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-------------------------------- TAGGTAGCATTCTTGCCTCTGAGTCAGAGGGTCATAGGTTCAAATCTACCTG- - -AGGACCCT
CATTTCAATTAATGGGCGGCACGGTGGCGTGGTGGTTAGCACTGTTGCCTCACAGCAAGAAGGTCCTYGGTTCAATTCHACCCAGTTGGGACA - -
A ---------mmmm oo GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAJGGTTCAAGTCCTGTTCAGGCGCCA- -
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———————————————————————————————————— GGACATATTCCATCTG- - - -CCAACACCCTAGCATGGTGTTTGGGGGCAGGCTGTGCTGTTGAAGGG-GCCGTCTTTCAGATGA
AAGTGGTGTTAGTGAGGCCAGCAGGGGGCGC- -TCAACCTGTGGTCTGTGTGAGTCCTAATGCCCCAGTAAAGTG- - -AAGGGGACACTATACTGTCAGTGGGCGCCGTCTTTCGGATGA
ATGAGCTGTGGATGAT - TCAGTAGGTGGCACAATTTTCACTGAGTCAGTACT -GAACTGATGCCCCAGCATGGTA - - TGAAGGGGCACTGCACTGCTGGAGGT - GTCGTCTAATGGATGA

*k ok * ok kkk kk K kk * %k * %k * ok ke *k ok kkkkk * ok k ke

GATGATAAACTGAGGTCCTGTCTACTCTGTGGACATTAAAGATCCCATGGCACCTTTTNCAAAGAGTAGGGGTG- - -TTAACCCCAGTGTCCTGGCCATAATTCC
GACGTTAAACCGAGGTCCTGACT -CTCTGTGGTCATTAAAAATCCCATGGCACTTCTCGTARAGAGTAGGGGTG- - -T-AACCCCGGTGTCCTGGCCA-AATTCC

GG-GTAAAACCAAGGTCTTGACCAC-CAGCAGTTATTAAAAATCCCATGGCACTTTTCA-AAAGAGTAAAGATGATGTTAAACCCTGTGTCCTGGCTA-ATTTCC
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--CCCAGAGTGCTTTGAG- - -ATCCTTCAGGAT - -GAAAGGTGCTATATAAATGCAGA- -ACCAACCAA
ATTGTGAAGCGCTTTGGGTGTATGGCCATACACAATAAATGCGCTATATAAATACACATTACATTACATTA- - -~
--TGTAAAGCGCTTTGGG- - ~-GTCCTTAGGGACTAGAAAAGCGCTATATAAATACAGGCCATTTACCATTATTATTATT
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