Supplementary Figures

Supplementary Figure 1 Correlation between a nucleosome-free region in SV40 viral DNA (in
red), as estimated by electron microscopy and restriction-enzyme digestion, and the nucleosome-
free region (unshaded) as determined by the NXSensor web tool.
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tgtttaccaacacttctggaacacagcagtggaagggacttcccagatattttaaaattacccttagaaagcggtctgtgaaaaacccctacccaatttectttttgttaagtgacctaattaacaggagga
cacagagggtggatgggcagcctatgattggaatgtcectectcaagtagaggaggttagggtttatgaggacacagaggagettectggggatccagacatgataagatacattgatgagtttggacaaacca
caactagaatgcagtgaaaaaaatgctttatttgtgaaatttgtgatgctattgetttatttgtaaccattataagctgcaataaacaagttaacaacaacaattgcattcattttatgtttcaggttcagg
gggaggtgtgggaggttttttaaagcaagtaaaacctctacaaatgtggtatggctgattatgatcatgaacagactgtgaggactgaggggectgaaatgagecttgggactgtgaatcaatgectgttte
atgccctgagtcttceccatgttettetecccaccatetteatttttatcagecattttectggetgtettcatcatcatcatcactgtttettagecaatctaaaacteccaatteccatagecacattaaactt
cattttttgatacactgacaaactaaactctttgtccaatctctetttecactccacaattetgetetgaatactttgagcaaactcagecacaggtectgtaccaaattaacataagaagcaaagcaatgee
actttgaattattctcttttctaacaaaaactcactgcgttccaggcaatgctttaaataatctttgggectaaaatctatttgttttacaaatctggectgecagtgttttaggcacactgtactcattcat
ggtgactattccagggggaaatatttgagttcttttatttaggtgtttettttctaagtttaccttaacactgeccatccaaataatcccttaaattgtccaggttattaattecctgacctgaaggcaaate
tctggactccectccagtgecctttacatcctcaaaaactactaaaaactggtcaatagectactectagetcaaagttcagectgtccaagggcaaattaacatttaaagetttecececccacataattcaag
caaagcagctgctaatgtagttttaccactatcaattggtcctttaaacageccagtatctttttttaggaatgttgtacaccatgecattttaaaaagtcatacaccactgaatccattttgggcaacaaaca
gtgtagccaagcaactccagccatccattcttcectatgtcagcagagectgtagaaccaaacattatatccatcctatccaaaagatcattaaatctgtttgttaacatttgttetectagttaattgtagget
atcaacccgctttttagctaaaacagtatcaacagcctgttggeatatggttttttggtttttgetgtcagcaaatatagcagecatttgecataatgettttcatggtacttatagtggetgggetgttettt
tttaatacattttaaacacatttcaaaactgtactgaaattccaagtacatcccaagcaataacaacacatcatcacattttgtttccattgecatactcectgttacaagecttccaggacacttgtttagttte
ctctgcttettcetggattaaaatcatgectectttaacccacctggcaaactttectcaataacagaaaatggatctectagtcaaggcactatacatcaaatattecttattaaccectttacaaattaaaaa
gctaaaggtacacaatttttgagcatagttattaatagcagacactctatgcctgtgtggagtaagaaaaaacagtatgttatgattataactgttatgectacttataaaggttacagaatatttttecat
aattttcttgtatagcagtgcagctttttecctttgtggtgtaaatagcaaagcaagcaagagttctattactaaacacagcatgactcaaaaaacttagcaattctgaaggaaagtccttggggtettetac
ctttctettettttttggaggagtagaatgttgagagtcagcagtagectcatcatcactagatggcatttettetgagcaaaacaggttttectecattaaaggcattccaccactgeteccattecatcagt
tccataggttggaatctaaaatacacaaacaattagaatcagtagtttaacacattatacacttaaaaattttatatttaccttagagectttaaatctctgtaggtagtttgtccaattatgtcacaccaca
gaagtaaggttccttcacaaagatcaagtccaaaccacattctaaagcaatcgaagcagtagcaatcaacccacacaagtggatctttectgtataattttetattttcatgettcatectcagtaagcaca
gcaagcatatgcagttagcagacattttctttgcacactcaggccattgtttgecagtacattgcatcaacaccaggatttaaggaagaagcaaatacctcagttgecatcccagaagectccaaagtcaggtt
gatgagcatattttactccatcttccattttecttgtacagagtattcattttettecattttttettecatetectectttatcaggatgaaactecttgecatttttttaaatatgectttetcatcagaggaa
tattcccccaggcactcectttcaagacctagaaggtccattagetgcaaagattecectctetgtttaaaactttatcecatetttgecaaagetttttgcaaaagectaggectccaaaaaagectectecactac
ttctggaatagctcagaggccgaggcggcctcggectetgcataaataaaaaaaattagtcageccatggggecggagaatgggecggaactgggeggagttaggggegggatgggeggagttaggggegggact
atggttgctgactaattgagatgcatgctttgcatacttcectgecctgectggggagectggggacttteccacacctggttgetgactaattgagatgcatgetttgecatacttectgectgetggggagectggg
gactttccacaccctaactgacacacattccacagctggttctttcecgectcagaaggtacctaaccaagttectetttcagaggttatttcaggeccatggtgetgegecggetgtcacgecaggecteecgt
taaggttcgtaggtcatggactgaaagtaaaaaaacagctcaacgcectttttgtgtttgttttagagettttgetgecaattttgtgaaggggaagatactgttgacgggaaacgcaaaaaaccagaaaggtt
aactgaaaaaccagaaagttaactggtaagtttagtctttttgtcttttatttcaggtccatgggtgetgetttaacactgttgggggacctaattgetactgtgtetgaagetgetgetgetactggattt
tcagtagctgaaattgctgctggagaggecgetgetgecaattgaagtgecaacttgecatetgttgetactgttgaaggectaacaacctetgaggcaattgetgetataggectecactecacaggectatget
gtgatatctggggcteetgetgetatagetggatttgecagetttactgecaaactgtgactggtgtgagegetgttgetcaagtggggtatagattttttagtgactgggatcacaaagtttectactgttggt
ttatatcaacaaccaggaatggctgtagatttgtataggccagatgattactatgatattttatttcctggagtacaaacctttgttcacagtgttcagtatcttgaccccagacattggggtccaacactt
tttaatgccatttctcaagetttttggegtgtaatacaaaatgacattcctaggctcacctcacaggagecttgaaagaagaacccaaagatatttaagggacagtttggcaaggtttttagaggaaactact
tggacagtaattaatgctcctgttaattggtataactctttacaagattactactctactttgtectecccattaggectacaatggtgagacaagtagccaacagggaagggttgcaaatatcatttgggeac
acctatgataatattgatgaagcagacagtattcagcaagtaactgagaggtgggaagctcaaagccaaagtcctaatgtgcagtcaggtgaatttattgaaaaatttgaggectectggtggtgecaaatcaa
agaactgctcctcagtggatgttgectttacttectaggectgtacggaagtgttacttectgetctaaaagettatgaagatggecccaacaaaaagaaaaggaagttgtccaggggcageteccaaaaaace
aaaggaaccagtgcaagtgccaaagctcgtcataaaaggaggaatagaagttctaggagttaaaactggagtagacagecttcactgaggtggagtgetttttaaatcctcaaatgggcaatecctgatgaaca
tcaaaaaggcttaagtaaaagcttagcagctgaaaaacagtttacagatgactctccagacaaagaacaactgecttgetacagtgtggectagaa

Accessibility: ~ 0.0837, from NXSensor
0.1125, (68+522)/5243



Supplementary Figure 2 NXSensor analysis of 10,000 bases around the TSS (highlighted in green) of the
housekeeping gene HCN4. Left, segments potentially capable of binding nucleosomes (shaded gray); right,
nucleosome exclusion sequences (highlighted in red).

>HCN4, -5000 to +5000
Nucleosome segments: Accessibility(10): 0.2116

CCCACCCGCGCGCCCTGTGCGTGTCTCCCTGTTTCCCCACGCCCTCCTTGCCTGGCTGCTGCGAGGCTTTGCAGGGG: GACTGGCGCGGGGTTCGCACCCTGCCCATGTCACAGG: CCGTGGGAGCCT
CCCCGACGCGGCGCATTTCCGGAAGCCCCCTCTCCAGGAGGGTTGCGGGAAGGCCGGGACTCTGCATCCAGACGAACCCGGTCGCCTCCCAAGAGGARAGT CGGAGACCCAGCTGAGGGGCAARAAATGCCAGGGAAAGGCGAGCCCAGAGCTTGGTGAT
GGAGARATTGGGAAGCCACCC

CCCTTGCCAGGCCCGCCCCCCGCCCCTTTCCAGCCCCCGGCCCGTGCGCCGCTGCCCCTTTAAGAAGCCCAGGTAGGCAGGCCCGGCTGCTGGAGCCGCTCCTATGGCAACCCGCGAGCTGCGGCGGCTTCATGAATAT
TCCGGGGCGCGGGAGCCCGAGCGCTGCC GCTTC GGCCGCTGATGT AGCCCGGCGIGTCGCTGGGCTCCGCTCGGTTr‘r‘r‘r‘«"r‘r‘r‘Ar‘(‘r‘(‘r‘r‘r‘r‘N‘r‘r‘r‘(‘r‘r‘r‘nr‘r‘r‘r‘r‘(‘r‘r‘{‘r‘r‘ 'GAGGCGAGCTCGCGGGTGG
CCAGCCACAAAGCCCGGGCGGCGAGACAGACGGACAGCCAGCCCTCCCGCGGGACGCACGCCCGGGACCCGCGCGGGCCGTGCGCTCTGCACTCCGGAGCGGTTCCCTGAGCGCCGCGGCCGCAGAGCCTCTCCGGCCGGCGCCCATTGTT
gggcggggegectggageegggeggegegecgegececTGAACGCCAGAGGGAGGGAGGGAGGCAAGAAGGGAGCGCEGEETCCCCGCGCCCAGCCGGGCCCGGGAGGAGGTGTAGCGCGGCGAGCCCGGGGACTCGGAGCGGGACTAGGATCCTCCCC

GCGGCGCGCAGCCTGCCCAAGCATGGGCGCCTGAGGCTGCCCCCACGCCGGCGGCARAGGACGCGTCCCCACGGGCGGACTGACCGGCGGGCGGACCTGGAGCCCGTCCGCGGCGCCGCGCTCCTGCCCCCGGCCCGGTCCGACCCCGGCCCCTGGCGT
CATGGACAAGCTGCCGCCGTCCATGCGCAAGCGGCTCTACAGCCTCCCGCAGCAGGTGGGGGCCAAGGCGTGGATCATGGACGA AGA 'GCC A CGGGGGCCGCCAAGACCCCAGCCGCAGGAGCATCCGGCTGCGGCCACT
GCCCTCGCCCTCCCCCTCGGCGGCCGCGGGTGGCACGGAGT CCCGGAGCTCGGCCCTCGGGGCAGCGGACAGCGAAgggccggeecgeggcgcgggcAARGTCCAGCACGAACGGCGACTGCAGGCGCTTCCGCGGGAGCCTGGCCTCGCTGGGCAGCCG
GGGCGGCGGCAGCGGCGGCAC ‘GGCAGCAGTCACGGACACCTGCATGACTCCGCGGAGGAGCGGCGGCTCATCGCCGAGGGCGACGCGTCCCCCGGCGAGGACAGGACGCCCCCAGGCCTGGCGGCCGAGCCCGAGCGCCCCGGCGCCTCGGL

GCAGCCCGCAGCCTCGCCGCCGCCGCCCCAGCAGCCACCGCAGCCGGCCTCCGCCTCCTGCGAGCAGCCCTCGGTGGACACCGCTATCARAGTGGAGGGAGGCGCGGCTGCCGGCGACCAGATCCTCCCGGAGGCCGAGGTGCGCCTGGGCCAGG!
GGGTGCCCTGCGCGGTGGCAGGCATGCCTCCTCCTGACCCTGCCTCCCAGCCGGAGTTAACTTTCCTGCCTTGCGCTGG

IGCCCTCCCCTCCCTTGCCCAGGTCCCTGCTGTTTTTGTTGTCAGARAGCATCTGTTCAGGGTTCTCATCACCAAGCCCATTGCCTGGGGAGCCTACAAG
AGGCCAACCCCAGGCATGCCCAGCC]

IGGCAAGGGTGGGCTGTGCTTTGAGGGACCAGCATAACCTGGGCCATGGCTA
ATCATAGGCTTTTCTGGGCTACCTCTGCTTCTCATTACTCTACCTGCCCCCGATCCCACCCCCCAATAGAAAAGARACCATGCCCTGGCCACCGCCATGGCTTCCCCAGGCTCCCTGGGCTTTTCTGGCTTCCCCTCCC

Exclusion sequences:
70 nucleosome exclusion sequences found

GTCTGGTTGCTCCCTGCATGTCCCCTCCCCTTCCACCCTTCCAGTTTCTTAGTTTCTTEttetttetttetttetttetttetttetttetttetttetttetttetttetttetttetetetetetatetetetetetecctecctecctecctetetetete
tcteteteteceectgectecctecctecctecctetetet fftctttctttctttcCCAGCTTCTTTATCAGGAAGCCTCAGGACAGAAAACCTGAGGGCATGGTGCTGATTCCAGTATTCTTTCTTGGAGGCCTTGTCTCCAGGTCAGGAC
TCCCAGCAGGAAGTCTATATGTCCCTGATCCCTGTCCAGCCCTACAGAGCAGACCTGCCTTGGGGCAGAGCAGAAGTGCAGGACTGTATCTACACTGAGCAAAAAGATGAAGTGGCATGTATGTATGGATACCACTTGCCACCACCCCCAGCCTTCTCAGAGGG
TTTTGAGCACAGGGTCAACGATGTGGCCCTCTGAGTTAGCAGCTGCCTATATAGCaggggtgtccaatettt Bcacactggaggaagaagaattgtcttgggccacacataaaatatactaacattaacaatagctgatgagctaaaaaaa
tcgcaaaaaaatctcataatgttttaagaaagtttacaagtttgtgttgggetgecattcaaagetgtectgggetgecatgtggtetgtgggetgegggttgaacaaget tgCTGTAGAGCTTGGGGCCACAGCAAGGTCCTGTCCCAGAGAGAAGGAAGTCTGC
CTTCTGGAGACCCAGCCAGGGCTTGTCAGGGATGGAGAGTTCAAA A ATCTTGTATAAAACATCCCTTTCATCCCAACAGAAAGTTTTAAGATGATATGACCTAAATTGGATTCCAAAGGCCAGGAGCCTTCCTCTCCATTGGGTAATGCAGGTTTCAT
TCCAtcatttcatcattcagtgtttactgagaacttactacaaatgagatgctatgctaggtgcattcattttctcatgtagtcttagcaataacttttgaggtgcatatcattaaacccattttacacacgaggaagatcgaggcatacacaggcagtaactG
ACAGAGAAGTACTTAATTCTCCAGCTTTTGTTTTTCAGTTTCATGCTCTATTGTTTACAACAGGGGTTCCCAGACTTTTGGAACTTATAGATCAATAACATTTCAAAAATGATTTTTCGGAACAAACACAGAACCCAGTGCCAACTTTTTATTTAGCCAACGAC
ATTGAAAAAACAGCATCTTCCAGCACCATGATTTCATAAAAGGGCATTTTAACACAGAGAATGTAGCAAGGATATAACCTTAGAATAAAGACAGCCTTCTAAGAAAGGACAGTTGGCAACCTTAACCTAAAATATCCTACATTGTTCtgtgtgtgtgtgtgtgt
gtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgt TTTCATCTCATTTCAAGCAGAACTGGCC, CTTTGGCATTGCAGGCTGTGGGAGCCACTGCCCTACCCCAGAGCTGCCTCTCCAAGCAAGAACAATGCCCTCTGCCCAT: CTTCCA
GAATTTCCCATCCCCCTCTGCCCATCTAGGTCCCCCACAAATAAGGTCTGAGGTTGATTTATACAATCAGCTACATTCTCCACTTCTACTCCCAGCAGGTCTTCTAACTTTCACTGATATTCAGTGTCCGTTCCAGGGAAGGAAACCCATCCTCCCCAGTCCCC
1ALALALAJAGACTCAGAMJJ11AL1ACATTTGCATTCCAGGAATATCCAGGCCCGCTGCAGCACTGCAGCAGCCCATTTGTCTCCAAAGTCCCCTAGTCCCCCACCCATGGTGAGAGCAGCAGGTCTTCTP(‘ TATATTTCAGTCCTGAGACAGGGCCTTCCC
€leCCTGGCTACCATGTTATCAAAGGAACCAGAGCAGACCCCAGGCCTTCTAGGCAGTGCTGGARAGGAGAGGGTGTGAGACCCAGGTGGAGCARTGGGGAGATTACAGAATGTGGGAGTCCTATTTATTCTCTCCCCATTCTTTACC
TTCTCTCTCCTTCTCCTTCCTCCATCTGTGCCTGCCCCCTACCCCACCTGCATgagcagatgggcagtagagcacagcctgccctgtggagcccttgaattctagcttcaccattttcttgctatggggcatttggcaagcctcttgacctctctgtgctttag
ttctcttgectgcaaatgggagtaagaatGteaggttgactcacgtgaaattgecaaaatttgacaatattgggctcacaaaaatcaaaatttcatgtggtttaacAACAAAAAGGTGTAAACTGTARAGTGTTAGATATATGTCTCTCATCARGTCTGGCCCC
CTCCTCCAGGAAACCCTCCCTAGCTACTCCAAGGCCAGCAATAGCTCCCTCTG: TCTCTCATGGTTGGGGACATGATTTAATATACATTTCTTTCCTGTCTTCAGTTTTCCTGCTCTATTTTCATGCCCTATTCCTGAGAATGAGTCTAGCTTCCTCACAAC
TTGAAGCCCATCAAGGGCAAGACCTGGGGCTGCTCCTCCTCTGTCCCCTGGACTGTTGGCACACCACCAGTGTCCTCCATTAGGGTTTCCACATAAAGGAGGCAGGAGAAGCCAGATCTCATCAGGGTTTATCAAGGGCCTGATTTATCTAATAGTCATTGCTG
CACCTAAAGTTGGTCCTAGATGGTCGTGAATGGGTGCCACTAATGARATTGAGGGCGAGTGAGGTGCTGGTAGGGTGGAATTAAGAGATCCTGA TGTGGCAGCAGTATCCCAGGAAGCAGAATTTTGGTCTTATCCTCCATCTCCTCCAAG
CATCCCCTCCAATGCCATTAGCTAACTTCTAGGGTCCCTCACTCATTTGTAGAGTTGAAACTTATTAATCTGCTTTCTGTCCACCCTTGTGTTGGT GAGGTCCCTGAGATAAGGTGGACCTGCTCCACCCTCAGGGCACAGACTGCACTGTGTAATCAGTG
CTCAGGGTCACAGGAGCTAATGGGCCATGGGAACCAAAGGCAGGGACATGACCAAGGTTTTGGTGATTAGGAAAGGGTTCCCAGAGGA TGTCTCTACCATAGGTCAT GCCTATATGGGCTGACTTCCTGAGCGGGGTTAAGGCAGACTAACTC
CCAGCTAGACAAAGAAGCTCAAAGAAGTGTGTTAAATGGAGGTCTTCCCTCCTGTGGCTGGTAGAC! ' TCACAGCTCTTTAAGAACACTTCTTCTCAAGGAGACCCARAGGACACTCAGGGATTAGGCTTCCAGCATCTGTGCAGAGAACTG
TCAGCTCAGAGCTGCTCAAAAGTAAAAATGCCAGCTACCAGTGATGTCATCACCCTAGTCATTCCTCTCACTGTGGGAGGTCCTGTGGTCCAGTGGGTAGAGCAGAAGAGCCCCTGCTAE
GAGGAGGCGAAAGTGGTCACATTGGGCTAAGAATGAGAGTAARAAAAATCATTTGAAGAAARACTTGATGTTATTCCTCAGAGAGATGGCAGAGCC, ACCTTTTTGCCTCCCTCCTGTGAGACTTTGCTGTGTGTCCGCTCCAGCATTAACCTCGGCTCCA
GCCTTCTCTGGACAACTCCCCTCCCCTTAATGCCCAATCTGTCCCCCTATCCATTTCTGAGCTAATCTGGGGTATCAGGCTGTCCATGGTGTTGGAGGGGGTAGGGCTATACCTTAGGCTGAGCTAGTGARATCTGTCCATAAGCCCGGACACTGTACACTGGG
AGAGACTGGGAGAGAGGACACACAGTTGGATCCT' T GGGAAGGGGGCTGGGCTGCAGACTGGAAGGGAL:lbbbbbLibibLAGLibL1LbbbbbibLAGGTAGGGGA TGGGTGGAACAGGAACTCACCCAGCGTGGGTCCACATAGTAGGT
AC

CAGGGCGCCTCTAGGCTCCGAGACACCCCCAGGCCCCCTCCTGCACCGCGCT CTTTCCTCTGGGTTCAGTCACTGGTCTTCT
IGGCAGCCAGGATAGGGCTCTGCCACCTTAAGCCACATATTCCTCCTCCCCCTTCAAGGCTGCAGAGTCAGGATGGCCATCCTAGAGGCAGCTCCGGGTCATTC
AGCCTGCAGAGCAGGGCCGTGAAGAGAGACAGACCTCTTAGCAACGGGCCAGCTCCTTGGGTGCTGACAGCAGGCATTTATGTCTGCTTTCTGGTGCCCTGGGARGCTE ' TGGAGGACCGAAGTCACTGGGGCCTCAGGCCGGGATGAARACC
CCCTGCACCCACCGTAACCCTGAGCTCAGCTCCTCATGCTGAGTGGTGGGCCAAGAGCAGGCACCCTGGGCAGCTGGCATCCAGAGCGGCAGGGCTGAATGACCTTGCTCATAGTGATGGGTGAAGATGCCTGGTGTTCTGACTGATGAGCAGCTGTCCTGTGT
CCCATGCTTGTCCAGTGGCCCATCCATACCCCAGAGACCCAAGCTCCAGCATCTGCTTGGTCTCTCATGGGCCACTCGTGGGTCCCCARACAAGGTATGACTGCCAGTCAGGGAGAGGGACCCTGCCCCCTTCCACATCACTTGAGTCGGATGCCACTGAACAG
CAGATACCACTGGGAGCTTGTGGGCATA1 TTGTGCAAAAAGAGGGATTGTTGGTTGTTTCTAGGGTTGGGATCAGGGATGCCTTTACCTAAGTCAAGGTCCTAAGGTTCCCTAGTGCCCCTCTGGGCTTTCGTGATGCATGAGATTGTGATGAAGGTCTGGGAA
ACACTTTTCAAGCTGGGTTTAATTCTCTCATTCTCTCTTTCTCTGGGCCCTGCCGCCTACTTATCTCCCTTCCTTGCCTACCTTAGTTGCCTGCCTATAAAAATGAGCATTTTGCC .CCCAGAGCCCTCTTTGC CTCCAGGGAAGCTGGGTTTGTAATGA
GAGCAAAGCCATTTTCCATCCAATGAGAGAGATTTCTCGCACTGGGAATGACCAGT(‘ GACAACACTCGGTGGCTTAARATAGGTAGTGAACAGAGCCCCTCCCCCCTTTTTTCCTTTGACAGACTGCTCTTCCTAACCCTAATATCTCCAGGGTTCCCATTCC
CA FPA"TAAACAGACAGCCATAGTCATCAAATTGTGTGAGCAAATGTGGGACCCTCCCATCAGGAACGGTGTCTGGGTTCCCAGTGCCAGGTTCCTGAAGAGTGGGCTTGCCTCTGGCCAGTACTGGGCCCTGAGGATCCT

TGCTGTTTTTGTTGTCAGAAAGCATCTGTTCAGGGTTCTCATCACCAAGCCCATTGCCTGGGGAGCCTACAAGAGEHE:
ACCTTAGAAGTTGGAGAGTGAGGACTGGGTTGATTTCATCAGATAGGATCCTTTTCCCCTTCCTGGTCTTACCCCATTCTGGTATGTCTGTCTGCAGTCCCCCTGCTGCAGAATCTCCCACTAACTGCAGGCTGCCTGGGACATGGCTGCAGGAGA TGTGG
GGATAGGGAAGCGGGGATACAGCAGAATTGTGARATGGGCAACAGG GGGTCAGAGTGGGCTTTGAATTTGGGTTTGTGCAACAAGCAACAGGGACTGGTAGCTGCAAGTGGCACGTCCTCTTTGCACAGCCTTGTAGCTGTCTGGAGCTGGGTGGGGTGT
AAGGAAAGAAATCCAAGAAAGACCATCTGAGTGTGTCTGGAGGAGCGGTGGCCATACCTTTCCTGCTTCTAGGCCAAAACAGCTAGTGTCATCCTTAGAATGTCAAACAGGCAAGAGCCTAGCTAATTCTTCTAAGCTTCGAAAACCCACCACCCAACCCCACC
GACCAGCACCCCCAGCCTTGGTCTCTAGAGTTTTAGCCATTGGCCTTGGGCCTCTATGTGTAGCCAATCGCCATTGCCCACCTCAGGCTTCGCAAGAGCTTCTGCAAGCATTGCTCAGGCTAGTCGAGGATTTATTCATCATTTTGAC

(IGGCTTCCCCAGG TCCCTGGGCT
TTTC clelsspyeleleleyyelele CTCCAACTCCCCATCTGCCTTTTGAAACTTGTATTTGTGGTGTGTTAAGGGAAGAGGCCAGGATGCTGCAGCCCCTCAGGACATAGCTCCCCGGGCTCCTCCCCGAGGCTGGCTGGGCTCTTGGGTCCTGGATGGGTCCTTCCTTC
CACACAAGCTGTGTCCTGGAGAACCTGGAACAACAACAACAAC; CATAGGTACTGGCTAATCTTGTTTTTCTAAGAGGAGAG. GG; TGGAACCCCAAGTGCAGATGTAGCTGGTTGTGTTCCTGGAAGCTGGTCAGGCTCAGGGAGTCAGCCTGG
GTGTGTGTATCTAGGTGTCTGTCTGAGTGGGTGTCTCEGEECTGTGTGGGTGGATGTGGAAGCTGGT AGTCCCTGTGTGGAACGTCAGTTCTGGGATTGCTGCTGCGCCCCCARAGCTGGCTCAGCCTTAATAATGGAGGCAGGCAGAAGCTTGGCCTT
TCTCATCCCCCTGTCCCTACCCTCTCCTAGACTGAGCCTCCTGAAGCCATGAGGAAGGGAAGACGEGGETGCTTAAAGTGTCCTTTCCTTGGGGCAGAAAGAGCTGGGCTCCARAATCTTGGAAACTGGGCCAGTGGCCTAGCAGGTCCCAGGGATGTCCTGAG
CCGACTTCCTGCTGCTGETCACTGECACCCCGTCACTGCCATTACTCACCTCCCATCACCTCCCCAACCCtgactgetgtggagecctgtgtgggttatgagecttatt tgagececagtttteccat ttagaaaatgggaat et tgt tgect GTTGCCA




Supplementary Figure 3 Lack of correlation between expression levels and Accessibility scores,
ACC(10), of promoters (-1000 to +100 relative to transcription start sites). Open circles,
housekeeping gene (HK) promoters; dots, tissue-specific (TS) gene promoters. Correlation
between accessibility scores and expression levels for HK genes = 0.116 (critical value for
significance (0.05) = 0.168. Correlation between accessibility scores and expression levels for TS
genes = 0.006 (critical value for significance (0.05) = 0.227.
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