
thyroid.xls

This file contains gene expression data used in the work described in the main text.

The file contains three sheets.
Sheet “annotation”: column A, in_house ID (GS and LT); column B, RefSeq ID;
Column C, annotation according to RefSeq.
Sheet “learning”: This file contains data used as the learning set. Column A shows
in_house ID, and other columns contain gene expression data. The first row indicates
tissue types. FA, follicular adenoma; FC, follicular carcinoma; PC, papillary carcinoma;
N, normal thyroid tissues.
Sheet “test”: This file contains data used as the test set. Column A shows in_house ID,
and other columns contain gene expression data. The first row indicates tissue types.


