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Linkage Analysis in the Parasite Outcross Flock: Chromosome 18

Information Content: Chromosome 18
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Haley-Knott QTL Analysis: Chromosome 18
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Haley-Knott QTL Analysis: Chromosome 18
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Haley-Knott QTL Analysis: Chromosome 18
ELISA2

Sire
920066
920153
920154
920155
930124
+ T T T - T T + T T T — T
.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% gPosmog(M)
H S 3 g ¢
Haley-Knott QTL Analysis: Chromosome 18
LISA4
Sire
920066
920153
920154
920155
930124
e e e — . — < :
T T T T T T T T T T
.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% gPosmog(M)
H S H g ¢
Haley-Knott QTL Analysis: Chromosome 18
LIGE
Sire
920066
920153
920154
920155
930124
+ T T T + T T + T T T — b
.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% gPosmog(M)
H S H g ¢

25

20

15

10

25

20

15

10

25

20

15

10

Haley-Knott QTL Analysis: Chromosome 18
ELISA3

Sire
920066
920153
920154
920155
930124
T T T T T T T T T —+ t—
.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% %Posmog(M)
H S 3 g ¢
Haley-Knott QTL Analysis: Chromosome 18
ELISA5
Sire
920066
920153
920154
920155
930124
— T T T + T T + T T T T— T
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% %Posmog(M)
H S H g ¢
Haley-Knott QTL Analysis: Chromosome 18
WTFEC2
Sire
920066
920153
920154
920155
930124
—
T —  — T T T T
T T T T T T T T T T T
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
g % 3 '% %Posmog(M)
H & H a2
H




	The Gslide Procedure
	Title

	The Gplot Procedure
	Information Content

	The Gplot Procedure
	Multiple trait set 1

	The Gplot Procedure
	Multiple trait set 2

	The Gplot Procedure
	LFEC1

	The Gplot Procedure
	LFEC2

	The Gplot Procedure
	SNEM1

	The Gplot Procedure
	SNEM2

	The Gplot Procedure
	LSINEM

	The Gplot Procedure
	LSITRI

	The Gplot Procedure
	LAOST

	The Gplot Procedure
	LATRICH

	The Gplot Procedure
	DAG0

	The Gplot Procedure
	DAG1

	The Gplot Procedure
	DAG2

	The Gplot Procedure
	ELISA1

	The Gplot Procedure
	ELISA2

	The Gplot Procedure
	ELISA3

	The Gplot Procedure
	ELISA4

	The Gplot Procedure
	ELISA5

	The Gplot Procedure
	LIGE

	The Gplot Procedure
	WTFEC2


