A

-1405
v
tctagttccagggtatctgatacccttggectggtctccatggacatggtacttatattcacacacatgcaaatacacatagtttaaaaataacttttaaa
-1325

v
aagcttaaagagaaaatgtggttatctctagggacaataatgccattcatctcttacctgtagaaggagaatcagtcattagagatccccaaaagggtta

aaaactcggaaaggaaggactgaatacttagattgtcctgtgtattctggaggaaggaagcaccagtggtcctatagtaatccagtatgtgttataataa

-1053

v
agtgaatgttgaaattaactgtattcactatctctagtccatgtttttttcaattctggagttgtccttgagtacttgtctaacattgtcttttgaatat
HSF

tctaatggtctgaatatatggaagttatgtgtgttgccagaattacaaaataataatcaggtcagcaggaagtttaaatttttctcagtcctaaatgete
Oct-1
-869
v

ttaaagaagactgcttctcaaaagaagcagttaaagctcatataaaatgtcccaaggcctgacactattactgaggctatggagecccacagaaagggacce

-741

v

taacatgactgccctctggaagacccagcaagcagctgaaagagtcagatgcagatatttgcacccaaccaatggacagaagcagectgacctctgttgtt

-641

v
gaattagggaaggcagaaagaagctcaggagaaggctgatcctgtaggaggaccagcagtctcaattaatctggacccccgaaatctttcaaacactgga
ccaccaaacagacagcatacacctgctgatatgaggcccccaatacatatacagtagaggactgccgggtctgggttcattcagagatgatgcacctaac
cctcaagagactggaggccccagggagtttagcagtcagatggggtggagggtggaggcatccacgtggagacagggtggggtggggaggaggtggggta

-413

v
tttggagcaatctgagggtggatcggggagggggcagggaatggaatatggagtgtaaaaataaattaataaaaaacccaaaaaacaaaaaaaaatccaa
Elf-1

aacaatgttgtatatgtaaatttttgaggttggatctgtcttagtgttttattgectgtgaagagacatcatggcaaaggccactgttattattactactt
Oct-1 Oct-1

-215 -171
v v
aatttggggctcgcttacagttttcagagggagagtctgacatcatgggaggacatatgaaggcacaaaagaaggcatggcatcagatcggtagectgaga

CAGCAGG repeat
ggtttacatctggteagcagggagcagggagcagggagcagggagcaggcagcgacaccctggctttgttctgggtttttaaacctcaaagtccactccc

> f-type (+1)
agtgacacacctcctccaacaaggccACACCTCTTCATCCTTCCAAATAGCTCATCAACTGGGGCTAAGCATGAAAATATTTGAGCCTATGTGGACCATT

Inr
+104

\Y%
CTCATTCAGACCACCACCTCGGGCTTCTGGCCATCCTGCCTCTCTCTCCTGAGTTCAGTCTCAATTACAGgtgcgtacaaccccagtttttgtgtecatge
Exon 1f Intron 1f-1e

-1327

-1227
-1127

-1027

-927

-827

=727

-627
-527
-427

-327

-227

-127

=27

+74

+174
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B

-2900

actgaachtttaaaattcacatatggaaattgacacttttagaacaacatacagttctgtgaattttatcacacgtgtagatgtccccactcctccaat -2806
caaatcacagaataattccaagaacccatcgtgttcctttecgectacccactectecttcccatectaacaaccttggattegttttetgttectacagttg -2706
gtcattttgaaactgatgacaaaacatggaagctgtcgaattgaagggctgtggggaaaggggtgacttggcaagggccctttcagaaagatcactttgt -2606
tttttgtgtgaaggatggccaggggagecgggggaaaggagaagctagaagaccagctgcaagagttcaaaccagagacgaatgtttggtgecatgtggtac -2506
atagtcattcaagggacggttgtagttagggaagcagctgtgggaagaaaatgaaatggaactaggtcatgttgacatctctatattgctttcatatatt -2406
ttagtatgattaccaaggggctataatagtgcatgcgcacacacacaccacagtgggctgcaaaagaacacacacattatacgccacagtttattctectg -2306
aaaacgacatatattttgttgtcacagaaaagaaaatgtctaggaggtgtagaaatgtacgccgagatcttaaattgttattgctgcacagtgggctcaa -2206
aggcagtgattttcttttctaacattctacactgtaagcagacctatttgctcagectgectacccctectectecegaccttgatgecttcaagagcaagaaac -2106
agaacaggcgaaatagatgcactcctttcattcctggaaccctggeccatgtggtggeccacageccattttaaccaccaggtattatttetttgttgectga -2006
agagagcactgcggaaatgtgactggagcgtgattacatagataatgaagggtaattcaaaaactagaatccagggcttatagccccatatttetttttg -1906
ccaactttttaaccatcaaaaatgttcaagcatacatgaaagaataatacaggagactttcacgtaccatcccttggcttcagcaatgataattttttga -1806
aaactttcccttaactttttttttctctagtactggagattgaacgcagggtcctgtgcatgectaagcaagcatgctatcaatgtgectacactctgactt -1706
tcttttatgaatattatttcacttagacaccaatcattattcctttccaccaactagaagagttacataaaacttcacatatacgtaaagatttegttgt -1606
tttaaaagcaactactatgccatatgcaggccagtggaaattaataatagttccttaatcctectgtcaacaatccatttttcatageccattttcaagecte -1506

-1477
v
tttttgcacagtgggaagatttagaaaagaattcaaacaaggtctattaaccgaacttagttaatgaagcctcaattcaattttatcctataaaacatgt -1406
HSF GKLF
tcttccecttecttttagatttctgaaacagggtctcactgtacatcectggttggtectggcacttgetattacagactaagectggtatggtctagaate -1306
STRE HSF STRE
tacagagatctagttgactctgccttctgagtgectgtactcaaaggcatgcaccaccacacccagcttctcttccatctteccatatcactgatatatate -1206

KLF -1131

tgggtcctctattttttgaagtagagttggggtttatgaaagacattttaaatacagattttaagcacaaaggtt;;caaaaattcatttgggaagagag -1106
taaagggttatatagatcattgatgtgggaagatcctatctaaatgtgggcaagaccattccatgggttggagtcctatacaggataaagaggaagcaag -1006
ctgagcaccagtagctctgtttcctggetgtggacacaaagttacaagectatctcacattectgecactgtgectttectgettgaatagagtatacecct -906
caaattgtgagccaaaagaagcaaacccttcgtcctcaagttgetattgtcaggtatttgattacagaaagaatgagcacagatacccaagagatagtge -806

-744

v
tatacttcttcccacaggacatggtggcatgtggtgtctacctecttgactttgattgatagtactgttcatcaatgtgatcaggggatacttgeccate -706
ttccectattgtaaagaccctcatcagggatgtagatgtagectcagttggtacagtgectgettagectgcatgaagcactggatcggattccagcactg -606
taaaaatcgaaaggttggagtgcaagcctgcaacttctacacttaggaggtagaagcaggatgattggaagttcatgtttggctaggcacggectaggat -506

-477 -409

v v
gccagcctgacctgcatgagaccctgectctagaataaataaatacaccataacaaaataaagagtcctatcaatttacctaattgatcattgectagat -406
cttctgtttcattaaggaactgcaacacggagattttttttttctaaagctagtgtttcttctgectggattcttctataaataggtactttcecctcatt -306

-234 -218
v v
agctatctccttactgtgagtcacaatgtattacagaaaaggcaagataaatgcttccttttttgetcttggccagttttagaaataaattaagacacat -206

-199 -180 -168 -149
HFH-2 v v v
taagtcttagggcattctttetttttgttggtggtgggggtatgattagtecttcagtgettaggtgggecegtttataactgececttgttectetgtgtgt -106
HNF3p Oct-1
-90 -82 -70

v v v
gtcaactctgcagttgagccageggtgtgggttgectggcaggecttttcagagcacatgttcagectectgggcatgtgcatggtttecccatttcattgatt -6
c-type (+1) +57
v
tacagaAGTCATGCAAACATTTCTTTTGTGCCTGGCTTCCTTTTGCTGCCTCTCCTTTCCCAAAGCTTTTCAGTTTGTCCTTTGCTTGAACCAACTGCTA +95
TCCCTCCTCAGAGACTGCTGCAAACCATACCTGTTCCTTGGAGGTTTTCAGCAGATACTACCTAGGAACCTGCTCCAGCCCTTGGAATATTGAAAGCAAA +195

GAGAAACATTTCACAGCTTCTGGATCTTTCTTTGAGGGAGCCACCAGACAGgtaacttgcacagattcaatattttgtgaatacaacctgtactgettte +295
Exon 1c Intron 1c-1b
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C

-1838
v
ggtactgagatagctggatctctggggcttggggctgactggccattcactccagccaaaatacaagecttcaagtcagtgagecgagacttgtctcaaaaa -1804
acaaaacaaagaaatgaaaaaaaaaaagccaaaaaccaaaaactggagagtgataggaaaacacttgacattgacctctagtctcttcacatacatggge -1704
actcacacttacacacatgcattcatcagtcacattaaaacaacacaaaatgtcagctgcaactacaattaataaacaaactctaaaaatgtataagaaa -1604
ggggaaagaagtcagtatgaatatagatttttaaaaaatctataaactagagtaggtacttatcaaaagttaaaatgcaaatattaacagtcaaattaaa -1504
tgatgctgaatttaataacctgaaaagttcacatggaggaagtgaactcttctgcaagatcattgaagcagttacttatgtgaatgctttagagtagatt -1404
-1367
v
ggccatgaaaagcatttgcaaatctcaggatccaggaattccactcccaggtgtcaactttaaacaaaatgtggcatatatgtggcattccattaatett -1304
ctctcatcattcctctgttatctgtataaggaacaaacgaatctatacaatataatggaattgccaacatgtgtgactctatgaagaaaaggttcagaga -1204
AC repeat
gcaaaacacagaagcagataeseseseseses&segesesesesesESESESESESESESESESgcESESESagagtggggggagggagggagggcactg -1104
catttctttcacaaaaattcaaaataagacaaagaatcaggataaaaataactgaagagtttattagttctgtacctatggttatcaaaaaacctgaage -1004
aaagggaaatattgactcaaagttcaggtggcatgtagcaaaggagagaagagagacatgattaaagaggaacttcaagatactgcaaacaattgttcta -904
-812
v
ttttaaacgaggaagtcagaaattagatattaagtccttataattattctgtaatttacacatatatgctctgegtactecttgtgtgecatgctcacctte -804
ctacttttgaaagctccacctttttaaagagaataaagcagatgtttcttattcgatctccccttccageccactgaagectcteccttagcacacgtatcat -704
gcccatccgtctggaagcattcectgcagggaaactggtctactgacatttcccagttagetgaactacagtctagatagacagtgetgectatgtagtgttt -604
ggttccaaaaaggcttccttgetectggggatgtaactcaatttecctggagtaccaggctaacgtggaagaagtecctgttttggttttggtttgtttgett -504
gtttttgccctagtactgtataaagttggcatggggatgcactcctgtaatcccaggaagcaagaaaatcagaagcctaaagtcatcctcagectacacag -404
-392 -322
v v
cctgactatggccagcttggctacatgagaccttgtttcacaataaattaatttaaaaaataattaaaaatttaaaaaaatagaaacttccttaaaacaa -304
-283 -244
v v
atgcttccctttctacttttcttgtagttgatctgtgtataatctcagectaattatgtttctcagtgtaattatatatttcatgaaactcttaaattaa -204
-182 -163 -124
cttcttatcaaggagagcagtgctttatggaatcccattgttaagattatcagagagactattttgacatgagaagactgatatttcctgaaggggtgaa -104
Cdx-1 c-Ets-1
-100 -93 -56 -35
v v \ M
aaccctcagcagggaaaacccctgtggttgtcagaggcagggcttgtctacctaagectgataaaacagtteccgtttagacgaggaaggcagaatatactt -4
a-type (+1) 413
v
attCATTTTTTTGGAAGCTTTCTGAGTAGGTGTGCATATGGGTGTCATAAAGACTCATATACCTTGAGCTAGTCAGAAGTTTCTCTCCCGAAGGACCTCT +97
YY1 +146 Exon1a’ ' Exon 1a
V
CCAGAGAATCCAGATTGCTCCTAGGGAGGCTCCAAACCTCCATTTGACAATGGGAAACTGGCTGGTTAACCACTGGCTCTCAGTTTTGTTTCTGPtaagt +197
M G N WL V N HWUL S V L F L' Intronia-2
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Legends for online data

Fig. I. Promoter sequences of the mouse NOX1 gene. The 5’-flanking

sequences of the three NOXI1 gene exons, 1f (4), 1c (B) and 1a’ (C). The

putative transcriptional start sites and nucleotide sequences of the exons are

indicated by arrows and uppercase, respectively. The predicted binding

sites for the major transcription factors are lined above or below. The 5°-

and 3’- ends of the promoter constructs used for the reporter assay are

denoted by closed and opened triangles, respectively.



Online Tables

Table 1. Primers and conditions applied for RT-PCR

Detection Primer Pair Sequence (5'-3") Annealing (C)  PCR cycles

f-type exf/e-R CAGTCTCAATTACAGGGATCTTCATGG 58 48
ex1/2-R TTCAGCCCCAACCAGGAAACCAGAAAC

c-type ex1c-F AACCATACCTGTTCCTTGGAGG 61 41
ex1/2-R TTCAGCCCCAACCAGGAAACCAGAAAC

a-type exla'-F CTAGTCAGAAGTTTCTCTCCCGAAGGAC 61 41
ex4-R CATATATGCCACCAGCTTATGGAAG
common exla-F GAGGCTCCAAACCTCCATTTGACA 61 41
ex4-R CATATATGCCACCAGCTTATGGAAG
MHC MHC-F ATGAGAAGAAAGCCAAGAGTC 60 34
MHC-R CTCATCTAGCTCCCGCTGCAGC
h-caldesmon h-CaD-F GAGGCTGTGCTGATGGTATTGGAA 60 34
h-CaD-R CTTCTCATCTTTGATCTCTTCCTTTCTG
|-caldesomon |-CaD-F GCAAGAGGAAGAATCCTTGGGACA 60 34
|I-CaD-R GAATTCTCCATTCTGCGCCTTCAC
GAPDH GAPDH-F TCAACGGGAAACCCATCACCAT 60 28

GAPDH-R GAACACGGAAGGCCATGCCAGT

MHC, myosin heavy chain; GAPDH, glyceraldehyde-3-phosphate dehydrogenase.



Table 2. Exon/intron junction sequences of the mouse NOX1 gene

Exon 5'-donor site Intron (approx. size) 3'-acceptor site Exon
1f TCTCAATTACAG gtgcgtac....(36 k)...tgacccag GGATCTTCATGG le
le GGAGTGAAAGAG gtgggttt....(42 k)...accccaag GTTTAAGTTCTT 1d
1d ATACGACTGAAG gtaggtga....(28 k)...gacttaag GCCTGCTTCCCC 1b
1c GCCACCAGACAG gtaacttg....(25 k)...gacttaag GCCTGCTTCCCC 1b

1b GAGGCTCAAGAG gtaagtct....(2.8k)....tcccgaag GACCTCTCCAGA 1a




