
AT4G11140.1      ------METEKKVSLP------------------------RILRISVTDPYATDSSSDEEEEVDFDALSTKRRRVKKYVKEVVLDS--VVSDKEKPMK-KKRKKRVVT------------
VPVVVTTAT---- 88 
AT4G23750.1      ------MEAEKKMVLPRIKFTEHKTNTTTIVSELTNTHQTRILRISVTDPDATDSSSDDEEE-EHQRFVSKRRRVKKFVNEVYLDSGAVVTGSCGQMESKKRQKRAVKSE-------
STVSPVVSATTTTTGE 119 
AT5G53290.1      --MDEYIDFRPLKYTEHKTSMTKYTKKSS--EKLSGGKSLKKVSICYTDPDATDSSSDEDEE----DFLFPRRRVKRFVNEITVEPSCNNV--
VTGVSMKDRKRLSSSSDETQSPASSRQRPNNKVSVSGQ-I 123 
AT4G27950.1      MMMDEFMDLRPVKYTEHKTVIRKYTKKSSMERKTSVRDSARLVRVSMTDRDATDSSSDEEE------FLFPRRRVKRLINEIRVEPSSSSTGDVSASPTKDRKRINVDS--------TVQKP----
SVSGQNQ 119 
AT2G46310.1      ----MKSRVRKSKYTVHRKIT---STPFD--------GFPKIVKIIVTDPCATDSSSDEE-----NDNKSVAPRVKRYVDEIRFCD-EDDEPKPARKAKKKSP-AAAAEN---------------
GGDLVKSV 101 
AT3G61630.1      ----MERRTRRVKFTENRTVTNVAATPSN--------GSPRLVRITVTDPFATDSSSDDDD----NNNVTVVPRVKRYVKEIRFCQGESSSSTAARKGKHKEEESVVVED---------------
DVSTSVKP 107 
                          *                              + + +  ##  #######++             ###+ +*#+ *               +*                    
 
 
AT4G11140.1      RKFRGVRQRPWGKWAAEIRDPSRRVRVWLGTFDTAEEAAIVYDNAAIQLRGPNAELNF-------------PPPPVTENVEEASTEVKGVSD----
FIIGGGECLRSPVSVLESPFSGESTAVKEEFVGVST- 200 
AT4G23750.1      KKFRGVRQRPWGKWAAEIRDPLKRVRLWLGTYNTAEEAAMVYDNAAIQLRGPDALTNFSVTPTTATEKKAPPPSPVKKKKKKNNKSKKSVTASSSISRSSSNDCLCSPVSVLRSPFA------
VDEFSGISSS 252 
AT5G53290.1      KKFRGVRQRPWGKWAAEIRDPEQRRRIWLGTFETAEEAAVVYDNAAIRLRGPDALTNFSIPPQEEEEEE--EPEPVIEEKPVIMTTPTPTTSSSE-STEEDLQHLSSPTSVLNHR----------
SEE-IQQV 252 
AT4G27950.1      KKYRGVRQRPWGKWAAEIRDPEQRRRIWLGTFATAEEAAIVYDNAAIKLRGPDALTNFTVQP---------EPEPVQEQE---QEPESNMSVSIS-ESMDDSQHLSSPTSVLNYQTY-------
VSEEPIDSL 235 
AT2G46310.1      VKYRGVRQRPWGKFAAEIRDPSSRTRLWLGTFATAEEAAIGYDRAAIRIKGHNAQTNFLTPPP-----------SPTTEVLPETPVIDLETVSGCDSARESQISLCSPTSVLRFSHN--
DETEYRTEPTEEQ- 218 
AT3G61630.1      KKYRGVRQRPWGKFAAEIRDPSSRTRIWLGTFVTAEEAAIAYDRAAIHLKGPKALTNFLTPP------------TP-------TPVIDLQTVSACDYGRDSRQSLHSPTSVLRFNVN—-
EETEHEIEAIELSP 216 
                  #+##########+#######  # #+####+ ######+ ##*###+++# *#  ##                *               +         *   # ##*###*                     
                    
 
AT4G11140.1      --AEIVVKKEPSFNG-----SDFSAPLFSDDDVFGFSTSMS-ESFGGDLFGDNLF-ADMSFGSGFGFGSG-----------------SGFSSWHVEDHFQDIGDLFGSDPVLTV 287 
AT4G23750.1      PVAAVVVKEEPSMTTVSETFSDFSAPLFSDDDVFDFRSSVVPDYLGGDLFGEDLFTADMCTDMNFGFDFG-----------------SGLSSWHMEDHFQDIGDLFGSDPLLAV 343 
AT5G53290.1      QQPFKSAKPEPGVSNAPWWHTGFNTGLGESDDSFPLDTPFLDNYFNESPPEMSIFDQPMDQIFCENDDIFNDMLFLGGETMNIEDELTSSSIKDMGSTFSDFDDSLISDLLVA- 354 
AT4G27950.1      IKPVKQEFLEPEQEPISWHLGEGNT--NTNDDSFPLDITFLDNYFNESLPDISIFDQPMSPIQPTENDFFNDLMLFDSN----AEEYYSSEIKEIGSSFNDLDDSLISDLLLV- 335 
AT2G46310.1      --------------------NPFFLPDLFRSGDYFWDSEITPDPLFLDEFHQSLLPNINNNNTVCDKDTNL------------SDSFPLGVIGDFSS--WDVDEFFQDHLLDK- 294 
AT3G61630.1      ERKSTVIKEEEESSAGLVFPDPYLLPDLSLAGECFWDTEIAPDLLFLDEETK-IQSTLLPNTEVSKQGENE------------TEDFEFGLIDDFESSPWDVDHFFDHHHHSFD 315 
                                                *       *  + +  *     +             *                         ** *   #*** +  *   
 


