
Supplementary Figures 
 
Supplementary Figure 1  Correlation between a nucleosome-free region in SV40 viral DNA (in 
red), as estimated by electron microscopy and restriction-enzyme digestion, and the nucleosome-
free region (unshaded) as determined by the NXSensor web tool. 
 
ttcctttgcctaatttaaatgaggacttaacctgtggaaatattttgatgtgggaagctgttactgttaaaactgaggttattggggtaactgctatgttaaacttgcattcagggacacaaaaaactcatg
aaaatggtgctggaaaacccattcaagggtcaaattttcatttttttgctgttggtggggaacctttggagctgcagggtgtgttagcaaactacaggaccaaatatcctgctcaaactgtaaccccaaaaa
atgctacagttgacagtcagcagatgaacactgaccacaaggctgttttggataaggataatgcttatccagtggagtgctgggttcctgatccaagtaaaaatgaaaacactagatattttggaacctaca
caggtggggaaaatgtgcctcctgttttgcacattactaacacagcaaccacagtgcttcttgatgagcagggtgttgggcccttgtgcaaagctgacagcttgtatgtttctgctgttgacatttgtgggc
tgtttaccaacacttctggaacacagcagtggaagggacttcccagatattttaaaattacccttagaaagcggtctgtgaaaaacccctacccaatttcctttttgttaagtgacctaattaacaggagga
cacagagggtggatgggcagcctatgattggaatgtcctctcaagtagaggaggttagggtttatgaggacacagaggagcttcctggggatccagacatgataagatacattgatgagtttggacaaacca
caactagaatgcagtgaaaaaaatgctttatttgtgaaatttgtgatgctattgctttatttgtaaccattataagctgcaataaacaagttaacaacaacaattgcattcattttatgtttcaggttcagg
gggaggtgtgggaggttttttaaagcaagtaaaacctctacaaatgtggtatggctgattatgatcatgaacagactgtgaggactgaggggcctgaaatgagccttgggactgtgaatcaatgcctgtttc
atgccctgagtcttccatgttcttctccccaccatcttcatttttatcagcattttcctggctgtcttcatcatcatcatcactgtttcttagccaatctaaaactccaattcccatagccacattaaactt
cattttttgatacactgacaaactaaactctttgtccaatctctctttccactccacaattctgctctgaatactttgagcaaactcagccacaggtctgtaccaaattaacataagaagcaaagcaatgcc
actttgaattattctcttttctaacaaaaactcactgcgttccaggcaatgctttaaataatctttgggcctaaaatctatttgttttacaaatctggcctgcagtgttttaggcacactgtactcattcat
ggtgactattccagggggaaatatttgagttcttttatttaggtgtttcttttctaagtttaccttaacactgccatccaaataatcccttaaattgtccaggttattaattccctgacctgaaggcaaatc
tctggactcccctccagtgccctttacatcctcaaaaactactaaaaactggtcaatagctactcctagctcaaagttcagcctgtccaagggcaaattaacatttaaagctttccccccacataattcaag
caaagcagctgctaatgtagttttaccactatcaattggtcctttaaacagccagtatctttttttaggaatgttgtacaccatgcattttaaaaagtcatacaccactgaatccattttgggcaacaaaca
gtgtagccaagcaactccagccatccattcttctatgtcagcagagcctgtagaaccaaacattatatccatcctatccaaaagatcattaaatctgtttgttaacatttgttctctagttaattgtaggct
atcaacccgctttttagctaaaacagtatcaacagcctgttggcatatggttttttggtttttgctgtcagcaaatatagcagcatttgcataatgcttttcatggtacttatagtggctgggctgttcttt
tttaatacattttaaacacatttcaaaactgtactgaaattccaagtacatcccaagcaataacaacacatcatcacattttgtttccattgcatactctgttacaagcttccaggacacttgtttagtttc
ctctgcttcttctggattaaaatcatgctcctttaacccacctggcaaactttcctcaataacagaaaatggatctctagtcaaggcactatacatcaaatattccttattaacccctttacaaattaaaaa
gctaaaggtacacaatttttgagcatagttattaatagcagacactctatgcctgtgtggagtaagaaaaaacagtatgttatgattataactgttatgcctacttataaaggttacagaatatttttccat
aattttcttgtatagcagtgcagctttttcctttgtggtgtaaatagcaaagcaagcaagagttctattactaaacacagcatgactcaaaaaacttagcaattctgaaggaaagtccttggggtcttctac
ctttctcttcttttttggaggagtagaatgttgagagtcagcagtagcctcatcatcactagatggcatttcttctgagcaaaacaggttttcctcattaaaggcattccaccactgctcccattcatcagt
tccataggttggaatctaaaatacacaaacaattagaatcagtagtttaacacattatacacttaaaaattttatatttaccttagagctttaaatctctgtaggtagtttgtccaattatgtcacaccaca
gaagtaaggttccttcacaaagatcaagtccaaaccacattctaaagcaatcgaagcagtagcaatcaacccacacaagtggatctttcctgtataattttctattttcatgcttcatcctcagtaagcaca
gcaagcatatgcagttagcagacattttctttgcacactcaggccattgtttgcagtacattgcatcaacaccaggatttaaggaagaagcaaatacctcagttgcatcccagaagcctccaaagtcaggtt
gatgagcatattttactccatcttccattttcttgtacagagtattcattttcttcattttttcttcatctcctcctttatcaggatgaaactccttgcatttttttaaatatgcctttctcatcagaggaa
tattcccccaggcactcctttcaagacctagaaggtccattagctgcaaagattcctctctgtttaaaactttatccatctttgcaaagctttttgcaaaagcctaggcctccaaaaaagcctcctcactac
ttctggaatagctcagaggccgaggcggcctcggcctctgcataaataaaaaaaattagtcagccatggggcggagaatgggcggaactgggcggagttaggggcgggatgggcggagttaggggcgggact
atggttgctgactaattgagatgcatgctttgcatacttctgcctgctggggagcctggggactttccacacctggttgctgactaattgagatgcatgctttgcatacttctgcctgctggggagcctggg
gactttccacaccctaactgacacacattccacagctggttctttccgcctcagaaggtacctaaccaagttcctctttcagaggttatttcaggccatggtgctgcgccggctgtcacgccaggcctccgt
taaggttcgtaggtcatggactgaaagtaaaaaaacagctcaacgcctttttgtgtttgttttagagcttttgctgcaattttgtgaaggggaagatactgttgacgggaaacgcaaaaaaccagaaaggtt
aactgaaaaaccagaaagttaactggtaagtttagtctttttgtcttttatttcaggtccatgggtgctgctttaacactgttgggggacctaattgctactgtgtctgaagctgctgctgctactggattt
tcagtagctgaaattgctgctggagaggccgctgctgcaattgaagtgcaacttgcatctgttgctactgttgaaggcctaacaacctctgaggcaattgctgctataggcctcactccacaggcctatgct
gtgatatctggggctcctgctgctatagctggatttgcagctttactgcaaactgtgactggtgtgagcgctgttgctcaagtggggtatagattttttagtgactgggatcacaaagtttctactgttggt
ttatatcaacaaccaggaatggctgtagatttgtataggccagatgattactatgatattttatttcctggagtacaaacctttgttcacagtgttcagtatcttgaccccagacattggggtccaacactt
tttaatgccatttctcaagctttttggcgtgtaatacaaaatgacattcctaggctcacctcacaggagcttgaaagaagaacccaaagatatttaagggacagtttggcaaggtttttagaggaaactact
tggacagtaattaatgctcctgttaattggtataactctttacaagattactactctactttgtctcccattaggcctacaatggtgagacaagtagccaacagggaagggttgcaaatatcatttgggcac
acctatgataatattgatgaagcagacagtattcagcaagtaactgagaggtgggaagctcaaagccaaagtcctaatgtgcagtcaggtgaatttattgaaaaatttgaggctcctggtggtgcaaatcaa
agaactgctcctcagtggatgttgcctttacttctaggcctgtacggaagtgttacttctgctctaaaagcttatgaagatggccccaacaaaaagaaaaggaagttgtccaggggcagctcccaaaaaacc
aaaggaaccagtgcaagtgccaaagctcgtcataaaaggaggaatagaagttctaggagttaaaactggagtagacagcttcactgaggtggagtgctttttaaatcctcaaatgggcaatcctgatgaaca
tcaaaaaggcttaagtaaaagcttagcagctgaaaaacagtttacagatgactctccagacaaagaacaactgccttgctacagtgtggctagaa 
 

 
Accessibility: 0.0837, from NXSensor 
  0.1125, (68+522)/5243 
 



Supplementary Figure 2  NXSensor analysis of 10,000 bases around the TSS (highlighted in green) of the 
housekeeping gene HCN4.  Left, segments potentially capable of binding nucleosomes (shaded gray); right, 
nucleosome exclusion sequences (highlighted in red). 
 
>HCN4, -5000 to +5000 
Nucleosome segments: Accessibility(10): 0.2116  
GTCTGGTTGCTCCCTGCATGTCCCCTCCCCTTCCACCCTTCCAGTTTCTTAGTTTCTTtttctttctttctttctttctttctttctttctttctttctttctttctttctttctttctctctctctatctctctctctccctccctccctccctctct
ctctctctctctctccccctgcctccctccctccctccctctctctctttctttctttctttcttttttttttCCAGCTTCTTTATCAGGAAGCCTCAGGACAGAAAACCTGAGGGCATGGTGCTGATTCCAGTATTCTTTCTTGGAGGCCTTGTCTCC
AGGTCAGGACTCCCAGCAGGAAGTCTATATGTCCCTGATCCCTGTCCAGCCCTACAGAGCAGACCTGCCTTGGGGCAGAGCAGAAGTGCAGGACTGTATCTACACTGAGCAAAAAGATGAAGTGGCATGTATGTATGGATACCACTTGCCACCACCCCC
AGCCTTCTCAGAGGGTTTTGAGCACAGGGTCAACGATGTGGCCCTCTGAGTTAGCAGCTGCCTATATAGcaggggtgtccaatcttttggcttccctgggccacactggaggaagaagaattgtcttgggccacacataaaatatactaacattaacaa
tagctgatgagctaaaaaaatcgcaaaaaaatctcataatgttttaagaaagtttacaagtttgtgttgggctgcattcaaagctgtcctgggctgcatgtggtctgtgggctgcgggttgaacaagcttgCTGTAGAGCTTGGGGCCACAGCAAGGTC
CTGTCCCAGAGAGAAGGAAGTCTGCCTTCTGGAGACCCAGCCAGGGCTTGTCAGGGATGGAGAGTTCAAAGGAAGGAATCTTGTATAAAACATCCCTTTCATCCCAACAGAAAGTTTTAAGATGATATGACCTAAATTGGATTCCAAAGGCCAGGAGCC
TTCCTCTCCATTGGGTAATGCAGGTTTCATTCCAtcatttcatcattcagtgtttactgagaacttactacaaatgagatgctatgctaggtgcattcattttctcatgtagtcttagcaataacttttgaggtgcatatcattaaacccattttacac
acgaggaagatcgaggcatacacaggcagtaactGACAGAGAAGTACTTAATTCTCCAGCTTTTGTTTTTCAGTTTCATGCTCTATTGTTTACAACAGGGGTTCCCAGACTTTTGGAACTTATAGATCAATAACATTTCAAAAATGATTTTTCGGAACA
AACACAGAACCCAGTGCCAACTTTTTATTTAGCCAACGACATTGAAAAAACAGCATCTTCCAGCACCATGATTTCATAAAAGGGCATTTTAACACAGAGAATGTAGCAAGGATATAACCTTAGAATAAAGACAGCCTTCTAAGAAAGGACAGTTGGCAA
CCTTAACCTAAAATATCCTACATTGTTCtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtTTTCATCTCATTTCAAGCAGAACTGGCCAAAACTTTGGCATTGCAGGCTGTGGGAGCCACTGCCCTACCCCAGAGCTG
CCTCTCCAAGCAAGAACAATGCCCTCTGCCCATAAGCAAATAAGCTTCCAGAATTTCCCATCCCCCTCTGCCCATCTAGGTCCCCCACAAATAAGGTCTGAGGTTGATTTATACAATCAGCTACATTCTCCACTTCTACTCCCAGCAGGTCTTCTAACT
TTCACTGATATTCAGTGTCCGTTCCAGGGAAGGAAACCCATCCTCCCCAGTCCCCTTCTCTCTTAGACTCAGATGTTTTCTACATTTGCATTCCAGGAATATCCAGGCCCGCTGCAGCACTGCAGCAGCCCATTTGTCTCCAAAGTCCCCTAGTCCCCC
ACCCATGGTGAGAGCAGCAGGTCTTCTCCATATATTTCAGTCCTGAGACAGGGCCTTCCCCTTGCTGGGGTCCCCAGGGCCTGGCTACCATGTTATCAAAGGAACCAGAGCAGACCCCAGGCCTTCTAGGCAGTGCTGGAAAGGAGAGGGTGTGAGACC
CAGGTGGAGCAATGGGGAGATTACAGAATGTGGGAGTCCTATTTATTCTCTCCCCATTCTTTACCTTCTCTCTCCTTCTCCTTCCTCCATCTGTGCCTGCCCCCTACCCCACCTGCATgagcagatgggcagtagagcacagcctgccctgtggagccc
ttgaattctagcttcaccattttcttgctatggggcatttggcaagcctcttgacctctctgtgctttagttctcttgcctgcaaatgggagtaagaatGtcaggttgactcacgtgaaattgccaaaatttgacaatattgggctcacaaaaatcaaa
atttcatgtggtttaacAACAAAAAGGTGTAAACTGTAAAGTGTTAGATATATGTCTCTCATCAAGTCTGGCCCCCTCCTCCAGGAAACCCTCCCTAGCTACTCCAAGGCCAGCAATAGCTCCCTCTGAAATCTCTCATGGTTGGGGACATGATTTAAT
ATACATTTCTTTCCTGTCTTCAGTTTTCCTGCTCTATTTTCATGCCCTATTCCTGAGAATGAGTCTAGCTTCCTCACAACTTGAAGCCCATCAAGGGCAAGACCTGGGGCTGCTCCTCCTCTGTCCCCTGGACTGTTGGCACACCACCAGTGTCCTCCA
TTAGGGTTTCCACATAAAGGAGGCAGGAGAAGCCAGATCTCATCAGGGTTTATCAAGGGCCTGATTTATCTAATAGTCATTGCTGCACCTAAAGTTGGTCCTAGATGGTCGTGAATGGGTGCCACTAATGAAATTGAGGGCGAGTGAGGTGCTGGTAGG
GTGGAATTAAGAGATCCTGACCCCTGGCCGGCCTGTGGCAGCAGTATCCCAGGAAGCAGAATTTTGGTCTTATCCTCCATCTCCTCCAAGCATCCCCTCCAATGCCATTAGCTAACTTCTAGGGTCCCTCACTCATTTGTAGAGTTGAAACTTATTAAT
CTGCTTTCTGTCCACCCTTGTGTTGGTGGAGAGGTCCCTGAGATAAGGTGGACCTGCTCCACCCTCAGGGCACAGACTGCACTGTGTAATCAGTGCTCAGGGTCACAGGAGCTAATGGGCCATGGGAACCAAAGGCAGGGACATGACCAAGGTTTTGGT
GATTAGGAAAGGGTTCCCAGAGGAGGAGATGTCTCTACCATAGGTCATGGGGAAGCCTATATGGGCTGACTTCCTGAGCGGGGTTAAGGCAGACTAACTCCCAGCTAGACAAAGAAGCTCAAAGAAGTGTGTTAAATGGAGGTCTTCCCTCCTGTGGCT
GGTAGACCAGGGCAGGCTGGGCTCACAGCTCTTTAAGAACACTTCTTCTCAAGGAGACCCAAGGACACTCAGGGATTAGGCTTCCAGCATCTGTGCAGAGAACTGTCAGCTCAGAGCTGCTCAAAAGTAAAAATGCCAGCTACCAGTGATGTCATCACC
CTAGTCATTCCTCTCACTGTGGGAGGTCCTGTGGTCCAGTGGGTAGAGCAGAAGAGCCCCTGCTAGGCTGCCCGCCCCGCATCCTGCTCTCCAAATTCCTACTCTGGATGGAGGAGGCGAAAGTGGTCACATTGGGCTAAGAATGAGAGTAAAAAAATC
ATTTGAAGAAAAACTTGATGTTATTCCTCAGAGAGATGGCAGAGCCAGGGGACCTTTTTGCCTCCCTCCTGTGAGACTTTGCTGTGTGTCCGCTCCAGCATTAACCTCGGCTCCAGCCTTCTCTGGACAACTCCCCTCCCCTTAATGCCCAATCTGTCC
CCCTATCCATTTCTGAGCTAATCTGGGGTATCAGGCTGTCCATGGTGTTGGAGGGGGTAGGGCTATACCTTAGGCTGAGCTAGTGAAATCTGTCCATAAGCCCGGACACTGTACACTGGGAGAGACTGGGAGAGAGGACACACAGTTGGATCCTTGGCG
GGGGTTGGGGGGAAGGGGGCTGGGCTGCAGACTGGAAGGGAGTGGGGGCTGTGCAGCTGCTTGGGGGTGCAGGTAGGGGACTGGGTGGAACAGGAACTCACCCAGCGTGGGTCCACATAGTAGGTGTCATAATGTGGATGGGAACACAGGGAGAAGGGG
CTCCAAAGCCAGTTCCAGAGTGCTGGGGCGTCCGAGGAACCGGCCCAACCGCTCCCCGCTGCAGCCGGCTTGTCCCTTTCTCGGAACTACCGAGGGAGAGGCGCGTGCGGAGGTCGGCGTTCGGATCTCGCATCCGTCACTGTTGCCGGCGCATTTCCT
CGAAGTCTTACCTCGAAGGGCTGGGTCCCACCCGCGCGCCCTGTGCGTGTCTCCCTGTTTCCCCACGCCCTCCTTGCCTGGCTGCTGCGAGGCTTTGCAGGGGAAAGACTGGCGCGGGGTTCGCACCCTGCCCATGTCACAGGAAAACCGTGGGAGCCT
CCCCGACGCGGCGCATTTCCGGAAGCCCCCTCTCCAGGAGGGTTGCGGGAAGGCCGGGACTCTGCATCCAGACGAACCCGGTCGCCTCCCAAGAGGAAAGTCGGAGACCCAGCTGAGGGGCAAAAATGCCAGGGAAAGGCGAGCCCAGAGCTTGGTGAT
GGAGAAATTGGGAAGCCACCCCCCACCCTTCAATCTTAGGATGGGGAATTCGCAACTGAAGCCGGAGCTTCAGACTTGGGGCGCACTCCCAGCTTAGCCCAGGAAAGAGATTTAAGGGCGCAGCAGTGTGGATACCTCTCACCCCGGCCCCGAAGGTCT
AGCGAGGGTCTAACCTGGGCCCCTTGCCAGGCCCGCCCCCCGCCCCTTTCCAGCCCCCGGCCCGTGCGCCGCTGCCCCTTTAAGAAGCCCAGGTAGGCAGGCCCGGCTGCTGGAGCCGCTCCTATGGCAACCCGCGAGCTGCGGCGGCTTCATGAATAT
TCCGGGGCGCGGGAGCCCGAGCGCTGCCGGAGGGCGCTTCGGGGGAGGCGGCCGCTGATGTAAGCCCGGCGGGTCGCTGGGCTCCGCTCGGTTGCGGCGGGAGCCCCGGGACGGGCCGGACGGGCCGGGGCAGAGGAGGCGAGGCGAGCTCGCGGGTGG
CCAGCCACAAAGCCCGGGCGGCGAGACAGACGGACAGCCAGCCCTCCCGCGGGACGCACGCCCGGGACCCGCGCGGGCCGTGCGCTCTGCACTCCGGAGCGGTTCCCTGAGCGCCGCGGCCGCAGAGCCTCTCCGGCCGGCGCCCATTGTTccccgcgg
gggcggggcgcctggagccgggcggcgcgccgcgccccTGAACGCCAGAGGGAGGGAGGGAGGCAAGAAGGGAGCGCGGGGTCCCCGCGCCCAGCCGGGCCCGGGAGGAGGTGTAGCGCGGCGAGCCCGGGGACTCGGAGCGGGACTAGGATCCTCCCC
GCGGCGCGCAGCCTGCCCAAGCATGGGCGCCTGAGGCTGCCCCCACGCCGGCGGCAAAGGACGCGTCCCCACGGGCGGACTGACCGGCGGGCGGACCTGGAGCCCGTCCGCGGCGCCGCGCTCCTGCCCCCGGCCCGGTCCGACCCCGGCCCCTGGCGC
CATGGACAAGCTGCCGCCGTCCATGCGCAAGCGGCTCTACAGCCTCCCGCAGCAGGTGGGGGCCAAGGCGTGGATCATGGACGAGGAAGAGGACGCCGAGGAGGAGGGGGCCGGGGGCCGCCAAGACCCCAGCCGCAGGAGCATCCGGCTGCGGCCACT
GCCCTCGCCCTCCCCCTCGGCGGCCGCGGGTGGCACGGAGTCCCGGAGCTCGGCCCTCGGGGCAGCGGACAGCGAAgggccggcccgcggcgcgggcAAGTCCAGCACGAACGGCGACTGCAGGCGCTTCCGCGGGAGCCTGGCCTCGCTGGGCAGCCG
GGGCGGCGGCAGCGGCGGCACGGGGAGCGGCAGCAGTCACGGACACCTGCATGACTCCGCGGAGGAGCGGCGGCTCATCGCCGAGGGCGACGCGTCCCCCGGCGAGGACAGGACGCCCCCAGGCCTGGCGGCCGAGCCCGAGCGCCCCGGCGCCTCGGC
GCAGCCCGCAGCCTCGCCGCCGCCGCCCCAGCAGCCACCGCAGCCGGCCTCCGCCTCCTGCGAGCAGCCCTCGGTGGACACCGCTATCAAAGTGGAGGGAGGCGCGGCTGCCGGCGACCAGATCCTCCCGGAGGCCGAGGTGCGCCTGGGCCAGGCCGG
CTTCATGCAGCGCCAGTTCGGGGCCATGCTCCAACCCGGGGTCAACAAATTCTCCCTAAGGATGTTCGGCAGCCAGAAAGCCGTGGAGCGCGAACAGGAGAGGGTCAAGTCGGCCGGATTTTGGATTATCCACCCCTACAGTGACTTCAGGTAAGGGGC
CACAGCGATGATCCTGTGGGTGCCCTGCGCGGTGGCAGGCATGCCTCCTCCTGACCCTGCCTCCCAGCCGGAGTTAACTTTCCTGCCTTGCGCTGGGAGCTCCAAGAGAGGCAGGGCGCCTCTAGGCTCCGAGACACCCCCAGGCCCCCTCCTGCACCG
CGCTGGGGGAACTTTCCTCTGGGTTCAGTCACTGGTCTTCTCGGGTCTGGGCTGCATTGGAGACAGAATGAAAAGGTGTTCTGAGCCTGGCCTACCCCTGCCGGCAGCCAGGATAGGGCTCTGCCACCTTAAGCCACATATTCCTCCTCCCCCTTCAAG
GCTGCAGAGTCAGGATGGCCATCCTAGAGGCAGCTCCGGGTCATTCAGCCTGCAGAGCAGGGCCGTGAAGAGAGACAGACCTCTTAGCAACGGGCCAGCTCCTTGGGTGCTGACAGCAGGCATTTATGTCTGCTTTCTGGTGCCCTGGGAAGCTGCGGC
CGGGTCCCTGGAGGACCGAAGTCACTGGGGCCTCAGGCCGGGATGAAAACCCCCTGCACCCACCGTAACCCTGAGCTCAGCTCCTCATGCTGAGTGGTGGGCCAAGAGCAGGCACCCTGGGCAGCTGGCATCCAGAGCGGCAGGGCTGAATGACCTTGC
TCATAGTGATGGGTGAAGATGCCTGGTGTTCTGACTGATGAGCAGCTGTCCTGTGTCCCATGCTTGTCCAGTGGCCCATCCATACCCCAGAGACCCAAGCTCCAGCATCTGCTTGGTCTCTCATGGGCCACTCGTGGGTCCCCAAACAAGGTATGACTG
CCAGTCAGGGAGAGGGACCCTGCCCCCTTCCACATCACTTGAGTCGGATGCCACTGAACAGCAGATACCACTGGGAGCTTGTGGGCATATTTGTGCAAAAAGAGGGATTGTTGGTTGTTTCTAGGGTTGGGATCAGGGATGCCTTTACCTAAGTCAAGG
TCCTAAGGTTCCCTAGTGCCCCTCTGGGCTTTCGTGATGCATGAGATTGTGATGAAGGTCTGGGAAACACTTTTCAAGCTGGGTTTAATTCTCTCATTCTCTCTTTCTCTGGGCCCTGCCGCCTACTTATCTCCCTTCCTTGCCTACCTTAGTTGCCTG
CCTATAAAAATGAGCATTTTGCCAACCCAGAGCCCTCTTTGCAAACTCCAGGGAAGCTGGGTTTGTAATGAGAGCAAAGCCATTTTCCATCCAATGAGAGAGATTTCTCGCACTGGGAATGACCAGTCAGACAACACTCGGTGGCTTAAAATAGGTAGT
GAACAGAGCCCCTCCCCCCTTTTTTCCTTTGACAGACTGCTCTTCCTAACCCTAATATCTCCAGGGTTCCCATTCCCAGAAGACTAGGGAGACCAGAGGGCAGGCTAAACAGACAGCCATAGTCATCAAATTGTGTGAGCAAATGTGGGACCCTCCCAT
CAGGAACGGTGTCTGGGTTCCCAGTGCCAGGTTCCTGAAGAGTGGGCTTGCCTCTGGCCAGTACTGGGCCCTGAGGATCCTGGGCCGAGCTAGAGAGGAGTGAGCAGGGGCTATGTCTCCTCCACCCCCATGGGTGTCCTGGGTTTTTCCTCCTGTCTC
TCAACTCTTCAGTGGTGGTGATAGGCAGTTCCAGTACCAACCCCTCGAGATTGCTGAAGGGCCCTCCCCTCCCTTGCCCAGGTCCCTGCTGTTTTTGTTGTCAGAAAGCATCTGTTCAGGGTTCTCATCACCAAGCCCATTGCCTGGGGAGCCTACAAG
AGGCCAACCCCAGGCATGCCCAGCCTCCCTCAGCAGCAAGCATTGGCCGGGGACCTTCTGGATGCTGGGCCTGGCCCTTCCTATCTCCCTTACCTTAGAAGTTGGAGAGTGAGGACTGGGTTGATTTCATCAGATAGGATCCTTTTCCCCTTCCTGGTC
TTACCCCATTCTGGTATGTCTGTCTGCAGTCCCCCTGCTGCAGAATCTCCCACTAACTGCAGGCTGCCTGGGACATGGCTGCAGGAGAGGGTGTGGGGATAGGGAAGCGGGGATACAGCAGAATTGTGAAATGGGCAACAGGAAAAGGGTCAGAGTGGG
CTTTGAATTTGGGTTTGTGCAACAAGCAACAGGGACTGGTAGCTGCAAGTGGCACGTCCTCTTTGCACAGCCTTGTAGCTGTCTGGAGCTGGGTGGGGTGTAAGGAAAGAAATCCAAGAAAGACCATCTGAGTGTGTCTGGAGGAGCGGTGGCCATACC
TTTCCTGCTTCTAGGCCAAAACAGCTAGTGTCATCCTTAGAATGTCAAACAGGCAAGAGCCTAGCTAATTCTTCTAAGCTTCGAAAACCCACCACCCAACCCCACCTAACCCACCGCACCCCGACCAGCACCCCCAGCCTTGGTCTCTAGAGTTTTAGC
CATTGGCCTTGGGCCTCTATGTGTAGCCAATCGCCATTGCCCACCTCAGGCTTCGCAAGAGCTTCTGCAAGCATTGCTCAGGCTAGTCGAGGATTTATTCATCATTTTGACGGGCAGGAAGCATTGATCCAGCAGAACTGGTTTAATAAAGAATTGCCA
GCAAACAATGATAGATTGAGTTTGCGGTTTGGAGTTCAGGGCTGGCTGTGATGGGCTGCTTCCAGCATCTCCCATTGCTGGGGGAGGAAGGCTGGGTGCCTTTTCCAGGGCAAGGGTGGGCTGTGCTTTGAGGGACCAGCATAACCTGGGCCATGGCTA
ATCATAGGCTTTTCTGGGCTACCTCTGCTTCTCATTACTCTACCTGCCCCCGATCCCACCCCCCAATAGAAAAGAAACCATGCCCTGGCCACCGCCATGGCTTCCCCAGGCTCCCTGGGCTTTTCTGGCTTCCCCTCCCCTCCAACTCCCCATCTGCCT
TTTGAAACTTGTATTTGTGGTGTGTTAAGGGAAGAGGCCAGGATGCTGCAGCCCCTCAGGACATAGCTCCCCGGGCTCCTCCCCGAGGCTGGCTGGGCTCTTGGGTCCTGGATGGGTCCTTCCTTCCACACAAGCTGTGTCCTGGAGAACCTGGAACAA
CAACAACAACAAAAAACATAGGTACTGGCTAATCTTGTTTTTCTAAGAGGAGAGAAAGGAAATGGAACCCCAAGTGCAGATGTAGCTGGTTGTGTTCCTGGAAGCTGGTCAGGCTCAGGGAGTCAGCCTGGGTGTGTGTATCTAGGTGTCTGTCTGAGT
GGGTGTCTGGGGGCTGTGTGGGTGGATGTGGAAGCTGGTGGGGAAGTCCCTGTGTGGAACGTCAGTTCTGGGATTGCTGCTGCGCCCCCAAAGCTGGCTCAGCCTTAATAATGGAGGCAGGCAGAAGCTTGGCCTTTCTCATCCCCCTGTCCCTACCCT
CTCCTAGACTGAGCCTCCTGAAGCCATGAGGAAGGGAAGACGGGGGTGCTTAAAGTGTCCTTTCCTTGGGGCAGAAAGAGCTGGGCTCCAAAATCTTGGAAACTGGGCCAGTGGCCTAGCAGGTCCCAGGGGTGTCCTGAGCCGACTTCCTGCTGCTGG
TCACTGGCACCCCGTCACTGCCATTACTCACCTCCCATCACCTCCCCAACcctgactgctgtggagccctgtgtgggttatgagccttatttgagccccagttttcccatttagaaaatgggaatcttgttgcctGTTGCCA 
 
 

Exclusion sequences: 
70 nucleosome exclusion sequences found 
GTCTGGTTGCTCCCTGCATGTCCCCTCCCCTTCCACCCTTCCAGTTTCTTAGTTTCTTtttctttctttctttctttctttctttctttctttctttctttctttctttctttctttctctctctctatctctctctctccctccctccctccctctctctctc
tctctctctccccctgcctccctccctccctccctctctctctttctttctttctttcttttttttttCCAGCTTCTTTATCAGGAAGCCTCAGGACAGAAAACCTGAGGGCATGGTGCTGATTCCAGTATTCTTTCTTGGAGGCCTTGTCTCCAGGTCAGGAC
TCCCAGCAGGAAGTCTATATGTCCCTGATCCCTGTCCAGCCCTACAGAGCAGACCTGCCTTGGGGCAGAGCAGAAGTGCAGGACTGTATCTACACTGAGCAAAAAGATGAAGTGGCATGTATGTATGGATACCACTTGCCACCACCCCCAGCCTTCTCAGAGGG
TTTTGAGCACAGGGTCAACGATGTGGCCCTCTGAGTTAGCAGCTGCCTATATAGcaggggtgtccaatcttttggcttccctgggccacactggaggaagaagaattgtcttgggccacacataaaatatactaacattaacaatagctgatgagctaaaaaaa
tcgcaaaaaaatctcataatgttttaagaaagtttacaagtttgtgttgggctgcattcaaagctgtcctgggctgcatgtggtctgtgggctgcgggttgaacaagcttgCTGTAGAGCTTGGGGCCACAGCAAGGTCCTGTCCCAGAGAGAAGGAAGTCTGC
CTTCTGGAGACCCAGCCAGGGCTTGTCAGGGATGGAGAGTTCAAAGGAAGGAATCTTGTATAAAACATCCCTTTCATCCCAACAGAAAGTTTTAAGATGATATGACCTAAATTGGATTCCAAAGGCCAGGAGCCTTCCTCTCCATTGGGTAATGCAGGTTTCAT
TCCAtcatttcatcattcagtgtttactgagaacttactacaaatgagatgctatgctaggtgcattcattttctcatgtagtcttagcaataacttttgaggtgcatatcattaaacccattttacacacgaggaagatcgaggcatacacaggcagtaactG
ACAGAGAAGTACTTAATTCTCCAGCTTTTGTTTTTCAGTTTCATGCTCTATTGTTTACAACAGGGGTTCCCAGACTTTTGGAACTTATAGATCAATAACATTTCAAAAATGATTTTTCGGAACAAACACAGAACCCAGTGCCAACTTTTTATTTAGCCAACGAC
ATTGAAAAAACAGCATCTTCCAGCACCATGATTTCATAAAAGGGCATTTTAACACAGAGAATGTAGCAAGGATATAACCTTAGAATAAAGACAGCCTTCTAAGAAAGGACAGTTGGCAACCTTAACCTAAAATATCCTACATTGTTCtgtgtgtgtgtgtgtgt
gtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtTTTCATCTCATTTCAAGCAGAACTGGCCAAAACTTTGGCATTGCAGGCTGTGGGAGCCACTGCCCTACCCCAGAGCTGCCTCTCCAAGCAAGAACAATGCCCTCTGCCCATAAGCAAATAAGCTTCCA
GAATTTCCCATCCCCCTCTGCCCATCTAGGTCCCCCACAAATAAGGTCTGAGGTTGATTTATACAATCAGCTACATTCTCCACTTCTACTCCCAGCAGGTCTTCTAACTTTCACTGATATTCAGTGTCCGTTCCAGGGAAGGAAACCCATCCTCCCCAGTCCCC
TTCTCTCTTAGACTCAGATGTTTTCTACATTTGCATTCCAGGAATATCCAGGCCCGCTGCAGCACTGCAGCAGCCCATTTGTCTCCAAAGTCCCCTAGTCCCCCACCCATGGTGAGAGCAGCAGGTCTTCTCCATATATTTCAGTCCTGAGACAGGGCCTTCCC
CTTGCTGGGGTCCCCAGGGCCTGGCTACCATGTTATCAAAGGAACCAGAGCAGACCCCAGGCCTTCTAGGCAGTGCTGGAAAGGAGAGGGTGTGAGACCCAGGTGGAGCAATGGGGAGATTACAGAATGTGGGAGTCCTATTTATTCTCTCCCCATTCTTTACC
TTCTCTCTCCTTCTCCTTCCTCCATCTGTGCCTGCCCCCTACCCCACCTGCATgagcagatgggcagtagagcacagcctgccctgtggagcccttgaattctagcttcaccattttcttgctatggggcatttggcaagcctcttgacctctctgtgctttag
ttctcttgcctgcaaatgggagtaagaatGtcaggttgactcacgtgaaattgccaaaatttgacaatattgggctcacaaaaatcaaaatttcatgtggtttaacAACAAAAAGGTGTAAACTGTAAAGTGTTAGATATATGTCTCTCATCAAGTCTGGCCCC
CTCCTCCAGGAAACCCTCCCTAGCTACTCCAAGGCCAGCAATAGCTCCCTCTGAAATCTCTCATGGTTGGGGACATGATTTAATATACATTTCTTTCCTGTCTTCAGTTTTCCTGCTCTATTTTCATGCCCTATTCCTGAGAATGAGTCTAGCTTCCTCACAAC
TTGAAGCCCATCAAGGGCAAGACCTGGGGCTGCTCCTCCTCTGTCCCCTGGACTGTTGGCACACCACCAGTGTCCTCCATTAGGGTTTCCACATAAAGGAGGCAGGAGAAGCCAGATCTCATCAGGGTTTATCAAGGGCCTGATTTATCTAATAGTCATTGCTG
CACCTAAAGTTGGTCCTAGATGGTCGTGAATGGGTGCCACTAATGAAATTGAGGGCGAGTGAGGTGCTGGTAGGGTGGAATTAAGAGATCCTGACCCCTGGCCGGCCTGTGGCAGCAGTATCCCAGGAAGCAGAATTTTGGTCTTATCCTCCATCTCCTCCAAG
CATCCCCTCCAATGCCATTAGCTAACTTCTAGGGTCCCTCACTCATTTGTAGAGTTGAAACTTATTAATCTGCTTTCTGTCCACCCTTGTGTTGGTGGAGAGGTCCCTGAGATAAGGTGGACCTGCTCCACCCTCAGGGCACAGACTGCACTGTGTAATCAGTG
CTCAGGGTCACAGGAGCTAATGGGCCATGGGAACCAAAGGCAGGGACATGACCAAGGTTTTGGTGATTAGGAAAGGGTTCCCAGAGGAGGAGATGTCTCTACCATAGGTCATGGGGAAGCCTATATGGGCTGACTTCCTGAGCGGGGTTAAGGCAGACTAACTC
CCAGCTAGACAAAGAAGCTCAAAGAAGTGTGTTAAATGGAGGTCTTCCCTCCTGTGGCTGGTAGACCAGGGCAGGCTGGGCTCACAGCTCTTTAAGAACACTTCTTCTCAAGGAGACCCAAGGACACTCAGGGATTAGGCTTCCAGCATCTGTGCAGAGAACTG
TCAGCTCAGAGCTGCTCAAAAGTAAAAATGCCAGCTACCAGTGATGTCATCACCCTAGTCATTCCTCTCACTGTGGGAGGTCCTGTGGTCCAGTGGGTAGAGCAGAAGAGCCCCTGCTAGGCTGCCCGCCCCGCATCCTGCTCTCCAAATTCCTACTCTGGATG
GAGGAGGCGAAAGTGGTCACATTGGGCTAAGAATGAGAGTAAAAAAATCATTTGAAGAAAAACTTGATGTTATTCCTCAGAGAGATGGCAGAGCCAGGGGACCTTTTTGCCTCCCTCCTGTGAGACTTTGCTGTGTGTCCGCTCCAGCATTAACCTCGGCTCCA
GCCTTCTCTGGACAACTCCCCTCCCCTTAATGCCCAATCTGTCCCCCTATCCATTTCTGAGCTAATCTGGGGTATCAGGCTGTCCATGGTGTTGGAGGGGGTAGGGCTATACCTTAGGCTGAGCTAGTGAAATCTGTCCATAAGCCCGGACACTGTACACTGGG
AGAGACTGGGAGAGAGGACACACAGTTGGATCCTTGGCGGGGGTTGGGGGGAAGGGGGCTGGGCTGCAGACTGGAAGGGAGTGGGGGCTGTGCAGCTGCTTGGGGGTGCAGGTAGGGGACTGGGTGGAACAGGAACTCACCCAGCGTGGGTCCACATAGTAGGT
GTCATAATGTGGATGGGAACACAGGGAGAAGGGGCTCCAAAGCCAGTTCCAGAGTGCTGGGGCGTCCGAGGAACCGGCCCAACCGCTCCCCGCTGCAGCCGGCTTGTCCCTTTCTCGGAACTACCGAGGGAGAGGCGCGTGCGGAGGTCGGCGTTCGGATCTCG
CATCCGTCACTGTTGCCGGCGCATTTCCTCGAAGTCTTACCTCGAAGGGCTGGGTCCCACCCGCGCGCCCTGTGCGTGTCTCCCTGTTTCCCCACGCCCTCCTTGCCTGGCTGCTGCGAGGCTTTGCAGGGGAAAGACTGGCGCGGGGTTCGCACCCTGCCCAT
GTCACAGGAAAACCGTGGGAGCCTCCCCGACGCGGCGCATTTCCGGAAGCCCCCTCTCCAGGAGGGTTGCGGGAAGGCCGGGACTCTGCATCCAGACGAACCCGGTCGCCTCCCAAGAGGAAAGTCGGAGACCCAGCTGAGGGGCAAAAATGCCAGGGAAAGGC
GAGCCCAGAGCTTGGTGATGGAGAAATTGGGAAGCCACCCCCCACCCTTCAATCTTAGGATGGGGAATTCGCAACTGAAGCCGGAGCTTCAGACTTGGGGCGCACTCCCAGCTTAGCCCAGGAAAGAGATTTAAGGGCGCAGCAGTGTGGATACCTCTCACCCC
GGCCCCGAAGGTCTAGCGAGGGTCTAACCTGGGCCCCTTGCCAGGCCCGCCCCCCGCCCCTTTCCAGCCCCCGGCCCGTGCGCCGCTGCCCCTTTAAGAAGCCCAGGTAGGCAGGCCCGGCTGCTGGAGCCGCTCCTATGGCAACCCGCGAGCTGCGGCGGCTT
CATGAATATTCCGGGGCGCGGGAGCCCGAGCGCTGCCGGAGGGCGCTTCGGGGGAGGCGGCCGCTGATGTAAGCCCGGCGGGTCGCTGGGCTCCGCTCGGTTGCGGCGGGAGCCCCGGGACGGGCCGGACGGGCCGGGGCAGAGGAGGCGAGGCGAGCTCGCGG
GTGGCCAGCCACAAAGCCCGGGCGGCGAGACAGACGGACAGCCAGCCCTCCCGCGGGACGCACGCCCGGGACCCGCGCGGGCCGTGCGCTCTGCACTCCGGAGCGGTTCCCTGAGCGCCGCGGCCGCAGAGCCTCTCCGGCCGGCGCCCATTGTTccccgcggg
ggcggggcgcctggagccgggcggcgcgccgcgccccTGAACGCCAGAGGGAGGGAGGGAGGCAAGAAGGGAGCGCGGGGTCCCCGCGCCCAGCCGGGCCCGGGAGGAGGTGTAGCGCGGCGAGCCCGGGGACTCGGAGCGGGACTAGGATCCTCCCCGCGGCG
CGCAGCCTGCCCAAGCATGGGCGCCTGAGGCTGCCCCCACGCCGGCGGCAAAGGACGCGTCCCCACGGGCGGACTGACCGGCGGGCGGACCTGGAGCCCGTCCGCGGCGCCGCGCTCCTGCCCCCGGCCCGGTCCGACCCCGGCCCCTGGCGCCATGGACAAGC
TGCCGCCGTCCATGCGCAAGCGGCTCTACAGCCTCCCGCAGCAGGTGGGGGCCAAGGCGTGGATCATGGACGAGGAAGAGGACGCCGAGGAGGAGGGGGCCGGGGGCCGCCAAGACCCCAGCCGCAGGAGCATCCGGCTGCGGCCACTGCCCTCGCCCTCCCCC
TCGGCGGCCGCGGGTGGCACGGAGTCCCGGAGCTCGGCCCTCGGGGCAGCGGACAGCGAAgggccggcccgcggcgcgggcAAGTCCAGCACGAACGGCGACTGCAGGCGCTTCCGCGGGAGCCTGGCCTCGCTGGGCAGCCGGGGCGGCGGCAGCGGCGGCAC
GGGGAGCGGCAGCAGTCACGGACACCTGCATGACTCCGCGGAGGAGCGGCGGCTCATCGCCGAGGGCGACGCGTCCCCCGGCGAGGACAGGACGCCCCCAGGCCTGGCGGCCGAGCCCGAGCGCCCCGGCGCCTCGGCGCAGCCCGCAGCCTCGCCGCCGCCGC
CCCAGCAGCCACCGCAGCCGGCCTCCGCCTCCTGCGAGCAGCCCTCGGTGGACACCGCTATCAAAGTGGAGGGAGGCGCGGCTGCCGGCGACCAGATCCTCCCGGAGGCCGAGGTGCGCCTGGGCCAGGCCGGCTTCATGCAGCGCCAGTTCGGGGCCATGCTC
CAACCCGGGGTCAACAAATTCTCCCTAAGGATGTTCGGCAGCCAGAAAGCCGTGGAGCGCGAACAGGAGAGGGTCAAGTCGGCCGGATTTTGGATTATCCACCCCTACAGTGACTTCAGGTAAGGGGCCACAGCGATGATCCTGTGGGTGCCCTGCGCGGTGGC
AGGCATGCCTCCTCCTGACCCTGCCTCCCAGCCGGAGTTAACTTTCCTGCCTTGCGCTGGGAGCTCCAAGAGAGGCAGGGCGCCTCTAGGCTCCGAGACACCCCCAGGCCCCCTCCTGCACCGCGCTGGGGGAACTTTCCTCTGGGTTCAGTCACTGGTCTTCT
CGGGTCTGGGCTGCATTGGAGACAGAATGAAAAGGTGTTCTGAGCCTGGCCTACCCCTGCCGGCAGCCAGGATAGGGCTCTGCCACCTTAAGCCACATATTCCTCCTCCCCCTTCAAGGCTGCAGAGTCAGGATGGCCATCCTAGAGGCAGCTCCGGGTCATTC
AGCCTGCAGAGCAGGGCCGTGAAGAGAGACAGACCTCTTAGCAACGGGCCAGCTCCTTGGGTGCTGACAGCAGGCATTTATGTCTGCTTTCTGGTGCCCTGGGAAGCTGCGGCCGGGTCCCTGGAGGACCGAAGTCACTGGGGCCTCAGGCCGGGATGAAAACC
CCCTGCACCCACCGTAACCCTGAGCTCAGCTCCTCATGCTGAGTGGTGGGCCAAGAGCAGGCACCCTGGGCAGCTGGCATCCAGAGCGGCAGGGCTGAATGACCTTGCTCATAGTGATGGGTGAAGATGCCTGGTGTTCTGACTGATGAGCAGCTGTCCTGTGT
CCCATGCTTGTCCAGTGGCCCATCCATACCCCAGAGACCCAAGCTCCAGCATCTGCTTGGTCTCTCATGGGCCACTCGTGGGTCCCCAAACAAGGTATGACTGCCAGTCAGGGAGAGGGACCCTGCCCCCTTCCACATCACTTGAGTCGGATGCCACTGAACAG
CAGATACCACTGGGAGCTTGTGGGCATATTTGTGCAAAAAGAGGGATTGTTGGTTGTTTCTAGGGTTGGGATCAGGGATGCCTTTACCTAAGTCAAGGTCCTAAGGTTCCCTAGTGCCCCTCTGGGCTTTCGTGATGCATGAGATTGTGATGAAGGTCTGGGAA
ACACTTTTCAAGCTGGGTTTAATTCTCTCATTCTCTCTTTCTCTGGGCCCTGCCGCCTACTTATCTCCCTTCCTTGCCTACCTTAGTTGCCTGCCTATAAAAATGAGCATTTTGCCAACCCAGAGCCCTCTTTGCAAACTCCAGGGAAGCTGGGTTTGTAATGA
GAGCAAAGCCATTTTCCATCCAATGAGAGAGATTTCTCGCACTGGGAATGACCAGTCAGACAACACTCGGTGGCTTAAAATAGGTAGTGAACAGAGCCCCTCCCCCCTTTTTTCCTTTGACAGACTGCTCTTCCTAACCCTAATATCTCCAGGGTTCCCATTCC
CAGAAGACTAGGGAGACCAGAGGGCAGGCTAAACAGACAGCCATAGTCATCAAATTGTGTGAGCAAATGTGGGACCCTCCCATCAGGAACGGTGTCTGGGTTCCCAGTGCCAGGTTCCTGAAGAGTGGGCTTGCCTCTGGCCAGTACTGGGCCCTGAGGATCCT
GGGCCGAGCTAGAGAGGAGTGAGCAGGGGCTATGTCTCCTCCACCCCCATGGGTGTCCTGGGTTTTTCCTCCTGTCTCTCAACTCTTCAGTGGTGGTGATAGGCAGTTCCAGTACCAACCCCTCGAGATTGCTGAAGGGCCCTCCCCTCCCTTGCCCAGGTCCC
TGCTGTTTTTGTTGTCAGAAAGCATCTGTTCAGGGTTCTCATCACCAAGCCCATTGCCTGGGGAGCCTACAAGAGGCCAACCCCAGGCATGCCCAGCCTCCCTCAGCAGCAAGCATTGGCCGGGGACCTTCTGGATGCTGGGCCTGGCCCTTCCTATCTCCCTT
ACCTTAGAAGTTGGAGAGTGAGGACTGGGTTGATTTCATCAGATAGGATCCTTTTCCCCTTCCTGGTCTTACCCCATTCTGGTATGTCTGTCTGCAGTCCCCCTGCTGCAGAATCTCCCACTAACTGCAGGCTGCCTGGGACATGGCTGCAGGAGAGGGTGTGG
GGATAGGGAAGCGGGGATACAGCAGAATTGTGAAATGGGCAACAGGAAAAGGGTCAGAGTGGGCTTTGAATTTGGGTTTGTGCAACAAGCAACAGGGACTGGTAGCTGCAAGTGGCACGTCCTCTTTGCACAGCCTTGTAGCTGTCTGGAGCTGGGTGGGGTGT
AAGGAAAGAAATCCAAGAAAGACCATCTGAGTGTGTCTGGAGGAGCGGTGGCCATACCTTTCCTGCTTCTAGGCCAAAACAGCTAGTGTCATCCTTAGAATGTCAAACAGGCAAGAGCCTAGCTAATTCTTCTAAGCTTCGAAAACCCACCACCCAACCCCACC
TAACCCACCGCACCCCGACCAGCACCCCCAGCCTTGGTCTCTAGAGTTTTAGCCATTGGCCTTGGGCCTCTATGTGTAGCCAATCGCCATTGCCCACCTCAGGCTTCGCAAGAGCTTCTGCAAGCATTGCTCAGGCTAGTCGAGGATTTATTCATCATTTTGAC
GGGCAGGAAGCATTGATCCAGCAGAACTGGTTTAATAAAGAATTGCCAGCAAACAATGATAGATTGAGTTTGCGGTTTGGAGTTCAGGGCTGGCTGTGATGGGCTGCTTCCAGCATCTCCCATTGCTGGGGGAGGAAGGCTGGGTGCCTTTTCCAGGGCAAGGG
TGGGCTGTGCTTTGAGGGACCAGCATAACCTGGGCCATGGCTAATCATAGGCTTTTCTGGGCTACCTCTGCTTCTCATTACTCTACCTGCCCCCGATCCCACCCCCCAATAGAAAAGAAACCATGCCCTGGCCACCGCCATGGCTTCCCCAGGCTCCCTGGGCT
TTTCTGGCTTCCCCTCCCCTCCAACTCCCCATCTGCCTTTTGAAACTTGTATTTGTGGTGTGTTAAGGGAAGAGGCCAGGATGCTGCAGCCCCTCAGGACATAGCTCCCCGGGCTCCTCCCCGAGGCTGGCTGGGCTCTTGGGTCCTGGATGGGTCCTTCCTTC
CACACAAGCTGTGTCCTGGAGAACCTGGAACAACAACAACAACAAAAAACATAGGTACTGGCTAATCTTGTTTTTCTAAGAGGAGAGAAAGGAAATGGAACCCCAAGTGCAGATGTAGCTGGTTGTGTTCCTGGAAGCTGGTCAGGCTCAGGGAGTCAGCCTGG
GTGTGTGTATCTAGGTGTCTGTCTGAGTGGGTGTCTGGGGGCTGTGTGGGTGGATGTGGAAGCTGGTGGGGAAGTCCCTGTGTGGAACGTCAGTTCTGGGATTGCTGCTGCGCCCCCAAAGCTGGCTCAGCCTTAATAATGGAGGCAGGCAGAAGCTTGGCCTT
TCTCATCCCCCTGTCCCTACCCTCTCCTAGACTGAGCCTCCTGAAGCCATGAGGAAGGGAAGACGGGGGTGCTTAAAGTGTCCTTTCCTTGGGGCAGAAAGAGCTGGGCTCCAAAATCTTGGAAACTGGGCCAGTGGCCTAGCAGGTCCCAGGGGTGTCCTGAG
CCGACTTCCTGCTGCTGGTCACTGGCACCCCGTCACTGCCATTACTCACCTCCCATCACCTCCCCAACcctgactgctgtggagccctgtgtgggttatgagccttatttgagccccagttttcccatttagaaaatgggaatcttgttgcctGTTGCCA 

 

 



Supplementary Figure 3  Lack of correlation between expression levels and Accessibility scores, 
ACC(10), of promoters (-1000 to +100 relative to transcription start sites).  Open circles, 
housekeeping gene (HK) promoters; dots, tissue-specific (TS) gene promoters.  Correlation 
between accessibility scores and expression levels for HK genes = 0.116 (critical value for 
significance (0.05) = 0.168.  Correlation between accessibility scores and expression levels for TS 
genes = 0.006 (critical value for significance (0.05) = 0.227. 
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