Figure 11: Multiple sequence alignment of ConA-like lectin/glucanase domains with known 3D structures of lectins.
Putative ConA-like domains (amino acid numbering in brackets) of representative CscC proteins of Enterococcus faecalis (EF),
Enterococcus faecium (EFA), Lactobacillus plantarum (LPL) and Lactobacillus brevis (LBR). Known 3D structures with PDB
codes: 1hq], lectin, Glechoma hederacea (Ground-ivy); 1n47, lectin B4, Vicia villosa (Hairy vetch); 1qnw, anti-H(O)lectin 2, Ulex
europeus (Furze); 1bqp, lectin(precursor), Pisum sativum (Garden pea). The coloured residues represent conserved ligands of

divalent metal ions (Mn*" or Mg®").
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lhgl.pdb: Lectin, Glechoma hederacea (Ground-ivy)
1n47.pdb: Lectin B4, Vicia villosa (Hairy vetch)
lgnw.pdb: Anti-H(O)lectin 2, Ulex europeus (Furze)
lbgp.pdb: Lectin (precursor), Pisum sativum (Garden pea)



