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tctagttccagggtatctgatacccttggctggtctccatggacatggtacttatattcacacacatgcaaatacacatagtttaaaaataacttttaaa  -1327

aagcttaaagagaaaatgtggttatctctagggacaataatgccattcatctcttacctgtagaaggagaatcagtcattagagatccccaaaagggtta  -1227

aaaactcggaaaggaaggactgaatacttagattgtcctgtgtattctggaggaaggaagcaccagtggtcctatagtaatccagtatgtgttataataa  -1127

agtgaatgttgaaattaactgtattcactatctctagtccatgtttttttcaattctggagttgtccttgagtacttgtctaacattgtcttttgaatat  -1027

tctaatggtctgaatatatggaagttatgtgtgttgccagaattacaaaataataatcaggtcagcaggaagtttaaatttttctcagtcctaaatgctc  -927

ttaaagaagactgcttctcaaaagaagcagttaaagctcatataaaatgtcccaaggcctgacactattactgaggctatggagcccacagaaagggacc  -827

taacatgactgccctctggaagacccagcaagcagctgaaagagtcagatgcagatatttgcacccaaccaatggacagaagcagctgacctctgttgtt  -727

      

gaattagggaaggcagaaagaagctcaggagaaggctgatcctgtaggaggaccagcagtctcaattaatctggacccccgaaatctttcaaacactgga  -627

ccaccaaacagacagcatacacctgctgatatgaggcccccaatacatatacagtagaggactgccgggtctgggttcattcagagatgatgcacctaac  -527

cctcaagagactggaggccccagggagtttagcagtcagatggggtggagggtggaggcatccacgtggagacagggtggggtggggaggaggtggggta  -427

tttggagcaatctgagggtggatcggggagggggcagggaatggaatatggagtgtaaaaataaattaataaaaaacccaaaaaacaaaaaaaaatccaa  -327

    

aacaatgttgtatatgtaaatttttgaggttggatctgtcttagtgttttattgctgtgaagagacatcatggcaaaggccactgttattattactactt  -227

 

aatttggggctcgcttacagttttcagagggagagtctgacatcatgggaggacatatgaaggcacaaaagaaggcatggcatcagatcggtagctgaga  -127

ggtttacatctggtcagcaggcagcaggcagcaggcagcaggcagcaggcagcgacaccctggctttgttctgggtttttaaacctcaaagtccactccc  -27

agtgacacacctcctccaacaaggccACACCTCTTCATCCTTCCAAATAGCTCATCAACTGGGGCTAAGCATGAAAATATTTGAGCCTATGTGGACCATT  +74

CTCATTCAGACCACCACCTCGGGCTTCTGGCCATCCTGCCTCTCTCTCCTGAGTTCAGTCTCAATTACAGgtgcgtacaaccccagtttttgtgtcatgc  +174
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B
actgaaagctttaaaattcacatatggaaattgacacttttagaacaacatacagttctgtgaattttatcacacgtgtagatgtccccactcctccaat  -2806

caaatcacagaataattccaagaacccatcgtgttcctttcgctacccactcctcttcccatcctaacaaccttggattcgttttctgttcctacagttg  -2706

gtcattttgaaactgatgacaaaacatggaagctgtcgaattgaagggctgtggggaaaggggtgacttggcaagggccctttcagaaagatcactttgt  -2606

tttttgtgtgaaggatggccaggggagcgggggaaaggagaagctagaagaccagctgcaagagttcaaaccagagacgaatgtttggtgcatgtggtac  -2506

atagtcattcaagggacggttgtagttagggaagcagctgtgggaagaaaatgaaatggaactaggtcatgttgacatctctatattgctttcatatatt  -2406

ttagtatgattaccaaggggctataatagtgcatgcgcacacacacaccacagtgggctgcaaaagaacacacacattatacgccacagtttattctctg  -2306

aaaacgacatatattttgttgtcacagaaaagaaaatgtctaggaggtgtagaaatgtacgccgagatcttaaattgttattgctgcacagtgggctcaa  -2206

aggcagtgattttcttttctaacattctacactgtaagcagacctatttgctcagctgctacccctctctcccgaccttgatgcttcaagagcaagaaac  -2106

agaacaggcgaaatagatgcactcctttcattcctggaaccctggccatgtggtggccacagcccattttaaccaccaggtattatttctttgttgctga  -2006

agagagcactgcggaaatgtgactggagcgtgattacatagataatgaagggtaattcaaaaactagaatccagggcttatagccccatatttctttttg  -1906

ccaactttttaaccatcaaaaatgttcaagcatacatgaaagaataatacaggagactttcacgtaccatcccttggcttcagcaatgataattttttga  -1806

aaactttcccttaactttttttttctctagtactggagattgaacgcagggtcctgtgcatgctaagcaagcatgctatcaatgtgctacactctgactt  -1706

tcttttatgaatattatttcacttagacaccaatcattattcctttccaccaactagaagagttacataaaacttcacatatacgtaaagatttcgttgt  -1606

tttaaaagcaactactatgccatatgcaggccagtggaaattaataatagttccttaatcctctgtcaacaatccatttttcatagccattttcaagctc  -1506

tttttgcacagtgggaagatttagaaaagaattcaaacaaggtctattaaccgaacttagttaatgaagcctcaattcaattttatcctataaaacatgt  -1406

tcttccccttccttttagatttctgaaacagggtctcactgtacatccctggttggtctggcacttgctattacagactaagctggtatggtctagaatc  -1306

tacagagatctagttgactctgccttctgagtgctgtactcaaaggcatgcaccaccacacccagcttctcttccatcttccatatcactgatatatatc  -1206

tgggtcctctattttttgaagtagagttggggtttatgaaagacattttaaatacagattttaagcacaaaggttaacaaaaattcatttgggaagagag  -1106

taaagggttatatagatcattgatgtgggaagatcctatctaaatgtgggcaagaccattccatgggttggagtcctatacaggataaagaggaagcaag  -1006

ctgagcaccagtagctctgtttcctggctgtggacacaaagttacaagctatctcacattcctgccactgtgcctttcctgcttgaatagagtataccct  -906

caaattgtgagccaaaagaagcaaacccttcgtcctcaagttgctattgtcaggtatttgattacagaaagaatgagcacagatacccaagagatagtgc  -806

tatacttcttcccacaggacatggtggcatgtggtgtctacctccttgactttgattgatagtactgttcatcaatgtgatcaggggatacttgcccatc  -706

ttcccctattgtaaagaccctcatcagggatgtagatgtagctcagttggtacagtgcctgcttagcctgcatgaagcactggatcggattccagcactg  -606

taaaaatcgaaaggttggagtgcaagcctgcaacttctacacttaggaggtagaagcaggatgattggaagttcatgtttggctaggcacggcctaggat  -506

gccagcctgacctgcatgagaccctgcctctagaataaataaatacaccataacaaaataaagagtcctatcaatttacctaattgatcattgcctagat  -406

cttctgtttcattaaggaactgcaacacggagattttttttttctaaagctagtgtttcttctgcctggattcttctataaataggtactttccctcatt  -306

agctatctccttactgtgagtcacaatgtattacagaaaaggcaagataaatgcttccttttttgctcttggccagttttagaaataaattaagacacat  -206

taagtcttagggcattctttctttttgttggtggtgggggtatgattagtccttcagtgcttaggtgggccgtttataactgcccttgttctctgtgtgt  -106

gtcaactctgcagttgagccagcggtgtgggttgctggcaggccttttcagagcacatgttcagctctgggcatgtgcatggtttcccatttcattgatt  -6

tacagaAGTCATGCAAACATTTCTTTTGTGCCTGGCTTCCTTTTGCTGCCTCTCCTTTCCCAAAGCTTTTCAGTTTGTCCTTTGCTTGAACCAACTGCTA  +95

TCCCTCCTCAGAGACTGCTGCAAACCATACCTGTTCCTTGGAGGTTTTCAGCAGATACTACCTAGGAACCTGCTCCAGCCCTTGGAATATTGAAAGCAAA  +195

GAGAAACATTTCACAGCTTCTGGATCTTTCTTTGAGGGAGCCACCAGACAGgtaacttgcacagattcaatattttgtgaatacaacctgtactgctttc  +295
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C

  cctgactatggccagcttggctacatgagaccttgtttcacaataaattaatttaaaaaataattaaaaatttaaaaaaatagaaacttccttaaaacaa  -304

  atgcttccctttctacttttcttgtagttgatctgtgtataatctcagcctaattatgtttctcagtgtaattatatatttcatgaaactcttaaattaa  -204

  cttcttatcaaggagagcagtgctttatggaatcccattgttaagattatcagagagactattttgacatgagaagactgatatttcctgaaggggtgaa  -104

  aaccctcagcagggaaaacccctgtggttgtcagaggcagggcttgtctacctaagctgataaaacagttccgtttagacgaggaaggcagaatatactt  -4

  attCATTTTTTTGGAAGCTTTCTGAGTAGGTGTGCATATGGGTGTCATAAAGACTCATATACCTTGAGCTAGTCAGAAGTTTCTCTCCCGAAGGACCTCT  +97

  CCAGAGAATCCAGATTGCTCCTAGGGAGGCTCCAAACCTCCATTTGACAATGGGAAACTGGCTGGTTAACCACTGGCTCTCAGTTTTGTTTCTGgtaagt  +197
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ggtactgagatagctggatctctggggcttggggctgactggccattcactccagccaaaatacaagcttcaagtcagtgagcgagacttgtctcaaaaa  -1804

acaaaacaaagaaatgaaaaaaaaaaagccaaaaaccaaaaactggagagtgataggaaaacacttgacattgacctctagtctcttcacatacatgggc  -1704

actcacacttacacacatgcattcatcagtcacattaaaacaacacaaaatgtcagctgcaactacaattaataaacaaactctaaaaatgtataagaaa  -1604

ggggaaagaagtcagtatgaatatagatttttaaaaaatctataaactagagtaggtacttatcaaaagttaaaatgcaaatattaacagtcaaattaaa  -1504

tgatgctgaatttaataacctgaaaagttcacatggaggaagtgaactcttctgcaagatcattgaagcagttacttatgtgaatgctttagagtagatt  -1404

ggccatgaaaagcatttgcaaatctcaggatccaggaattccactcccaggtgtcaactttaaacaaaatgtggcatatatgtggcattccattaatctt  -1304

ctctcatcattcctctgttatctgtataaggaacaaacgaatctatacaatataatggaattgccaacatgtgtgactctatgaagaaaaggttcagaga  -1204

gcaaaacacagaagcagataacacacacacacacacacacacacacacacacacacacacacacgcacacacagagtggggggagggagggagggcactg  -1104

catttctttcacaaaaattcaaaataagacaaagaatcaggataaaaataactgaagagtttattagttctgtacctatggttatcaaaaaacctgaagc  -1004

aaagggaaatattgactcaaagttcaggtggcatgtagcaaaggagagaagagagacatgattaaagaggaacttcaagatactgcaaacaattgttcta  -904

ttttaaacgaggaagtcagaaattagatattaagtccttataattattctgtaatttacacatatatgctctgcgtactcttgtgtgcatgctcaccttc  -804

ctacttttgaaagctccacctttttaaagagaataaagcagatgtttcttattcgatctccccttccagccactgaagctctccttagcacacgtatcat  -704

gcccatccgtctggaagcattctgcagggaaactggtctactgacatttcccagttagctgaactacagtctagatagacagtgctgctatgtagtgttt  -604

ggttccaaaaaggcttccttgctctggggatgtaactcaatttcctggagtaccaggctaacgtggaagaagtcctgttttggttttggtttgtttgctt  -504

gtttttgccctagtactgtataaagttggcatggggatgcactcctgtaatcccaggaagcaagaaaatcagaagcctaaagtcatcctcagctacacag  -404
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Legends for online data 

 

Fig. I.  Promoter sequences of the mouse NOX1 gene. The 5’-flanking 

sequences of the three NOX1 gene exons, 1f (A), 1c (B) and 1a’ (C). The 

putative transcriptional start sites and nucleotide sequences of the exons are 

indicated by arrows and uppercase, respectively. The predicted binding 

sites for the major transcription factors are lined above or below. The 5’- 

and 3’- ends of the promoter constructs used for the reporter assay are 

denoted by closed and opened triangles, respectively. 



Online Tables 
 
 

  

Table 1. Primers and conditions applied for RT-PCR 
  

 

MHC, myosin heavy chain; GAPDH, glyceraldehyde-3-phosphate dehydrogenase. 

 

!"#"$#%&' ()%*")+(,%) -"./"'$"+0123425 6''",7%'8+09: (;<+$=$7">

?3#=@" "A?B"3< ;6CD;D;66DD6;6CCC6D;DD;6DCC 1E FE

"AGBH3< DD;6C;;;;66;;6CC666;;6C666;

$3#=@" "AG$3I 66;;6D6;;DCDD;;DDCC6CC JG FG

"AGBH3< DD;6C;;;;66;;6CC666;;6C666;

,3#=@" "AG,23I ;D6CD;6C66CDDD;D;D;;;C66CC6; JG FG

"AF3< ;6D6D6DC;;6;;6C;DD6DCC66C

$&**&' "AG,3I C6CC;D;;666;;D;;6DDDC6;6 JG FG

"AF3< ;6D6D6DC;;6;;6C;DD6DCC66C

KL; KL;3I 6DC6C66C666C;;66C6CD; JM 4F

KL;3< ;D;6D;D6C;D;;;C;DC;6C;

N3$,7O">*&' N3;,!3I C6CC;DCDC;DC6DCCD6DDCC66 JM 4F

N3;,!3< ;DD;D;6D;DDDC6D;D;DD;;DDD;DC

73$,7O">&*&' 73;,!3I C;66C6CC66C66D;;DDCCC6;6 JM 4F

73;,!3< C66DD;D;;6DD;DC;C;;DD;6;

C6(!L C6(!L3I D;66;CCC666;;;6D;6;;6D JM HE

C6(!L3< C66;6;CC66CC;;6DC;;6CD



Table 2. Exon/intron junction sequences of the mouse NOX1 gene 

!"#$ %&'(#$#)*+,-. /$-)#$*0122)#"3*+,4.5 6&'177.2-#)*+,-. !"#$

89 TCTCAATTACAG gtgcgtac……(36 k)……tgacccag GGATCTTCATGG 8.

8. GGAGTGAAAGAG gtgggttt……(42 k)……accccaag GTTTAAGTTCTT 8(

8( ATACGACTGAAG gtaggtga……(28 k)……gacttaag GCCTGCTTCCCC 8:

87 GCCACCAGACAG gtaacttg……(25 k)……gacttaag GCCTGCTTCCCC 8:

8: GAGGCTCAAGAG gtaagtct……(2.8k)……tcccgaag GACCTCTCCAGA 81


