTAAACTGCAACAGTATCGTGAAATGTTAATTGCCGACGGCATTGACCCGAATGAACTGCTGAATAGCATGGCTGCCGCTAAATCCGGTA- STY1299 100 HCM1.178ac 75 STY1299 100 HCM1.178ac



ATGCAAACGTTAAAACGAGGATTCGCCGTGGCGGCTTTGCTGTTCAGCCCCCTGACAATGGCGCAGGACATCAACGCCCAGCTGACCACGTGGTTTTCCCAGCGTCTGGCTGGCTTCAGCGACGAGGTGGTTGTCACGCTCCGTTCACCGCCCAATCTGCTACCGAGCTGCGAGCAGCCAGCCTTCAGCATGACGGGCAGCGCGAAGCTGTGGGGCAACGTCAATGTGGTGGCGCGCTGCGCCAATGAAAAACGTT- STY1212 100 STY0577 62.857 STY1212 98.6 STY0577
STY2296 74 STY2271 58.654 STY2296 60.65 STY2271

ATGGCAAGTTCGGGCACAACATCTACACCTCAGCGCTTTACGGGCGCGGAATTTATAGTTCATTTTCTGGAGCGCCAGGGGATTCGTATCGTCACCGGCATTCCCGGCGGTTCGATCCTCCCCGTTTACGACGCGTTAAGCCAAAGCACGCAAATCCGTCATATTCTGGCGCGCCACGAACAAGGCGCGGGGTTTATTGCGCAGGGGATGGCGCGGACGGAGAGTAAACCTGCTGTTTGTATGGCCTGTAGCGGG+ STY3986 100 STY3656 68 STY3986 98.9 STY0565
ATGGCAATGACTTACCACCTGGATGTCGTCAGCGCGGAGCAACAAATGTTCTCCGGTCTGGTCGAGAAAATCCAGGTTACGGGTAGCGAAGGTGAACTGGGGATCTACCCGGGGCACGCGCCGCTGCTCACCGCCATTAAGCCTGGTATGATTCGCATCGTTAAGCAGCACGGTCACGAAGAGTTTATCTATCTGTCCGGCGGCATTCTGGAAGTGCAGCCTGGCAGTGTGACCGTTCTGGCGGATACCGCGATTC+ STY3914 100 STY3914 98.8
ATGATGACAACTCCTGAACTGTCCTGTGATGTGTTAATTATCGGCAGCGGCGCGGCCGGACTCTCGCTGGCGCTGCGTCTGGCTGAAAAGCATAAGGTTATCGTCCTGAGTAAAGGGCCGGTGAGCGAGGGCTCCACGTTTTATGCACAGGGCGGTATTGCCGCCGTGTTTGATGAAACCGACAGCATTGCATCGCATGTCGAAGATACGCTGATTGCCGGCGCCGGAATTTGCGATCGCCACGCGGTGGAGTTT+ STY2834 100 STY0777 68 STY2834 98.2 STY4703
ATGAGCAGCTTTCAGTTTGATCAAATCGGCGTTATTCGCTCCCCCTATAAAGAAAAATTCGCCGTTCCGCGCCAGCCTGGTCTGGTCAAAAGCGCCTGCGGCGAACTGCATCTGATAGCGCCTTACAACCAGGCCGATGCCGTTCGCGGCCTGGAAGCGTTCAGCCATTTGTGGGTGCTTTTCGTTTTTCATCAGACGATGGACGGCGGCTGGCGGCCAACAGTTCGTCCGCCCCGTCTTGGCGGTAACGCCAGAA- STY0270 100 STY4829 62 STY0270 99 STY4829
ATGCAGTACTGGGGAAAGATAATTGGCGTCGCCGTAGCCCTGATGATGGGCGGCGGCTTTTGGGGCGTGGTCCTGGGTCTGCTGGTGGGCCATATGTTCGACAAAGCCCGCAGCCGAAAAATGGCGTGGTTTGCCAACCAGCGGGAACGGCAGGCGCTGTTTTTTGCCACCACCTTTGAGGTGATGGGCCACTTAACCAAATCAAAAGGACGGGTGACGGAAGCGGATATTCATATCGCCAGTCAGTTGATGGATC+ STY0109 100 STY4117 67 STY0109 99.4 STY4117
ATGGACAATTTTTATGATCTGTTTATGGTCTCCCCGCTGCTGCTGGTGGTGCTGTTTTTTGTCGCCGTACTGGCAGGATTTATCGATTCTATCGCCGGAGGCGGAGGGCTGCTCACTATCCCTGCGCTGATGGCCGCCGGGATGTCGCCGGCAAACGCGTTGGCGACCAATAAATTACAGGCGTGCGGCGGCTCCCTCTCGTCTTCGCTCTATTTTATTCGCCGTAAAGTGGTAAACCTGGCCGAGCAAAAGCTCA- STY2614 100 STY4467 73.267 STY2614 99.4 STY4467
ATGATTGCTTCACTTGATGAGCTTTACCATTCCGAACTCTTTTTCCTTCCCGTCATGGATGAAAACGCTCGGCTTGTTGGTTTAGAGATTATTGCAACGTTTGCCGCTGAAGACGGCGCCGTGCGGATGCCGACTGAGTTGGTAGCGCCTCGCCTTTCGGTGGAGGAACAATACTGTCTGTTTGTTGAAAAACTGGCGTTGTTAGAAACCTGTCAGCACTTTTTTATTCAGCATAAACTTATTGCATGGCTTAATT- STY1766 100 STY4400 91 STY1766 99.4 STY4400
ATGGATAATGTTGTTGATCGCCATGTTTTCTATATTTCTGATGGTACCGCCATCACCGCCGAGGTCCTGGGTCACGCGGTTATGTCGCAGTTTCCGGTGACGATCAGCAGCATCACGCTGCCATTCGTGGAAAACGAAAGTCGCGCCCGCGCCGTCAAAGACCAAATTGACGCCATTTATCAGCAAACCGGCGTTCGCCCGCTGGTGTTTTACTCGATTGTTTTACCTGAAATTCGCGCCATCATCTTGCAGAGCG+ STY1762 100 STY2882 93.069 STY1762 99.3 STY2882
ATGATGAAGCGCAAAATCCTGGCAGCGGTGATCCCTGCCCTGCTGGCTGCTGCAACCGCAAACGCAGCAGAAATTTATAATAAAGATGGTAATAAGCTGGATCTGTACGGTAAAGCCGTGGGTCGTCACGTATGGACAACGACCGGCGATAGTAAAAATGCCGACCAGACTTATGCCCAGATTGGTTTTAAAGGGGAAACGCAGATTAACACCGATCTGACCGGTTTCGGTCAGTGGGAATACCGTACTAAAGCA- STY1002 100 STY1649 78 STY1002 99.6 STY0365
ATGAAACCGATGCATATTGCGATGGCTCTGTTCTCTGCGGCGATGTTCTTCGTTCTGGCTGGCGTCTTTATGGGCGTACAACTGGAGCTGGACGGCACCAAACTGGTGGTGGATACCGCCGCCGACATCCGCTGGCAGTGGATCTTTATCGGTACGGCAGTGGTTTTTTTCTTTCAGTTGCTGCGTCCGATGTTCCAGAAAGCGGTGAAGCACGTCTCCGGACCGAAGTTTATTCTGCCGGCGATCGATGGCTCT+ STY4250 100 STY4250 98.7
ATGAATATTAAAATTAATGAGATAAAAATGACGCCCCCTACAGCATTTACCCCTGGCCTGGTTATAGAGGAACAAGAGGTTATTTCGCCTTCAATGTTAGCTCTCCATGAGTTACAGGAAACGGCGGGGGCAGCGCTCTATGAGACGATGGAAGAAATAGGAATGGCGCTGAGTGGTAAACTGCGCGAAAGTAATAAATTCACTGATGCTGAGAAACTGGAGCGCAGGCAGCAGGCTTTGCTGCGTTTGATAAAA- STY1708 100 STY3303 61.386 STY1708 96.27 STY3303
ATGGCAAATCGTAAACGCGACGCCGGGCGAGAAGCGCGGGCGAAAAAAGGCTGGTGGCGTAGCCACCGTTGGCTGGTGTTACGCCGTATCAGCCAGTTTATGGTGCTGGGGATGTTTCTCAGCGGCCCGTGGCTGGGCTTTTGGGTTTTGCATGGCAACTACAGCAGTAGTTTGCTGTTCGATACCCTCCCGTTGACCGATCCGCTGATTACCCTGGAAAGTCTCGCCAGTGGACATCTTCCCGCTACCGTGGCGC- STY2483 100 STY2970 76 STY2483 99.4 STY2970
ATGGCTTATGACATTTTTTTAAAAATTGACGGCATTGATGGCGAGTCAATGGATGACAAACACAAAAATGAAATTGAAGTACTGAGCTGGCGCTGGAATATTCATCAGGAATCCACCATGCACGCCGGTAGCGGCCTCGGCTCCGGTAAGGTCTCCGTCACTAATCTGGATTTTGATCACTATATCGATCGCGCCAGCCCGAACCTGTTCAAATACTGCGCCTCCGGCAAGCACATTCCGCAGGCCATTCTGGTTA+ STY0302 99 STY2625 59.813 STY0302 89.9 STY2625
ATGTCTGCTTTTACCCCGGCAAGTGAAGTCTTGCTGCGCCACAGTGATGATTTCGAACAAAGCCGTATTCTTTTTGCCGGAGATTTGCAGGATGACCTGCCCGCGCGCTTTGAATGCGCCGCCAGCCGCGCGTATACGCAACAGTTTCACCACTGGCAGGCGTTAAGCCGCCAGATGGGCGATAACGTCCGTTTTAGCCTGGTCGCGCAAGCCAGCGATGTCGCTGACTGCGATACGCTGATCTACTACTGGCCG- STY4906 100 STY0655 64.706 STY4906 98.6 STY3400
TTGACCCACGCACCATCGCGTCATTCGGTATTGACCGCCGCACACTGGGGGCCAGTCCGTGTTGAAACCGACGGAGAACGCATTTTTGCTTCATATGGCGAACTCCCGACGGCACACCAGAACTCCCTGCAAACCGTTGTGCATGACCAGGTACACAGCAAAACGCGGGTTCGCTTCCCGATGGTGCGTAAAGGGTTCCTGGCTTCTCCCGATAAGCCGCAAGGCATACGCGGGCAGGATGAGTTTGTTCGCGTA+ STY4158 100 STY3956 72 STY4158 98.3 STY3956
GTGAAAGAAATAATTGCTCGTCATAAAGCAGGAGAACATCTGGGCATCTGTTCAGTTTGTTCTGCTCATCCCCTGGTTATCGAATCAGCTCTGCTTTTCGATCTCAATACTGACAACAAGGTATTGATTGAAGCCACATCCAATCAGGTGAATCAGTTTGGCGGTTATACCGGAATGAAACCGGCTGATTTTCGTGATTTTATTTATGGCATTGCTCAGGAAGTGGGATTTCCACGTGAGCGGTTGATTCTTGGT+ STY3439 100 STY1353 62.376 STY3439 97.2 STY1353
ATGAAGCCTTTTTTGCGCTGGTGTTTCGTTGCGACAGCACTTACGCTTGCAGGATGCAGTAATTCCGCCTGGCGTAAAAGTGAAGTCCTCGCAGTACCATTGCAACCGACTTTACAGCAGGAAGTGATTCTGGCGCGTATGGAACAGATTCTTGCCAGTCGGGCTTTAACCGATGACGAACGCGCACAGCTTTTATATGAGCGCGGAGTGTTGTATGATAGTCTTGGTTTGAGGGCATTAGCGCGAAATGATTTTT- STY3462 100 HCM1.187c 56 STY3462 100 HCM1.187c
ATGAAAAGATTACGCAGTAAAATGACCACTGAAGAGCTGGCTGAATGCCTCGGCGTGGCCAGACAAACCGTCAATCGCTGGATCAGAGAACAACACTGGAAAACCGAAAAATTTCCCGGCGTCAAAGGCGGACGCGCAAGACTCATCCATATTGATGCCAGCGTGCGGGAGTTTATTCTCAATATTCCGGCTTTTCGCAAACTGCCTGCGTTTTATCAGGCGGAAGAGGCTTTCGCAGAATATGCGAACGCGACGC+ STY2653 100 STY3119 63 STY2653 99.5 STY2652
GTGGAAATTTACGAGAACGAACACGACCAGGTGGATGCGATTAAACGCTTCTTTGCCGAAAACGGCAAAGCGCTGGCTGTCGGAGTGATTTTAGGGGTTGGCGCGCTGGTTGGCTGGCGTTACTGGAGCAGCCATCAGACGGAGTCCGCGCGTGCTGCTTCTCTGGCGTATCAAAATGCGGTGACGGCGGTAAGCGCCGATAAGCCGGATAGCATTCCCGCCGCTGAAAAATTCGCGGCTGAGAATAAAAATACCT- STY2766 100 STY2767 90 STY2766 88.51 STY2767
ATGGGATTGCGTCAGAGTTTACGCATTGCGGCCAGCACGCTATTACTGGCCTGCGGATTACAGTTTGCCCATGCCGATGGTTCCCCGCAAACGATCGTATTTGGCGTCGCGCCAGGGCCGTATGGCGACATGGTGAAGCAGGCGATTGCGCCGACATTAAAAGAAAAAGGGTATAAGGTCGTGGTGCGCGAGTTTAGCGACTATGTCCAGCCCAATATGGCGTTAGCTAACGGCAGCATCGACGCCAACCTCTTTC+ STY0558 100 STY0272 68 STY0558 99.4 STY0272
ATGGCTAACCTTTACGACCTTAAAAAATTTGATCTTAACCTGTTGGTTATATTTGAATGTATTTATCAACATTTAAGCATTAGCAAAGCAGCGGAAACACTCTATATTACACCTTCTGCCGTCAGTCAGTCATTGCAACGCCTGCGCACGCAATTCAATGATCCTCTATTTATTCGCTCAGGCAAAGGAATTACGCCTACCGTAACAGGCATTAATTTACATTATCATTTAGAAAATAACCTTAACAGCCTGGAAC- STY0651 100 STY0684 64 STY0651 96.6 STY0684

ATGACAACATTACGCCTGCTTATTTCTGACTCTTACGATCCCTGGTTTAACCTGGCGGTCGAGGAGTGCATTTTCCGCCAGATGCCCGCCACCCAGCGCGTGCTGTTCCTGTGGCGCAACGCGGACACGGTGGTCATTGGACGCGCGCAAAACCCGTGGAAAGAGTGTAATACGCGGCGTATGGAAGAAGATAACGTCCGTCTGGCCCGCCGTAGCAGTGGCGGCGGCGCGGTATTCCATGACCTCGGTAATACC- STY4923 100 STY2580 62.963 STY4923 95 STY2580
ATGAGCCAGAACAACGATAAAGAGAAGCCTGCGGGGAGTCAGAGCCTGTTTCGTGGCCTGATGTTGATAGAAATTTTGAGTAACTACCCGAACGGTTGCCCACTGGCGCACCTGTCGGAGCTGGCGGGGTTGAACAAGAGTACCGTCCATCGTTTGTTGCAGGGGCTTCAATCCTGCGGATACGTGACGCCAGCGCCGGCGGCCGGAAGCTACCGTCTGACGACAAAGTTTATTGCCGTCGGCCAAAAAGCCCTGT+ STY4131 100 STY4404 58.095 STY4131 99 STY4404
ATGCAGGTAATCATGTTTGACAGGCAGTCAATATTTATTCATGGAATGAAAATCAGTTTGCAGCAGCACATTCCAGGAATAAGTATCCAGAGTGTCGGTCAGGCAGAAGAACTCTGGCAAAAAATAGAAAGCGCGCCGGATGCGCTGGTCATGCTGGATAGCGGCCTGGATGCTGAATTTTGCCGCGAGGTGTTACAAAGAACCGCGCAGCAATTTCCGGAGGTGAAGATTATTATCACGGCGATGGATGGCAGTC+ STY4197 100 STY2951 64.356 STY4197 99.2 STY1179
ATGATCGAGCAACCCGACAGTAAAAGCGCCAAACCGCTTTATAAGCAGCTTGAAGACGCCTTAAAAGAGGCTATTGCGCGTGGAGAGTATAAACCAGGCCAGCAGATCCCGACGGAAAATGAACTGAGCGTGCGCTGGCAGGTGAGCAGGGTCACGGTCCGTAAGGCGCTGGATGCGCTGACGCGTGAAAATTTGCTGACCCGTGTCTCCGGCAAAGGCACCTTTGTTTCTGGTGAGAAATTTCAGCGTAGCATGA+ STY4201 100 STY0822 59 STY4201 99.4 STY0822

STY0357 74 STY4670 60.577 STY0357 39.35 STY4423
ATGGTAAGAGCGCGTTTTACCGAGGAGCAAATCGCCGATTTTCTGCAACAGTCTAAAAACGGCGTGCCGAATAAGGCGTTATGCGAAGAATATGGATTTAGCAACAGCACGCTCCGTCGCTGGCAGGAGAAACATGCTGAAAGCATACGCCAGGAATTAAAACAGATAGAATCTACTGCGAAGATCGTCTTTTTATGCTTCATTATCGCAGCCATATTGCTTACCCTTATGTTTCCTAAACCCACTGCCGCCTTAG- STY4797 100 STY4797 98
ATGAAAAAAGTCAAAAAATTGTCTCTTACCGATTTAGTGCTTTATGGTCTGGTGTTTATGGTGCCTATCGCACCAGTCTCTCTTTATGGCGTCGTTTATAATCTTTCGCACGGTATGGTTGCGCTGGTTTATATTATTGGCGCTATCGCGATGTTTTTTACCGCGTACAGCTACTCTACCTTATCGCAGCATATCTCCTCGTCGGGTTCGGCCTATGCGTATGCTGGCGTATGCATTAATCCCGCCGTAGGGTTT+ STY1743 100 STY2277 65 STY1743 98.8 STY2277
ATGTTAAAGCGCTTTCTTAAAAGACCTGTTCTTGGGCAAATCGCCTGGCTTCTGCTTTTTTCCTTTTATATTGCCGTCTGCCTGAACATTGCGTTCTACAAGCAGGTACTACAAGACCTACCGTTAAACTCGCTGCGCAATGTGCTGGTGTTTATTTCCATGCCGGTCGTCGCGTTTAGCGTGGTCAATAGTGTGCTGACGCTGGCCTCATTTATTTGGCTAAACCGACTGCTGGCCTGCATTTTTATTCTGGTC- STY4492 100 STY4162 61 STY4492 99.2 STY4162
GTGAGAACATTACGGATTGGCATTGTCGTGTTAGGTGGTATTGCGCAGAAGGCCTGGCTGCCGGTATTAACCAACACCGCCGGATGGACGTTACAGGGCGCCTGGTCTCCTTCGCGGGATAAAGCCTTACGTATTTGCGAAAGCTGGCGCATACCGTATGTGGATTCGCTGGCGAATTTAGCGTCCGGCTGCGATGCGGTCTTCGTCCACTCCAGTACCGCAAGCCATTATGCCGTGGTCAGCGAACTTCTCAAC+ STY1207 100 STY0020 62.745 STY1207 98.2 STY0020
ATGAAACTAAAGACCACATTGTTCGGCAATGTTTATCAGTTTAAGGATGTAAAAGAGGTACTGGCTAAAGCCAACGAACTGCGTTCGGGGGATGTGCTGGCCGGGGTTGCCGCGGCAAGTTCGCAGGAGCGCGTAGCGGCAAAACAGGTACTGTCGGAAATGACGGTGGCGGATATCCGCAACAATCCGGTGATTGCCTATGAAGAGGACTGCGTGACGCGCCTGATTCAGGATGACGTCAACGAAACGGCCTAT- STY2695 100 STY2695 98.2
ATGATTGCATTAATTCAACGCGTAACCCGTGCCAGCGTCACCGTGGAGGACGAGGTGACGGGTAAAATCGGCCCAGGACTTTTGGTGTTATTGGGTGTCGAAAAAGAAGATGACGAACAAAAAGCGAATCGTCTGTGCGAGCGCGTGCTGGGATACCGTATCTTCAGCGATGTTGACGGCAAGATGAATCTGAATGTACAACAGGCTGGCGGCAGCGTGCTGGTGGTGTCGCAGTTTACGCTGGCGGCAGATACCG- STY3850 100 STY2785 60.194 STY3850 99.1 STY2785
ATGAGTAAACCCATTGTGATGGAACGCGGTGTAAAATACCGCGATGCCGATAAGATGGCTCTTATCCCGGTTAAAAATGTGGTCACAGAGCGCGACGCTCTACTACGTAAACCGGAATGGATGAAAATAAAACTTCCGGCGGATTCTACCCGTATCCAAGGCATCAAAGCCGCAATGCGCAAAAATGGCCTGCATTCTGTCTGTGAGGAAGCGTCTTGCCCAAACCTGGCTGAATGTTTCAACCACGGTACCGCT+ STY0683 100 STY0931 58 STY0683 99.1 STY4890
ATGAATGATTCTGAATTGACGCAATTTATAACGCAACTTTTATGGATCGTCCTTTTTACGTCTATGCCGGTGGTGTTGGTGGCATCGGTAGTTGGTGTCATCGTAAGTCTTGTCCAGGCCTTGACTCAAATTCAGGACCAAACGCTACAGTTCATGATTAAATTATTAGCAATTGCAATAACTTTGATGGTCAGCTACCCATGGCTTAGCGGAATCCTGTTGAATTATACCCGGCAGATAATGTTACGAATTGGAG- STY1700 98 STY2188 64 STY1700 96.6 STY2188
ATGCGCGTACCTGTATACCCCTACCACCCTGAACAGGATCAGGGTAATGGCGGCAAGGCATCACGCTTTATTCTTGCAGGCACAGGAAGCGGTTGCGGCAAAACCACGGTGACGCTTGGTTTGTTGAGGCTGCTGCAAAAACGCGCGCTGCGCGTACAGCCGTTTAAAGTTGGGCCAGATTACCTTGATACCGGCTGGCATACCGCTATCTGTGGCGTGGCGTCCCGTAATCTTGACAGTTTCATGCTTCCTCCT- STY2240 100 STY4270 56.863 STY2240 98.8 STY4270
ATGCCGTGTGAAGAACTGGAAATCGTCTGGAAGAATATTAAAGCTGAAGCCCGCGCTTTAGCTGACTGTGAGCCTATGTTGGCCAGTTTTTATCACGCCACGCTACTCAAGCATGAAAATCTGGGCAGTGCGCTGAGCTATATGCTGGCAAATAAACTGGCTTCGCCCATCATGCCCGCTATCGCTATCCGTGAAGTAGTTGAAGAAGCCTATGCCGCCGACCCGGAAATGATCGCGTCGGCAGCCTGCGATATTC+ STY4096 100 STY3038 61.538 STY4096 99.4 STY3038
ATGGCTAAATCGCATCCGCGCTGGCGGCTGGCTAAAAAAGTGCTGACCTGGCTGTTTTTTATTGCGGTCGTCGTTCTGCTGGTGGTTTATGCTAAAAAGGTCGACTGGGGTGATGTCTGGACCGTCATCCGCGACTATAACCGCACGGCGCTTTTAAGCGCTGTAGGACTGGTGATCGTTAGCTATCTTCTGTACGGCTGCTACGACCTGCTTGGACGGCTTTATTGCGGCCATAAGCTGGCGAAGCGACAGGTG- STY0846 100 STY1930 63.81 STY0846 98 STY1930
ATGCTGGAGCTTAATTTTTCCCAGACGCTGGGAACGCACTGTTTAACCCTCAACGAAACGCTGCCAGCCAGTGGGATCACGGCTATCTTTGGCGTCTCCGGCGCGGGAAAAACCTCGCTGATTAATGCCATCAGCGGTTTGACTCGCCCGCGAAAAGGACGCATCGTGCTGAATGGCCGGGTGTTGCATGACGCGGAAAACGGTATCTGTTTAACGCCGGAAAAGCGCCGCATCGGTTATGTTTTCCAGGATGCG+ STY0816 100 STY0924 71 STY0816 99.2 STY1573
ATGAAAAAGACGAAAATTGTTTGTACTATCGGTCCGAAAACCGAATCCGAAGAGATGTTAAGCAAAATGCTGGACGCGGGCATGAACGTGATGCGTCTGAACTTCTCTCATGGCGATTATGCAGAACACGGTCAGCGTATCCAGAACTTGCGCAACGTGATGAGCAAAACTGGTAAAAAAGCTGCTATTCTGCTTGATACTAAAGGACCAGAAATCCGCACCATTAAACTGGAAGGCGGTAACGACGTTTCGCTG+ STY1744 100 STY2096 79 STY1744 99 STY2096
ATGATGTCAGAAAATAAATTACACGTTATCGATTTGCACAAACGCTACGGCGGTCATGAAGTGCTGAAAGGGGTATCGCTGCAGGCCCGCGCCGGAGATGTGATTAGCATTATCGGCTCGTCCGGTTCCGGTAAAAGCACTTTTTTGCGCTGCATTAACTTCCTCGAAAAATCGAGCGAAGGCGCGATTATCGTGAACGGTCAGAACATTAATCTGGTGCGCGACAAAGACGGGCAGCTCAAAGTGGCGGATAAAA- STY2581 100 STY2159 82 STY2581 98.6 STY2159
ATGAGCCAGCAAGTCATTATTTTTGATACGACCTTACGCGACGGCGAACAAGCGTTACAGGCCAGCCTGAGCGCGAAAGAGAAGCTGCAGATTGCCCTGGCCCTTGAGCGCATGGGTGTCGATGTCATGGAAGTGGGCTTCCCGGTCTCTTCTCCGGGTGATTTTGAATCCGTCCAAACCATCGCCCGCACCATCAAAAACAGCCGCGTTTGCGCCCTGGCGCGTTGTGTAGAAAAAGACATCGACGTTGCGGCA- STY0132 100 STY3318 55.446 STY0132 98.5 STY3318
ATGAAAAAAACCACATTAGCAATGAGTGCACTGGCTCTGAGTTTAGGTTTGGCATTGTCGCCTCTGTCTGCCACGGCGGCTGAAACGTCCTCTTCAGCAATGACTGCCCAGCAGATGCCAAGCCTGGCACCGATGCTCGAAAAAGTGATGCCATCGGTGGTCAGTATTAATGTAGAAGGTAGCACCACGGTGAATACGCCGCGTATGCCGCGTAATTTCCAGCAATTCTTTGGCGATGACTCCCCGTTCTGCCAG+ STY0231 100 STY3528 87 STY0231 99 STY3528
GTGAATAAATCTCAACTGATCGAAAAAATTGCTGCAGGGGCTGATATCTCTAAGGCTGCGGCTGGACGTGCGTTAGATGCGATTATTGCTTCTGTTACCGAATCTCTGAAAGAAGGGGATGACGTTGCACTGGTAGGCTTTGGTACTTTTGCTGTTAAAGAGCGTGCTGCCCGTACTGGTCGCAACCCGCAAACAGGTAAAGAGATCACCATCGCCGCTGCCAAAGTGCCGAGTTTCCGTGCAGGTAAAGCGCTGA+ STY0493 100 STY3715 76 STY0493 100 STY3715
ATGAAAATTATCATACTGGGCGCAGGGCAAGTTGGTGGAACACTGGCGGAAAACCTGGTCGGCGAAAACAACGACATCACGGTGGTTGATACCAACGGCGAACGATTACGCAGTTTGCAAGATAAGTTCGATCTACGCGTAGTTCAGGGGCATGGTTCGCATCCCCGCGTGTTGCGCGAAGCGGGCGCTGACGATGCGGATATGCTGGTCGCTGTCACCAGTTCAGATGAAACTAATATGGTTGCCTGTCAGGTA- STY4388 100 STY1929 62.136 STY4388 98.5 STY1929
ATGAATATGGATATTGAAGCAAGAGTCAAAAAAGTGATCACCTCCTGTATTGCCGTTGATGTTGATAGTATCAATGGTCAGACCCATCTGGTTGAGGATCTTTACGCTGACTCATTGGATTTAATTGATATTGTATTTGGTCTTAGTGAGGAGTTTGACATTAGTTGTAATGAAAACGATCTTCCTGATATGACGACCTTTGCGGATATATGCCGTGTTGTTAAAAAAAGTCTTGAGTCCAGGGTGTAG- STY3004 100 STY1235 55.882 STY3004 98.8 STY1235
ATGAAGAAGACAACCTGGTTTGCAGGGCGATTTCCCGGCTATGTATCACCGTTAAGCGGCGTGGCGCTGTCGGTGTTGGCAGCTCTGTGTCCGCTGACGAGCCGCGGCGAAAGTTATTTCAACCCTGCGTTTTTGTCGGCGGATACCGCGTCCGTGGCGGATTTATCTCGCTTTGAAAAAGGTAATCATCAGCCTCCCGGTATTTACCGGGTGGATATCTGGCGTAACGACGAATTCGTAGCGACGCAGGATATT+ STY0593 100 STY0026 76 STY0593 98.5 STY0026
ATGCCGATTTTGCAGTGGTTTTTGTTGTTCCTGTTATCGCTGCTCATTTCCCTTATTTTTCTCTATCTGCACCTTCCGGCGGCGATGCTGCTTGGTCCAATGATTGCGGGTATCGTGTTGAGTTTGCGAGGTAGCACGCTACAACTTCCTCGCGGTATTTTTCTCGCCGCGCAGGCGATTCTCGGCTGTATGATCGCCCAAAATCTAACCGGTTCGATATTGACCACCCTCGCCCTCTACTGGCCGGTCGTGCTT- STY0772 100 STY2479 75.728 STY0772 98.6 STY2479
ATGTCCGTTTTAATTAATAAAGATACCAACGTTATCTGCCAGGGCTTCACCGGTAGCCAGGGGACTTTCCACTCCGAACAGGCGATTGCTTACGGTACGCAAATGGTCGGCGGCGTAACGCCGGGCAAAGGCGGCACCACGCATCTGGGTCTGCCGGTGTTCAACACCGTGCGCGAAGCGGTAGAAGCTACCGGTGCGACCGCATCCGTTATCTACGTCCCGGCGCCGTTCTGCAAAGACTCCATTCTGGAAGCGA+ STY0782 100 STY4775 63.551 STY0782 96.6 STY4775
GTGATACGCGGAAAAATCGATATTCTGGTTGTGGATGATGATGTAAGCCACTGCACGATTTTACAGGCGCTGCTTCGGGGCTGGGGCTATAACGTCGCTCTGGCCTACAGTGGGCATGATGCGTTGGCTCAGGTGCGTGAGAAAGTCTTTGATCTGGTACTGTGCGATGTGCGTATGGCGGAGATGGACGGTATCGCCACGCTGAAGGAGATTAAAGCGCTCAACCCCGCCATTCCGATTTTGATTATGACGGCA- STY3711 100 STY1370 78 STY3711 97.9 STY3876



GTGCAAATCTGCTTAATGGATGAAACGGGCGCCACAGACGGCGCCTTATCTGTTCTGGCTGCCCGCTGGGGACTGGAGCATGACGAAGACAACCCGATGGCGCTGGTATTGACGCCGCAACATCTGGAGCTGCGCAAGCGCGACGAACCGAAGCTCGGCGGCATTTTTGTCGATTTTGTCGGCGGCGCGATGGCGCACCGGCGCAAGTTCGGCGGCGGGCGCGGCGAAGCGGTGGCGAAAGCCGTCGGTATCAAAG+ STY4210 100 STY2812 61.538 STY4210 98 STY1209
ATGAGATCGAAAAGATTTGAAGCACTGGCGAAACGCCCTGTGAATCAGGACGGCTTCGTTAAGGAGTGGATCGAAGAAGGCTTTATCGCGATGGAAAGCCCGAACGATCCAAAACCGTCGATTAAAATCGTTAACGGCGCGGTGACCGAGCTGGACGGAAAACCGGTTAGCGAATTCGACCTGATCGACCACTTTATCGCCCGCTACGGCATCAACCTGAACCGCGCCGAAGAAGTGATGGCGATGGATTCGGTC+ STY2245 100 STY3827 63.462 STY2245 97.1 STY3827

STY3006 100 STY0544 61.386 STY3006 70.87 STY4232
ATGAGTTGGATTACACCGGATCTGATTGAGATCCTGCTGAGCATTCTCAAAGCGGTGGTGATTCTGCTGGTGGTCGTCACCTGCGGGGCCTTCATGAGCTTTGGCGAACGTCGTCTGCTGGGTCTGTTCCAGAACCGTTATGGACCAAACCGCGTTGGCTGGGGCGGCTCGCTCCAGCTGGTCGCGGATATGATCAAGATGTTCTTTAAAGAAGACTGGATCCCGAAATTCTCGGATCGCGTCATCTTTACCCTG- STY2552 100 STY4251 63.725 STY2552 99.3 STY2972
ATGGGCATTTTCTCCATTGCCAACCAGCACATTCGTTTTGCGGTAAAGCTGGCGTGCGCCATTGTGCTGGCATTATTTATCGGCTTCCATTTTCAGCTGGAGACGCCGCGTTGGGCGGTGCTGACCGCCGCGATCGTGGCGGCAGGCCCGGCATTTGCCGCCGGCGGGGAACCCTATTCCGGCGCTATCCGTTATCGCGGAATGTTGCGTATTATCGGGACGTTTATTGGCTGTATCGCCGCGCTTATCATTATT- STY3545 100 STY1681 62.376 STY3545 98.9 STY1681
ATGGAAGACGAAAGTAATCCGTGGCCTAGTTTTGTTGATACATTCTCTACGGTATTGTGCATTTTTATATTTCTTATGTTGGTGTTTGCACTTAATAATATGATTATTATGTATGACAACTCAATTAAAGTTTATAAAGCAAATATAGAGAATAAGACTAAATCTACTGCTCAAAATAGCGGAGCCAATGACAATTCAAATGCTAATGAAATAGTTAATAAAGAAGTGAATACTCAAGATGTGTCGGACGGAATGA+ STY4452 100 STY4453 100 STY4453 58.83 STY4452
ATGGTTGCTGAATTGACCGCGTTACGCGATCAAATAGATGATGTCGATAAAGCGTTGTTGAATTTACTGGCTAAGCGCCTGGAACTGGTTGCCAAAGTCGGCGAGGTGAAAAGCCGTTTTGGCCTGCCTATTTACGTGCCGGAGCGTGAGGCCTCTATGCTGGCTTCACGACGGGCGGAAGCAGAAGCGATCGGTGTCCCGCCCGATCTCATTGAAGATGTCCTGCGCCGGGTAATGCGTGAATCTTACTCCAGC- STY2856 100 STY3212 63.107 STY2856 98.9 STY3212
ATGCGTGTTAAACATGCAGTAGTGCTGCTCATGCTTTTTTCGCCATTAACCTGGGCTGGAAATATGACGTTCCAGTTCCGTAATCCTAACTTTGGTGGAAACCCCAATAACGGTTCCTTTTTATTGAATAGCGCCCAGGCGCAAAATTCATATAAAGACCCCGCTTATGATAACGATTTTGGTATCGAGACCCCCTCAGCGTTGGATAACTTTACGCAGGCTATTCAATCGCAAATTCTGGGCGGCTTGTTGACCA- STY1177 100 STY0089 64.078 STY1177 99.3 STY0089
ATGGTTCGTATTGCTTGTGTAGGTATTACCGTGATGGATCGCATCTATTACGTGGAAGGATTACCAACAGAAGGGGGCAAATATGTGGCGAAGCGCTATACGGAAGTGGGCGGCGGGCCTGCGGCGACCGCTGCCGTGGCTGCGGCGAAATTGGGCGCGCAGGTGGACTTTATTGGCCGTGTGGGCGATGACGACACCGGAAACAGCCTGCTGGCGGAACTGGAATCCCTGGGGGTAAATACCCGCTATACCCGCC- STY3854 100 STY4264 65 STY3854 99.2 STY3892
ATGTTACAAAACCCGATTCATTTGCGGCTGGAGCGGCTGGAAAGTTGGCAGCACGTTACCTTTATGGCCTGCTTGTGCGAGCGCATGTACCCGAACTACGCCATGTTTTGCAAGCAGACGGAATTCGGCGACGGACAGATCTACCGTCGCATTCTGGATCTGATCTGGGAAACCCTGACGGTGAAAGATGCAAAGGTCAATTTCGATAGCCAACTGGAGAAGTTTGAAGAGGCAATTCCGGCAGCCGACGACTATG- STY3716 100 STY2911 60.185 STY3716 99.2 STY2911
ATGAGCGAACAGGTGGTGTTCAGTCAACTGAGCCGTAAGTTTATTGATGAGAACGATGCGACGCCCGCCGAGGCGCAGCAGGTTGTCTATTACAGCCTGGCGATTGGTCACCACCTGGGGGTTATCGATTGCCTGGAGGCCGCGCTCACCTGCCCATGGGATGAGTATCTGGCGTGGATCGCCACCCTGGAAGCCGGTAGCGATGCCCGGCGTAAAATGGAAGGCGTGCCGAAGTATGGCGAGATCGTCATCGATT- STY2968 100 STY2968 98.5
ATGTCTAATCATGATCCGCTAACGCTAAAGTTGAGCCTGCGGGAAAAATGCGCCTATGGCGTGGGCGATTTCGGCTCAAATCTGATGCTGTGTATCGGTACGCTGTATCTACTGAAGTTTTATACCGATGAACTCGGGATGCCTGCATATTACGGTGGAATTATCTTTCTGGTGGCGAAATTCTTCACTGCTTTTACCGATATGCTCACCGGCGTATTGCTGGATTCACGCCGTAATATTGGCGCAAAAGGAAAG+ STY3861 100 STY3860 83 STY3861 98.6 STY3860
ATGCGCCCTGCTTTTCAGCCACTATTTCGCAAGAGCAAGTCGATGACTAAAAAACTCCATATTAAAACCTGGGGCTGTCAGATGAACGAGTACGATTCATCGAAGATGGCCGATCTGCTGGACGCCACCCACGGCTATCAACTGACCGACGTGGCGGAAGAGGCGGATGTGCTGCTGTTGAATACCTGCTCAATCCGCGAGAAGGCTCAGGAAAAAGTCTTCCATCAATTAGGTCGCTGGAGACTGTTAAAAGAG- STY0716 100 STY0891 55 STY0716 98.9 STY0891
ATGAGGCTACTGAATCGGCTTAATCAATATCAACGCCTCTGGCAGCCTTCCGCCGGGGAAACGCAACATGTCACCGTTAGCGAACTGGCCGAACGCTGTTTTTGTAGCGAGCGCCATCTGCGAACGCTGCTGCGTCAGGCCCAGCAGGCGGGTTGGCTAAGATGGGAGGCGCAGTCCGGGCGCGGGAAACGTGGACGGCTCCAGTTTCTGGTCACGCCGGAATCGCTCCGCACCGCCATGATGGAACAGGCGCTG+ STY0498 100 STY0127 67.327 STY0498 99.1 STY0127
ATGGCAAGGAAAACACTACGCGCACGCCGTTTCTTCAGCCTTATATTTCCTTTTTTCTTCATTACCTCTGTTTACGCTGAGCAAACGCCTGTATCCGCAAAAACCGTTACTGTTGAAGCGAAAAATGAAACGTTCGCGCCTCAACACCCCGACCAATATCAGTCATGGAAAGCGACGTCAGAACAGTCTGCCCGTGAAGATGCGCTGGCGGAAGACCCTCGTCTGGTGATCCTGTGGGCGGGCTATCCCTTCTCC+ STY4475 100 STY1674 63.107 STY4475 99.1 STY2252
GTGGTTTTTTCTAAAAAACCCATTACTAAATATATAACCTGGGCCATTGTTACCAGTCAGATTCCACTGCCGGTCATCGCTGATAGCGATAATGAAATTCAGTCATGGATTGCAGGGACGGCATCGTCTATTTCTCCGCATCTGCAGGAGGGGACGCTGGAGGATTATGCCAAAGGAAAAATAAAGGCATTACCAGGGCAAGCCGCTAATCATCTGGTGAACGAGGGGATGAAGAGCGCTTTTCCGGAGATTATT+ STY1395 100 HCM2.0034c 62.376 STY1395 98.2 STY2762
ATGCCATGGATCCAATTGAAACTGAATACCACCGGCGCGAATGCTGAAGAGCTAAGTGATGCGCTGATGGAAGCGGGCGCCGTTTCCATTACCTTTCAGGATACACACGATACGCCGGTTTTTGAGCCGTTGCCGGGCGAAACCCGTCTGTGGGGCGATACCGATGTGATCGGTCTGTTCGACGCCGAAACAGACATGAAAGACGTTGTCGCGATTCTGGAGCAACATCCACTGCTGGGTGCCGGATTTGCCCATA+ STY3563 100 STY3444 64.706 STY3563 98.9 STY3444
ATGAAAGGACGTTGGGCAAAATATGTGGCGACAGGCGTAATGCTGGCAATGCTGGCTGCCTGTTCATCAAAACCGACCGATCGCGGTCAGCAATATAAGGACGGGAAATTTACCCAGCCCTTCTCCCTGGTAAACCAGCCGGACGCGGTGGGCGCGCCGATTAATGCTGGTGACTTTGCCGAGCAGGTCGACCAGATCCGTTCCGCGTCGCCGCGTTTATACACCAATCAAAGCAACGTCTATAACGCTGTCCAG- STY3128 100 STY1427 60 STY3128 99 STY1427
ATGACGATACTGGCAAAAGAAGAGCACGCTTTGCGAGAAGAGATGGTCAGGATAGCCGCCTCGTTTTTCCAGCGCGGCTATGCCACCGGCTCGGCAGGCAACCTCTCGCTGTTACTGCCGGACGGCAATATTCTGGCGACGCCCACCGGTTCGTGTCTGGGTAATCTCGACCCGCAGCGGCTATCCAAAGTGGACCCGCAAGGCGAATGGCTCAGCGGCGATAAACCGTCTAAAGAGGTGCGTTTTCATCTGGCGT- STY3041 100 STY3240 62.136 STY3041 99.5 STY4649
ATGATAGGAAGTTTAACCGCGCGCATCTTCGCCATCTTCTGGTTGACGCTGGCGCTGGTGCTAATGCTGGTACTGATGTTGCCCAAGCTCGATTCACGCCAGATGACCGAGCTGCTGGACAGCGAACAGCGCCAGGGATTGATGATAGAGCAACATGTAGAAGCTGAACTTGCGAACGATCCGCCCAACGACCTGATGTGGTGGCGTCGCCTGTTCCGCGCGATCGATAAGTGGGCGCCGCCTGGACAGCGGTTA+ STY3813 100 STY2343 63 STY3813 99.3 STY4295
ATGGAAACGCGACGCGACGAGCGTATTGGTCAATTGCTGCAGGCCTTAAAACGCAGCGATAAACTTCATCTTAAAGAAGCCGCGACCCTGTTGGGCGTCTCTGAAATGACCATTCGTCGCGACCTGAACCATAAAAGCGCGCCTGTCGTGTTGCTGGGCGGCTATATCGTACTGGAGCCCCGCAGCGCCAGTCATTATCTGTTAAGCGATCAAAAATCTCGTCTGGTGGAAGAAAAACGCCGTGCCGCTCAGTTGG- STY0897 100 STY3988 69 STY0897 98.5 STY3988
ATGAACGACAGTGAATTTCATCGCCTGGCTGACGCCCTGTGGCTCACCATTGAAGAACGCCTTGATAACTGGGACGGCGACAGCGATATCGACTGTGAAATCAACGGCGGCGTGCTGACCCTCAGCTTTGAGAACGGCAGTAAGATCATTATTAACCGTCAGGAGCCGTTGCACCAGGTGTGGCTGGCAACCAAACAGGGCGGCTATCATTTCGATCTGAAAGGCGACGAGTGGGTTTGCGATCGCAGCGGCGAAA+ STY3616 99 STY3550 61.818 STY3616 96.9 STY3550
ATGCCTAAGTACCGTTCCGCCACCACCACTCATGGTCGTAATATGGCGGGTGCCCGCGCGCTGTGGCGCGCCACCGGAATGACCGACAGTGATTTTGGCAAACCGATTATCACCGTGGTGAACTCATTCACTCAGTTTGTGCCGGGTCACGTTCATCTGCGCGATCTCGGTAAGCTGGTCGCCGAACAGATTGAAGCTTCCGGCGGTGTGGCGAAAGAGTTCAACACTATTGCCGTGGATGACGGGATCGCCATG- STY3653 100 STY2093 61.321 STY3653 97.1 STY2093
ATGGATTTCAACTTAAATGACGAACAGGAGCTGTTTGTCGCCGGTATTCGCGAACTGATGGCCAGTGAGAACTGGGAAGCTTATTTTGCCGAGTGCGATCGTGACAGCGTCTACCCTGAGCGTTTTGTAAAAGCGCTGGCGGATATGGGTATTGATAGCCTGCTGATCCCGGAAGAACACGGCGGTCTGGAAGCGGGTTTTGTTACCGTCGCCGCCGTCTGGATGGAACTGGGACGTCTTGGCGCGCCAACTTAC- STY0083 100 STY0083 99
ATGCAACATCAGGTCAATGTATCGGCACGCTTTAATCCAGAAACCTTAGAACGTGTTTTACGCGTGGTGCGCCATCGTGGTTTTCAGGTGTGCTCCATGAATATGGAAGCCGCGACCGATGCGCAGAATATAAATATTGAATTGACCGTTGCCAGTCCCCGGTCGGTCGACTTACTGTTTAGTCAGTTAAGTAAACTGGTAGATGTTGCGCATGTCGCAATCTGCCAGAGCGCTGCCACATCACAACAAATCCGCG- STY3655 100 STY1078 87 STY3655 99.6 STY3122
ATGAATACTGAAGCCACGCACGACCAAAATGAAGCACAAACCACCGGCGTTCGTCTGCGCAATGCCCGTGAACAACTCGGACTCAGCCAGCAGGCTGTCGCTGAGCGACTTTGCCTGAAGGTTTCTACGGTACGCGATATTGAAGAAGATAAGGCGCCGTCCGATCTTGCTTCAACCTTCCTGCGCGGATATATCCGCTCATATGCGCGTCTGGTGCATGTTCCAGAAGAGGAACTGCTGCCGGGGCTGGAAAAA- STY2769 100 STY1573 63.462 STY2769 65.03 STY2664
ATGTCAAACACGCCAATCGAGCTTAAAGGCAGTAGCTTCACCTTATCAGTGGTTCATTTGCATGAAGCGGAACCAGAGGTTATTCGTCAGGCGTTAGAAGACAAAATAGCGCAGGCTCCTGCGTTTTTAAAACACGCCCCTGTCGTTATTAACGTTAGCGGTCTTGAAAGCCCGGTAAACTGGCCGGAACTGCATAAGATCGTGACCTCAACCGGCTTACGCATTATCGGCGTGAGCGGCTGTAAAGACGCCAGCC+ STY1944 100 STY1944 95.84
ATGAATTATACTGAACATTATCATGACTGGCTTCGTGACGCCCATGCCATGGAAAAACAGGCAGAATCGATGCTTGAATCTATGGCCAGCCGTATTGAAAATTATCCTGATATAAAAGCCAGAATTGAACAACATATTAGTGAAACCAAACATCAAATTACCATGCTCGAGGAAGTGTTGGACCGTAATGGCATTTCCCGTTCGGTGTTGAAAGACTCCATGAGTAAAATGGCAGCAATGGGGCAATCTATCGGTG- STY1321 100 STY1321 99.4
ATGGAACGAAATAGACTGGCTCGGCAGATTATTGATACCTGTCTGGAAATGACGCGGTTAGGGTTAAATCAGGGGACGGCAGGTAACGTGAGCGTACGTTATCAGGGCGGAATGCTGATTACGCCGACGGGGATCCCCTACGAGAAGCTGACAGAGTCGCACATTGTCTTTATTGATGCAGACGGTCAGCATGAGCAGGGCAAGCTGCCTTCCAGCGAGTGGCGTTTTCATATGGCGGCATACCAGACGCGCCCTG- STY3113 100 STY4484 65.138 STY3113 99.1 STY4484
ATGTTTTCCGCAACGCGCCGCTTTGCCGTCATTCTGGCGCTCGGCGTAGGCTTTATCCTTCCTGCACAAGCAGCATCACCAGGGCCTGGTGAAATAGCGAATACTCAGGCACGACATATCGCCACCTTTTTTCCCGGGAGAATGACTGGCTCCCCCGCCGAGATGTTGTCTGCCGATTATTTACGCCAACAATTTACCCAGATGGGATACCAAAGCGATATTCGAACGTTTAATAGCCGATTTATTTATACCACG+ STY3061 100 STY3815 87 STY3061 98.8 STY4114
GTGGCGCTACTCATCATCACCACTATCCTGTGGGCTTTCTCCTTTAGTCTATTTGGCGAGTATCTTGCCGGGCATGTCGATAGCTATTTCGCGGTGCTGATACGCGTTGGGCTGGCGGCGCTCGTTTTTCTGCCGTTTTTGCGTACTCGCGGGCACAACCTAAAAACCATCAGCCTGTATATGCTGGTGGGGGCGATGCAGCTTGGCATCATGTATATGTTGAGCTTCCATGCTTACCTCTACCTGACCGTATCCG- STY3595 100 STY3596 100 STY3596 99.3 STY3595
ATGTTAGACAATGTTTTAAGAATTGCCACACGCCAAAGTCCCCTTGCGCTTTGGCAGGCACATTATGTCAAAGACGCATTGATGGCAACCCATCCGGGACTGACGGTAGAACTGGTGCCGATGGTCACACGCGGCGACGTGATTCTCGATACTCCCCTGGCGAAAGTGGGCGGTAAGGGACTGTTTGTTAAAGAGCTTGAAATCGCGCTGCTGGAAAAACGCGCTGATATCGCCGTGCACTCTATGAAAGACGTT+ STY3621 100 STY3677 47 STY3621 97.74 STY3677
ATGAGTGCGAATACCGAAGCTCAAGGGAGCGGGCGCGGCCTGGAAGCGATGAAGTGGATAGTTGTTGCCATATTGCTGATCGTCGCAATCGTCGGCAACTACCTCTATCGCGACATGATGCTGCCGCTGCGTGCGCTGGCCGTAGTAATTCTGATTGCTGCAGCGGGTGGTGTCGCGCTGTTGACGACAAAAGGTAAAGCAACCGTTGCTTTTGCCCGTGAAGCGAGAACCGAAGTCCGTAAGGTCATTTGGCCGA- STY3738 100 STY1864 63.889 STY3738 100 STY0119
GTGATTAGCCTATTCGACATGTTTAAGGTAGGGATTGGTCCCTCCTCTTCCCACACTGTTGGCCCGATGAAGGCCGGTAAACAGTTCGTCGATGACCTAGTCGAAAAAGGATTACTGGATAACGTTACCCGCGTCGCTGTCGATGTCTACGGCTCGCTGTCGCTGACGGGGAAAGGTCACCATACCGATATCGCCATTATTATGGGTCTGGCGGGTAATGAACCCGCTACCGTGGATATTGATAGTATCCCCGGT+ STY1956 100 STY3110 87 STY1956 95.03 STY3110
ATGACACATGCCTGTGAGGCGGTGAAAACCCGCCATAAGGAGACTTCGCTTATTTTCCCGGTTCTTGCGCTGGTAGTGCTGTTCCTTTGGGGAAGTAGCCAGTCACTACCAGTGGTTATTGGCATCAATATCCTTGCACTTATTGGTATTTTAAGCAGCGCATTTAGCGTGGTCCGTCATGCCGATGTATTAGCGCACCGACTCGGCGAACCCTACGGATCGCTTATTTTAAGCCTGTCCGTCGTTATTCTTGAG- STY1281 100 STY4406 62.5 STY1281 98.9 STY4406
GTGAACAAATTATTTTCCTCACATGTGATGCCTTTCCGCGCTCTCATCGATGCTTGCTGGAAAGAAAAATATACCGCCTCCCGGTTCACCCGTGATGTGATAGCCGGGATCACCGTCGGGATTATTGCTATCCCGCTGGCGATGGCGCTGGCAATTGGCAGTGGCGTTGCGCCGCAGTATGGCCTCTATACCTCCGCTGTCGCCGGGATCGTGATCGCGCTAACCGGCGGCTCGCGCTTTAGCGTTTCCGGCCCT+ STY1907 100 STY3038 86 STY1907 98.7 STY3038
ATGGTTGATATGACTAAAACTACCACCGAGAAAAAACTCACTCCGAGCGATATTCGCGGCGTATTTCTTCGTTCTAACCTGTTCCAGGGGTCATGGAACTTCGAACGTATGCAAGCGCTGGGCTTCTGCTTCTCTATGGTGCCGGCGATTCGTCGCCTGTATCCGGAGAATAATGACGCGCGTAAACAGGCGATTAAGCGTCACCTGGAGTTCTTTAACACTCATCCTTACGTTGCGGCGCCGGTACTGGGCGTAA+ STY1961 100 STY4016 66 STY1961 98.16 STY2336
ATGATGCTGACATTCGTCTGGATAACTCTCCGATTTATTCATTTTGCTAGTTTGATGCTGGTCTACGGCTGCGCGCTTTACGGCGCCTGGCTGGCACCCGCATCAATTCGTCGTTTAATGACGCGTCGATTTTTACATCTGCAACGACATGCCGCCGCCTGGAGCGTTATCAGCGCGGCTTTTATGCTGGCAATTCAGGGCGGACTGATGGGCGGCGGCTGGCCCGATGTTTTTTCCGTCTCGGTTTGGGGCGCGG- STY2080 100 STY2738 64.706 STY2080 98.1 STY2738
ATGCGTACAGAATATTGCGGACAGCTACGTCTGTCCCACGTGGGGCAGCAGGTGACTCTGTGTGGTTGGGTCAACCGTCGTCGTGATCTTGGCAGCCTGATCTTTATCGATATGCGCGACCGCGAAGGTATTGTGCAGGTGTTCTTCGATCCGGATCGTGCGGACGCGTTAAAGCTGGCCTCTGAACTGCGTAATGAGTTCTGCATTCAGGTTACGGGCACCGTGCGTGCGCGTGACGCGAAAAACGTCAATGCG- STY2109 100 STY3196 69 STY2109 98.5 STY3196
ATGTTACGTTTCTCTGCCAATCTTTCTATGCTGTTTACGGAATATGATTTCCTGGAACGCTTTGATAAAGCGGCGCAGTCGGGATTTCGCGGCGTGGAATTCATGTTTCCCTACGATGACGACATCGAAGTGTTAAAACGTAAGCTCAGGGATAATAATCTGGAACATACGTTACATAATTTACCGGCTGGCGACTGGGCGGCTGGCGAACGTGGAATTGCCTGTATTCCTGGGCGCGAAGAAGAGTTTCGCGATG+ STY0566 100 STY3040 62 STY0566 98.5 STY3040
ATGCCTACCGTTATCACCCACGCCGCCGTTCCTCTGTGTCTTGGCGCAGGCTTAGGCCTGAAAGTTATCCCTCCTCGCCTGCTGTTTGCCGGTGTTGTGCTGGCGATGCTCCCCGATGCTGACGTGCTGGCCTTTAAATTTGGCGTCGCCTACGGCAACGTGTTCGGCCATCGCGGATTTACCCACTCTTTACTTTTCGCATTCGTCCTCCCCCTGTTGTGCGTACTCGCGGGACGACGATGGTTTCGAGCGGGGC- STY0586 99 STY0586 83.86
TTGTCGGCAGACGAACGCAGTGAATTAAAACGTTTGTGGCGTCAGGCCAGCCGCCTGTGTCACCCGGATGTGGTCGCCGATGAATTGAAAGAAAAAGCGCACCAGATGATGGTACAGCTTAATCAGGCGCGGCAGAATGCCGATCTGGCGGCAATTCGCGCGTTATTGACGCAGCTGCAAAGCGGTCTGGAACCGATGATGGCAAGCGACAGGCTAAATAACCTGGAACATCTGCGCCATAAAATACGCCAGCTCC- STY0616 100 STY0615 99 STY0616 59.85 STY0615
ATGAAAACACAGACTACGCACGCCGCAGAACAACATGCGGCGAAACGACGCTGGCTGAACGCCCATGAAGAGGGGTATCACAAAGCGATGGGGAATCGTCAGGTTCAGATGATTGCTATCGGCGGCGCGATTGGCACCGGTTTATTTTTAGGTGCAGGCGCCCGATTGCAAATGGCCGGACCGGCACTGGCGCTGGTCTATCTGATATGCGGCATTTTTTCTTTTTTCATTTTACGCGCGCTGGGCGAACTGGTA- STY1481 100 STY0438 70 STY1481 99.1 STY0438
ATGAGCCAACAGCGCCCCGACCGTATCAAACAGATGTTGCATTACCTTTGGCAACACAGGCACCTCTCAACACAACAAGCTATTGAGCTTTTTGGCTATGCAGAGGCAACCGTGCGCCGGGATTTTCACTATATCGCCAGCCGTTATCCCGGTATGGTTCGCGGCCATGGTTGTATTGACTTTGACGACAGTACGGAAGATAAAGAATATGTTTTCGACGTTAAGCGGACGTTACAAAGCGAGGCGAAACGCGAAA- STY1446 100 STY1153 67.961 STY1446 97.46 STY1153
ATGACAACAAACAGGGCTTTTGAAATCAGATCAGGATACAGCCATACGCTTGGCGCGAATTATGACGGCGAAGGCGTGAATTTCGCTATTTTTTCCGCCCATGCGGAACGCGTCGAGCTTTGTCTTTACGATCCGAGTGGGGAGCATGAAATCGCTCGTCTGGAGTTACCGGAATATACCGACGAAATATGGCACGGCTATGTCACGAAGTTGCAGCCCGGCGCGCTGTATGGGTACCGCGTTTACGGTCCTTAT+ STY1505 100 STY4273 74 STY1505 86.15 STY4273
ATGCGAGTTGTCATCCTGGGGAGTGGCGTAGTTGGCGTGACCAGCGCCTGGTACTTGAGTCAGGCGGGGCATGATGTCACCGTCATCGATCGCGAATCCGGCCCGGCGCAAGAAACCAGCGCGGCGAATGCCGGACAAATTTCACCGGGATATGCGGCACCCTGGGCGGCCCCTGGCGTACCGCTGAAGGCGATAAAATGGATGTTCCAGCGCCATGCGCCGCTGGCGGTGCGTCTGGATGGCACCCCATTTCAA- STY1931 100 STY3928 61.386 STY1931 99.1 STY3928

STY1493 65.049 STY3785 59.804 STY1493 17.86 STY3785
ATGACGCATGTTTCATGTGGTATCACTATTTTGCTTTTAATGGTGGCGCGCTTGATTATTCGGCTGAAATATCCCACGCCGCCCATTGTTCCTCGTCCAAAACCGATGATGACCGGAATGGCGCATTTAGGACATCTGGTGATTTACCTGTTATTTATCGTGCTGCCTGTTATTGGTCTGGTCATGATGTATAACCGCGGCAATCCCTGGTTCGCATTTGGCATTACTATGCCGCATGCCGCCGAAGCTAACTTTG+ STY1431 100 STY1868 65 STY1431 74.75 STY1868
ATGGCTAAAATAATACAAATGTTAAAAGGAGAAGTTTTTATGACGCCAACAACAACACAAGATTATAGCTCATTGGGTCAGGAACACGCTGTGACCTTTGGCAAAACGCAACTGACCCTCAAACCCGGTATACTGGCTGAAGGCGAACCATTACCCTGCACAAAGGGGCTGGTGAGCCATAATTTATTACCGGGTTACTGTATCCCGGGGATAAAAAAGCGGATTATTGTCGTCCCGTCACTGGATACGCCGGTTT+ STY1397 100 STY0402 50.98 STY1397 97.3 STY2475
ATGATGAAACAGATTCAGGAACAAACGGCGCTAAATCCCCTTCACTCTCACTGGCGTCTGGCTGATGACCGCAACGTGCTGTATCTCTCCCCGACAGGTGAAACGGATGCAGAAAAAACGGTTGAGCTATCGCCGGAGCAAGCCGGGCGTATCCGGGAAATAACGGCGATTACGTCCAGTCTGCTGATAACGTTGTTGATAGAAAAACAGGTTACCGCTGTGCACCTGGTAGGCCGTAAGATTAATAACCGTGAA- STY1349 100 STY2248 69 STY1349 99 STY4188
ATGACAGAACCATTAACCCTATTGATCGTTGAGGATGAAACGCTGCTGGCGGAAATGCACGCAGAATATATCCGCCATATTCCTGGCTTTAACCAGATATGGCTGGCGGGCAATCTGGCGCAGGCGAGAATGATGATTGACCGGTTCAAACCTGGATTAATTCTGTTGGATAATTATCTGCCGGATGGGAAGGGGATTACGCTGCTGCATGAATTAATGCAGTCGCGCTATCCCGGCGGCGTCGTGTTTACGACCG+ STY0675 100 STY0061 67 STY0675 98.7 STY0061
ATGATTGCGCGTATCTGGTCGGGTGAATCCCCGCTATGGCGGTTACTGCTGCCGCTCTCCTGGCTGTATGGCCTGGTGAGCGGGGCGATTCGTCTGAGCTATAAGCTTGGTTTGAAACGCGCCTGGCGAGCGCCGGTACCGGTGGTTGTGGTAGGGAATCTTACGGCTGGCGGTAACGGTAAAACACCCGTAGTCATTTGGCTGGTGGAAAAGCTGCAACAGCGTGGCGTGCGCGTGGGGGTCGTTTCCCGCGGC+ STY0986 100 STY1578 70.588 STY0986 98.7 STY1578



ATGCTCGATCCCAATCTGCTGCGTAATGAGCCAGACGCAGTCGCTGAAAAACTGGCACGCCGGGGCTTTAAGCTGGATGTAGATAAGCTGCGCGCTCTTGAAGAGCGTCGTAAAGTTTTGCAGGTCAACACGGAAAACCTGCAGGCGGAGCGTAATTCTCGATCGAAATCCATCGGCCAGGCGAAAGCGCGCGGGGAAGATATCGAGCCTTTACGCCTGGAAGTGAATAAACTGGGCGAAGAGTTGGATGCGGCG+ STY0961 100 STY2716 59 STY0961 99.1 STY2716
ATGTCATCACAACCGAATCAAAGCCTGATAGATGGCATTCGCTGTCTGCAATATCTGGTCTCCAGCGACCGTGCTATCGGATGTCGCGAGCTTGCCCGGCTGATGGATATTAATACCACGCGCGTTAATCGCCTGTTAATGACGATGGCCTCTATTGGACTCACGATGCAGGATGAGCACCGACGCTATTTACCCGGGCCAGGCATTCATGCTTTGGCGGCGCAGGCGATTCGCGGTTCAGCGCTGTTCTCCCATG+ STY3251 100 STY3008 61.682 STY3251 98 STY3008
ATGATGAGTAGCAATTGGGTTAAAAATGCCATTAATGAAATTAACGCTGACCACCAGCGCTCAGCGGATACGCATCTTATTCGTTTGCCCCTGTCGGCATTTCCAGGTATCCAGCTTTACCTGAAAGACGAAAGCACGCATCCCACCGGTAGCCTCAAGCATCGTCTGGCGCGCTCGCTGTTCCTTTATGGGTTGTGCAATGGCTGGATTAAAGAAGACACTCCGATTATTGAAGCGTCATCAGGCTCAACGGCG- STY0501 100 STY4144 77 STY0501 99.3 STY4144
AAAAATATGGCCAGCGATATTATCCTGAAACTTTCACAGAAGGTGAATGCGTTATTGGCGCGGGATGATGTTGACGGTGTGGTCATTACTCATGGCACTGACACGCTCGATGAAACCGCCTACTTTCTTAATTTGACCGTGAAAAGCGACAAACCGGTGGTGTTTACCGCTGCAATGCGGCCCGCGTCGGCAATCAGCGCCGATGGCGCAAGGACAGCCAGGGCTGGTGTCTGACTCGCTCAACCCGGCGAAGGCG+ STY4203 100 STY4202 84 STY3259 33.75 STY4203
ATGGCTTTTATCTCCTTTCCACCACGTCATCCCTCATCGTCAGCCCGCCTGCCGCTGACGCTGATCGCGCTTGACGACTGGGCGCTGTCGTCCATTACCGGCGTAGACAGTGAAAAGTATATTCAGGGCCAGGTCACCGCTGACGTAAGCCAGATGACTGAACAGCAACACCTTCTCGCCGCCCACTGCGATGCTAAAGGTAAGATGTGGAGCACTCTGCGACTGTTCCGTGAGCGCGACGGTTTCGCCTGGATT+ STY3204 100 STY3204 99
ATGAAACTCATCGGTAGCTACACCAGCCCTTTTGTGCGCAAAATCTCTGTTCTGCTGCTCGAAAAGGGTATTACCTTCGAATTTATTAATGAACTACCTTACGAGGCGGATAACGGCGTGGCGCAATACAACCCTCTGGGTAAGGTGCCAGCGCTGGTGACGGAGAAAGGGGAGTACTGGTTCGATTCGCCGATCATCGCGGAATATATTGAACTGCTGGATATCGCGCCAGCGATGCTCCCGCGTGACCCGATGG+ STY4112 100 STY0703 65.686 STY4112 99.5 STY0703

STY4036 99 STY2775 72.816 STY4036 69.19 STY2775
ATGAAATTGACGCAACGTCTCAGCCTGCGCGTCAGGCTGACGCTTATTTTCCTGATTCTGGTCTCCATCACCTGGGCAATTTCCAGTTTTGTGGCCTGGAGAAAGACGACGGATAATGTCGATGAGCTGTTTGACACACAGTTGATGTTGTTCGCCAGACGGCTTAGCACCCTCGATCTTAACGAGCTCAACGCCCCGCAGCGCATGGCGCATACGCCAAAGAAATTAAAACATGGGCATATCGATGACGATGCG+ STY3355 100 STY4490 77 STY3355 99.23 STY2911
ATGTTGGCGCAACTGACCATCAGCAATTTTGCTATCGTTCGTGAGCTTGAGATCGATTTTCAGAGCGGAATGACCGTCATTACTGGTGAAACCGGCGCGGGTAAATCTATTGCGATTGATGCCCTGGGTCTGTGTCTGGGCGGTCGCGCTGAGGCCGATATGGTCCGTACCGGAGCGACCCGCGCCGATTTGTGTGCCCGCTTTGCGCTGAAAGACACGCCTGCGGCATTGCGCTGGCTGGAAGAAAACCAGCTT+ STY2870 100 STY4280 62.264 STY2870 99.1 STY4897
TTGCTCCTTCATGGGCTGGTTGCCGCGGTGATTTTATTGATGCCCTGGCCGCTGAGTTATACCCCGTTATGGATGATACTACTGTCGCTGGTCGTGTTTGACTGTGTACGTAGCCAGCGCAGGATTAATACCTGCCAGGGAGAGATCAAGCTACTCATGGACGGGCGCTTACGCTGGCAGGGACAGGACTGGACGCTCTTGCGTCCTCCCTGGTTACTGAAGAGCGGGATGGTGTTGCGTTTACGCGCAGAGTCTG- STY3202 100 STY0747 55.14 STY3202 82.82 STY0747

STY2337 59.804 STY2337 5.17
ATGCGCGGATTACGTAATATTTATAACCTCGGCGTCAAAGAACTGCGCAGTCTGCTGGGCGACAAAGCGATGCTGGCGCTGATCGTCTTCGCCTTTACGATTTCGGTTTACTCCTCCGCGACCGTCCTGCCCGGTTCGTTGCATCTTGCCCCTATCGCCATCGCCGATATGGATCAGTCACAGTTGTCGAACCGTATTGTGAATAGTTTTTACCGCCCGTGGTTTCTGCCGCCGGAGATGATTACGGCAACGGAA+ STY4225 100 STY0851 67.647 STY4225 98.5 STY0851
ATGAGGGACACTGTGGACCCCGTATTTTCTCTCGGCATCTCATCATTATGGGATGAACTGCGCCATATGCCAACCGGCGGCGTCTGGTGGGTTAACGCCGATCGCCAGCAAGATGCCATCAGCCTGGTGAATCAAACGATTGCGTCACAAACGGAGAATGCAAATGTCGCCGTCATCGGCATGGAAGGCGATCCTGGCAAAGTAATCAAATTAGATGAATCTCACGGTCCGGAGAAAATCCGCTTATTTACCATG- STY4178 100 STY0114 64.078 STY4178 99.1 STY0114
ATGTCCGTTAACGCCATCGAGCCGGCAGATGCGCAACCGGTTGCGCAGACGCAAAACAGCGAATTAATTTACCGTCTTGAAGATCGCCCGCCGCTCCCTCAAACCCTTTTTGCCGCTTGTCAGCATCTGCTGGCCATGTTTGTCGCGGTAATTACGCCAGCGCTGTTAATCTGCCAGGCGTTGGGTTTACCGGCGCAGGATACTCAGCACATTATCAGCATGTCGCTGTTCGCCTCCGGCGTAGCCTCTATTATT- STY4046 100 STY2738 66.981 STY4046 99.3 STY2738
ATGAATAAGGAATTTTCTCTGTCCAGACCAACATTTAAACGCACACTACGGCGGATTAGTATAATCAGCGTGCTGCTTACAATGACATTGATCTGGCTATTAATTTGCGTTGCGTCTGTCCTTACGCTCAAACAGTATGCGCAAAAGAATCTCGATTTGACCGCCGCCACAATGGCCCATAGCCTTGAAGCGGCACTGGTATTTTCCGATAGCGCGGCCGCAGCGGAAACGCTCGCCACACTGGGACGCCAGGGA+ STY2859 100 STY1834 82 STY2859 98.6 STY2336
GAAATGGAGTGTGAGCTGATCGTTGAGCGTACCAGCGCCGGGTTGGAAGTGGTGCGTTCAAAAGGTCGTATTGGTGGCAGGCGTCCAAAGCTCACCCCGGAACAATGGGAGCAGGCCGGACGGTTGCTTGCCGCCGGTGAAACTCGTCATCGTGTTGGATTGCTTTTTGATGTTAGCATTTCCACTCTTTACAAGAAATTCCCTGTAAATCAGTCGCGTTGA- STY4608 100 STY1366 90 STY2889 73.26 STY3695
ATGGCAAAACACCTTTTTACGTCTGAGTCCGTATCAGAAGGGCATCCTGACAAAATCGCAGACCAAATCTCTGATGCCGTGTTGGACGCTATCCTGCAACAGGATCCGAAAGCACGCGTCGCCTGTGAAACCTACGTTAAAACCGGCATGGTTTTAGTTGGCGGTGAGATCACCACCAGCGCCTGGGTCGATATCGAAGAGATTACCCGTAATACGGTGCGCGAAATTGGCTATGTGCATTCCGACATGGGCTTT+ STY3243 100 STY2115 64.762 STY3243 99.9 STY4483
ATGTCAAGTCAATATTTACGTATTTTCCAGCAACCGCGTTCAGCCATTCTGCTGATATTGGGTTTTGCCTCCGGTCTCCCGCTGGCGCTCACTTCCGGTACGCTACAGGCGTGGATGACCGTCGAGAATATCGATCTTAAAACGATTGGCTTCTTCTCGCTGGTTGGTCAGGCCTATGTGTTTAAGTTTCTCTGGTCTCCGCTGATGGACCGCTACACGCCGCCTTTTTTAGGTCGACGTCGCGGTTGGTTACTC- STY0486 100 STY0486 98.4

STY0898 60 STY0898 10.87
ATGCAGGTATTACCTCCGGGCAGCACGGGCGGCCCTTCGCGTCTGTTTATTCTGCGCCCCGTGGCCACCACTCTGCTGATGGCGGCGATTTTACTCGCCGGGATTATCGGCTATCGCTTCCTGCCCGTCGCCGCTTTGCCGGAGGTCGACTACCCCACTATTCAGGTGGTTACGCTCTACCCTGGCGCCAGCCCGGATGTCATGACCTCCTCCGTCACCGCGCCGCTTGAGCGCCAGTTCGGCCAGATGTCAGGA+ STY2340 100 STY2341 75 STY2340 98.6 STY2341
ATGACCAAAGTCGCAATTGTAACGGCATCAGATTCGGGAATTGGCAAAGCGTGTGCGTTGTTATTAGCACAAAACGGTTTTGATATTGGTATCACCTGGCATTCCGATGAACGCGGCGCGCAGGAGACGGCGAAAAAAGCGGCGCAGTTTGGTGTGCGGGCAGAGACCATTCATCTTGACCTGAGCCAGTTACCCGAGGGCGCGCAGGCCATTGAACATCTTATCCAGCGCCTGGGGCGCGTTGACGTGCTGGTCA- STY2401 100 STY1550 60.377 STY2401 98.7 STY0642
ATGTGGTTACTTGACCAGTGGGCAGAGCGTCATATTATCGAGGCACAGCGTAAAGGCGAGTTTGATAATCTGCCTGGCCGCGGCGAACCGCTTATTCTGGATGATGATTCTCATGTGCCAGCGGAACTTCGTGCGGGTTATCGCTTACTGAAGAATGCGGGCTGTCTTCCCCCTGAACTGGAGCAGCGCAGAGACGCTATTCAGTTACTTGATATCCTCAACAGTATCCGGGAAGATGACCCTCAATACCATCAGG+ STY4385 99 STY2460 61.111 STY4385 97.8 STY2460
ATGACGGCATTGCTTGAACTGTGCAATGTGAGCCGCAGCTACCCCTCCGGAGAAGAGCAGGTGGCGGTGTTGAAAGATATCTCCCTGCAAATCCACGCCGGGGAGATGGTGGCGATCGTCGGCGTTTCCGGTTCTGGAAAATCAACGCTGATGAATATCCTCGGGTGCCTGGATAAACCGACCAGCGGCACTTATCGGGTGGCGGGGCGGGACGTCTCGACGCTGGACCCGGACGCGCTGGCGCAGCTGCGGCGT+ STY0938 100 STY0924 76 STY0938 99.2 STY0985
ATGCAAAAGCTCAAGCAGCAGGTATTTGACGCTAACATGGATTTGCCCCGTTATGGACTGGTGACGTTTACCTGGGGCAACGTCAGCGCTATCGATCGCGAACGCGGGCTGGTGGTGATTAAGCCAAGCGGTGTCGCCTATGAAACCATGAAGGTAGATGACATGGTGGTGGTGGATATGGATGGCAAAGTGGTGGAGGGTCGTTATCGTCCTTCTTCCGATACCGCTACCCATCTGGCGCTGTATCAACGCTATC+ STY4744 100 STY4119 78 STY4744 97.7 STY4119
GTGATAATCATAAGATATCTGGTGCGGGAGACGCTCAAAAGCCAGCTGGCGATACTCTTCATCTTACTTTTGATCTTCTTTTGTCAAAAGTTAGTGAGGATTCTCGGCGCGGCGGTTGACGGCGATATTCCCGCAAATCTGGTGCTCTCGCTTCTGGGGCTGGGCGTACCGGAAATGGCGCAGCTCATCCTGCCTTTAAGCCTGTTCCTGGGGCTGCTGATGACGCTGGGCAAACTGTATACCGAAAGTGAAATT+ STY4817 100 STY0429 62.136 STY4817 98.8 STY2973
ATGAAAGCGCTACTGTGGCTGGTTGGTCTCGCGTTGCTGTTAACAGGCTGCGCGAGCGAAAAAGGAATTATCGATAAAGAGGGATATCAGCTTGATACCCGACATCGGGCGCAGGCGGCCTATCCGCGCATTAAAGTCCTGGTGATTCACTATACGGCGGAAAACTTTGACGTTTCGCTGGCGACGTTAACGGGTCGCAACGTCAGTTCGCATTACCTGATTCCCGCAACCCCGCCATTATATGGCGGTAAACCGC+ STY0927 100 STY2538 62.745 STY0927 98.7 STY3493
GTGCAGTTAACGAGTTTCACCGATTACGGCTTACGTGCGCTAATCTATATGGCGTCGTTACCAGATGGACGAATGACCAGCATTTCTGAGGTGACAGAAGTCTACGACGTGTCCCGTAATCATATGGTCAAAATTATCAATCAGCTTAGCCGGGCGGGCTTTGTCACCGCCGTTCGGGGAAAAAATGGCGGTATCCGCCTGGGTAAACCGGCTAATACTATTTGTATTGGCGATGTGGTGCGTGAGCTGGAACCCT+ STY4724 100 STY4724 99.8
ATGAATACTCTTGTTCTCCCTAAAACACAGCATTTGGTGGTCTTTCAGGAAGTCATTAGAAGTGGTTCTATCGGTTCTGCCGCAAAATCGTTAGGGTTAACCCAACCCGCCGTCAGTAAAATCATTAGCGATGTTGAGGCCTATTTTGGCGTTGAGCTAATTGTACGCAAAAATACCGGCGTTACGTTGACCGAAGCGGGACAGGTACTGCTTTCCTGGTCTGAATCTATCACCCGCGAAATGAAAAACATGATC- STY3428 100 STY3763 56 STY3428 98.7 STY3763
ATGAGCCAGAGAATTACTATTGATCCGGTAACCCGTATTGAGGGTCATTTACGCATTGACTGCGAAATTGAGAACGGCGTCGTATCCAAAGCATGGGCGTCCGGCACCATGTGGCGCGGTATGGAAGAGATCGTGAAGAACCGCGATCCGCGCGATGCGTGGATGATTGTGCAACGTATTTGCGGCGTTTGTACGACAACTCACGCGATCTCCTCCGTTCGTGCGGCGGAAAGCGCGCTGAATATTGATGTTCCC- STY3318 100 STY1525 75 STY3318 98.9 STY1525
ATGAGCGTGATTTATCAAACCACCATCACCCGCATCGGCCAGAGCGCGATGGAGGCGCTCGGCGAAAAGATGCTGATTACGTTTCGGGAAGGCGCGCCGGCGGATATCGAAGAATTTTGCTTCATCCATTGTCATGGCGAACTGACCGGCGCGCTGCAGCCTGGCGCGCGGTGTGAACTGGGCCAACATTGCTATCCGGTCACGGCGGTCGGCAGCGTAGCCGAGCAAAACCTGCGTGAACTGGGGCATATCACCT+ STY2955 100 STY4720 71 STY2955 97.5 STY1948
ATGGCGATAGACACACCTTCCGGCGTACAGCTACGCATTCGGGGCAAAGTACAGGGCGTCGGTTTTCGTCCTTTTGTCTGGCAGCTGGCGCAGCAGTTGCAATTACACGGCGACGTGTGTAATGACGGCGACGGCGTCGTCGTTCGGCTGCTGGAAGATCCGTCGCAATTTATTGCCGCGCTCTATCAGGATTGCCCGCCGCTGGCGCGCATTGACAGCGTTGAACACGCGTCGTTGGTATGGGAGCGCGCACCG- STY2964 100 STY2964 98.8

STY0385 64 HCM2.0017c 60.377 STY4386 23.04 HCM2.0017c
ATGTTTACCTTTATCAAAAAAGTTATCAAAACCGGCACGGCGACCTCGTCTTATCCGCTGGAGCCGATTGCGGTTGATAAAAACTTCCGCGGCAAGCCGGAACATAATCCGCAGCAGTGCATCGGCTGCGCCGCCTGCGTTAATGCCTGCCCGTCGAACGCGCTGACGGTGGAAACCGATCTTGCGACCAATGAGCTGGCGTGGCAGTTCAATCTTGGCCGCTGCATCTTCTGCGGTCGCTGCGAAGAGGTGTGCC- STY2970 100 STY2717 59.223 STY2970 98.3 STY2717
ATGTTTACTATCAACGCAGAAGTACGTAAAGAGCAGGGTAAGGGTGCGAGCCGCCGCCTGCGCGCCGCTAACAAGTTCCCGGCAATCATCTACGGCGGTTCTGAAGCCCCGATTGCTATCGAACTGGACCACGACCAGGTGATGAACATGCAAGCTAAAGCTGAATTCTACAGCGAAGTTCTGACCCTCGTTGTTGACGGTAAAGAAGTAAAAGTTAAAGCTCAGGCTGTACAGCGTCACGCTTACAAACCGAAGC+ STY2461 100 STY0532 58.252 STY2461 100 STY0532
ATGCAGGATCTTAGCGGCTTTACGGTGCCGAAAGGGTTCCGCGGCGCTAATGCGCTAAAAGTACAATTATGGTGGGCGGTACAGGCGACATTATTCGCCGGATCGCCGCAAATATTGTATCGCTGGCGAGCCTTTTTGCTGCGTCTGTTTGGCGCCAAAATTGGAAAAAATGTGGTTATTCGACCGTCAGTAAAAATTACCTATCCGTGGAAATTAACCGTCGGCGATTATGCCTGGATAGGCGACGACGCTGTGT- STY2322 99 STY1152 51.923 STY2322 98.6 STY1152
ATGTTTAGGTTTAACCCTTTCGTTCGGGTAGGGCTTTGTATGTCCGCAGTTACGTTGGCCTGGCCGGTTGCCGCGGCAACGGATGATGGTGAAACCATGGTCGTTACCGCGTCCGCCATCGAACAAAATCTGAAAGATGCGCCAGCAAGTATCAGCGTCATTACCCAGCAAGATTTACAGCGCAGGCCCGTGCAAAACCTGAAAGATGTCCTGAAAGAGGTGCCGGGCGTACAGCTCACTAACGAAGGGGATAAC+ STY2434 100 STY2894 71 STY2434 98.9 STY2894
ATGAAACAAAAAGTGGTTAACATTGGCGACATTAAGGTGGCAAATGACCTGCCGTTTGTGCTGTTTGGCGGTATGAACGTGCTGGAGTCACGCGATCTGGCAATGCGCATTTGTGAGCACTACGTAACCGTTACCCAGAAGCTGGGTATTCCTTACGTGTTCAAGGCCTCTTTTGATAAAGCCAACCGTTCCTCTATTCACTCTTACCGTGGGCCGGGTCTGGAAGAAGGGATGAAAATCTTCCAGGAACTCAAAC- STY1897 100 STY3378 68.627 STY1897 98.6 STY3176
ATGCGTATTCCCCGCATTTATCACCCTGAATTGTTGACGTCCGGTACGCAGATTTCGTTATGCGAAGATGCGGCCAACCATATTGGTCGTGTACTGCGCATGGGAGCGGGACAAGCGTTACAGCTGTTTGACGGCAGCAATCAGGTATTCGATGCTGAAATCATTAGCGCCAGTAAGAAAAGCGTTGAAGTGCAAGTGATGAAAGGCGAAATCGACGATCGTGAATCGCCGCTACATATCCATCTGGGCCAGGTGA+ STY3247 100 STY0961 64.706 STY3247 92.72 STY0961
ATGCAGACGTTAACCAGAGTACTGCCGCCTCTCCGGCTGATTATGTTTTGTCAGTCAGGCGAAAATCCTACGCAGTTTCCGGATACCGGCGGCCTTTGCGTGGAGGACTGCGTTCGTCTCAGGACACCAGAAGGGCTGCTGGATCGGTTGCGTCGGTGGCCCGGCGCGATGGTGATATCCGCCGGACGGCCATCAACCCAGCTTCTGCTGTGGCAACAGGTTTTTCTGCGTTATCCGCGGACAGTGGTTTTTTGCA+ STY0758 100 STY2373 68.224 STY0758 99.7 STY2373
ATGAGTAAACCGTTCAAACTGAATTCCGCTTTTAAACCTTCTGGCGATCAGCCGGACGCTATACGTCGTCTGGAAGAGGGGCTGGAGGACGGGCTGGCGCATCAGACGTTATTGGGCGTGACCGGCTCCGGGAAGACATTCACCATCGCCAACGTCATTGCGGACTTGCAGCGGCCAACGATGGTGCTTGCGCCCAATAAAACCCTGGCGGCGCAGCTCTACGGCGAAATGAAAGAGTTTTTCCCGGAAAACGCG+ STY0831 100 STY0831 99.4

STY3213 54.902 STY3213 4.8
ATGACCGTAAAGCAAACTGTTGAAGTCACCAATAAGCTGGGCATGCATGCCCGGCCTGCCATGAAGCTTTTCGAACTGATGCAGGGTTTTGACGCCGAGGTGCTATTACGCAATGACGAAGGCACCGAAGCGGAAGCAAACAGCGTCATCGCTCTGTTAATGCTCGACTCCGCCAAAGGGCGTCAGATCGAAATTGAAGCCACCGGCCCGCAAGAAGTTGAAGCGCTGGCGGCGGTTATCGCGCTGTTCAATTCCG+ STY3503 100 STY3503 99.3
ATGTCTACACCCGCGAATTTTAACGGTCAACGCCCTGCCATTGATGCTAACGACGCAGTCATGCTGCTGATTGACCACCAAAGTGGCCTGTTTCAGACCGTCGGCGACATGCCGATGCCGGAATTACGCGCGCGCGCCGCGGCGCTGGCTAAAATCGCTACCTTATGCAATATGCCGGTCATTACTACCGCATCCGTACCACAGGGACCAAATGGTCCGCTGATTCCGGAAATCCATGCGAATGCGCCCCACGCGC- STY4025 100 STY0948 85 STY4025 98.4 STY0948
GTGTTAGTTTCCAGCAACGTTACCATGCAGTTCGGCAGTAAGCCGCTGTTCGAAAATATTTCCGTCAAATTTGGCGGCGGCAACCGTTACGGCCTGATCGGCGCCAACGGTAGCGGAAAGTCCACTTTTATGAAAATCCTCGGCGGCGACTTGGAGCCGACGCTGGGCAATGTTTCCCTCGATCCGAATGAGCGCATCGGTAAGCTGCGTCAGGACCAGTTCGCTTTTGAAACATTCACCGTACTTGATACTGTC+ STY0879 100 STY4339 71.287 STY0879 98.85 STY1083
ATGAAAAAACACACCCAGCTGTTAAGTGCATTAGCGTTAAGTGTCGGATTAACTCTTTCGGCACCGTTTCCAGCCCTTGCATCGATACCAGGCCAGGTGCCAGGCCAGGCGACGCTGCCAAGCCTTGCCCCTATGCTGGAGAAAGTGCTGCCTGCTGTCGTCAGCGTAAAAGTCGAGGGAACCGCCACCCAGAGCCAAAAAGTGCCGGAGGAGTTTAAAAAATTCTTTGGCGAGGATCTGCCAGACCAGCCGTCC+ STY3528 100 STY0231 89 STY3528 99.2 STY0231
ATGTTTAGCGAAATAATGCGTTATATCCTCGACTTAGGCCCAACGGTGATGTTGCCTCTGGTGATCATCGTGTTCTCTAAACTGCTGGGAATGAAGCTTGGGGATTGTTTTAAATCGGGTTTGCATATTGGTATCGGCTTCGTGGGTATTGGTCTGGTCATCGGCCTGATGCTGGATTCTATCGGCCCCGCGGCGAAAGCCATGGCGGAACATTTCCAAATCAATCTCCACGTTATTGACGTCGGCTGGCCGGGT+ STY3443 100 STY1450 66.346 STY3443 99.2 STY4000
ATGTCATCTAAATGGATTACCTCTTTATTTAAAAGCGTAGTATTAACCGCGGCATTGGTCACTCCTTTTGCGGCATCGGCTTTTACCGAGGGCACAGATTATATGGTTCTGGAGAAACCAATTCCTAATGCGGATAAAACGCTGATTAAGGTATTTAGCTACGCCTGCCCTTTCTGCTACAAATATGACAAAGCCGTAACAGGTCCGGTTTCTGATAAAGTCGCCGATCTCGTTACGTTCACCCCGTTCCACCTGG+ STY3371 100 STY3883 64 STY3371 98.8 STY3883
ATGAAAATGACTTTTTGCCGGGCCGTGTGTCTGGCAGCGGCTTTTTTACTTATGGGCTGCGATGAGGCTCCCGAAACGACAACAGCGTCACCTGCCGCTCAGGTGCTGGAAGGTAAAACGATGGGAACCCTCTGGCGGGTGAGCGTGGTTGGTATCGATGCGAAACGTGCCGCAGAGTTACAGACTAAAATCCAGACTCAGCTTGATGCTGATGATTGGTTGCTTTCTACCTATAAAAATGACTCCGCGCTGATG- STY2492 100 STY2160 60.577 STY2492 98.4 STY2160
ATGAATAAGTATATGTTTCGATGGCCAATTCGAGTTTATTACGAAGACACGGACGCCGGCGGTGTGGTTTATCACGCCAGCTATGTCGCTTTTTATGAAAGAGCGCGCACGGAGATGCTGCGTCACCATCACTTCAGCCAACAGGTGCTGCTGGCGGAGCGGGTCGCCTTTGTGGTGCGCAAGATGACGCTGGAATACTATGCGCCTGCGCGGCTCGACGATATGCTTGAAGTTCAAACAGAAATTACGTCAATGC+ STY0790 100 STY0113 52.941 STY0790 99.8 STY0113
ATGCGATTTTCCAGATTTATCATCGGATTGACCACCAGTATAGCGTTCAGCGTTCAGGCCGCGAATATTGACGAATACATCAAACAGCTTCCGGCCGGCGCCAACCTCGCGCTGATGGTGCAAAAGATTGGCGCGCCCGCGCCGGCTATTGATTATCATAGTCAGCAGATGGCGCTTCCCGCCAGTACCCAAAAGGTGATTACCGCGCTGGCGGCGCTGATTCAACTCGGCCCGGATTTCCGTTTTACGACCACG+ STY3479 100 STY2569 61.321 STY3479 98.4 STY2569
ATGTCGAAAGATAACACTACGGAACATCTGCGCGCTGAGTTGAAATCCCTGACCGATACGCTCGAAGAAGTGCTGAGCTCTTCGGGCGAAAAGTCGAAAGAAGAGTTGAGTAAGATTCGTAGCAAAGCCGAGCGCGCGCTGAAAGAGAGCCGTTACCGCCTGGGCGAAACGGGTGATGTGATTGCCAAACAGACTCGCGTCGCCGCCGCCCGTGCCGATGATTATGTGCGCGAAAACCCCTGGACAGGCGTAGGCA+ STY3409 100 STY2542 66 STY3409 99 STY2542
ATGTCCGGTAAAATGACTGGTATCGTAAAATGGTTCAACGCTGATAAAGGCTTCGGCTTTATTACTCCTGATGACGGTTCTAAAGACGTGTTCGTACACTTCTCCGCTATTCAGAACGATGGTTACAAATCTCTGGACGAAGGTCAGAAAGTTTCCTTCACCATCGAAAGCGGCGCTAAAGGCCCGGCAGCTGGCAACGTAACCAGCCTGTAA- STY4153 100 STY1967 81 STY4153 99.5 STY0678



ATGACTGTATCTCACCACAATGCCTCTACAGCGCGCTTTTACGCGCTTCGTCTGCTTCCCGGCCAGGAAGTGTTTTCCCAATTACACGCCTTTGTGCAACAGAACCAATTACATGCCGCCTGGATTGCAGGGTGTACCGGCAGTCTGACCGACGTTGCGCTGCGTTATGCCGGGCAAGAAGCGACCACATCGCTCACCGGCACGTTTGAAGTTATCTCGCTAAACGGCACGCTTGAATTGACCGGCGAGCATCTGC+ STY3229 100 STY3413 60 STY3229 98.4 STY3413
ATGCATCAATCAACCGTTACCAGTTTGTTATTTGGCTCGCCGCTCTGTGAAAGAGGGGATGACCTGGGTACAGAGCAATGGGCGTTTGCAGGTAACGGCTTGATTAATTTCGAATTAGCAGCAAATCAGGAACGTAGCAATCCGAGTAATGTAACCTGTCTATCACTAATAACTGTCCTGAAAGAATGGGTCAATATCATTGTACTGTTACATAACTTATTAACAGGTGAAAGAGTGACCCCATAA+ STY0774 100 STY3878 50.962 STY0774 62.8 STY3878
ATGTATTCATCCCGCTCCCGTTCTGCGCCTGCGCCTTTTTACGAAACGGTGAAACAGGACATCTGTAAAAAAATAGCCGGCGGCGTCTGGCAGCCGCACGATCGCATTCCGTCGGAAGCTGAACTGGTCGCTCAGTATGGCTTTAGCCGAATGACCATCAACCGGGCGCTGCGTGAGCTGACGGATGAAGGGTGGCTGGTGCGTTTACAGGGCGTGGGGACGTTTGTCGCCGAACCGAAAGGCCAGTCCGCACTGT+ STY0822 100 STY0167 78.431 STY0822 98.8 STY0167
ATGATCGATTATGAAGTACTACGTTTTATCTGGTGGCTGCTGGTTGGCATTTTGCTAATTGGTTTCGCCGTCACCGATGGGTTCGACATGGGGGTGGGGATGCTCACCCGTTTCCTCGGTCGTAACGATACCGAACGTCGAATTATGATTAACTCTATCGCCCCGCACTGGGACGGTAACCAGGTGTGGTTGATCACCGCGGGCGGCGCGTTGTTTGCTGCCTGGCCGATGGTTTACGCCGCGGCGTTCTCCGGT+ STY0787 100 STY1921 83 STY0787 98.6 STY1921
ATGTCCCGAGTCTGCCAAGTTACTGGCAAGCGTCCGGTGACCGGTAACAACCGTTCCCACGCACTGAACGCGACTAAACGCCGTTTCCTGCCTAACCTGCACTCTCACCGTTTCTGGGTTGAGAGCGAGAAGCGTTTTGTCACCCTGCGTGTATCTGCTAAAGGTATGCGTATCATCGATAAAAAAGGCATCGAAACAGTTCTGTCTGAACTGCGTGCCCGTGGCGAAAAGTACTAA+ STY4066 100 STY0111 57.547 STY4066 100 STY0111
ATGTCGATTGCAACTATTGTCCCTGAGAATGCCGTTATAGGGCAGGCGGTCAATATCAGGCCTATGGAAACGGACATTGTCTCGCTGGATGACCGGCTACTCCAGGCTTTTTCTGGTTCGGCGATTGCCACGGCTGTGGATAAACAGACGATTACCAACAGGATTGAGGACCCTAATCTGGTGACGGATCCTAATGAGCTGGCTATTTCGCAAGAGATGATTTCAGATTATAACCTGTATGTTTCTATGGTAAGTA- STY2993 100 STY2993 99
ATGGATTGGGATCTCATTACTGAACGTAATATTCAGCTTTTTATTCAATTAGCAGGATTAGCTGAACGGCCTTTAGCAACCAATATGTTCTGGCGGCAAGGACAATATGAAACCTGTCTAAACTATCATAATGGTCGTATTCACTTATGTCAGATACTCAAGCAAACCTTCTTAGACGAAGAACTGCTTTTTAAAGCGTTGGCTAACTGGAAACCCGCAGCGTTCCAGGGTATTCCTCAACGATTATTTTTGTTGC- STY1707 100 HCM2.0015c 43 STY1707 98.9 HCM2.0015c
ATGTTTGCAGGTTTACCTTCACTCAGTCATGAACAACAGCAAAAAGCCGTAGAACGTATCCAGGAATTGATGTCGCAAGGTATGAGTAGCGGAGAAGCGATTGCCCAGGTGGCAGGCGAACTTCGCGCCAACCATACCGGCGAACGGATAGTGGCGCGTTTTGAGGATGAAGACGAATAA- STY1953 100 STY1953 99.4
ATGTTAAAAGTTACCACACTTATTGCTTCATTATTGGCTGCGCCGCTGGCGTTTTCCGCCTCCGCCCAGCCGCTAACTGACGTTGAATATATCAGCGTTTCTGCGGTGTCAGCAACACCGTCAATGCTTGAAGACGCTATTGCCAGACTGGCGCAAAGTAAACAGGCGTCGTCATGGAAAATTACGTCAATGCGTATTGATAATACGGGTTACGCCACTGCGATATTATATAAATAA+ STY0613 100 STY2599 60.194 STY0613 98.3 STY2599

ATGAATAACAAACCCGTAGTCGGCATTAGCGGATGTCTGACTGGCGCCGCGGTACGCTTTGATGGCGGACATAAGCGTATGGATTTTGTCATGAACTCTCTGGCGCCGTGGGTGGCCTACAAACCGATCTGCCCGGAGGTGGCGATCGGCCTGCCCGTGCCCCGCCCTGCGCTGCGTCTTATCCAGACGACCTGTGGCGACATTCGGATGCGCTATAGCCATGCCCCGCACGATGACGTCACCGAGCGAATGAAT+ STY1731 100 STY1731 99.6
ATGGCTTCATTGATACAGGTTCGCGATCTACTGGCGCTGCGGGGGCGTATGGAGGCAACGCAGATCAGCCATACGCTGCACGCTCCGCAGCCCATGATCGACGCCATGCTGAATCAACTGGAGATCATGGGTAAAGCGGTACGTATCCCGGAAGAACCGGACGGTTGCCTTTCAGGCAGTTGTAAAAGCTGTCCGGAAGGTAAAGCCTGCCTGCGCGAATGGTGGGCCTTGCGTTGA- STY4289 100 STY0138 60.194 STY4289 97.9 STY2317
ATGTCTGAAGCACCTAAAAAGCGCTGGTACGTCGTTCAGGCGTTTTCCGGTTTTGAAGGCCGCGTAGCCACATCGCTGCGCGAGCATATCAAATTACACAATATGGAAGAGCTGTTTGGCGAAGTCATGGTGCCGACTGAAGAAGTCGTTGAGATCCGTGGCGGCCAGCGTCGCAAAAGCGAACGCAAATTCTTCCCGGGTTACGTTCTGGTCCAGATGGTCATGAACGACGCAAGCTGGCACCTGGTGCGCAGCG- STY3737 100 STY2527 63.366 STY3737 99.5 STY2527
GTGGATACGGAATTGTTAAAAACTTTCCTGGAAGTTAGCCGGACACGCCATTTCGGGCGGGCCGCAGAAGCACTTTACCTGACGCAATCCGCGGTGAGCTTTCGTATCAGGCAACTGGAGAATCAACTGGGCGTAAACCTTTTTACGCGGCACAGAAACAATATCCGTTTAACCACGGCTGGCGAAAAACTTTTACCGTATGCGGAAACGCTGATGAATACGTGGCAGGCGGCACGTAAAGAGGTGGCGCATACCT+ STY3708 100 STY3220 64.078 STY3708 98.09 STY1537
ATGAAATTTAAATATGCTTTAACTTCTCTCGCATTATCTGTTGCAATTTTGTCATCAGTACCTTCTACTGCTTTCGCCATCGGCGGCGCCAGCGGCGCTAAAGTGGACTATCAGGTCCAGGGAAAAATTGGCGAAGTTGTTATGAACCCCTATGATATCGCGCCGCTAACCGCCGTTATTCGTAATGGCGGTTACCAGTTACGTGACGTGCATGTGCGGATTGTACCCAAAGAAAATGGCCAGGAGATCGCGTAT- STY3579 100 STY3370 63 STY3579 99.2 STY3370

STY4617 100 STY3685 90 STY4617 84.51 STY3685
ATGACGATTCGCTTTGCCGATAAAGCAGACTGCGCCGCGATTACCGAAATCTATAACCGTGCGGTATTACATACTGCGGCCATCTGGAACGATCGGACGGTCGATACGGATAATCGCCTTGCCTGGTATGAGGCCCGTCAATTACTGGGCTATCCGGTGCTGGTAAGCGAAGAAAATGGCGTGGTGACTGGCTATGCATCATTTGGCGATTGGCGCAGTTTCGACGGTTTTCGCTATACCGTCGAGCACTCGGTTT- STY1475 100 STY1930 61.386 STY1475 98.61 STY4908
ATGACGATTTTTGATAATTATGAAGTATGGTTTGTGATTGGCAGCCAGCATTTGTATGGCGCAGAAACCCTGCGCCAGGTCACCCAACATGCCGAGCATGTGGTCAACGCGCTGAATACCGAAGCCAAACTGCCATGTAAACTGGTATTAAAACCGCTGGGCACCTCGCCGGATGAGATTACCGCCATTTGTCGTGACGCCAATTATGACGATCGCTGCGCGGGGCTGGTGGTCTGGCTGCACACCTTCTCCCCG- STY0119 100 STY3110 59.434 STY0119 98.1 STY3110
CTACGCCTGTCAGTGAAAGATATGTCGTTTGTCGATGTCCAGGCATTGAAGGACAATCACGCGACAGGCATCGTACAGCTCAATCAGCATAATTTGCAGGTAATTATCGGCCCGCAGGTTCAGTCGGTAAAAGATGAAATGGTTGGCCTGATGAATACCGTTCAGGCATAA+ STY1657 100 STY3405 62.376 STY1657 72.46 STY0723
ATGTTCCTCGCGAACCATATTGACTGTGGTATGGTCCACCGGGAGGCACCCGGCACCGCAATTTTTTATAAAATGAAATTCACACCCTATGGTTCAGAGCTGTGTTTTTACATCAGGTGGGCAAGCATAATGCAGGTTAACTTGAAAGATACGAGCAATAACAGAAACCAGTGA- STY1876 99 STY1876 96.6
ATGAAAATCATCACACATGTAGTACCCGGTTCAGGCATGGCTGCAATATATGATGATATTGCTGACAGTTCGCGTTTTGTTATTAAAGGCAAGTTACGTCATGTTGAAAATGATCCGAAGGAACTGCTGATTTGTGTTCCGATGCGTAGTGAATGGCTATTCTACTGGATTAAAGGAGAGAAATATTGCGCTCGGCGATGGGCGCGAAAAAATATCAAGACATTGTGTAACCAGATTAAATTTGAAGAAGCAATCT- STY3003 99 STY4077 49 STY3003 97.7 STY4077
ATGGGTTTCTGGAGAATTGTATTTACGATTATTTTGCCTCCGCTCGGCGTACTTTTAGGAAAAGGGTTCGGTTGGGCATTTATCCTTAATATCCTGCTGACATTACTCGGATATATTCCGGGGCTTATCCATGCATTTTGGGTTCAGATGCGTCATTAA- STY2916 100 STY3904 77.67 STY2916 99.4 STY3904
ATGTCATATATCGTTCGTTTCACTGGGCTACTACTACTCAACGCATTTATTGTGCGCGGTAGACCGGTGGGCGGCATTCAACATTAA- STY0133 98.851 STY4928 34.483 STY0133 98.9 STY4928
GTGGCAGACATTGCCACCATCTTTCACTGGTCGCCGTCCATCACTGACGTTATGCCGCTGACTGATGTGCTGGAGTGGCGGCATAAGGCAATTCAGAGAAGCGGGGCCAGCGATGAGTGA- STY4604 95 STY2885 89 STY4604 93.3 STY2885

STY4345 37.778 STY4345 36.54
STY1533 100 STY1222 57.009 STY1533 45.55 STY1222

ATGAACCCTTCCATGCTGAACGCGACCCTACTAACAACTGCGCCATCTCGCGCAGTGGTCGTCGTGCGTGTGGTGGTGGTCGTCGGCAATGCGCCGTAG+ STY3985 100 STY1140 54.545 STY3985 100 STY1140
ATGATTACAGCGCCAGTTGAAGCCTTAGGCTACGAGCTGGTCGGCATCGAATTTATTCGCGGTCGCACATCCACACTGCGCATCTATATTGATAGTGAAGATGGCATCAATGTTGATGATTGTGCTGATGTGAGCCACCAGGTAAGCGCGGTGCTGGACGTTGAAGATCCTATCTCCGTGGCTTACAACCTTGAAGTCTCGTCACCGGGTCTCGACCGTCCTATGTTCACTGCCGATCATTATGCGCGTTTCCAGG- STY3469 100 STY0077 78 STY3469 99.8 STY0077
ATGAGTAATCGTAAATATTTCGGTACCGATGGGATTCGCGGACGTGTAGGCAATGCCCCCATTACACCTGATTTCGTGCTTAAACTGGGTTGGGCTGCCGGAAAAGTGCTGGCGCGTCATGGTTCGCGTAAAATCATTATCGGTAAAGATACGCGTATTTCCGGCTATATGCTGGAATCCGCGCTGGAGGCAGGCCTTGCCGCTGCGGGGCTGTCGGCCTCGTTTACCGGACCTATGCCAACGCCAGCCGTCGCC- STY3472 100 STY3472 70 STY3472 98.3 STY3472
ATGAATCTTGAGTCCTTACCGAAATATTTTTCACCTAAATCCATGATGCCCGGCGCAGTACCATGCGGAATAACGTCTGATACGCTGACTATTACTGACGTAATGGCATCTCTCGGGCTACTTACTGCAAAAGCCGCAGTGGGTATTGAATTGTATCTGGCAAAAGCCGGGGTTTTATCTTCTGAAAATATCATCGCCTACATCAGGCAATTAGCAGAGCAGCGTGCAGAACGGCATGGGGCATTACGGAAAATGG+ STY1036 100 STY1388 62.376 STY1036 99.6 STY1730

STY2895 64 STY0269 60.377 STY0269 13.86 STY2895
ATGAAGTATATTTATGCGGTAATGGACAAGCGCCTCTTAAGGGCGCTTTCCTTCGTGATGGCGATAGTGCTGGCAGGATGTATGTTCTGGGACCCGTTACGGTTTGCCGCCAGGACCAGCACGCTTGAAATCTGGCACGGATTATTGCTGATGTGGGCGGTTTGCGCAGGCATAATCCACGGCGTGGGTTTTCGCCCTGAATCCGTACACTGGCAAGGGATTTTTTGTCCGCTCCTTGCGGATATCGTCCTTATCG+ STY0789 99 STY0789 98.6

STY1209 64.423 STY3562 52.475 STY1209 17.25 STY3562
HCM1.177 55 HCM1.178ac 49 HCM1.177 14.45 HCM1.178ac

GTGACGATGAATTATGCCCGGGAGCTGTTTTTCCTGAGGGGAATATTATTTTCTTTTTTTTTTACCTGGCCGCGCCCGTCCTGTGATTGCGCAGGAGTGGGAGTTCATAACTCCCTTGGTGGCTGATGCCCCCGCCGAGGTGGAACTATTTTTCTTTTACTGTCCGCCCTGCTATGCGTTCTCACAGACGATGGGCGTGGCCCGGGCCATCCGGCACGTACTGCCGCACGGTGACCGGATGATCAAGTACCATGTC+ STY4845 99 STY3883 69 STY4845 93.27 STY3883
STY1878 73 STY0380 52 STY1878 60 STY0380
HCM1.109 65.385 STY2356 60.55 STY2356 17.59 STY1436
STY2077 75 STY2892 50.495 STY2077 72.02 STY2892
STY0007 100 STY2710 71 STY0007 99 STY2710
STY2203 100 STY1649 84 STY2203 74.09 STY1002
STY2307 100 STY3633 79 STY2307 98.8 STY3633
STY2439 100 STY3925 76 STY2439 99.3 STY3925
STY2447 100 STY4235 61.111 STY2447 80.99 STY4694
STY3325 100 STY1000 73.786 STY3325 98.1 STY1000
STY3394 100 STY3325 73 STY3394 94.5 STY3325
STY3423 100 STY0973 81 STY3423 98.9 STY0973
STY3528 100 STY0231 71 STY3528 99.3 STY0231
STY4023 62.617 STY4420 34 STY4023 25.08 STY4420

ATGTCGTCCAGCCAGGAATTGCGAAGTGATTTTTACCGGGAGGAAATTTTAATGGAGACTGTTTTTGACGCACTGAAAGCAATGGGAAAAGCCACGTCGGTAGAACTGGCTGCGCGACTTGATATCAGTCGTGAAGAGGTACTGAACGAGCTGTGGGAACTGAAAAAGGCTGGTTTCGTTGATAAAAGCGTATACACTTGGTGTGTGGCTGATAACAACGTTCAGCAGGAACAGCCAGAGCAGGCAGAACTGCCGG- STY2061 100 STY2810 58.333 STY2061 100 STY2810



ATGCAGCGGAAAAAATACGATCCCAATTTGCCTAAAAACTTAACATATCGAAGGAGGGACAAAGCATATTACTGGCGCAACCCTCTGACGAAAGAAGAATTTACACTAGGTAAAATTTCAAGAAGAGATGCAGTAGCGCAGGCAATTGAAGCAAATCATTATATATACAAAAACTACTCTCCTGCTGCCTTAATTGAAAAACTAAAAGGGTTCGACTCATTTACTATGGCAGACTGGATTGAACGTTACAAAACG+ STY2077 100 STY2011 78 STY2077 100 STY2011
ATGGGCGTTGTTTTTACTAAGCTACCTTTAAAAGATAATACAAGAGGATTTATCGATTTGGATATGGGGCTTGCTTTTTATCGGGATAAAGATAATGTTTTAGCTTCATTTATAGAAAATAAAACGGGTGATTTTTATAAGCCCAGGCAGGCTTATGGTGATTTGGCATCGGTAAACATGGTTATATATGACTGTATCGATTTTTATCATTCAAAAGAATTGAATATATTTTTACGTAAAATAATTTCTGAAAGAA- STY2356 100 STY2357 49 STY2356 100 STY2294
GTGGCAGATATCGCCACCATTTTTCACTGGCCGCCATCCGTTACTGACGTTATGCCGCTGACCGAAGTGCTGGAATGGCGGTATAAAGCGATTCAGAGAAGCGGGGCCAACGATGAGTGA- STY2885 100 STY3699 100 STY2885 100 STY3699
ATGATGCTAATCCTGAAAGCCTACAAATTCAGACTGGAACCAACGCCTGAACAGTCGCAGCGTTTGCGGCAGTTATGTGGTTGCGCCCGTTTTGTCTGGAATTTAGGTCTTGCGGAGACAAAGCGCATCCTTGGTTCAGGCGAAAAGTTACCTTCGGCTTTCGAGTTGAACAGGATGCTTACAGTGTGGAAAAAAATGCCGGGACACATCTTTTTACAGGATGCTTATACCGACAATCTGCAACAAAAGTTGAAA+ STY0115 100 STY0158 59 STY0115 100 STY0158
ATGTTCAGTAAAATAGTGTCATTGCTTTTGTTTACTATTTTATCCGTGAGCAGTTATGCCCAGGTTCTTGTATCAAATATCCCGGTGTTTGATTTGGCTAAATTAAATCAGGAAGGGCTTGCCGAGACACAGGCTCAGGCATTATTGGTTTTATCATTAAAAAATAAAAAATATAATATTACATTGCCTAGCGTTTTTATGGACGAGGCCTTAAAAAATGATCAGGGTAAGCCATTTCATTCTGGATATTATAGCT+ STY0312 100 STY0314 92 STY0312 100 STY0314
ATGCAACCCCATATTCGGCTTAACACAAGCATGACCCGCGCGAAATATGCGCTTTTGCCCGGCGATCCCGGGCGGGTGGATAGAATCGCCCGTTTTCTTGATAAGGCTGAGATTCTGGGGCAAAACCGGGAGTTTCGCGCGGCGCGCGGCTGGTACCAGGGGGTTGAAATAGTCGTGCTCTCCACGGGAATCGGCGGACCGTCAACCGCTATCGCCATTGAGGAGTTACGCCAGGTTGGCGTCAACACGCTAATCC- STY3644 100 STY3591 65.049 STY3644 100 STY3591
ATGCCATACCAATTGGTAGAGCTTAGCCCCGTAGCTAACGATCTTGAACAGTTAGGAACCAAAGAGAAGTTTTGGTTCTATTTCTCCGATGACACTGTAAATTTGCAGTTGTTTAAGTACTCTAGGCTAGGTACTGGCGAGCATTGGTCTGAAAAGTGTGCTGCTGAGTTATGTCATTTGCTTAACATTCCACATGCTAGCTATGATTTGGCGCGATACAATGGTCGATTCGGTGTGGTGACTCAGAATATCATT+ STY3672 100 HCM2.0070c 56.731 STY3672 100 HCM2.0070c
ATGACGCTTTATAGCGGGATGAACAATACCAGCGGCAAAGTCATTACTGATATTGACCATCTGCGCCAGTCGGTGCGGGACATTCTGCTGACGCCGCAGGGTAGCCGCATTGCTCGTCGTGAATATGGTTCCCTGCTGTCGTCGCTAATAGACCAGCCACAAAATCCGGCATTACGCCTGCAGGTCATGTCGGCAGTGTATGTGGCGCTGAGTCGCTGGGAGCCACGGCTGACGCTGGATTCCATCACCATCAACA+ STY3688 100 STY4614 87 STY3688 100 STY4614
ATGTATCTTTCTCGTATTCAACTCCGGTTTAATAATTTGCGACCGGAGATGTTGGCAAAGTGGAATTCAGCCAGGCCTTATGCCAGCCACCAGTGGTTATGGCAGCTCTTTCCGGAACAGGAATTGCGTCAGTTTCTGTTTCGCGAAGAGGCGCATGGCGGCTTTTTTATGCTCTCGGCAATACCGCCGTTATTGCAGCACTCCCTGTTTCTTATTGAAACCAAACTATTTAATCCGCAACTGACAAATGGTCTTG- STY3066 100 STY0673 55.34 STY3066 100 STY0673
ATGACATTACGTGACCCGGCGTTATTGACTCCTTTGCTAATGATGTTCGCTTTCAGTGTTCATGGCGAACCGCCTTTACCACAGGATGTGCAGCATTTTCTGAGCAATGCAGAGATGTGCCAGCATCTGGCCGGCGAATGGGACAGTTCTTTACCGGAAGAGGATAAAAAAGACATAAAAAAGGGCATTAATACCTGGTGCCCTCCGGCGAAAAAAGCACTTCCTGGGTTACGGGAAAAGTACAAAGAAAACAAAG+ STY0296 100 STY0736 58 STY0296 100 STY0736
ATGAATTTTAAAGATACTCTTCCCGGGGTGTTTCTCTGTGTCGCTATGTTTGCATGTGGTCATGCCAGGGCGAATATGCTCGTTTATCCCATGGCGGCAGAAATTAATAGTAGCCGCGAAGAGGCCACCTCGCTGTTCGTCTATTCTAAATCAGATCATGTGCAATATATTCGAACAAGAATCATGCGTATTGAACACCCCGGTATGCCACAGGAGAAGGAGGTACCAGCAGGGAATGATATAGAGACAGGACTTG+ STY0345 100 STY0443 63 STY0345 100 STY0443
ATGGGAAAGCGTAAGAAAAACCGCGCAGCGGCGATGAATCAGATCCAGCATAAAAGCCAGACTTCAGCCGAAGCATTCAGCTTCGGCGATCCCGTTCCTGTTCTGGACCGCCGCGAATTACTGGACTATGTGGAATGCGTACAGATGGACCGCTGGTATGAGCCACCAGTGAGTTTCGACGGACTGGCGCGAACCTTCCGCGCCGCCGTGCATCATAGCTCACCGATTGCGGTGAAATGCAACATTCTGACCAGC- STY3674 100 STY4628 91 STY3674 100 STY4628
ATGAATAGTCTGCTGCCACCGGGTTCAACACCACTGGAGCGCCGATTGGCGCAAACCTGCAGCGGGATTTCTGATCTGCAGGTGCCGCTTCGTGACTTGTGGAATCCGGCAACCTGTCCGGTCAGTTTCCTGCCTTATCTCGCCTGGGCGTTCTCTGTGGATCGCTGGGACGAGGGCTGGACAGAAAGCGTCAAGCGCCAGGTGGTGAAGGATGCTTTTTATATTCATCAGCATAAAGGGACCACCAGTGCCGTGC+ STY3690 100 STY4612 100 STY3690 100 STY4612
ATGCGCTTATGGACAATAATATTATTTTCATGCTTTATGGTTCTTATTTCGCCTGTTTGCCGGGCTGGCGATGGCATTTGTCATGCGGTTAAAGGGACTTATATTTATAACCTTAATCTCAATGACGCCCGGATTCCCGCAGAAAAAAATAAAGCCGGAACAGAGGTCAGGGATCTGGAGACATTAACATCGTCAGAATCATATAAAGTTGGCTGTAGCTGTTTGACCCATTTTTCATCGACGTTTCGTGAAGTC+ STY3922 100 STY0029 62.136 STY3922 100 STY0029
GTGAAACCCGGAGGCGCTGATAGAGAAGATAAATCTCCGGCAATCATCATCGAAGCATGGACTGCCGGAGAAAATAGAAAACAATATGTATATATTTACGTACTAAAAAACGAACTTATCACAAAAATAAAAGCATAA+ STY1367 100 STY1367 100
ATGGCAAAAAGTACAAAAGGTGCAAAACGTATCAAGGCCGCAGCAGCACTCTGGGTGCCGGGGACACGTGAAGAGGTCATTGAGGGCATCAGACTGCTCGGTGACGCACACCGTGAACTGGTCAGGGCTGAAACAGAAATGAATGACGCCATTGGCGATATCACCGCACGTTATGCCCCGCTCACCGAGAGCCTGAAAAAACGCATGGCCGAACTGCAGTCCGGTATTCAGACATGGTGTGAGGCACACCGTGATG- STY1601 100 STY1601 100
ATGGCTTCCGATAACCTGGTCAGTATCACCATTAACGATAAATCCCTGCGCCGGAGCCTCCGTGCGCTGGATCTGGCTGCCACAGACATGGAGCCCGCGATGCGCAAAATCGCCGGAACCCTGCTGGCGGAAACACAGTTTAACTTTCTTGATGAGGGGCGTCCGGAGTGGATGCCCTCGCTGGCAGCGGAAGAACGTGACGGGCAGACACTGCAGGATACCGGGCGTCTGATGGGGTCAGTATCAACCGACCATG+ STY1618 100 STY0102 59.048 STY1618 100 STY0102
ATGATGATGGTGCTGGGATTGTACGTGTTTATGCTGCGCACTGTGCCGTATCAGGAACTGCTGTATCAACGCAGCTGGCGACATGCGGCAAACAGCCGGGTCAACCGACGTCCATCCACGCAGTTTCTGGGACCGGACAACGACATGCTGACGCTTTCTGGTGTTCTTATGCCGGAGATAACGGGCGGCAGACTGTCGTTGCTGGCTCTGGAGCAGATGGCAGAACAGGGAAAAGCATGGCCCCTGATTGAAGGCA- STY2883 100 STY3701 100 STY2883 100 STY3701
ATGGATTTAACCAAAGAGAAATGGCTTCCCGTCATATTCTCAAACGGCGATAAAAAGAAAATATCATTACGCGATCTTCTGGATAACCGCATTCAGGATCTTGCCTATCCTCGGGCTGACTTTCAGGGGGCGGCATGGCAAATGCTGATTGGTATTTTACAATGTACCGTCGCGCCGGAAGATAAAGAAGAATGGGCAGATATCTGGCATGAAAGTATCGAATTCGAACAATGGGAGAAGGCGTTAAATACGATT- STY3070 100 STY2393 61 STY3070 100 STY1383
ATGAACACGACACTGACCCCCGCAGACCTCGATCCCCGTCGGCAGGCCATGCTGCTGTACTTTCAGGGATACCGCGTAGCCCGCATTGCTGAAATGCTGGGCGAAAAAGTTGCAACCGTTCACAGCTGGAAAAAACGCGACAAGTGGGGCGACTATGGGCCGCTGGATCAGATGCAGCTCACCACCGCCGCACGTTACTGCCAGCTCATCATGAAGGAGCAGAAAGAAGGGAAAGACTTCAAGGAAATTGACCTG+ STY3675 100 STY4627 100 STY4627 100 STY3675
ATGAGCTTGCACTCTACATTTAAAAAAATATCGCCAACCACCCTACTCAAACAAGAGGATTGGGAGGGGCTATGCCTCTATTTCAGTCAGCATCCCGAAAAAGTGCGAGATAGTGCTGGAAATGAGCAAAACATTATTCTCTTCGCTATCGCGTGTTTGCGTAAAGATGAAACAGATGTCGGGCTGACTTTGTTGTCTGACCGTGTGCTGACGGCAAAGAATGGCCGTGATTTATTACGACGCTGGGTTATTTCG- STY4651 100 STY4651 100
ATGGGGATTCTGGCGCAGGAAATGAAGCGGCTTGCACAACAGGCGGGCGGCAGCCATAAGACCGTTCACGATCGCATTAAGCTGGCGCAGGGCATCACGAAGCGTTCCCTGCAAAACGAGATGGCGGCGGTACGTTGCATTCTGAAACAGGCCGGGCGTGACAGGCTGGCGCAGAGTGAGCGGCTGAACAACCGTTCTCTTGGTCTGTCTGGCGCATCCCGCAACGGTACAAAGCTGGCTATCACGCCGGAGCACT+ STY4676 100 STY4586 63 STY4676 100 STY4586
GTGCACCTGTTACTTGCGCAATGGTTTCATGACCTTTGCAGCTATCGAGTAATGGTGGCTCAGGCGGGGCCGACTTCGGTCGGGCCGGTATCCGTTAGAGCCGGTATTTCCACCCCCGTCTGGGCTACCACCACTGAGCGTGGAAACTCCGGTGGTAGCATAACCTGCTATCTAACGGAGGTTGCCCTTATGGCTACGATCCTCACCCCGTCATACCCGCAGTTTGTCTTTGTGTTTGCCGCTGTTCGTCGCGCAG+ STY4829 100 STY4828 96 STY4829 69.57 STY1226
ATGGTCAGTATTTTGCTGACAACATCATCGATGGCAGCACTCAATGTGATTGCTGATCTTGGCGGAGAACCAACAGCGCCGCTTTTTGATGCCATCAATAATAAGAACAACGAGTTCACTCCGCCGAGGTCACTGAACGCCACGGGCGCGTCTGTAACCGCAGCCCCTGCGGATGTAAGTGATATGCTGCCCGTAACCACACCGGAAATGCGTGCAGGGAAAGTGGAAGCCCGTGAGTTAAATCTGAACGGGATGA+ STY4560 100 STY2604 60.952 STY4560 100 STY2604
ATGAGATCTCAATCCATTTTATCCGTCTGTCTCATGCTGGGTATCGTCAGTTCGGGACCGTTAAGTGCTGCATTACTGGATGCCCCCACGTTGAGTGGTGATGGATATGGAAAGTCAGTAAATGGCGCGGTTAGTGACAAGCTGTTTTACAGCATTGGTGGTGGTTCGGTGATTTCCACTCCCGGGACGATGTACGGAATGAAACGTATCGGGCTGGATGCCGGACTGAGCAGTGATTTGATGTGTGGCAACTTT+ STY4577 100 STY1489 60.396 STY4577 100 STY1489
ATGAACAATAACGATCTGGTCGCCAAGCTGTGGAAACTGTGCGACAACCTGCGCGACGGCGGCGTCTCCTATCAAAACTACGCCAATGAACTCGCCTCGCTGCTGTTTTTGAAAATGTGCAAAGAGACCGGTCAGGAAGCGGACTACCTGCCGGAAGGCTACCGCTGGGATGACCTGAAATCGCGCATTGACCAGGAGCAGTTGCAGTTTTACCGTAAAATGCTGGTGCATCTGGGGGAAGATAAGAAAAAACTG- STY4883 100 STY0486 62 STY4883 100 STY0486
GTGGCAGTGAGTAAAATCACATTACATTATGCACAAACCACCGGCGGCTCGAATGAGGCCGCCGCAGCCTTTCCATGGAATACCCCAAAAAAAGCGGTTAACCCGTATCTGGACCCGGCGGAATTTGCGCCGGAGTCTGCGCTTTCAAACCTGATCGCTCTTTACGCTGTGGATAACGAGCAGGAGCAGTTGCGCCGTGAGACGCTGAGCGATGAGGTCTGGGAGCGCTATTTCTTCAATGAATCCCGTGATCCT- STY4635 100 STY3668 95 STY4635 100 STY3668
ATGATTACGCAGGAAGAAAAGTTAGCTGCACTAGGAAAAACGTGTTTAACATTAAAACAAGAGAAGAAGCTTGCGCAAGCTGTTGCGTTAATTGACAGTGAATTACCGACTGAGGCTTTAACTTCATTAGCGATGCTAAAAAAAGCAGAGTTTCTTCATGATGTCAATGAAACGGAGCGTGCATACGCGCTCTACGAAACGCTGATTGCACAAAACAATGATGAAGCACGTTATGAGTATGCACGTCGTTTATAT- STY4656 100 STY4656 100
ATGACGCAACAGGACTGGCATCCCGCCGACATTATCGCGGGGTTGAGAAAACGGGGCACCTCGCTGGCGGCGCTGTCCCGTCAGTCGGGGCTGGCGTCCTCAACGCTGGCAAATGCGCTGATAAGGCACTGGCCCAAAGGCGAAAGGCTGATTGCCGAAGCGTTGGGTATTGCGCCAGAGCAAATCTGGCCTTCCCACTACCGCAAGCCTGAAAATTACTAA+ STY4673 100 STY2605 66 STY4673 100 STY2605

GTGAGCCTGATGCGTTTTCAGCGAAGAGCGATGACCCTTCGCCAGCGTTTAACGCTGACAATTGGTCTTATTCTGCTGGTGTTCCAGCTAATCAGTACCTTCTGGTTATGGCATGAAAGCACTGAGCAAATCCAACTGTTCGAGCAGGCGCTGCGGGATAATCGCAACAACGATCGCCATATCATGCACGAAATTCGCGAGGCGGTCGCCAGCCTGATCGTCCCCAGCGTATTTATGGTTAGCCTGACGCTGCTG- STY4490 100 STY3355 76 STY4490 98.7 STY3355
STY4821 55 STY4680 52 STY4821 7.76 STY4680

ATGTTTTATCAGGATCCTTTTGACGTCATTATTATTGGCGGGGGTCATGCAGGCACTGAGGCCGCGATGGCCGCAGCGCGTATGGGTCAACAGACTCTGCTTTTGACACACAATATTGACACGTTGGGGCAGATGAGCTGCAACCCGACGATCGGCGGTATTGGCAAGGGACATCTGGTAAAAGAGGTGGATGCGCTCGGCGGTCTGATGGCGAAAGCGATCGATCAGGCAGGTATTCAGTTTAAGATACTAAAC+ STY3904 100 STY1256 69 STY3904 98.5 STY1256
ATGAAGCAAGGTTTGCAACTCAGGCTTAGCCAACAACTGGCGATGACGCCTCAGCTACAACAGGCCATCCGTCTGTTGCAGTTGTCTACGCTGGAACTTCAGCAGGAACTCCAGCAAGCGCTGGAAAATAACCCGCTGCTTGAGCAAACCGATCTTCATGACGAAATCGACACTCAGCAACCTCAGGATGACGATCCTCTCGATACCGCCGACGCGCTCGAACAAAAAGAGATGCCGGAAGAGCTGCCGCTTGAC+ STY3499 100 STY3499 99.2
ATGACGCAAACTTATAACGCTGATGCCATTGAGGTACTCACTGGGCTTGAGCCGGTACGCCGCCGCCCGGGGATGTACACCGATACGACCCGCCCCAACCATTTGGGTCAGGAAGTAATTGATAATAGTGTGGATGAAGCACTGGCAGGTCACGCCAAACGCGTGGATGTCATTTTACATGCCGATCAATCGCTGGAAGTGATTGACGACGGACGCGGGATGCCGGTGGATATCCATCCGGAAGAGGGGGTTCCG- STY3359 100 STY3943 80 STY3359 99.3 STY3943
ATGTACGCGGTTTTCCAAAGTGGTGGTAAACAACACCGAGTAAGCGAAGGTCAGACCGTTCGCCTGGAAAAGCTGGACATCGCAACTGGCGAAACTATCGAGTTCGCTGAAGTTCTGATGATCGCAAACGGTGAAGAAGTCAAAATCGGCGTTCCTTTCGTTGATGGCGGCGTAATCAAAGCTGAAGTTGTTGCCCACGGTCGTGGCGAGAAAGTTAAAATCGTTAAGTTTCGTCGCCGTAAACACTACCGTAAGC- STY3483 100 STY2668 61.386 STY3483 100 STY2668
ATGAACGTGAGCGTTGTGACTGAACGGCGTACGCCAGCGTACTCATCGCTGGCGGCTGGCGAACTTAATGGGTTGGTTGCAAGAGCGCTGCTGACGGAAGCCAGGCTGACACCAAAACCCGGTCTGGTCGATATTCGTAATTCGGGAGCGCATAGGGATATGGATCTGGCGGCATTTGAACGTAGCACTACCGCCATTGCTCCGTGGATGGAAAAGTTTTTTATCATGGGCAACAACACGGCGGCGCTGGCGGCAG+ STY0072 100 STY0668 68 STY0072 99.6 STY0668
ATGATCAAACAAAGGACACTTAAACGTATCGTTCAGGCGACTGGCGTCGGTTTACACACCGGCAAAAAAGTCACCCTGACATTACGCCCTGCGCCGGCCAATACCGGGGTCATCTATCGTCGCACCGACTTGAATCCACCGGTAGATTTCCCGGCCGATGCCAAATCTGTGCGTGATACCATGCTCTGTACGTGTCTGGTGAATGAGCATGATGTACGGATTTCAACCGTTGAGCACCTGAACGCTGCTCTGGCG+ STY0154 100 STY0154 99.6
ATGAAGACGTTTTTCAGACCCGTGTTGTTTGGCAGCCTGATGGCCTTATGCGCAAATAGCTATGCGCTTACTGAATCCGAAGCTGAAGATATGGCCGATTTAACGGCGGTTTTCGTTTTTCTGAAAAATGACTGTGGTTACCAAAATTTACCCAACAGTCAGATTCGCCGTGCGCTGGTCTTTTTTGCCCAGCAAAATCAGTGGGACCTGAGTAACTACGACACCTTCGATATGAAATCGTTGGGCGAAGACAGCT- STY0189 100 STY1670 59.406 STY0189 99.4 STY1670
ATGACTGACTCACACTATATTGGCCGTTTCGCGCCGTCGCCATCCGGCGAACTGCATTTCGGCTCGTTAATCGCCGCCCTCGGCAGCTATCTACAAGCCCGTGCGCAACGCGGAGTTTGGCGCGTTCGCATAGAGGATATCGACCCCCCACGTGAAGTTCCCGGTGCCGCAGCGACCATTCTGCGCCAGCTGGAACATTACGGCCTGCACTGGGATGGCGAGGTCTTATGGCAATCACAGCGTCATGAGGCTTATC- STY0210 100 STY2459 62.5 STY0210 94.18 STY0387
TTGCTGAAGTATCGCCTGATTTCTGCTTTTGTGTTAATACCCGCGGTCATCGCTGCGCTTTTTTTATTGCCGCCGGTGGGGTTCGCCATTATTACGCTGGTTGTCTGTATGCTGGCCGCGTGGGAATGGGGGCAGTTAAGCGGTTTCGCCGCGCGTTCACAGCGGGTTTGGCTGGCGGTGCTGTGTGGTCTGTTATTGGCGCTGATGTTATTTTTGTTGCCTGAGTATCATCACAACATTCGTCAACCGCTGGTTG+ STY0245 100 STY2501 76.238 STY0245 99.2 STY2501

STY1555 100 STY2424 62.857 STY1555 56.69 STY1520
GTGAGGCGATTGCCGGGGATTTTATTGCTCACTGGAGCCGCGCTCATCGTCATTGCAGCGCTGCTGGTTAGCGGGCTGCGCCTGGCGTTGCCTCATCTTGACGCCTGGCGTCCAGCTATCCTGAATAAAATTGAGTCCGTGACCGGCGTGCCGGTGGCCGCCAGCCAACTCTCCGCAAGCTGGCAAAATTTTGGCCCTACGCTGGAAGCGCATAATATTCATGCCGCCCTGAAAGATGGCGGCGAGCTGTCGATA+ STY3549 100 STY2694 64.356 STY3549 98.8 STY2928
ATGTTCGTTGCAGCCGGGCAGTTTGTGGTGAGTTCTGTATGGGAAGAGAATGTGCAAGTTTGCGTTTCGTTAATGGCTCAGGCGGCGGGCCGCGGCGTATCGCTTCTGGTGTTGCCTGAGGGGATATTAGCGCGAGATGACATCGACCTTGACCTGCCGATTCGCGCCGCGCAGCCGCTGGATGGCGCGTTTATGACGCGGCTTCTGGAAGAAAGCGCTCATAATAATATGACGACGATATTCACTATCCTTGTCC+ STY0680 100 STY2651 61.538 STY0680 99.2 STY2651

STY2911 52.83 STY2258 51 STY2911 7.84 STY2258
ATGCGTACGTTTAGTGGCAAACGTAGTACGCTGGCTCTGGCTATCGCCGGTATCACAGCAATGTCGGGGTGGATCGTTGTTCCGCAGGCGCAAGCCTCCGGCTTTTTCGACGACTCCACGTTAACGGGCGGCATCTATTATTGGCAGCGTGAACGCGATCGCAAAGATGTGACCGACGGCGACAAATATAAAACTAACCTTTCTCATGCGACCTGGAACGCTAACCTGGATTTTCAGTCTGGTTACGCTGCGGAT+ STY0725 100 STY2244 62.5 STY0725 99.4 STY2244
ATGAACATTGATTTAAATGCGGATTTGGGCGAAGGTTGCGCCAGCGACAGCGAATTATTAACGCTGGTCTCCTCCGCTAATATCGCCTGTGGTTTTCACGCCGGTGATGCGCAAACCATGCTGACCTGCGTGCGCGAGGCGCTGAAAAACGGCGTGGCGATCGGCGCGCATCCCAGCTTTCCGGATCGGGATAATTTTGGGCGGACGGCGATGGTTTTGCCGCCGGAAACGGTATACGCCCAGACGCTGTACCAAA+ STY0754 100 STY2475 64.815 STY0754 99.2 STY2475



ATGTTCGGTTCTTGCCAGGCGTACAGCCGCGAGCTGGTGATGGCAACGACCTTTTCACCCAGCGCGACCGCCTGGATTATCCAGCGCTGGCAGACGGAGCCGGGTTCCGTCATGATTCGTACGCTCAACCGTACCAGCGGTTCTTTAGAGCAATTACTTGATACGGCGAATGCGGAAAATGTCGATCTGATCCTGACGTCATCCCCCATGCTGTTGCAACACCTTCAGGAGCACCAAAAGCTGGCGCTATTGGAT- STY2635 100 STY2635 99.4
ATGAAATTATTAATTTTAGGCAACCACACATGCGGCAACCGTGGTGATAGCGCCATTATGCGCGGTTTGCTTGATGCCATCCGTCAACAGGCGCCAGAGGCGGAGATGGATGTGATGAGCCGTTTCCCGGTGAGTTCCTCCTGGTTGCAGGGGCGACCGATTATTGCCGACCCGCTGTATCAATTAAGCCAGAAACAGCAGGCGGCGGCAGGGCTTAACGGTCGGGTGAAAAAGTATTACGCCGTCGTTTTCAGC- STY2311 100 STY2164 60.194 STY2311 98.8 STY2164

STY0676 61.386 STY0270 50 STY0676 9.69 STY1615
ATGACAGACAGTACCCTGACGCCGCCAGCGGCGGACATGATGTCCTTTTTGTCCACCACGCCGGAACATAAGGACAGTGAATATGAAACGCCGGTACACACCAGCCAGCGCACGGAACTCAATGTCATCGTTGAAGACGGTCCGGACAGCAAACTCCGGCTGGCTGAAATCAGCGCGGCGGCTAACCCGTTGCTCGCCGCTGCCCGGCCTTTATTGTGCGCTCTCGCAGCCATGCCCGCTAAACTGGATGCGGCC+ STY0305 100 STY4157 56 STY0305 98.9 STY4157

STY1242 73 STY0723 66 STY0723 18.48 STY1242
ATGCAGCGTTCACTCGATAGTCTGGCTGGTATGGCTACATCTGCTTTTGGCGCGGGGACTTCTGCTGCTATGCGGCAAGCTACCTCGCCCAAAACCATTCTGCAACATATCATTAACTTTTTTACCTGTGGTGGGATACGTCGGAGAAATGAAACACAATATCAGGAATTGATAGAGACTATGGCTGAAACATTGAAAAGTTCAATGTCTGACAGAGGTGCTCCGTTGCCAGAAAACATCATCCTGGATGATGTG- STY2897 99 STY1117 60.784 STY2897 95.4 STY1117

STY1682 68.317 STY1682 44.84
ATGGAAACTCCTGTTTCACGCAGTGCGTTATATGGAAAACTGGCCGGCCCACTATTCCGGTCGCTGGAATCGGCAACGGCATTTTGCAAACTACGCTCTAATCCCTGGGGTGAGCTGACTCACTGGCTGCACCAGTTAACACAGCAGCCCGATAACGATATTCTCCACGTTCTTCGGCATTACCAGATCCCTCTTTCTGATGTGGAGAAAGCGTTACTCCGGCAACTGGATATGCTGCCCGCCGGGGCCAGCGCC+ STY0294 100 STY2849 73.267 STY0294 98.09 STY2849

STY2954 65 STY2485 63.366 STY2954 21.49 STY4255
ATGAAATTGATAATAATTCTTCTTCTCGCGTTATTCCCGTTATGTTCATCTGCCAGCAATCATTATGCCCTTGTTTTTGAAAATAACACGATACTGCTTGTTTTAAATCTTAAATGTTCCCCCTGTGATTTAAACTGCGCAAATATTCAATACCAGCTTTTCAATAAAGAGACGGAGTCTGTTATTTCAGGGGCTGCCAAGCCTGTGACAACGGGCATCGAAAATAATTTTCGTGGTTATATGATGCGTAATAATA+ STY0368 100 STY0368 97.7
ATGCCAATAACTAACGCGTCCCCAGAAAATATATTAAGATATTTGCATGCGGCCGGTACCGGTACGAAAGAAGCAATGAAAAGTGCAACTTCACCACGCGGTATACTGGAATGGTTTGTCAATTTTTTTACCTGTGGTGGAGTAAGAAGAAGCAATGAAAGATGCTTTTGGGAGGTAATTGGAAAACTGACCACATCATTATTATATGTAAATAAAGATGCTTTCTTCGATGGTAATAAAATATTTCTGGAGGATG- STY1117 100 STY2897 61 STY1117 98.5 STY2897
ATGTATCGCATTGGTGAGCTGGCAAAGCTGGCAGACGTAACGCCTGATACCATTCGCTACTATGAAAAACAGCAGATGATGGATCATGAGGTACGTACTGAAGGCGGGTTTCGTCTGTATACCGAAAACGATCTGCAGCGTCTCAAGTTTATTCGTTATGCGCGGCAGTTGGGTTTCACGCTTGAGTCGATCCGCGAACTTTTATCGATCAGAATTGATCCTGAGCACCATACCTGTCAGGAGTCAAAAAGTATTG+ STY4386 100 STY4610 60.784 STY4386 97.7 STY0545
ATGCAAGCGCGTGTAAAGTGGGTTGAAGGACTCACGTTCCTCGGAGAGTCCTCCTCCGGCCACCAGATTTTAATGGATGGTAACTCCGGTGACAAAGCGCCGAGCCCGATGGAGATGGTATTAATGGCGGCTGGCGGATGTAGCGCTATTGATGTGGTATCAATTCTGCAAAAGGGCCGTCAGAATGTCACCAACTGCGAAGTGAAGCTAACATCCGAGCGCCGGGAAGACGCGCCGCGCCTGTTTACGCACATTA+ STY4332 100 STY2837 60.952 STY4332 98.3 STY4115
ATGACTGAATCTACATTTCCGCAATATCCCCGTTTAGTCCTCAGCAAAGGGCGAGAAAAATCTTTACTCCGCCGCCACCCATGGGTCTTTTCCGGCGCCGTATCCCGTCTGGAAGGCAAAGCCAACCTCGGTGAAACTATCGATATCGTCGACCATCAGGGAAAGTGGTTAGCACGCGGCGCCTGGTCGCCAGCCTCCCAGATCCGCGCGCGCGTCTGGACATTTGATAAAACAGAATCCATTGATATTGCGTTT- STY1103 100 STY2617 61 STY1103 99.1 STY2617
ATGACAAGTGACTACAAGGTCAGACTGCGCCCGCTTGAGCGTGAAGATTTACGATTTGTCCACCAGCTTGATAATAATGCCAGCGTTATGCGTTACTGGTTTGAAGAGCCGTATGAGGCTTTTGTCGAACTGTCGGATCTCTACGACAAACACATCCACGACCAAAGCGAACGGCGCTTTGTCGTCGAATGCGACGGTGAAAACGCCGGACTGGTAGAACTGGTGGAAATTAACCATGTGCATCGGCGGGCGGAAT+ STY1561 100 STY3539 62.857 STY1561 99.3 STY3583
ATGAAAGTAGCAAAAGACCTGGTGGTCAGCCTGGCCTATCAGGTACGTACAGAAGACGGTGTGTTGGTTGATGAGTCTCCGGTGAGTGCGCCGCTGGATTACCTGCACGGTCACGGCTCCCTGATCTCTGGTCTGGAAACCGCGCTGGAAGGCCATGAAGTTGGCGACAAATTTGATGTCGCTGTTGGCGCGAACGACGCTTACGGCCAGTATGACGAAAATCTGGTGCAGCGTGTGCCTAAAGACGTCTTTATGG+ STY4343 100 STY2513 62.857 STY4343 99.3 STY0057
ATGGCTTTTAAAACCTGGCAAATAGGATTGCATATTCAGCAGCATGAAGCGCTGGCCATCGCCGTTATTCGCGGCGCATCGGGCTGGTCCCTGCAACGTTGGTGGCGACTGCCGCTGATGAACGCCTCCACGGCAGAGGGTACGATTCCTGACCCGCAATCGCTGGCTCACGTACTGCGACCCTGGAGCCGCGAGCTGCCGCTACGTCACCGTATTTATCTCTCTTTTCCCGCAAATCGGACATTGCAACGCGCTT+ STY4304 100 STY1334 65.138 STY4304 99 STY3127
ATGGAAAGCAAAGTAGTTGTTCCGGTGGAAGGTAAGAAGATCACCCTGCAAAACGGCAAACTCAACGTTCCTGAGAATCCGATTATCCCGTTTATTGAAGGCGATGGTATCGGTGTTGATGTCACTCCAGCCATGCTTAAAGTGGTCGATGCCGCCGTCGAGAAAGCCTATAAAGGCGAGCGTAAAATTTCCTGGATGGAAATTTACACCGGAGAAAAATCCACACAGGTTTACGGCCAGGATGTCTGGCTTCCC+ STY1278 100 STY3342 63.208 STY1278 99.4 STY0131
ATGATTGGCCTGAGACTGGACGGTTACGATCCCGACCTTCACCACGATGCCGCTGTGGCCTTTTGTATTCGCGCCAGGGATGATGAACTGTTTAGCCCTCGCCATCAGCATCGCAAGGGACAGTTGATCCTCGCTCTGCACGGCGCGATCACCTGTGAGGTGGAAAATGCGATGTGGATGGTTCCGCCCCAGTATGCCGTCTGGCTCCCCGGCTCGCTGCCGCACAGTAATCATGTGACCGCAGGGGCGGAGCTGT- STY1839 100 STY3539 62.376 STY1839 97.7 STY4403
ATGGAAGGTGCTGATTTATTGACCGCGGGAGTGTTGTTCCTCTTCGCGGCGGTAGCGGCGGTGCCGCTGGCCGCGAGGCTGGGCATCGGCGCGGTGCTAGGGTATTTGCTGGCGGGAATCGCCATCGGTCCGTGGGGGCTGGGATTTATCAGCGATGTTGACGAGATCCTGCACTTTTCCGAACTGGGCGTCGTGTTTCTGATGTTTATCATTGGTCTCGAACTCAATCCGTCACGGCTTTGGCAACTGCGGCGC+ STY4341 100 STY0101 77.228 STY4341 99.2 STY0101
GTGGGCCCAGTAATGTTGAATGTCGAAGGATGTGAGCTGGATGCGGAGGAGCGCGAGATACTGGCGCATCCGCTGGTTGGCGGGCTTATTCTGTTCACGCGTAATTACCATGACCCGGAACAGCTGCGCGAATTAGTGCGCCAGATTCGGGCGGCATCGCGTAACCATCTGGTGGTGGCCGTCGATCAGGAAGGCGGGCGCGTACAGCGTTTCCGTGAAGGGTTTACCCGCCTGCCCGCGGCGCAATCTTTTTTT+ STY1249 100 STY3998 60.396 STY1249 99 STY3998
ATGATGGCACTCAGAACCTTGTCAGCACTTCCCGTGTTTGCTGATTCTCTTTTCTCTGACCGTTTCAACCGTATTGATAGACTTTTCAGTCAATTAACAGGAGATACGCCAGTCGCTGCGACGCCAGCTTACGATCTGCAAAAGCGCGATGCGAATAACTATCTGCTTACCGTGAGCGTTCCTGGCTGGAAAGAGGAAGAGCTTGAAATTGAAACGGTTGGCGGCAACCTGAATATTACGGGTAAACACACTGAAG- STY1871 100 STY3342 88 STY1871 98.9 STY1377

STY3188 65.094 STY0354 62.136 STY2762 51.25 STY3188
ATGCAAAATATTACCGATTCCTGGTTTGTCCAAGGCATGATTAAAGCCACGTCTGATGCGTGGCTGAAAGGGTGGGACGAGCGTAATGGTGGCAACCTGACGCTGCGCCTGGATGAAGCAGACATCGCGCCATTTAGCGCCGATTTCCACGAAAAACCACGCTATATCACGCTAAGTCAACTCATGCCGCTGCTGGCGAATACACCGTTTATCGTTACCGGCTCCGGCAAATTCTTCCGCAACGTTCAGCTCGATC+ STY3828 100 STY3495 62 STY3828 96.1 STY3495

STY1630 82 STY1630 30
ATGATGAATCCATGGCGACGCTATAGCTGGGAAATTGCGCTGGCAGCCTTATTGATCTTTGAAATTCTGGCTTTCGGTCTGATTAATCCACGTTTATTAGATATTAATGTCTTACTTTTTAGCACTAGCGATTTTATTTGTATCGGTATTGTCGCTTTGCCGCTAACAATGGTTATTGTCAGCGGTGGTATGGATATTTCATTTGGTTCTACAATCGGGCTATGCGCGATTACCCTGGGTGTGCTGTTTCAGCTC- STY3794 100 STY3895 63 STY3794 99.6 STY3895

STY3951 62.037 STY3951 11.55
ATGCCTGGTAAACGTATCGCTCGTGAAAAACTGACGATCAAAAAAATGATCGCGCTGTATGAAAGCCAGTGTCCACAGGCGTCAGCGGTGCAGGGGCATTACGACGCGCTGTTCGCCTACGCGCAAAAACGTCTTGATAAATGCGTATTTGGCGAGGAAAAACCCGCCTGTAAGCAGTGCCCGGTGCACTGCTATCAGCCGGCTAAACGCGAGGAGATGAAGCAGATTATGCGTTGGGCAGGTCCGCGAATGCTTT- STY2982 100 STY2875 58 STY2982 99.1 STY2875
ATGACAACAGGAACTGATTTTCATGTCGGCATTGTGGGGCTTGGCTCAATGGGAATGGGCGCTGCGCGTTCATGCCTGCGCGCCGGGCTTTCCACATGGGGGGCCGATCTTAACCCGCAAGCGTGCGCGAATCTGCTCGCTGAAGGGGCTTGTGGGGCTGCCGCCAGCGCCAGGGAGTTCGCCGGCGTCGTGGATGCGTTAGTCATTCTGGTCGTCAATGCCGCCCAGGTCAGACAGGTGTTATTCGGTGAGGATG- STY3043 100 STY3430 63 STY3043 55.62 STY3430
ATGCCAACTAATACATTAGATAAAATTAGGCATAGTTTGAGTTGTGTGGCTGTTTTATTTGGTTTGTTCGGCATTTTTGTTTTTGCCTCATTTTCGCCTTCCTATGCCTGGCTTTATTTGGGAGGTCTGGCTGCGCCTTTTATATATAGTATTGTTTTTGTCTACGCGATTGCCGCCTGGAGTATTTATTCAAAGTATTATCCGTTTTTATCATTGGGCCGCTTATCATTTGTGGAATGTTTTGTTCCGGCGCTGG- STY2608 100 HCM1.190 61.165 STY2608 98 STY2226
ATGCCGGATAAGTGTAACGTATTAAAAAATATAAAAATATTCTTACTGGCCTTCTGCCTGACCGTTCCGGCTATTCTGCTATCTCGTCTCATTTCTCCCCGCGCCACAATTGATTCCAGCTATATCTTTCTGGCCTGGCTACCGCTCTGCGTCATGTTTTCCGTGCTGTTTTTATTTGGCCGCCGTGGCGTCGCGCCGATGGTAGGCGGAATGATGTTGACTAATGAATGGAATTTTCATTTACCTCTGCCACAG- STY2651 100 STY2744 70 STY2651 98.8 STY2744

ATGTCTGATATCGATGCGCTACGGGCGTTAACGTCGCAAATGACACAGGAAGGCATTCGCCGTTTACTGGTCATCAGCGGCGATGCGGCGTGGTGCCGGGAACGGGCCGAGGCGATACGCGCTGTATTGCCCGGTGACTGGTGGGTCGCGCCTGACGCGCCCGCCCAGCCGCGCTGTACGCCACAGGCGTTACAAACGCTGCTGGGCCGTGAATTTCGTCATGCGATATTTGATGCCTGGCAGGGCTTTGACGCC- STY2723 100 STY2373 60.396 STY2723 97.5 STY2373
ATGAATAAAACCCGTCAAAAAGAGCTGACCCGCTGGTTAAAACAGCAAAGCGTAATCTCCCAACGGTGGTTGAATATTTCCCGCCTGTTGGGGTTCATGAGTGGCGTATTAATTGTCGCTCAGGCCTGGATCATGGCGCGTATCCTGCAACATATGATCATGGAGAACATTCCACGGGAAGCGCTGTTGCTCCCTTTTATCCTGCTGATACTGATCTTTGTCCTCCGCGCCTGGGTGGTGTGGTTGCGCGAGCGC- STY0955 100 STY2678 67.961 STY0955 98.6 STY0954

STY2469 95 STY3691 75 STY2469 24.41 STY3691
ATGAAGCCAGGATGTACTCTGTTTTTACTGTTGTTTTCTGCTCTCACCGCCAGCATAACGGCGCACGCGCAGCTCTCTTCATCGACCACGACAGCGCCCTATCTGCTGGCGGGCTCGCCAACCTTTGATCTTTCTATTAGCCAGTTTCGTGAGAACTTTAACCGCCAGAATCCCGATCTGCCGCTCAATGAATTTCGCGCCATTGAGAATAGCCGCGATAAGGCGAATCTGACCCGCGCCGCCAGTAAGATTAACG+ STY3788 100 STY3788 99.8
ATGAAAAAAACACATCTGCTCAGCGTGCTGGCGCTGGGTATTAGCGCGGCCTGCCATGCCGAAACATATCCAGCCCCTGTTGGGCCTTCACAATCTGACTTTGGCGGCGTGGGCCTGCTGCAAACGCCGACAGCGCGTATGGCGCGTGAAGGGGAGATGAGCCTGAACTATCGCGATAACGATCAGTACCGCTACTACTCGGCTTCGGTTCAGCTTTTCCCGTGGCTGGAAACCACGTTGCGCTATACCGATGTC+ STY4421 100 STY3402 61.538 STY4421 99.1 STY3402
ATGACAAGTTTACCGACCCCAATTATCGGCCTGATCGTTGCCGTTTTCGTGCTGGTATGGCTGGTGTTACGCACCCGTGTTCATGCGCTGATCGCGATGCTGGCGGCGGCCTGCATCGCCGGTCTGTTGGGGGGAATGGGCATTGATAAAACGCTCTCTGTCATCACCAGCGGATTCGGTACGACGCTGGGCAGCATTGGCCTGGTGATTGGTCTCGGCGTAATGATGGGGCGCTTGCTGGAGGTTTCCGGCGCG- STY3038 100 STY4284 69 STY3038 98.6 STY4284

STY3065 86 STY0752 78 STY3065 73.08 STY0752
TTGGGATTTATAAAGCAATCAACCTCATCACATGCCCGTTTAAATGTGCCTACGCTGGTGCAGGTTGCGGCTATGGCGATTATTTTGATTCGCGGTCTCGATGTGCTGATGATTATGAATACCCTCGGCATACGCGGGATGGGCGAGTTTATTCATCGCAGCGTGCAGACGTGGAGCTTAACCCTGGTCTTTCTGGCCAGCTTAGTGCTGGTCTTTATTGAAATTTATTGTGCGTTTTCGCTGGTGAAAGGCCGTA+ STY0914 100 STY0914 83.12

STY2723 61.386 STY4928 59.223 STY1036 24.34 STY2723
STY0380 67.647 STY2940 62.5 STY0380 21.36 STY1235

ATGTCTGAACAAATTGTCACACCTGAAAGCAGTACCCCGGTAGTTCTTAACAACGAAACAAAAATCAACCTGCTGGATCTAAACCGTCAGCAGATGCGCGAGTTTTTTAAAAACTTAGGTGAAAAACCTTTCCGCGCCGATCAGGTGATGAAATGGATGTATCACTATTGCTGCGATAATTTTGATGAGATGACCGACATCAACAAAGTGTTGCGCGGCAAATTAAAAGAGGTCGCGGAAATTCGCGCGCCGGAG- STY2770 100 STY1551 51.485 STY2770 98.5 STY1551
ATGGTAAATGTTCGTCAGCCCAGGGATATTGCGCAAGTGCTGCTATCGGTGCTGTTTTTAGCCATCATGATTGTGGCCTGTTTGTGGATAGTACAGCCTTTTATTTTGGGGTTTGCATGGGCAGGTACGATTGTTATCGCGACCTGGCCCGTTTTGCTGAAATTACAAAAAATATTGTGGGGCCGCCGCTCGCTTGCCGTACTGGTCATGACGCTGCTGTTAGTGCTGCTCTTCGTTATTCCCGTCGCCTTGCTG+ STY1759 100 STY1768 60.952 STY1759 99.6 STY1768
GTGAAAAACAGAACTCTGGGCAGTATTTTTATCGTGGCAGGCACCACTATCGGCGCCGGGATGCTGGCAATGCCGCTGGCAGCGGCTGGCGTTGGTTTCAGCGTCACGCTGGGATTGTTGATTGGTCTGTGGGCGCTGATGTGTTATACCGCGCTACTATTACTGGAAGTATATCAACATGTTCCGGCGGATACCGGGCTGGGCTCGTTGGCAAAACGCTATCTTGGACGTTACGGACAGTGGCTTACGGGATTC+ STY2145 100 STY3460 64 STY2145 99.2 STY3460
TTGAGTACCAGGGAGGACAACGCCACCCGTAGCATGGGCGGTAAATTAGCGTTATGGGTTTTTTATACCTTTTGCGGCTACTTCATCTGGGCGATGGCGCGTTGCGTGTGGCTGATGTCCGCCATACAAACCGAGCCGGTTCTCGGCCCAATCAGCACTCCTGGCAGCGCAACGGAAAAATGGCTTAACGCGCTTTCGCTGGGCGTCGTCTGGCTTATTCTGGGGAGTATTGCCTGGTACACCCGGCCTCGCAAAA- STY2202 100 STY2949 62.745 STY2202 97.33 STY2949

STY2973 56.075 STY2973 19.56
STY0176 63.462 STY4289 62.745 STY3075 5.26 STY4071

ATGAATAAAATCGCCGAACTCAAACGCGCCAAACGCCTGGCGCTCTCACTGTTGCTGATAGCCGCCGCGACGTTTGTGACCACGCTTTTCCTGCCGCCCAGTTTTTGGGTGCTGAGCGTAAAAGCTATTGCCGAAGCGGCGATGGTTGGCGCGCTGGCGGACTGGTTTGCCGTGGTGGCGCTGTTTCGCCGCATTCCCATTCCGTTTATTTCACGACATACGGCGATTATTCCCCGTAACAAAGACCGAATCGGC- STY4873 100 STY3448 64.423 STY4873 98.6 STY3448
ATGAATTTATCCCGTCAGGAACAACGTACCTTACACGTTCTCGCCAAAGGCGGACGCATTACGCACATCCGCGATGCGTCAGGCCGCGTCACCGCCGTTGAGTGCTATAGCCGCGAAGGGTTGTTGCTCGCCGATTGCACGCTCGCTGTATTCAAAAAACTCAAAACCAAAAAGCTGATCAAATCCGTTAACGGTCAGCCCTACCGCATTAATACAACCGGGCTGAACAACGTTCGCGCCCAGCCTGACAATCGCT- STY4857 100 STY4648 90 STY4857 99.6 STY4648
ATGAGCTGGATTGAACGAATTAAAAGCAACATTACTCCCACCCGCAAGGCAAGCATTCCTGAAGGGGTGTGGACCAAGTGTGATAGCTGCGGTCAGGTTTTATACCGCGCTGAGCTGGAACGTAATCTTGAGGTCTGTCCTAAGTGTGACCATCATATGCGCATGTCGGCGCGCAATCGCCTGCATAGCCTGTTAGATGAAGGTTCCCTTGTGGAGTTGGGTAGCGAGCTGGAGCCGAAAGACGTGCTCAAGTTT- STY2597 100 STY2597 98.8
ATGTTACACATTGTGGTGAAGCGTTTTATTATTTATGGCGGGATATTTTCCGCCATAAATTTTTCTGCCTGGAGCGCCGAATATACGCCTTCCTGGTCCCAGCGCCAGCAACAATCTGCAGCATGTTTTATGACCGGCGATGAAACCTGCATGACGTTTATTGATGATGCGGTGAGGCTGGCCTCGCGGCAATATGGCAAACGCTCAATACAGCTTGTTCGTAGCCTGCTATTACAAAGCGATATTTATCAATGG+ STY1268 100 STY1964 52.941 STY1268 98.1 STY1964



ATGGCTCGCGTAAAACGTGGTGTAATTGCACGCGCACGTCACAAGAAAATTTTGAAACAAGCCAAAGGCTACTACGGTGCGCGTTCTCGCGTATACCGCGTTGCCTTCCAGGCAGTTATCAAAGCTGGTCAGTATGCTTACCGTGACCGTCGTCAACGTAAGCGTCAGTTCCGTCAACTGTGGATTGCGCGTATCAACGCAGCAGCACGTCAGAACGGTATTTCTTACAGCAAATTCATCAACGGCCTGAAAAAAG- STY1775 100 STY0305 63.107 STY1775 100 STY0305
ATGGGTTTGTTCGATAAACTAAAATCTCTGGTTTCTGATGATAAGAAAGACACCGGAACTATTGAGATTGTTGCCCCGCTCTCTGGCGAGATCGTCAACATCGAAGACGTGCCGGATGTAGTTTTTGCTGAAAAAATCGTTGGTGATGGCATCGCTATCAAACCAACCGGTAACAAAATGGTCGCCCCTGTTGACGGTACCATCGGCAAAATCTTTGAAACCAACCATGCGTTCTCTATCGAATCCGATAGCGGCA+ STY2670 100 STY0723 72 STY2670 100 STY0723
ATGACGACAGCCCTTTCACCACGCGGCAAACAGGGCGCTTTACTGATTGCCGGTATTTTGATGATAGCCACTACGCTACGCGTAACATTTACCGGCGCTGCGCCGTTGCTGGAGACAATCCGTACGGATTACGGTCTTTCCACCGCCCAGACGGGCCTGCTAACAACCTTGCCGCTTCTGGCGTTTGCACTGATTTCGCCGCTGGCGGCCGGTATTGCCCGCCGGTTTGGGATGGAACGCAGTCTGTTTGCCGCA+ STY1840 100 STY1956 78.431 STY1840 98.6 STY3519
ATGAAAACCGGCGCGCTAGCCACCTTCCTTGCTCTCTGTTTGCCGGTGACTGTTTTTGCCACAACGCTCCGTTTGTCTAATGAGGTTGATCTGCTGGTGCTGGACGGCAAAAAGGTGTCCAGCTCTTTATTACGCGGCGCAGAGAGCATCGAACTGGAAAACGGGCCGCATCAACTCGTTTTCCGGGTGGAAAAAACCATCCGCCTGCCCGGTAATGAAGAGCGGCTTTATATTTCTCCGCCGCTGGTGATAAGCT- STY1099 100 STY3307 54.369 STY1099 99.2 STY3307
ATGAGAAATGTAATTATATACGGTATTAACTGGACTAATTGTTATGCCCTACAGTCTATTTTTAAGCAAAAATATCCGGAAAAGTGCGTTAAAACGTGTAACTCATTAACCGCACTTTTGCATTCTCTATCCGATATGCCGGACGCCGGGCTGATTTTAGCTTTGAACCCGCATGAGCATGTTTATCTTTTTCATGCGTTGCAGGCGCGGTTGCAGAACCGTAAAGTTTTGGTAGTGGCAGATCGCTTGTATTATA- STY2987 100 STY1942 61.682 STY2987 99.1 STY1942
ATGAGTCAGTCTGACACAACGGTCTCTACCCGATTCTCCCTTCTACCGGGAAGCATTACCCGTTTCTTCTTATTGCTGATCATTGTGCTGCTGGTAACGATGGGCGTTATGGTACAGAGCGCCGTCAACGCCTGGTTGAAAGACAAAAGCTATCAAATTGTCGATATCACTCACGCTATTCATAAACGCGTGGACACCTGGCGGTATGTTACCTGGCAAATTTATGACAACATCGCCGCGACCACTACGCCATCG+ STY2494 100 STY4182 62.264 STY2494 99.3 STY2550
GTGAGTGAAATATTTGACGCAAAGGCGTTCCTGAAAACCGTTACCAGCCAACCCGGTGTCTATCGTATGTATGACGCCGGCGGTACGGTTATCTATGTTGGTAAAGCAAAAGACCTGAAAAAGCGTCTTTCCAGCTACTTTCGCAGCAACCTGGCTTCGCGTAAAACCGAAGCGCTAGTTGCGCAAATTCAACACATTGATGTCACGGTAACGCATACCGAAACGGAAGCGCTGCTGCTTGAGCATAATTACATC- STY2154 100 STY0985 55.769 STY2154 98.2 STY0985

ATGCTGGATCTGTTTGCTGATGAAGCGCCCTGGCAAGAGCCCCTGGCGCCTGGCGCGGTGGTGTTGCGCCGCTTTGCGTTTCGCGCGGCGCAGTCGCTATTAGACGATATCGGATTTGTCGCCAGTCAGTCACCGTTTCGTCAGATGGTGACGCCGGGCGGCTACACTATGTCGGTGGCGATGACCAACTGCGGCGCGTTAGGGTGGACCACCGATGGTCACGGTTATTGTTATGCCGTGCGCGATCCGTTGACCG- STY2490 100 STY0826 61.765 STY2490 97.7 STY0826
ATGAGCCAGAAATTAAAAGTCGTCACTATTGGTGGCGGGAGCAGCTACACCCCTGAATTACTTGAAGGCTTTATTAAGCGCTACCATGAATTACCTGTCACCGAATTATGGCTGGTTGACGTTGAAGACGGGAAAAAGAAGCTGGGCATTATTTATGATCTCTGCCAGCGAATGATTGATAAAGCAGGCGTTCCGCTAAAATTGTATAAAACGCTGGATCGCCGGGAAGCGCTGAAAGGCGCTAATTTTGTCACT- STY1797 100 STY4048 65.686 STY1797 99.4 STY4048

STY2369 52.427 STY2369 6.21
STY1672 100 STY2672 60.396 STY1672 76.54 STY2672

ATGGCAAAACCGATCATCACGCTCAATGGTCTAAAAATCGTCATTATGCTGGGAATGCTGGTGGTTATTCTGAGCGGTATCCGCTTCGCCGCAGATATCATTGTTCCCTTTATTTTGGCGTTATTTATTGCAGTCGTTCTCAATCCCGTTGTGCAACGGATGACCCGATGTCGAATTCCGCGCGTTATCGCCGTATCATTGCTCATTGTGATTATTGTTATGTTAATGGTACTGCTACTGGCCTATTTGGGGACA+ STY1587 100 STY4229 77.228 STY1587 98.1 STY4229
ATGAAAATGAAGAAAAGTCTCGTCGCCCTCTGTTTAACCGCAGGGCTGTTCGCCAGCGTGCCGGGTATCAGCCTGGCGGAAGTGAACTATGTACCGCAAAATACCAGTGCCGCGCCCGCTATTCCTGCTGCTGCGCTACAGCAATTAACCTGGACGCCTGTAGATCAGTCAAAAACGCAGTCTACCCAACTGGCGACGGGCGGCCAGCGCCTTGACGTCGCCGGCATTACCGGCCCGGTCGCCGCTTATAGCGTT+ STY4428 100 STY0838 64 STY4428 99.1 STY0838
ATGCGCACGCTTATTTCGTTCTTTTTTTTGATAATCATCGTCTCGAATGTAGAAACGGCGTCAGCCGAAACCGGGTTGCTACACTGGACGCGCGCCGATCGGGCGATTCCCTGGCGGCAAACGTCAGTCAATGCGAGTAAACCCTGGAAACTGTGCGCATTATACCCCAGCCTGAAAGATTCTTACTGGTTGTCCGTCAACTACGGGATGCAAAAAGCGGCCAAATTGTATGGCGTTGATTTAAAAGTGCTGGAA+ STY3952 100 STY3954 46 STY3952 97.7 STY3954
ATGCCGGATAGTCGTAAAGCCCGTCGGCAGAACGATCCGGGACTGCAACCGGAGCGTACGTCGCTGGCCTGGTTTCGCACGCTGCTGGGATACGGGGCGTTAATGGCGTTAGCCGTCAGGCACTACTGGCATCAGGCGGGGTTCTTGTTCTGGGTGTCAATCAGCGTTCTGGCGATAGTGGCGGTGATTCTTTGGCGTTATACCCTGAGTCGTAATTTGATGGATGTCGCGCATAGCGATTTTTCCGAAACTCATG+ STY3975 100 STY0541 64.762 STY3975 99.2 STY2746
ATGGCAACTGTTTCCATGCGCGACATGCTCAAGGCTGGTGTTCACTTTGGTCACCAGACCCGTTACTGGAACCCGAAAATGAAGCCTTTCATCTTCGGCGCGCGTAACAAAGTTCACATCATCAACCTTGAGAAAACTGTACCGATGTTCAACGAAGCTCTGGCTGAACTGAACAAGATCTCTGCTCGTAAAGGTAAAATCCTTTTCGTTGGTACTAAACGCGCTGCAAGCGAAGCGGTGAAAGAAGCTGCTAACA+ STY0239 100 STY3788 67.647 STY0239 99.9 STY3788
ATGACAGACCTTATCCATCGCCCTCGCCGCCTGCGCAAATCCGCTGCGCTGCGCGCTATGTTTGAAGAGACAACACTTAGCCTGAACGACCTGGTGTTGCCGATCTTTGTTGAAGAAGAACTCGACGATTACAAAGCTATTGATGCCATGCCCGGCGTAATGCGTATCCCGGAAAAGCAGCTGGCGCGAGAGATTGAACGTATCGCAAATGCTGGCATTCGTTCCGTTATGACCTTCGGCATTTCTCACCATACT- STY0404 100 STY3540 55.34 STY0404 99.4 STY3540
ATGATCAAGGCGACGGACAGAAAACTGGTAGTAGGACTGGAGATTGGCACCGCGAAGGTTGCCGCTTTAGTAGGGGAAGTTCTGCCCGACGGTATGGTCAATATCATTGGCGTGGGCAGTTGCCCATCGCGGGGTATGGATAAAGGCGGGGTGAATGACCTTGAGTCAGTGGTGAAATGCGTTCAGCGCGCCATTGACCAGGCGGAATTGATGGCTGATTGCCAGATCTCCTCGGTATATCTGGCGCTTTCCGGC+ STY0152 100 STY0152 99.6
ATGGATTATACGCTCACCCGCATAGATCCTAACGGTGAGAATGACCGTTACCCCCTGCAAAAACAGGAGATCGTAACCGACCCCCTGGAGCAGGAAGTTAACAAAAACGTGTTCATGGGCAAACTGCATGACATGGTTAACTGGGGCCGTAAAAACTCAATTTGGCCCTACAACTTCGGCCTTTCTTGCTGCTATGTAGAGATGGTGACCTCGTTTACCGCAGTGCATGACGTTGCCCGTTTCGGCGCGGAAGTGC- STY2557 100 STY2969 73.077 STY2557 99.2 STY2969
ATGGGAGCCGCCTTGAGCGACACGAATTACGCAGTGATTTACGATCTGCACAGTCATACCACGGCGTCCGATGGACTGTTGACGCCAGAAACATTAGTACACCGTGCGGTAGAGATGCGAGTCGGCACGCTGGCGATTACCGATCATGACACCACAGCTGCGATTCCTGCGGCAAGAGAAGAAATTTCACGTTGCGGGCTGGCCCTGAATCTGATTCCCGGCGTGGAGATTTCAACGGTCTGGGAGAATCATGAGA+ STY1329 100 STY3971 64.815 STY1329 98 STY3971
ATGAAATTTACCGTTGAACGTGAACATTTATTAAAACCGCTTCAGCAGGTCAGCGGCCCGCTGGGCGGTCGTCCTACGCTGCCGATTCTCGGTAACCTGCTCCTCCAGGTAGCGGACGGTACGCTTTCTCTGACCGGCACCGATCTTGAAATGGAGATGGTCGCGCGCGTTACGCTTTCTCAGCCGCATGAGCCAGGCGCCACTACCGTGCCGGCGCGGAAATTCTTTGATATCTGCCGCGGCCTGCCGGAGGGC+ STY3941 100 STY1140 64.151 STY3941 98.31 STY1140
ATGAATTTGCTCAATCTCAAGAATACGCTGCAAACATCTTTAGTAATCAGGCTAACTTTTTTATTTTTATTAACAACCATAATTATTTGGCTGCTATCTGTGATTACTGCAGCTTATATATCAATGGTTCAGAAACGGCAGCATATAATAGAGGATTTATCCGCTCTATCCGAGATGAATATTGTACTAAGCAATCAACGATTTGAAGAGGCTGAACGTGACGCTAAAAATTTAATGTATCAATGCTCATTAGCG+ STY1728 100 STY3951 63 STY1728 98.2 STY3951

STY1649 100 STY2203 88 STY2493 67.4 STY1649
ATGCTGAATAGTATAAAATTAGGATTTATTGTTCTTCTCACGTTATTTACTTCGCTGAACGTACAGGCGGCGGGGGGGATTGCATTAGGCGCCACGCGTGTTATTTATCCCTCGGCGGCGAAACAGACTTCTCTGGCAATCAGTAATAGCGATACTCAAGAACGTTACCTCGTCAATTCATGGATCGAAAATAACGCTGGGCAGAAAGAAAAAACGTTTATCGTTACGCCGCCTTTATTCGTCAGCGAGCCCAAAA+ STY0592 100 STY0025 78 STY0592 98.7 STY0025
ATGGCGACTCACTTTGCCAGAGGGATACTTACGGAGGGACAGTTGGTTTCAATTCGTCTCTCTTCGTCTTGCCATATTGAAGCCAGAAACCTGCCTGCTCACCGACGAACGCGTTTTCTCGCCTCCAGAGGCCTTCTTGCCGAACTGATGTTTATGCTGTACGGAATTAGCGAGCTGCCGGAAATCATTATTCAGGCGAAAGGTAAACCCGCGTTTCGTGACAAAAATCTGCCAGGTTTTTCTATCTCCTACGCCG- STY3934 100 STY4784 66.99 STY3934 99.5 STY2944
ATGTACACCCCCCTGAACTGGACGACGACACAACGACATGTGGCGTTTGCCAGCTTTACCAGTTGGATGCTGGATGCGTTTGATTTCTTTATCCTTGTCTTTGTACTTAGCGATCTCGCCGAATGGTTTCACGCTTCCGTATCGGAGGTTTCCATTGCGATTATGCTGACCCTGGCGGTACGTCCCATTGGCGCGCTGCTATTTGGCCGAATGGCGGAAAAGTACGGACGTCGACCGATACTGATGCTCAATATT+ STY0387 100 STY3519 69 STY0387 99.4 STY3519
ATGGATCTGCGTCGGTTTATTACGCTGAAAACGGTAGTGGAAGAGGGCTCGTTTCTGCGGGCTTCGCAAAAGCTGTGCTGTACTCAGTCGACGGTAACTTTTCATATTCAACAGCTTGAACGTGAGTTTTCCCTGCAACTGTTCGAGAAAATAGGGCGCCGAATGTGCCTGACCAATGAGGGGAAAAAGCTGATACCGCATATCCATGAACTGACGCGTGTGATGGAGTCGATTCGTGAAGCCGCAAGACAGGATG- STY2837 100 STY0270 62.963 STY2837 96.85 STY4332
ATGCAAAATCAACATGAAGGGTGTTGCAAAAACCAGGATCATAAGCACGACGGCTGCTGTAAAGATCGAGAACATCAGCATGAAGGCTGCCATAGCGCGCATCAGCATGAGAACGCCAGTTGCGGCGGCGAACATCGTCACGGACACGGCTGTGGTCGTCATGGACAGGGCGGTGGTCGGCGTCAGCGATTTTTTGGCCACGGGGAACTTCGGCTGGTCATTCTTGATATCCTGACCCGGGACGCCAGCCACGGCT+ STY3393 100 STY3393 97.84
ATGTTGATGATTACTTCCTTTGCGAATCCTCGCGTGGCGCAGGCATTTGTTGATTACATGGCCACCCAGGGCGTCATTCTTACTATTCAGCAACATAATCAAAGCGATATCTGGCTGGCGGATGAATCGCAGGCCGAACGTGTGCGGGTCGAGCTGGCGCGGTTTATAGAAAATCCCGGCGATCCGCGTTATCTGGCGGCTAGCTGGCAGTCCGGGCAGACTAACAGCGGGCTACGCTACCGCCGTTTTCCCTTTC+ STY4279 100 STY1904 63 STY4279 98.8 STY3813

STY2295 61.538 STY4076 60.784 STY2629 49.82 STY0282
STY0405 65.347 HCM1.247 63.208 HCM1.247 15.11 STY4459
STY3325 29 STY3325 8.27

ATGAATCGACAATCCTGGCTGCTCAATCTCAGCCTGTTGAAGACGCACCCTGCATTTCGCGCAGTATTTCTGGCCCGTTTTATCTCTATTGTCTCGCTGGGGCTGCTTGGCGTGGCGGTTCCGGTACAGATCCAAATGATGACGCACTCTACCTGGCAGGTAGGGCTGTCGGTAACGTTAACCGGCGGCGCCATGTTTATTGGCTTAATGGTGGGCGGCGTACTGGCCGATCGCTACGAACGCAAAAAGGTGATT+ STY0637 100 STY2523 63.889 STY0637 99.1 STY2409
ATGACTGAAGCACAAAGACATCAAATACTGCTGGATATGCTGGCACAGTTGGGCTTTGTTACCGTCGAAAACGTGATTGAGCGTCTGGGAATCTCCCCGGCGACGGCGCGCCGCGACATCAACAAGCTCGACGAAAGCGGAAAACTTAAAAAAGTGCGCAACGGCGCAGAGGCCATTACCCAACAGCGGCCCCGCTGGACGCCGATGAATCTGCACCAGGCGCAAAACCACGATGAAAAAGTACGCATCGCGAAAG- STY4737 100 STY1403 62.617 STY4737 98.4 STY4280
ATGGAGTTCAGTGTAAAAAGCGGTAGCCCGGAGAAACAGCGGAGTGCCTGCATTGTCGTGGGCGTCTTTGAACCGCGTCGCCTTTCTCCGATTGCAGAACAGCTCGACAAAATTAGCGACGGATACATCAGCGCATTGCTGCGTCGCGGCGAACTGGAAGGAAAACCGGGGCAGACTCTGTTGCTGCACCATGTTCCTAACGTTCTTTCCGAGCGAATCCTCCTCATTGGTTGCGGCAAAGAGCGCGAGCTTGAT- STY4816 100 STY2782 70.642 STY4816 98.5 STY2782
ATGACCAATAACGCTGTCCTTCAGTTACGCGCCGAACGGCTTGCGCGCGCTACTCGCCCTTTTCTTGCCAGAGGCAATCGGGTTCGCCGCTGTCAACGCTGCCTGCTGCCGCTAAAATCTTGCCTGTGTGATACGTTAACGCCTTCTCAGGCGAAAAGCCGTTTTTGTCTGGTCATGTTTGACACTGAACCGATGAAACCCAGCAATACCGGCCGGCTGATAGCCGATATTTTGCCAGATACCGCGGCGTTTCAGT+ STY2843 100 STY2613 52 STY2843 99.1 STY2613
ATGGCTCAGGAAATCGAATTAAAGTTTATCGTCAATCACGACGCCGTAGATGCGCTGCGAAATCATCTTCATACGCTCGGCGGCGAGCATCATGCGCCCAGCCAGTTGCTGAATATCTATTTCGAAACGCCTGATAACTGGCTACGCCGCCATGATATGGGGCTGCGTATTCGTGGTGAAAATGGGCGCTATGAAATGACCATGAAAATTGCCGGCCGGGTAACGGGCGGGCTGCACCAGCGACCCGAATACAAT- STY3381 100 HCM2.0011c 62.857 STY3381 98.7 HCM2.0011c
ATGAGTACTACTGATAGCATTGTATCCAGCCAGGCAAAACAGTCGTCATGGCGTAAATCGGACACGACGTGGACGCTGGGTTTATTTGGTACCGCCATCGGCGCCGGGGTGCTGTTCTTCCCTATCCGCGCCGGGTTTGGCGGGCTTATCCCCATTCTGCTGATGCTGGTTTTAGCTTATCCCATTGCGTTCTATTGTCACCGGGCGCTGGCGCGTCTGTGTTTATCCGGGTCTAATCCGTCCGGCAATATTACG- STY3426 100 STY3109 74.257 STY3426 98.9 STY3167
ATGAATAACGCTATTTTCCCGAATAAGTTTAAAGCGGCGCTGGCGGCGCAACAGGTGCAGATTGGCTGCTGGTCTGCACTGGCAAGCCCAATCACCACCGAAGTACTCGGTCTGGCGGGATTTGACTGGCTGGTGCTGGATGGCGAACATGCGCCGAACGATGTGACCACCTTAATTCCGCAGTTAATGGCATTGAAAGGCAGCGCCAGCGCGCCTGTGGTACGTGTGCCAACCAATGAACCGGTCATTATCAAAC- STY3431 100 STY2519 66 STY3431 99.4 STY2519
ATGAACGCATTGTTATCAAATCCTTTTAAAGAAGGATTACGTAAAAGGGATACGCAAATTGGTTTGTGGCTCAGTTCAACCACCTCTTATATGGCGGAGATTGCGGCGACGTCGGGTTATGACTGGTTGTTAATAGATGGCGAGCACGCGCCTAATACGGTGCAGGACTTGTATCATCAGTTACAGGCCATCGCCCCATACGCCAGCCAGCCGGTGATTCGCCCGATCGAGGGAAGTAAAGCGCTCATTAAACAGG- STY2519 100 STY1140 72.277 STY2519 99.8 STY1140
ATGTCATCCTGGGTTGAGGTATCTCTGAACACACCGGCACAGCTCTCTTTGCCACTTTATCTTCCTGACGACGAAACTTTCGCAAGTTTCTGGCCGGGGGATAACGCCTCTCTACTGGCCGCGTTACAAAACGTGTTGCGCCAGGAACATAGTGGATATATCTACCTTTGGGCGCGTGAAGGCGCGGGCCGCAGCCATTTGCTGCACGCCGCCTGCGCTGAACTGTCGCAGCGTGGAGATGCGGTAGGCTACGTCC- STY2737 100 STY0920 90 STY2737 98.8 STY3250
ATGCAAACCAGTCCGCTGTTAACTCAGCTTATGGAAGCGTTGCGCTGCCTTCCGGGCGTCGGCCCTAAGTCGGCGCAACGGATGGCGTTTACCCTGTTGCAGCGCGATCGTAGCGGCGGAATGCGCCTGGCGCAGGCGCTGACCCGGGCGATGTCGGAAATCGGCCACTGCGCCGACTGCCGCACCTTTACCGAGCAGGATGTTTGTAATATCTGTTCGAACCCGCGGCGCCAGGAAAACGGCCAGATTTGCGTGG+ STY0530 100 STY3355 64.706 STY0530 98.7 STY3355
ATGAGTGACGAAAAACAAAAAATGATCGCTGGGGCACTGTATTGCCCGACCGATGAAACTTTATGCCAGGATCGACTGCGGGCGCGTCAACTCATCCATCAATACAATTATACTACGCCTGATGAAATAAATAAGCGTCAGGCGATTTTACGCGACCTGTTGGGTCGATGCGAAGACGCCTATATTGAACCTTCCTTCCGTTGCGACTACGGCTATAATATTTTTCTTGGTCACTCCTTTTACGCTAACTTCGACT- STY0515 100 STY0249 61 STY0515 99.1 STY0249

STY0619 64.486 STY2477 61.386 STY2477 15.31 STY3962
ATGTCCGCTGAACACGTTTTGACGATGCTGAACGAACACGAAGTGAAGTTTGTCGATCTGCGCTTCACCGATACCAAAGGCAAAGAACAGCACGTCACGATTCCTGCTCATCAGGTAAATGCCGAATTCTTTGAAGAAGGCAAAATGTTTGACGGCTCCTCTATCGGCGGCTGGAAAGGCATTAACGAATCCGACATGGTGCTGATGCCCGATGCGTCCACTGCGGTTATCGACCCGTTCTTCGCGGACTCTACC+ STY3874 100 STY3523 61.765 STY3874 99.1 STY3523
ATGATCTTCAATATTCAGCGCTATTCCACCCACGATGGCCCCGGTATCCGTACCGTAGTATTTCTCAAAGGCTGTTCGTTGGGCTGTCGCTGGTGCCAGAACCCGGAAAGCCGCGCCCGCGCTCAGGATCTGTTATACGACGCGCGGCTGTGTCTCGAAGGATGCGACCTGTGCGCGCAAGCCGCGCCGGACGTCATTGAGCGCGCGCTAAACGGCCTGCTCATCCATCGCGAGAAACTGACCGACGCCCATTTTT- STY0883 100 STY2095 66.337 STY0883 99.1 STY0968
ATGAACTTACATGAATATCAGGCAAAACAACTTTTTGCCCGCTATGGCTTACCGGCGCCGGTGGGTTATGCCTGTACTACTCCGCGTGAAGCCGAAGAAGCCGCGTCTAAAATCGGTGCCGGCCCGTGGGTAGTGAAATGTCAGGTTCACGCTGGCGGCCGCGGCAAAGCGGGCGGTGTGAAGGTAGTAAAAAGCAAAGAAGAGATTCGCGCCTTTGCGGAAAACTGGCTGGGCAAACGTCTGGTGACCTATCAA+ STY0781 100 STY2768 60.577 STY0781 98.5 STY2768
ATGGCAAGCGGCATACAGCCCGATGCTGGGCAGATCCTCAATTCGTTAATCAACAGCGTGCTGGTGGTCGACGACGCGCTGGCAATCCATTACGCCAACCCTGCCGCGCAGCAGTTGCTCGCGCAAAGCTCACGCAAACTGTTCGGGACGCCGTTACCTGAACTGTTGAGCTATTTTTCGTTAAACATTGACCTGATGCGCGAAAGTTTAGCGGCAGGACAAGGCTTTACCGATAACGAAGTGACGCTGGTGATT+ STY3875 100 STY2911 63.107 STY3875 99.6 STY2911
ATGAAAAAACTGGCGTTATCCCTTTCTCTGGTGCTGGCATTTTCCAGCGCTACCGCAGCATTTGCCGCTATTCCACAAAAGATTCGCATCGGTACCGATCCTACATACGCACCGTTTGAATCCAAAAATGCACAAGGTGAATTGGTCGGCTTTGATATCGATCTGGCCAAAGAACTGTGCAACCGTATCAACACACAGTGTACGTTCGTGGAAAACCCGCTGGATGCGCTGATTCCGTCTTTAAAAGCGAAGAAAA- STY2584 100 STY2585 83 STY2584 99.5 STY2585
GTGAAACTGGATGAAATCGCTCGGCTGGCCGGTGTCTCGCGCACAACTGCAAGCTACGTTATAAACGGTAAAGCAAAGCAATACCGCGTGAGCGACAAAACCGTAGAAAAAGTCATGGCGGTAGTGCGTGAGCACAATTACCATCCTAACGCTGTGGCTGCCGGGCTGCGTGCTGGACGCACACGTTCCATTGGTCTGGTGATCCCGGACCTTGAAAACACGAGCTACACCCGTATCGCAAACTATCTTGAGCGC+ STY0138 100 STY3355 66.019 STY0138 99.5 STY4100
ATGGCAATCACTGGCATCTTTTTCGGCAGCGACACCGGTAATACCGAAAATATCGCAAAAATGATTCAAAAACAGCTTGGTAAAGACGTTGCCGATGTGCATGACATTGCAAAAAGCAGTAAAGAAGACCTAGAAGGGTATGACATTCTGCTGCTGGGCATCCCAACCTGGTACTATGGCGAAGCGCAATGTGACTGGGATGACTTCTTCCCGACTCTCGAAGAGATTGACTTTAACGGTAAGCTGGTGGCGCTGT- STY0732 100 STY3201 64.078 STY0732 99.2 STY3201



ATGATGAAACTCGAATTTTCGATTTATCGTTATAACCCGGATGTCGATAACGCTCCGCGTATGCAGGATTACACCCTGGAAGGCGAAGAAGGGCGCGACATGATGCTGCTGGATGCGTTAATCCAGCTTAAAGAAAAAGATCCCAGCCTTTCTTTCCGCCGTTCCTGCCGCGAAGGTGTGTGTGGTTCTGATGGTTTGAATATGAACGGTAAGAATGGTCTAGCCTGTATTACTCCTATTTCGGCGCTGACTCAGT+ STY0778 100 STY4702 73 STY0778 98.9 STY4702
GTGATTGATAAATCCGTCTTTATTCATCCTACCGCCATTGTGGAAGACGGCGCTGTAATTGGCGCTAATGCCCACATTGGTCCCTTTTGTATTGTTGGGCCGCAGGTCGAAATTGGTGAGGGAACCGTACTGAAGTCTCATGTGGTCGTAAATGGTCAAACCAAAATCGGCCGCGACAACGAGATTTATCAGTTTGCCTCCATCGGTGAAGTGAACCAGGATCTGAAATATGCGGGTGAGCCAACCCGTGTGGAAA+ STY0251 100 STY3351 60.784 STY0251 99.6 STY0249
GTGTTTATTGGCATCGTTAGCCTGTTTCCTGAAATGTTCCGCGCAATTACCGATTACGGGGTAACTGGCCGGGCAGTAAAAAAAGGCCTGCTGAACATCCAAAGCTGGAGTCCTCGCGACTTCGCGCATGACCGGCACCGTACCGTGGACGACCGTCCTTACGGCGGCGGACCGGGGATGTTAATGATGGTGCAACCCTTGCGGGACGCCATTCATGCAGCAAAAGCCGCGGCAGGTGAAGGCGCTAAAGTGATTT- STY2861 100 STY4883 61.682 STY2861 99.2 STY4883
ATGGCTAAGGGGCAATCTTTACAAGATCCGTTCCTGAACGCATTGCGTCGGGAACGTGTTCCAGTTTCTATTTATTTGGTGAATGGTATTAAGCTGCAAGGTCAAATCGAGTCCTTTGATCAGTTCGTGATCCTGTTGAAAAACACGGTCAGCCAGATGGTTTATAAGCACGCGATTTCTACTGTTGTCCCGTCTCGCCCGGTTTCCCATCACAGCAACAATGCCGGTGGCGGCGCCAGCAATAACTACCATCACG+ STY4718 100 STY4718 99.4
ATGACCCTTTTAGCACTCGGTATTAACCATAAAACGGCACCTGTATCGCTGCGAGAACGCGTAACGTTTTCGCCGGACACGCTTGATCAGGCGCTGGACAGCCTGCTTGCGCAGCCAATGGTGCAGGGCGGGGTCGTGCTGTCAACCTGTAACCGTACAGAGCTGTATTTGAGCGTGGAAGAGCAGGATAACCTGCAAGAAGCGCTGATCCGCTGGTTATGCGATTACCATAACCTGAACGAGGACGATCTGCGC- STY1902 100 STY1902 99
ATGAATATTGTGGTGCTGATTTCCGGCAATGGAAGCAATTTACAGGCGATTATCGATGCCTGCGAAGCGAAGAAAATTAAAGGCACCCTCAGGGCAGTATTCAGCAATAAGGCCGACGCGTTCGGCCTTGAACGCGCCAGAGAAGCCGGCATTCCGGCGCAAGCGCTGACTGCCGATCGGTTTGACAGCCGCGACGCCTTCGATCGCGAGTTGATTCGCAAGATAGACGCGTATGCGCCCGATGTGGTCGTGCTGG+ STY2741 100 STY1294 59.434 STY2741 99.1 STY1294
ATGTTCATGGAATTTTCCGCCGGATTGATGCCGCTTGAAACGGCGCTGACCCAGATGCTTTCACGTATTACCCCGCTCACCGCCGTAGAAACGTTGCCGCTGATGAACTGCTTTGGCCGCATCCTGGCGACCGATATCGTATCTCCCCTTGATGTCCCCGGCTTTGATAATTCAGCTATGGATGGTTATGCGGTACGTGTGGCGGATTTGTCCGCCGATAAGCCGCTGCCCGTCGCCGGCAAAGCATTTGCCGGT- STY0885 100 STY1809 58.182 STY0885 98.2 STY1809

ATGATTAAGAAAATCGGTGTGTTGACAAGCGGCGGTGATGCGCCGGGCATGAACGCGGCAATCCGCGGTGTTGTGCGCGCAGCGTTGACGGAAGGGCTGGAAGTCATGGGCATTTATGACGGCTATCTGGGCCTGTATGAAGATCGTATGGTTCAGCTTGACCGTTACAGCGTATCTGACATGATCAACCGTGGCGGTACTTTCCTCGGTTCCGCCCGTTTCCCGGAATTCCGTGACGAAAATATTCGCGCTGTC- STY3809 100 STY1085 70.297 STY3809 99.2 STY1085
ATGTCAATAGACTGGAACTGGGGTATTTTTTTACAGGAAGCCCCCTTCGGCAATACCACCTATCTCGGCTGGCTATGGAGTGGTTTTCAGGTCACCGTAGCCCTTTCGATTACCGCCTGGATTATCGCTTTCCTGGTAGGATCTATTTTCGGCATTTTACGTACCGTTCCCAACCGTTTCCTCTCCGGACTGGGCACATTGTACGTAGAACTGTTCCGCAACGTGCCGCTGATCGTGCAATTCTTCACCTGGTACC+ STY0709 100 STY0708 69 STY0709 98.9 STY2160
ATGTCTGACACATTACGTCCTTATAAGGATCTTTTTCCTGAAATCGGTCAGCGCGTGATGATCGATACCAGCAGCGTGGTTATTGGCGATGTCCGTCTGGCGGATGATGTCGGGATCTGGCCGCTTGTGGTGATTCGCGGCGATGTGAATTACGTTGCGATAGGGGCTCGTACGAACATTCAGGATGGCAGCGTTCTTCACGTAACCCACAAGTCTCCATCCAATCCACACGGCAACCCATTAATCATTGGCGAAG- STY4398 100 STY0079 62 STY4398 98.9 STY0079
ATGGCTATGACCAGCAGACCGAATTATCTCGGTTCGAGGGGGATTCTATGTGTTTGCACAACTGCAGTGAATCGTAATTTCAGTGCATTATCGCCGACAATCGACGTGTTCCTCACTAATTGCCTTCCTGACTATATAGTGGTCTTATCTTTGGCGAAACAATGTTATTTAGTTATGGAAGGCGACAACAACTGTACTATTGATTATCAAATATCCTTTCTGGTCAGGTAG+ STY1464 100 STY0502 49 STY1464 98.7 STY0502
GTGATGATGAAACTTATTAACAGAAGTAAGCAATCACCAGTCGGTCGTCGCGCATGTGATATTGCACTGGCTGCGCATCATGAGAAGTTCGGCGATTACGGCAGACAAAAGCACGTTACCAATTACACCGTTGTAGTGGATGGCGTAAAGGTTCCTGTCGAAGTAGTTAACCGGGCCACCAGCTACGTAGCCACCGCAATGATCGGCGTCCGGAAACTTAGAAATCTGCCAGCACAGGCAAACTGA- STY1013 98 STY2769 57.143 STY1013 92.9 STY2769
ATGAACGGCGAAACTCTGCAGCGCATTGTCGAGGAGATTGTCTCCCGACTGCAGCGTCGTGCCCTGAGCACGGCAACGCTGAGCGTTGCGCAGCTTCGCGATGCCGACTGTCCAGCGCTGTTCTGTCAGCACGCGTCGCTGCGCATCCTGCTCGTCGACCTGCCGCTGCTGGGTCAGCTTGCGGATGCAGAAACCGACGATGCCGCAGCCCGGAAAATTCACGACGCGCTGGCGTTTGGCATCCGCGTACAGCTCA+ STY2253 100 STY0577 75.728 STY2253 97.2 STY0577
ATGTTCGCAGCAATCATTATCGGTATTTTTATTATCAGCGTCATTTATGCGCATTCACGCGGGGTGGAAAAACAAAAACTTTCCCGTCAGCTCTTTGACCACTCGACGTTTATGGCGCCGATCAATATGTTCATGACTCGCTTCTCAACGTTACCGGCAAAGCAGCCGTACTTTGATACCACGGCATTTCCAGAGCTGCAGAAGCTGACGGAAAACTGGCAGGTGATTCGTGAAGAGGCGCTACGGCTTCAGCATC- STY4485 100 STY2561 59.615 STY4485 98.8 STY2561
ATGAGTACGCCTGATTTTTCCACCGCTGAGAATAATCAAGAACTGGCTACTGAAGTCAACTGCCTGAAAGCCATGTTAACGCTGATGCTGCAGGCGATGGGCCAGGCCGATGCAGGGCGCGTGATTCTTAAAATGGAAAAACAGATCGCGCAGATGGATGATGAAGCACAAGCGGCGGTATTTTCCAGTACGGTTAAGCAAATTAAACAGGCTTACCGCCAGTAG+ STY2157 100 STY4225 67 STY2157 100 STY4137

STY4458 100 STY4459 63 STY4458 98.6 STY4459
GTGCTGCGTAAAGCGATTCTTTCGAGGGAGTTAGTGGAAGGGCAAGAGATTACGTTAGAAGGCATTGCCGGAATGGTCGGCGTGTCCAGTATGCCAGTGCGCGAGGCGTTTCAGATTCTGGCGGCGGATGGGCTGATAAAAGTGCGCCCTAATAAAGGGGCGGTGGTGTTGGGCATCAATGAACAAACGATCCGTGAACACTATGAAATTCGCGCGCTGTTAGAAAGTGAGGCGGTGGCTAAAGCTTCTCGTCCTG- STY3537 100 STY1551 64 STY3537 90.35 STY3162
ATGAACGTCACCTATTTACACGACGAGGATTTAGACTTTCTTCAGCATTGTAGCGAAGAACAACTCGCCGATTTCGCCCGTTTGCTGACGCATAACGAAAAGGGCAAAGCTCGCTTGTCGAGCGTCCTTAGTCATAACGAGCTGTTCAAAGCGATGGAAGGTCACCCGGAGCAACACCGCCGTAACTGGCAGCTCATTGCCGGCGAGTTTCAGCATTACGGCGGCGACAGTATCGCCAACAAATTGCGCGGACACG- STY0010 100 STY2481 62.857 STY0010 99.3 STY2481
ATGGTGAAAGTGTATGCCCCGGCTTCCAGCGCGAACATGAGCGTCGGTTTCGACGTGTTGGGCGCGGCCGTCACACCCGTTGACGGCACGTTGCTGGGCGATGTGGTATCCGTTGAAGCAGCGGATCATTTCCGTCTGCATAACCTGGGGCGATTTGCCGATAAACTGCCGCCGGAGCCGCGTGAAAATATTGTTTATCAGTGCTGGGAACGTTTTTGCCAGGCATTGGGGAAAACCATCCCGGTGGCGATGACG+ STY0003 100 STY0734 63.551 STY0003 99.5 HCM2.0119c
ATGGATACACAACTCACTGTTAATAAATTCATTTTCTCTTTGTATGTGATCTTGCGTAATAAGTACAATCCTTTATTCACATCCATTCTCGTTCGTTTAAACCTGTTTCACCAGTTCCGCGTCATTACTGGTAATAGCGGATATATATGTTTCATACCGTTTTACATTGATCCCTTTCGCGCCGTAAGATGTACGTACCTAATCTAA- STY1779a 100 STY1011 61.386 STY1779a 99 STY4057
ATGACAGACAATACGCCAGGTTTTTTCAATCACCTTCGTCACAAACTGGAAAACCTGGCGTCGTCATCTATTCTTAAAGAGCAAGGCGATTTAGCCTGCATTAATGCCAACTTTTAG- STY2078 98 STY1728 48.077 STY2078 94.19 STY1728
ATGGTACCCTCAACATTTTCTCGTTTGAACGCCGCGCGCGCGCTGCCTGTCGTCCTGGCTGCGCTACTTTTCGCCGGGTGCGGCACCCAGGCGCCAGATCAAAGCGCAGCCTATATGCAGGGTTCAGCGCAAGCTGATTCCGCCTTTTACCTGCATCAGATGCAGCAAAGCGCAGATGATAGCAAGACCAACTGGCAATTACTCGCCATTCATGCACTGCTGAAAGAAGGAAAAAGCCAGCAGGCCGTCGAGTTG+ STY3447 100 STY4193 66.364 STY3447 49.94 STY4193
ATGAAAATAAATAATGGCCCCGTATTATGCCCCCATTGTGGCTGCCTGAGCGCTTATTATGAAATAGATCGGCTGGCGGCGATAAGAGAAAAAGTGAATAAAGAAGGCGGATCAGCGGCGTGGGATTCAACATTGCAGGCGCATAAAAAAAAGGCCTTTTGCCTGATGTGCCATAAATCCATTGATGAGGTCGTCATCGGGCAGTCAGATGCGCCTGAGTCTACGAAGTAA+ STY2712 100 STY2439 62.264 STY2712 100 STY2439

ATGAGTGCGTTAAACAAGAAAAGCTTTTTGACCTGGCTGAAAGAGGGCGGAATTTACGTCGTTCTTTTAGTGCTGCTGGCGATTATTATTTTCCAGGACCCGACTTTTTTAAGTTTGCTGAATTTAAGTAATATTCTGACGCAATCTTCGGTACGTATTATTATCGCGCTGGGCGTGGCGGGACTCATCGTCACCCAGGGGACAGACCTGTCGGCGGGGCGTCAGGTAGGGCTGGCGGCGGTTGTGGCGGCAACA- STY2421 100 STY3895 59.804 STY2421 98.7 STY3895
ATGACCCAAAAGCGTACCCTGCTAAAATACGGCATACTCTCGCTGGCGCTGGCCGCGCCATTATCTGCCTGTGCGTTTGACTCTCTTACGGTGATTGGCGATAGCCTTAGCGATACCGGAAATAACGGTCGCTGGACCTGGGATAGTGGTCAAAATAAGCTCTACGACGAACAGTTGGCCGAACGATATGGGCTGGCATTAAGCCCTTCCAGCAATGGCGGTTCTAATTATGCCGCTGGCGGCGCGATGACGGCC+ STY0619 100 STY4095 66.337 STY0619 97.6 STY4095
ATGGCGCGTCTTAAAATTGCTCAGCCAAACTCCTCACTGCGTAAAATCGCAGTTGTAGTAGCCACAGCGGTTAGCGGCATGTCTGTCTATGCACAGGCGGCGGTTCAACCGAAAGAAGAAACCATTACCGTAACCGCAGCGCCTGCGCCGCAGGAAAGTGCCTGGGGACCGGCTCCGACCATCGCCGCGAAGCGTTCCGCCACTACCACCAAAACTGATACATCTATCGAAAAAACGCCACAGTCGGTTTCGGTG+ STY0218 100 STY0396 85 STY0218 98.6 STY0396

STY4459 100 STY4458 67 STY4459 81.07 STY4458
ATGCACGAGAATCAACAACCACAAACCGAGGCTTTTGAGCTGAGTGCGGCAGAGCGTGAAGCGATAGAGCACGAGAAGCACCACTACGAAGACCCGCGTGCGGCGTCCATTGAAGCGCTGAAAATCGTTCAGAAGCAGCGTGGCTGGGTGCCGGACGGCGCGATCTACGCTATTGCCGATGTGCTGGGTATTCCGGCGAGCGACGTCGAAGGCGTCGCCACATTCTACAGCCAGATCTTCCGTCAGCCGGTCGGTC- STY2555 100 STY3422 63.208 STY2555 99.6 STY4923
ATGAAAAAGTGGGCAGTTGTAATTTCCGCAGTAGGGTTGGCTTTTGCGGTATCCGGATGCAGCAGCGATTATGTAATGGCGACGAAAGATGGTCGTATGATCCTGACCGATGGAAAACCGCAAGTTGACGATGATACCGGTCTGGTCAGCTATACCGATACACAGGGAAACGAGATGCAAATCAACCGTGACGAAGTGTCTCAAATCATCGAACGTTAA+ STY3150 100 STY3123 67 STY3150 98.2 STY1480
ATGGACAGTTGGTTAATCCCTGCAGCGCCGGTCACCGTTGTTGAAGAGATCAAAAAAAGCCGCTTTATTACGCTATTGGCGCATACCGATGGCGTAGAGGCGGCGAAAGCGTTTGTTGAGTTAGTCAGAGCTGAGCACCCTGATGCGCGCCACCATTGTGCGGCGTGGGTGGCGGGTGCGCCGGACGACTCACAACAACTGGGCTTTTCAGACGACGGCGAGCCGGCGGGAACAGCAGGCAAGCCGATGCTTGCGC- STY3575 100 STY3575 98.7
ATGACCTTTGAATGGTGGTTCGCCTATCTACTGACCTCAACTCTGTTGAGTCTTTCTCCGGGTTCAGGCGCCATCAATACCATGACGACGTCTATCAACCATGGATATCGTGGCGCAGCGGCTTCTATCGCCGGGCTCCAGACCGGGCTGGGGATACATATCGTACTGGTGGGCGTCGGACTGGGTACGCTCTTTTCGCGCTCGCTCATCGCTTTTGAAATTCTGAAATGGGCTGGCGCGGCTTATCTTATCTGGC+ STY3599 100 STY1851 62.745 STY3599 98.9 STY4479
ATGATGCTAAAAGTATTATTGCTCTTTGTGTTGTTGCTCGCGGGTATCGTGGTCGGCCCGATGATAGCCGGTCACCAGGGCTATGTGTTAATCCAGACCGATAACTACAACATTGAAACCAGCGTCACCGGCCTGGCGATCATTCTCATCGTCGCTATGGTGGTGCTATTCGCCATTGAGTGGTTACTACGCCGTCTGTTTCGTACCGGCGCGCACACCCGCGGTTGGTTTGCCAGCCGTAAACGCCGTCGCGCC+ STY3624 100 STY2374 62.5 STY3624 98.7 STY2374
ATGGCTAAACTGACCAAGCGTATGCGCGTGATCCGTGAAAAAGTTGATGCGACCAAACAGTACGACATCAACGAAGCTATTGCCCTGTTGAAAGAGCTGGCCACTGCTAAATTCAACGAAAGCGTTGACGTTGCCGTTAACCTCGGCATCGACGCTCGTAAATCTGACCAGAACGTTCGTGGCGCGACTGTACTGCCGCACGGTACTGGCCGTTCTGTTCGCGTTGCCGTATTTACCCAGGGCCCGAACGCTGAAG- STY3735 100 STY4690 55.046 STY3735 99.6 STY4690
ATGAGTTTTACGACCATTTCTGTTATTGGGCTGGGGTATATCGGATTACCGACTGCGGCCGCTTTTGCTTCCCGCCAGAAGCAGGTTATCGGCGTGGATATCAACCAACATGCTGTAGACACCATAAATCGCGGTGAAATTCACATCGTGGAGCCGGCGTTGGGCAATGTGGTGAAGATGGCGGTGGAAGGCGGCTTTCTGCGTGCGACGACGACACCTGTCGAGGCCGATGCGTACCTGATTGCCGTGCCGACG- STY3634 100 STY0538 63.208 STY3634 98.7 STY0538
ATGACCCATTCCCTAAAACCCTGGAATACCTTCGGCATTGATCATTGTGCAAAGCACATCGTATGCGCTGAAAACGAACAACAACTACTGAGCGCCTGGCAGCAAGCAACTCGTGAGGGACTGCCGGTTATGATCCTGGGTGAAGGAAGCAACGTCCTGTTTCTGGAAAATTACGCCGGCACCGTGATCCTTAACCGCCTGAAAGGCATTGAGGTGAATGAAACCGCGGACGCCTGGCACCTACACGTCGGCGCA- STY3742 100 STY0922 60 STY3742 99.1 STY0922
ATGACCACGCGCCTGACCCGCTGGCTTACCGCGCTCGACAACTTTGAAGCAAAAATGGCGTTATTGCCGGCGGTGCGCCGTTATGGACGTTTAACCCGCGCCACTGGCCTGGTACTGGAGGCCACCGGTCTCCAGCTTCCGCTGGGCGCCACCTGCATTATTGAGCGCCAGGACGGCCCTGAAACCAAAGAGGTGGAATCGGAAGTCGTCGGTTTTAACGGCCAGCGTCTGTTTTTAATGCCGCTGGAAGAGGTC+ STY2180 100 STY1705 66.337 STY2180 98.2 STY1705
ATGTTCCAGCAAGAAGTTACCATTACCGCTCCGAACGGTCTGCACACCCGCCCTGCTGCTCAGTTTGTTAAAGAAGCAAAAGGCTTCACTTCTGAGATTACTGTGACTTCCAACGGCAAAAGCGCCAGCGCGAAAAGCCTGTTTAAACTGCAGACTCTGGGCCTGACTCAAGGCACCGTCGTCACCATCTCCGCAGAAGGTGAAGATGAGCAGAAAGCGGTTGAACATCTGGTCAAACTGATGGCGGAACTCGAGT+ STY2667 100 STY2123 64 STY2667 100 STY2442
ATGGCTGAAACGCAAAATGATCCGCTATTGCCGGGATATTCATTTAATGCCCATCTGGTCGCCGGGCTGACGCCAATTGAAGCGAATGGATATCTGGATTTTTTTATCGATCGTCCGTTGGGCATGAAGGGATATATTCTTAACCTGACCATCCGCGGAGAGGGCGTCATTAATAATAATGGCGAGCAGTTTGTCTGTCGGCCTGGCGATATATTATTGTTTCCGCCGGGCGAGATTCATCACTATGGACGGCATC+ STY0121 100 STY0121 98.8
ATGTCCAAAATCGTTAAAGTCATCGGTCGTGAAATCATCGACTCCCGTGGTAACCCGACTGTTGAAGCTGAAGTACACCTGGAAGGTGGTTTCGTAGGTATGGCGGCGGCTCCGTCAGGTGCTTCTACTGGTTCCCGCGAAGCGCTGGAACTGCGCGATGGCGACAAATCCCGTTTCCTGGGTAAAGGCGTAACCAAAGCTGTTGGCGCGGTTAACGGCCCGATCGCTCAGGCTATTCTTGGCAAAGACGCTAAA- STY3081 100 HCM2.0015c 53 STY3081 99.5 HCM2.0015c
ATGGCCGATTGGGTAACAGGTAAAGTCACTAAGGTGCAAAACTGGACTGACGCACTGTTCAGCCTGACCGTTCACGCCCCCATTAATCCTTTTACTGCAGGCCAATTTACCAAACTCGGACTGGAGATCGATGGCGAGCGCGTTCAGCGCGCGTATTCCTATGTGAATGCGCCTGACAATCCGAATTTAGAGTTTTATCTGGTGACGGTTCCGCAAGGAAAGCTCAGCCCGCGGCTGGCGGCGCTAAAACCTGGCG+ STY3786 100 STY0425 62.5 STY3786 98.4 STY0544
ATGATTATTCCGGCATTAGATTTAATTGACGGCACCGTGGTGCGTCTCCACCAGGGCGACTACGCCCGGCAGCGGGATTACGGTAACGATCCCCTGCCCCGTTTGCAGGATTACGCCGCCCAGGGCGCCGGGGTGCTACATCTGGTAGATCTGACCGGCGCTAAAGATCCGGCTAAGCGACAGATACCGCTGATTAAAACTCTGGTCGCGGGCGTGAACGTGCCTGTTCAGGTCGGCGGCGGCGTGCGTACCGAAG+ STY2285 100 STY2752 61.765 STY2285 98.9 STY2752
ATGTCGCTTGCTAAAGCCTCCCTGTGGACGGCGGTCAGTACGCTGGTAAAAATTGGCGCCGGACTGCTGGTGGTGAAACTACTGGCCGTCTCTTTCGGTCCGTCGGGCGTCGGACAAGCGGGTAACTTCCGCCAGATGATTACCGTGCTGGGCGTATTGGCTGGCGCCGGGATATTTAACGGCGTTACCAAACTCGTCGCACAACATCATGATGACCCGGCGCAGTTACGTACCGTGGTGGGAACCTCCTCCGCG- STY3629 100 STY3421 66.019 STY3629 98.6 STY3421
ATGGATCGTATAATTGAAAAATTAGAGAGTGGCTGGTGGATCGTCAGCCATGAACAAAAATTATGGTTGCCGTATGGGGAATTACCACACGGGCTGGCGGCAAATTTCGATCTTGTGGGGCAGCGCGCACTCCGGATAGGTGAATGGCAAGGCGAGCCCGTCTGGCTGGTGTTACAGCATCGACGTCATGATATGGGATCGGTTCGCCAGGTTATCGATCAGGATGCCGGGCTGTTTCAACTGGCGGGACGTGGCG- STY3719 100 STY0157 66 STY3719 95.5 STY4638
ATGGCGAAATTGCGGGTAGGAATAGTATTTGGCGGTAAGTCGGCGGAACATGAAGTGTCTTTGCAATCAGCGAAAAATATCGTTGATGCGATCGATAAAACCCGCTTCGACGTGGTGCTGTTAGGGATAGATAAGGCGGGACAATGGCATGTTAACGATGCGGAAAATTATTTGCAGAATGCAGACGATCCGGCACATATCGCGCTACGTCCTTCGGCAATCAGTCTGGCCCAGGTGCCTGGCAAACACCAACAC+ STY0412 100 STY1535 67.29 STY0412 99.5 STY2044
GTGAGCATGGATATTAGCGATTTTTATCAGACATTTTTTGATGAAGCTGACGAGCTGTTGGCTGATATGGAGCAGCATCTGCTGGATTTGGTGCCGGAATCCCCGGACGCTGAACAACTGAACGCCATTTTTCGCGCGGCGCACTCCATTAAAGGCGGCGCGGGCACATTCGGCTTCACTATTCTGCAGGAAACCACACATTTAATGGAAAACCTGCTGGATGAAGCCCGACGCGGTGAAATGCAGCTCAATACC- STY2130 100 STY4502 63.725 STY2130 99.5 STY0786
ATGATACCCCCAGAGATTCGCCGTTCTGTTCTACTACAGAAAGCCATAAAACTGGCGCTGGCAGGGACGCTGCTGACGTTTGCATCGTTTTCGGCGACTGCCGCAGACCCGTCTTCCGACACTGAAACTCCGCAGCCGCCGGATATTTTGCTTGGCCCGCTCTTTAATGATGTCCAGAATGCAAAACTCTTCCCCGATCAGAAAACCTTTGCTGACGCCATACCTAATAGCGATCCGCTCATGATTCTTGCGGAT+ STY1924 100 STY4200 78 STY1924 98.3 STY4200
TTGCGTCGGATATTCGCCATCATGGGGATGTACCCAGTAAGTTATTACGATCTCTCTCAGGCGGGCGTGCCTGTGCACTCCACGGCATTTCGTCCCATTGACGAGGCTTCGCTCTCGCGTAATCCCTTTCGCATGTTCACTTCGCTATTACGCCTGGAGCTCATTGAAAACGCGGCATTACGCCAGCGGGCGGCGGAAATCTTATCGCAGCGTGATATTTTTACATCGCGCTGCCGACAATTGCTGGATGAGTAC+ STY1440 100 STY1440 81.43
ATGAACCTTGACGATAAAGCGCTGTTTCTTGACGTCATGGAGGATGTCCAGCCGCTGAAACGCCATACTGATGTACACTGGCAGCCAACGCGTAATCTTAAAACGCCCCAGCGTATCGACACGCTTCAGCTTGATAATTTCCTGACGACGGGCTTTCTGGATATTCTGCCGCTGAATGAACCGCTGGAATTTCGTCGGGAAGGATTGCAGCAGGGTGTCATCGACAAGTTACGCAGTGGGAAATACCCTCAGCAGG+ STY1406 100 STY4013 53.465 STY1406 98.9 STY4545
ATGAAAAAGTTAGTTCTGGCTGCATTACTCGCCTCTTTCGCCACTGGCAGCATCGCCGCTGAAAAAATCAATTTCGGGGTTTCCGCCACCTATCCCCCGTTTGAATCCCTGGATGCGAGTAATAAAATTGTGGGCTTCGATATCGATCTGGCAACCGCATTATGCAAGCAAATGCAGGCAGAATGTACTTTTACCAATCATGCTTTCGATAGTCTTATCCCGGCGCTGAAATTCAGAAAATATGATGCCGTCATTT+ STY0920 100 STY0923 76 STY0920 99.9 STY0923
ATGATGCCGATTCCCGTCAACCCGACTAACGCCTCCATTCAGCCTCAGTCGCTGTATGACGCCTGGGCCGATTTGGCCTGGCGCGCCATGCTGACCGAGGTAAATTTATCGCCAAAACCCGGTCTGGTAGACCGACTAAACTGCGGCGCGCACAAAGATATGGCGCTGGCGGATTTTCACCGCAGCGCGGAGGCGATTCGACACTGGCTGCCGCGCTTTATGGAATATGGCGCCAGCTGCACGCGCCTGCCACCAG- STY0668 100 STY0072 68 STY0668 99 STY0072



ATGCTTTTTACGCTAAAGAAAGTGATTGGCGGCATGTTATTGCCGCTTCCGCTGATGTTGCTGATCATTGGCATCGGCCTGGCGCTGCTCTGGTTTAGCCGCTTTCAGAAGACCGGAAAAGTATTTATCAGCGTAGGTTGGCTGGCGCTATTGCTATTAAGCCTGCAACCCGTCTCTGACCATTTGCTGCGTCCGATAGAAAACCGCTACCCTACCTGGCAGGGTCCGCAAAAGGTGGAATATATTGTGGTTCTCG- STY0992 100 STY2696 62.376 STY0992 99.1 STY2696
ATGAAAAAAAGCCCCACGTCCACGCCTCATGATGCGGTATTCAAAACGTTTTTACGCCATCCGGATACCGCGCGGGATTTTCTCAATATTCATCTTCCCCATTTGCTAAGAATACGTTGCGATCTGACGACGTTGAAACTGGCGCCGGACAGTTTTATCGAGAAAAATTTACGCGCGTTTTATTCCGACGTCCTTTGGTCGCTAAAAACGTGTGAAGGTGACGGTTATATCTATGTCGTTATCGAGCATCAGAGT+ STY4020 100 STY4875 89 STY4020 98.7 STY4875
ATGAACCACACTGAGATCCGCGTCGTTACCGGCCCGGCGAATTATTTTTCCCATGCAGGAAGCCTCGAAAGACTGACCGACTTTTTCACGCCGGAACAGCTTTCCCACGCTGTTTGGGTGTACGGCGAACGCGCGATTGCCGCCGCCCGGCCTTACCTGCCGGAAGCGTTTGAACGTGCTGGCGCAAAACATCTGCAGTTTACCGGCCATTGTAGCGAACGCCATGTTGCCCAACTGGCGCACGCCTGCAACGAC- STY0646 100 STY3759 67.961 STY0646 98.7 STY3759
ATGAGCGAAAAGTTACAAAAAGTGCTGGCGCGCGCTGGCCACGGCTCTCGCCGTGAAATCGAATCCATTATTGAAGCGGGACGTGTCAGCGTTGACGGTAAAATCGCCACGCTTGGCGATCGTGTTGAAGTCACTCCCGGTTTGAAAATCCGTATCGACGGTCACCTGATTTCGGTGAAAGAGTCGGCGGAACAAATTTGCCGCGTTCTGGCCTATTACAAACCAGAAGGTGAACTGTGTACCCGCAATGACCCTG+ STY1331 100 STY2459 61 STY1331 99.8 STY2459
CTGATGGTGATGGGCGGCAATGCCGCAGAAGCGCATCCGGTGGGTTTCCGCTGGGCGATGGAAGCGAAAAATAATAACGATGCGACGCTGATTGTCGTTGATCCACGCTTTACGCGTACGGCGTCGGTGGCGGATATCTATGCGCCAATACGTTCCGGTACAGACATTACCTTTCTGTCCGGCGTTTTGCTGTACCTGATCGAAAATAACAAAATCAACGCTGAATACGTTAAGCATTACACCAACGCCAGCCTG+ STY1492 100 STY3839 93 STY3839 75.5 STY1492
GTGACGGACGATTTTGCAGCAGATGGCCAACTGGCCAAAGCGATAACCGGCTTTAAACCGCGCGAACCACAGCGACAAATGGCGGTTGCCGTGACACAAGCGATTGAAAATGCGCAGCCTTTGGTTGTTGAAGCCGGCACCGGAACCGGGAAGACCTATGCTTACCTCGCTCCGGCGTTGCGCGCCGGGAAAAAAGTCATTATTTCGACCGGGTCGAAAGCGTTGCAGGATCAACTCTACAGCCGCGATCTGCCG- STY1951 100 STY2553 62.136 STY1951 98.9 STY3343
ATGCACATGAGTCAGGAAACGCCCGCTTCGAAGACTGAAGCGCAAATTAAAACCAAACGCCGTATTTCACCTTTCTGGCTGCTACCGCTTATCGCGCTAATGATCGCGGGGTGGCTGGTATGGGATAGCTACCAGGATCGCGGCAATAGCGTGACTATCGATTTTATGTCGGCGGACGGTATCGTACCGGGCCGTACTCCCGTGCGTTATCAGGGAGTAGAAGTCGGCACCGTGGAAGATGTCAGTCTGAGCAAA+ STY1980 100 STY1349 68.519 STY1980 98.9 STY1349

STY2073 79 STY2346 63.107 STY2073 36.35 STY2346
ATGAAAAAACATTATCCTGTCCAATATGAAACCGGGGATATCGTCTTTACCTGTATAGGTGCCGCGCTTTTCGGCCAGATATCCACCGCTTCACAGTGCTGGAGCAACCATGTTGGGATTATTATTGGTCATAATGGTGATGACTATCTGGTGGCGGAAAGTCGCGTCCCCCTCTCAACCGTCACCACGCTGTCACTGTTTATACAACGTTCAGCCGGACAACGTTACGCGGTTCGTCGCCTGTGCGGCGGCCTGA+ STY2105 100 STY1681 52 STY2105 98.3 STY1681
ATGCAACGTACTATTTTAATCATCATTGGCTGGCTGGCGGTAGTATTAGGGACACTGGGCGTGGTTTTGCCCCTGTTGCCGACTACGCCGTTCATTTTACTGGCAGCCTGGTGTTTCGCCCGCTCGTCGCCGCGTTTCCATGCTTGGTTGTTATACCGCTCATGGTTTGGCGGTTATCTGCGCCACTGGCAGCGCTATCGGGCCATGCCGCCGGGAGCGAAACCGCGAGCGATCGCGTTGATATTGCTGACCTTTG+ STY0526 100 STY0544 65.347 STY0526 98.7 STY1373
ATGTTCCCTGTTATTAACCGCGAAAGTGTATTGTCCGGCTTTCAGTGGTTTTTCTTTATTTTCTGTAACACGGTTGTGGTTCCCCCTACCTTGCTGTCCGCTTTTCATCTTCCCGCTGATAACCTGTTAATGCTCACACAATACGCTTTTCTGACCACCGCGTTGGCCTGCCTGGTTCAGGCATTTTGCGGCCATCGCCGCGCCATTATGGAAGGGCCGACAGGGTTGTGGTGGGGCGCTATACTTACGATTACG+ STY0572 100 STY2973 59.615 STY0572 98.6 STY2973
ATGGTTAACAATAGATTAAAAATGGTAATTGCTATCCTTATAGTTTTCTCATTGGTGTATTCAATAGGATTTATTACACCAATGAACTCTGATGACTATACTTATGCCCTAAGAGAGCTTTCGCTTTCTAGCGTAAAAATGCACTATTTGGGATGGAGCGGAAGGGTTGTGTCAGATACGCTCAGCACATCTCTATTAAAGTTTTTCTCCCCGCATATTTACAATGCAATAAACTCAGCAGCGCTAACATTAATG+ STY0605 100 STY4838 62.857 STY0605 97.29 STY4838
ATGAGTTACCTTAACCGGGATGAACGCCGCGAAGTGATCCTGCAAGCGGCGATGCGCGTGGCGCTGGCAGAGGGGTTTGCCGCCATGACGGTGCGACGGATCGCATCAGAAGCCGATGTCGCCGCCGGCCAGGTGCATCACCACTTCAGCTCGGCGGGCGAGCTCAAAGCGCTGGCCTTTGTCCATTTGATCCGTACCCTGCTCGATGCCGGGCAAGTTCCGCCGCCCGCCACCTGGCGTGCACGGCTTCACGCTA- STY1490 100 STY0717 59.406 STY1490 98.8 STY0717

ATGCCGGATGGCACGTATGCCTTACGCGTACGTTTTAGCGCCAATCGGTATAGCCTGGCAATACGTCAGGAGGTCTGCGCGATGATGGCGCTAAATATGCTGCGCCGCTGGCTTAATGGCGAGGACATTACCAGCGAGCATGGCTGGATAGACGTGGTTGAATCATTGACG- STY2523 97 STY2518 96 STY2523 94.43 STY2518
ATGCCCGCGACTCATTCCCCCATGCCCGCTCGTGCCTGGATAGTTCGCCTTGCCCGCGTGTGTTGGGAACGTAAAACACTGAGCATCATTGTCATCGTAGCATCAGTATCGACCATTTTACTGGCTGCGCTGACGCCGCTAATAACGCGTCAGGCCGTCAATGACGCGATAGCAGGCGATACGACCCGCCTGCCGTTACTTGCCTGCGGCCTGCTGTTAATTGCCCTTTTTGATTTTATCGGGAATTACGTGCGC+ STY2891 100 STY1309 79 STY2891 98.1 STY4172
ATGTCTGAGAAAACTTTTCTGGTGGAAATCGGCACTGAAGAGCTGCCACCAAAAGCACTGCGCAGCCTGGCTGAGTCCTTTGCTGCGAACTTTACTGCGGAGCTGGATAACGCTGGCCTCGCACACGGCACCGTTCAATGGTTTGCTGCTCCGCGTCGTCTGGCGCTGAAAGTAGCTAACCTGGCGGAAGCGCAACCGGATCGTGAAATCGAAAAACGCGGCCCGGCGATTGCCCAGGCGTTCGATGCTGAAGGC+ STY4144 100 STY3480 64.078 STY4144 90 STY3593

STY0793 100 STY0492 67.961 STY0793 67.9 STY3467
STY4281 62.5 STY4281 25.39

ATGAATGACCTGATCAGCGCGGCTTATTCCGAACGTCTGCGGCGCGTTTGCGACCACATTGAGCGTCATCTGGATGAGCCTCTGTCGCTTGAGGCGTTAAGCCGGATGGCGCACAGCTCGCCGTTTCATTTTCACCGGCAGTTTACCGTCTGGAGCGGGCTTCCGCTCTATCGCTATATCCAGTGGCTGCGTTTGCGCCGGGCGTCATGGCGGCTGGCGTTTAATCCGCAAGATAAAGTTATCGATATCGCGCTGG- STY3352 100 STY2506 59.406 STY3352 97.96 STY2506
ATGTCATTGCCGCATTATCACGCTGAAACTGACCTTAACGCTGAAAATTTGCTCAGATTGCCTGCTGAATTCGGCTGTCCGGTCTGGGTCTATGACGCGCACATTATTCGCCGTCAGATAGCCGCCCTGCAGCAGTTTGACGTCGTGCGTTTTGCGCAAAAAGCCTGTTCGAACATTCATATCCTGCGCTTAATGCGCGCGCAGGGTGTCAAGGTGGATTCTGTTTCATTGGGGGAGATCGAACGTGCGCTGGCG- STY3157 100 STY2649 64.423 STY3157 99.2 STY2590
ATGAGCACTTTAGGTCATCAGTACGATAACTCACTGGTTTCTAATGCGTTTGGTTTTTTACGTCTGCCAATGAACTTCCAGCCGTATGACAGCGATGCCGACTGGGTGATCACTGGCGTACCGTTTGATATGGCAACGTCCGGTCGCGCTGGCGGCCGTCATGGCCCGGCGGCGATCCGTCAGGTGTCGACCAACCTCGCCTGGGAACATCACCGTTTCCCGTGGAATTTTGACATGCGCGAGCGCCTGAACGTC- STY3238 100 STY3992 61.321 STY3238 99.1 STY3992

STY0477 65 STY0476 63 STY0480 18.92 STY0477
ATGAACCGTTTCATCATTGCAGACGCGAGTAAGTGCATTGGTTGCCGTACCTGTGAAGTGGCTTGCGTCGTATCCCATCAGGAAAATCAGGATTGCGCATCGCTGACCCCTGAAACCTTTTTACCTCGTATCCATGTTATCAAAGGCGTGAACGTTTCCACGGCAACGCTGTGTCGCCAGTGTGAAGATGCGCCGTGCGCCAACGTTTGCCCGAATGGTGCCATCAGCCGTGACAAAGGCTTTGTTCATGTGATGC- STY2965 100 STY4132 72 STY2965 98.7 STY4132
ATGATTCGCAAATCCCAGAGTGAAGACATGGCGTCTATTCTGGCGCTGTGGATGAAAAGTACCATTTATGCCCATCCCTTTATCGAAGAACGTTACTGGCACGAGAGCGAAGCAATTGTACGCGACGTCTATTTACCCGCCGCGCAAACCTGGGTATGGGAGGAAAATGGGCAACTGAAAGGCTTCGTCAGCGTACTGGAAGCCCGTTTTGTCGGGGCGCTGTTTGTCGCCCCCGACGCGTTAAGACACGGCATTG- STY4159 100 STY0719 87 STY4159 99.3 STY3510
ATGGATACCTTACTCTTTGCAAGCCTGATGGGGTTGTATTACTGGTTTGCCCGTTTACGCCTCGGCTACACCTTCTCCGCGATGCTGTTACAACCGGTGGTGATCGCGGTATTTGTCGGGCTTTTGCTTGGCAATATGCAGACCGCGATGATCATCGGCGCAGGGATGCAGCTCGTTTATTTGGGCGTGACCTCAACGCCGGGCGGCAACGTGCCGTCGGACCCGGCGCTGGCGGCCTGTATCTCCATTCCTATCG+ STY4015 100 STY2752 63.208 STY4015 99.1 STY0536
GTGAATCGGGAACGTGGCGCTTCTTCGCTAATACTGGCGCTTTTAATACTGATTCTGGGCAGTCTGCTACTGCAAGGCGTAAATCAGCAGCAGGCCAGCTATGCCGCCCGCGTGACGACGCAGAGCATGGCGATACAACGCCAGGCGCTCGTACAGTCGGCGCTGGAATGGGGGCGAGGGCAGCTATGGTCAGGCGTAACCGAAATGGAATGTCGGCGCTATTCCTCTTCAGGAGCGAGGGTCTGTTTGCGGAGAT- STY3136 100 STY3136 97.8
ATGGTTATCCTGTTTTCAGGAAATCTTATGGCCGCAACAAACATGACTGATAACGTTACTCTGAATAATGACAAGATATCCGGACAGGCCTGGCAGGCCATGCGTGATATCGGAATGTCGCGATTCGAGTTGTTTAATGGTCGCACCCAAAAGGCGGAACAACTGGCTGCGCAAGCAGAAAAACTCCTGAACGATGACAGCACTGACTGGAATCTGTATGTCAAATCAGATAAAAAAGCCCCAGTTGAAGGAGACC- STY3178 100 STY4459 87 STY3178 94.12 STY4459
GTGGTAATTGGACCTTTTATTAACGCTGGCGCAATTTTATTCGGCGGCGTTATTGGCGCGCTGTTAAGTCAGCGTCTGCCAGAACGGATTCGCGTCTCAATGACGTCTATTTTTGGTCTGTGCTCTCTGGGTATTGGCATTCTGCTGGTGATGAAGTGCGCTAATCTTCCGGTGATGGTGCTGGCGACGCTGGTCGGCGCGCTTATCGGCGAGTTTTGTTTGCTGGAAAAAGGCATTAATGGCGCAGTCGCGAAAA+ STY3272 100 STY2409 73.077 STY3272 98.9 STY2409
ATGTCTGAAACGTTTTCCGGATTCGACACGGCGCCCGTCGCCCGGGTTCAGGCGGCGTTTGAAGAGATAGCCCATCGTTCGATGCACGATCTTTCGTTTCTGCATCCGACTATGCCTGTGCATGTCTCTGATTTTACGTTGTTTGAAGGACAATGGACGGGCACGGTAATTACGCCGTGGATGTTAAGCGCATTAATCTTCCCTGGCCCGGACCAGATCTGGCCCGGGCGTACCGTCGGTGAAAAACTCGGTCTGC- STY3316 100 STY3033 68 STY3316 99 STY3033
ATGACAGTGAAAGCAAAGCGTTTCCGCATCGGGGTGGAAGGTGCCACCACTGACGGGCGCGAGATCCAGCGTGAATGGCTGGTACAGATGGCTGCCAGCTACAACCCGACGGTCTATACCGCGCTGATTAACCTTGAGCACATCAAGTCTTATCTGCCGGAGAGCACTTTTAACCGCTATGGCAGGGTGACGGGGCTGGTTGCAGAAGAAATCCAGGACGGCCCGCTGGCGGGCAAGATGGCACTTTATGCCGATA- STY4626 100 STY3676 94 STY4626 96.5 STY3676
ATGATTGAATTTAACCATGTCAGTAAAACCTTCGGCGATCAACAGGCTGTTAGCGACCTCAATTTGCACTTTAGCGAAGGCAGCTTTTCGGTGTTAATTGGCACCTCCGGTTCGGGAAAATCGACCACTCTGAAGATGATTAACCGGCTGGTAGAGCATGATAGCGGAACGATCCGTTTTGCCGGTGAAGAGATCCGCAGCCTGCCGGTGCTTGAACTGCGCCGTCGCATGGGCTATGCCATTCAGTCTATCGGC- STY2393 100 STY1573 77 STY2393 99.5 STY1573
ATGGCGGTTCAAAAACGGTTAATAAAAGGGGCGCTGGCGTGCGCTTTTGCGCTTATGCTGAGCGGTTGCGTGACTATCCCGGATGCCATTAAAGGTTCGAGTCCGACGCCGCAGCAGGATTTGGTGCGGGTGATGAATGCGCCGCAGCTCTATATCGGGCAAGAGGCGCGTTTTGGCGGCAAAGTTGTGGCGGTACAAAATCAGCAGGGAAAAACCCGGCTTGAAATCGCGACCGTACCGCTCGACAGCGGCGCGC- STY1949 100 STY1545 52.83 STY1949 99.1 STY1545
ATGGCGAAACTGCATGATTACTACAAAGACGAAGTAGTTAACAAACTCATGACTGAGTTTAACTACAATTCTGTCATGCAAGTCCCTCGGGTCGAGAAGATCACCCTGAACATGGGTGTTGGTGAAGCGATCGCTGACAAGAAACTGCTGGATAACGCAGCAGCAGACCTGACAGCAATCTCCGGTCAAAAACCGTTGATCACCAAAGCACGCAAATCTGTTGCAGGCTTCAAAATCCGTCAGGGCTATCCGATCG+ STY4370 100 STY0639 63.366 STY4370 100 STY0639
ATGAAAGGTTTCCTGCAAACCGTAACAGGCCCGGTGGCGCATACGGATATGGGGCTGACGCTACCGCATGAACATCTGTTTAACGATCTGTCTTCGGTCGTAGACGAGCCACATTATGCTTTTTCACAGCAACTGGTGGGAAAGAAAGTCAGTGCTGACCTGCAGTGGGGGCTGAAACACGACCCATACTGCTGCGCCGATAACATGGACAGAAAAGAGATTGATGATGTTATCTTCGAAATCAATAACTTTATG- STY4261 100 STY4261 98.4
ATGGCGAAAAACCTAATACTCTGGCTGGTCATTGCCGTTGTGCTGATGTCAGTATTCCAGAGCTTTGGGCCCAGCGAGTCTAATGGCCGTAAGGTGGATTACTCTACCTTCCTGCAAGAGGTCAATCAGGACCAGGTTCGCGAAGCGCGTATCAACGGACGTGAGATCAACGTTACCAAGAAAGATAGTAACCGTTACACGACTTACATTCCGATTAATGATCCGAAGCTGCTTGATAACCTGCTGACTAAAAAC- STY3474 100 STY3766 61.321 STY3474 98.7 STY3766
ATGCGTGTACTGGGTATTGAAACATCTTGCGATGAAACCGGCATCGCTATTTACGACGACAAAAAAGGTCTGTTAGCCAACCAATTGTATAGTCAGGTGAAATTACATGCTGATTACGGCGGCGTAGTGCCTGAACTGGCTTCCCGCGATCATGTGCGTAAAACCGTGCCGCTGATTCAGGCGGCATTAAAAGAAGCCGCTCTGACGGCGAGCGATATCGACGCGGTGGCCTATACCGCAGGCCCGGGCTTGGTC- STY3387 100 STY0237 66.337 STY3387 98.3 STY1376
ATGAACAATACGCAGAAAAAACTAAAGGTGCTCTTTATTGGAGAATCCTGGCATATTCATATGATTCATTCAAAAGGTTATGACAGTTTCACCTCCAGTAAATATGAAGAAGGCGCGACATGGTTACTGGAATGCCTGAGGAAAGGCGGCGTTGATATTGATTACATGCCTGCCCACACGGTACAAATTGCCTTTCCAGAGAGTATTGACGAATTAAATCGTTATGATGTGATTGTTATTAGCGACATTGGTAGTA- STY4263 100 STY1741 78 STY4263 97.1 STY1741
ATGTTTAAACGACTGATGATGGTGGCCCTGCTGGTCATTGCGCCATTAAGCGCAGCAACGGCAGCGGATCAGAGCAATCCTTATAAACTGATGAACGAGGCGGCGCAGAAAACTTTTGATCGCCTGAAAAACGAACAGCCGAAAATTCGTGCCAATCCGGATTACCTGCGAGACGTTGTTGATCAGGAACTTCTGCCGTACGTGCAGGTAAAATATGCCGGCGCGCTGGTGTTGGGCCGCTACTACAAAGAGGCGA- STY3489 100 STY1000 59.048 STY3489 99.4 STY1000
ATGAAATCAAACACTTCTCAGCAAAGACCTTACCAGGAAGTGGGCGCAATGATACGGGATCTGATTGTGCAGACGCCGTACCGCCCCGGGGAGCGCTTGCCGCCGGAAAGAGAGATCGCTGAGAGGCTCAATGTGACGCGTACCGTCGTGCGTGAAGCGCTGATCATGCTGGAAATTAAAGGTCTGGTTGAAGTCCGCCGCGGCGCCGGGATCTACGTGCTCGACAGCGCGGATAATAACGAGATGGAAGGCGCTG+ STY4862 100 STY0996 64.762 STY4862 99 STY0996
ATGGCTCAACGCATCTTTACGCTGATCCTGCTGCTGTGCAGCACATCCGCCTTCGCCGGATTATTCGACGCGCCGGGTCGCTCGCAGTTCGTCCCTGCCGACCGGGCGTTTGTTTTTGATTTTCAGCAAAATCAACACGATCTTACCCTCTCCTGGCAGGTAAAAGAGGGTTACTACCTTTACCGTAAACAAATCAGTATCACGCCGACGAAAGCGGATATCGCCGCAGTCCAACTCCCGGCAGGCGTCTGGCAT- STY4682 100 STY2943 62.136 STY4682 98.5 STY2469
ATGTTATCTTTAAACAAGCCACTACAGGAATTCAACAGACTCGATAAATGCCTTTCTAAGCATGGTACGCGTTTCGAGTTTGTTAACGATAAAGAGATTATCTGTTCACCTGATGAAAGTAATACCCATACCTTTGTTATTTTAGAGGGGGTTGTTTCGTTAGTTCGGGGTGATAAAGTTCTTATTGGTATTGTGCAGGCCCCTTTTATTTTTGGCTTAGCCGATGGCGTGGCGAAAAAAGAGGCACAATATAAAT+ STY0406 100 STY0406 99
ATGAAAGCAGAACGTATTCTCGGTGCTCTTTACGGGCAAGCGTTAGGGGATGCGATGGGAATGCCCTCTGAGCTGTGGCCGAGAACGCGCGTCAAAGCGCATTTCGGCTGGATTGACCGCTTTCTGCCCGGCCCAAAAGAAAATAATGCCGCCTGCTATTTTAACCGCGCGGAGTTTACGGACGATACCGCAATGGCGCTCTGCCTGGCCGACGCGCTACTCGAATGCGAAGGCAACATTGATCCCGAGATTATT+ STY2372 100 STY2553 59.223 STY2372 98.9 STY2553
ATGGTTTCCACTCTGATTACCGTCGCCGTTATCGCCTGGTGTGCACAACTGGCGCTGGGCGGCTGGCAGATTTCCCGCTTTAATCGGGCTTTCGATAAACTTAGCCAACAGGGACGGGTCGGCGTCGGGCGCTCCGGCGGGCGTTTTAAGCCCCGGGTGGTGGTTGCCGTGGCGCTGGACGAACAGCAGCGGGTGACGGACACTTTATTGATGAAAGGCCTTACGGTATTCGCCAGACCGGTTAAAATTGCCGCAA+ STY2957 100 STY2546 60 STY2957 99.2 STY2546
ATGACTCAAGTCGCGAAGAAAATTCTGGTAACGTGCGCGCTGCCGTACGCCAACGGCTCTATCCACCTCGGCCATATGCTGGAGCACATCCAGGCTGATGTCTGGGTCCGTTACCAGCGAATGCGCGGCCATGAGGTTAACTTCATCTGTGCCGATGACGCTCATGGCACGCCGATCATGCTGAAAGCGCAGCAGCTTGGTATTACACCGGAGCAAATGATCGGTGAAATGAGCCAGGAGCACCAGACCGATTTC+ STY2384 100 STY0585 68 STY2384 95.02 STY0585
GTGACCACCCGGCAGCACTCTTCCTTTGCCATTGTCTTTATTCTTGGCCTGTTGGCCATGTTAATGCCGCTGTCGATTGATATGTATCTTCCAGCGCTGCCGGTGATTTCTGCGCAATTCGGCGTGCCTGCCGGTAGCGCGCAGATGACGCTCAGCACCTATATTCTGGGGTTTGCGCTGGGTCAGCTTATCTATGGACCGATGGCGGATAGCCTCGGGCGTAAGCCGGTCATCCTGGGCGGGACGCTGGTATTT- STY2458 100 STY3936 75 STY2458 99.2 STY3936
GCAGCTTCATCCGCAGCATCTGCGGAGAGCAGCGCAGGTACGGCGACCACAAAAGCCGGGGAGGCATCAGCCAGCGCGGCGTCGGCTGACACAGCCAGAACGGCGGCAGCCGCCTCGTCATCAGCATCGTAGGCATCCACCCACGCCGCCGCATCTGATACCAGCGCATCACTGGCAGCGCAAAGCAGAGCTGCAGCCGGAGAATCGGCAACCAGAGCCGAAGAGGCCGCGAAACGGGCCGAGGATATCGCAGACG- STY2469 100 STY2470 100 STY2469 51.73 STY2470
ATGCTGAAATTCTGAGCTTCATTCCTGAGCCTTGCTCTGATGTTGGCCGTTCCTTTTGCCCCGCAGGCTGTGGCGAAAACGGCAGCGACAACCGCGGCGTCTCAACCTGAGATTGCCTCCGGTAGCGCAATGATTGTTGATCTCAACACCAATAAAGTGATCTATTCGAACCACCCGGATCTGGTGCGTCCGATTGCCTCGATAACCAAATTAATGACAGCGATGGTCGTGCTCGACGCGCGATTGCCGCTGGAT- STY2398 100 HCM1.270 54 STY2398 99.1 HCM1.270
ATGACAACGCATTCCCACCATGACAATGTTGAAAAGCAGTTTGGTTCACAGGCGAACGCCTATTTACATAGCGCCGTTCACGCAGCGGGTCGTGACTTAGCGCGGCTGGCGCAAAGGTTGTCTGATTTTTCCCACGCGAGCGTACTGGATATGGGATGTGGGGCTGGACACGCGAGTTTTGTCGCTGCGCAACATGTCAATTCGGTCGTGGCATACGATTTATCCGCCAGCATGCTTGAGGTTGTCGCTGGAGCGG+ STY0280 100 STY1765 62.136 STY0280 98.87 STY0644
ATGTTTGCGGGCGTTAACCATAGCCTGATTTCCCAGGTACATGCGATGTTACCAGCGCTAACGGTTATTGTTCCGGATAAAAAATTACAGTTGGTATGTTTGGCATTATTGTTGGCGGGTTTAAATGAGCCGTTAAAGGCCGCGAAAATTTTATCGGATATTGATTTGCCAGAGGCTATGGCGCTACGAATGTTATTTCCTGCACCAAATGAGGGGTTTGAAAATTGA- STY1713 99 STY1713 96.9
ATGGTAAGCAACGCCTCCGCATTAGGACGCAATGGCGTACATGACTTCATCCTGGTCCGTGCTACCGCTATCGTTCTGACGTTATACATCATCTACATGGTGGGTTTTTTCGCCACGAGCGGCGAACTGACCTTTGAAGCCTGGACCGGTTTCTTCTCATCGGCCTTCACCAAAGTCTTCACTCTGCTGGCGCTTTTTTCCATCTTAATTCATGCCTGGATCGGCATGTGGCAGGTGTTAACCGACTACGTTAAAC+ STY0776 100 STY4682 62.037 STY0776 99.1 STY4682
ATGAGCGGGGTCATTATTTACCGGTATGTGCTATTGCTGGCCATTATTTCCGTTACGTTGGCAACGTTCTGTACCCTGTCATCAGTATTCATGGGTGAGTTTAACGAAGTGCTCCTGCTGCTGTTTAGCTGGTCATTGCTGCTTTTTTCCCGCTTACAGATGAATACGTCTTTTTTCTCAGCATATGTTTATTTTTACCGGATAAAACGCGTTGTGCTGGAAAGCGAAAACGCGTCTGCTTAA+ STY0845 100 STY1378 47 STY0845 42.06 STY0647



ATGCCCGTTTTTGCTTTACTTGCCCTTGTCGCCTACTCCTTCAGCCTCGCGCTGATCGTTCCCGGACTGTTGCAAAAAAACAGCGGCTGGCGGCGTATGGCTATTCTTTCTGCGGTCATCGCGCTGGTGTGCCATGCTGTCGCGCTGGAATCGCGTATTCTGCCCGGCGGCGACAGTGGACAAAACCTGAGCCTGCTGAATGTCGGTTCGCTGGTCAGCCTGATGATCTGCACGGTGATGACCATTGTCGCGTCGC+ STY2865 100 STY0554 63.107 STY2865 91 STY0554
ATGCTGATGGCGACAATGACACCCTGGTATCTGTATCTGATTCGTACTGCAGACAATGCGCTTTACACCGGAATAACCACCGATGTGGCGCGTCGTTACAGGCAGCATCAAACGGGAAAAGGCGCAAAAGCATTACGGGGAAAAGGCGAGTTAACGCTGGCGTTTGCGGCGCAGGTCGGCGATCGCTCGCTGGCCCTGCGCATAGAGTATCGCATCAAACAGCTCACAAAGCGCCAGAAGGAGCGCCTTGTGACGG+ STY3454 100 STY3131 65.741 STY3454 87.08 STY3131
ATGCTTAAACCACGCATAACTGCCCGACAACTCATTTGGATCAGCGCTTTTCTGCTGATGCTGACCATACTCATGATGACGTGGTCAACGCTGCGTCAGCAAGAGTCGACGCTGGCCATTCGCGCGGTTAATCAGGGCGCCAGTATGCCAGACGGCTTCTCAGTTCTGCATCATCTGGATGCGAACGGCATTCATTTTAAAAGCATTACGCCTAAAAATGACATGTTGCTCATTACCTTCGATTCCCCTGCGCAAA+ STY3407 100 STY3109 60.952 STY3407 99.2 STY3109
ATGCGATTATTTAACTGGCGCCGTCAGGCGATTTTACATGCTATGCCGGTGGTAAAACCCGACCAGATACGCACGCCGTGGCGGGAGTTCTGGCGTCGTTTTCGCCGCCAGCATGTCGCGTTGGTCGCCGGGGGATTCGTACTGGCGTTAATTCTGGTGGCGATTTTTGCCCGTTGGCTAACGCCCTACGATGCGGAAAACTATTTTGACTACGATAGCCTGAACAATGGCCCCTCTTTGCAGCATTGGTTTGGC+ STY0890 100 STY4170 74 STY0890 98.7 STY4170
ATGTGGACGGGAGTCAATATGGACAGCAGTAAACGGCAATTTCTCCAGCAGCTCGGCGTCCTGACCGCTGGCGCCTCGCTGGTTCCGCTGGCTGAAGCGAAATTTCCTTTTTCGCCGGAGCGGCATGAAGGCTCTCCCCGACACCGTTACGCCATGCTTATCGACCTGCGGCGTTGTATCGGCTGTCAGTCCTGTACCGTAAGTTGCACTATTGAAAACCAAACGCCGCAGGGCGCGTTTCGTACGACCGTGAACC+ STY1736 100 STY0660 67.961 STY1736 99.2 STY4477
ATGGGACAACTGATCGATGGCGTCTGGCACGATACCTGGTATGACACCAAATCTTCCGGGGGGAAATTTCAGCGTTCAGCGTCGGCTTTCCGCAACTGGCTTACCGCTGACGGCGCGCCCGGACCTTCCGGCGAAGGCGGATTCGCCGCAGAAAAAGATCGTTACCATCTGTACGTTTCCCTTGCCTGCCCCTGGGCGCATCGCACGCTCATTTTCCGTAAACTGAAAGGTCTGGAGCCGTTTATTCCGGTTTCT+ STY3413 100 STY4768 66.355 STY3413 98.9 STY1958
ATGCTTCCTGAGCATCTGGTTTCCTCTCATTTTCGCCTGTCATCGCCGCCCCCTGAAGCCACAGAAAACAGTAAAAATTTGTCTCAGGGAAAGACAAAACTCAGCGATTACGAGCCCGATATTTTAATTTGCGCTAACGCAACCGGGCAACACAGAAACGTATTATTTGAAGAACGCGACCGTCATATTAAAGAACGTCTGTATTGTGTGGCTAAAATTGAAACGTTTGCCCGCCTGATAAACGCACTACAGGCAG+ STY3328 100 STY3836 58.716 STY3328 98.3 STY3836
ATGAACATGGGTCTTTTTTACGGTTCCAGCACGTGCTACACCGAGATGGCCGCAGAGAAAATTCGCGATATCCTCGGCCCGGAGCTGGTGACATTACATAACCTCAAGGATGACGCCCCCGCCTTAATGGAGCAGTACGACGTGCTCATTTTAGGCATCCCCACCTGGGATTTTGGCGAAATTCAGGAGGACTGGGAAGCCGTCTGGGAGCAACTGGACGATCTCAATCTGGAAGGCAAAATCGTTGCGCTTTACG+ STY3201 100 STY0732 65 STY3201 89.61 STY0732
ATGAATTATCAGAATGACGATTTACGCATTAAAGAAATCAACGAGTTATTACCTCCGGTCGCGCTGCTGGAAAAGTTTCCCGCCACGGAAAATGCAGCAAATACCGTTGCTCACGCACGCAAAGCCATCCATAAAATTCTCAAAGGCAATGACGATCGTCTGCTGGTGGTGATCGGTCCTTGTTCAATTCATGATCCGGCAGCGGCGAAAGAGTATGCCGCCCGTTTGCTGGCGCTACGCGATGAGCTTCAAGGC+ STY0801 100 STY2857 81.188 STY0801 99.1 STY1763
ATGTCCAGCTTGATTAATCACGCCATGAGCGGACTTAACGCCGCGCAGGCCGCGTTAAATACGGTCAGTAATAACATCAACAATTATAACGTTGCGGGTTATACCCGGCAGACAACTATTCTGGCGCAGGCAAACAGTACGTTAGGGGCTGGCGGCTGGATAGGTAATGGCGTTTACGTTTCAGGCGTACAGCGCGAATATGATGCGTTTATCACTAATCAGCTACGCGGCGCGCAAAACCAGAGCAGCGGCTTA+ STY1222 100 STY2810 64.151 STY1222 99.4 STY2810
ATGATGCAACCATCTATCAAGCCTGCTGATGAAGGCTCAGCAGGAGACATCATTGCGCGCATCGGTAGTCTGACCCGAATGCTGCGCGACAGCCTGCGTGAACTGGGGCTGGACCAGGCGATTGCCGAAGCGGCGGAGGCGATCCCTGATGCGCGCGACCGTCTGGATTATGTCGTCCAGATGACGGCGCAGGCGGCGGAACGCGCGCTAAACAGTGTCGAAGCCTCGCAGCCGCATCAGGATGCGATGGAAAAAG- STY2124 100 STY2124 99.5
ATGAGCGACGTGACATTACTTGCCGAAGTAACGACTTTTTTACGCCAACGACACGGACAATTTATTGCAGGTGAACGTCAGGCCGGAAACGGCACGAACTTCTCGGTCACTAACCCAGCCACCGGCAAAATCATCGCCGACGTTGTGTCGACAACCCCTGCGCAGGCAAAAGAGGCCATGCAGAGCGCCAGACGGGCGTTTGATGTCTGGCGTAAAATGCCAACGTTACAACGCGGCGCATTACTGCTGAAACTG+ STY3298 100 STY1467 70 STY3298 99.2 STY1467
ATGGCGAAACAACAACGGATGGGCTGGTGGTTTCTTTGCCTTGCATGTGTCGTGGTAATGGTTTGTACCGCGCAACGCATGGCGGGCCTGCACGCCTTGCAGATGCAGGCGACGGCCTCTGCTGCGGTGGTCAGCGCTCCCTCCTCGACAGATGACGGCTCGCCGGTCACTCCCTGCGAATTAAGCGCCAAGTCGCTGCTGGCGGCGCCTCCAGTACTCTTTGAAGGTGCTATCCTTGCGCTTTATCTACTGCTTT+ STY1149 100 STY0064 88 STY1149 98.9 STY2595
ATGCAACTGAACAAAGTGCTGAAGGGCCTGATGATTGCCCTGCCTGTTATGGCAATCGCGGCATGTTCTTCCAACAAGAACGCCAGCAATGACGGTAGCGAAGGCGGCATGCTGAACGGCGCCGGCACTGGTATGGACGCTAACGGCAACGGCAACATGTCATCTGAAGAGCAAGCGCGTCTGCAGATGCAGCAGCTGCAGCAGAACAACATCGTTTACTTCGATCTCGACAAGTACGATATCCGTTCTGACTTCG+ STY0795 100 STY4235 63.81 STY0795 99.4 STY4235
ATGGCGCAGGTGAATAAGCAGGCTATTGCGGCGGCGTTTGGCCGGGCCGCATCGCAATACGAACAGCACGCCTCTTTACAGCAACACAGCGCGGATGCGCTGCTGACGCTGTTGACAGGCCGCCAGTTTGCCAGTGTGTTGGACGCAGGCTGCGGCCCCGGACGTATGAGTCGTTACTGGCGAGAGCGGGGGAGCGAAGTGACCGCCCTGGATCTTTCGCTGCCGATGCTGCAACAGGCTCGCGATCGTCAGGCGG+ STY0829 100 STY0289 60.194 STY0829 98.4 STY2948
ATGATCTGGAAACGGCATTTAACGCTGGATGAATTGAATGCTACCAGTCAGAACACGCTGGTGGCGCATCTGGGCATTGTTTACACCCGTCTGGGCGATGACGTGCTGGAGGCGGAAATGCCCGTCGATGCCCGCACTCATCAACCGTTTGGTCTGCTACATGGCGGCGCATCGGCAGCGCTGGCGGAGACGTTAGGATCAATGGCGGGTTATCTGATGACCCGCGACGGGCAGTGCGTGGTCGGGACCGAGTTAA+ STY0643 100 STY1757 72 STY0643 98.1 STY1757
ATGGGACTCAAGTGGACCGATAGCCGCGAGATCGGCGAAGCGTTATACGACGCATATCCTGATGTCGATCCTAAAACCGTTCGTTTCACCGATCTGCATCAGTGGATCTGCGAACTGGACGATTTTGACGACGACCCTAACGCATCCAATGAAAAAATTCTGGAGGCGATTCTGCTAGTCTGGTTGGATGAAGCAGAGTAA- STY2783 100 STY2783 100
ATGGCGAATTTTTTTATCGATCGCCCCATTTTTGCCTGGGTGCTGGCTATCCTGTTGTGTCTGACAGGGGCGTTAGCCATTTTTTCTTTACCTGTTGAACAATATCCCGATCTGGCGCCGCCCAACGTACGTATTACCGCGAATTATCCGGGAGCGTCGGCGCAAACGCTGGAAAATACCGTAACCCAGGTTATTGAGCAGAATATGACGGGCCTCGATAATCTGATGTACATGTCATCACAAAGCAGCGGAACC+ STY2719 100 STY0519 88 STY2719 98.9 STY3570
ATGCTGATTCTGACTCGTCGAGTTGGTGAGACCCTCATGATTGGCGATGAGGTCACCGTGACAGTTTTAGGGGTGAAGGGCAACCAGGTGCGTATTGGCGTGAACGCCCCGAAAGAAGTTTCTGTCCATCGTGAAGAGATCTACCAGCGTATCCAGGCTGAAAAATCCCAGCAGTCCAGTTACTAA- STY2947 100 STY4366 33 STY2947 100 STY4366

STY0310 64.423 STY4050 60.748 STY4050 27.3 STY0310
STY1591 63.208 STY1787 61 STY1591 57.62 STY1670

ATGGCACGCGTAACTGTTCAGGACGCTGTAGAGAAAATTGGTAACCGTTTTGACCTGGTACTGGTCGCCGCGCGTCGCGCTCGTCAGATGCAGGTAGGCGGAAAGGATCCGCTGGTACCGGAAGAAAACGATAAAACTACCGTTATCGCGCTGCGCGAAATCGAAGAAGGTCTGATTAACAACCAGATCCTCGACGTCCGCGAGCGCCAGGAACAGCAAGAGCAGGAAGCCGCTGAATTACAAGCCGTTACCGCTA- STY4051 100 STY4713 61.765 STY4051 100 STY4713
ATGAAAGCATTACATTTTGGCGCAGGTAATATCGGTCGTGGCTTTATCGGCAAATTGCTGGCTGACGCGGGGATACAACTGACGTTTGCGGATGTAAACCAGGTCGTACTCGATGCCCTGAATGCCCGTCATAGCTATCAGGTTCATGTTGTGGGTGAAAATGAGCAGGTGGATACCGTTTCCGGCGTCAACGCTGTCAGCAGCATCGGCGATGATGTTGTCGACCTGATTGCCCACGTTGATTTAATCACCACT- STY4110 100 STY4110 97.63
ATGGCGTCTATTAACGAAATACGTAACCTGTTTACTGCCGCCCGGGCCGAACATCCTGTAGCCTCCTCGGCAATTGCCGAGTTTATCCAGACGTATAAGCAGGCAAGAGAAGACAGCGACGACGGTATCCGCGAGTCCGCCGCGTTTATCGCCCGCGCGCTTCAGGAACATGCTCGCGGCTGGCTGGACGACGACGATATGATTATTCTGCTGGAAGGACAGCGGGACCTCGCCAGGCTACGCGCCAATAATGCGC- STY4448 100 STY4448 96.2

STY1631 75 STY4180 63.81 STY1631 64.78 STY4180
ATGAATGTCACTTCAGGCGTGAATGCGCAAACGCCATTGCTCCCCCCTTCTGAATGGGGTGATGACGAAAAACCGGTAGCTGAAATCGTTGAGTTTAACGCTTACGGCAATAAACCCAGATGTTTAATGTGCCTGGGAACCACGGCATTGTTTACAGGTGCTTTCAGTGGGGTATGCTCAGGGGCTGTCGCCAGTGTCAGTAGTGGTGCTGCATATACTACCGCTCTGACGATTTTAGGCGCATCGTTTGGCATGG- STY2367 99 STY3980 59.434 STY2367 92.35 HCM1.262

STY3664 93 STY4640 92 STY3664 84.8 STY4640
ATGTATAACAATGAACCTGGCGCTCAGTCCGATCCAACGTTGGGCTACACTTTTCAAAATGATTTTCTGGCATTAAGCCAGGCGTTTTCACTACCCGAAATAGATTATACCGATATTTCCCAACGCGAACAGTTGGCGGCGGCGATTAAAAGATGGCCGCTCCTGGCTGAATTTGCGCAACCACATTCATTAAGGAAGCCATGA+ STY4179 100 STY4179 100
ATGGCTATCAACAATAGCGCGCAGAAATTCATCGCGCGCAACCGCGCGCCGCGCGTGCAGATTGAATATGACGTAGAGATTTACGGTTCCGAGAAAAAAATCGAGCTGCCGTTCGTGATGGCGGTGCTGGCCGATCTGGCCGGGAAACCGCGTGAAGAACTGCCGCCGGTGACGGATCGCAAATTCCTCGATATTGATATTGATAACTTCAATGAGCGCATGAAAGCCATTGCGCCGCGCGTGGCGTTCGCTGTGC+ STY0297 100 STY0297 99.4

STY3153 67 STY0640 66.337 STY0640 14.65 STY3153
ATGGATGCGCTTAGTCGGCTATTGACGCTTAACGCCCCTCAGGGCTCAATCGACAAGAATTGCCCGTTAGGCGGCGACTGGCAGTTGCCGCACGCCGCTGGCGAGCTATCGGTGATTCGCTGGCATACCGTTACGCAGGGCGAAGCGCAACTGGAAATGCCTACCGGCGACGCCATGACGCTTACGCCGGGAAAGGTGGTGATTCTGCCGCAAAACTCCGCCCACCGTTTGCGCCAGTCTGGCGAAGCACCGACAC+ STY0611 100 STY0697 72.727 STY0611 97.95 STY0823

STY4820 61.468 STY2590 48.515 STY4820 21.93 STY2590
ATGACAATCCATAAGAAAGGTCAGGCACACTGGGAAGGCGACATCAAACGGGGTAAAGGTACTGTATCAACAGAAAGCGGCGTGCTTAATCAACAACCGTATGGATTCAATACCCGGTTCGAAGGCGCGCAGGGAACCAACCCGGAAGAGTTAATTGGCGCCGCACATGCGGCCTGTTTCTCCATGGCGCTATCACTCATGCTGGGAGAGGCTGGATTTACGCCGACATCCATTGACACCACCGCTGACGTATCGC+ STY1497 100 STY4807 63.366 STY1497 99.5 STY4807
TTGCAGCACTCGTTGCGTAGTGATGGCGCAGGATTCTACCAGCTTGCGTGCTGTGAATACAGCCTTTCCATGAGAAAAATTGCATTAAGCGGCGGGTTTTGGGGCGGAGTTTGCCGCATGGCGATGAAAAGCATCTTCTTTATGTTTCATCAGGGCAATCGCCGGTTAACCTTAACCGCTGTACAAGGTATACTCTTGCGATTTTCACTGTTTTGA+ STY0053 100 STY0053 100

STY2954 63.107 STY3986 53.465 STY2954 7.36 STY3986
ATGAAAAAAATTACCCTCTATGCGACAACGGTTATCACCGTTGGGCTGTTATGTTATTTAGGTTTGTCCGGGTATGTATGGTATTACGACAAACAGCGCAGTAAAAAAAGCGATGTGCAGGCCTCGGTTGTGGGTGAAAATAATAAAATACTGGGTTATTTCAGGGAGAAAGGATGTGATTATTGTCATACGCCTTCCGCTGAATTGCCTTTTTATTCCTCTTTTCCGGTGGCAAAGCAGCTAATGGATTACGAT+ STY3958 100 STY3958 99

STY4871 84 STY2297 61.165 STY2058 34.2 STY4871

ATGGCTTACAGCGAAAAAGTAATCGATCACTATGAGAACCCGCGTAACGTAGGGTCGTTTGACAACAACGACGATAACGTGGGAAGCGGTATGGTTGGCGCGCCGGCCTGCGGCGACGTCATGAAGTTGCAGATTAAAGTTAACGATGAAGGTATCATTGAAGACGCGCGCTTCAAGACTTACGGCTGCGGTTCCGCTATCGCCTCCAGTTCTCTGGTAACGGAGTGGGTGAAAGGGAAATCCCTGGACGAAGCGC- STY2788 100 HCM1.153 59 STY2788 99.5 HCM1.153
GTGCTCGAAAGAATCAAAGTTTGCTTTACAGAAAGCATTCAAACTCAAATTGCTGCGGCGGAAGCGCTTCCGGATGCCATTTCCCGCGCCGCCATGACGCTGGTTCATTCCCTGCTTAACGGCAACAAAATCCTCTGTTGTGGAAACGGGACGTCCGCGGCCAACGCACAGCATTTTGCTGCCAGCATGATTAACCGCTTTGAAACGGAGCGACCCAGTTTACCCGCCATTGCACTAAATACCGATAATGTGGTCT+ STY3449 100 STY0107 62.857 STY3449 99.3 STY0355

STY1738 62.136 STY4256 61.905 STY1738 35.25 STY1181
GTGAAAATTGCCATATTGTCTAGGGATGGAACGCTCTATTCTTGCAAACGTCTGCGCGAAGCGGCGATGCGGCGCGGCCATCTGGTCGAGATACTCGATCCTCTTTCCTGCTATATGAATATTAATCCGGCAGCGTCGTCGATCCATTACAAGGGGCGTCGTCTGCCCCATTTTGACGCCGTTATTCCCCGTATTGGTTCGGCCATTACCTTTTATGGTACCGCTGCGCTACGTCAGTTTGAGCTACTGGGTAGCT+ STY0908 100 STY4925 64.762 STY0908 99.4 STY1959
ATGGAAACGGGTACTGTAAAGTGGTTCAACAATGCCAAAGGGTTTGGTTTCATCTGCCCTGAAGGCGGCGGCGAGGATATTTTCGCCCATTATTCCACCATTCAAATGGATGGTTACAGAACGCTTAAAGCCGGACAGTCTGTCCGGTTTGATGTCCACCAGGGGCCAAAAGGCAATCACGCCAGCGTCATCGTGCCCATCGAAGCAGAGGCCGTTGCATAG- STY0940 100 STY2204 71 STY0940 100 STY2204
ATGAGCAACATTATCCAACTGACGCCAAACAAGTGGGTTAGCGAAAAAGTTCTGATTGCGGTTACCGGGCTTAAGCCCGGAACCATTACCCGCGCCAGAAAAGAATCCTGGATGCTGGGCCGCGAGTACCTGCACATTTCACCAGACGGAAATCCGAAGCCTTCGAGCGAATGCATATACAACAGAGAAGCCGTTGATCAGTGGATCGAGGCGCAGAAAAAAAATCAACCAGGTGCGAAGACAACATGA- STY1012 100 STY4664 56.731 STY1012 100 STY4664
ATGCGCATGATTAAAGTGCTTTTCTTCGCCCACGTTCGCGAGCTTACAGGAACTGATGCGCTGGATCTTCCAGCAGATTTTTCCACCGTTGAGTCGCTGCGACAGCATCTGGCGACAAAGAGCGATCGTTGGGCGCTGGCGCTGGAAGACGGCAAGCTGTTGGCGGCGGTCAACCAGACGCTGGTAAGTTTTGACCATCCGCTGACGGCGGGCGATGAAGTGGCGTTTTTCCCGCCAGTCACGGGGGGCTAA+ STY0839 100 STY1270 63.551 STY0839 98.8 STY1270

STY0862 51 STY0862 22.96
STY0717 62.136 STY4587 61.765 STY0717 14.78 STY4587
STY4308 65.741 STY0376 63.208 STY4308 11.91 STY0376
STY4771 60 STY0875 59.406 STY4771 28.13 STY0875
STY3175 67.327 STY0335 62.5 STY3175 26.58 STY0592

STY3743 58.824 STY0958 56.731 STY0958 39.02 STY3743



STY2159 100 STY0924 70 STY2159 98.3 STY0924
STY0070 100 STY0670 78 STY0070 96.8 STY0670
STY0231 100 STY3528 70 STY0231 99.7 STY3528

STY0494 54.902 STY3715 53.704 STY3715 17.79 STY0494
STY0979 100 STY3237 72 STY0979 98.1 STY3237
STY0336 55 STY0336 6.26
STY3052 61.765 STY0724 60.194 STY0490 12.9 STY4276
STY0659 34 STY0659 22.23

ATGAAAAAATGTTTTTTATTTATATTTATGTGCCTGTTTATCTTCTCAGCTAATGCGGAACTAAAATTCCGCCCTGAGATCGAAAATAAAAAAATCTATTTTCAGGGCAAGGTCACAGACTACACGCTTAATGACTTTATCTTTTTCGGTGACAGTCGCGAACCCTTTTATGGCAGCGAAAACGATGATTATACCGCCACTGCAGATGAGTGGCTCAGGTTTTACGCTGAGTTGCCCGACGTTCGAAAATGGCAG- STY3343 100 STY1951 60.185 STY3343 100 STY1951
ATGTTTGATTACCAAGTTTCCAAACATCCACATTTTGATGAAGCCTGTCGTGCATTTGCACTGCGCCACAATCTGGTGCAACTGGCAGAACGTGCAGGCATGAATGTGCAGATTCTGCGGAACAAGCTGAACCCAGCTCAGCCTCATCTATTAACCGCACCAGAAATCTGGCTGCTTACCGATCTGACTGAAGATTCAACGCTGGTAGATGGTTTTCTGGCACAGATTCATTGTCTGCCATGTGTACCGATTAATG+ STY3662 100 STY4642 88 STY3662 100 STY4642
TTGGAACACTTAAAATACAGACCTGATATAGATGGATTACGCGCAATAGCGGTTTTATCTGTGGTAATATTCCATTATTTCCCATCATTATTGCCGGGTGGGTTTGTTGGAGTAGATATATTCTTTGTGATATCTGGATACCTTATAACATCAATAATATTAAAATCTGCATCAAACAAATCATTTTCATACCTTGATTTCTATAAAAGGAGAGTGCTTAGAATATTTCCAGCATTATCCATAGTTCTTGTATCA+ STY2629 100 STY4838 64.815 STY2629 100 STY4838
ATGGTCAAAGGGTCTGCGCTTTTTGATACCAATATCCTCATCGACCTGTTTAGCGGTCGAATTGAAGCGAAACATGCGCTGGAAGCGTATCCGCCACAAAATGCGATTAGCCTTATCACATGGATGGAAGTGATGGTGGGTGCTAAGAAATATCATCAGGAAAACCGCACGCGCATTGCATTAAGTGCGTTCAATATTATTGGCGTAACACAGGAAATCGCGGAACGAAGCGTCATTGTCAGGCAGGAGTATGGCA- STY3844 100 STY3844 100
ATGCCGCAACTGAACACAAACTCCGCCAGATACTTTAAGCCGGACTATTCCCCGGATGCCGCCGCGCGCCGCTTCTACAAATACTGCAACATCCTGATCGCGCCATACTTCAAACTAGTGCCAGACGCCACTGTCGGTCTTAATGACCCTGGCCCAAATTCCGTACAGTGCTAA- STY1359 100 STY1028 90 STY1359 100 STY1028
ATGAACCGCACCGAACAGACGCCACAACTGACGCCGGAAGATGCTGCACAGCGTATTCGGGTACTGGAAGACGAAAACGAATACCTGCGCAAGAGATTTGAAGAGGTGGACCTGTACTTCGGGCGCAATCTGGTCGTCATGAAAGCTGCAGTGATTGAGTGGCGGGCCACCGGTGATGCCAGGAACGGCATGGCGTGGATTTACAACACCCTGTGTGGGCCGGGCGAACTGCCGCCGCAAGAGGAGAAAGAGGCAC- STY1597 100 STY3473 91 STY1597 100 STY3473
ATGGCACAAGTCATTAATACAAACAGCCTGTCGCTGTTGACCCAGAATAACCTGAACAAATCCCAGTCCGCACTGGGCACTGCTATCGAGCGTTTGTCTTCCGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGACAGGCGATTGCTAACCGTTTTACCGCGAACATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACCACTGAAGGCGCGCTGAACGAAATC- STY2167 100 STY1911 62.963 STY2167 100 STY1911
ATGACATTTATATTTGATGTAAATAAAGAGTATCACGCGGGTGCTAACCTGACAGATAAGTTTTTATGTTTAGAAACTTATTCGGGATTGGGGCGCTATTCTTCAGATCCTGATTACCCTTGTCAGTTATTATCTATTGATTCGGATGATGTATGTATCGGTCATGAATTATTACAAGCATTAAAAAATAGCAGAACTTACACCCCAGAAGAGAGTGAAGAGTATCTTTCTTTAGAGAAAACACAGGTGGAGTATG- STY2358 100 STY1648 87 STY2358 100 STY1648

STY2887 100 STY3697 100 STY2887 100 STY3697
GTGACGCTTCTGCTCAATGAGCAATATCATCTTTGCTGTTACAGCGAAATCCGTGCTGATTTGCGTGGCCTCGGCTATCACATTGAACACGTCGAAAATAAAAGCCAGCAGCCAGGGCGAACCTTCGATTATCAAAATCTCGCAGCCAGCGCGTTAGACTCTGAGAATGGTTTGCCCCAGCTTGGCATCAACACGTTCGGTGGTCATGTACAGGGAAAGAATAAATCTGTGGATATGGCACAGTTTATTCATTGCC- STY4039 100 STY0919 71.287 STY4039 100 STY0919
ATGAGCGACCTGAATCAGTTTCGAAGTAAAGGGCCGGAACTCCTGGTGGAACTGGCACAGCATACCTCTGAGACCGTTCGCGAGATTATTGATATTGAGCCCGCAATTGCCGACCAGATTGGTCAGGCCGTCGCGAACCGCATGATGCAGGTCTGGGGCGGGCAAAACGTTTATTTCCCGATGGGCATGGTATGGAAGGTCAGTCAGCGCGACCGGGAAATCTTCAGGGAGTTTAACGGACGTAACCACCATGAAC- STY1591 100 STY0954 64 STY1591 100 STY2672
ATGAAAAACCTGAAAAAATTCATTCCCCCTGTTAAAAAACCTCGCCTCAGCGGCTGGCTGCTGACCTCAGTGCTGTTGCTGGGCATCATCGCTCTGGTCTCGCCACAGCAGTTGCCTGTTGTGATCTACAAGCTGGCACTCATCACGCTGGCAGCAGTGCTGGGTTACTGGCTTGACCGTTCGCTCTTCCCCAAAGCCCGTCCCGGTCAGTACCTGAAACATGACGACAGACTGATGGCTGAAGGGCGTTTCCCTG+ STY1608 100 STY3896 59.459 STY1608 100 STY3896
GTGTGCAGGTTTGTAAACCAGGGTATGGCGGTAGCGTTATTTTTTAACGAGGTATCATCAGAGGTAGAATTAACGATCGCAGACGATACTCAGTACTAA- STY2362 100 STY0523 53.535 STY2362 100 STY0523
ATGGAGGAACAAGTTATGGATACAAACGAACTTGGCTTAGTTAAGGCGCGTGTTGAACTGATCACCGCTATGCTCAAATGCGCAACCGCGTTTGTTGGCTTAGTTGGTGCGGTTTACGCCGTTCTTAACATGGCCTTCAACTACAACAATTTAACTCATGACAATAGAAGTTCAAAGGTGGGAAGATAA- STY2880 100 STY2879 32 STY2880 100 STY2879
TTGATAATGACAACTTTTATTCAACTGCATTTATTGACTGCTTATGCGCCCGCTAACCTGAATCGTGATGAGTCTGGCAGACCGAAGACCGCGTTTATGGGAGGAGTTGAGCGTTTACGCGTATCGTCGCAAAGTCTGAAGCGTGCCTGGCGGGTGTCGGAAACTTTTGAAGCGGCAATGGATGGCTTTATGGGTAAGCGTACTCGTCGAATTGGCGTGGATTATGTTTATCGTCCGATGAAAGATGCCGGAATT- STY3068 100 STY3068 100
ATGCAGAAGCCTATTTTATCGTTGAATAGCACCTGTATTGTCGGGGGCATTCTGTGGTTACTTCCGGTAATAGTTGTTCATGCCGATGAGATTGTCTGCCCTGCGGTTATTCATTTTTCTCAGGCTCCAATAATTTCCTCAGCGGAAGGATGGAATGTCTCATCCCGTGCAGCGCGTATGTTGAATGATGGTGGTTTTCTTTCGTCTGGCGATCCCAAAGAGCAGGCAGATCTGAAAGGTGAAGATGCAGTCGTTG+ STY0301 100 STY0084 55 STY0301 100 STY0084
GTGAGTCGTTATTTCTGGATGTATTATTTACTGGGATTGTGCAGTTTTACCAGCCAGGCAACTCTTATTCCCCCTCCTGGATTTGAATCTCTGCTGGAAGGACAGACTGAGCAAATTGAAGTGTTGCTACCAGGGCATTCACTGGGATTATTTCCGGTGGTGGTTAAACCGGACACCGTGCAGTTCATGTCCCCATTGATGGTACTTGAAAGCAGTGGGCTTGCCGCGTTGCCGGCCGCAGAACGGCAAAAAGCG+ STY0347 100 STY1757 62.136 STY0347 100 STY1757
ATGAGCAAAATTGGTGACTATTTCTTTGAATTCCCGGCATCAAGAGGCTTACAGGGAAATACGGTTGTGTTGATGATGACAGTCCCAGCGCGCGCGCTAACTCGCGTTCTGGCATCAGATAACCACGGCAATACGCTTGAGCGTTCTCAGCGAGAACTCAATCCAGCGCGTGCGAAGAAGTTTTATGAATACCTGCGAACAGCTTACGAGAAAAAAGAGCCGTTCATCATCCCGCCGCTGGTTGGAAACTGCGAC- STY1015 100 STY2764 61.165 STY1015 100 STY2764
ATGATGAAACTTGCTGAAATTCAGGCGGCGTGCGGCGTTCTTTGTGTAGATCTCGCCGCTGTCGTTGACAATTATCAAACGCTGGCGCGCCATGTCGCCCCCGCGCAATGCGGCGCAGTACTGAAAGCCAATGGCTATGGCTTGGGGGCGGAGGCGATTGCGCCAGCCCTGTATGCGGCCAATTGCCGGATCTTTTTTGTCGCGCAACTTTCTGAAGGGGTGGCGCTACGTAACATCCTGTCGGCTGACGCGATG- STY3763 100 STY3762 74 STY3763 100 STY4443
ATGAAAGAAGTCGAAAAAAACGAAATTAAACGCCTGAGCGATCGTCTTGACGCTATTCGCCACCAGCAGGCAGGTCTCTCGCTGGTTGAATCCGCCGATAAATACGCGGAGCTGGAAAAAGAAAAAGAGACGCTGGAAGCAGAAATTATCCGTCTGCGCGAAGTACACAGCCAGAAACTGAGTAAAGAAGCGCAGAAGCTGATGAACCTGCCGTTTCGCCGCGCTATCACTAAAAAAGAGCAGGCCGATATGGGCA- STY4107 100 STY0367 60.185 STY4107 100 STY0367

STY4338 100 STY1658 60 STY4338 100 STY0710
ATGCGTCTGGTGTTGTGTGAAAAACCTTCTCAGGGCAGAGATATTGCGAAGTTTCTTGGCGCCACTCAAAGAGGCGAAGGATTCCTGAATGGTCCGGGAGTTACAGTCACCTGGGCTCGCGGCCATCTGCTGGAGACAGCTGAACCGGAAGTATATGGCGAACAGTATGGTAAGCCATGGCGCACCGATGTGCTTCCTTTATTACCACAGCAGTGGAAACTGGTAGTCAAAGCGGATGCAAAAGCCCAATTCGCG+ STY4530 100 STY1816 73 STY4530 100 STY1816
TTGTTCTCTCTGCCAGAGATGGTCAGTGCAGCTGAAAAGGATGAACTGGCCCTCGCTCTCAGGCAGCTGGACCAGGTCCAGTCTGCGCTTGAACGCGCGAAAATTGTAGCGGTACAGGACAATTCTGACGGGCGTTTCTTCTTCGACTATGAGCGGGCAACACGTGATTTGAAAACCATGAAGCAGGGGATTGAAACTTATCTGGAGCCTTCCCGGGCACAGCCAAGAGACAAAGGTTCTCTTGTTGGACAATACA+ STY4564 100 STY2992 57 STY4564 100 STY2992
ATGTGTAGAAGTATTTACAGGTTTAGTGTAATTTCATCTTTAATATTTCCTCTTGTGGTTTTCAATGTCTCAGCCTCTCCTTGTTTCAGTGATAATTCTGTGACAAAAGGCACACAAATGATTTCAAAGTTACCCCGCGACAAGGATTGTAATGATTCAGATTCAAGTTCACGTAAATCAGTAAGTGAAAAAATCATAGAGTCCATCGCCGAGAAACAGAAGATAAATCAAGAAATTATGAAAATAGATCTTGAAA- STY4582 100 STY4838 60 STY4582 100 STY4838
ATGCCGGATAAGGCCCCACGGGTCGCATCCGGCGTTTATTGCCCTATGGAGAACGTGATGAATGATAGTTCGAGAGACCCGATTATCACGGAAGATGAGATTAGGGCACTCAATTTTACTCCGGAAGATATCCTTGAAATAGAAAAGGTTATTCTTTCTTCCGTTCATGTTGCACGTCGAAAGGTTGCGATGGTAGTAGGAATGACTATTGGCACGTTAAGGGATCGCGATGAGGATAAGTGGAAACATGTGTCGG+ STY4706 100 STY4706 100
ATGGCAGGGAAAACAGCTCGTTCAAAAGTGGAGAAATTCCGTCGCGATTTTGTGACCTTAGCCCGGGATGCCGGCAGGGCATACGCGACGGCTGCAGACAGCATGCGTATCGCGAAATACTTTCTGAACTACCTTCGTGATAACGGTATTAAGCTACGTCATACCGACAGTATTAAAACACGTCATGTCACCGGATATCTCCAGTTCAGAAAATCACAGGGGATTTCCGTGCGGACAATTCAGAATGAGCGGGCT+ STY4586 100 STY4676 63 STY4586 100 STY4676
ATGAGATACATTAAATCGATGACGCAGCAGAAACTTAGTTTCTTGCTTGCGCTCTATATCGGTCTGTTTATGAATTGCGCCGTGTTTTACCGCCGTTTCGGCAGTTATGCGCAAGAATTTACCATTTGGAAAGGCCTTTCCGCAGTTGTCGAACTTGGCGCCACGGTGCTGGTCACTTTCTTCTTACTTCGTCTTCTTTCACTGTTTGGCCGACGCGTCTGGCGCGTGCTGGCCACGCTGGTGGTGCTGTTTTCC+ STY4162 100 STY4786 68 STY4162 100 STY4786
GTGAATGTGGCCGCCGTACAATTTATCGCGGCAGAGGCCTCGATGGACGTCGCCAAACCGGACACCCCGGCATCGGTTTATGCATTAACCACAGAAAACCAACAAAAACCACAGCGCATATTTCAGGGTAAGCTTTCGGAGGTAAACACCTCGGTAGTAGAAAGCGATCGCCAAATCGCTGAGATGATCCGCCGCGGTGAGATCGATGGGATCGTGGTAATGAGCGCCGATCCGGTAAAGGCGAACCAAGCCGTT- STY4415 100 STY3368 65.094 STY4415 100 STY3368
ATGGGCTGGTTCATTGTCGCTCTGGGCACAGTATTTCTGCTTGTCGTCGGACATGTCCAGACCACTCAGCGAAGCGAGGTTGTCAAAGCGCAGCAGTCGGGGAGTTCGTATCTGTTGGCCCGGCAAATGTTATTGCTGGCTGCGGGAATTAATGACTGGCGCTACCGACATACCCTGACGGACGGAACGGTCGCCTTGTCAGAACTGGCCCTGCCGGTGGCTCCTGACAGCCGTATCCGACATGTCATTGTGGCTA+ STY4540 100 STY4541a 73 STY4540 100 STY1816
ATGACCATTCGACGCTGGATTTTAAGCGCTACGCTTTTGCTGCTGCCCGTTCCCGCGTTCGCAGATTTTCAGTATCAGCAGGATAAGGACGGCGTTTTTTATACCGCCGACGACGAACCGCAAATTCTCTCCCGACTGCCTGACGTTAGCTATTCGCATTTACGGCGTATTGCCGATTTATCTCACCCGCAAGACCCTCGCCCGTTAATAGAAATCAATCCCGACAGCCATAACTGCGACGACAATCATATTTGT+ STY4755 100 STY4756 69 STY4755 100 STY4756



%ID E. coli B number

20.81 b1937
15.68 b3017
17.91
18.54 b0047
16.18 b0104
8.15 b0090

60.88
21.85 b0142
10.69 b0168
40.88 b0199
13.16
24.84 b0679

b0710
29.67 b4242
9.42

53.96
8.95 b0931
4.43 b3705

21.13 b3734
3.75
9.99

10.99
44.15
34.34
6.37

18.17 b1067
17.07 b3413

16.75 b3464

3.28 b3418
29.13 b3428
32.26 b3466

76.99
19.13 b3452
9.37 b4365

47.02
19.91
22.98



8.19
8.09
6.29 b2730

13.74 b2744
6.5 b0859

20.96
11.93

47.82 b2468
16.61
6.49 b0913

7.03 b1516
2.68 b3956

15.19
22.11 b0854
5.25

13.69 b2515

8.22 b0892
12.06
57.59
12.75 b2217
19.66 b4330
21.5

10.03 b2299
13.07 b1922
8.19
8.23 b1065

41.59
24.85 b4186
32.52
16.49 b1635
36.71 b1957
12.86 b2014
14.03 b2249
12.12 b2288
36.56

7.24
13.26 b2320
8.97

b1603
b0237

43.38
8.75
11.7

64.37 b1748
3.63 b1713

15.28 b2103
13.51 b1609



9.09
5.57
14.3 b0172

11.91 b1951
15.09 b2379
16.07 b2277
3.65 b1702

22.54
49.38
10.38 b0491
14.82 b3866
7.51 b4160
9.28

32.37 b3033
10.88 b3451
5.05 b3172

29.99 b2302
50.91
14.42 b4206
55.28 b4264
45.87 b2663
5.92 b4327

37.83

b3131

2.93 b3942
10.71 b1812
22.61
7.06 b3886

28.33
6.41 b3288

32.96
15.62 b3963
6.45
17.9 b0721
6.13 b0907
7.79

25.82 b3366
12.36 b3993
73.37 b3458
26.08

28.47 b1071
11.45 b3253
53.42
37.97
21.22

b3880
95

43.7



5.15
79.2 b4122

10.85 b1897
35.52 b2502
27.98 b4060
9.62 b2603

35.96
18.68 b3673
18.06 b3833
11.52
9.47

10.22 b2347
23.52 b1174

b1253
31.17 b2808
10.44
8.15

20.34 b0578
13.61 b3931
13.21
5.98 b3821
8.13 b3793

49.37
b2790

15.29
21.89 b3838
41.24 b0506
31.84
8.37

40.31
47.5
5.3

12.69 b1439
20.58
45.25
9.23 b1860

20.64 b0478

20.14
6.11 b0600

13.18 b0594
55.04

b1238

15.42 b1413
8.18

21.16
20.32
15.82
11.03
10.92



21.14 b0447
b2948
b3603

10.92 b3685
b2819

18.99
22.04
17.3 b3525

b3590
10.92 b3638
46.46
10.99 b0696
31.7

13.33 b2684
24.75 b2078

4.2 b2177
b2044

35.59 b2131
33.42

33.12
5.71 b0869

b3549
43.89
17.58 b3576
16.43 b3472
10.9 b3225
8.57 b3109

10.75
24.16 b2724
9.57 b3055

17.21
16.21
4.64

10.34 b0817
32.4

15.31 b0755
39.31 b0793
12.22
16.7 b3198

23.92 b1942
22.02 b2989

26.91

b0427
33.78
71.1

38.16
54.79



53.78
b0580

42.21
29.81
23.86
23.15 b2236
12.26 b2998
17.96
21.81 b0607

15.48 b3616
15.87
55.48 b3686
34.63 b3688

55.55
65.93

37.22
27.58
49.28 b1622
58.5 b0802

30.47
14.45

b2304
21.44
14.67

18.59
11.94
21.93

2.44
16.74
9.51
67.7 b2309

62.62 b2406
70.93 b2465
66.34 b2470
20.55

20.84

17.84
79.71
59.49
22.95 b0739
55.07

72.1
6.26

24



19.86
88.1

39.95
13.38
15.33
47.77
65.57
69.3

33.47
33.6

38.22
9.03
81.9

15.66
20.89

25.48
4.39
14.4
70.5

74.05

13.62
5.58 b3689

12.97 b3697
21.36 b3725
15.39 b3669
15.45 b3184
58.14 b3223
19.91 b3200
26.36
13.72
60.98
7.23 b0677
11.4 b0697
11.6 b1533

20.71
38.78 b3704
9.63

13.52 b0013
15.05
13.99 b2573
47.2 b3752

22.97
59.41 b0084

3.2
b3262

35.52
b3343

11.8 b1099
4.26 b1128
61.9 b1795



5.19 b2046
6.86 b3391
9.05 b1134

37.21 b2049
25.51

48.69 b1779
7.39 b2067

24.46 b0009
26.28

2.04
31.77 b4074
9.65

b2389
18.26 b2433
13.17
21.13

34.53
25.11
10.51
50.94
54.89 b2726
15.56
4.67

65.41 b2464
10.8 b0888
8.94 b0918
3.13 b0905
9.45

32.67 b4217
43.49 b2240
25.63

b1890
25.2
5.62 b1118

b1662
16.98 b1135
12.43
6.47 b1955

19.78 b1724
7.57 b4179

13.26 b4211

14.07
65.51
16.67
5.15

20.29



8.59 b1891
83.7

22.73 b2459
26.57 b2587
15.91
16.26
31.54 b4024
4.68 b2688
7.37

19.78 b1948

18.7 b1879

19.34 b3748
10 b0170

26.46 b0384
16.09 b4022
5.66
8.68 b1741
3.66
6.45 b1623

28.52
15.31

b0529
14.85
12.62 b4379
12.66 b3609
16.99 b3412
9.64

21.55 b1213
9.57 b0503

14.25
b4210

7.27
14.07
24.88 b3058

b3429
41.14 b3646
14.78
33.72 b1101
13.95 b3865
10.72

9.9 b0781

7.29 b2437
11.67
21.7 b0637
6.7

18.9 b2021
41.93 b1290
22.39 b0385



48.53

30.21 b0660
b4108

8.37 b1875
18.6

12.48
70.4

4.39 b3733
36.76
3.86 b0789

b0413
15.42 b3908
5.49

18.83 b1304
14.29 b2614
11.34 b3303
10.05 b3632
12.45 b3850
6.86 b2569

27.38
5.47 b3783

b1946
23

5.79 b2329
7.28 b2284

15.78 b3642
89

19.7
10.75 b3903
37.24 b3836
30.36 b3019
4.78 b2393

35.04 b3767
68.58 b0061
13.82
51.27
19.56
59.09 b0514
96.9

18.41

3.65 b1274
14.17
9.67 b1804

13.33 b1380

10.63
14.83 b1861
30.97 b0523
22.23



b1344
9.8

25.34
21.57 b1219
6.78 b1433

19.29
12.59 b1863
3.02

12.94 b2812
30.75
10.11
13.13
36.38 b3780
7.46 b3565

32.97
8.92 b2794

16.15 b2619
4.55 b2903
9.46 b2957
6.57 b3967

11.42 b2960
32.58
25.1 b2171

43.05 b2667
45.41 b1303
22.87 b2889

b0328
9.14
8.53 b2158

17.48
5.27 b2126

20.23 b2154
b2050

19.57 b2130
b3605

19.13 b3320
17.36 b4169
13.62 b3313
30.71
12.43 b4190
12.3
7.05 b4146

30.28 b2123
b0657

20.4 b2944
5.97 b0962
9.9 b0763

6.91 b0830
10.53 b3205
7.28 b0772

b0807
31.76 b2904



57.34 b0214
8.17 b3087

17.77
15.65 b0796
50.01 b0842
32.34
22.61

19.04
87.04
39.6

b4026

b4012
17.86

29.98
25.74
33.68 b3165
18.74 b2897
31.06
20.84 b1447

14.89
48.95 b3267
19.37 b0044
34.62 b1586
70.32 b2553
33.25
30.04
18.66
24.94 b2495
18.68 b2525
3.54

13.16 b0631
b2258

13.46
19.48
6.23
23.1

50.69
24.41

31.24

11.1
42.46 b0463
12.52 b0484
18.66
47.93
28.07
41.87 b1113



11.51
18.07
12.39
34.18
56.45
6.48

24.85
67.62
46.05
95.7
100

20.15
55.03

100
6.45

13.59
9.64

15.35
41.62
5.25

19.16
10.12
23.81
15.25
5.67
9.37

13.57
35.81
1.85

85.82

5.95
12.58
26.28 b2891
7.26

15.64
54.57

b0085
3.61 b0118
8.89

8.73 b0152
69.08 b0186
35.18
28.3

18.68 b0687
11.75 b1929
15.46 b3620

b1262



24.54 b3724

12.77 b2961
16.17 b3194
21.61 b3233
47.04 b0627

37.54 b1050
32.41 b3400
17.55
12.1 b3439

b4359
b1102

17.22 b3448
11.51 b4363
8.02 b4395

22.83
18.78 b3469

4.6
5.85
9.07

14.38
3.36

33.08 b4050
20.93 b4116
11.08 b0845
18.45
12.46 b2467

44.68 b2435
11.06 b0872
8.35 b0899
2.9 b0924

2.68
14.84 b3933
16.99
39.32 b4154
18.55 b2405
5.04
8.03 b2521
19.7 b2560

58.97 b4130
9.04 b4161
9.27

20.55 b2276
8.02
9.07 b1096

23.18
97.8 b3339
53.9 b1594



5.58
6.4 b1645

32.72 b4207
13.4 b0076

41.16
13.58
6.25
4.65
6.18
6.08
2.44

13.2 b1088
46.82 b1708

b0969
11.84
8.22 b0185

10.06
14.86 b0115
12.79

4.87
22.94 b1626
15.92 b1596
8.17 b4034

15.06
7.85 b0378
3.24 b0408
9.05 b0086

21.71
53.19

b1683
27.08 b3455
21.39 b0449
60.81 b0576
17.17
7.54

18.51 b2578
13.22 b3548
17.93 b3159
35.49 b2248
10.84 b2527
18.92
7.56 b4232

55.64

11.48 b4367
b3617

9.8 b3534
12.83 b3152
9.11 b2239

50.23 b2234



36.58
30.8 b3921

15.08
23.64 b0727
44.86 b3868
18.32 b3360
10.48 b3863
16.01 b0853
33.99 b3352
56.1 b4062

12.49 b2565
3.65 b1845

10.26
8.04 b3875
3.12 b1663

16.21
99.8

13.95 b2593
37.14 b0030
11.67
47.39
24.02
2.72

29.08
31.19
15.23 b4073

8.2 b1870
35.25
14.99 b0010
76.1
6.75 b0020
5.24 b3785

48.68 b3826
11.58 b3804
45.66 b2927

b1234
17.46
23.43 b2842
63.54
47.16 b2811
15.31
3.66 b2795

16.11
6.51 b3829

18.41 b3811
9.86 b3786

b3973
3.69 b2822

54.09 b1247
13.51 b3919
19.64 b0469



17.83 b0584
11.4 b0906
5.22

9 b1452

7.28 b1333

7.19

37.18
26.88
45.25
12.47
11.75 b1256
27.49
16.61
44.21

b1321
20.99 b2785
57.35 b2832

11.48 b2950
12.05 b0436
13.82 b3475

55.48
27.01 b3024

4.1 b2840

17.84
46.54

b3572
15.67
5.14 b3655
2.32

18.26 b2725
8.2

11.04 b2727
48.39 b2142
37.22
19.13
98.9

21.73 b2179
12.98 b2101
11.28 b1829
28.79 b3298
45.23 b3495
17.27 b3228

b3526
53.34 b3415
14.96



16.52 b3031
43.34 b2707
15.59 b2146
62.1 b3009
34.1

40.68 b0723
8.45 b0780

16.21 b1074
20.23 b0774

b3220

24.71 b3038
5.99

41.42 b0814
14.85 b4194

18.63 b0396
8.78 b4349

16.76 b0442
29.96
40.01
49.98
42.06
11.69
8.72 b2793

27.39
30.93

56.59 b2990
22.85

8.7 b1530
34.48 b3676
5.14 b3652

23.97 b3537
16.78 b3670
14.64
61.65 b1686

59.57
45.44

48.44

32.57 b3190
35.78
61.04
44.42

23.89



58.93
44.01
24.14
19.51
9.28

40.06
31.26 b2306
69.05 b2310
61.73 b2464
20.15 b2468

22.16
27.9

18.77 b0528
36.22
78.9

79.71
2.87 b0374

32.34
73.5
69.3

37.23
28.43
33.19
14.94
86.4
86.4
3.08

10.42
25.32
72.1

10.73
15.17

100
78.51
25.7
4.87 b4016

19.51
32.3

32.21
b4330

29.62
25.2

77.97
100

45.82
6.48

14.49
12.32 b3706

b3738
10.24
47.55 b3195



15.49 b3229
10.55 b3251
59.44
8.99

11.26 b0683
50.45 b0995
62.31
9.96

10.78 b3711
b3747

10.19
b0759

13.27

19.08
21.86 b0101

b0126
12.65 b0163
2.58 b3285

24.92
4.97 b1109

36.77
14.61 b1782
3.09 b2060
55.5 b1112

21.41 b1781
41.44 b2063
37.64 b4403

13.03 b2053
5.85 b2081

20.35
71.69
4.56

b0948
6.27 b3962
53.7 b2739

18.13 b2331
39.38 b2409
6.87

10.37 b2518

b2507
21.08 b2531
32.98
52.24
12.86
20.46
3.78

33.97



11.28 b2475
52.19

8.4
10.07 b0921
12.54 b1919
13.73 b2023
4.96 b2292

26.28
12.6 b1798

25.37
5.13 b1722

43.01 b0335
b1732

5.42 b4166
43.87
53.63
27.68 b4188

6.8
8.89 b2232

10.61
42.24
8.68 b2254
13.1 b2291

38.76
15.08
23.12
16.42 b0331
38.94 b2582
13.53 b0390
11.66
10.3 b2300

22.63 b2253
14.35 b4030
46.96 b1678
5.91

14.07 b2213
14.61

b2563
12.88 b0120

b2009
9.2 b0110

10.43
6.03 b1719
3.8 b0423

11.24 b1605
26.08 b0481
7.13 b0482

10.32 b0592
3.39 b4258
49.3 b4401

38.32
10.58 b3651



11.28
62.61 b2406
5.09

11.47
56.81

14.51 b2575
18.24
6.62 b3487

19.75
23.15
11.81
60.17 b2457

b3910
36.26 b0651
40.5 b0699

11.93
12.36
14.65 b0766
42.36
16.55
8.69 b1076

26.68 b1211
4 b1896

37.66
28.81 b3736
19.61 b1651
40.23 b1918
18.94

b2571
14.21 b0720
5.98 b1129
10.5 b4005
5.54 b3168
7.98
7.65 b4239

11.96 b1092
50.44 b1283
10.28

b3630
2.04
24.9
8.98 b3844

14.96 b2606
21.71 b3791
10.69
5.89 b1080
6.09

11.79 b2828
2.98
14.5



18.98 b3893
56.97 b0809
26.51 b3845
12.52 b1880

9 b0926
73.47 b3583
7.06 b0130

23.31 b0605
60.1 b2837

34.22
28.67 b1859
1.86

75.41 b1467
68.99 b1465
9.53
3.28

11.44 b1192
21.17 b1832
9.02 b1857

12.31 b1330
58.13
19.84
6.58

39.15 b0589
25.63
47.7

59.4
10.43

b1852

30.44
11.4

b2926
14.77

36
16.34 b2702
39.87
27.52
21.71 b2804
50.56
10.71 b0386
11.44
14.36 b2830
30.94
35.78 b1582
21.24 b3773
51.81 b2708
11.81
6.59

24.59 b2698
60.48 b2151



10.2 b2186
8.73 b2086
5.59 b2138

51.94 b2167
18.5 b2098
4.61

20.51 b3577
b0866

11.56 b4180
22.28 b3345
7.47 b4173

26.18 b3161
19.26 b4393
18.27 b2690
14.77 b2174
21.19 b2963
13.96 b2912
10.46 b0750

4.7
13.51 b2892

b3150
21.73 b0785
8.43 b0835

11.97
b3100

8.5
12.23
4.11 b0823

25.49 b0379
33.45 b0435
2.19

52.09
14.25
37.56
20.13
17.48
33.54 b4151
9.59

14.99 b1208
82.2

17.27 b2051

14.67 b3185
17.37 b2962

8.9
47.42 b1854
33.42 b1383
61.3 b3238

b2007
22.91



59.04

28.99 b2325
30.63 b2377
24.69

b0630
20.24 b0682
12.14 b2315

18.78
14.38
6.94
9.49

39.06
16.44
37.95

73.45
55.75
36.23
38.43
55.42 b0584
66.83

2.37
17.62
35.57
4.09
78.9

17.38
11.66

88.2
18.02

61
28.25
8.85 b1629
100
86.6
100

28.03
7.24
83.3

59.31
27.01

20.82
28.95
71.6
7.16

29.75
57.69



59.34
42.4

11.47
30.1 b4074
3.24

23.16
52.68
30.48 b0127

b0182
23.78 b1539
56.29 b4113
15.95

b3739
26.9 b3261

18.23
18.71
65.18
8.64 b3187

12.72
41.93 b0058
2.62 b0114

10.73
7.4

17.05 b0191
51.24 b1525
4.45 b0642

13.35
10.98
76.86
43.24
6.64 b4377

40.48
16.47

28
8.58
3.1 b4143

10.23 b0224
12.8
17.3 b0966

16.55 b1013
10.59 b1056
30.29 b1103
47.41
36.8 b3280

40.21
8.08 b3396

51.59 b3436
60.28
9.11

13.35 b1514



9.9
26.64 b2731
8.52 b2737

43.76 b3945
13.39 b2722
33.92
10.96
26.85 b2398
20.36 b2469
13.03
12.83 b3925
46.63
16.74 b4093

14.04 b2407
19.29
8.02 b1602
20.7

47.98
13.24 b4183
4.49 b4220
6.99 b4233

24.13

49.56 b4337
4.34

16.07 b1718
41.75
6.15

10.98
21.22 b1051

b1787
6.22

b1059
9.9 b1767

33.31
b1739

16.59
12.42 b1637
52.48 b1680
4.75 b1069

21.73
b3740

43.58 b2579
6.93 b0188
5.26 b0403

14.93 b4020
3.75 b4067

b1745
6.82 b1706

10.85 b1647
10.28



28.1 b2041
11.33
41.33 b0157
9.63 b0042

b0111
5.69 b3527

43.88 b3423
b2260

8.85 b2512
47.67
18.98
13.89 b4387
47.3 b3573
4.21
11.2 b3397

24.68 b2246
12 b2497

39.28 b2296
60.6

38.29 b0521
17.05 b4218
12.96

b3028
39.34
21.89 b2169
61.54 b2235

b2439
11.16
14.28 b0685
7.42

6.96 b3859
18.92 b0836
9.04 b3355

44.74 b4018
35.56
11.99 b3296
29.33 b2144
8.95
6.27 b4003

11.49
28.83 b2829
42.4
5.44

b3239
56.15
12.6
22.2 b0027

18.94

64.87 b3877
6.99 b2392



48.91 b2149
2.19 b1687

76 b1225
10.01 b1194
9.14

28.13 b2789
24.35 b2834
6.64 b3847
8.54 b3433
7.77 b0053

26.87 b3788
7.15 b3770

58.83 b1236
1.96 b3987

32.92
4.94 b0063

38.24 b1244
3.52 b2132

40.01
8.66 b0595

b1278
14.87 b1233
25.26
28.98 b1424
33.42

11.63 b0476
61.76
53.26 b3657
10.23 b1464
10.13 b1272
11.26 b1431
15.76

14.39
9.03 b1849
5.1

6.07 b1280
14.52 b2610
10.27
29.66
14.97
47.46
19.06
23.99
12.78 b3599
20.67

b2802
8.94
5.38

51.24 b3519
16.15 b2955



37.52 b3604
20.55

4.4
49.29 b2127
6.04

20.05 b2058
22.65 b2136
14.7 b3284
37.2 b3521

11.91 b1181
17.09 b3553

20.65 b3208
14.47 b4262
11.03 b4135

b3191
29.48 b3117
47.88 b2993
24.55 b2705
29.74
11.24
50.6

23.43
27.46 b2168
21.72 b3283
13.02 b3314
18.41
12.11 b0851

b3050
46.04 b2943
21.82 b0965
19.15 b0783
37.87 b0831
3.32

19.12 b0737
12.28 b0775
8.09 b0821

37.81 b3213
6.77

42.15 b2597
10.91 b2340
25.94 b4045
10.34 b3295
48.94 b1294
70.32 b0450
32.11
10.97
38.67 b3975
13.8

22.52
66.1
90.7



29.73 b1848
46.67
15.36
30.85 b3928
19.18 b2748
75.81
18.41 b1685
23.19 b1639
64.1

25.48 b2456
25.76 b0119

16.11
16.94 b1820
28.37 b1841
20.72
46.25

11.78
27.36
14.98
17.78

14.97

51.93
15.29
60.2

29.71
40.68 b2579

13.12
86.07
9.27
6.4

7.32
22.71
74.42

100

32.39 b1580
28.03

7.4
89.4

31.34
21.59



90
100

11.86
9.46
4.07

10.21

26.73

5.75
24.85
10.2 b3560
17.2

10.28
15.5
87.4

56.81
34.27
23.77 b3248
11.67
7.23

10.61 b0997
46.87
26.03
10.59
5.55 b3728

15.59 b3666
5.59 b0045

13.02 b0091
30.1

b0082
25.89 b3231
5.56 b3256

12.12
17.76 b0655
8.88 b0688

b0180
57.82 b1541
60.01 b2042
14.31 b2069
50.24 b0207
34.43
48.43 b2077

89
23.96
4.87

12.09 b2665

5.59
10.88



45.33 b3299
15.5

8

9.86
b1060

20.51 b1105
3.91

21.74 b1789

9.59
9.79
8.81 b4051

13.57 b4076
9.3 b2745

15.96 b4027
42.32
60.4

14.31 b2323
38.21
12.64
10.52 b3891

4.5
5.62 b4041

48.55

6.26
9.24

25.94 b2458
b1131

9.56 b1655
15.13
26.09 b2203

53.65
12.59 b2281
12.87 b2301
14.73 b1921
23.23
45.13 b1895
7.05 b1744

b1638
14.91
49.21
40.85 b1634
4.14

32.83
8.93 b1632

52.22 b1658
17.05 b1682
46.34
19.41 b1652



26.84 b1600
8.31
19.4

17.82 b2580
35.91 b0399
30.63 b0197
18.3

24.32
12.7 b1916

17.41 b1323
19.19 b3457
9.86 b1592

47.24
3.26
17.5 b0414

11.96 b4039
7.82 b0060

35.53 b3110
15.06 b3384
37.73
47.54
47.53 b0495
58.8 b0602
2.89 b2584
8.1

50.64 b3125
9.06 b3160

12.64

57.14
8.83

b0522

23.76
6.16 b3615

36.03 b2308
19.17
6.77 b1264

33.32 b2677
38

8.21 b0640
11.23 b2454
40.95 b3961

b0761
35.14

b2674
30.25 b1712
28.38 b3255
52.75
25.36
19.56
26.84



33.78 b3735

30.04
4.9 b1876

29.88 b3243
12.68
28.84 b4142
15.55
38.44 b3884
68.55 b4000

26.19
22.19 b4117
37.1 b3764

12.44
35.22
25.71 b4053
49.15 b3203
11.73
41.29 b3841
11.67 b3823
9.09
7.58
38.8 b0007

b1081
b1938

4.83
14.76 b2826
26.35 b2845
22.27 b3929
7.84 b3835

17.25

7.71 b1479
46.53 b1180
14.11 b1828
9.88 b1853

14.11 b1867
12.56 b0494
11.54 b0519
15.26
16.13 b1412
18.15

b1267
19.59 b1222
15.17 b1187
14.83 b1835
16.25
23.29 b0467
31.07
8.18

10.72 b4352



b0393
3.39
4.26
9.59
8.4 b3010

54.81
13.51
8.71 b2595

27.39
12.22 b2685
28.54
8.69 b3570

b3633
72.25 b2797
37.97 b2823
8.37 b2147

b2184
49.92 b2193
14.94 b1807
17.26 b3306
13.81 b0881
7.15 b0871

20.16 b3317
6.11 b4156

22.98 b4200
3.16 b3053

15.01

13.5
20.44

b0376
10.25 b2100
26.63 b2180
25.09 b2187
6.81 b2055
7.49 b2135

21.63 b3601
9.71 b3522
15.7 b3414
8.24 b3106
4.83 b1855
22.6

23.08 b0791

40.86 b0949
17.21
28.55 b0786

2.81
28.36 b3099

8.6 b4192



21.72
18.51 b0380
24.57 b2343
26.3 b3362

24.38
7.03

39.37 b4202
50.45 b3312
40.93

15.09 b2947
54.59
30.03

31.35
42.17 b3354

8
32.7

19.41 b1778
6.55 b1768

28.58 b4373
53.68 b3753
13.45 b1839
34.9
38.1

54.67
27.27
33.9

6.93
27.23
22.52
8.23
11.8

3.91

62.56 b4130
62.88 b0693

49.27 b0809

60.58
18.69

41.28
100
100



26.68
49.57
16.16
28.94 b2468

100
32.39
66.36
46.84
7.85
7.73

17.81
12.99

41.12
18.77
12.78

20.68
51.58
84.6

11.05
12.84
4.54
83.8

40.68
83.6

79.39
17.11
11.87
25.09

b0131
26.22 b0196
30.11
14.45 b1270
15.04 b3726
48.3 b3754

11.42 b4390
12.33
22.41 b3342
14.05 b2436
48.67 b3201
15.38
20.9 b0097

13.73 b0123
9.49 b0146
6.91 b0176
38.3 b1543

42.16
7.29

29.64 b0693
38.19



38.92
71.72

30.63 b4388
3.29

22.75 b0222
16.69
14.11 b0959
36.18
12.89
21.48 b0946
7.87 b1631

17.05 b1035
23.84 b1087
37.15 b1113
16.43 b1627
24.52 b3304
65.32 b3359
33.35 b3408
23.36

3.7 b0922
5.07

54.08
b3964

5.36
18.93 b3954
4.72

7.52 b2346
22.32
14.86 b2493
4.96 b4016

24.59 b3939
10.76 b3957
20.55 b2742
14.35 b2326
23.56 b2426
18.62
13.14
31.18 b1759

b4162
57.59 b4196
11.2

37.59 b2207
40.58
40.38
64.2 b4355

11.09
b1646

19.74 b1046



23.16
22.82 b2461
27.15 b1124
28.28 b1723

b4181
35.97 b1126
27.34

b1764
23.9 b1717

26.81 b1659
47.65 b3454
11.42 b0073
25.87

b4036
23.86 b3750
9.07 b0155
2.45

15.39 b0404
4.42

50.15 b2322
7.53 b1725

4.57
8.38 b2027

23.02 b3714
15.74 b0174
5.36 b2008

16.27 b0087
3.56 b2312

14.36 b3461
9.89 b3164
11.8 b2536

13.05
12.78 b0179

2.3
9.72

48.06
12.86 b3449
27.97 b3650
49.5
3.56

19.67 b2419
44 b0811

8.55 b0581
66.37
45.15 b2576
9.32 b3041

55.15 b4054
8.77

12.96 b2019
42.38 b0535
11.63 b3885



38.38 b0857
4.21 b0708

b0675
14.03 b0714
11.57 b3941

b4063
46.46
5.54 b2552

3.17 b3994
50.38 b3882
18.79
3.84

b1090
b1286

29.1 b2594
12.91 b0029
35.73
2.17

20.23
14.26 b1258
34.12

b0418
28.49 b1335
12.24
21.9 b1813

50.88 b1221
3.27 b2821
7.83 b2747

43.98 b2735
8.59

12 b0049
53.22 b3795
37.18 b3779

b3985
b1175

24.16
34.05
9.67 b4021

12.67
25.46 b3901
11.84 b3828
20.02
18.34
75.52 b1468
18.03 b1429
5.92
8.43

20.52 b0463
19

7.46 b1520



62.51 b0909
12.2 b0608

22.42 b1248
24.64
6.53
4.36 b1435
8.7

5.57
16.87 b1844
50.48 b2799
19.3

10.51 b2913
16.13 b2945
15.58 b0434
46.82 b3473
3.42 b3532

47.32 b3582
b3612

67.29 b2788
30.9 b2817
7.37 b2890
4.43 b3492

31.87 b2807
29.35

56.46 b3025
44.96 b2841
37.46 b2175

b2040
11.74 b2125
32.65 b0877
12.67 b3569
89.5

b3614
5.7 b3499

17.17 b3406
7.76 b3177
4.24

27.32
7.29 b3166

13.34 b3034
9.58 b2958

14.46 b2687
13.97 b2141
22.43
34.87 b2183
10.55 b2113
35.58 b2390

7.3 b3305
33.15 b3363
6.16 b4174



13.9 b3003
15.11 b2910
43.86 b0764
18.93 b0800
12.23 b2613
2.91 b2029
8.22 b0756

25.64 b0794
20.92 b0838

8.9 b3196
32.95 b3086
31.67
41.94 b0329
13.75 b2562
20.27
11.68 b4244
6.49 b0585

10.44 b3958
48.27 b4176

16.53 b3260
9.87

19.35 b4056
80.2

25.66
23.6 b3858

37.13
34.98 b2749
33.95 b1625
27.1 b1583

72.07
13.49 b4203
46.2 b3337

15.41
32.73 b1179
35.44 b1205

23
11.58 b1847
23.03 b1825
35.47
48.56
40.91
7.06

10.11
12.84
26.53

12.76
6.87

18.19



18.28
21.62

56.85
29.59

59.5 b2601
7.68
39.6
4.03
83.8

52.54
15.26
66.38
4.83
81.9

14.87

27.5
71.6
83.3

89.96
10.39
18.36
19.93
57.1

27.16
15.09
47.75
11.31
39.53
14.78
8.17
6.62

27.14
65.84
43.61
21.91
21.46 b3448

33.63
26.14
11.44
8.06 b0149
5.58 b0674

47.94 b0694
14.49
9.24
7.67 b3668

11.27
12.43 b3744
8.03



18.8 b0077
52.68
46.4

16.09 b3210
5.85 b3244

80
19.91
5.97 b0680

17.03 b0711
10.13 b0194
13.32

b2057
10.77

7.04 b0242
87.1
6.85

15.99
33.71
11.6

16.99 b0999
16.32
14.51 b2668
36.83
24.89 b3347
21.14 b3392
21.33
45.24
12.04 b1045
39.43 b1095

b1116
22.52

b3470

4.29 b4025
22.59 b4061
11.7 b4118

11.54
b4055

11.41 b4078
41.51 b4139
65.7 b0863

b0873
21.53
20.13
12.61

5.8
35.68 b0855

32.82 b0154



13.96 b0333
60.63 b1704
33.35 b1905
12.5 b1962

13.07 b2218
5.28

14.88 b2265
b2295

44.85
37.98 b2741

b0158

31.4 b1711
24.48 b0963
25.28
44.18
21.9 b1912

15.48
15.07 b1656
19.71

b3635
8.73 b3625
4.97 b1604

74.52 b1612
56.4 b1588
3.3

7.15 b0219
12.75

7.3
7.51 b2011

b0095
6.33 b2283

16.41 b0238
41.9 b1949
17.9 b1595
14.8 b3341

24.85 b3710
12.72 b0387
19.22
3.37 b4065

11.86
16.45
21.07
60.73
6.64 b2509
25.7 b0488

33.65
13.07 b3040
8.94 b3084

31.96 b3148
3.94
7.28 b1214



12.12 b2256
b2432

6.38
14 b2664
10 b4328

13.76
b3560

12.45 b1235
39.5 b1293

16.85 b3905
9.7 b3862

9.86 b0790
24.1 b0778

24.34 b0050
32.38 b3896
13.16 b0636
7.94 b0212
5.81 b0908
70.5 b2310

27.06 b2617
51.53
25.12
45.37
18.71 b3498
57.99 b0709
28.14
16.24 b1906
12.3 b1322

15.38 b2570
15.46
8.51 b2786

50.47
24.39
42.9

11.16 b3179
30.77
42.86 b4072
19.84 b1944
19.31
4.06 b3966
6.38 b0606

38.33 b1245
4.5 b1511

15.11
30.75 b3813
44.86 b0046
34.34 b2909
19.31 b1940
27.55
37.42 b2416
22.96 b1271
5.21 b2777



25.86 b2765
9.12

10.61 b1878
12.14 b1342

24.35
23.68 b1817
37.75 b1838
13.51 b1865
20.85 b0861
5.76

55.05 b0928
9.64 b0587

14.59
5.97

49.82 b1243
66.93
23.18 b1815
2.86 b1378
6.45
9.73

53.16
5.72

b0409
6.43 b2995

37.52 b2700
9.3

11.08
12.93
13.37
14.21 b2835
71.11 b2935
21.28 b2717
11.83 b3554
27.96 b3588
40.89
12.39 b2805
11.82
30.25 b2156
3.94
11.8

17.98
13.17 b3315
11.17 b4175
12.67 b3294
4.82 b0878
4.39 b4177

62.89 b3124
15.26 b2996
10.8 b2703

40.65



b4389
7.12

17.27
16.91 b2170

3.5
9.01
11.8

66 b1223
5.8 b3575

20.34 b3468
11.73 b3222
61.73 b3095
16.03
17.05
4.59

57.59 b0819
29.93 b2907
8.89

4.98 b0808
13.78
21.96
15.96 b3037
51.36 b2462
35.56
10.16 b3730
39.83 b0422
41.22 b2673
22.62 b0443
60.91
12.65 b3309
23.25 b3311

b4212
37.63
29.23

b0952
12.53 b2586
28.53 b1643

35.04 b3936
21.66
14.28
78.53 b1259
35.13 b1796
17.37
32.69 b0189
40.32
96.39

45.05
36.43
17.08 b1836



11.01

29.32

5.82

12.26
2.81
6.76
20.5

17.92

16.2

64.73 b0709
57.7

41.45
9.08

45.94 b0864
59.71
16.1
8.28

20.04
10.6

42.01
11.78
13.21

26.27
62.1

26.25
4.8
100

16.67
40.51
6.67
16.3
10.1
4.03

33.58
7.87

7.58

58.16
79.5

11.35
23.01
14.29
12.95



10.35
14.57
59.07
16.08 b0958
14.15 b4032
4.48 b0106
7.4 b0128

53.26 b0151
51.48 b0198

b3252
20.92
6.24 b0678

45.28
41.65 b3703
63.75

11.25 b3713
16.2 b3751
5.74
8.85 b0178

23.03 b0083
51.68
5.83 b2660
11.6 b1598

18.81 b3319
25.58 b3369
62.35 b3411
21.08

b3353
b3401

31.03
48.02

b2062

43.34 b3450
6.83 b2064
85.2

18.05

7.84 b2056

13.99
3.78

10.23
11.53 b0846

13.45 b0868
19.33 b2530
6.96

15.97 b2508



14.59 b0916

4.31 b2723
6.29

71.18 b2465
20.9
7.35 b0919

17.77
12.44 b4049
20.07
10.43 b2278
37.99
10.96 b1002
13.82
23.69
14.26 b0954
11.64
39.32
14.82 b1956

7.87
b1958

32.16 b2015
5.76
7.77
7.42

27.14 b1086
21.15 b1073
6.41 b3340

9.5
5.3

48.53
7.35 b4013
6.18 b0102

b2257

7.53 b1650
9.44 b0401

28.92
11.16 b4033
7.47 b0243
9.94 b0121

12.32
9.21 b2388

11.08 b2262
21.11 b2251
18.83 b2533
7.93

18.79 b0524



9.27

11.67 b4380
13.22 b3608

4.4 b3524
29.66 b3417
43.97
11.23
36.81 b0889
6.46 b0577

12.09 b4234
15.86
13.29 b3643
18.04 b3068
30.18
5.42 b3644
8.88
29.2 b0078
6.55
3.63 b0726

17.87 b4120
b2608

4.14
11.18 b2020
41.15 b0241
10.15 b0480

b0945

56.5 b3917
10.51 b0659
11.66
18.5

49.43 b1917
37.45
2.82

48.72
36.19
3.21 b4006

34.11 b2523
10.78
19.96
8.59
26.7 b1093
14.6
3.45 b2599
10.8 b0006

39.56
27.94
20.91 b3894

6.5 b3832
8.15 b3803



8.17 b2925
17.05 b1945
10.27
51.03
8.56 b3169

31.92 b2796
44.91
7.18 b3839
6.75 b3822

24.57 b3820
10.14 b0475
98.22 b3980

b1939
4.11

11.15 b2825
21.96
9.34 b0489

10.59 b0515
44.95
13.21

b1277
69.9 b1227
6.46 b1191

20.62 b1821
44.68
10.09
6.03 b0477
8.92

12.96 b1526
71.17 b0903
64.74
20.06
3.92

17.29 b3500
10.71

8.37
26.59 b2784

59.7
34.4

12.15 b0451
6.02

11.83 b3564
1.96

21.16 b4199
20.77 b0388
35.27 b0419
20.93 b3008
31.47 b2719
4.58 b3571

42.58 b3221



10.85 b3146
16.49 b3002
30.32
45.11 b2672
31.39 b2157
1.97 b0374
7.22
8.24
6.69 b2097

17 b2140
b3297
b2052

9.55 b0213
4.99 b3538

17.96 b3441
6.58 b3189

47.85 b4195
41.93 b4252

18.44 b3648
13.82 b3180
43.26 b3097
26.38
12.79

8.4 b3089
16.89
12.08 b0125
8.21
7.46 b4155
8.53

21.29 b1529
5.91
21.2 b0787
5.93

11.95
21.07
23.74 b2792
17.6 b2940

26.03
31.97
33.47 b4068
19.87
39.9 b3302

17.54
37.01

25 b1481
92.2

51.01
15.52 b0884



84.3
13.8 b0103

20.55
b0133

18.14
34.38
41.05 b3007
21.83 b1837
60.46
42.65

b1824
30.63 b1480
25.16 b0762

22.76
16.66
8.44

7.01

10.45

11.2
7.99

63.16 b2787
67.14 b2797
3.41
5.66

32.15
54.15
22.24
84.8

10.48
10.7

47.92
19.23
81.4

37.56
24.29
79.24

100

98.4
20.28
84.8

90



40.06
29.1

23.17
20.21
27.45
9.62

73.28
78.2

10.86
89.4

9.75 b1207
44.57 b0066
21.88 b3224
8.49 b3249

b0167
50.87 b0676
36.46 b3265
13.3 b0187

26.74 b1536
21.21 b1928
6.84 b3619

18.01
3.16 b1927

16.82
59.15
3.14 b0026

24.25
21.12 b3193
8.75

33.34 b0953
16.5
3.29 b1049

16.58 b1098
44.99 b1119
39.1

21.59 b1084
14.92 b1110
34.26
19.5 b3465
7.05
6.98
9.11 b1780

9.49 b0002
9.33
5.66

19.72



14.14
18.22
30.13

5.62
22.65 b2342
9.51 b2410
3.15

79.03
10.08 b0911
59.22
11.82 b0885

6.3 b2556
14.11
13.35 b3946
9.92

18.26 b4140
b2476

11.46 b2522
10.43
50.17
11.45 b3926
10.65 b3959
9.34 b2241

3.7 b4350
b1889
b1726
b0334

11.82 b4043
6.62

15.79 b1641
41.44
6.01

3.8

b4240
2.18

17.98
33.1

51.16
12.96
37.13
7.44 b0043

38.33 b0113
4.21

12.43 b2289
19.61 b1709
14.27 b0841
33.03 b1628



63.67 b1587
6.78 b1585
9.33

12.75
17.8 b0405

23.84
15.25 b2318
9.46

15.18
23.51 b0448
14.36
34.87

6.1 b4219
16.26 b4259
9.17 b2581
7.81 b3051

71.49 b3114
4.21 b3158

17.39 b3938
6.2

12.24 b0458
37.83 b2661
4.74

b2572
16.91
4.18 b3533
17.3 b3153

22.39
11.48 b2499

b1015
13.27 b2676
7.24
1.75

13.74 b3404
47.89 b1292
9.58 b3904

10.44
33.68
6.95 b1062

18.84 b3361
12.83 b3895
60.09 b0635
30.17 b0208
12.27 b1629

b1070
4.66 b4058

14.81 b2620
4.27
8.35

18.57
30.43 b3732



5.27 b0397
36.33
49.79
12.58
28.15 b1279
24.58

b3631
34.08
55.62 b3992
7.17 b3849

b2514
20.44 b3790
19.05 b3772
55.25 b1226
29.55
14.44 b1254
14.29 b0109
14.46

b3892
3.79

54.76
7.87 b3810
6.7 b3774

3.51 b0143
12.98 b1818
9.36 b1203

22.49
24.67 b0461
67.79
7.11 b1534

68
7.03
7.96
22.1

36.44
38.62
12.32 b1379
19.34
6.44 b0496

42.55
38.29 b0525
32.37 b0593
82.6

30.81 b1220
8.11 b1186
80.6

46.76
b3591

14.49
4.64 b3016

17.29 b2831
8.06



13.09
16.49 b2678
23.3 b2670

b3258
17.87
6.11 b2905

28.38 b2941
14.58
21.58 b0457
28.45 b3523
6.67

47.59 b4197
6.47

20.87 b2711
10.39
3.97

b2671
b2153
b2047

12.21
40.09 b1193
11.45 b3580
4.44

34.84 b1827
11.29
26.08 b3321

6.5 b4171
71.33
13.98 b3183
26.96 b3072
8.49 b2988

21.02 b2923
15.98 b1077
19.18 b3059
8.46
2.6

10.02
b2954
b2901

13.43 b0753
58.86
14.75
20.25
11.24
9.44 b0795

59.25
26.73 b0454

b0391

40.81
44.7



49.44 b2528
22.85
36.4

b2145
30.9

26.39 b4347
29.28
41.51 b1684
17.66
77.46 b1677

b3611
8.19
7.62

62.56
21.42 b0048
29.66 b0052
49.78
32.72
15.04

b1305
44.31

23.4 b3042

8.88
10.11
5.61

41.33
6.7

22.73
14.36

9.7
3.95

18.86
39.73

62.48 b2964
66.36
13.53
23.09
34.48
43.05
79.13
13.1

19.87
86.6



58.65
88.1

27.77
9.89

48.67 b1636
88.2
79.5

2.39
13.43
68.8

11.71

21.93
83.6
13.1
4.24
5.99
2.56
6.6 b3559

13.32

7.9 b1127
10.95 b0088
8.06

12.83 b0134

78.73
17.77 b0153

17.68 b0686
41.9

5.71 b3746
14.34
30.85
49.6

14.56
9.11 b0758

33.24 b0099

9.28 b0970
13.54 b3282
43.25 b3351

b3399

14.12 b3344



13.06 b3390
13.43 b1132
31.52 b1793
4.23
7.82

39.89 b3431
19.89 b3467

59.21

13.51 b2068
82.1

5.58
5.28 b0951

28.08 b1608
50.18

34.64
41.28 b2554
3.17

32.36 b0902
5.4 b0925

8.91 b3915
9.71 b4028

17.24
20.12 b4153
31.01
9.54 b0904
5.02
3.44 b4019

19.63
23.03

20.84 b2293
28.83

b1106
23.96

b1064
8.04 b3990

40.56 b1729
11.57 b4167
16.32

b2208
11.05 b2247
4.36
9.87 b2211

14.39 b2250
b2290
b2319



11.16
22.63

b3743
21.61

b0183
14.19 b4040
27.32 b2341
10.58 b0093
13.61 b1747

9.9
49.66 b1679
18.88
16.67
55.54 b0402
55.25 b2202
8.94 b2561
9.95 b2016

15.89 b0065
14.83 b0108
25.59 b2231
54.99
41.29 b0810
57.39 b1990
37.63 b0590

12.62
8.75 b3656
50.2
5.54 b3453

25.84
4.8 b2511

10.54 b0464
20.62 b0504

b4209
9.15
38.1 b4391

22.36
32.49 b3105
26.73 b3386
35.53 b3699
15.08 b2025
6.57 b0411

10.63 b1281
17.38 b3289
7.16 b3389
6.59

10.67 b2567
30.64 b2455
21.69 b3856
5.18

56.27
6.95



b0847
8.14 b0828
8.07 b3364

11.66
15.05 b4107
48.82 b1864
46.17 b3241
26.21 b0023
12.07
20.41
7.43

28.72
10.33

b4119
9.54 b1871

43.96
7.98

24.67 b2618
19.48 b0025
26.85 b4237
18.42
9.05 b3784

13.38 b3825
9.15 b2806

b3983
11.35 b1079
19.31 b3367
44.46 b3237
13.25 b2781
18.05 b3932
23.94 b3846
28.1

13.81 b3812
3.26

41.83
2.13 b3988
15.6 b1288

11.67
10.78 b2791
4.83

20.19 b0507
b0927

56.86 b1466
25.53
8.96 b1255

11.39 b1204
9.34 b1805

24.45 b1833
8.15 b1843

18.31 b0465
32.2
52.7



24.26 b0914
55.44 b0601
15.05 b1430
44.49
15.39 b1434
24.83 b3529
13.87
29.02

b2721
44.39 b2801
21.72
20.07 b0412
3.73 b0439

b3481
5.31 b3546

11.15
5.51 b3613

b0209
4.87 b0406
57.4 b2991

20.26 b2686
52.79 b3539
10.09
52.4 b3181

b3070
14.01

b2697
14.26 b2150
8.36

32.28 b2709
20.61 b2178

31.57 b2128
5.39 b0870

20.43 b3310

4.88 b3300
10.46 b3493
16.18 b3226
5.68 b4351
2.38 b4221

13.38 b4372
18.49 b4149
43.76 b4243
20.72
41.07 b0658
17.61 b3204

b3103

9.19
18.62 b2894



16.8
10.56

3.84
14.45
11.65 b0813
23.1 b2899

31.44
18.2 b0407
50.5 b0460

18.16 b3006
53.51 b2809
63.89
13.38 b4079
28.25 b4057
29.67 b4144
75.62
22.98
6.82 b2255
98.5
71.6

27.63
19.95 b1523
21.07 b1376
23.39 b1842
11.13 b0107
45.54

b3745
31.94 b0415

b2939
43.12
35.56 b1382
40.33 b1307

47.21 b1826

8.36
8.16

19.21
14.12
36.29
8.33

67.09 b1814
34.1

10.26
14.08



64 b2788
70.62 b2935
66.19
29.58
15.98

3.4
30.09
68.8

10.15

20.84
27.82
23.17
12.43
35.1

69.14

73.5
17.93
53.58
78.66
43.91
8.14

52.49

13.46
47.38
8.68

42.98
20.77

50.48 b3197
9.32

29.28

8.62
13.47
8.83 b1581

51.13
10.44 b4241
7.88

64.72 b0008
6.11 b1263



10.48
b1261

13.97
3.5 b0059

9.44

43.02
28.93
15.77 b1066
16.35 b1108
10.86
58.48 b1054
39.98 b1100
7.73 b3426
9.07 b3447

11.84 b4360
b4394

24.65 b1792
b4364

20.22 b4396
3.24
4.65
8.53
6.08

56.87
18.52
7.46

59.37
7.6

18.64 b2434
16.48 b2479
7.03 b0898
8.78 b0923

34.42 b2532

19.29 b1518
3.4 b3955

24.56

31.18 b2503
42.48

8.8
49.26
9.89 b2729
7.26

10.01 b4332
55.88
30.84 b1797
30.13 b1599



6.93 b1133
9.06 b1111
1.87
6.31

6.57
7.8

5.15

20.77 b4269
11.24
30.8 b1892
5.8 b1710
4.2 b2028

5.74 b3700
27.46 b2559
7.09 b0159

24.55 b0089
12.69 b0068
26.09 b2330
10.76 b1728
11.81 b1947
8.71 b2104

42.46 b1611
17.32
10.13

b3715
19.16 b0171

3.99 b0098
20.75 b2280
18.35
30.55
34.66 b0490
19.9 b0479

17.36 b4152

16.79
5.88 b3035

13.68 b3073
28.9

20.02 b2252
4.85 b2411

48.85 b0509
24.4
8.95

16.47
b2585

12.7 b3057
16.46 b3486
30.31
15.98 b0417



28.54
55.82 b0826
12.23
11.8

28.98 b2307
19.76
16.64 b1252
23.43 b2438
9.25 b1517
19.7

4 b2452
3.55 b3960
7.64 b0752

20.51 b0738
3.85 b2675

48.09 b1531
11.08
14.94 b1326
14.38
14.02 b0190

37 b1130
b3998

13.56
b4187

15.43
5.63 b1091

35.86 b1284
31.9 b1869

20.62
9.07

16.99
16.37
14.13 b4001

b3843
16.4 b3817

49.26 b3781
69.47 b1224
13.05 b1809
25.52 b1251
2.96 b2836

86.5
20.8

68.57 b1469
13.41
13.35
49.47 b3766
2.07

14.18
28.81 b1273

12.57 b1846



6.19 b0611
7.47

23.43 b0596
12.39
53.9
5.93 b1451
7.74

13.59
30.46 b1858

b0865
14.21 b0511

5.8 b0512
10.87 b0891
8.68 b1414

15.56
63.74
42.01 b1816
24.04
46.79 b3578

6.8
6.78

37.38
13.97 b2922

11.28
7.36 b2710
5.98 b2938

32.86
17.84
41.32 b2965

b0444
29.02 b3494
19.87 b2959
37.94
8.32 b4235

12.64 b4376
9.53 b2681

33.99 b2076
24.06 b2176
8.36 b2043

44.83 b2079
b2159

8.11 b2066
17.86 b1831
29.19 b3606
26.26 b3552
5.42 b2152

16.49 b1212
7.35

13.12
21.62 b4185



9.52 b3032
13.52 b3157
18.46 b3005
24.56 b2924
12.04 b3207
10.55

b3011
14.12 b1334
29.27
23.36
61.59 b2936
28.88 b0968
8.09 b0767

22.18 b2949
25.33 b0950
3.55 b0740

22.43 b0776
56.37 b0822

14.69 b2953
24.42 b0471
18.71

b2498

16.42 b2107

b0410
24.61 b3610
19.52 b4189
50.91 b2728

b1003

25.64
27

7.28
88.38

35.49
38.54
2.07 b0054

28.74
21.34
16.02 b1332
29.39 b1436

42.02 b3107

9.13
1.84



10.98

13.56
20.75
55.31
12.11
20.2

38.02
78.71
50.82

15.84

67.35 b2965

12.42 b0697
13.1

77.96
83.3

38.18
25.4
79.5
100

16.44
8.75

29.72
35.64
58.65
10.35
19.59
24.72
32.47
48.4

26.51
90.12
68.46
78.83
28.66
56.39

21.83
6.97



28.59 b0996
9.32
5.12

17.15 b0019
12.09 b0041
4.15 b3907

11.53 b3018
9.03 b3209

b3242
72.99 b3266
10.83 b0643
36.19 b0116
26.31 b0129
25.55 b0162
12.92
7.63

54.87 b3438
6.84

35.33
4.52

14.03
22.19
81.3

10.65 b0223
9.26

19.03
17.32 b1033

23.4
52.76 b1020
11.96 b1057
25.9 b1104
30.2

b3281
9.06 b1063
7.87 b3409

14.27
b3471

10.18 b1512
18.78

15.08
36.7 b4077

b2746
15.25 b0848
7.63 b2324

2.84
2.55 b2520

11.36 b4015



10.43
15.17 b4071
25.57
18.34 b4159
58.09
11.2 b2431
5.41 b2477

20.95 b1766
54.35
16.05 b4184
19.38 b4222
30.13
23.37 b2279
51.29
5.63 b2298
5.63

39.03 b3115
33.85

b1047
12.38
18.52 b0330
8.79 b1784

20.74 b1660
46.23 b4193

55 b2311
b1714

10.83 b1681
3.65 b4375

11.11
23.83 b3662
40.41 b4035
47.32 b3749
10.1 b0200
15.7 b1960

15.84 b4046
28.94 b1746
16.12 b1743
10.18
48.27 b1644
11.72 b1075
61.71 b2039
15.93
40.45 b4329
42.09
6.13 b3531

29.15 b3154
8.07 b2261
6.29 b2243
5.73 b2480

b0493
18.43



7.95
53.72 b3653
37.38
49.53
16.73 b3440
10.81
5.72

28.12 b4255
57.12
8.52 b4245
18.1 b3940
9.1 b0698

14.6 b0712
18.1
4.92 b2557

11.95 b3906
11.8 b0639
6.37

68.72
50.78 b3405
23.53 b1291
8.58 b0071
12.9 b1241

10.27
10.27 b2451

b3888
16.5

b3995
b3881

18.66
33.06
23.57 b1089
18.43 b1324
5.11 b2501

61
6.57 b3628

30
17.26 b3991

29.56
32.5 b3737

65.87
48.33 b4115
7.01
4.11 b1276
58.4 b2601

67.34 b2787
41.67
13.2 b3842
88.3

b3789
11.78



35.06 b3778
5.77 b0067

b1242
57.74
26.8 b2827
46.8 b1246
16.1
38.1 b3819

16.27

7.47 b1188
18.38 b1232
37.33 b1444
4.82 b1830
8.17 b1856

14.76 b0492
b0516

8.77 b0520
23.18 b0579
18.8 b0610

11.29
5.37

25.51

4.96 b1325
21.88 b0484
40.24 b1528
7.82

44.52
10.15 b0426
56.25 b3474
23.4

b3579
10.67 b3641
5.09 b3647
9.99 b2803
79.8
4.32 b0398
9.61

49.47
13.05
2.47

50.29
8.89 b0421

47.36 b3012

12.92 b2124
b0874

11.63 b4148



15.74 b3318
17.94 b4168
20.48 b3167
10.58 b3052
6.44
6.68
3.09 b4392
5.48 b0377

10.28 b2173
8.44

19.93 b2109
61.26
60.6 b2964

14.07 b2916
12.51 b0742
43.9 b0797

23.06 b1078
53.9 b0773

10.71 b3199
7.02

16.38 b2952
17.05 b1914
1.86 b3212

15.13
18.83 b3067
14.96

8.53
62.58
24.39
60.78 b2669
39.23 b3636

b2609
18.77 b0528
13.64 b1282
21.16
23.96 b1930

b1446
23.79
29.15 b3775
49.86 b0912
19.46
57.07 b3581
11.58
19.38
18.33
46.33
39.02 b4402
60.61 b0001



35.48
57.76
36.35
28.5 b3049

29.51 b3175
33

37.26
28.05

18.95

15.04

10.56
21.97
22.02 b1816

60.15
8.59
41.1 b2063

30.86
67.34
26.67 b3030
64.85
64.32 b3213

22.11
14.43
11.26
84.6
19.4

21.63
6.9

81.6
92.6
100
7.62

59.73
86

82.96
91.58
17.31
36.08
32.89
42.17
13.11
17.89

86
87.57
56.25
23.96



10.96
2.87
57.1

76.41

12.99 b0695
30.14
13.99 b3727
13.6 b3755

10.37 b1209
9.26 b0072
3.63

b0081
61.64 b0112
46.97
3.69

34.35
9 b3232

29.5 b3257
b0641

38.94 b0662
49.1 b0692

13.17
5.87 b1783
5.04 b2059
84.5

19.03

20.97 b2662
31.03
13.32
42.4
3.36 b0932

40.81 b1591
6.92 b3346
3.6 b0947

9.45 b1630
17.99 b3301
13.52 b3358
2.22 b3403

10.06
34.97
8.79 b1097

51.14 b1117
18.33 b3437



4.12
19.74

b3930
b3965

37.75
10.19
8.06 b2344

53.91 b0864
8.35 b2463
20.5 b2494

18.61
52.09
20.39
27.52

b2743
b2780

4.19
10.55 b1740
13.24 b1649
28.7 b1953

4.37 b2242
50.38

40.1
10.52 b1034
14.48 b1765
10.85 b1640
8.97 b1610

23.96 b1607
40.83 b1053
50.45
13.02 b1633
8.33 b1959
6.36 b2022

14.84 b1763
23.89 b1642
18.09 b1654
8.95 b1614

43.67
20.88 b3742
45.34
8.74 b2564

23.86 b0400
3.92 b4014

18.71
15.73 b1727
6.43

14.27 b1950
16.29 b1624



7.33 b1593
11.74
6.85

b3029
52.15 b3463
16.41 b3385
39.84
44.92
9.29 b0453
86.8

21.99 b4226
39.29 b4354
9.51 b3039
5.88 b3081

b3085
19.97
12.34 b2297

2.34 b0518
5.81 b0517
5.17
12.3

21.23 b0653

b2568
8.17 b2026

21.61 b3871
40.55 b0856

b3291
61.8

14.13 b1083
18.26 b2566
37.06
52.66 b2551
4.24 b1014

b1613
55.79 b0844
12.37 b0818
29.65
22.5

10.99
10.83
15.91 b1908
54.04 b1329
34.34 b1306
16.1

26.71 b0028
26.51
34.83
8.46 b3878

74.27 b3460



83.6
30.04

b1868

23.7 b2844
35.79 b3065
26.58
31.19 b3831
13.74
16.75 b2914

b3794
13.96 b2951
13.56 b3986
32.74
39.96
20.27 b3867
23.68 b2839
8.05

16.37
5.76 b3765
2.35

15.69
15.52 b1478
9.09 b1428
3.82 b1381
8.37

27.14
11.77 b1540
8.57 b0930

42.64 b0588
40.62

10.7 b1449
11.45 b1822

21.25
45.87 b1902

b0505
8.32
7.62

44.66 b0394
44.33 b2997
9.99 b2701
5.5
17
9.7
6.2 b3660

b2818

7.51 b2956
12.23 b0452



20.62
14.11 b3634
35.28 b2798
7.61 b2843
7.57

10.54
14.65 b2699
16.88 b2061
34.17
8.39 b3621

18.93 b3316
8.64 b3211
8.62

42.11 b3496
19.72
13.14
15.33
13.05
26.42

b4141
13.61 b2689
57.41
22.67
29.87
16.38
4.67

18.21 b0956
6.29
6.73 b0815

b1749
28.24 b3128
30.3 b0792

38.27 b2906
9.39

15.52 b3088
39.77
25.69
26.37
16.7
7.46

45.69
22.2

10.76 b0760
15.43
19.09 b2526
36.27 b2471
41.64 b0466
61.17 b1195
25.44 b4023
70.6 b4353

24.71 b3425
32.5 b3459



34
17.18
87.7
6.32 b3561

5.55 b0239
8.67 b0004

16.79
27.51 b1648
45.86
14.63
44.81
24.99
46.58 b1058
23.88
19.57 b3156
22.61 b3101

40.31 b0917

67.1 b0751

3.39
28.13

11.61
7.96

53.3
61.05
68.95 b0061
69.3 b0186

10.44
66.49 b0903

70.83 b3266

38.43
61.7 b3789

100
9.21
29.7 b1536

28.07
13.63
61.96
10.22
15.63
31.22



18.64
98.78
8.73

61.87
32.2

55.77
8.66

11.89
11.74
10.06
1.69

10.52
43.4

21.96
7.15
11.4

14.78 b0474
12.31
50.61 b3667
64.08
13.63 b0051
4.82

45.18 b3188
26.92 b3230
5.35

27.41 b0634
56.84 b0652

b0124
24.66 b0147

b0177
58.54 b1542

8.07
18.08 b3462

b4374
37.28
3.71 b0221

b0955
84.11
8.41

60.98
9.07 b0960
8.47 b1004



6.74 b1055
16.65 b3857
33.42
11.68 b1036
40.14 b1094
3.99 b1114
5.42 b3432

30.71 b1048
6.6 b3398

9.94 b1786

60.7 b3927

20.16
25.28 b4064
58.55

7.8
34.54 b0862
4.58 b2400

21.66
6.41 b0876

11.76

23.1
25.31 b4111
34.66
11.6 b2328

24.88 b2408
b2466

30.19 b2504
3.18
64.3
38.3 b4201
2.77 b2206

63.32 b4265
13.97 b2294
3.21 b2286
7.49

41.05 b1920
33.06 b3336

b0961
23.55 b1123
11.53 b2460
44.31 b1125
6.96
13.8 b4182

11.96 b4216
50.81
14.36
3.82

63.62 b1237



16.25 b1072
6.06

21.04 b3671
b3731

8.26 b2574
10.03 b0195
11.6

12.34 b2327
6.44
5.99 b1703

39.65
b3456

6.49
10.93 b2204
20.36
9.78 b4371

11.66 b3551
4.95
4.3 b3163

23.79 b2399
8.91 b2513
29.1

13.38

10.35 b4386
43.01 b3574
12.24 b3520
15.55
18.77

13.21
4.68 b4114

11.71 b1068
b2441

27.68 b3887
5.59 b0628

33.73
7.44

10.41
8.86 b0788

17.78 b0765
48.2 b1676

42.19 b2306
3.56 b0074

37.91 b0161
68.55 b0440
5.72 b3290

34.26
44.07 b0532
14.05 b0715
14.78 b0729
44.18 b4004



28.88 b3497
4.32

10.42
30.72 b2282
6.65 b3240

39.32
8.04 b2600

22.51
20.94 b3883
14.53 b3999

b2718
63.38 b3876
7.84 b0661

29.29 b0445
8.53 b4070
16.9

13.58 b3259
6.37 b2813

10.94 b2738
13.43
41.24
42.45
11.24 b3771

26.31 b3769
11.18 b2516

b1176
b1257

19.19 b2800
9.93 b2753

12.56 b3827
4.91 b3805

20.83 b3981
69.8 b1814

22.05
11.99 b1206
24.29 b1819
9.89 b1840
4.23 b1866
52.5 b0508

b0527
36.83
49.45 b1453
16.96
38.02
8.62
7.05

50.75
9.62

24.72 b1285
56.93
14.49 b0915



3.17 b0893
9.51

13.76
24.08

14.31 b3592
14.06
12.51 b3026
6.25 b2616

14.01 b2896

33.71 b3485
4.57 b3536

15.58 b3654
14.44 b2604
73.26
6.49 b2942

b0433

23.69 b2075
27.54 b2137
21.89 b3293
19.63 b0879
65.07 b4198
17.06 b4261
13.65 b0867

b4178
5.96 b3118
27.7 b2994

29.59 b2704
b2712

18.25
11.17 b2720
20.83 b2185
9.66 b2054

11.29
12.36 b1215
10.75 b2946
13.17

b0779

b3206
78.11
48.14 b0820
39.53
43.96
15.63
5.96 b2214

13.27 b0736
5.69

51.29 b3098
70



16.93
13.55
20.75
59.88
43.44 b3637

24.59
b1811

30

34.82 b3410
11.69 b3982
15.47 b3762
19.92
71.23
20.1 b1448

16.96 b0062
47.04 b1621

18.77
25.32 b2666
34.5 b0075
89.2

18.27
54.03 b3672
10.64 b3170
10.4 b3176
8.89

9.35
b0735

7.15
10.76
37.67
12.9
14.9

33.77
59.88 b0008
22.36
55.2 b2041

39.67 b2167
30.59 b2171
11.89
30.24
67.28 b3114
33.95
13.07

7.67



13.92
17.2
100
6.86
58.1

31.76
6.42
81.9
8.06

27.07
6.33
77.9
100

14.75

19.4
100
3.9
90

48.19
15.55
16.4
4.26
5.42 b4349

68.52

57.66

13.68 b4112
4.26
4.86 b3741

b3202
44.74 b3030
19.8 b3186

50.37
b0096

24.13 b0122
13.66 b0144
18.81
29.11 b1580
3.39 b3245

11.06 b0626
7.21
4.61 b0681

16.22 b0713



5.3 b2045
7.37
6.67

17.43
30.73

20.93
12.44

35.42
40.49 b3292
33.35 b3356
3.55 b0967

17.92 b1584
16.16 b3349
15.46
10.11 b1136
15.37 b1790
16.8 b3350
5.94 b1107

20.58
45.14
8.22 b3902

23.01 b1515

11.6 b2732
45.42 b2736
16.59
31.59 b2395

5.44 b2474
27

10.29
b3920

4.23 b4029
20.29
4.89

b0858
15.71
17.27
4.45 b2517

11.57 b1688
27.46 b1907
24.16

5.26
6.43 b4336
85.7

b2316
4.04



19.73 b1716
54.81
18.09 b1791
8.41 b0964
8.66
2.92 b2216
3.16 b1913

18.46 b2212
5.08

39.04 b1636
57.3 b1601
9.82 b4037
2.69 b0994

22.93 b3675
13.09 b0169
5.83 b0369

b0094
36.38 b2287
20.9 b1266
8.37

12.35
55.73
47.52
13.66 b3712
23.04
12.26 b2577

b3071
13.51 b3424
25.06
11.04

12.82 b0591
30.02 b4191
30.54 b4260
7.63 b2583
6.95 b3054
10.1 b3116

54.95 b3126
58.76 b2245
11.94 b2496
15.47 b0472
19.72 b0459
15.31
7.84 b3870

29.75 b0824
9.04 b0728
6.17 b3869
70.3 b2309
8.35 b0080

42.79 b0684



21 b0724
10.23 b0181
12.23 b2607

b4172
b1210

30.48 b2500
16.43 b0827

14.29 b3916
21.55 b0654
20.2 b3279

13.42
36.3

20.53
16.17
35.35 b1915
57.06
14.67
11.97 b0011
10.82 b0003
39.03
40.33
3.96 b3147
31.2

13.56 b2148
6.91

30.73 b0150
57.09
15.22 b2285
57.68 b2833

b3848
21 b3824

6.58 b3802
8.4 b3984

5.28 b3787
18.28 b3972
41.63 b1941
42.29 b2415

b0064
2.69 b2779
13.4 b3924

16.22 b2024
5.42 b3792

12.71 b3996
8.46
4.46
49.3 b1197

b1423
9.56 b1340
65.7 b0860

51.74



10.4 b0920
67.91
44.48 b0599
28.13 b1269
45.62
6.79 b1808
3.77 b1834

13.45
5.67 b1862

32.54 b0468
5.83 b0513
6.62
12.9

91.55
9.35
8.6 b3559

27.05 b0739

13.77
10.4 b2838

17.19 b2937
12.7

41.62 b2713
21.61 b3550
11.58

b2824
6.79

13.96 b2966
19.43 b2992
83.6

42.37 b2129
9.52 b1806

13.68 b3308

3.35 b3178
11.25 b3064
58.55
9.68 b3192

15.38
7.18

b0375
17.68 b2099

31 b2706
4.58 b2114

24.95 b2182
38.64
5.94 b2134

10.66

19.95 b0722
5.53



12.88
20.77 b3155
29.75 b3096
39.27 b0832
36.62
8.16 b3102

20.97
50.12 b2895
60.37 b0754

4.8 b1082

36.42
48.04
16.75 b0741
9.59 b0777

56.91 b0597
b2524

64.08 b2470
17.73
20.43
34.13

30 b3649
b3600

45.38
19.38
80.4

b3535

7.78
15.4

13.57
15.94 b1482

b0024
4.89

27.72

29.36 b2529
25.21 b3149
32.04
9.37 b0852

54.64
23.34
30.49 b0784

13.72
10.38
23.3

23.62

38.86



39.34 b1917
68.28
29.6 b0161

17.5
61.42 b0909

12.54

9.09
81.2
3.73

73.58
11.83
4.45
8.57
100

14.86
20.1

18.24
53.52
16.93

12.92
3.16
6.65

25.17
17.52
43.65
14.58
14.29
30.6

41.16
5.69 b3546
6.78

17.29
11.58


