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Supporting Figures  4,5,6.    For all members of the HsSINE3-1, figures depict relations between
the rate of cross-species conservation (rate of perfect identity across HDMR), and the extent of
overlap of each instance with the extent of overlap with the terminal and central portions of the
HsSINE3-1 element.  The central  region is shown in blue and is marked (B) in Figure 1; the terminal
region is shown in violet and marked (C).  Instances with significant conservation above background 
are shown  in red (+),  otherwise shown in blue (O).  
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Supporting Figure 4
Supporting Figure 5

Supporting Figure 6




