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Supplemental Figure S1: Cysteine 104 of DJ-1b is oxidized in response to paraquat 
exposure 
 

 

DJ-1b protein was over-expressed in S2-cells, and the cells were exposed to 1mM paraquat 
for 3 days.  Protein was separated by 2-dimensional electrophoresis and gels were stained 
with coomassie.  Protein spots corresponding to isoform 1 and to isoform 2 were cut out, 
trypsin digested, and analyzed by mass spectrometry.  MS/MS spectra were obtained from 
both samples for the SQESGGGLIACAAPTVLAK peptide.  In isoform 1 (A) only the 
unmodified cysteine 104 residue was detected.  The difference in mass/charge ratio between 
the y1-8 and y1-9 peptides is 160, which is equivalent to the mass of a cysteine residue (mass 
= 103) and the alkylation group added during the 2-dimensional electrophoresis procedure 
(mass = 57).  In isoform 2 (B) we detected DJ-1b that was doubly oxidized at cysteine 104 to 
cysteine sulfinic acid.  The difference in mass between the y1-8 and y1-9 peptides is 135, 
equivalent to the mass of a cysteine residue (mass = 103) and two oxygens (mass = 32).  We 
also detected triply-oxidized cysteine-104, cysteine sulfonic acid, in isoform 2.  Neither 
cysteine sulfinic or sulfonic acids were detected in isoform 1 in multiple experiments. The 
spectra were searched with Sequest using the Proteomics Browser interface and both 
modified and unmodified peptides were determined to be statistically significant.  Over 80% 
protein sequence coverage was obtained for both isoforms 1 and 2 of DJ-1b protein.  The 
fragment containing C45 was not identified; it is predicted to be too small for analysis 
following trypsin digestion (3 amino acids).    
  


