Supplementary Table 1. Comparison of cCGH and aCGH findingsin 46 prostate cancer samples

*
ID Chromosomal CGH Array-CGH
Bp la enh  8q 8p11.1-8924.3(85),22011.1-22911.21(3),22912.3-22q13.2(14)

dim  2911g12,8p,16q 2011.2-2912.1(5),5913.2-5013.3(5),6014.1-6914.3(5),8p23.3-8p11.21(53),16012.1-

16914.3(53),17p13.2-17p13.1(9),22911.21-22q12.3(17),220913.2-22013.33(11)
Bp4 enh  8q 8011.1-8924.3(83)

dim  2021q31,6913916,8p,16021qter,18q12g21 2014.3-2932.3(66),3929(7),5013.1-5013.2(5),6012-6015(20),8p23.3-8p11.1(53),10p11.23-
10p11.22(2),10G23.31(4),10025.2-10q25.3(3),10026.13-10026.3(11),11p15.5-
11p15.4(7),13¢32.1-13g32.3(3),14021.3-1422.3(10),16(12.2-16024.3(45),17p13.2-
17p13.1(6),18q11.2-18721.31(31)

Bp 12a enh
dim 1023.1-1¢31.2(61),6014.2-6¢16.1(13),10¢22.3-10023.31(11),21022.2-21¢22.3(8)
Bp13a enh  5pl5,7p,7q21qter,20p12pter,20q13013 7p22.3-7p12.3(58),7p12.1-7¢36.3(122),20p13-20013.33(76)

dim  5013qg31,6914022,8p21,13q14qg31 3012.1(2),5011.2-5031.1(87),6q12-6022.32(60),7p12.2-7p12.1(2),8p23.3-8p12(45),12p13.2-
12p12.3(7),13g13.1-130g31.1(40)

Bp 16 enh  3p23pter,3925028,8q21qter 3p26.3-3p21.31(62),3911.2-3929(132),5q13.2(3),8p11.21-8724.23(78),15011.2-
15q13.2(7),15022.2-15026.3(48)

dim  8p12p22,10q21q24,17p13 8p23.3-8p11.21(51),8q24.23-824.3(2),10q21.2-10025.3(54),12024.31-120124.33(12),
17p13.3-17p11.2(25)

Bp 22 enh  7pl5pter,7921qter 7p22.3-7936.3(181)

dim  5q14931,6q13q22,8p12p22,13q12¢22 5q14.3-5023.2(39),6G11.1-6022.31(58),8p22-8p12(24),8023.3-8¢24.11(4),13q13.2-
1331.1(38),16¢13-16G21(3),19p13.3-19q13.43(63),22q11.1-22013.33(45)

Bp26a enh  5pl3pter,7,8q,13q12,13¢32q34,17p11pl2 1p32.1-1931.3(77),5p15.33-5p12(41),5q35.3(2), 7p22.3-7¢36.3(149) ,8q11.1-
8024.3(66),9p24.1-9g34.3(63),17p11.2(5)

dim  5011q13,8p,13q14q21,17p13 5011.1-5q14.1(27),8p23.3-8p11.21(49),17p13.3-17p12(16)

Bp 28 enh  10,6023926,7011022,8q13qter, 1113023, 1021.1-1g44(78),6024.1-6025.3(18),7q11.21-7022.1(42),8q13.2-8024.3(62),11013.2-
16p12,17023q25 11G23.1(46),16p13.3-16p11.2(36),17q23.2-17025.3(22),19p13.3-19p13.11(7)

dim  8p12p23,13921931,16q 1p21.2-1p12(17),5911.1-5911.2(10),5013.1(2),6025.3(6),8p23.3-8p11.21(53),13012.3-
13g34(68),16011.2-16024.3(52),17921.31(2),21022.2-21922.3(5)

Bp 36a enh

dim

Bp 38 enh
dim  5q11g13,5021g23,8p,10¢22025, 4q22.3(2),5q11.1-5023.3(82),5032-5033.3(14),6p25.3-6p22.1(32),8p23.2-
12022923,17p 8p11.1(47),10¢22.3-10026.12(45),11022.3-11¢23.1(7),12p13.31-120113.11(38),12¢21.32-
12G24.1(24),12q24.31-12024.33(13),16G12.1-16021(11),16G23.3-16024.1(7),17p13.3-
17p11.2(25),20q11.21-20q11.22(3)
Bp4la enh 3p26.3-3029(229),7p22.3-7G36.3(178),9p24.2-9034.3(93),20p13-20013.33(72)
dim 5021.1-5923.1(21),6913-6g22.31(52),8p22-8p12(19),13914.11-13q14.13(6)
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7031,8pl2qter,17q24025

5011g21,8p22pter,10g911.2-10921,
100922924,13q,160,17p13

5p15,7q31,10021,21G22

1p21p31,5911913,6016022,8p12p22

1022432,5p14pter,8p11pl2,8q

8p21pter,10p12pter,12p13,13913q14,

14q11q12,16q23qter

3g13qter,4921922,7931936

1p22p31,5023,6916022,13914,15q21

8qg21qter

8pl2pter,10022qg23,12p,16023qter,

17p12pter,22921g22

8q13qter

13q14g31

1p12p31,1q,3921G26,7,80,17q22qter

3q28qter,6015q23,8p12p22,9921

5023031,8p21p22

5pl4pter,5911023,5932G33

8p21.1-8q24.3(104),15011.2-15q13.3(8),15q15.1-15q21.2(13)

5q11.2-5012.1(10) ,5q14.1-521.1(24) 8p23.3-8p21.2(33), 10p12.1(2),10q11.21-
10q11.23(9),10022.3-10925.1(33),11p13(2),12p13.33-12¢24.33(147),13q12.11-
13q34(78),14023.2-14q32.2(26),15013.3-15014(6),15021.2-15q26.3(57),1612.1-
16424.3(53),17p13.3-17p13.1(13),20p12.3-20p11.23(14)
1932.1(7),2023.3-2q31.1(25),3p24.2-3p22.1(20),313.31-
30129(110),4913.3(2),5q13.2(3),8p23.1(3),8024.13-8024.21(3)

6p25.1-6p24.3(9),6q14.1-6022.31(35),8024.3(3), 13021.32-13¢21.33(4)

1p31.1-1p21.2(33),2022.1-2q23.3(12),3¢13.31-3921.1(13),4p15.1-4p12(15) ,5q11.1-
5014.1(40),5¢14.3-5q21.3(17),614.1-6¢22.33(46),6025.3-6026(10) ,8p22-8p12(13),
8024.11-8024.3(25),11q12.1(2), 13¢31.3-13¢33.1(8),16q21-16022.1(7)

19p13.3(3)

5q13.3-5023.1(20),8p23.3-8p12(36)

112-1G44(82) 6p22.3-6p21.1(22),6024.1-6q27(28),7036.3(3),8p12(4) 811.1-824.3(84),
9q22.2-9422.31(2),11925(3)

1p36.33-1p13.1(123),2p25.3-2437.1(248),3p12.2-3021.3(47),5q11.1-5q34(117) 6p25.3-
6p22.3(21),6p12.1-6q24(77),8p23.3-8p12(44) 8p11.21-8p11.1(6), 9p24.2-
9022.1(43),9022.31-9q34.3(46), 10p15.3-10026.3(124),11q25(2),12p13.33-
12p11.21(35),13012.3-13¢21.1(24),14q11.2-14q32.33(92), 15013.3-15¢26.3(76),16022.1-
16424.3(24),17q11.2-17¢25.3(72),18q11.2-18q23(58),19p13.3(4),2122.2(3),22q11.1-
22q13.33(45)

3013.31-3029(108),4q13.3-4022.1(16),7p22.3-7q36.3(176)

1p31.1-1p21.2(30),2p23.2-2p23.1(3),4028.2-4G31.21(8),5021.1(2) 522.1-
5023.2(17),6G14.3-6q22.31(37),8022-8p12(23), 10021.3(2),12p13.32-12p12.3(11),
12q12(2),13q13.3-13014.3(14),13931.2(2),15¢14-15021.3(24), 22011.21-22013.32(43)
7911.21-711.23(15) 9¢21.11-9434.2(51)

6014.1-6q16.1(14),9p24.2-9p11.2(25),10026.2-10G26.3(4),13012.11-13934(65),17p13.3-
17q21.33(59),18923(3)

8p11.21-8¢24.3(89)

5q12.3-513.2(8),8p23.3-8p12(37),8p12-8p11.21(9),10022.1-10q24.32(36),11023.2-
11023.3(4),12p13.33-12p11.21(34),16022.1-16q24.3(27),17p13.3-17025.3(100),20q11.21-
20q11.23(7),21021.3-21q22.3(14),22q11.21-22q13.33(44)
812.3-8024.3(59),1215-12q21.2(11),14024.3-14032.2(28)

1p36.33-1p32.2(66),2q11.1-2q23.3(57),2037.1-2937.3(9) 4p16.3-
4p15.2(21),7p22.3(3),8p23.3-8p23.2(6),13¢13.1-13¢31.1(31),1432.2-14¢32.33(8),1622.2-
16024.3(23),17p13.3-17q25.3(96),18021.1-18q23(35),19p13.3-19q13.43(61)
1p31.3-1q44(179) 3p12.1-3q26.32(105),7p22.3-7q11.22(76),7q21.11- 7G22.2(29),7q31.1-
7034(42),7936.1-7036.3(11),8p23.3-8p23.2(13),8p11.21-8024.3(84),9921.33-
9q34.3(54),17¢21.32- 17¢25.3(42),20p13-20013.33(74)
1p32.3-1p31.3(7),2437.1-2937.3(10),3p24.3-3p24.2(7),3p13-3p12.2(12),3026.32-
30129(27),6414.1-6022.33(48),7q22.3-7031.1(5), 7q35-7036.1(9),8p22-8p11.21(33) 9p24.2-
9p23(12),10p15.3-10026.3(128),12p13.2(2),16q12.1-16q12.2(5),16022.2- 16022.3(5),
17p13.3-17q21.32(58),2111.2-21¢22.3(32)

5022.2-5032(44),8p23.3-8p12(42),12p13.33-12p12.3(19)

5p15.33-5035.3(181)

3p21.32-3p21.31(7),8p21.3-8p21.2(8)



P05 enh  8q 5013.2(3),8p11.1-8q24.3(82)

dim  2023qg24,8p12p23,10p11p12,10022¢25 2011.2-2932.1(86),8p23.3-8p11.21(52),10p15.3-100926.3(121),16p12.2-16p12.1(5),17p13.3-
17p11.2(23)
P14 enh
dim 16G22.1-16024.3(23),17p13.3-17p13.1(10)
P15 enh
dim
P16 enh
dim 8p21.2-8p12(12)
P20 enh
dim
P22 enh 1p31.3-1p31.1(14),5p15.33-5q13.3(78), 7p22.3-731.31(129),8p11.21-8q11.1(3)
dim  8pl2pter 8p23.3-8p11.21(52)
P23 enh
dim
P25 enh
dim
P28 enh
dim  5q21q23,8p21p22 2q14.3-2q21.3(12),5¢14.3-5023.3(43),8p22-8p21.2(13),12p13.33-12p11.21(34),12024.31-
12424.33(12)
P29 enh
dim
P33 enh
dim  8pl2pter 3p14.1-3p12.3(8),5q12.3-5¢14.1(10),5023.2-5031.1(15),8p23.3-8p11.21(43),12p13.33-
12014.1(40),17921.31(2),22912.1-22q12.3(12)
P35 enh
dim  8p2lpter 1p36.33-1p34.2(46),1032.1-1932.2(4),2911.2-2q13(15),8p23.3-8p11.1(51),12023.3-

12024.33(24),13¢13.3-13q14.3(17),14931.1-14932.13(17),16022.1-16G24.3(28),17q21.2-
17021.31(7),19913.2-19013.33(12),21021..1-21022.3(30)
P36 enh



dim  16g22qter 16022.1-16024.3(21)

P38 enh
dim  8pl2p22 6025.3-6027(11),8p22-8p11.1(30),10023.31(4),20p13-20p11.23(19)
P41 enh  18pll 1p13.1-1g42.11(76),8p12-8022.3(31),21021.1-21q21.2(4)
dim  8p22pter,13q14q22 8p23.3-8p12(24),13q12.13-1334(14)
P43 enh
dim  6q15g22 614.1-6023.2(40)
P45 enh
dim  8pl2p22,17pl2pter 8p23.3-8p11.21(47),17p13.3-17p11.2(21)
P 46 enh
dim
P48 enh
dim
P49 enh  3023026,7p13p21,7021032,8q21q24 3p26.3-3p26.2(4),3q13.13-3029(117),7p22.3-7036.3(179),8p12-8q11.1(13),8q12.2-
8024.3(69)
dim  16022qter 1p34.1-1p33(7),1032.3-144(29),5q11.1-5022.1(59),6012-6G16.1(28),6024.2-6027(27),
8p22-8p12(23),16011.2-16024.1(49)
P50 enh
dim  8pl2p22,10q22qter,13q14921,16023024 8p23.3-8911.21(57),10022.3-10026.3(57),13012.11-13022.2(45),16022.2-16024.3(23)
P51 enh  8g21q24 1021.1-1G25.1(9),8q11.1-8024.3(57),9p24-9q34.13(54)
dim  8p22 8p23.3-8p11.21(45),12p13.2(2),16022.2-16024.3(19)

*Sample ID corresponds to the original cCGH publications (Ribeiro et al. 2006a for prostatectomy samples, and Ribeiro et al.
2006b for biopsy samples). The number of clonesinvolved is provided for all aCGH findings, which were obtained with the
software “ Array-CGH Smooth” . Amplifications and homozygous deletions are not included, as these are provided in Table 2.
Abbreviations: enh — enhanced; dim — diminished.



