Fig. 6. (a) lllustrationof low- andhigh-entroy ensemblesProteinfamiliestypically have intermediate
entropies. (b) Semi-logplot of the increasen the averageentrofy S asthe reciprocalof the sizen of

the subsetof randomlyselecteddatabasesequencescreasedor dihydrofolatereductasgorange)and
transformylaséblue) families. S, wasextrapolatedoy a least-squarefit of the datawith the functional

formy = Se.kn/(1 + kn). (c) Flowchartdescribingthe procedurefor determining?.



