
AFA SWD WEURA CEURA EEURA EAS AMI SAS FIN ITN SPN WEURA/AFA WEUR/AMI WEURA/SAS WEUR/EAS WEUR/SPN
rs884080 1 1.90GGAGGGCCTGCCCTCCTGGCAGGGGCCCTTGTGTGCGTCCTGAGCTCACC[A/G]TGGTTTTGGAGGTGGCTGGGCAGTGGCGGGCAGAGCCCCATGCTGTCCTCTGCCTTTGA A G 0.14 0.52 0.52 0.49 0.32 0.06 0.40 0.32 0.46 0.59 0.60 0.109 0.008 0.011 0.162 0.0032 1
rs2017143 1 2.09CAGGTGTCAAGTCCTGACAGAGAGGAGGCAGGAGGGCCACCTCCGGGTCTCTGAGCTCCCTGCCTAGAGA[A/G]GCTCAACATAACAGAGGAGCTGCATCTCTAGCCTCTGCC A G 0.69 0.41 0.48 0.41 0.54 0.64 0.61 0.44 0.50 0.39 0.39 0.014 0.001 0.010 0.005 0.0057 1
rs2840531 1 2.16GACTCTCAGCCCGGCTCAGGCTGTTTCTGGCTTGACGATGATGTGAGTGTCCAGCC[A/G]TAAATTCTCCAGCACAAAAGATATTTCCCTTGGGAAACCTAGAGGAACGTGCTTT A G 0.05 0.18 0.18 0.13 0.15 0.32 0.59 0.20 0.21 0.13 0.16 0.014 0.088 0.000 0.014 0.0004
rs2477703 1 2.30CGGTGGAAACATTCGCTCACACCTGCCTCAGCGTCTCTCATGTGTTGTTTTAAACTC[A/G]TTAAGTTCTGAATCCTTTTTTCCCACCAGTGGTGACTACGTAATAACTGCGTTTGT A G 0.93 0.76 0.75 0.59 0.71 1.00 0.84 0.82 0.79 0.78 0.70 0.031 0.006 0.001 0.096 0.0022
rs734999 1 2.38TTAACTAATGCGTCTTGTTGAGTCGGAGTCACATAAGTCTCCTGTTCTCTGTT[A/G]TGCTTTTCTTTCCCACGGGTATTTCAGTGGCTGTTTGCACCGTTTCTGTTGCCCTGTCTC A G 0.74 0.48 0.45 0.45 0.48 0.36 0.56 0.69 0.46 0.41 0.48 0.044 0.006 0.046 0.006 0.0005
rs2377041 1 2.50TATGCTCAAATATGTTGAGCATTACCAGAAAATGATCAACAAAGTCACACCGAATC[A/G]TGAGCTTCTGAGGAAGGAGGGGACCCCGGGTGCCCAGAGCACAGGCACTCAGGG A G 0.24 0.47 0.48 0.44 0.45 0.30 0.46 0.24 0.39 0.55 0.49 0.040 0.001 0.047 0.019 0.0001 1
rs2606418 1 2.65TCTAAGAAGTTCTACAAACCCCAAACAGGTCTATGAAAGTTAGGGCTGTGAATATG[A/G]GGTGGCCTACAGAAAGATGGAGGGAGTAATCATCAGGGTGAGGACCATCTCCTAC A G 0.48 0.66 0.71 0.68 0.63 0.50 0.41 0.63 0.68 0.73 0.69 0.022 0.048 0.006 0.025 0.0002
rs2027262 1 2.71GCAGGGCATCTGAGTGGAAGATACCACAAAGGCAACTGCTAGTCTCAGACTTC[A/G]CTCCCAGCTTGAATGATGGAGGCCTTGGAGAGTCTCTGGGGAGAAGTGGAGGCTGG A G 0.95 0.87 0.86 0.88 0.95 0.95 0.65 0.98 0.96 0.89 0.85 0.005 0.069 0.010 0.002 0.0010
rs2981881 1 2.79GAAAATTGATTTGTCAATAACCAGAGACTTGTTGTCCAAAGGCATCTCAAGGTGGTGA[A/G]AAAAAGAAGAGTAAAAATGGAAACAATATGGTACTGGCAGACACAACCAAGACG A G 0.69 0.74 0.66 0.59 0.80 0.91 0.99 0.94 0.79 0.70 0.63 0.001 0.134 0.051 0.047 0.0006
rs7534363 1 3.01GAAGGATTTTATCAACTGATCAACTTCCATTCGAATAACAAGTTTCAGCCAACATC[A/G]TTACCTGCATGTGGGAGGCTGTGGACGAGTGGGCAAACAGATGGGAAATGGTCAC A G 0.57 1.00 1.00 1.00 1.00 1.00 0.98 1.00 1.00 0.98 0.98 0.178 0.009 0.000 0.000 0.0061 1
rs2065525 1 3.09AACACCGCCTCAAGGGATTCGTTCTCTCTGTTTTAGGTCCATAGGCTGAATTAAAG[C/G]CACAAACCCAGAGGGAACTCGAAATGCACATTTAAGCAAATGCAACACCAAAATG C G 0.45 0.52 0.52 0.60 0.54 1.00 0.82 0.76 0.68 0.47 0.47 0.003 0.053 0.056 0.202 0.0028 1
rs2821039 1 3.19 TCCACAGCCCTCCACGGCCCTCAAAGGAAGGGCAGTACCAGGAGCTCTGGGCCC[A/G]TGAAGTGTCCTTCTCAGTGGTCACCAAAGGCCAGGXTCCCCTCTGGCTGGGACT A G 0.53 0.10 0.11 0.11 0.10 0.18 0.32 0.07 0.07 0.09 0.07 0.113 0.050 0.000 0.010 0.0008
rs878063 1 3.26CCAATTTGGTTCAGCCAGCCGGCGGTTTTGGATGCGCCACTTACCATGAAACTTC[A/G]TGTAATGAGTGTGACGTTGTCACCTCTGGGAGCTCATGGGGGTGTCTTTGTGCCAA A G 0.43 0.85 0.91 0.93 0.88 0.85 0.97 0.79 0.89 0.88 0.88 0.150 0.003 0.021 0.007 0.0018
rs1870509 1 4.24 CTGGAGGAGTCTGCCTTTCTTTTTCTTTATTTTTTATTGTGGCAAGAACACAAC[A/G]TGAGGTCTACCCTCTTAACAGAAGCAGATCGCTGGGACTTACATATTGCGTAACTGGA A G 0.33 0.46 0.51 0.56 0.50 0.18 0.09 0.41 0.25 0.41 0.44 0.032 0.171 0.020 0.088 0.0040 1 1
rs2035453 1 4.38ATTGGCTGAGATTGGCATTGGGATGGAGT[A/G]GTGAAGCTAAGAAATTCGTTATCCCTTTGTTCCAGTGCTGCTGGACTTTTCACTAAGTGAAGAGGTAAATGCTGAGTCTCCCA A G 0.45 0.33 0.35 0.27 0.36 0.68 0.16 0.59 0.29 0.30 0.34 0.002 0.047 0.019 0.044 0.0004
rs557477 1 5.02GAGAGTGTGCCCTCTGCTGGCCCACTGTGACTTTGGCACATAGGATGGAAGA[A/C]GTGGAGCTGGTGCCCAGCACTCAGGGTTAGTGGAGCCACTCCAAGCCTGCACATGTC A C 0.31 0.64 0.69 0.62 0.63 0.36 0.38 0.58 0.71 0.46 0.56 0.078 0.039 0.011 0.049 0.0088 1 1 1g

rs912991 1 5.03CAGGATCGGGGTCCCCACACACAGGTGAACGACATGAGTCAGCCAGACTCACA[A/G]CATTTTCCACGTGAGGAGACATAGACCTTTGTTGTGCAGAGTCCCTGGGTTGGAGCT A G 0.57 0.53 0.59 0.66 0.63 0.17 0.66 0.43 0.43 0.55 0.52 0.000 0.008 0.008 0.074 0.0020
rs1570964 1 5.05AGGGCATCCCTTACCTTGTGCCAGATGCGTGCTTGCAAATAATTTTCATGGTTA[A/G]CATGTTGGTTCATTAATTCCCAAACTAGACTGGATCTTGTAAAATCTCAGGGAAACTTG A G 0.14 0.40 0.43 0.50 0.50 0.27 0.45 0.38 0.43 0.45 0.38 0.037 0.007 0.000 0.004 0.0007
rs729206 1 5.07CATTACTGGCTGCTGTGATTGCGATGGGGAGACAATTACTCAGTTTTGTTCAC[A/G]TAAAAACAGGAAGAATATGCTGCCATCAAAGCGAGGTCTAGCCCCACTCTCCTGGGTA A G 0.38 0.53 0.62 0.71 0.66 0.27 0.65 0.46 0.46 0.58 0.53 0.022 0.002 0.010 0.048 0.0054
rs531099 1 5.77AACATTATTTCCTGGGAGATCCGGCAGCTCTTCACTCTTCCGAATCAGGCTGTGGGAAAC[A/G]TTTGTGTGCATCTCGCTTTATTTCCTCTCTTGAACTATTAGGATAAAGTCACA A G 0.57 0.52 0.53 0.56 0.50 0.50 0.41 0.54 0.54 0.53 0.53 0.002 0.006 0.009 0.000 0.0000 1
rs709209 1 5.99CCCGTGGATGAGCAGTCAGAGAGTCTACAGAACACGCACGACGACAGCAGGAACA[A/G]CGCGGCCTCAGCCAGGTAAAGCAAGTCTCTCCACTGGAGAGTGTGCACGCGAT A G 0.21 0.70 0.64 0.71 0.57 0.82 0.94 0.58 0.71 0.65 0.67 0.080 0.083 0.005 0.032 0.0001
rs200440 1 6.42 TTAATGGGCACATTTCACAACACCAGGGGAAACATGGGGCTGCATGTCCCA[A/G]TGGTATCAGATAGCACAGTGACTTCACTGTGTGCCTTCCCTCTGTGGTTTGCCATCAGG A G 0.52 0.45 0.44 0.50 0.45 0.59 0.16 0.34 0.50 0.43 0.52 0.007 0.042 0.003 0.021 0.0035 1
rs707455 1 7.53AGTACCACAAACTGTGACTTACACCACATGCATTGCCTTACATTTGATCATTCT[A/G]CTATTAAGGCAGGTTCGTAATTGTCAGTGTAGAGAAATACTCTTACAGCAGACAGCAGC A G 0.73 0.46 0.41 0.37 0.30 0.73 0.81 0.42 0.54 0.46 0.52 0.062 0.101 0.005 0.073 0.0049 1 1
rs697674 1 7.55 TACAGTTAGCGTGCTGCAATCAGATCCAGATGTATCCTGTCCTCTGCCTTGTTTA[C/G]AAGTGACACTTTGAGACACAGGGCAAGCTGAGCAGCCTTTCCATATGTGGAAAACT C G 0.79 0.81 0.84 0.89 0.89 1.00 0.99 0.98 0.68 0.91 0.80 0.003 0.028 0.015 0.045 0.0015
rs8627 1 8.12GGCATCCATTTTTCCAAAGAAGAGTCGAGTCCTCTGAGGTCTGTGCTTGAAA[A/G]CCGTCCGAAGGCATTCTTGTTAGCTTTGCTTTTCTCCCCATATCCCAAGGCGAAGCGCTG A G 0.31 0.46 0.49 0.51 0.52 0.75 0.79 0.40 0.43 0.47 0.60 0.030 0.040 0.005 0.025 0.0021 1

rs1473420 1 8.33TAGGGTCTTACTAAGGGGTATAAAACATAGCC[A/C]AGAAGATACTTTGTTGACAAAAACTGTACATTCTGTTATTGTTATTCTTGCAATTTATGATTCCTCTTCTCTATTTTGCATA A C 0.62 0.38 0.37 0.29 0.45 0.18 0.25 0.57 0.29 0.49 0.49 0.013 0.020 0.006 0.039 0.0068 1 1
rs737261 1 8.97AGTGATTTATGGTGGGATCTAAAATTTCTTTGTAAAAAGATACCCTTTTGCTTTG[C/G]GAGGGATCACAAGGAGCTCAGCCCTCCAGTGCCCAGGACCACCTGGGCAGATGCCA C G 0.29 0.45 0.44 0.38 0.38 0.18 0.18 0.43 0.23 0.48 0.53 0.004 0.032 0.000 0.026 0.0079 1 1 1
rs916380 1 9.05CCTCTCTGTGCGCCTCTTTTCTGGAAAGCAGGGTTTATTATTCAGTTCACAGA[A/G]GAGGAACAAGCTCACAGTGGTGAAACTGCCCTGTGCCACTCTCTCAGCAGCAGGGGTG A G 0.55 0.57 0.54 0.57 0.54 0.64 0.65 0.58 0.46 0.60 0.55 0.001 0.140 0.000 0.003 0.0000
rs630075 1 9.08CTTCTCATTTGGAGATTTGAAGAAAGTGCTAATGAGAAAGGTTGCCTTGCATTT[A/G]TGAAGCTTGGGGAAGTCATCCTAAGGGGGCCACAGCGTGCTTAATTTATTCCAATTCC A G 0.50 0.36 0.27 0.28 0.23 0.68 0.68 0.36 0.50 0.28 0.34 0.034 0.094 0.002 0.097 0.0033
rs6698575 1 9.34 TTCTGGGTCCTTTCTTACCAAAGGGTGATGCTGCTGAATGACCAGTGTCTTTTTCT[A/G]TGTTGGATTTGCCTAAATATAGCGGACATAGCAAATAGTCATTGAGAATGCTAGGC A G 0.62 0.79 0.83 0.82 0.77 0.73 0.74 0.74 0.75 0.88 0.80 0.032 0.010 0.006 0.012 0.0007
rs6677649 1 9.46GAAGGGAACAAGGGCTCCAATGAGTGGGAGCAGAGGCTCATTTGGTTTCCTGCCTT[A/G]TGTTTTGGGATTTAACAAGAGGATTGGCCCTTTTAGTAGCAAGTAGAGGAGCAGG A G 0.78 0.88 0.92 0.93 0.95 0.73 0.61 0.68 0.82 0.89 0.94 0.041 0.088 0.075 0.059 0.0005
rs2119508 1 9.56ATAAAAACAGGGTAAGTAACGCAGGCACTTTGCAGGCTGGTGGAGGAACACGTTTTC[A/G]GAACAGAGCCCTGAGCTTTCTTCAGTTTATACCTTGTCCAGAGAATTAAATACAC A G 0.02 0.04 0.10 0.12 0.11 0.00 0.51 0.16 0.07 0.07 0.10 0.006 0.129 0.010 0.031 0.0001
rs2379107 1 9.62TGATGCCTTCGGAGGGTCTGGCTCACTGTGGTTTTAAATAGCCATTCCTCTTTGC[A/G]GCAGCTTCTCCTTCACCCAAACCCAACACCTCTTCCAAGAAGTATGGCCGGGCCCA A G 0.69 0.75 0.78 0.80 0.87 0.18 0.64 0.58 0.79 0.83 0.81 0.015 0.039 0.039 0.242 0.0000
rs7528979 1 9.80CCGCTTGTTCCCTGAGCAGCCTCCTTTGGCCGCCACTGCTGCTGCTACAGGGTT[A/G]TCTTAAGGCGCCACTTATTACCCTCTGCTTCCCAGGTTACCCAGCTAGGCAGCGCG A G 0.69 0.18 0.14 0.16 0.14 0.41 0.02 0.40 0.25 0.17 0.19 0.208 0.004 0.062 0.091 0.0040 1 1
rs2295294 1 9.90 AAAATAAAAGCTCTGTATCTGGAGCTCATCTTTGATACTTCCTCTGGATTTGTTT[A/T]CTGAACACTTACCCTTCCGAGCTCTAAGTAATGCTGCAATGATTGGCTAACCACACGA A T 0.64 0.33 0.34 0.37 0.48 0.45 0.51 0.46 0.39 0.41 0.40 0.053 0.021 0.007 0.015 0.0014
rs6541085 1 10.00CAGGAGCAAGTGAGAAGGTCCTGGAAGAATAAATTGGAATTTAAAAAGAACAAGAC[A/G]AAGGACACAGTGGGGAAAGGGAAAGTTGGAGCAAAAACACAGGGGCAGAAAAAC A G 0.36 0.56 0.52 0.51 0.50 0.73 0.56 0.57 0.50 0.52 0.50 0.009 0.001 0.003 0.031 0.0000
rs912962 1 10.06TTTCTGAAAAAGTACCTCCTACATGGCTGCCTTACTGATGCCCAGGTTCCTTCTTT[A/C]ATCTGTTTTGCTCTTTGCCTACCTTTGCTGGTTGTTGTTGTTCTTCATCTTTCTCTTT A C 0.33 0.56 0.53 0.51 0.50 0.73 0.56 0.57 0.50 0.52 0.50 0.013 0.001 0.003 0.031 0.0001
rs649101 1 10.20GAGCTCCATGCACCTGTACCTCAGGTGTATCTTGCAAAATCGACCATCAACTTT[A/G]TCATTCTATCACCAACAATAGCGTCACAAAGACTACAATGAGTGAACGACCCGTGACC A G 0.36 0.55 0.46 0.50 0.55 0.64 0.28 0.49 0.50 0.47 0.55 0.005 0.034 0.001 0.010 0.0034
rs2506887 1 10.29GGGAAGGGCATCAGATATAGGGCATAAAGACCCTCCTTTTCATCTTCCCATTATT[A/G]GTAGGACACAGTGACTCTTGGCCAAGATGGCTCTGGTGCTCAGTAGGCCTTTGTGG A G 0.81 0.84 0.83 0.87 0.95 0.82 0.88 0.78 0.86 0.79 0.85 0.002 0.000 0.006 0.001 0.0001
rs481453 1 10.38 GCTTCTGAGCGAAGCTGATGGGCTGATGTGAGAAGCTAGAGACACTGCTGTAT[A/G]GAGACATGGCTCCAACCCTGATGAGCCTGGAGGCGACCTCAATGGGCTGGCCCCG A G 0.64 0.86 0.85 0.88 0.91 0.95 0.98 0.88 0.86 0.82 0.84 0.032 0.031 0.007 0.019 0.0001
rs488834 1 10.48GGTCTTCCCAGTACTGTGCCTCTCCCCCGGCCTTGGAGAATCCTTCCTTAACTAC[A/G]TCAGCTACCAGGTCCCAGATGTGCTGGCCACTCACTCATATGGGCCACTCACAAAG A G 0.43 0.73 0.77 0.87 0.77 0.68 0.40 0.72 0.64 0.78 0.77 0.090 0.098 0.003 0.011 0.0005 1
rs7555879 1 10.60TAATCCTCAGAGGGGAGAAACCCAACAAAGCTATTTTCATTTGGAAAACAGAAAA[A/G]GAAACGACCCAATGGGTGAGACAGGGGCAATGCTGGGTGGGGGCCCTATCCTTAG A G 0.21 0.05 0.08 0.02 0.00 0.05 0.28 0.06 0.11 0.03 0.01 0.022 0.044 0.000 0.002 0.0168 1 1
rs718206 1 11.00AATAGTTTTTCTTCCTGTCACAGCTGTATCTAAGGCTGTTCTGCCTGTTGCAGAAA[A/T]GTCTGTTGCTCATTGAGTATCTAGCAGCTACTTCATCTGTCGTGGAGGTCTGGGTTT A T 0.67 0.23 0.27 0.28 0.29 0.00 0.00 0.16 0.36 0.26 0.24 0.127 0.065 0.003 0.065 0.0008 1
rs2179393 1 11.12ATGACAGGCGTGAGCXXCTGCXCTTGGCCGGGAAGGATTCTTTATCTTTGACTA[C/G]GAGTGCTTGATGAAACACCGGGGCTGGGGAAGGGGTGGGAGGATGAGAAGTGGAC C G 0.10 0.49 0.54 0.57 0.48 0.14 0.02 0.18 0.61 0.43 0.53 0.138 0.246 0.114 0.122 0.0000
rs3010218 1 11.21AACTCCTCCCTAGGGAAAGAAGTCTCCTCTGTCAGGCCCACAGCAGAGAGTGATCC[A/T]GCTGCTGCTGAAGATCTTTCTAGAACAAATCAGACCCCACCACTCCCCTCCAATG A T 0.10 0.08 0.08 0.06 0.04 0.00 0.00 0.07 0.04 0.03 0.08 0.000 0.043 0.000 0.043 0.0011
rs4846012 1 11.27GCAGTCAGATATTTGTTGAGACAAAGAAGGAAAAGGAGTCTCCGATGAACTTGGGTG[A/C]GGTATTCAATAGAACTTTCCCCTGGACAAATGAATTAACAGCATTCACAGCAACC A C 0.93 0.33 0.37 0.40 0.30 0.77 0.36 0.78 0.32 0.42 0.39 0.187 0.001 0.091 0.086 0.0003
rs2817594 1 11.33AGGGAGTGCCCTCCTGTTGAGATGAGTCTGGCTCTTTGGCTCTCTGCGATGTAG[A/C]ATAGGGGGAGTAACAGGAAAATCTAGGGCTGAGATGAAGGCGGGGCTAGGGGGTT A C 0.55 0.99 0.99 0.99 0.98 1.00 1.00 0.98 1.00 0.98 0.95 0.140 0.013 0.002 0.013 0.0043 1
rs6685318 1 11.41 ATATGCAGTGTTCTCACAGTAGGGACTATAGAGATAATAAAGCTTGGCAAGATCA[A/T]CTTGGCCATTGGGGATCTTTCCTACATGAGGAGAACGGGGGTAACACAGAGTGAGC A T 0.17 0.11 0.09 0.16 0.11 0.18 0.17 0.13 0.07 0.11 0.07 0.009 0.008 0.007 0.017 0.0021
rs6671723 1 11.68AATGTTCGTCTTTAAAATTATTTCCCCTTTTTCCTTCAACATATCTTTCTCGGAAC[C/G]GAGATTGCTGTCCCAGAATTGTCTGAAGAAAAAGGCTGAAGTCAATAGCTCTTTTGGG C G 0.67 0.61 0.64 0.61 0.68 0.23 0.76 0.53 0.50 0.73 0.64 0.000 0.009 0.000 0.083 0.0002 1
rs3818157 1 11.74 GACTCTTGACATAGGGGTGCTGGCATGGGTATCTGCAGGCAGGTAGGAGTAGAG[A/G]GATTGAGAAACCTGAGATGGAGTTTGGTCCCTGAGCTGCTGTTGCCACCGTGTGG A G 0.50 0.54 0.45 0.49 0.54 0.77 0.31 0.64 0.46 0.47 0.51 0.002 0.008 0.009 0.057 0.0023
rs4644506 1 11.82AGTAGTAAACCCTTTAAATCTAGCTGGGCTCATTGTCTCCTTAGCATCTGAATCTAT[C/G]AGAATGTGGCAAGCCGAACTAATTGCTTGAAAAATTATTATTATTTTGAGACTGAAT C G 0.55 0.74 0.74 0.70 0.64 0.36 0.31 0.45 0.71 0.68 0.70 0.020 0.100 0.076 0.083 0.0007
rs235256 1 12.01TATGGCTTTTAATGAACCTGTGGAACTTGAAGAATGCTTCTCCGCAGGGTAGAA[A/C]AATGCTTTTTCTTTTGTAACTGGTGTTAGTATGGTACCCAATGCTTATGGATCCAAAGC A C 0.57 0.10 0.09 0.04 0.09 0.23 0.34 0.14 0.14 0.08 0.08 0.142 0.053 0.005 0.019 0.0000
rs761162 1 13.73GTGGCTACACAGTTAATGGCGAGAGAGGAGTCTCATTTACCAATTCCCATTTTAGAA[A/C]ATTGCCTGGTTTATCTCATATTACTTACCACTCTTAATGATAATAATAATAATAATA A C 0.15 0.48 0.55 0.48 0.48 0.27 0.03 0.45 0.50 0.47 0.48 0.076 0.164 0.004 0.025 0.0027 1
rs1416633 1 13.85GTGGTGGACTATAACAGAATTCAAATCTTCACCATATTAGCTATCTATTGCTGTATAA[A/G]AAATTACATCCAAACAGAGCAGCTTAAAACAATAACAGATCCTTATCTCACAATGT A G 0.05 0.22 0.25 0.27 0.23 0.05 0.02 0.32 0.25 0.24 0.25 0.041 0.061 0.003 0.045 0.0001
rs2794609 1 14.03TCATCATCTCGGCCCTGACAACTCTACTTTTGAAAACCATGTTTGATTTTTATTGATT[C/G]AGACTGGAACCCGAAATCAATACGAAACTGAATTTTGTGCCTAAAATGGTTTGCAA C G 0.88 0.90 0.87 0.88 0.91 0.68 0.50 0.91 0.86 0.92 0.93 0.000 0.084 0.001 0.032 0.0039
rs7531416 1 14.11ATATTCTGGGTTCTGATGAGATGTGATCTGAGTGTGCTTCAGAGAACATCCGTG[A/G]GCTTCCGTGTTTACTCAGCTATCTGCCCTAAAAACACTTGCTCAGCAGCATGACGACA A G 0.64 0.48 0.44 0.39 0.35 0.27 0.08 0.15 0.50 0.51 0.45 0.009 0.137 0.069 0.031 0.0000
rs3927648 1 14.23GGGTGGTAGTTCCCTTCAATATCTCCAGCCAACCACGTATCTTGAACACTTATGTTC[A/G]TGCCACTGCCCCTAGGATGTAGATTATATGTTGAGTCACATTGTTTGTGATAAAGC A G 0.33 0.46 0.47 0.45 0.66 0.55 0.14 0.53 0.43 0.48 0.49 0.007 0.077 0.000 0.002 0.0000
rs1883661 1 14.37TTAATATAATTCGTGTGTTTGACCTACGC[A/G]TCTTCTTTGAGACAGGCTGTAACTCTCAAATTCGAGCAACTGAGTTTTAATTACGACCTTTATTGTTTCCTTGCACTTCTGGAGC A G 0.60 0.48 0.44 0.46 0.48 0.36 0.79 0.39 0.50 0.49 0.47 0.014 0.080 0.002 0.001 0.0001 1
rs4357518 1 14.44GGACACTTGGCTAGGACTTGGAGGTTCTTTCCCTAACCAGCCTGTGACCAATCGA[A/C]GTAGGCTGTGTACATTTCAGAGAGGGAGATCCATGTGGGCTCCAGCCACGGGGAA A C 0.35 0.54 0.50 0.55 0.52 0.05 0.02 0.23 0.54 0.53 0.53 0.009 0.169 0.034 0.129 0.0000
rs3845596 1 14.55ACACTAAGTTCTTCATATATATTCGGGATGTGCTCAGCTTTGCAAACCAGGACACAG[A/G]ACCAATTTCACCAGTTATTTATCACTGGCACAATTCATGGGCCTTATTAGCTATCG A G 0.29 0.56 0.55 0.62 0.61 0.86 0.85 0.63 0.61 0.54 0.59 0.031 0.039 0.001 0.049 0.0019
rs6429691 1 14.62ACCCACTATGGCGTGCCACCAGCCTTGGCAGAAGGATAAAGTTCAGTCCATCACA[C/G]TGGACCACAACACAGGGTGGAGGGCAGAGGGTGCCGGACCACAGGTTGAGACTC C G 0.62 0.73 0.76 0.78 0.82 0.64 0.79 0.63 0.85 0.79 0.70 0.005 0.005 0.000 0.001 0.0000
rs2871890 1 14.71TGGTTAAGTAGAATTGCCCTTGGTTCCATGGAGTATGCTGGTAATTGGCACAGC[A/G]CTGACCAGAATAGTTCTCAAACATGCCAGCCCTGATCAGGCACTACTGGCATCTGCC A G 0.45 0.36 0.32 0.40 0.32 0.32 0.31 0.28 0.18 0.43 0.38 0.003 0.005 0.009 0.003 0.0007
rs7515649 1 14.80 CTCCAGGAGCCATGAATCAAAAGACACAGGAAAAAGCCTTTTCTCCTCAGAATTATC[A/C]CCTTTCCCTGACTTCCCTTCTGGAGCCACATGATCTGTAACAAACTTTTTTCTGA A C 0.35 0.24 0.20 0.22 0.13 0.14 0.03 0.16 0.25 0.22 0.18 0.010 0.039 0.002 0.006 0.0000
rs488595 1 15.05AGATACATTCTTTGCCCGAGACACTCACACATGCCTGCTCTTCCAAGGACCCT[A/G]CCTAAGAGGCTGCCTTCCAGATTAGGCTCTTGTCTTGCTTTCTCTCCCAAAACTATTGT A G 0.24 0.41 0.47 0.52 0.54 0.14 0.53 0.55 0.43 0.37 0.40 0.040 0.000 0.001 0.085 0.0008 1
rs1007150 1 16.00CCCTTGGCATGGAAACTCTACCTGATCATTTTTGGTGTTGGTCTCAAGGAT[A/G]GGTTACTGGGACTCAGGTCCTTAAGTTTAATGTGCCATGTAAATGATAATAGTAATATGCTT A G 0.48 0.74 0.75 0.80 0.83 0.64 0.33 0.63 0.75 0.82 0.75 0.044 0.131 0.030 0.021 0.0000 1
rs761423 1 16.68ACACCCGCATCATTATCTGGCCACCTAGCCACCCACCTGATGTTTATTCAACAC[A/G]TATTATCCACCAGGCCCACTTCCAGGACACCCTGAGCTCCCCTCCTTGCTACTTTTCA A G 0.64 0.62 0.55 0.55 0.48 0.77 0.49 0.54 0.71 0.58 0.54 0.004 0.005 0.002 0.017 0.0000 1
rs1005753 1 16.83TGGAGGGGTCAGTGCTGGGGGCAGGGAGCATGCAGGACTCTGAGGTGGGAC[A/C]CTGTGCTGACACCGGATGAGTCCCCTATCCTCTCTGCCTCAAGCTGAACTCACACGGA A C 0.33 0.64 0.59 0.63 0.70 0.82 0.80 0.64 0.71 0.53 0.56 0.024 0.041 0.001 0.043 0.0005
rs3766306 1 17.35AAAGAAAAAAAATACTGGCAAAATAAAAGAAACAAATTATTCAAGCCCCAGGGGAAC[A/C]CAGGCATTCAAATAAGATTTCAAATGACTCTTCTTCCATTAAAACTTTTGCTGCAGT A C 0.07 0.16 0.15 0.20 0.18 0.14 0.00 0.14 0.18 0.07 0.16 0.006 0.138 0.015 0.046 0.0000 1
rs1578215 1 17.50CTGCCCAAGCCTGTCCTGAGTGGTGTCTTCTGACTTTCTTGCACTGTCGAGGGGAC[A/G]ATAACCACACAAATGACAACAGATGCCGGCCTGGGAATGGAACAGCATTTCCTAA A G 0.10 0.13 0.08 0.11 0.11 0.14 0.36 0.00 0.18 0.06 0.08 0.001 0.039 0.049 0.000 0.0005
rs477558 1 17.60 GGAGAGGGGAACAGGGATCTTAGGGCCGTGGAAGTATGACATTTGTGCCTAAAGG[A/G]GCTTTGTTGGCACAGACTGGGCTCAATGCGGGAGCAACGGACGCATTCAGCAAA A G 0.45 0.55 0.56 0.63 0.48 0.73 0.98 0.58 0.36 0.55 0.53 0.006 0.163 0.001 0.017 0.0009
rs223201 1 18.06ACCCAGCATCTCATTCCTTCCCGGTACTGCACCCCACTTGCCCCTTCATTACAC[A/G]CCCATGGTTTAGAATCACTTCTTTGCAGAATGTGGAATGATGTATTCATCTACATTTTG A G 0.33 0.17 0.17 0.22 0.16 0.05 0.04 0.13 0.19 0.11 0.15 0.010 0.048 0.006 0.034 0.0019 1
rs872355 1 18.25GGCCTGGGGCTCTAGAGCTGGGCTTCAGGAAGAATGTGGTCAGGGCCATCAGG[A/G]TGGAACAAGGTAGCTCAAGACCTTGGAAAGACACCCTGAGGGCACAATCGTCCTTG A G 0.23 0.30 0.33 0.41 0.33 0.18 0.29 0.21 0.43 0.43 0.33 0.003 0.001 0.003 0.007 0.0000
rs766325 1 18.39GGGCGTCCCCTCAAACCCACCAGCAAGGAGCTCAGAGTTG[A/G]TGAGTTCAGAGCTGTATCAAGTCTTGACGGGCTCCCTCCCTCCCATTTCCCACCTCTTTGGGCCCCCAGA A G 0.50 0.49 0.52 0.52 0.57 0.18 0.42 0.48 0.64 0.48 0.56 0.003 0.000 0.001 0.039 0.0020
rs485874 1 18.51CCTGAAGTTCCATGCTTTTAAGAGCTGGGACCTTGGGAGGATGATTCAAACCCTC[A/G]ATTCCTCCTCCCTGGGAACTTTTTACCACCTTTACCTATTTATCAAAATCATATTCAT A G 0.33 0.48 0.43 0.54 0.37 0.59 0.61 0.38 0.46 0.34 0.39 0.001 0.023 0.000 0.021 0.0000
rs942182 1 18.95GCAAACCAGCAGCTACCTAGCACAAAGAAGCCAAGCACAATGCTTAAGAATAT[A/G]CCACTGTAGGGAGACTTAAGGAAACTCTAGACTCTGCTACAAGAGGCAGCAGACAGC A G 0.10 0.15 0.18 0.18 0.11 0.00 0.17 0.01 0.11 0.15 0.17 0.012 0.001 0.072 0.072 0.0005 1
rs214348 1 19.15TGTCTCAAGCTGAGCCCTTCATTTCCGGCTAGCGCTTTGTAGGAGGTTGCTCC[A/G]AAAGACCAACTGGAGCCCTGGTCTGCCAGGCTCAGGAGGGATCAGGGTGTAGGGAG A G 0.19 0.38 0.36 0.34 0.36 0.64 0.52 0.27 0.43 0.38 0.32 0.037 0.003 0.015 0.018 0.0030
rs214346 1 19.15CAAGGTTCTTAAACCCACCCAGATGCTTATGGGAGCATCTAAGGTAGAAGGGC[A/G]GGCAAGTTTGCTCAGGGGAGGCAGTACCTTCCAGTCCAAGTCCAAGTTTGCCTTAGA A G 0.45 0.43 0.41 0.34 0.39 0.64 0.52 0.27 0.43 0.42 0.36 0.000 0.001 0.020 0.013 0.0028
rs1266438 1 19.57CCACAGCTCCCGTCCAACTTCTTCCCACCAGCTCCTCTCTGCCAGGGCTTCCCT[A/C]TTATTGCATAAGTGGCTTCTTCTGTTCTCTAAACTGGGGAGACGCTTTTATGCAGTGA A C 0.69 0.48 0.49 0.56 0.46 0.86 0.49 0.56 0.57 0.42 0.44 0.025 0.001 0.009 0.100 0.0010 1
rs951805 1 20.53TGCTTTGGGCAACACTTCACCACAGCCATCTGCCAGCCTTGAGTCCAGTGACAAGA[A/G]GGAACAAGATGGTTTACAAGTCACCCCTATTCTCTGCAAATCCAGTTTATTAAACT A G 0.17 0.34 0.38 0.38 0.55 0.00 0.24 0.34 0.25 0.36 0.37 0.022 0.006 0.000 0.138 0.0002 1
rs213006 1 21.15AGGAAGGAGGCTCTGAAAACGTTAATAACGTTTTCCCTCTTCCCAAAATGGACATA[A/C]ATCTGTCAATTCAGCTAAATACAGAATCACATCAAAGAGTTTCCAATGGTTAATATC A C 0.62 0.65 0.65 0.67 0.77 0.73 0.68 0.61 0.69 0.65 0.67 0.001 0.008 0.002 0.017 0.0015 1
rs861212 1 21.40TGTTTATGTGTCATCTCAACTTCCCTTCCTTATCTCCTCCACACTGGGAGTTT[A/C]CAGGGGCCTGAGTTCCAGGAATTTTTGCTGACAAAGCTGATCAATGCTGAATATGCCTG A C 0.23 0.47 0.53 0.56 0.50 0.82 0.74 0.59 0.43 0.43 0.43 0.036 0.036 0.012 0.071 0.0041 1g

rs4654786 1 21.98TCGAGTGGGTGAAAGAATGAGGATTCCACCTCGTAGCACTGAGCAGTCGCAGTGG[A/G]CCAGTGTGACTTAGAGAAAGCACTGTGGCAATTTGTGAAGGAAGAACTGGAGGG A G 0.43 0.36 0.34 0.35 0.29 0.45 0.54 0.49 0.32 0.38 0.32 0.004 0.021 0.022 0.009 0.0000 1
rs2473237 1 22.06TCCCTGTGAGTGGCATGGAGAATGTAAAAGTCAAGCCTGAGAGTGGAGACAGGCAG[A/G]AGTGGTCAGTAGCTCGTTTTTAGGGTTTGCTACCCCACATCCCCCTCATCTTGC A G 0.08 0.21 0.22 0.20 0.18 0.27 0.25 0.24 0.29 0.20 0.18 0.023 0.001 0.000 0.001 0.0019
rs6426747 1 22.11AGTCAAGTAACCTCCCCACAGTCTCACAGGAAAAGGGTGGGGCTGGGATTTGGA[A/T]CCTGGTTTCTCTGATTCTAGGAGCTGAAXTCTTGCAGGGATCCAGGCAGCTCCTGG A T 0.19 0.20 0.18 0.28 0.23 0.00 0.00 0.05 0.29 0.26 0.33 0.001 0.062 0.008 0.062 0.0156 1 1g

rs116119 1 22.69CCCTTTAATAGAATTATGCCTTTTGCCATGTTACTTTTCAACACTGCCCACAAA[A/G]GTAGGCAGAGTATATGTCTCTGTCTTATGGATGTTGAATTTGTCCACATGACTTGTGTTG A G 0.31 0.52 0.51 0.46 0.46 0.27 0.68 0.42 0.46 0.48 0.48 0.015 0.021 0.001 0.028 0.0002 1
rs1555024 1 23.26CACCAAAGACATAATGTGTGGAGGTTGCCTCTGAAGAGGTAGCATCTGGAAA[A/G]TTGCCAGAAACCAGCACCACTCTTCCTCTTCTGCCTTGCTGTGGCGGTGTGGGGCTTG A G 0.29 0.66 0.68 0.65 0.73 0.45 0.78 0.49 0.75 0.64 0.69 0.072 0.005 0.026 0.025 0.0001 1
rs874515 1 23.35AGATGAGAGATTCAGGACCATCAGGACAGACAACCATATTGCTCCATTCCCCA[C/G]CCCACATACACCCTGACTCTCTTCATCAGGGCCAGGGGCCACCTGGTCTTACAGTGG C G 0.88 0.74 0.67 0.76 0.63 0.73 0.78 0.82 0.64 0.63 0.63 0.038 0.012 0.020 0.002 0.0011
rs4237 1 23.58 CTAGGGCGCTGTGGAAATTGGGTCTTGGGCTGGGTGGCATCTGGCAGTCATGG[A/G]TAACACTTGCTTTTCCAGTTAATGTGGCCATGTGATTCCAAGTGTCATGTTGCTTTGT A G 0.65 0.54 0.58 0.67 0.46 0.59 0.70 0.75 0.68 0.66 0.54 0.009 0.021 0.029 0.004 0.0001

rs196395 1 24.18 ACTAGAATCCTAATCTCTAAAGGAGATGATCAGATTTTGCACGGAAGCTAGA[A/C]GAATCAACCTGGAACAGATCACTCCTGCCCTACCTGTCCAGGCGGCGGACAGAAGCAG A C 0.21 0.49 0.54 0.53 0.45 0.27 0.68 0.51 0.46 0.58 0.51 0.068 0.010 0.000 0.037 0.0004 1
rs742230 1 24.60 ACAGCAATGACCTGGTTTTCCTCCCTTCCTTTTCTTGGTTCACACCTTCAGCCCT[A/G]TTGTTAAGAGCTCTGTGGTGTTACTGGGTGCATGTCTTTCATGGAAAGCCATCTTCC A G 0.45 0.46 0.57 0.63 0.50 0.68 0.60 0.60 0.50 0.47 0.62 0.006 0.001 0.003 0.009 0.0009
rs718391 1 25.73 GGGGGCTTTGAAAGAATGGAAGAGAGCCCCAAGGAACCAAGGTCCTGGGGATTGA[C/G]AGGCATGAAAATATGTCCTCAACACCACCCACCCCTATTTCCAAGGCCCTCCTC C G 0.52 0.54 0.45 0.48 0.48 0.27 0.14 0.29 0.32 0.42 0.46 0.004 0.064 0.020 0.022 0.0003 1
rs1466286 1 26.48AAGGTGAAGTCAGGCACTTATCAAGTGGAGACAGAGATTGGAACCCAACCACAGACA[C/G]AGGTAGGCAGCAAAGAGAGACAGCGGGAGAGTCAGCGAGCCCCAAGCAGAC C G 0.24 0.31 0.27 0.20 0.20 0.86 0.45 0.52 0.18 0.29 0.26 0.003 0.014 0.029 0.168 0.0001 1

rs6565 1 27.82 TAATAAATGATACCGTTCTCATTCATAGAGAAGCTCAGGTGTCATTTTTATTCT[A/G]TGGTTTTAAAATGAAATAATCTTGGTTAGTCACTTACAACTTTGACGACTTTAACCACCT A G 0.40 0.59 0.65 0.68 0.55 0.50 0.38 0.71 0.75 0.59 0.65 0.021 0.021 0.006 0.003 0.0001 1
rs6564 1 27.82CATTTCACCACCAGCTTTTGGGGCCCAAGGTCCTAAGGTTGTGTTCTTGAAGCCAA[A/G]TTCCCACATTAATCCATGTTAACCACATGTGGTTAAACCCCTGTTTACCATATACAG A G 0.60 0.41 0.35 0.32 0.45 0.50 0.63 0.29 0.25 0.41 0.35 0.019 0.020 0.006 0.003 0.0001
rs8559 1 28.17 CTTTCACTAGTTGAGGAGTAGAAGAGGATGACCAGCTAGACTCCCATGGAATTGG[A/G]ACTCCTATTCCTTGCTTAGACATTACGGGTTATGCTTTGAGATCTCTTTGGGGTGA A G 0.43 0.58 0.62 0.63 0.55 0.91 0.78 0.74 0.61 0.66 0.74 0.010 0.024 0.004 0.068 0.0086 1 1

rs204057 1 28.96ATTTTTAAAATGAGCTATATCACCAACCCCAAATAGTGTTAAATGTAACTTTTATACTGCAACCATAGCATCA[A/C]CCTAAGGGAAAAAAAGGAGTTTCATAACTCTAAAGGAAGG A C 0.50 0.16 0.22 0.26 0.20 0.86 0.61 0.49 0.36 0.24 0.23 0.063 0.160 0.050 0.294 0.0003 1
rs2007350 1 29.33 ACAAAGAGCCCCCCTGGTCCCCCAGCGATCTCTCTCCAGGACTCTCTGAAGGCTC[A/C]TGATTAACAACTCCTCAAGGCCAGGCCCAGCCAGATTCCAAAACTCAGGCCTGGG A C 0.68 0.33 0.42 0.35 0.43 0.68 0.69 0.50 0.32 0.45 0.45 0.026 0.027 0.003 0.020 0.0000
rs1886651 1 29.39AGATCATGGAGGCAGCATGTTGACACAGTTGGGACATAAGATCAAAGCAACCC[A/G]GATAACTGGGTTAACACATGGAAGACAGCAGCGTTGGAGAATCACCTGATTTTCAGTG A G 0.26 0.52 0.52 0.41 0.44 0.41 0.16 0.43 0.46 0.54 0.49 0.063 0.116 0.033 0.016 0.0038
rs722497 1 29.67GGCCATCCAGCCCCCACCACAGAGCCCGGAGATAACCAACAGGATGAGGACTGA[A/G]CCAGAAACGGGGAGGCAGGAGATGAATGATGTATTAGGCCTCACAGGAGGCACA A G 0.67 0.33 0.45 0.39 0.41 0.27 0.06 0.27 0.46 0.37 0.44 0.016 0.126 0.042 0.031 0.0007 1
rs895786 1 29.81AACTCTAGTTTCTAATCCTTTTTGCAATTTGAAAAGTGGTTTATTTGGTCCCTGCA[A/G]ATGGAGGTACACTATTAGCTCTGCTTTGCTTTTCCCCTATCTTAACGTGGAGGATGT A G 0.19 0.26 0.31 0.27 0.18 0.45 0.03 0.31 0.32 0.43 0.32 0.003 0.059 0.003 0.018 0.0006
rs1015099 1 31.00GGGTCCTCATTTATACCATTTATTAGATACATTTGTTCTTTGATTCAGCAAAT[A/G]TTTGATCCCCAGGCACTGTGCTAGGTTCTGAGGTCAAAATTAGGATAATTACTCTTCTGAG A G 0.36 0.17 0.17 0.16 0.11 0.50 0.06 0.33 0.21 0.15 0.13 0.047 0.002 0.062 0.107 0.0003 1
rs1039630 1 31.38CCAAAGGTCTCCAGATGCTTTCCTTACAGATGTCCAGGGTCTTCTGTGAGTGT[A/G]TATGTGGGCAGTTTGTGTGTGTTGGGGAGGGGGGGGTGTTTAGGTATATGTGCACAGA A G 0.60 0.64 0.60 0.62 0.50 0.45 0.51 0.27 0.61 0.58 0.58 0.000 0.001 0.050 0.007 0.0001
rs1320580 1 31.48CAACAGGATCTTCCTCCAGCTCTGCAGCAGTTGTCTCCTAATGTGATGGGTT[C/G]GTGTCCGGGCCACACTGCTTTGTAAATATCTTGACTGTTTCTCCCGGCCAGTGAACGTC C G 0.76 0.55 0.57 0.57 0.43 0.32 0.27 0.43 0.29 0.64 0.59 0.027 0.044 0.010 0.025 0.0002
rs726344 1 32.84CCAGAGGTAAAAGGCCTGTGGAAGTGTCCAGCCCCAAGAAGCTGAACCTCTTCT[A/G]AGGGAGGGCGAAGGCAAGTACTCATCTAATCCTATAAGGCAGCTAACAATATGCTG A G 0.24 0.12 0.11 0.09 0.14 0.00 0.41 0.07 0.11 0.10 0.08 0.033 0.103 0.002 0.018 0.0006 1
rs760594 1 32.96GTTTGGCCGTGGCATGACCTTGAACCCAAGATACTGTGGCCATGCCAAGTATTTTGTAAAGTTTGG[A/G]CTGTTGGACAGTGGAAAGGCCAAGTGCTGTGGAGGAATGAAGAA A G 0.71 0.71 0.74 0.83 0.75 0.64 0.27 0.84 0.64 0.74 0.78 0.000 0.105 0.018 0.003 0.0007
rs536766 1 33.94GATCCTGAGATGGGCCTTATCTGACTTTCAAGCTCATGCTCAAACACTTGCC[A/G]GTATTCTCCTGCAGTGTGCTTTGTGTCGAGCCCTGTGCTGAGATGAGTAACTCTCAGCC A G 0.50 0.57 0.57 0.46 0.58 0.36 0.68 0.39 0.64 0.58 0.56 0.001 0.007 0.010 0.016 0.0004 1
rs899378 1 34.02TGGTAATTGTTATGAGAAAAATAAAGCAGAGCAACTGGCAGAGTATGACAAGGC[A/G]CAATCAATGGAACCTTTTTGGGAAGTGATACCTCACTTGTTTTCACATGTCAGTCCCT A G 0.50 0.58 0.58 0.45 0.64 0.09 0.29 0.32 0.68 0.60 0.62 0.001 0.030 0.008 0.114 0.0019
rs491603 1 35.96AGACCTCCAGTTTCTACAGATTCTGACAATAAAGAGTCACGTATGCAACATTTTTGC[A/G]GTCTTTCCTTCTTTGGTTCTAAAAAGACTATTAAAGGACTAACTTAAGAGATTTTTG A G 0.50 0.22 0.15 0.13 0.18 0.68 0.82 0.32 0.29 0.24 0.16 0.078 0.239 0.027 0.146 0.0004 1
rs1331331 1 37.23 CCGAGCTGGGGAATCAGTCACCCTTCCTTGGTGAGGGCAAACATTCAGGGAA[A/G]GTAGAAGGAGGAGGTCCTGGGAAGGGGAAGTGGCAGGAAGTAAAACAAATGGGAGC A G 0.31 0.29 0.33 0.37 0.36 0.05 0.03 0.46 0.27 0.38 0.38 0.003 0.121 0.002 0.100 0.0006 1

rs6619 1 37.46TTGGCTGCCAGAGGAACACAGTAAATAACTCCCA[A/G]GTGTCTTGTTGGAAATTAATCATGTGGAAATTATCACTTCTTTGGTGCAATAATGCCTTCCAGTTGGGCCTTCAGCTG A G 0.71 0.53 0.55 0.56 0.68 0.64 0.22 0.71 0.61 0.61 0.69 0.015 0.072 0.010 0.003 0.0084 1 1
rs589927 1 37.60GTACTCTTGGTAGAAGTAAAAATTGATACTGCTTTTTTGGAGGCTGGCATAAGC[A/G]AGGATATTCTTGCAGCATAAGTTAATACCTTCCAAAGAACCTAGTTGACCAAATAGGAG A G 0.52 0.52 0.44 0.48 0.48 0.77 0.59 0.50 0.54 0.46 0.45 0.015 0.029 0.019 0.105 0.0018
rs649593 1 37.64TGCTTCATCACTCCTCTCGCCTTTGTGCTCAGGCCTTTTCTGGGAGCTGCC[A/G]TCTCAAAGTGAATTTTGGCTGAGAAGCGCCCCCGGGGGATAGGGAAGAGCACTCTTCCT A G 0.24 0.35 0.33 0.38 0.39 0.68 0.39 0.40 0.18 0.43 0.38 0.008 0.000 0.006 0.064 0.0033
rs999918 1 38.89 TAAGTGGCTCCTGGCTGGGAAGTAGAGTAGGTTTCTCTAAGGAAAATGACACCTGCTCACCACCC[C/G]CCCCACTATACCACATTGTTGTTAGGCTATCATATAATGATAAGGT C G 0.21 0.39 0.46 0.39 0.43 0.05 0.02 0.14 0.39 0.34 0.44 0.028 0.144 0.070 0.121 0.0005 1
rs661316 1 39.04TAGCTAACAAGCATACAATACCATTTTCCCCTCATCCTTGATTTTGTTTTCTT[A/G]TCATGTAGGCATTAGTATTGAAAGGTTAAGGCCTTCATCCTCACTATGCTGCTGTGGTTTC A G 0.48 0.26 0.25 0.31 0.30 0.23 0.16 0.14 0.21 0.24 0.24 0.032 0.006 0.017 0.002 0.0001
rs1046988 1 39.63 ACCCTCGGTGCTGCCTCCTCTGAGGCTGGCAGTTCCTTCCTGGATATGCA[A/G]GGTCAAGAGCGGAGGGGGAAGCAGAGAGAGTGCCGCCTCACACGTACTCC A G 0.14 0.37 0.41 0.28 0.41 0.23 0.17 0.32 0.39 0.28 0.30 0.029 0.021 0.000 0.008 0.0027 1
rs209598 1 40.28TGTTTTAGGTTCCTCAAGACCTAACATCTTCATAGATTGTTTGTTTCATTTTAC[A/G]TTTTCAGAACCATTGAACGGTAAGCAGGAAGGGACCTAAAAATTACTGCAAATCATCTAC A G 0.36 0.49 0.48 0.41 0.48 0.50 0.11 0.48 0.21 0.44 0.42 0.012 0.081 0.000 0.000 0.0038 1
rs736861 1 40.34GAAATGACAACAGACTATCATTTAGTATCAGATTAGTGTGTGTATATGCCATAA[A/G]TTATTTCCTTAGCAATTCCTTTAGTATTTTTGTTGCAATAATTCTTTAAACGCTACATTTG A G 0.88 0.64 0.63 0.65 0.68 0.64 0.25 0.44 0.64 0.56 0.57 0.037 0.087 0.038 0.000 0.0025
rs883062 1 42.02AAGCCTCTCTCCAGAAAACAGAGACATGAAGTGAATGCCAATGATCCCCACACCC[A/G]TGAGGAGGGGGATGCAATTATAGAAAATTCTGCTTACAGTTCAGATTCAATATTTGG A G 0.17 0.54 0.52 0.62 0.57 0.36 0.47 0.45 0.57 0.55 0.58 0.055 0.000 0.005 0.004 0.0008 1
rs1016544 1 42.46GCTTCTCTGTCAAGGATACATCCAAACTTTTGAACCTGCCACACAATTTAAGAA[A/G]GGGAACATTTCCAATACTTGAAGCCCATTGTGTGACCCTCTTTGATTATCCCTCATCCC A G 0.50 0.46 0.46 0.50 0.50 0.23 0.35 0.28 0.50 0.41 0.40 0.001 0.007 0.031 0.028 0.0024
rs710249 1 43.28CAATGATGTGTCATTTGGGATATAGAAGGCAGGTCCTGGGAAGAAAGGGATACTTC[C/G]CTGATCCTTTCCTTTTCTTTCCATCCTAATTTTCAGCTTCAGTCTGAACAGGAATTG C G 0.31 0.47 0.42 0.43 0.30 0.00 0.32 0.11 0.46 0.40 0.43 0.007 0.004 0.035 0.176 0.0000 1
rs270706 1 44.46AATTCAAAAGAGAAACTGATATTCATCATTTTCTCTTTTTCCCCTCTCATATT[C/G]TCTTGAAAGCGCTCTGGCTGGGATTGACAAGCGTTCCCTTTTTGCCAGTTCTGATGGTTAA C G 0.26 0.49 0.52 0.39 0.57 0.59 0.45 0.51 0.43 0.58 0.51 0.033 0.010 0.000 0.003 0.0002 1
rs7903 1 45.39CTAAACAAAAATAGGTGTCCAAGTAGTCACACTGAGACTTTAACTGGTAACCCA[C/G]CCTGTGGCGTCAGTCGCAGTGCTCTGGCCAACACTATAGCAGGGCTTATTCTTCTCC C G 0.40 0.42 0.44 0.50 0.48 0.64 0.60 0.47 0.46 0.57 0.55 0.005 0.008 0.001 0.018 0.0043 1 1

rs785495 1 45.96GTGTAAGACTTGACTTTTAACAAGTAAAGTGAGCCATCAAGCCTTATTAAAGATC[A/G]ATTTCCACATTGCTTGCCCATATATGTTGTATGTATTGTTCCTTGTGCATATTTGTAAAT A G 0.48 0.59 0.56 0.55 0.46 0.27 0.38 0.59 0.50 0.41 0.53 0.003 0.018 0.006 0.048 0.0004 1
rs1707302 1 45.97TAAAAAATGTTAGCTCGGGTGTCCTGGACCACTTCCAAGTTGGAGAATTATATTTG[A/G]CCTGGGTGTGGATTAAATTCAGCTCTAAGCACTCAAGCTCCTGGGTCACAACCTGC A G 0.29 0.37 0.30 0.38 0.29 0.18 0.38 0.48 0.29 0.23 0.34 0.001 0.000 0.015 0.021 0.0000
rs911903 1 46.98CCCAATAATTATCATATAACGCACAACATTTGAAGCCTCCTGGTATGTGAAATATAAAACACACTTGAAATAGCT[A/G]TTGAGCTGGAGAGGAAAACTCCAGAATGGCTGCGGTG A G 0.60 0.65 0.68 0.67 0.79 0.00 0.53 0.22 0.54 0.67 0.67 0.008 0.015 0.153 0.370 0.0020 1
rs1561573 1 47.60 AGATAAGAACCAGAGTCCTCAGCCTCACCCTGAAGTGTCCGCTAGACCCTTC[A/G]TGACCCAACCCTGCTGACCAGCCACGTCTCTCATGTCTCTTACCCTGTGCCTGGCCAG A G 0.52 0.54 0.49 0.40 0.46 0.68 0.68 0.25 0.42 0.49 0.52 0.000 0.012 0.052 0.013 0.0001 1
rs926979 1 48.06GCCTCAATTATCCAGAATATTCTCTCAGAGAGCTTCCGAGAGTGAAGGATGTCCTC[A/G]TGCTGTCAGTCCTACATGAAGTGAGGCCTGTCCTATCCCTGACCCTGTTCAGGGAG A G 0.74 0.34 0.37 0.28 0.41 0.10 0.07 0.35 0.50 0.36 0.27 0.047 0.125 0.019 0.097 0.0123 1 1
rs1934405 1 48.62AATCAAATTGAATATAACAGACTGAACAATGCT[A/G]ATGATAATCCAACAAGCATCCTAGAATGATTCCCGCCAAATGCTGTCCCCTTCAATAAAACTCTGTGGTCATGGGTCACA A G 0.10 0.24 0.23 0.23 0.25 0.45 0.28 0.22 0.14 0.23 0.24 0.019 0.005 0.001 0.038 0.0003 1
rs1502856 1 50.24AGTGTGAACACCATAAAGATTCAGAGAATGATTATAAAAGAGACAAGTAAC[A/G]ATTTGGGATTAATATCTCCCATTTTTACATGAACTGCACCATGCATACCAAACAAAAATATTG A G 0.48 0.49 0.54 0.46 0.52 0.82 0.95 0.76 0.54 0.42 0.51 0.002 0.136 0.031 0.054 0.0012 1
rs1278530 1 50.26GGCAGACGGCGCTCTGATTGGCCGGGCCCGCGCCCGGGGAGCCCCGCATTCT[A/G]CAGTGTCCGAAAGATTCGAAACTCCAAAAGCTCCACTGCGTGCCTCTGGGAGGGGA A G 0.60 0.51 0.47 0.58 0.52 0.18 0.05 0.23 0.46 0.57 0.51 0.006 0.155 0.041 0.067 0.0017
rs1065754 1 51.24CTGTTTCTTGCTGTAGACGGCTCAGCTCTTCTCTAGCTTTTGCCAATTCTTCTTC[A/G]TAAGTGGAGATCTGCGATTCCTGACTAGTTAATTCAGCTTTCAGAGAAGAGATCAGTT A G 0.95 0.73 0.65 0.61 0.71 1.00 0.95 0.77 0.75 0.57 0.64 0.079 0.109 0.008 0.164 0.0002 1
rs1242330 1 52.77CTGAGTCAGTGACCACTTCTCCATCAACTTCAGAATCTTCCAAAAATCTTCCGAT[A/C]TATCTCAGCTATTGTTTCCTTTCCTACTCACTTTGCCCTTGTGGATTAATATCATTTTCT A C 0.81 0.41 0.45 0.40 0.50 1.00 0.93 0.56 0.46 0.46 0.49 0.065 0.132 0.001 0.230 0.0019 1
rs1288588 1 53.24 GGTTAATTGCTGTTCACAGTTCTGGAACTGCTTTCTTCACCTGCAGAGCCTCT[A/G]AACTAGTAGGAGATTGCAGGGATCGCTGATGATTTCCACCTGGTTATTACTCTATTCAT A G 0.14 0.39 0.38 0.39 0.36 0.50 0.29 0.35 0.39 0.43 0.44 0.024 0.001 0.000 0.012 0.0028
rs731828 1 53.74GAGGAACAGGCCCTGCCCTCAGGGGACAATGAGTAGGGGGGTTTGGGGGTATGTGGACACTTA[A/C]ACAGGCCATGTCACAGTGCAAGACTAGCCATGCTCCAATAAATGTA A C 0.65 0.54 0.59 0.59 0.71 0.64 0.77 0.52 0.57 0.70 0.67 0.001 0.011 0.008 0.000 0.0038 1
rs1537323 1 53.85 TGCCCTGGCTTGGCCCACATTTGATCAATGACGAAACACACTCAGAGAGGTAG[A/C]TTAAAATACCAGCTATAAAGAATCCATCCCCAGTTAGGTGCCTGGCACTGCATGATCT A C 0.53 0.60 0.54 0.62 0.46 0.45 0.30 0.65 0.61 0.48 0.57 0.003 0.056 0.002 0.014 0.0006
rs628667 1 54.62GCCTGGAACAGTGTCTGGCACAGAGGAGGCTCTTAATGAATATTTGCTGAATGAAT[A/G]AATGAACTGAGCACCTACCATATGCTAGCTCCTGACTAGAATATGTTCTTTCAGAC A G 0.60 0.73 0.79 0.73 0.73 0.45 0.73 0.70 0.75 0.75 0.77 0.036 0.003 0.009 0.079 0.0017 1
rs890576 1 54.82ATGTCCACTAGAGGAAAAGTTGACATTTGCTGTGCACCCACTGTGTACCAGGCACT[C/G]GGCTAAAGCTCAACATACATATCTCATTTAATTTTCCCAAGTGTCACCTGAAGTAG C G 0.50 0.18 0.21 0.15 0.20 0.36 0.03 0.26 0.39 0.20 0.26 0.037 0.030 0.004 0.020 0.0002
rs1557061 1 56.12 TGCTGTTTTTGCTAGTATGCGTAATCACAAAGACTTTAAATTGCTGCAATTTAT[A/T]TTTTGGAAGATGTAGCAAAGGTTCTAGTGTCCGTTTCTAACATGGTGGCATTGAGAAGC A T 0.29 0.45 0.44 0.49 0.39 0.68 0.61 0.32 0.43 0.32 0.45 0.004 0.042 0.000 0.061 0.0010 1
rs875153 1 56.27CTGCCTCTGGTTTCTATGCAGTAGGTGCTGTTTAAAGTTTACTGGAGGAAAGA[A/G]TAAGTACACCCTGATGGGGGAGCTTCATAGTGGGTGTGTTTCAGGAGAACTCTGGAGC A G 0.67 0.51 0.47 0.65 0.41 0.32 0.83 0.33 0.64 0.43 0.41 0.022 0.094 0.005 0.011 0.0017
rs725330 1 56.78TATGCTACAGGAAGTAAGGTACTAAGGGAAGATAGAGGAAAATGCAAGGATAAAACATACAGTCTAC[A/G]AGGAACAGTAAGATACACACACACACACACACGTAACTATCTTA A G 0.36 0.52 0.49 0.43 0.52 0.32 0.36 0.34 0.54 0.49 0.49 0.014 0.011 0.013 0.022 0.0003 1
rs927612 1 57.60 GGAGCATGTACCATGCAGCAGGCCCTCTGCTATGAGCAAGAGACAAGTAAG[A/G]TACAGCTCCCTGTAGGTGCTCCTGCTGGAAATGGCCCCACAGACACAGGGCTGTAGGT A G 0.57 0.57 0.60 0.59 0.45 0.50 0.89 0.47 0.54 0.46 0.52 0.000 0.051 0.001 0.007 0.0037 1
rs697590 1 58.30TGTTGTCACATGCCAGCAGTTGAGTCTTAATCTATTGTGGCTTTTACTGCACC[A/G]AGTAGCAATTATTTATTTTTATGTTTGTTTCTATTCTCTTTCTCTCCCCAACCCTCACTGG A G 0.29 0.54 0.58 0.48 0.59 0.45 0.59 0.50 0.68 0.62 0.53 0.029 0.004 0.002 0.001 0.0013 1
rs331635 1 59.04ATGGAAAAAAATAGCATGAGCAAAGGCAAAGGTGAGAAACAGCATGGCATGGTC[A/G]GAGACTTACAAGTAGCTCAGTGTCTGCTCAGTGTAGTGGAGGGAAATGGAAAGGAA A G 0.55 0.37 0.42 0.40 0.38 0.23 0.21 0.32 0.32 0.41 0.33 0.005 0.039 0.023 0.034 0.0057 1 1
rs1501225 1 60.27AGCTTGGAGTATGAGTACATAACCTGGTTTAGACTGGTCAGTCTTGGGAATTT[A/T]GCTAAAATTTGGGGAGAATATGGGTATCTTTTCCATAGGGTCTCTAGAATATGTTTCTGG A T 0.31 0.34 0.31 0.41 0.36 0.00 0.01 0.04 0.32 0.43 0.33 0.000 0.089 0.055 0.112 0.0006 1
rs191088 1 60.62AGGTTAAGTAACTTACCCAAGATGTACAACTAGTAAGTGACAGAGTAACAAGCTCTT[A/G]AGCATGATGTTTTTAGCTAATGTAACAAGGGAAACCATGCTTGAGGGCAGACAAA A G 0.33 0.37 0.35 0.29 0.39 0.32 0.21 0.18 0.39 0.33 0.28 0.000 0.011 0.028 0.002 0.0046 1
rs1877734 1 60.65ACATCTCATGCAAACACTCATTTCATTGTGGAGGAAGATAAAAAAGAGGCACCATGG[A/G]GCTCACAGATTCCAACTTGGTTTTTAGAGATGATGAGGAATAACTGAATGGGCAA A G 0.31 0.52 0.43 0.54 0.34 0.18 0.03 0.15 0.54 0.47 0.46 0.001 0.086 0.020 0.012 0.0027
rs7521242 1 61.17GTACACTGTGGCCAGCCTTAGAGTCTTTGGGTGTGAAAACCACTCTCAGTTACCC[A/G]GACTGATTTTTGGTTCCTGTTGCAGTGCTGCAGAATCTATTAAAATCCGGCAGCTGA A G 0.38 0.48 0.50 0.49 0.48 0.55 0.83 0.63 0.54 0.45 0.49 0.001 0.103 0.034 0.010 0.0005 1
rs2474386 1 61.24AGTCCTCCTTGCTGGTGGCAAAAAACTTGTACTCGGTACCCTGCGTCTGATGGAAT[A/T]GTCACTAGTTAAGGACAGAATGTGATATTTCCCAAACTAGGCTGAGAATATACTGA A T 0.69 0.74 0.71 0.77 0.73 0.41 0.49 0.69 0.71 0.65 0.77 0.000 0.023 0.000 0.040 0.0021
rs991191 1 61.89CACTTGGAATAGTTGTTCCTTCTATGGCTACCCCTTAATGCTTTAATCAGAATGAC[A/G]GCATCATCCTCATTAACAACGATTCACTCTTTGACAGTGACTTCAGCGCACTCTGGT A G 0.50 0.65 0.60 0.48 0.64 0.68 0.85 0.65 0.57 0.63 0.62 0.002 0.043 0.014 0.006 0.0011 1
rs622687 1 63.61AAGCTAGAGTAGCATTTTCTGAGGATGATTTCTGAAACGGATCCTATAATGTGGTC[A/G]TGCTAATCTGAAAGCTCCTGGGGGTAAATAGAGCTCCTAATTGTAATTAAGATGTG A G 0.13 0.13 0.10 0.05 0.11 0.00 0.18 0.04 0.04 0.07 0.08 0.000 0.003 0.044 0.044 0.0011 1
rs1926304 1 64.53CCTATATACTCAACTTCAGGCCTTCTTGCTTTCAACTCAGTGCTCTACCACCCC[A/C]AGCAATGACAAGCATGTGTAGCTTAAAAAGAGATGGAAGGCAACAAATAGTACTGAAAA A C 0.63 0.85 0.85 0.90 0.88 0.50 0.45 0.70 0.88 0.91 0.77 0.043 0.025 0.007 0.066 0.0069 1 1 1
rs913199 1 65.24 TGGGGAATAAAACAGTCCACTCATTAAGGTGCTACTTAAACTTCAATTATTAGGATT[A/C]ATCATTTTTTGTTATAAAGCATGGTTAGTGCCCAAGAGTAAATAAAGATGTTTTGAA A C 0.88 0.52 0.48 0.45 0.48 0.82 0.65 0.46 0.57 0.51 0.45 0.094 0.003 0.002 0.046 0.0011 1
rs1937443 1 65.84TTCACCCATAAAACAGTGTCTTTCACATGCTCATTTAT[C/G]AAAACGACATAGAGACTTTAGGATGCCAGGTGATATGATGCAAAAAGCACAGCATTTGGTTTCTAACTGCATCTT C G 0.43 0.44 0.44 0.46 0.36 0.73 0.55 0.56 0.36 0.46 0.38 0.001 0.009 0.011 0.044 0.0030 1
rs910694 1 66.17GTTCTCTGTAACTAATATTGGACATTCACCAGGACGGTGG[A/G]GAGAAAGTAGCTTGCTCCTAGCCTTTTGAATCCACTGATATGCAAAATGACTGCAAGATGATACATCACATTT A G 0.33 0.47 0.52 0.56 0.43 0.86 0.49 0.57 0.57 0.60 0.58 0.018 0.000 0.002 0.085 0.0038
rs16844 1 66.53 CAGGAAGACTTCTGCTCCATGCACACAAGCACCAAGTATCAAGCGACCACCAACAC[A/G]TTCCCATTCCTTTAGGCCTCCATAGCTTTGCTTTTGCTTTCTGTTTCCTGAACTAA A G 0.60 0.73 0.72 0.79 0.79 0.73 0.73 0.68 0.75 0.64 0.74 0.005 0.000 0.011 0.000 0.0001 1
rs881086 1 67.22 TGCTGGCCACCATGCTAGGCCTTGAAGACAGAGGTAAACAGATATCAATCCT[A/T]GCCTACAGGATTCAGAGTTTTGAGTAGGAGTTAAATGTAAGTGCATTATGTAAGGAGCA A T 0.17 0.65 0.55 0.60 0.59 0.35 0.36 0.51 0.68 0.55 0.48 0.092 0.029 0.000 0.023 0.0036 1
rs1543859 1 67.56CCAACAGTGGGAAGACAATATTTATACACAGTAGGCACTAAATAACATACAATTA[A/G]CCATTGAAATAAATGGTGTTATAGACCTTTTTGAAAGCTTGACGGTGGCTATAAATCT A G 0.81 0.45 0.51 0.52 0.46 0.59 0.51 0.36 0.46 0.51 0.55 0.065 0.000 0.012 0.004 0.0014
rs1430753 1 68.06 TTAAGGTCAAATCATTGTAAAATGTCATGTAGGAAGGGAAGGCCTGAAGTCTC[A/G]ATCTGGGTTTCAGGCAGGGAACCTGAAAACCTCACAAAGCCACACATAACACTATTAG A G 0.33 0.15 0.19 0.15 0.27 0.05 0.19 0.11 0.21 0.19 0.30 0.011 0.000 0.002 0.033 0.0100 1 1 1
rs906474 1 68.90CCATCTGTACTAGGGTTATTAAAGGAATATATGAGTTAATGAAAAAACAAAGGCTGTA[C/G]TCTAGCTCTCTAGCTCACATTGTAAAAATCAAAACTTTATAAAATTTAATCTTTTAA C G 0.64 0.45 0.41 0.39 0.41 0.50 0.29 0.61 0.36 0.38 0.46 0.035 0.002 0.043 0.008 0.0022 1
rs947420 1 69.38 TGTTCAAGTTTGTTTAAAATACTGAAAGAAAAATAATGTCTGGAGAGTGATAC[A/G]GATGAATGGCTAGGCACCATTTTTACTGGTTTTATAAATCAGATTAAACTTTTCAAATGTA A G 0.17 0.29 0.36 0.26 0.38 0.45 0.14 0.20 0.39 0.45 0.38 0.015 0.018 0.005 0.011 0.0005 1
rs2846 1 69.53TTGCATGTCTGTTTCTTCCCCAGTGAGTTGTAAATTGCTTAAGGGCAAACAGAC[A/G]CATCCTATTTATCTGTCTGTCACTAACATTAAGCACAGCATTTGGTATACAGTCATCACT A G 0.57 0.48 0.47 0.44 0.43 0.55 0.48 0.52 0.43 0.37 0.48 0.002 0.002 0.000 0.000 0.0002

rs1796969 1 69.55TCTGTGTAATTCAAGTAACTAAGGTTTAGCTGAAATGATCATAAACGTAGCTGGA[A/C]ATTAAGGAAACAGTCATTCAACAGTCTGATTAAATACCATTTGATGTAGCATAGGCCT A C 0.79 0.66 0.57 0.60 0.64 0.55 0.86 0.73 0.61 0.47 0.56 0.024 0.036 0.003 0.003 0.0004
rs1340769 1 69.59GCAGCAAGAGAGTGACATAATCATATTTGTGTTTTCAATAGGTCATCTAGCTAC[A/G]CTGTGGAGTGAGAACAATAGAAAGAGAAACACAGGAATAAATGCAAGAGATGATAATG A G 0.73 0.48 0.48 0.44 0.43 0.36 0.23 0.51 0.54 0.50 0.57 0.040 0.009 0.009 0.000 0.0041 1
rs1938584 1 69.69TAGAACTACAAAATTTAAGATGGGAGGTAAATGTGAAGATATGAAAAGGTCAGGAA[A/G]AAATGTTTTATTTGTCTTTCTCTCCTTTTTGATATACCGTAAGTCTTTAAAGTGCAAT A G 0.38 0.45 0.46 0.45 0.55 0.18 0.60 0.50 0.50 0.44 0.41 0.002 0.012 0.001 0.039 0.0011
rs270487 1 70.11ATGATGAGCTTTTCTATTTTGTGATTATCCTGATTTTTTAGCATAGTGTGCAAG[C/G]CCATTCATTATTTATCTTCTTTTTGCCTTTCCAAGCTCCTCACCTGTCATTATCCTTTAGTT C G 0.38 0.68 0.62 0.57 0.55 0.73 0.68 0.36 0.54 0.63 0.60 0.017 0.021 0.017 0.025 0.0000 1
rs663465 1 70.25GACGGGTACTCAGGAATTTCGCCCGCAGGGACTAACACCACTTGGACCCAGG[A/G]ACTCCAGCTTCACTCCGCTTTGTGCACTGGGTGGGGCGGTCGCGGTGACGTTTCAGG A G 0.38 0.66 0.63 0.51 0.63 0.27 0.61 0.43 0.71 0.58 0.54 0.044 0.004 0.039 0.091 0.0034
rs655938 1 70.34 AATGGTTAGAGTGAGGGAAAAAAAACATACACATATTTGGTGTAGTAAGTGTTGT[A/G]AGTAAAAACAGCTAGCTTGGTCAGAAAACTTTTAAGGAAAATAATGTTTAATATTTTG A G 0.62 0.45 0.47 0.46 0.39 0.65 0.64 0.51 0.46 0.52 0.44 0.005 0.008 0.000 0.010 0.0007
rs2031750 1 70.66CCAGAAGTATTCTCTCTTCAAAAGACATCTACTTGTGCCATATGTATCAGAACT[A/G]GCATGAACAGCCACCACTAGATGCAAGAGACTGGGAAAGAATCAAATTTAACTTTTCCT A G 0.26 0.38 0.36 0.39 0.43 0.09 0.26 0.26 0.32 0.39 0.41 0.006 0.001 0.000 0.040 0.0030 1
rs1213521 1 71.41GAAGTCACAGAGGAAAATTGGGGAGGGAAAAGGAATGAATTTGAAGATTGATACGA[A/T]GTATGTACCACTCAGAGAAAAGGGAGTCAGAATTATTGAATGTTATGCATATTTAA A T 0.79 0.61 0.65 0.68 0.66 0.14 0.14 0.60 0.82 0.68 0.67 0.022 0.114 0.004 0.107 0.0001 1
rs1460948 1 72.10AACCCTTTTTTTTGAAAATCAATTGATGAGGAGGAAAATGTCCCACACAAGACAGG[A/G]CAATAGCAAAAAGTCCTATCTGAAATAAAGAATAATTAATAAGTCCCTAAAGCATACC A G 0.10 0.36 0.32 0.31 0.29 0.18 0.18 0.36 0.32 0.26 0.24 0.059 0.021 0.001 0.026 0.0063 1 1 1
rs792321 1 74.05GCAAAGTATTTGCAGAGGTTTCCCATGGCCTAAGATGAATGGACTCTCCTGT[A/G]GAGGCTTTGCATTTGCTTCTATCAGGAGACCAGAGAAGCATTGCCACTTAAGAGCAACCT A G 0.70 0.56 0.52 0.58 0.45 0.23 0.56 0.48 0.65 0.52 0.53 0.023 0.002 0.001 0.041 0.0004 1
rs481387 1 74.08CTTATTCTGTGATCTAAATTTGATGATCCATTCAATAAGTCTGGCACAACACCT[A/G]CTAAACACCTACTATACGCCTCACTTCTGCTCTTAAGGCTCACTTCAGGTTGTTTTCAAG A G 0.71 0.61 0.60 0.61 0.50 0.23 0.56 0.51 0.61 0.54 0.55 0.016 0.000 0.001 0.052 0.0000
rs1413991 1 74.83CCAAGAAATTCCAGGATTGAATCCCAACATACTTAATAGTCACAGCCACCAACCCCT[A/G]CTTTCACATCTGTCCTAAGCAGCCTTGCTGGTTGAGCCTTTACAAATCTTTTCTATC A G 0.88 0.78 0.78 0.74 0.86 0.27 0.65 0.64 0.68 0.85 0.81 0.006 0.014 0.010 0.133 0.0002 1
rs1739897 1 75.54TTTGGCAATTGTTTTATGTGTCATCTTGTGGCATTTTGTGCCTTCCCAAAATAA[A/T]GGTTTTCAGTTCTGATGTTATTTACTTTTGCACAAAGTTACTTATAAAATTTGTAGTATTAA A T 0.43 0.55 0.64 0.61 0.54 0.00 0.41 0.39 0.57 0.70 0.67 0.015 0.020 0.011 0.274 0.0010 1
rs1250880 1 75.62GTAAGGAAATTCTAGTATCAGTCTCACAATGAATTAGCAGAAGTATACTTAAGA[A/G]TTTCAGTCCAGTGTTCTCTCTATCACAGCTTTACTTCTAAGATTGGTGCCAGTTGATAG A G 0.26 0.34 0.31 0.37 0.43 0.09 0.33 0.30 0.36 0.41 0.34 0.001 0.000 0.000 0.040 0.0014
rs580928 1 76.13GACATTTGTTGAGGGTATTTTTCCCGCTATGCCCAGGGCTAGGCACTGGACAT[A/T]CCGAGACATACTGTGTCCAGAAGCTCAACAATTTAGCTGAGGAGATGGATGATGCAGC A T 0.52 0.34 0.38 0.46 0.48 0.00 0.08 0.24 0.21 0.38 0.40 0.015 0.053 0.008 0.140 0.0021 1
rs1389790 1 77.51CAAGATTTTCTGTGGTGTGCTGTGATTGAATTTTCACATGTCTACTAATCTTGGGA[A/G]TTGGATTATAGACATTGTACATATGTTGCTGAGGGTCAGGATTTTGTTTTCTTTCCTT A G 0.71 0.29 0.30 0.33 0.29 0.32 0.01 0.65 0.46 0.41 0.38 0.102 0.089 0.068 0.001 0.0090 1 1 1
rs720887 1 78.19GAAAGAAGAGAATGTGCCCTAAGAAAGTTTGGGAAACAATTCTACTACAATGAAGA[A/C]CATTGTCTCATTTGATAGAGAGTCCTGAGAGCTGCTATCTACATAAATAACCCCAC A C 0.36 0.50 0.58 0.55 0.59 0.68 0.35 0.53 0.75 0.49 0.55 0.019 0.016 0.000 0.015 0.0001 1
rs1489396 1 78.82TAAATTATTTATAACAAGTAGAGTGAACATTCTTAATGTGTTTGGACAATGTAAT[A/G]TATATGTTAAAAATCTGACTCAAGTTTTAATTTTTTAATTTCACTATGGCACTCATGGTTT A G 0.48 0.65 0.64 0.65 0.70 0.77 0.78 0.52 0.61 0.67 0.62 0.005 0.027 0.000 0.020 0.0000 1
rs870855 1 79.43CTGGCCTTCTTACCATCTAAAGATAGCCTTTCATGCTATTGGACAAATCACTTAA[A/C]CTCTTTAGATCTTGGACTCCTCATCCTTAAAAGGAGTCCTAAGTAAATCTATTATCTCAA A C 0.36 0.57 0.59 0.59 0.46 0.55 0.48 0.48 0.64 0.65 0.62 0.017 0.003 0.013 0.000 0.0002 1
rs1687835 1 80.20AAGTTATCATGGAGGCTTTGTAAAGGTTAGGAGGAAATCTTTCCTAGGATACA[C/G]CTTGTGCATTCCTTCCTGGAGATGGGGTAAGGACATAGTTACAATACCAGTGGATGGG C G 0.67 0.55 0.52 0.46 0.50 0.73 0.53 0.68 0.68 0.59 0.63 0.014 0.000 0.014 0.020 0.0085 1 1 1
rs1536570 1 81.13 CTTTAGTCTTCAGTTCATTTTCTTTCCATATTCCAGCTCATATGCAAAAATATC[A/G]ATGGCAAGAATTCTATATAGCTATACTGCCATATTTATAATTCAAAATCTTGTCAATTCTA A G 0.69 0.44 0.47 0.39 0.59 0.95 0.69 0.50 0.64 0.47 0.41 0.030 0.021 0.003 0.153 0.0005 1
rs654654 1 81.79AAGTATGAGTATATGGGTCAGTCTTGTGACTTTGGGCAAAGTCATTTTACTTCTCT[A/G]GGTTTTAATTAAAACCTTTTCTGAAGAATTAAAGCCATTTCAAAGTCTTATAAAATTTC A G 0.57 0.49 0.56 0.52 0.48 0.27 0.01 0.43 0.68 0.68 0.59 0.001 0.202 0.003 0.034 0.0012 1
rs400382 1 81.79GAGTGAAAAAGTTGGACTATCAGTGACAACTTATCTTTTAGGTTTACTTTTAACACT[A/G]TTTTCATCTAAGTTAAGATGAAATTGAAATAAGCTTTCTGGATGCTTCTAAATTTCAC A G 0.40 0.51 0.44 0.48 0.52 0.73 0.99 0.57 0.32 0.32 0.41 0.001 0.217 0.005 0.041 0.0007
rs1492259 1 81.81AGAATACTTGTATGAAAATTCCTGAGGGGAGTTGGGATATAATTTGACCATGAGGGT[A/G]TACTCTCTATAAGTAGATGATAAAGTGAATTCCTTCTATGTGGGAAAGAAGGACAT A G 0.81 0.70 0.70 0.65 0.71 0.86 1.00 0.85 0.61 0.65 0.70 0.020 0.140 0.033 0.032 0.0006
rs785605 1 82.15CAATTGGAATGTCTTTTTAGAACGGTATGATCTCCCTCTTTCTGAGAAAGGTG[A/G]GAATATTCAGACGTACATCGTAATATGGCCTCTTTGATCAGAGTCAACGGGTCTAGGGG A G 0.55 0.59 0.64 0.59 0.70 0.77 0.43 0.55 0.57 0.66 0.72 0.000 0.006 0.000 0.031 0.0071 1 1
rs1887251 1 82.38ACTCAGTGCTGTATATTTGGAAAAGGGAGGAAGGCCAGAGGCTCCCACACAGAAACATCT[A/G]TGTTGGTGCCCATTTTCTCAGATCTATTTGGAGTAATTTTTTTTCATACTCT A G 0.19 0.31 0.39 0.43 0.32 0.59 0.38 0.39 0.43 0.32 0.33 0.011 0.004 0.005 0.036 0.0025 1
rs437749 1 82.68CTCACTTCTTTTGGACTTCCTAAAGTGACCGCCATGTAAGATATTTGTGTACT[A/G]TAAAGATTCAGTGGGTGCCTATTTCTCCCAGACACCCCTCTTTGTTTTGGTTGATACTCT A G 0.50 0.35 0.37 0.45 0.38 0.05 0.08 0.41 0.32 0.49 0.49 0.002 0.082 0.000 0.123 0.0037
rs1871924 1 83.82ATCCAGCAGTTCCCTTTAAGCTCCTTGATCTGGGTTTACACACCTTCTCGTGGCCGCTTAAATATCATGTTTTGGAAACGTAATCAGGAACATAC[A/T]GCTGTAGAAGATGTAGTC A T 0.65 0.37 0.38 0.50 0.39 0.73 0.68 0.63 0.61 0.49 0.37 0.046 0.072 0.043 0.084 0.0003 1
rs315537 1 84.24 TTAGATTCCACTGAAAAGTGGCCAGTTTGTGACCTCACCTTTAAATCAATTCA[A/T]TCAATCTCCTCTGCAGAGTCTGAATCAGAGGTTCAAATGTGGGGGCGGCGGGGAGTAG A T 0.18 0.37 0.34 0.45 0.39 0.14 0.21 0.29 0.50 0.39 0.38 0.024 0.009 0.002 0.031 0.0015
rs912073 1 86.15 TCACAATACGAATTCCGGGCAAGTAGACTCTGAAATTGAACTCCTTTCTCTTTAA[A/G]TTGTTTTTATTGTCTTCAGCCAGATAGACGGTTGAAAGGAAATGGTAACCAACAAATA A G 0.05 0.36 0.28 0.24 0.29 0.15 0.78 0.14 0.29 0.24 0.30 0.037 0.160 0.003 0.005 0.0012 1
rs2075630 1 86.38AACCAAGGAGCAATATTCCATATTTACTTGGAGACTGTTTAGCCACATGAAACAGA[A/G]TAGGAGGTTGAAAGGGGCTGGCAGGCATAAGGTCTCAGAACCTTGCAGTGTCTTA A G 0.60 0.28 0.41 0.41 0.30 0.23 0.01 0.27 0.25 0.40 0.42 0.042 0.116 0.001 0.009 0.0011
rs305404 1 87.70AAAGCATGAGCAATTCAATAAACTAGAATGAGACTAATAGTTATAGATATGCCAAA[A/C]TCCAACCTCACATATACTGTTCTTGGTGGATTAAAGGCATAAATGTGGAAAGAAAGA A C 0.12 0.40 0.40 0.40 0.46 0.09 0.33 0.43 0.50 0.46 0.47 0.041 0.000 0.003 0.047 0.0038 1
rs1413533 1 87.81GTGGAAGATTAAAAAAAAAAAAAAAGGAAAACCAAAATATCACAAAAGGTAAAAC[A/G]CTCGACACACTAAATGCCCTTCAATGTTAACACTGGCATTGTGGAATAACCTACCAG A G 0.14 0.47 0.49 0.43 0.52 0.40 0.42 0.32 0.39 0.51 0.53 0.080 0.004 0.004 0.003 0.0002
rs1334334 1 87.85AGGGAGAGGGCAATGGGAATAGTTTAGGTTATAATACCACAGAGCTTACTGTTCTT[A/G]CTGTGATCTAACAGTTGTTCTTCAATAAAGACTGCTAGAGTTTTTGCAAGCCTTGA A G 0.12 0.18 0.19 0.26 0.25 0.36 0.43 0.27 0.36 0.20 0.22 0.002 0.048 0.010 0.031 0.0003
rs1334339 1 87.88CAAGTCAGACCGAAAGTAACTTTAGGAGTGGGCTAATAATAAGAAATGGAATCCTAT[A/G]AAAGACTCTAAAAATTCTCTAATGGAAGAAAGATGACTATTGATTTGAGTCTGTGT A G 0.67 0.42 0.40 0.49 0.36 0.23 0.20 0.52 0.36 0.43 0.43 0.024 0.037 0.005 0.025 0.0005
rs1413527 1 87.90TCTCAATCACTACTTTTTTTTAGTTTTGAAAGTATTGCGATAATACTGCAAATATGCC[A/G]AATGTATGAAAAAAATACTAAGCTGCTTTCAAAGAAAACATAAAATGTCATCATTTAA A G 0.25 0.46 0.50 0.49 0.43 0.55 0.47 0.39 0.50 0.49 0.47 0.031 0.001 0.008 0.001 0.0015
rs1380416 1 89.42TATGGGCTGTTTGAATTGGAAGAAATCTGTTCTATTATTAAGAACATGGAAGAA[A/G]TCTATTATTAAGTACAATCAAGAAGCAGGAAAAAGAACTGCCACTGAGTACCCCTTTTA A G 0.38 0.41 0.49 0.44 0.52 0.14 0.53 0.57 0.57 0.50 0.51 0.006 0.004 0.011 0.058 0.0005 1
rs922104 1 89.51 TTTTTCCCCCAAATCTCCCCAGGAGGAGAAAGCGTACAAGATAGACAATAAACT[A/G]TCTGAGAAAAGTGCCTGTCTTTTAAGTCTTCTTGGAAGTTGCACTAGACTTCTAGGAT A G 0.50 0.46 0.56 0.48 0.57 0.14 0.52 0.57 0.61 0.55 0.56 0.002 0.000 0.000 0.085 0.0004
rs1215512 1 89.55CTCAAAATGGGCTATACGGTATCTTTTTTTCTCAGTCAACATGGGCTGATGCATA[A/C]CAATTCACCCTTAATGGTCCTGAAATATATTCACTGTAGAGAAATGAAGATCAAAAAC A C 0.67 0.38 0.43 0.39 0.39 0.77 0.51 0.34 0.38 0.43 0.45 0.027 0.000 0.001 0.057 0.0001
rs1215500 1 89.56 AGCTGAATCTAACACCAGTCTTAATTAACCTACAACAAGACAAAAATTTAGGTC[C/G]GGGCTTACCTCCTAGTCAGCAGATGGGAAAAATTCCTAGAGAGTCTCTGGGAAAAAG C G 0.40 0.53 0.50 0.50 0.54 0.23 0.17 0.56 0.61 0.50 0.49 0.003 0.044 0.003 0.031 0.0000
rs1343710 1 89.76CTAATATTTGCTAAGGTGTTATGTCTTAGCTGAAAAAACTGCTGTAACAA[A/G]TGTTTGCTGAATAAATGCCATAAATATATTCAATATAAAAAAACTATATCTTCAAAGTAAATGAA A G 0.95 0.77 0.76 0.68 0.66 1.00 1.00 0.89 0.64 0.74 0.74 0.074 0.132 0.029 0.132 0.0001
rs1344059 1 89.84CATCACTTTTAGGCTTAAAAAAATCCCTATTTGACTAAAGAAAATGAGCGGAAC[A/G]ATTCCTCTTTATAAAATGCTAAACAGAACAAGACATCTGGTACTGTACACACTGTAGCC A G 0.60 0.57 0.53 0.59 0.61 0.82 1.00 0.67 0.61 0.54 0.58 0.002 0.176 0.011 0.036 0.0002
rs954145 1 89.97TTGTGTGAGGAAGGAGAAAGGAACAGTCAGAAGGAAAATTGGGAAATAGACAG[A/C]TGGCAGATTTTTCTTTGTGTGCTTGTTTTCTAAGTATGAGGAATAAAGCTCCTTGTGGT A C 0.48 0.54 0.51 0.63 0.48 0.95 0.90 0.53 0.57 0.50 0.60 0.001 0.079 0.000 0.129 0.0085 1 1 1
rs1526480 1 90.68ATCTGGTATAAGATACAGATAGTTCCTATG[A/G]GCTAGACTTGGTCAGATCTCCACAGAGAAAAGGGAGCTTGCTGGTAGTATTGCCCTTTGGGACTGCACAGATGACAAACAC A G 0.64 0.55 0.66 0.67 0.50 0.45 0.33 0.50 0.39 0.65 0.60 0.000 0.039 0.002 0.011 0.0019 1
rs698274 1 90.71 TGAATCTGTTCCACTCTCTAGCCTGAGTTTTTCTAAGCTGAATAGATGTCTGCT[A/G]GAATCTCCTGAGCACTCACACATATGCAAACCTAGAATGCAAATCTAGACATTTGAGA A G 0.67 0.55 0.53 0.50 0.46 0.60 0.43 0.64 0.54 0.57 0.53 0.007 0.013 0.000 0.000 0.0001
rs1017956 1 91.79CTAAGCATATGACTCCCAAGGGTCCTTCCTTCTAATAAGGAGTCCTGGTCATCATT[A/T]TCTCTTGCCAGTATCTCCAAATCCACCTTTGCCCAACAGCCTATTCTCAGCCCAGCA A T 0.40 0.43 0.44 0.51 0.50 0.73 0.40 0.40 0.54 0.40 0.39 0.000 0.000 0.001 0.056 0.0006 1
rs912794 1 92.35CACCTTGGCAGGAAGCGGTTTATCAGATTAACAACCTGCCTGCTCCCACAGCAGC[A/G]ACCAGTGCTCTAAGGAAACAGAATTGGGCTGGGCTCAGCCTTCTGTGGGGGCCAA A G 0.40 0.42 0.40 0.39 0.32 0.91 0.63 0.67 0.32 0.49 0.53 0.001 0.026 0.026 0.162 0.0086 1 1 1
rs797668 1 93.17 TGTGACAGATGACCTTTTAAGTAAGCAAGCCAATGCATGTGCAGTTGAGCTAA[C/G]GATTGAGCGGCAATAAATGAGCTTGCAAATCTTTCTAATTTACTTACTCCCTAGTCTGG C G 0.79 0.34 0.37 0.40 0.32 0.41 0.60 0.30 0.39 0.37 0.35 0.105 0.035 0.001 0.003 0.0003 1
rs743117 1 93.91AAGCAAGAGTCTCATCTCTCCCAAATTTAGACAATGCTATGGAAAGTATCATTTTGC[A/G]TCATAATTTTAGAACATGATGTCAGAGCAAGAGGGCAAGAAACAAGTCTTGGGCTT A G 0.57 0.70 0.71 0.68 0.71 1.00 0.56 0.78 0.54 0.76 0.62 0.006 0.005 0.009 0.134 0.0036 1
rs952499 1 94.03AAATTCACATTAGAGAAGAGATGGAAAAACACTTTGAACAAAAAGCATTTTGCTCTTAT[A/G]AAAGCACAGCCTCTTTTGAGAGGCCCTTTGCTCCCCATTTCTCCTTCTTCAGAC A G 0.58 0.49 0.57 0.50 0.48 0.36 0.55 0.59 0.50 0.53 0.58 0.000 0.002 0.001 0.026 0.0000
rs16946 1 94.40ATCTTAAAAGGGCTTCTTTTTTTTAATGCAGAAAGAGGGGAAAAA[A/G]GAGCGAGCTGTGGTGGACAAGGTGTTTTTCTCAAGGCTCATACAGATTCTGAAAATCATGGTCCCTA A G 0.05 0.49 0.51 0.54 0.46 0.27 0.26 0.26 0.12 0.57 0.47 0.186 0.047 0.052 0.044 0.0018

rs1360699 1 94.77CTGCTCAAAACCCAATCACCAATCATTTTGTGCAATGTATAAGAATGAAACAAAGG[A/G]GAATCCAAATGTTAAAAGATTTCATTGCCCTGAAGAAAAGAAATGACTTCCCAAGCT A G 0.63 0.41 0.46 0.39 0.60 0.32 0.48 0.54 0.54 0.44 0.44 0.014 0.001 0.002 0.007 0.0005 1
rs1573065 1 95.79CTTCTGGTTGTCTTCCAATGCCTTTCCCAAGCCAAACCCTAGTAAGGCAATCGATG[A/C]AATCAGCAGAGTTCAGTCTCCCAGGCCACTGAGCAGAGAACAGAGAATATGTGAG A C 0.12 0.21 0.22 0.33 0.29 0.05 0.07 0.22 0.21 0.23 0.24 0.003 0.007 0.002 0.019 0.0040 1 1
rs1974203 1 97.75CCTGATCCCAGTCTTGAGGATGCCCTGAGCCTGTAGCCCTGGTGTGTAAAAAG[A/G]ACGAGGGGTTACAACCTTCTCTGGAATATGCTAGCTAAATAAAACGTTAAATAAATACA A G 0.67 0.72 0.79 0.73 0.82 1.00 0.98 0.82 0.64 0.82 0.80 0.010 0.031 0.004 0.060 0.0000 1
rs963852 1 98.09CCTTTATAATGGTCTTATAAACAGTCTGGGATGTATCT[C/G]TGGTCCAAATGTTACCTTTACCTCAAATGTGGAGAATAGCATGCTTTAGAGATGGGACATAAAAATCTATCTCTGT C G 0.93 0.74 0.66 0.82 0.75 0.91 1.00 0.82 0.82 0.83 0.80 0.049 0.096 0.002 0.023 0.0100 1 1
rs834984 1 99.59TAACTTCCTGCCACTCCCTATATGGTAACTTAGATTCCAGACTTGCTGTTCTAA[A/G]TAATGTCCCACATTTTTTAGAATTTGTTCACATCAAGCCCTTGACTTGAATGCCCTTTCTC A G 0.71 0.65 0.62 0.62 0.57 0.77 0.81 0.65 0.75 0.60 0.66 0.000 0.009 0.001 0.005 0.0004 1
rs1981193 1 99.61CTGCTCACATTTACTAAATAGACATCATCCTCATACATATTATTACAACTCTTCCA[A/G]TCATGCTGGATCACTGTTGAGATTTTCTGTTTAGATCAGTATTTGCAAGGACAAGTGTG A G 0.57 0.35 0.35 0.35 0.45 0.41 0.75 0.42 0.50 0.41 0.34 0.032 0.125 0.007 0.007 0.0002
rs508020 1 100.42CTCCTTCCTTATACCAGATTCATTCTTCATGATGACTAAAGAACACATTCACAA[A/G]TGACAAATGAGGAGAACCCAACCTGGGCCTCCATTCTGCCCTTAGGCTCCAGCCCATCT A G 0.57 0.57 0.52 0.60 0.48 0.59 0.82 0.56 0.54 0.56 0.52 0.001 0.049 0.000 0.001 0.0008 1
rs486567 1 101.09AAGTGAGGAGGGAAAAAACCCTTACAAACCTGGTGCTTTTTTTCTCCTTTGGAA[A/G]TGAAAAGCAACAGGCTATACTCTGTGAAAGAAAGGAAATGGTGCTGACGAGCTTTTCC A G 0.13 0.28 0.29 0.29 0.38 0.23 0.02 0.32 0.57 0.28 0.27 0.033 0.088 0.000 0.005 0.0022 1
rs910633 1 101.21CATTGTAAAGGAATGCTTCAGTACCTGAAATGTAAAGTGCATGAATGCTTACCAA[A/G]ATTTGTCGTATTGTTATACTATTGCCTTATGTTTGTACGGTGCTTTCCAGTTCTGAAAG A G 0.48 0.50 0.46 0.51 0.48 0.55 0.78 0.34 0.46 0.43 0.44 0.001 0.066 0.003 0.007 0.0002
rs1445225 1 101.75ACAACTGACACATAAGTCAATAACTCCAGCAATATTGGATGCCTACTGCTTGACAAGC[A/G]CTAGGCCAGCTGCTTTGCATGTGCTATTTCAAATCTATGCAAGAACTCTGGGTT A G 0.31 0.51 0.52 0.46 0.36 0.68 0.36 0.55 0.79 0.51 0.57 0.036 0.030 0.001 0.006 0.0006 1
rs716581 1 101.80CTTACCTACATGGCTTATTATCAGCAGACTGGCCTAAGAGCAGGAATAATCATC[A/G]TAGCTTTGTAGTCCCCTAATTCTATAAGTTGGAAAAATAGTTAGGGAACTTTTTAAAATA A G 0.50 0.49 0.59 0.55 0.57 0.40 0.27 0.26 0.46 0.48 0.57 0.005 0.052 0.051 0.016 0.0000
rs1517432 1 102.56TAAAAACATGGTGGTATAGACTGGTAGTGTTCAGCTAAAACTTAATAACCTATAG[A/G]CAGGGGTGCTGACCTCTAGGATGGAGATATATGAGCTGAATCAATAGCTAATATATG A G 0.10 0.60 0.53 0.55 0.55 0.23 0.86 0.52 0.82 0.55 0.54 0.114 0.095 0.002 0.031 0.0000 1
rs977155 1 102.58GTGACTCGGTTTCATTCACTAAAGAGTGAGCAGAA[A/G]TTATGTATGCAATCTTCTAATCTAGCCCTTAAAAAAGTGAACAAAACTAAAGCCTACCATACTCTTGTTGTTTTCATCC A G 0.71 0.40 0.46 0.45 0.45 0.73 0.11 0.45 0.18 0.45 0.47 0.037 0.094 0.001 0.028 0.0004
rs2065188 1 103.95 TCAGATATGGGGATCAGGTAGATCTTGACAGGCTTAATAGAAAAACTGATAGTT[C/G]AGTCAAGTTTGGAAGGATATATAGGAATTCCATATTAGGGAGCAAGGAAGATGTATG C G 0.24 0.63 0.45 0.43 0.52 0.18 0.05 0.52 0.57 0.45 0.49 0.025 0.130 0.000 0.050 0.0006 1
rs1909043 1 104.19AAAAATTGTAATAAAAAAGTAAGGTGTCCCATTGCATCAATATTACTCAGAAAA[A/G]ACTGAGCAGAATTCAATTTGTGTATGTGTGTATGTGTGTCATATAACAGAGGCGAATTT A G 0.57 0.42 0.55 0.53 0.55 0.60 0.08 0.49 0.39 0.48 0.43 0.001 0.111 0.001 0.005 0.0051 1
rs2048839 1 105.30TTTGAAATAACACAAGTAAACATAA[A/T]ATCCACTGGAATACTATTTTACTACTAGGAATCAGCCACAATTGAAATACTGGAATTGGGAACATTTGGGGATTAAAGAATCCACAGA A T 0.69 0.49 0.56 0.51 0.48 0.50 0.43 0.68 0.50 0.54 0.56 0.005 0.018 0.002 0.008 0.0000 1
rs987243 1 105.31GAGAATGTGAATATAATTATTTCTCTATGAGCTTAGGTAATGAATCAG[A/C]TGGTGAAATTAGACGCACATGAATCTGAGATCTTAACCAGAATCAAGCTTTATGAATTATTTCAAG A C 0.53 0.49 0.57 0.51 0.48 0.50 0.44 0.68 0.50 0.54 0.55 0.002 0.015 0.002 0.008 0.0000
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rs1330225 1 106.19CATCTATTTATTTATTTATTTATTTTCGACGTTCTCCACTAGAATACAAGTTATGCA[A/G]ACAGGAAGTTTGTTGTTTGTTGTTTGAGCTTGTTGTTTAACATTATATTCCAGAGTCTA A G 0.38 0.72 0.71 0.78 0.63 0.95 0.93 0.74 0.85 0.66 0.58 0.054 0.042 0.000 0.060 0.0090 1 1 1
rs1888181 1 106.21AGAGCCTTTGGTATGTATCATTTTATAAGCTACATCTATGTAAAAGCAATTGAGATT[A/G]TCTTCTCTTGCTTGTAAATCTGAGAACATTGACTCATAGATTATATTAGTGTTCTATT A G 0.71 0.57 0.55 0.52 0.54 0.64 0.81 0.52 0.36 0.49 0.58 0.027 0.065 0.000 0.011 0.0008
rs2031504 1 106.41CTTAGTTATTATAATAAAACAAAAATGGAAATGTGATTGTTTAAAGAAAAAGTAC[A/C]TGATTTACACGACAGTTCATAGCCAGCATTTGTAAGGAAAACAAATTAGATGTCAATGA A C 0.62 0.42 0.39 0.41 0.54 0.05 0.07 0.32 0.43 0.48 0.52 0.031 0.062 0.003 0.087 0.0040
rs1020812 1 107.84GCTGAAGGAACATTCTCAAAGTTTTTTGGAGTTCAGACTCTAAGGGGAGGCAGGA[A/G]AAGATGAGGGGTATTCTAGGAGGAGACAGTCTAGGGCTGGCTGGATGTGGCCTGA A G 0.63 0.69 0.79 0.74 0.74 0.95 0.96 0.61 0.86 0.76 0.84 0.019 0.038 0.029 0.033 0.0012 1
rs338491 1 108.79AAGAACCCCAGAAAGCATTTTGAGGTACAGATCACAGTTATGTTTGTATTGGCTTT[C/G]ATGTAGGAAGACAGGAAAGTAAGGCCGGGCATGGGGAAGTGGAAGGAGAGTACT C G 0.48 0.74 0.72 0.67 0.64 0.91 0.82 0.78 0.75 0.65 0.72 0.047 0.011 0.005 0.033 0.0000 1
rs12030 1 108.82TTCTAATCTATGATTCACTTAACTTCCTACTTTATAAACACTAGGTAAAGTAATCTC[A/G]CAAGCTGCCAAAGAACACATCCCAAGCAGTAATCACAGACGATGAAGCACCTTACA A G 0.93 0.74 0.76 0.74 0.79 0.59 0.52 0.77 0.92 0.82 0.77 0.037 0.028 0.000 0.014 0.0006

rs1887551 1 109.62CAAGCTGCAAAATAACACGGTTACATTATTGTTATGATATGATCCCATTTGTATAT[A/G]TTTTTTACAAAGCACATATAGTGACTTGTAGCTATACGTGCTTGTCTATATACATAGAA A G 0.93 0.78 0.76 0.80 0.73 0.77 0.97 0.78 0.75 0.82 0.76 0.022 0.036 0.001 0.000 0.0001 1
rs924181 1 109.98GGTGTGTTGGGAATTTGGGACCCCTTCTTCACCCTTTTCCCCATGTACAAACT[A/G]GAGGAATGTCCTTGCTGCTCTCTAAATATTAGAGGGATACTGCTTTCCTCAAAGACTTTG A G 0.26 0.50 0.46 0.46 0.38 0.20 0.00 0.44 0.36 0.49 0.40 0.019 0.188 0.001 0.036 0.0012
rs575208 1 111.51CCTTCAAAATGCAGATAAAAGATGCCATTCCTAGTGCTCAGAACAATAGTTGG[A/G]AAATAGTAGATGCTCAATAAACATTTATTGAATGAAAGAAAAAAGGGGTTGACCTTGGC A G 0.50 0.59 0.59 0.49 0.54 0.41 0.24 0.54 0.46 0.55 0.63 0.006 0.052 0.001 0.012 0.0000 1
rs1246194 1 111.63 TGGATGATGTTGAAGTTAAATTCCCCGGTGATTTTTAACAGAGACTCTTTTTAA[A/G]CCAGGTCCTTCCCATCAGCTATACGTCATTGATTATTTGAATAAAAATGCTGGTGTTCT A G 0.40 0.28 0.26 0.22 0.34 0.23 0.08 0.20 0.25 0.25 0.24 0.018 0.015 0.000 0.000 0.0013
rs1036959 1 111.75AGTCCAAAGACCTAACTCTGAATTTTAGTCCTGCTACAACCCTTAGTGTTGTTAC[A/G]AATAAGAATTCTAAAGTCAGAGCCCTAGGTTTTGTTCCTGGCCCTGCCACCTACTAGC A G 0.07 0.14 0.13 0.07 0.11 0.23 0.40 0.23 0.14 0.17 0.10 0.003 0.031 0.013 0.007 0.0006
rs1808973 1 111.79 CCACCTGGGGTTGTGCTGGTGTACCTCGAACAAGGGCATCAGAGGCAAGTGGTG[A/G]CATTCTGCTCAACAAATCATCTGCCCTGCAGGAGGAGGGGTGCCCTGGGGCTGC A G 0.60 0.47 0.53 0.40 0.65 0.41 0.45 0.49 0.68 0.47 0.52 0.009 0.004 0.001 0.004 0.0001
rs930548 1 111.81CTCAACAAACATTCCTGGCCTGCTGACCATGTGTTCAGGCCCTTTAGGGTGATGAA[C/G]AGCTTGCCAGGTGTGGTCACTATGCACAGAAAATGAACCAGATGAACTGGATGAC C G 0.40 0.51 0.45 0.48 0.30 0.23 0.18 0.46 0.18 0.49 0.39 0.002 0.044 0.000 0.027 0.0046 1
rs954679 1 112.55 ACCCACTCCATTATTTCACCTTGCCCTGTTTTGT[A/G]AAGATGGGCTGGGGTAGCCCCAACCTGGGGTGGGCAGTGTTGATGGAGGGCAATCACTACTGGGGTGAAAGCCAG A G 0.48 0.41 0.39 0.40 0.45 0.64 0.55 0.33 0.54 0.33 0.30 0.006 0.013 0.002 0.038 0.0038 1
rs1935745 1 113.19TCAATAATGGATTTGATATGAAGGCATTTGCCTAGATGCATACGCAGAAAATACA[A/G]TAGTTCTTGTAATATTCCCTTTGGAAGGAACATATGGGTTAACCAATGATGTTAGCATT A G 0.62 0.51 0.44 0.45 0.52 0.18 0.49 0.67 0.32 0.48 0.56 0.018 0.001 0.031 0.026 0.0090 1 1 1g

rs537478 1 113.98GGGCATAAATCTTGTTTTGTTCAAAGAGAGAAAGCTTAGTGGGCTCTGCTTAC[A/G]CCCCAGGAAGGGTCTGGGGGACACGCCATTCTCATAGCTTGTGCTGACTTTGACCAG A G 0.50 0.51 0.55 0.52 0.46 0.50 0.51 0.63 0.71 0.49 0.60 0.000 0.006 0.009 0.001 0.0021 1
rs360642 1 114.72CCCCCCATGCACATGATATTTCTATCCATTTGGGACAACCTTAAGGCAGCTTGAA[C/G]GCTTGGGGTGTCCTGAACTACGCAGGTGATTTGAACCTGGGCTGCAAATCTGCCTG C G 0.83 0.36 0.42 0.34 0.34 0.50 0.53 0.66 0.46 0.43 0.47 0.072 0.002 0.016 0.000 0.0001 1
rs360636 1 114.72 CCTCCTCCAACCGAACCAACTCAGATTGAGAAGTACAGTACTAGAAAGCATTACAAC[A/G]AACTTGTAATGAAAGTCAATGTTTAGAACATAACAAGAGGAATACATAAGGCACA A G 0.90 0.59 0.55 0.51 0.52 0.50 0.57 0.72 0.54 0.56 0.63 0.062 0.001 0.003 0.007 0.0002
rs2057127 1 115.11GCACTTGGTGTAGGGATCGGCCACAATGTGAA[C/G]CACACATCATTCAAGACATACACCCCCCTTTCCCCCCTTTATGTGAAAAGACAATCATGCTCAAGTTCTTCCATGATTAT C G 0.52 0.60 0.64 0.61 0.64 0.36 0.55 0.50 0.68 0.62 0.68 0.005 0.000 0.015 0.025 0.0011
rs975351 1 116.18CATCTACTTTGTTATTGCATTGCAGGAAACTCAGGACTTATTAGAGGGTCACCC[A/G]TGAGTTTGGCTAGTTCACTGTAATAGCATAAGATACTTCTAAGTTTAATTGCTTGAGAGA A G 0.93 0.61 0.62 0.60 0.57 0.27 0.30 0.70 0.57 0.52 0.46 0.066 0.050 0.004 0.069 0.0087 1 1 1g

rs1555793 1 116.90GACCTTAAACATGTTTGAATAATCAGTGCCTTTTGTGAAGAAAAACAGACATATCT[A/G]CAACTAATATAAGGATTCACTAGGCTGGGTTTAAATTCAAAGTCCAGAAAGATTAAT A G 0.64 0.45 0.33 0.35 0.45 0.59 0.76 0.49 0.50 0.30 0.34 0.050 0.099 0.025 0.040 0.0005 1
rs998532 1 116.96AAAGAAGGCTGATAAGAAGCAAAGAGAAAAGGGAGATCAGCTTTTCGATCAAAAG[A/G]AAGAACAGAAGCCTGAAATGATGGAGAAAGACCTCTCATCTGGCCTGGTACCAAA A G 0.93 0.45 0.42 0.32 0.54 0.23 0.31 0.44 0.64 0.40 0.37 0.157 0.010 0.005 0.031 0.0004
rs544173 1 117.65TATCTCCAGTTTCCAGAAAAGCTAAATGCCTGGGGAAGGACTGAGTTTCTTG[A/G]GGGCAGGAGCTGTGTTTCCTATCACAAGGCAGCCAGGGGGACAGTGCATTCAAAGGGT A G 0.24 0.64 0.61 0.65 0.57 0.18 0.39 0.67 0.54 0.48 0.56 0.068 0.026 0.005 0.107 0.0004 1
rs1229133 1 118.34CAGTATCTTCAAACATACTTTCTGGTGCCCAAATGAGAGAGTTTTTGCCAATAT[A/G]CCAATGTAAGTTCTGAGCTGTAGATATGCATAATTTCAGTTTATTATGTATTGACGTATG A G 0.26 0.63 0.65 0.68 0.68 0.00 0.03 0.53 0.71 0.61 0.62 0.064 0.234 0.004 0.301 0.0000 1
rs1625797 1 118.76CATCTTTCTTAATATTGTATTACAAATGCAAACTAAATTTCAGACCCTATTCTAA[A/G]GATTAGAAACTAAATTAGGGACATTTGAATGAATGAGAAACATATACATCATTTTGTTCCT A G 0.10 0.47 0.52 0.52 0.63 0.05 0.24 0.53 0.61 0.61 0.55 0.128 0.056 0.001 0.187 0.0003
rs984222 1 118.85CTCTGTGCCCCATACTCTGTTCATATTCTGTCGAGACACCCATC[C/G]CCCTGTGTTTCACTTGTCTGATTACATATCTGTCTTCTTAAGAGCAGAGAATGGTGTTTATTCATCTTTA C G 0.64 0.32 0.39 0.35 0.36 0.55 0.34 0.52 0.36 0.49 0.48 0.050 0.000 0.013 0.013 0.0099 1 1
rs947127 1 119.29 TTAAGAGATTGCTTCTGAGATTTCATATGCATCTCTTCAGTTTACTGTGGGTATTC[A/C]TTTTTCCATGTTTCTGAGCAGTAGAGAACAGCCTTTTGGCATTATCTTGATAACATTC A C 0.13 0.33 0.31 0.35 0.32 0.00 0.03 0.28 0.42 0.35 0.42 0.045 0.109 0.004 0.164 0.0054 1
rs947129 1 119.32CAATTATAAAAATCCCAGGTCACTCAAAATTAGACACCATAGAAAGTCAGGTAACCA[A/G]CTGGCTGACACTACAGCTAAAAGAGCAGCATCCAAGCCACCAGCCCCAGTACAA A G 0.74 0.70 0.73 0.67 0.71 0.59 0.94 0.57 0.64 0.65 0.62 0.004 0.056 0.007 0.003 0.0064
rs1341009 1 119.35 CAAAAAAAAAATTATAATAAGGGAGACTAGTGTTCCTACATTGGAATGCAGATTGCC[A/G]TTGTGAGCCCATCATTTCTTGACAATTTATGCATTAGCATAAAAAAGAGAATAGAG A G 0.10 0.45 0.41 0.35 0.48 0.36 0.67 0.20 0.50 0.39 0.40 0.056 0.035 0.030 0.000 0.0000
rs1856884 1 119.35 AATTGACCTCTCTAGGACTATAGCACAAGGGGTGTCATTATCCTAAAGTAAC[A/C]CAGAAATTTAATAAGCTGGCCTAAAAGAGGGATTTCCTTTTCCCAACATGAGGGGCTGTG A C 0.21 0.53 0.58 0.62 0.52 0.36 0.27 0.57 0.50 0.55 0.55 0.100 0.063 0.005 0.045 0.0018
rs1361529 1 119.35AAATTTTGCAACGTGATCACTAACAAGCAGGAAAGCATGAAAAAAAACTGATTTGCA[A/G]GATTCTGACTGGGTGTTTGGAGGGGTGGACATTATCGTACTTATGTTTTCTCTGAT A G 0.90 0.55 0.60 0.65 0.52 0.64 0.33 0.80 0.58 0.61 0.60 0.051 0.041 0.025 0.000 0.0000
rs2064902 1 119.36CTTCCCCCTGGTTTTTCAGCCTTGCGAAACCCCACGCCTATAAAACCACCAGGGCA[A/C]TTTTCACAGGGAAGGTAAAGAAAAGGACATATTTTCAACGGGCAGCAAGGGTTGC A C 0.60 0.67 0.63 0.62 0.73 1.00 0.99 0.73 0.68 0.59 0.66 0.000 0.145 0.012 0.170 0.0007
rs2010580 1 119.37TCACGGGTGACTCTCCAAGACAGGGAGGCCTATGGGGTGTAAAAGTAGGAATGAC[A/G]TTACCAGGGAGGAAGACGACACATTCAAGAGGTGTTGTGGAGGTAAAGTTGGTAG A G 0.29 0.33 0.39 0.38 0.30 0.00 0.01 0.27 0.32 0.40 0.35 0.016 0.175 0.023 0.202 0.0016
rs1998182 1 119.38CTCATTAGAAATTTGTGTCAACTTACACTTCCATAAATAACATGCTTGTCTCCCCAC[A/G]TCTTCACCAACACTTAGTAACTTCAGGTATTCTAATATTTGCTAAACTACTTGTGGC A G 0.88 0.67 0.63 0.62 0.73 1.00 0.97 0.78 0.64 0.58 0.66 0.056 0.113 0.022 0.169 0.0006
rs927208 1 119.42AAACTTCTGGGTTACTTTAGAATAATTATACCCCTTGTGCTATAGTCCTAGAGAG[A/G]TCAACTTGGACATGAGTAGCGTAAAGTGATTTTTAAAAGCCCAGGACTAGATGAAATA A G 0.10 0.29 0.32 0.35 0.25 0.00 0.03 0.21 0.36 0.41 0.33 0.055 0.108 0.019 0.163 0.0000
rs636101 1 119.60GTGGGCTGACCAAGGAGATTAATTGGCATTCTGAACCAAATGTGTTGCAAAGACAG[A/G]CAAGAAAGCTGAGCCCTCCCAAACAGTCCAAAAATGCCCAGCAGTCAAGTTAGC A G 0.79 0.71 0.80 0.80 0.78 0.36 0.40 0.58 0.82 0.77 0.76 0.000 0.094 0.016 0.099 0.0006
rs586650 1 119.61TTCTCTAAATTCTTTAAGTGTCAGTTTGCTTGTCTGTACTATAGGGATAATTGT[A/G]ATATCTGTCTTAGGATTGTTGTGAAGCACAGTGCTGGATGTAAAGTACTTGCTCAAAAAA A G 0.81 0.57 0.67 0.63 0.66 0.36 0.40 0.47 0.79 0.60 0.58 0.011 0.042 0.007 0.045 0.0034
rs518027 1 119.62GGAATACTGCCAGTATCCTCGGGCTTCTGTCCACCCAGCAAGAGAAGAAGGGAAAA[A/G]GAATGCCCATGGACACTGAAAAGGACATTTTCTTGGCAATGGGACTGCATTTCCA A G 0.24 0.36 0.36 0.27 0.24 0.41 0.39 0.18 0.39 0.20 0.23 0.011 0.001 0.017 0.000 0.0101 1 1
rs699778 1 119.68AGGAAGAAACTCAGGAGTAAGCTTCTAG[A/C]CCCCTTCAGCTTCTACACCCTTCTGCCCTCTCTCCATTGCCTGCACCCCACCCCAGCCACTCAACTCCTGCTTGTTTTTCCTTT A C 0.75 0.63 0.63 0.67 0.48 0.14 0.13 0.51 0.46 0.57 0.52 0.020 0.105 0.003 0.105 0.0044
rs860674 1 119.75CATTGAAGGCTTCACTCTTCCCCAAGGGATCCAATCTCCTCTCATCTGAACTTGAT[A/G]CCAGGTCATAAATTCCCACTATGGTAACTCCAACAGGTCTCTGTCCTCAGAACTAG A G 0.07 0.20 0.18 0.20 0.21 0.59 0.36 0.15 0.14 0.15 0.16 0.006 0.042 0.000 0.117 0.0000
rs744877 1 143.46CCGGGCTCCGGTGGCAGAGGAAATGGAGACTCTTCCTTGCCCTCTTGTCCCCA[A/C]CCTCCCCAGAAAACCTCTGGCAAAGCTTTATGTGTCATCTAACCGTCACCACATTCCT A C 0.45 0.46 0.42 0.45 0.37 0.64 0.52 0.64 0.46 0.58 0.47 0.001 0.000 0.004 0.008 0.0002 1
rs1694379 1 147.51AACAAAATAAATTTACAACAACCCTGCAATGTTGAAACTCATTAACCCATTCAAC[A/C]GACTTTTTGAGTGAATATTTTGTGAGACATTGGTGTTAGAAGCTGTAGGTGGGGAAACT A C 0.76 0.64 0.59 0.66 0.73 0.14 0.34 0.40 0.64 0.54 0.56 0.007 0.039 0.038 0.143 0.0015 1
rs13320 1 149.06 TGAGATTCTAGAGATTAAACCACTGTGCCATTTTTAACCCAGGCTGTACT[A/G]TTGTTTCTTACCAACAGCATAGGTTTTCATCACTGGAAGGAGCCTGTGTT A G 0.45 0.66 0.59 0.65 0.50 0.64 0.93 0.40 0.68 0.53 0.60 0.022 0.045 0.043 0.001 0.0000 1
rs756303 1 150.12AAAGCATTTATGAGACAGCTCCTCCTCCAATCAAGATGACATTCTGCTAAGCTCCA[A/G]TGACAGAGGAGGAAGGATATTCAATGGCCTGAAAAGAGTCACAGTCATAGATAAG A G 0.50 0.55 0.59 0.50 0.55 0.59 0.54 0.48 0.46 0.53 0.49 0.006 0.001 0.008 0.000 0.0048 1 1
rs1933382 1 150.22CCTCAGCACAGGTGACACTTGTAGGGCTGTTTAATATATGAAGTGGATGTAGAG[A/C]TAAACAATAGGTATTTCTGGTTATTCTGGGAGGCCAAGGGCATGGTGGCTAGGTGAA A C 0.55 0.45 0.47 0.57 0.52 0.45 0.63 0.46 0.57 0.57 0.52 0.008 0.023 0.000 0.000 0.0024

rs7345 1 150.85 ATACAAAGGAAGCCCCTCTGGTTAACTAGTCCTGAAGAAGGTAAGCCTCA[A/C]GTATGCAGCTTAAAAAAAAAAGTAGAGGCCTCAGCTCATTTGTGAAAGGA A C 0.79 0.57 0.53 0.41 0.55 0.86 0.86 0.61 0.61 0.57 0.51 0.016 0.033 0.001 0.038 0.0010 1
rs1194580 1 151.44ATGAGAAAACTGGTACTTGTAGCATCTTTGTTTAGTTTAAATGATTCCTTTGATGT[A/C]GTTAATGACCTTGGATGTTTTAAATGCTCTGAGTCAACAAGTAATATGTCATAAGTTCT A C 0.86 0.59 0.58 0.48 0.41 0.95 0.74 0.83 0.68 0.60 0.60 0.032 0.002 0.024 0.076 0.0001 1
rs1212352 1 151.46 CCTCTGAGAAAAAAACGAGAAACGTAATAGGAAGGTTAAGCGTGGCAAATTGTTTA[A/T]CGTGTCATGTAATTTACTGTGCAACTCTCCTGGCCCCTTTTCCTACCTACTCCCAA A T 0.76 0.58 0.58 0.65 0.59 0.59 0.40 0.49 0.64 0.57 0.56 0.032 0.006 0.001 0.003 0.0000
rs2066981 1 152.39CCCCACCCCACTTCCCTCGGGGTTCCCTCTCTCCCTCCCCATGCCACTGGTC[A/G]CCATCTCAAGCCTCCCCTGCAGTTTCCCCAGCTCCTTCCCTGTATGGCCTTCAGTCTTT A G 0.60 0.57 0.56 0.54 0.63 0.77 0.89 0.61 0.57 0.51 0.59 0.006 0.113 0.006 0.049 0.0013 1
rs915180 1 153.30AAAGCATCAAGACCAGTGAAGAAAGA[A/G]TCAGGAGCACTGGCCTTGGCAAGAAATAAGCCAAACTAGGGTCCGGTGGGTTCAGCCCAGTGATGAAGCCAGGAGGGATTCCA A G 0.67 0.46 0.46 0.33 0.43 0.73 0.28 0.45 0.46 0.34 0.45 0.051 0.014 0.006 0.064 0.0008 1
rs2025577 1 153.53TTCTTACTGATATACACTACATGCTTGCGACTGTACTAAATCCTAGGGTATACAT[A/G]AGATGTGTTAAGACATGGTTTCTTAGATGCTTAGTATCTAGTTAGGAAGACAAATCAGA A G 0.69 0.58 0.47 0.46 0.46 0.41 0.11 0.42 0.64 0.45 0.52 0.048 0.069 0.000 0.000 0.0036
rs863365 1 155.77GAAAAATGGTCTTCTTATTGGGAAATGACTGCTCACTAAGAAGAGTAGATACAGT[A/G]AGTGAAAGGGAAACAGAATGGAGAAAGAGTTGATAGGAGATAAGAAAAGATTAAGTC A G 0.29 0.49 0.54 0.57 0.48 0.14 0.61 0.55 0.57 0.53 0.56 0.018 0.010 0.008 0.071 0.0024 1
rs857723 1 155.82CCTTTCCTTACAAGTTAGATTCCTTGCAGATTATAGATTTTGAAAGGATTCCCTT[A/G]AATTTTCATGTTACATTGATTTGGAAAAAAATCTTCTTATGTCTGGACATTGGCTGCAGT A G 0.69 0.61 0.56 0.51 0.63 0.77 0.44 0.45 0.50 0.59 0.61 0.005 0.008 0.015 0.020 0.0002
rs857819 1 155.95GTATGAAAGTATAGGAGTTGAGTCAGTGGAAAGAAATAGGATTACTTTTTACATC[A/G]AACCATTTCTTTATTGAATTGTAAGCTAATTATTTCCTGAAACGTGTGAAAAATAATTCT A G 0.26 0.47 0.51 0.56 0.32 0.45 0.90 0.28 0.46 0.49 0.45 0.050 0.079 0.044 0.003 0.0042
rs857803 1 155.95CTGAAAATAAAGTAATGAAGGATCTGGATAGACTTATTATTTTAGCCTGGCTCAT[A/T]TGAGTTCTGCTTCCACTTGGGTGGCAAATTTTCCATTCTTTACTCCTTCTCCTGTTTTC A T 0.76 0.52 0.50 0.43 0.68 0.55 0.10 0.71 0.54 0.51 0.55 0.059 0.079 0.039 0.003 0.0038
rs876694 1 156.36CAGAGCAGAAACAGGTCTCTAGCCCTGGAAACTTGTTCTTCTTCATTTTATGATGAC[A/C]TGAAGTATTTATACTTAATCGGAGCAAGTTCTTAGAAACAGAATCTTTTTCTGATGG A C 0.30 0.55 0.50 0.46 0.52 0.82 0.80 0.54 0.46 0.39 0.54 0.015 0.074 0.001 0.077 0.0013 1
rs1474747 1 156.37TAAGACTGACGGGCTGAGCACTCTCAGCTCCCTACGCCGTTTGATATCATCAGCTTATTGGAAG[A/G]TACCCTTAAAGCATAGCAGAGTAGAGTTTAAAGATGCATCTACTGAGA A G 0.69 0.66 0.62 0.60 0.64 0.95 0.84 0.58 0.54 0.57 0.67 0.011 0.079 0.001 0.147 0.0057 1
rs876537 1 156.89 TGAGAGCTTTGACACAAACCAGTCCTTGGTGGGAGATATTGAAGATGTGAACAT[A/G]TGGGACTTTGTGAGATTAGATATTAGGTTAGATTAGACAGCCAGATGAGATTAATGC A G 0.10 0.34 0.41 0.44 0.38 0.32 0.39 0.31 0.46 0.35 0.42 0.073 0.000 0.002 0.003 0.0000 1
rs1053074 1 157.23 GCTTAGAATAGACAGCAGGGGAATGGGAAGAAAGCATAGCATGGCCAAAT[A/C]AACCAGATGGAGGTTAACTTGCCAATGGATAGGAAGGTATAGACACACAC A C 0.33 0.59 0.63 0.51 0.57 0.73 0.58 0.52 0.57 0.62 0.57 0.031 0.003 0.002 0.009 0.0017
rs10594 1 157.46TGCTGTCAAACTTGCCGGGTCGGCAGCACACAGTGTGAACTCCATACCTGTCAT[C/G]GGCAATAGGAATGCATATTGATAAGTGAAGGACTGGAAAACAAAAAACCTGGTCCTT C G 0.45 0.39 0.55 0.48 0.52 0.36 0.51 0.65 0.39 0.59 0.54 0.006 0.000 0.004 0.020 0.0000 1
rs570901 1 157.91GCTCAAGCTCGCATGATCATTAAAACCTACCCTGATTGCGAATGACATTCTCT[A/C]TCCGCTTTTTCCTTAGGACTTGGTGCCAACCTACAAGGTCTAGTACCTAATGCTATTTGG A C 0.26 0.33 0.39 0.38 0.38 0.15 0.21 0.26 0.46 0.29 0.36 0.005 0.018 0.008 0.037 0.0012

rs836 1 158.19AGGACCCCAGTGTCATCACCAAACAACCATTTCAGCCGCTCTAGCCTCTAATTCCC[A/G]CTCTAGAACAGCTGGCCCTGGTCGTCAGTACACAAGGAAAGAGCCCAGAACCAA A G 0.10 0.35 0.30 0.30 0.27 0.09 0.22 0.14 0.43 0.29 0.34 0.037 0.008 0.022 0.044 0.0012 1
rs1027702 1 158.90ATCTGTATCCTTTCACTCTAATAAACCATAACTTTGTATATCAGCTTTTCTGA[A/G]TTCTGTGAATCCTCCTAGTAAATCAGTGAGCCTGAGGGAGCCTGAGGGAGCCTGAGGATG A G 0.86 0.32 0.36 0.34 0.50 0.90 0.28 0.43 0.43 0.43 0.45 0.118 0.018 0.001 0.142 0.0046 1 1
rs1062174 1 159.68TCACAGGATTCACACTATAAAGTACACTGACTCAAATTTTCTCTAATCATTCATACTC[A/G]CACATTCACTCAAGCATACATACTAGACATAAAAATTGTGCAAGATCAAGCATCAG A G 0.36 0.46 0.47 0.41 0.36 0.41 0.32 0.38 0.54 0.48 0.48 0.005 0.012 0.004 0.002 0.0001 1
rs1806753 1 160.08GTTTTTGGGAAAATTAAATTAGGTAATGCATATAAAGTGCC[A/C]AACAGAGATCCTGCCAAATAGTTATTGTTCAATAAATGTTAGCTGTTTTTATTATCTTCGTTTGCTAACAACTA A C 0.65 0.64 0.58 0.57 0.52 0.82 0.45 0.49 0.68 0.55 0.62 0.004 0.014 0.010 0.031 0.0010
rs902013 1 161.49TTAAACTCCACTGCAGCAAAAGCTGGATGGGAAGCAAACAAAATGCAGGATAG[A/C]ATAACAGGAGTGGGATGTACTTCATACAGGGGGCTCTGGAGGGGCCTCTCTGAAGAG A C 0.81 0.67 0.66 0.61 0.68 0.50 0.61 0.75 0.69 0.67 0.70 0.013 0.002 0.010 0.016 0.0015 1
rs968853 1 162.33AGATTCGTGACTTAATTGTATGACAACACGCAAACCCACTTAACCTCTCTAAGCATC[A/G]CTTGAGTCAATAAGGGGATGGAATGAGATGATATTTGTGGATATTGTGCAAAAGAA A G 0.14 0.53 0.49 0.57 0.43 0.59 0.75 0.70 0.64 0.49 0.45 0.080 0.021 0.012 0.003 0.0020 1
rs1337442 1 162.84TTCCATTTTGTTTCATCTAAGCTATCTAATAGAGGCTCAGTAAATTCTTAGAGA[A/G]TTGTAAAATCAAGTTAGATGAACATGTGTTTGAAGGATAGGCAGGGTTCTCTATGTGGAG A G 0.60 0.69 0.68 0.60 0.63 1.00 1.00 0.74 0.61 0.68 0.62 0.000 0.129 0.001 0.129 0.0017 1
rs1319898 1 163.19 ACTGGGGACTGCAGGCATTTTGGGAAAATAATTACAACAGGTTAAAAGCCCCATCA[A/G]AGCAAAATCAAAATGAAATCAAAGGGACTGCTGAGGTCAGGCAAGGGATGCTCT A G 0.43 0.57 0.62 0.50 0.46 0.45 0.21 0.56 0.46 0.54 0.62 0.026 0.128 0.004 0.033 0.0002
rs869714 1 164.31 TCATCTCCCTCAGGGTGAGCAGGACAGGCCAGGGGTAGATAAGAGCCCATC[A/G]CTAACCTTGTGTACATGGCCTCTCTTTTTTGGTTAGTGTTTCTGCCTCACTTTCTGATTC A G 0.50 0.47 0.44 0.49 0.50 0.60 0.82 0.57 0.46 0.51 0.53 0.005 0.106 0.007 0.020 0.0046 1 1
rs767707 1 164.75 CCTCAGCCTTTGCCTTTGAGCCTGTAGATAGGACAGGTTATCAGTCGGAGCTGT[A/G]CAGACTTAATCTTGATGCTTGGTCATTCAAAGCGCTGACAAAGCTCTTCCACAGGAG A G 0.33 0.54 0.50 0.40 0.66 0.55 0.44 0.39 0.61 0.47 0.52 0.020 0.006 0.016 0.000 0.0002
rs761076 1 164.81 TCGTACCACGCACACTCCGCTCACCCCTCTCCCTACTCCATTGCTAACCTCACAC[A/G]AGCAGAGCCATTGGCTCCACTCCCTGCTTTGTGCTTAATTGGTGCTTTTGTTTCTAA A G 0.50 0.45 0.52 0.46 0.36 0.59 0.34 0.38 0.46 0.42 0.41 0.005 0.039 0.012 0.000 0.0096 1 1
rs1933075 1 164.86CCTTACTCCAGAGAGGGAGCAAGAAAAAAAACCTGGATGCTTTGAAGGGATCTGC[A/C]ACTATTTAAAAGGGGATTAGGATTCTGTTTCAGCTGCATGTGGAACTAGGTAAGCTT A C 0.31 0.26 0.28 0.18 0.27 0.18 0.09 0.29 0.46 0.30 0.40 0.001 0.035 0.000 0.011 0.0054
rs2902569 1 165.31 CAATACTTGTGCTATTGTATGATTGTGTGACCATG[A/G]AGAAATGTATGGGAAAATACACACTAGACTCTAATTGTTTCTGTTTATGGGGAGGTGTGG A G 0.43 0.74 0.72 0.63 0.70 0.73 0.32 0.85 0.50 0.64 0.65 0.042 0.074 0.018 0.001 0.0006 1
rs1003502 1 165.44CTGATTTACATATTTCTTATCCCTCACACTCTGGGTTTCTCTATGTTAGCTACATCTAGGAAAAAAATGGGGAA[A/G]AAAATCACCTTGATTGGAAGTGCAGTTAATTCCTGAAAAT A G 0.45 0.26 0.29 0.38 0.41 0.59 0.60 0.46 0.50 0.36 0.37 0.027 0.080 0.032 0.059 0.0066 1 1
rs926517 1 166.26AGAAACACTGGGTTTCCATACGCATTGACTGAAAAGTTGTCTTAGTTCCCC[A/G]TGGTCCACACCCTCTTCCACGCCCAGCCACACACTCCACCTGCCGGGGCACCCCTCCCT A G 0.64 0.39 0.44 0.54 0.38 0.05 0.11 0.38 0.23 0.47 0.49 0.015 0.119 0.012 0.166 0.0008 1
rs969310 1 166.91AGAAAATAGCTCACTCCCTAGCTCGGAGACATTCTAACCAACATAC[A/G]CTTACCTTTCTTTTTGCTGTGTACAGAATTCAAATCCCTGTCTCAGCAAAATTGCAAAGTATCAAAT A G 0.12 0.32 0.32 0.28 0.29 0.05 0.08 0.19 0.29 0.23 0.28 0.036 0.045 0.022 0.071 0.0007 1
rs913257 1 167.71AGAAGCCGATGAAGAGACTTTGGAGCTTGAGGTGGAGGTCGAGAGATTGCTACAC[A/G]AACAAGAAGTAGAATCAAGGAGACCAGTGGTTCGTTTAGAGAGGCCATTTCAGCC A G 0.55 0.53 0.48 0.54 0.52 0.86 0.84 0.44 0.75 0.48 0.42 0.006 0.105 0.003 0.105 0.0005 1
rs7877 1 168.49ACAGCTTTCTTTCTAAAATGAACCTGTAACTTTCCAACAACCTTCAAATGCACAGAA[A/G]TCTTAGTTATCATTCTCTAGCATTAGAAGTGGAGCTGGGAGAGGCTCAGGAATACC A G 0.60 0.28 0.27 0.23 0.32 0.09 0.58 0.36 0.18 0.29 0.27 0.049 0.044 0.001 0.032 0.0000 1

rs909958 1 169.00GGTATAGTGTTGGAATGTAAATGGTATTATTTTATCCAGCAAAGACAAGGACTTGTTTC[A/C]TTCTTTTTCCCAGCACGGCCTTGCTACGATGTCATAATGTTTGATGTTGACAGTA A C 0.40 0.27 0.29 0.30 0.36 0.50 0.29 0.09 0.39 0.20 0.28 0.009 0.002 0.063 0.018 0.0000 1
rs764180 1 169.04TTGATGGAGAAAATACAATTAAGCTTAATTCCTTTATAACTTTTGTTGTTCTTCTT[A/G]TACTGCTGAAAAGGGCTTAAAATAGATCACAGTAGCCAGGGACAAGTCTAATTTCCAG A G 0.38 0.56 0.52 0.45 0.39 0.27 0.68 0.72 0.46 0.60 0.57 0.005 0.033 0.050 0.020 0.0015
rs929087 1 169.87GTGGCTGAGTGCCAGATTAGTTGCTCGGGTGGTTTGCGGTGTAGGAATGCAG[A/G]GGAGACTCAGTTTTGCCTTTCCTGTTCGCTAACACCTCCTACATGGTGGGTTGTCTTGG A G 0.12 0.53 0.41 0.49 0.61 0.64 0.64 0.28 0.54 0.34 0.28 0.056 0.033 0.002 0.026 0.0065 1 1 1
rs1342035 1 170.54GTCATAACAAAATACCATAGACTGTGTGGTTTAGACAACAGAAATTTTTTCTC[A/G]CTGTTCTGGTGGCTGAAAGTCTGAGAACAGGGTTCCTGAATGGTAGAGTTCTGCTGAGAG A G 0.57 0.46 0.47 0.50 0.46 0.32 0.23 0.45 0.64 0.49 0.49 0.009 0.035 0.001 0.013 0.0010 1
rs929126 1 172.29GGTTCATCCTTAGAGGAGAATTTGAGAGGCAAGGGCTGCAATTTGGGAGATGGAG[A/G]AAGGAGCTTGTTGGATTACCAATGTTGTCCTTGAGAAAGTTTGAAATAGATTCTCT A G 0.71 0.51 0.55 0.57 0.48 0.36 0.47 0.43 0.57 0.47 0.56 0.008 0.008 0.017 0.029 0.0003 1
rs2040427 1 172.56AAATTTGAGCTTTCCAGTAAAACTGCGAAAGCTTCCAAACACAGACATATCTTT[A/G]CCATGTACCACAGAAGTAATAATACAAACTCTACATGGAACAGCTCAGTCAGTAGCTAC A G 0.55 0.55 0.55 0.60 0.63 0.77 0.81 0.51 0.64 0.53 0.59 0.002 0.021 0.008 0.015 0.0007
rs487574 1 172.88CTTTCTGCCTGAGTTCCTCCAACTTGTCTTTCCATTCCCACCAGCTGGGGCAA[C/G]CAGATCCTTTTGCAACATACAAGAAAAGTGTATCTGACCAAGAGGGTACAGGCAGGAGG C G 0.83 0.41 0.45 0.59 0.36 0.50 0.03 0.49 0.64 0.64 0.56 0.058 0.188 0.006 0.002 0.0036 1
rs227530 1 174.30 GCTGTAGCTAGTTATATAGCCAAGAAAAATCAGCGTCCTCTCTTGCTTGCTCACC[A/G]CCTTTGTCTGCCATTGTCCTGCTCATAAAGGGGAGGAGTGTGCTGGGAAGAGAGAG A G 0.23 0.48 0.41 0.46 0.34 0.91 0.97 0.65 0.32 0.39 0.37 0.016 0.195 0.039 0.143 0.0012 1
rs1923626 1 175.00TGAGTTCACCTTGGGTTTCCTTCTCACCTCCTCGATGTTGAGCTTGAGCCACACT[A/G]AGTGCCCCCAGCCCCTTGAATGCCGCGGAAGTGCTCTCCAATCTTGTACATGCTGT A G 0.31 0.60 0.58 0.61 0.48 0.45 0.48 0.40 0.57 0.61 0.59 0.063 0.023 0.030 0.025 0.0010 1
rs1004959 1 176.49 AAAAATATGCAATTCTCAGATAAGTTATCACCCCTTTACA[C/G]GAGTTTTCCTGAAAACCCATCCAATAAATTCTATTTACATTTCAGTGGATACCTCACGCTATAGGGAAAGCTA C G 0.14 0.11 0.16 0.11 0.18 0.18 0.00 0.01 0.21 0.08 0.13 0.000 0.050 0.029 0.002 0.0000 1
rs716760 1 177.49GAAGCTGTGTACACTAGAGGATAAAGTGGAAGCGGTCCAATGAACCTGCT[A/G]TACTCAAAAACAGTTGATAGTATGTTGAAAAGAAAGATGCAACATAGGCTGGTGATGAGGG A G 0.76 0.36 0.38 0.43 0.41 0.32 0.61 0.23 0.43 0.36 0.38 0.085 0.038 0.014 0.001 0.0007 1
rs1020782 1 178.52CAGTCTTATTAGCCCCCAGATTGCCCTCATTTTACCTCCTCAGGTGCTGAATCCT[A/C]CCATTTCCCAGGACTTTTCGTATACAAGCTTGAGTCAGTTTCTACAAAGTGAGCAAAC A C 0.26 0.45 0.44 0.34 0.48 0.18 0.10 0.32 0.43 0.57 0.41 0.019 0.090 0.009 0.043 0.0003 1
rs1325747 1 179.58GCATTTAAGGGTGGTGTCCCTGAAGTCTCTAAAATGCTTTCTCAATATGAAAGTGGCAATTAGTATGCAGC[A/G]AGTATATTCTTTGGCCACATATGTTTTGCTTTTCAAAAAGCA A G 0.10 0.33 0.30 0.20 0.34 0.55 0.11 0.36 0.32 0.41 0.30 0.049 0.031 0.005 0.019 0.0000 1
rs1537520 1 180.32GTTAAACTCTTGAAGAATGGGCTAGACTAAGAATGCTGTGCATCTCTGTACACAC[A/G]CAAACATGCTAAGAATATTTCAGCACTCTAAGGAGATTAGACTAAACAAAATCATCAA A G 0.45 0.59 0.56 0.54 0.64 0.68 0.89 0.61 0.46 0.54 0.58 0.002 0.074 0.003 0.015 0.0022 1
rs726427 1 181.90ATTATTATGCTTTTCTGTTGTTAACCTGTTTTTGTTTTTTTTTAACCCGGGGTGTC[A/C]GCTGTAACCCTTTATGATGGGGAGGAAAGGATCACCCCTTTCTGCCCCTACAATGCAT A C 0.31 0.43 0.44 0.40 0.39 0.59 0.39 0.52 0.50 0.39 0.41 0.014 0.004 0.005 0.008 0.0004 1
rs10174 1 182.51GTTGCTGTTAGCAACATCTATCCCCACCCACCCTCTTTATTCACAAGTGTACCTCT[A/G]CTAACCATAATTACATCACTAAGCCTGTTAGTTTGAGAGGGTCTTAAACCCGTTAAA A G 0.36 0.55 0.54 0.60 0.59 0.73 0.88 0.49 0.54 0.57 0.56 0.017 0.073 0.000 0.028 0.0000 1
rs7123 1 182.51 CCAAATGTTCACTGGTACTCTGCCACTTTATTTCTCTCATCTGTTACACA[A/G]AGAACCACCAGGAAAGCAAATCAGTTTGGTTGGTAACTCTGTAATTCCTA A G 0.36 0.55 0.54 0.57 0.59 0.73 0.88 0.49 0.54 0.56 0.53 0.019 0.068 0.000 0.025 0.0004

rs743137 1 183.23 CATTGTTTCTTAATCTTGTCTGCGTTTTTCTTGCCTGCCTATAAGAAGGATTT[A/C]GTGAGTAGAAGCCATCTTTGGCTCAGGATTTTCTCCAATGTGCTGTAATAAAAAGTCTGG A C 0.14 0.49 0.46 0.50 0.32 0.23 0.34 0.34 0.54 0.46 0.45 0.080 0.011 0.008 0.044 0.0002 1
rs5275 1 183.88ATTTAAATATTCATTTAATAATGCACTGATACCTGTTTTTGTTTGATGACAGAAAAAT[A/G]ACCAAAAGTACTTTAAAATTTCAAACATTAGTTACTTCTAATGCATCATGGAAGATGC A G 0.45 0.60 0.62 0.59 0.66 0.89 0.75 0.59 0.75 0.64 0.70 0.027 0.002 0.018 0.031 0.0046 1 1

rs1160832 1 184.25CAAAGGCTAAACTTTGAATAAATCTGCAAATTTAAATTATACAGCTGAGGGAGA[A/C]AAGAAAGCATAAATAATAGGGCCAACTTTTTTCACCTGAGCAGAATCTTGTTCTTCCTAA A C 0.81 0.51 0.50 0.48 0.57 0.95 0.89 0.47 0.43 0.55 0.55 0.054 0.086 0.001 0.147 0.0007
rs1906255 1 185.41ACTAAAATGACACATTATATTTACAATTTCTAAATGGGCTCATGTTGCATTTTCT[A/G]GGGAAAAGATGGGCTCATCAAAGCAACAATTAGAATATTCCTGCATCAGTCACCCAATG A G 0.88 0.70 0.66 0.70 0.65 0.86 0.54 0.78 0.75 0.72 0.66 0.044 0.004 0.018 0.038 0.0000 1
rs1155236 1 186.20AAAACTCCCATCTAAAGGTTTCAGAAAACTTAAGGTATATACACTTATTTCAGAAATAAA[A/G]GATGAATACATGTATGCTCTTTGATGAATAAATTCATCTCCAAGCAAGATCCAA A G 0.07 0.27 0.33 0.44 0.29 0.36 0.43 0.48 0.25 0.37 0.37 0.049 0.003 0.011 0.000 0.0006 1
rs1912920 1 186.30ATTGGGATGTGAATCTAAAGTACTTTCTGTACTTTCAAAGTTATGTTGCATAGTC[A/C]TTCTTTCCTGTCCACAATGACATTTCAAGGAGAGCTTATCACCTTTGAGTTGATTTCCA A C 0.50 0.36 0.48 0.45 0.52 0.41 0.50 0.49 0.50 0.49 0.44 0.000 0.000 0.003 0.005 0.0005
rs1912915 1 186.33CTATATGCGGGACTAACTTCGAATTTATGTTCTCTGGATTTTAATACTAGACCCT[A/G]TGCATACTTCCCGTGAAATTCTGGGTAAGTTATTTAATCATTGTACTTAATATGTAAAAC A G 0.69 0.65 0.53 0.57 0.52 0.59 0.50 0.67 0.50 0.51 0.55 0.014 0.000 0.034 0.004 0.0003
rs1912933 1 186.41CAGCAAATTATTTTTGAGTGTCCACTATGGGTAGGTAGAGTTCTAGGTGTTAGAGA[A/G]TTTACAATGAAGAAGATAAGCTAGAAATATGCAGTTCCCTGACCATAACTGGCAGA A G 0.26 0.66 0.54 0.59 0.52 0.68 0.49 0.54 0.50 0.53 0.55 0.044 0.000 0.006 0.015 0.0001
rs1697592 1 187.72 GGTGAATATTGAGTTTAATTACCACTTGTCCTAAAGATGGCTAGAAGCTTACAT[C/G]CTTGCCTTAGGCATTCTATTATGACTTTTCTCCCTGTCATGTAACTTGTGAAAAAAGTT C G 0.48 0.63 0.67 0.75 0.77 0.50 0.38 0.54 0.64 0.75 0.66 0.030 0.060 0.019 0.022 0.0019 1
rs719869 1 188.23ACTGGCCCACACCACATTTCTACCTTCTTGGAGTTAGTGTGCTTCCTTTTGTCAGCT[A/G]ATAGTATAACTTAGGACCAGTCCTTTTCCTAAAATGTTAGTTTCATTTTAAATTTGAA A G 0.43 0.41 0.36 0.50 0.41 0.41 0.30 0.52 0.46 0.42 0.47 0.014 0.004 0.034 0.012 0.0096 1 1 1
rs1470930 1 188.47TGGTCTTTTATAATCATTTATGTTAGAATTTGGGCAATGTCAAAATATTTTATTTG[A/G]ACAGAGCCATGATATTAAAATCATATAATATGCTTTAGCACTTTATATGTGATGCAGAAT A G 0.64 0.46 0.51 0.50 0.43 0.64 0.73 0.40 0.43 0.46 0.39 0.010 0.024 0.005 0.008 0.0074
rs833975 1 188.99ATGAATTTCAACTGATCTCAAGAAGCCAGCTTTGATTTCACTAATTTTCTGTT[C/G]GTTGGTTTTCTCTTGATAGATATCTAGTTTGTTCTGGATTTTTCTTAAACACTCAATAAGATA C G 0.71 0.78 0.75 0.71 0.73 0.95 0.99 0.86 0.64 0.75 0.80 0.003 0.059 0.008 0.033 0.0017 1
rs723854 1 189.80TCCTTGTCATAGACACAGTCATCAGCTTTTCTTATGTACTAAGTACTATTCCCA[C/G]GACAAAACTGGCACGTGATATTTGTTAAATAAATCCAAAAATGAAATATTTATTTGCATA C G 0.36 0.65 0.65 0.74 0.73 0.64 0.46 0.76 0.68 0.71 0.77 0.028 0.007 0.013 0.001 0.0140 1 1 1
rs1418720 1 190.02TAAATATAAAATAAAAAGCTGTAACATTGGGAGGCCACAGCTACAGTGACTTGG[A/G]ACAAACACAGCTGAGACTAACCCTGGGAGCTGAGACTTTGCTTTTCCCTGTACACTCT A G 0.76 0.54 0.51 0.49 0.50 0.50 0.83 0.63 0.50 0.47 0.51 0.032 0.045 0.002 0.002 0.0002
rs912071 1 190.36TTTTGTTTCCTAATTTTTTTTTTTTGGCAGGTGGT[A/G]GGAAATAATCTTTGTCTTCTTTGGAGTAAACCTTCAACACCGGATTTTTTCTTTTAATTATGGATGTAAACCCCAATATC A G 0.74 0.67 0.77 0.83 0.71 0.45 0.59 0.76 0.57 0.74 0.73 0.000 0.015 0.001 0.044 0.0035 1
rs1007460 1 190.80ATCGAATATAAAAGTCACATAGGAATTCTATGCCCAGCATTATAGCAAGATATTCTCT[A/G]ACCTAATCATATCTTTTAAGATGCAGGATTTAAAAATATCTTTTAAAATTCATCTAA A G 0.38 0.49 0.42 0.44 0.59 0.18 0.52 0.36 0.43 0.47 0.51 0.000 0.011 0.001 0.024 0.0058 1
rs2039759 1 190.89CAGAGAAATAAACAGGGAAGAGGAGAAGAAGGAAGGGAGGGAAGGAAAGTCATGTTCATGATTGTGC[A/G]TGCCACTCCTACAGGCTATGAAAGTAGTTACTGAAAATCATAG A G 0.29 0.49 0.52 0.57 0.43 0.86 0.81 0.56 0.43 0.51 0.47 0.020 0.047 0.004 0.070 0.0010
rs489472 1 191.37AATGTTATTCTTATCATACTTCAATTAAAAGTAAACCTAGAAAAATACATCTAATGCAA[A/G]TTAAACTATTACTTACACTATCTTAAATTCTTACTAATAATACCAAACTGTTCTTACT A G 0.50 0.78 0.79 0.78 0.80 0.68 0.46 0.85 0.79 0.84 0.78 0.032 0.049 0.001 0.002 0.0006 1
rs1907888 1 191.95 ACAATAAATGCTAGCTATCATTTCAACAAATGCTATAAAATATGGGTGGTTTCACTC[A/G]CTGAAATTTTATTTCTTAGTCAAGTAAATCCTGATATGAATCAGGAAAGCCTTTTTC A G 0.48 0.21 0.25 0.33 0.25 0.27 0.38 0.38 0.14 0.29 0.30 0.016 0.006 0.003 0.000 0.0004 1
rs149067 1 192.11TTCTTTAGTAAAATATTATTTATATTGTAGGGTTGTTTTGTTTTGTCTTGTTTTTAT[A/G]TTTAAGTGAGGTAACAATTATAAAGTTTCTAGGTTTGTGCTCAGTAACTGGAAATATTA A G 0.26 0.47 0.53 0.60 0.64 0.68 0.39 0.41 0.43 0.49 0.60 0.050 0.020 0.024 0.004 0.0013
rs872381 1 193.03TTAAAAAATATATGTTAAGTCATTTTACAGCTACTCTTCAGTAGTAGCAAACAACTTT[A/G]TTAGAAATTTTAAATCTAAGTTATTGTTAAGCAACATACTTCTGTAACAATTTTAATA A G 0.55 0.53 0.48 0.54 0.52 0.68 0.84 0.48 0.46 0.44 0.49 0.004 0.080 0.000 0.022 0.0000 1
rs1538686 1 193.69 AGTTACTCTTACCATAACACACAAGGCCACATTCTAGCTGTACAGTAGCCATTAAC[A/G]GAGGAAAGTGAAAGGTGCAAGGGAGGGTATGTCAGGAAGAAAGACATGCATGAA A G 0.21 0.57 0.61 0.49 0.73 0.59 0.55 0.59 0.46 0.65 0.48 0.073 0.000 0.004 0.000 0.0050 1 1
rs949571 1 194.60GAAGTTGCACAAGGCAGAGCAGCTGTTACAAAGAATTATTGCATACAACAGCTT[A/G]TGGTGTTTAGTCCGTGAAAACAAATAAGTCATTTTTAGAACAAAGTTTATTGTTAACTGC A G 0.33 0.69 0.66 0.70 0.68 0.82 0.76 0.86 0.61 0.68 0.69 0.054 0.009 0.059 0.026 0.0007 1
rs1125953 1 195.26AAAATCAGCTCTAAGAAGTTTTCTCTGTTCTGAGGGATGTTTAACTCTAAGAGGT[A/G]ACTGAGTGTTGGGGTTTGGGGTGACTGAGGAGGCATGGGGAGCTGGTCAGAGGGA A G 0.81 0.78 0.69 0.78 0.80 0.59 0.76 0.73 0.64 0.70 0.78 0.001 0.000 0.001 0.014 0.0035 1
rs1052238 1 195.92 CCTGCCATTGCAAAACTTCTCTGTATATGCCTGGGGGACCTGGCTGTTCT[A/G]GTTTTTCACCATCTTTGACATCTGCTTGTTCTCACTTGGCTCCTGCCTTA A G 0.67 0.41 0.50 0.43 0.41 0.36 0.53 0.53 0.58 0.57 0.39 0.008 0.003 0.001 0.018 0.0093 1 1 1
rs1892433 1 196.25GAGACAGCAAAGGAAGATCTGCCTGGCTCAGGTATACAACGTGAGTAGCCAA[A/G]GAATGAAGATGCATAGGATGACATCAGAGAACAGGGCGTGGTTTTGCTTTTAATATTTTG A G 0.36 0.43 0.35 0.35 0.43 0.75 0.82 0.71 0.43 0.39 0.43 0.000 0.099 0.064 0.064 0.0013
rs1561144 1 196.59ATTTAGAATCTCCGGGCTGGGAGCTGAGCCTGGGAGCCATGGCTTTGAGGCTAG[A/G]CTAGCGATAATCTGTATCTGCCCCAAACAAGTCCTGCCCAATACTATCAAAAAGGAA A G 0.19 0.41 0.45 0.43 0.41 0.09 0.17 0.57 0.36 0.49 0.56 0.034 0.051 0.014 0.082 0.0071 1 1 1
rs1409778 1 196.60AATGGGAAAACTTTGGCTTCAGGAGGTAATTTAAGTTGATCAGCAATGCACTCC[A/C]TGTGTCTTAGGTCTGCCTAAGTGTAAAGCTCATATTCTCAATCACCACAAAATATGCC A C 0.60 0.54 0.47 0.51 0.52 0.86 0.56 0.40 0.61 0.44 0.38 0.007 0.005 0.002 0.101 0.0042

rs2589 1 197.74AAATCAAAAATTGAGAGGCAAAGAACAGAAGTAAAATCCAGAAGACTCAGCTGCTTG[A/G]GGCATGTTCCCACCCTGGACTTGCCAACTTTCACTGTGAAACTGCAACATMTTAA A G 0.86 0.59 0.57 0.55 0.70 0.55 0.75 0.55 0.61 0.65 0.60 0.046 0.005 0.008 0.004 0.0010 1
rs1325309 1 198.37AGCCAGGGTTAAGGAGAGCCCTCGAGTGAGGCAAGGGACTTACAGGGTTAAGGGGA[A/T]GAGGGCGCTGAGGGTCAGTCTGGACTGTGACTCTGATGCCAGGCTGCTGGACA A T 0.45 0.36 0.41 0.45 0.38 0.91 0.64 0.64 0.29 0.45 0.42 0.000 0.029 0.021 0.149 0.0001 1

rs7513 1 199.23GCTTTTTATTGTTTGAATAACAGAACACACAAAACCAGGCAGAGAAGTCCGCAAGGA[A/G]ATGATGATCATATTTCACTGTTTTTTGGCCTTTTGGTCCTTCATCTTTCAAGCACTT A G 0.26 0.41 0.49 0.44 0.34 0.41 0.04 0.53 0.43 0.46 0.47 0.023 0.164 0.006 0.003 0.0000 1
rs1823696 1 199.46CAGTGGTTATCAGTTATCACAGGCAATCTTAAAGGGAGTGAATTCGTAAGAAA[A/G]CAATCAGCAGTCTGAATGGGGGTTGCTTGGTGTAGCGGCCCCTCCCTCAGCCCTGGTG A G 0.53 0.58 0.59 0.59 0.59 0.45 0.94 0.72 0.61 0.48 0.57 0.002 0.107 0.030 0.005 0.0003
rs880633 1 200.44 CTGCGCACCCATGGCTTTGATGGGCTGGACCTTGCCTGGCTCTACCCTGGACGG[A/G]GAGACAAACAGCATTTTACCACCCTAATCAAGGTGCTGGTCAGGTCAGGGACAGG A G 0.83 0.46 0.48 0.54 0.45 0.77 0.93 0.53 0.38 0.43 0.51 0.054 0.108 0.001 0.034 0.0004 1
rs2032018 1 200.86AAAGAGGGACTCAGCTGGGTGATGAATGAAGGAAATGTTTGGCCACACTTGGAGCAATGTCTTTAGGAATAATACAGAGTTGCCAAAAT[A/G]CCTGTCAATGATTGTAGAAACG A G 0.40 0.57 0.55 0.48 0.61 0.32 0.19 0.48 0.54 0.43 0.48 0.003 0.036 0.001 0.009 0.0017
rs1917542 1 201.29TATTATCTTGTCATCTTGGAAGAGG[A/G]AAGACACATCCTTCACCTCAAACCTCTTCTGCACCCTACTCCCATGAACATTTGGAACACGGGTGATAGCCAAACCCAGCAGGGAGC A G 0.62 0.46 0.43 0.39 0.48 0.64 0.74 0.38 0.25 0.46 0.51 0.021 0.049 0.000 0.021 0.0037 1
rs1464816 1 201.31 GGCTCCGCAGCAGAGATGTGTATTGGCACAGAGTGTGTGCGTGCAGGGTTGAGG[A/C]AATACTCTTACCCCGATTTCTGTACCCTGGAGCATGTGTGCCCCTGGGATCCCTAG A C 0.38 0.40 0.35 0.34 0.30 0.23 0.18 0.28 0.42 0.34 0.31 0.000 0.021 0.004 0.015 0.0009
rs1563828 1 201.69ACTAGTTGACAACTCAAGTCTAGACCCAAATGTATACCTTGCTTTTTTGTTGCT[A/G]TTTCCCCATGTTTCTTTTAGTCTTGCCACAGGTAACACACTATGGGAAAAAGGTTGGTGG A G 0.69 0.24 0.32 0.43 0.37 0.23 0.37 0.36 0.14 0.35 0.39 0.070 0.000 0.000 0.006 0.0025
rs14028 1 202.68GCCAGGCTGACCTCAGCTCCCGAAGGCTCGCACAGCCTCCCCATCCTTCCTTCCC[A/G]GCCCTTGTGGCTCTGTCCACCTGATCCCAATACCAGCTTCCCCCAGCCCCTGCCA A G 0.71 0.67 0.68 0.61 0.72 0.73 0.52 0.47 0.75 0.67 0.66 0.000 0.019 0.035 0.000 0.0009 1
rs951366 1 202.86GCTTTTCTTAGGTTATGTTTCGTGAAGATTTGGGGGGAGGGCTCTTTTAAAACTTC[A/G]GCCTCAGTTGTTTAACAGTCTCTTTAATATATTAATCTGCACTAACATCTCTGTGATA A G 0.79 0.67 0.64 0.63 0.54 0.77 0.38 0.71 0.77 0.62 0.69 0.009 0.037 0.005 0.008 0.0006
rs1874361 1 203.09AGGAAAAGCCTCCCTTGCTTTACTGGAATACCAAATCTGTCTCTTTCCCATGCC[A/C]TCTGCCCATCCCAGGAATAGGATGCTGAAGGGGAGAAGGCTCTGGGAGCTTTCACAA A C 0.31 0.49 0.52 0.52 0.55 0.77 0.33 0.35 0.61 0.40 0.55 0.027 0.020 0.021 0.031 0.0001
rs1930432 1 203.82CCACTCACCACATGGGGGAGAGCCTGGAGATGAGGAGGATAATGAGGGGTTCACGA[A/G]TTGGAGGCTGATGAGATGATCATGATAACAAAGTACAGTAACCCAGATTTCCCA A G 0.43 0.44 0.47 0.45 0.50 0.36 0.48 0.51 0.39 0.41 0.41 0.001 0.001 0.003 0.005 0.0019 1
rs1507765 1 204.62TGAGTTTTATAATATTTAGCCC[A/C]CTATCACTGTCACTTTTCTGGGAATACTTGAACATGAATAATTTTTGTCTTGTCACACCCTAGCCCTGTTTGCTTTGGTTAATGTCCAATGTG A C 0.67 0.53 0.56 0.59 0.55 0.45 0.51 0.63 0.46 0.49 0.42 0.016 0.001 0.006 0.002 0.0074 1
rs906463 1 204.63 TCTGATTTACCTTGCTAAAAATTTCCTATCAGTATACCTGTCCACGTTGTATT[C/G]GGTTTTATGTCATTTACCTATCAATGTAAGAGCTTTTTGTCTATTATAGACACAAACCATTA C G 0.48 0.53 0.57 0.59 0.56 0.45 0.51 0.63 0.46 0.49 0.41 0.000 0.002 0.004 0.002 0.0097 1 1
rs1204682 1 205.16AATTAGTAAAATGAGGATTCTAAGAGATGTCACAAAATTCATGTAGTAAAAGTCAT[A/G]CACTGAACTTTCAGGTACTTCTTCAGAGTCAATTATTCTTGTTTTACACATAATTCTAA A G 0.10 0.43 0.40 0.44 0.52 0.64 0.76 0.54 0.32 0.43 0.42 0.088 0.045 0.002 0.013 0.0000 1
rs895241 1 205.39GCAAGCTCACCAGCAGGTCCTCTGGACATACCCTGTATCTAAGTAACATCATCA[A/G]GAAAAAAGATGCTAGCTCTGGCAGAGCTCCAGTGCTGAAGCCCGTTGTAACCTTGCC A G 0.45 0.52 0.57 0.49 0.59 0.23 0.09 0.30 0.69 0.45 0.61 0.014 0.165 0.040 0.078 0.0005
rs1781014 1 205.53TTGCAATAAATATATGTGATTTTCAAGATGTTGAATGAATGACAGTTGTGCCCAAG[A/G]GAAGAGGGAACGTCCCACAGAGACCAGATCCTGGCCCACTTGCACTATCACAGCC A G 0.75 0.49 0.47 0.43 0.50 0.68 0.43 0.38 0.32 0.58 0.49 0.068 0.000 0.001 0.037 0.0000
rs926387 1 206.87AAAAGCCAAATAAAAATCTTTGGAAAAGAGCCTGGAGGTTCAACGAGGAAAAAC[A/G]GTCTGTCCCCTCACTGGGTAAACTCTTGCCACTGTTTCTGTCTCCCATTTGGGGTTTG A G 0.10 0.35 0.31 0.23 0.36 0.32 0.02 0.26 0.32 0.43 0.43 0.037 0.075 0.000 0.001 0.0094 1 1 1
rs946125 1 207.60TCTTCTTCTGTCATTTTTAGTGTTGCCTTTGTCTGAGTGTTGGAGATAAATCATC[A/G]TCAGGTCACATTCCAGCCCAAAGGAAGGGGAATGGGGGCCCTCCTTTATTTTAGCGG A G 0.64 0.63 0.59 0.56 0.54 0.86 0.79 0.45 0.50 0.63 0.66 0.000 0.024 0.009 0.050 0.0027 1
rs1501562 1 208.15TTCCTGGTCACACTTTGGGAATTGCTTTCTAGACACTGGGTTCTATAAAATAGG[A/G]TCATAGTCGGATATTTAGGGTTAACCTGAACAAGTGACTAATGAGACTGATTAAAAACC A G 0.43 0.38 0.37 0.37 0.29 0.18 0.23 0.29 0.32 0.35 0.47 0.002 0.019 0.007 0.024 0.0048 1 1
rs753646 1 208.77ACTCCAGTGAGAGCTTAAGAGTCAATGGGCTGAGTAAGGGGTAGGGGGCTTGGCCAGGTTTCAGAAGGAGAGCTGGAGAAAGCCA[A/G]CTAGCTATTGGGCATGGCAGAGCC A G 0.36 0.53 0.52 0.63 0.55 0.91 0.66 0.63 0.64 0.52 0.56 0.019 0.002 0.000 0.082 0.0010 1
rs1539206 1 209.64AACTAATATACAGGTCTTTCAAGTTGTTCTCCCGGGAGCCTTAGGGCTTTAGAGGCAATGCCTCATGTCAGAGGGAGGATTAGCC[A/G]TGCTACTATCTTTTACATATTGGGCTT A G 0.81 0.45 0.43 0.46 0.43 0.55 0.52 0.28 0.43 0.38 0.34 0.062 0.000 0.022 0.002 0.0032 1
rs1156058 1 209.93GTGAGAAAAAAAAAAAAGGGCAGAGTTTGAAACACTGGTCACCACCAACATTTAAGC[A/C]AATAAAGGGTCGAAGGCTAACAAAGAAATAGAGAAAAAAATCGGCGAAGAGGGT A C 0.67 0.70 0.61 0.69 0.68 0.59 0.02 0.68 0.71 0.67 0.55 0.001 0.254 0.004 0.000 0.0021
rs1566248 1 210.32 AGTAGTTAATTCTGGGTAAATAGTTAATAATTCTTTATAAGACTCCCTATTT[A/C]AATTGCTGTATGGATTTCATTTTCTGTCCAGACCCTGGCTGCTACAGAGATCACTATCTGGA A C 0.40 0.33 0.33 0.39 0.30 0.45 0.82 0.33 0.32 0.37 0.38 0.012 0.193 0.015 0.030 0.0019 1
rs2033597 1 210.61TGCCCACTCTCTGCACTGCACAACCATCAACTCCTACTGCCATTTCCAGTTAGAGAAGGATAGAAAGGGA[A/G]AGAGAAGCAGAGCAGGAGGCAAAATCGGAGGAACGGTTTG A G 0.83 0.37 0.39 0.41 0.41 0.05 0.14 0.41 0.32 0.42 0.47 0.095 0.055 0.001 0.107 0.0053 1
rs335523 1 211.88 TGGAAGAATTGAAGAAAACCAAGGTATGTTCACTTTAATTTGCTTCATGATTTC[A/G]AATGGTTTATACAGGTGGTAGTGATTTTAATGGTATAGCATTAAACGTTTTCATTTTCAT A G 0.24 0.47 0.45 0.45 0.55 0.73 0.63 0.58 0.32 0.47 0.49 0.035 0.016 0.007 0.037 0.0004 1
rs417774 1 211.89GCAAGCACGTTCTTAGGATTTGGGATACCAAATATGAACACATTGGTGGTTACAC[A/G]TGGGCGATCTAAAGAGTACAATATATTTAGATTTCTTGATCTAAACATCACAACAACA A G 0.24 0.46 0.46 0.48 0.52 0.73 0.63 0.58 0.36 0.50 0.51 0.037 0.013 0.006 0.034 0.0007
rs1890007 1 212.20TATTTTCTCCTCCTAAATTCTTTCTGGATTCTATTCTCAGAATCAGAGCAGAA[A/T]CAGCTAAATTGAAACTCCATCCTCTCTCAGAAGGATACTCAGCAGTGATGTCAAGGAATG A T 0.43 0.43 0.47 0.51 0.43 0.59 0.44 0.31 0.54 0.45 0.46 0.000 0.000 0.012 0.013 0.0001
rs1157492 1 212.30 CCCTTTTACCATGTGGTTCCTGGGCACCTAATTCTCATTTAACATGAAACTGAG[A/G]CATTAAGAAGTCATAATTTACCTCTAGTCAGTAACAAGACATCAGGGCTAAGGAAAGA A G 0.62 0.46 0.44 0.45 0.52 0.59 0.28 0.83 0.36 0.70 0.60 0.022 0.003 0.150 0.019 0.0148 1 1
rs700015 1 213.45AAACAGACTCTCCTTTTGATGAGTAGAACTAATTATACAGTTAGCTGCAAAGGAC[A/C]TGCACAGAGGGAAAGGTGAAGAGTTGTGATTTTTGCAATCTCCTATGGCTGCCAAAC A C 0.64 0.70 0.64 0.71 0.66 0.73 0.79 0.72 0.64 0.70 0.66 0.000 0.011 0.002 0.003 0.0002 1
rs1846224 1 213.78ATTTCTGAAGTAGTTTAACTATTTAAAATCCAAATGGTTTCAGAACAACCATGC[A/G]TATAGAGTTTAAGAACAGCATAAAAGTCCTTTCAGGCAGATTCTGGCTCTCAGTTTAGT A G 0.93 0.73 0.73 0.73 0.75 0.95 0.74 0.91 0.61 0.76 0.78 0.042 0.001 0.010 0.043 0.0038
rs724803 1 214.73TCTGTCCTAGCCCCAGGGCTAAACCAATGGCTGCAGAGGAAAGAAAAAGGCAGTTAGAGGGAA[C/G]CTAACTAAAAGCACGTGCTCTCACATGATCGAGCCGCATGTGCTTTA C G 0.88 0.70 0.61 0.71 0.75 0.77 0.77 0.76 0.75 0.63 0.69 0.054 0.020 0.011 0.023 0.0036 1
rs575962 1 215.36AGCATCACTATGAAAGTGTAACTACTTGGGGCCTTCAGTGAAGGTATCTTTCAG[A/C]CCCTCAAGTCTTGAGTTGTTTTCCTGACCCCATGGACTTTTACCTTATTCATATATAGT A C 0.83 0.45 0.46 0.55 0.50 0.82 0.66 0.54 0.43 0.54 0.51 0.068 0.006 0.000 0.046 0.0009 1
rs550238 1 215.75ATGTAGGCAACATAATCAGCCAAGGAACAGAAAATTAGACACGTGTTGAAATTTG[A/G]TAATGAATCATTCTCCTGTCTCCCTCTAAATTCTAAACCAGATAGATAGTGGGATAAG A G 0.12 0.42 0.49 0.40 0.46 0.18 0.04 0.45 0.39 0.49 0.49 0.102 0.168 0.009 0.076 0.0001
rs1547502 1 216.62GACTTCGGTAAAAGATTTTAACCTTTTGTTGTTGGCTTTTTGTCAGTTGTCCCA[A/G]GACTTTATTTGTAGGCTCTGGAATGCATCAGGTGTTTCAGTCATCCCATTCTTGTTACAA A G 0.48 0.34 0.37 0.45 0.38 0.55 0.25 0.51 0.61 0.43 0.42 0.004 0.009 0.006 0.012 0.0024 1
rs1338221 1 216.86 TAGAAGCAAGTCACTACAAACTAAAAGTGATCAGCTGCTTGCGGGTATCGGTCAAT[A/G]TACTTTACAGAGGACAAAGAGAAGTCTGGGAAGTCACTTAGATGAAAAATTAAGC A G 0.40 0.15 0.18 0.13 0.13 0.14 0.13 0.09 0.12 0.16 0.19 0.046 0.001 0.014 0.000 0.0003
rs1768673 1 217.26TAGGAAAATGTGACATAGTGTACAGTACAAAAGCTCCTTTTCTCTACCAGAGTT[A/G]CTCCACTTTGATCTGTTTTACACTTTAGGAATGTGTTGTAAAGTTTTGATTTAATTAAGG A G 0.40 0.79 0.76 0.57 0.75 0.50 0.72 0.68 0.75 0.71 0.68 0.063 0.000 0.002 0.030 0.0042 1 1
rs908857 1 218.93TCCCTTCCTCATCTCTCTTTCCCTATATAAAAATCTGTTTTATTTCAACTTTGTT[A/G]TATATGCAAGTTACCAGAGCTTAAGAAAGGCTTGAACCTGAGTTAAGGTAAAAGAGAGG A G 0.88 0.54 0.48 0.49 0.59 0.68 0.65 0.40 0.50 0.55 0.54 0.098 0.005 0.012 0.020 0.0005 1
rs1999755 1 219.38CATCCCAGGTCTGTGCCTCTTTCTCAAACATTTGAAAGAACTGAAATCTCAA[A/G]CCAACACTTAGTCAATCCCCTTATATCCAGCATGGATCATCACAAAGGATTTGTAGCATCT A G 0.76 0.76 0.65 0.63 0.73 1.00 0.94 0.81 0.61 0.68 0.70 0.004 0.052 0.013 0.129 0.0010
rs712860 1 220.46TTGTTGTAACAACACAGAAGGCCAACACATGTGTCTACTGAAGGAAGCCAATGAT[C/G]ATGAGGCTGGGGCTTTGCTTGTTTGTGAGCAGGATGGAGCATGGTGTTTACCTACT C G 0.52 0.57 0.57 0.56 0.52 0.50 0.59 0.66 0.43 0.63 0.55 0.013 0.001 0.000 0.012 0.0008 1
rs883115 1 221.78ATCATTACCCCTAAGTAGGTACGTACAATTCAATAAGAAAAGCACGCCATCTTC[A/G]TATCTTACAGCCTAGGCATGGCAGCATGGCAGGCATTTTAACCGCTATATGTTGTTAA A G 0.33 0.45 0.54 0.43 0.41 0.55 0.20 0.35 0.39 0.49 0.52 0.020 0.070 0.010 0.000 0.0001 1
rs1436171 1 221.86ATCTGTGGAGGAGGAGAGGAGAGGGACAAGAGCTTCCACCCAGAGAAGTTGAC[A/G]GCAGACAGATGTTGCCAGCTGCCAGCTCCTTTGCAGACAGCCCAGGATGAGCTGAG A G 0.71 0.43 0.45 0.48 0.45 0.73 0.81 0.40 0.71 0.39 0.46 0.034 0.076 0.002 0.034 0.0001
rs1340867 1 222.59TGACCAGTCAATTCTGGAAAGTTGTATTTTAGTGATCAGCCTGTGGAAAAAGAC[A/G]AATACATAAATGTGTATGTATTGACTCAAATTTTTTTCTTTAAAACTATTCAGGTTAATTA A G 0.64 0.49 0.60 0.76 0.64 0.68 0.89 0.49 0.57 0.65 0.71 0.002 0.074 0.002 0.009 0.0077 1 1 1
rs1858549 1 223.58TTTTTTGAATTACAGTAGAACCCTATTGTGGTAGGATTTGTTATCTGACATATT[A/G]AAAAATAATTGAGTTGAATTTAGTTCTCTAGTATACAATTACATGTGCCAAAATCCTCAGA A G 0.55 0.30 0.31 0.29 0.37 0.85 0.80 0.38 0.29 0.37 0.37 0.032 0.125 0.006 0.165 0.0019 1

rs1186 1 224.15 GCCTATCACTCCTTATTTTATTTTGTTTGGTTTTATGCCCTCAGTGTCTTAGGGAACTTT[A/T]TAAGAGATCCTCTGCTACCAAACAATGATGTGGATTCTTTTGCACAGAA A T 0.40 0.38 0.47 0.54 0.39 0.45 0.15 0.26 0.32 0.47 0.52 0.004 0.081 0.022 0.001 0.0004 1
rs765070 1 225.77ATCAGCCCCACAAGATTCTAATTCATCCTCTTTACTGCTCTTACCAGTACTGCC[A/G]TTAACTTACCTACTTACTATTCTGCATGAGATTCTTAGTAGCAGCAACTTTATTTATCCCA A G 0.76 0.40 0.51 0.61 0.48 0.73 0.39 0.55 0.32 0.57 0.51 0.027 0.011 0.000 0.022 0.0000 1
rs342817 1 226.33GTGGCTTTTCCTGTCCTGCTTCTTGTGACGTAAGGGATTCTGTCTTTGAAACAAGG[A/G]GGCCAGAGATGTACTGTGATCCATAAATTCAACTCGGGATCAAACAAGATACTCAG A G 0.76 0.36 0.34 0.32 0.44 0.64 0.50 0.36 0.42 0.39 0.31 0.085 0.009 0.001 0.047 0.0006 1
rs1043909 1 227.45GACAGGACGCCGCCCCCAGGGCATGGGCCGCACAAGGGTCTGGGTAGACACGTG[A/G]GATGATAGGAAGGCTGAGAGGGCCTAGGGGTGCGGGCGGGGTAAAGGTGAAGG A G 0.00 0.23 0.20 0.26 0.23 0.23 0.30 0.26 0.39 0.25 0.27 0.085 0.010 0.006 0.001 0.0028 1
rs200162 1 227.65 AAGATAAAGGAAAACAAAACATGAAAGATGGAATAGAAAACAGAGGCTAAAATGATA[A/G]GCTATAGCACAGTACTTTCTTAACAAAAAGTACCAGCAGGAGACAGGGAGAATG A G 0.68 0.26 0.35 0.28 0.34 0.40 0.43 0.51 0.39 0.45 0.35 0.051 0.000 0.010 0.000 0.0005
rs1321132 1 228.33CAGGGAGAGGAAGCAGGAGCCCAAGGAAGGGAAGCAAATGGCTCATTAGAGTGGGTGGTTAGGAT[A/G]AGAGCAAACGGAGCTTAATGGACTGAAATGGTCAAGCTATGAGG A G 0.31 0.53 0.57 0.55 0.46 0.59 0.33 0.39 0.64 0.55 0.59 0.043 0.042 0.023 0.000 0.0001 1
rs569668 1 228.45CGCATTGCTGCAGCACCCCACTCACAGATATCTGCCACCTTTCAAGTTCAGCTG[A/T]GCCATGGCAGAAATCACAACTCTTCCCTCCTCCCTTCCTCCCATCAATAAAATGGAAT A T 0.43 0.56 0.47 0.40 0.55 0.45 0.39 0.36 0.54 0.47 0.46 0.001 0.003 0.003 0.000 0.0003
rs967433 1 229.07CATTGGTACGATGAAACTCATAGGAAGGGGGAATGTAGTGGTAGGAAAGTTGCC[A/G]TGACTCCACACCAGCCTTTTGGCCTCTGGAATCACATGACACCATTTCAGCCTGTAT A G 0.55 0.54 0.52 0.58 0.50 0.68 0.42 0.60 0.71 0.47 0.58 0.000 0.008 0.000 0.011 0.0015 1
rs653891 1 229.58CTCACCTAGGGTTTTCTGCTTTTGCTGTTCCTTCTGCCTAGAAGGCTTTCCCCCA[A/G]CAATCAGCATGGCCTGGATGCTCACCTTGTTCTGGTCTCTGCTTACATTTTGTTTTGC A G 0.38 0.47 0.48 0.39 0.43 0.18 0.28 0.48 0.39 0.41 0.49 0.005 0.038 0.000 0.058 0.0006 1
rs1970168 1 229.85AAAAGAGTCTGATCTAATAATGTACAGACAGCATTTCTTTGGGAGGACAGGTAAA[A/G]GTGCCAAATAATATAATCAAATTCTAAAAAGCATGATGGAAAGAATCAGCTAAAATAA A G 0.74 0.52 0.46 0.46 0.50 0.36 0.68 0.68 0.46 0.47 0.32 0.047 0.027 0.023 0.006 0.0109 1 1
rs1294314 1 230.54TCACATTAACCCAGAACACCTGGCTTTCTCTCTTGGGCTTCCACTTAGACCTGA[C/G]GACCATAAGCTCAGAGCGTGATTATGCTTTTCCTCTCTCTTGCACCTGCTTTGACTTCA C G 0.33 0.42 0.55 0.50 0.70 0.59 0.32 0.53 0.46 0.53 0.55 0.032 0.036 0.001 0.000 0.0000 1
rs646610 1 231.53GATCAGGCAGGGGCAGTCACTTCTTGGGTATATCTAATACATTTTGGCTATGATAC[A/G]AATAGTGTTAACTCGTGACCTATTTTCTCCCTGAGGCCATTTTTAGGGTACCTATTC A G 0.12 0.33 0.33 0.34 0.30 0.18 0.21 0.14 0.19 0.20 0.20 0.023 0.007 0.037 0.012 0.0080 1 1 1
rs1619856 1 231.67TTGGAGCCTCTGTAGTGGAAATATATGCATTGGAAATACGTGTTTATCTTTTTC[A/G]TTTTTAAAGCACGTTTAGTATGAACTGATTATGAAAAACAATTTTAAACAAAGGCTGTGT A G 0.31 0.58 0.59 0.62 0.64 0.55 0.24 0.63 0.64 0.49 0.52 0.036 0.054 0.004 0.000 0.0018
rs570530 1 231.95GGAGCTCAGGGGCTTCCCAGCATGGGCAGGGGAAGCCACAGATTCACTTCTCCT[A/G]CAGATGCACAGACCCTGGGGTGGATGGTCTAAAGCTCAGGATCTTATAATGCAGA A G 0.14 0.51 0.43 0.45 0.46 0.23 0.04 0.29 0.54 0.53 0.51 0.049 0.128 0.002 0.020 0.0070
rs704716 1 232.68ATAACCCATCAGCTGTTTTGTTACTAAGCAAGGAAGAAGCTTTATCTTCCACCT[A/G]TCTCCTAAACCTGTTTCTGCTCCACAACACAGTTTAATTTCTATTCCTCACCTCTGCTCT A G 0.60 0.46 0.49 0.44 0.43 0.91 0.98 0.80 0.68 0.49 0.51 0.006 0.202 0.038 0.097 0.0053 1 1
rs291397 1 232.69 TAGAGTCAGGACTTTATCATGTTTGTAATGTGGAGGGAAGGAGTCACTAGTTAC[A/G]GGGGTAACCAGTGAAGCAAGGTCTAGGAGAGAAGGGGATTTCCTCTTGGATGGAAA A G 0.60 0.46 0.49 0.44 0.43 0.91 0.98 0.80 0.68 0.49 0.51 0.006 0.202 0.038 0.097 0.0053
rs966365 1 233.60AAGAAGCCAAACTCAACATCGCCATGGGCCTCAGGACGACTAAACAGAT[A/G]GGGAGAGGCACTAAAGCTCCTGGTCACCAAGAGGGTATGTAGGCATTTGCTGTCTTCCTGG A G 0.50 0.78 0.83 0.80 0.84 0.86 0.97 0.90 0.82 0.85 0.79 0.078 0.033 0.000 0.000 0.0023 1
rs1266384 1 233.73TATTGGCGTTGTCTTATCTCCCCAGGGCTGTCCGAGGTGATTTTCTCCCACT[A/G]CTCTCCTAGGTGGTGCCATCCAATCTCATGATGTCATATCATTCTTCCCTCATGCTTCAG A G 0.69 0.58 0.68 0.72 0.66 0.45 0.70 0.52 0.61 0.67 0.61 0.001 0.005 0.022 0.051 0.0011
rs1252133 1 234.18GTAGAGACAACAGGATTTGCAAATGGATTGGAAGTGAGGGGTGAGAGAAGATT[C/G]AGTCGGAACTCACGGAGTCACGCATGACTCTGTGCAACTTGAGCAGTCAACATCTAAA C G 0.88 0.47 0.47 0.40 0.55 0.41 0.43 0.51 0.36 0.52 0.45 0.120 0.003 0.002 0.003 0.0000 1
rs974893 1 234.53CTGATGTGATGTAAGCCAACATTAGAATTAGAGAGGTATGATGGAATGGTTCATC[A/C]AATGAGTGTACCTTCTAGTTTTGCACTGACACGTCTGAGTCATTTGAATTTTAAAATA A C 0.79 0.40 0.40 0.37 0.36 0.50 0.32 0.50 0.58 0.45 0.36 0.140 0.001 0.032 0.024 0.0004
rs1842082 1 234.67ACAGTGGCTTATTTCACATATAACCCCAGGAGAGAATCTATGGTCTACCTATTT[C/G]GAATAACGGGAAGGAGGCTTAACAAATTTGGAGTTAATATTTGAACCAAAGGTTTTGA C G 0.60 0.47 0.46 0.43 0.59 0.36 0.33 0.39 0.46 0.54 0.55 0.005 0.007 0.002 0.006 0.0042 1
rs1481141 1 235.45CAGGGAATTTAAGAAGATAATTGTAGAATGGCCTAGAAGTAAGAGAGGAAGAGAGT[A/G]TGTGTGGAAGAATTAGAACAGTTACCATGACTTTTATGAAGTGGTGGCAAATATG A G 0.69 0.72 0.66 0.70 0.77 0.59 0.99 0.64 0.75 0.72 0.64 0.004 0.139 0.004 0.000 0.0001 1
rs769355 1 235.90CGAAAATAGGACATTTTTTCTCAATAAGAATGTTTTCAGAAGCATGTTTATTAAATTC[A/C]GAAAACATAGCAGGTGAAATATACATTCTGTAATTTAAGAAAACTCAGGAATGTGT A C 0.19 0.42 0.36 0.27 0.50 0.50 0.33 0.36 0.32 0.36 0.32 0.012 0.001 0.006 0.025 0.0011
rs1339737 1 236.43AACTCAGTAGGTTGATATCATGGTATGTGAATTATATCTCAAGGAAACAGTTTTCAAA[A/G]GTATAAACATGTCAAAATTAAGAGAACAGAAGAAATAATATTGGATGAGTTTTGTC A G 0.80 0.28 0.33 0.26 0.33 0.00 0.19 0.20 0.29 0.34 0.38 0.102 0.031 0.027 0.170 0.0002 1
rs717227 1 236.92 CTATATTGGTTTTACCTGAATGCAATTAAGGGCTAAATAACTACAAGCTACTGTTTAAAGTGGACA[A/G]GTATAACCAAGAGCAGGGGACTAATTCTGCCAACACCACTAACACC A G 0.50 0.51 0.52 0.48 0.52 0.50 0.71 0.49 0.50 0.59 0.55 0.000 0.019 0.003 0.001 0.0004
rs528011 1 237.06TGCAAAGTCAAGAGTGAAGGGCATTGCCAGAAACAACTGCATAATAAGGCTGTTA[A/C]ATCACTGCAAACTTTATGAATGAAGTGACATCTGATACACAGTGAAAGAAAGACATG A C 0.83 0.46 0.44 0.46 0.48 0.23 0.67 0.44 0.25 0.54 0.43 0.096 0.021 0.005 0.025 0.0000 1
rs1953666 1 237.13ATAAGCCAACAAGTGGCTTGAACACAGTTTCTTACTCAGCCTCGGGCTAATCTCAA[C/G]TGTTAGGAGGTGCTGTGGCTGCCTCAAAGCACAATCAACCTAAAAGTGGAAGACA C G 0.12 0.10 0.16 0.16 0.21 0.68 0.13 0.21 0.14 0.20 0.20 0.000 0.000 0.003 0.171 0.0035
rs1564046 1 237.20AGATGTGGCTGAGATAAGTTGTTTTCTCCCACTCACCACTGTCTTCTTCCACATTA[A/G]TAAAATGTCTGATTTTATTTGGGAGGATGATGGCTCAGAACAAACATGGCATGACAT A G 0.36 0.20 0.17 0.18 0.14 0.15 0.55 0.23 0.29 0.19 0.17 0.025 0.075 0.007 0.000 0.0003
rs2066299 1 237.22ATGTGTACTTCCACAGTGAATAATTTAGATAGTCTTCTCTACGAACACTTAACTGAA[A/G]GGCAAGGCAAGTTATTCATAAAAGAGAGTAGAAATAGCAACATGAAATTCTCCCTA A G 0.69 0.52 0.47 0.46 0.41 0.27 0.76 0.46 0.61 0.47 0.41 0.023 0.031 0.001 0.025 0.0019
rs1341446 1 238.58GCATTAAAATCATCCATTAATCTGACACTGAGAGCTATTTC[A/G]GTCATTTAGGACTATACTTTTTCCTGGTGAAGGAAACCAGAAAAGAGAGTTTCCACTGGTGAAGGGAAATGG A G 0.43 0.53 0.45 0.45 0.55 0.64 0.82 0.50 0.54 0.51 0.48 0.001 0.067 0.005 0.010 0.0003 1
rs1537802 1 238.85CACAGGGGCATGGCTGTCCTGCTACCATCCCCCTTCATCATCATTTTGAGAATT[A/C]CCTCATCCTCAAGCTTATATACTATGTCTTTCCTCACCATGATTTATTCCCTCATTTTGG A C 0.40 0.59 0.59 0.55 0.59 0.32 0.78 0.61 0.57 0.63 0.54 0.022 0.029 0.000 0.035 0.0031
rs1342872 1 239.02TGACACCCGCGTTTTCTCTTCTCAACCCTGAATTCATGCTTATAATTTATCCCCAGT[A/G]GATTTGACTCAGTCTATATGGCATCACTTTGGTGAGAAAGCTCTTAGACCTTAGGA A G 0.83 0.48 0.42 0.52 0.46 1.00 0.86 0.49 0.58 0.43 0.51 0.087 0.136 0.002 0.282 0.0048 1
rs1025599 1 239.24GGGCAAGAGGAAGATCCCCCTTTTCTGAACATTTTTACAGCGTTTCTCTACTTCA[A/G]GGTTTCTCCTAGACTCTGAAGACTAAATGTGTTTTATGAATTATAATCTACAAATGGAA A G 0.74 0.65 0.58 0.59 0.52 0.64 0.92 0.56 0.75 0.65 0.56 0.012 0.083 0.003 0.001 0.0001 1
rs1007097 1 239.86CTTGAATGTTTTTTTAACCAAGGTTGTTAACGGTCAATCCATTACCATTTTATCCTTTG[A/C]TCAAAGACAGTGGCTGCTCCAAAAGGAAATCCAATACTTCTGTTAAAATGCCAATG A C 0.50 0.24 0.35 0.32 0.38 0.36 0.20 0.53 0.32 0.22 0.28 0.013 0.012 0.032 0.000 0.0017 1
rs914942 1 239.95AAACAAAGGCCCCATAGAACTTAGCATGGAAGTAGAATGACAGTGCGGGGAGGAAAG[A/G]CACGCATTAAAGAATTACACAATTTTTTTAAACAGAAGGTAAAGTTACAACAGAG A G 0.62 0.43 0.45 0.41 0.68 0.86 0.85 0.61 0.57 0.41 0.53 0.011 0.097 0.006 0.090 0.0022
rs4658552 1 240.36 AGTCAAGTAAGGATAGATGCTATGAAGAAAAATTAATCAAGGTAAAGAGACAGTGGT[A/G]GAGGACTGCTGTTTTACATTTGTTTTCAAGTGTTCATTCAGGTAGTTTTCAAATAA A G 0.52 0.67 0.62 0.63 0.50 0.59 0.81 0.44 0.64 0.57 0.67 0.004 0.025 0.011 0.000 0.0013 1
rs2932634 1 240.42TTCTCCAAGGTGACTTTTTAAGGATTAATTGACTAGTACATGGGTTGTATTTTCCT[A/G]CCTTATCCCAGTAAAGCTGCGCTAAAGTCACCTTGGCAACTGAGCTTCCTTGCCTAG A G 0.74 0.43 0.49 0.45 0.50 0.41 0.48 0.57 0.46 0.47 0.42 0.028 0.001 0.004 0.005 0.0025
rs7513566 1 240.54CTTCATTTTGTTTTCATCTTGGTTCAAATGTCATCCAAAAGGAAGCTTGCCCTGATT[A/G]ATACCTTGCAGTTCTCAATATGTCAGCACGTTTTTTGAAGCTACCTCTAGCXTTTAT A G 0.31 0.17 0.18 0.16 0.11 0.14 0.23 0.11 0.17 0.10 0.15 0.002 0.002 0.008 0.010 0.0027
rs1417121 1 240.62ATACCAGGAAGAGCTTCCAACAGCACAGGACTGTCATCACAGGACATTTATGAGAA[C/G]AGGGTGCTGATCATCTGTGATCTTTGAAATACAGGAAACCAGGAAAGCTGACAGG C G 0.29 0.77 0.72 0.77 0.75 0.77 0.58 0.72 0.75 0.73 0.74 0.088 0.003 0.000 0.003 0.0005
rs2291409 1 240.68CATGGTTGTAACCTGTTTGTAGCACCCAGTCTGAGAAGCTAGGCTTGAATGTAGGCCA[A/G]ACTAAATATTTGAAAGTTTAAAAACACCATATATATGGTATCATTTTAATTAAACG A G 0.08 0.68 0.63 0.70 0.59 0.64 0.35 0.43 0.75 0.69 0.65 0.198 0.041 0.038 0.000 0.0000
rs2290753 1 240.75CAACTTCTACATTGGTTACGTCGCTTCTCCCTTTTAAATAAGCAGATTCATGCAGT[A/G]TGAGATCATGAGATTTCAGCAGGTCTGGCCATTGTTCTTTTTTTCCTTCTCTTTTTCT A G 0.12 0.68 0.62 0.67 0.61 0.64 0.35 0.43 0.75 0.69 0.65 0.160 0.038 0.036 0.000 0.0000
rs1545654 1 240.86CCATCCGATTTCACAGGCAACACAAAGAATGCGAACTGCTTCTAAGGAGTAAGTGAA[A/T]GAACATGCCTAAACCTTTTTAAAAGTAATTAAGTTCCATGACTATGAACTTAAATA A T 0.14 0.16 0.16 0.11 0.18 0.18 0.23 0.22 0.07 0.11 0.17 0.000 0.016 0.013 0.005 0.0014 1
rs4313380 1 240.94ACTAAAGCGACAAGTACGTACATACATTTTTTTCCTCTCACTCAGGATTGGGTAAG[A/G]CCAAATAGTCATATTTTAATTCTTTGGTTAAACTTTATGATTAAAAATGCTTGCTGTG A G 0.36 0.15 0.16 0.12 0.18 0.14 0.23 0.24 0.07 0.11 0.17 0.035 0.016 0.020 0.001 0.0013
rs1914235 1 240.99 GACATGCTTAATAATTTGTCTATAGC[A/G]AATGCTGACAAAAACTTGATATATTTCTTGCCATATGAAGTAAGTGAGCTTACTGGAGAATAGTCTCTTCTGCCAAAAGTTGCAGGA A G 0.53 0.42 0.40 0.38 0.41 0.73 0.54 0.61 0.21 0.31 0.44 0.020 0.004 0.044 0.052 0.0010
rs1223870 1 241.09TTATTACACCATGATCCATTTTGACACTCCCCATTTGACACTCCTAATTTGGAC[A/G]CTTTCCAAATTAGGAAAGGCAGGCATTATCTCCGTTTTATGTAAGTTCGCCCAACATGT A G 0.55 0.65 0.52 0.62 0.57 0.23 0.68 0.56 0.57 0.51 0.53 0.001 0.012 0.001 0.037 0.0000
rs1389622 1 241.16 AAATGCACTTGCTGAGATGGGTGGTGTGGAGGCTTGCTTCTGGTCACAGGAAAGG[A/G]GAAGTCGGGTCTTCTTTATTTTTCAGGAGTTTACCCACTGCAGTTGAATTCTGACC A G 0.13 0.26 0.27 0.22 0.29 0.14 0.26 0.25 0.14 0.20 0.19 0.003 0.000 0.006 0.005 0.0012
rs913994 1 241.26TTTTTTCTATTGCTGGGGAATTCTGACTCCTAGTCGCACATGAAAACTGGCTCCTC[A/G]AGTTTATTGCCAGGTTTATGATGCTCTGATTTATAGTAACATTTTAAAAATAAAAATTA A G 0.58 0.43 0.45 0.50 0.55 0.68 0.51 0.58 0.39 0.51 0.54 0.004 0.000 0.014 0.017 0.0030
rs3127479 1 241.45GGTTTGTCCAGCCCTATTTTCTGTGATTCTGTGGGCAAAGATTTCCTGGTGGCTT[A/C]ATATGACTGAATGCAAGAATAATGGGCAGGGAACCAAAACTCTGCCCAGTGGTTGTT A C 0.62 0.63 0.61 0.66 0.64 0.64 0.75 0.46 0.75 0.52 0.48 0.001 0.012 0.016 0.001 0.0122 1 1 1
rs3102460 1 241.52CTGGACTTGCTTGTGAGTTTTCTCTCCCAGGAGCCATGGCTTTGTGCCTGCCTGTC[A/G]TTCACTGCCTAGAAAGAGTTGTCATTTTGAGAGCTGGTTGGGAACTGTGTATTTTA A G 0.69 0.77 0.80 0.72 0.61 0.64 0.64 0.67 0.57 0.72 0.74 0.011 0.018 0.002 0.019 0.0023
rs3006008 1 241.58CTGAGAAAACTCAAAAACTTTTTTCTGTAGACTGTGAAAAGGCATTTCACAATTCACT[A/G]TAAGTATCACTTATAGCGACTATTTTTTACCATATTCAATAAATTAGGAACCAATGA A G 0.33 0.36 0.38 0.33 0.34 0.15 0.54 0.48 0.32 0.36 0.32 0.001 0.018 0.014 0.027 0.0045
rs3003221 1 241.66 TAAACCATGCCAAAAAGAAACTCAGTGTAATTTCCACTTTTTGCAAGCCACATCACCT[C/G]GCTCTAACATTGGTTCCAATTACAATTTCTTAAATCACAGTATCATTTTGCTACAT C G 0.76 0.95 0.94 0.95 0.96 1.00 0.98 0.96 0.93 0.91 0.95 0.044 0.000 0.000 0.009 0.0009
rs987179 1 241.76AACAAAGCAAGTTCATGTCTGGTCTGATCACGGTAGAACAGATGCCATGGTA[A/G]ACTAGATGCCTGGGTGCCATGTTGTTGTGGCATCAATGTTGTACCCATTAAGAATGGAAA A G 0.33 0.27 0.34 0.22 0.25 0.50 0.44 0.26 0.32 0.22 0.25 0.000 0.008 0.002 0.021 0.0021
rs4658653 1 241.84GGCATTTAGGAAGGGTGGCTTGGGGTGGGGGTGGGACAGGGGAGTTTGGAAACC[A/G]GGGCTAGACTTAGAAGAACAAAGGGAAAGGACTCCTGGAGGCTCCCAGATGGGT A G 0.67 0.64 0.64 0.61 0.68 0.23 0.30 0.40 0.42 0.68 0.73 0.001 0.050 0.022 0.083 0.0034
rs4658690 1 242.19TAATAATTTAAAAGTAAACCGGGCAGCGTTTGTGAATGTACAGGAAAAACGTCTTT[A/G]CCAGAAGATCCCTCGAGTGTAGCCTGCTAAAAGTACCATTCGCAGGGAATTCATCT A G 0.24 0.55 0.56 0.55 0.54 0.59 0.89 0.54 0.75 0.41 0.50 0.035 0.091 0.002 0.002 0.0005 1
rs6671796 1 242.31TTCCAATTATGCATATATTTTCTTAGTGCTTATTTGGCACTGACTTTGGGGAGTC[A/G]TAGTCTTTCTGAGATGGGAATAACATCATTTGTTTGTTGCGCCTCAGTTCCACCGTCAT A G 0.64 0.55 0.55 0.68 0.68 0.27 0.50 0.38 0.68 0.51 0.58 0.002 0.003 0.007 0.045 0.0001
rs989734 1 242.39GAAGGGGTCTTCTTATCACTCCTTCTKTATTGTTTTAGGCACTCACACTCATCAGC[A/G]GACAGAGTGCATTCACTTTCTTTTCTTTCCTTTTTTCTTTCTTTTTTTTTTTTTTTTTAG A G 0.50 0.61 0.54 0.56 0.59 0.32 0.28 0.53 0.39 0.57 0.58 0.000 0.024 0.000 0.020 0.0006
rs1148917 1 242.48 CATAGTCCACGCTTTTAACCCTCTGGGACCTGTTTTTCTGTAAACTGAGGTGAC[A/G]CTCTGTTCTGGAACAGCCCCTAAGGGGCCGTTTCAGGTCCTGCTACACGCTCTGAGT A G 0.05 0.34 0.36 0.33 0.32 0.05 0.72 0.24 0.29 0.30 0.25 0.072 0.099 0.003 0.062 0.0052
rs6699551 1 242.68ATTACAGGTGTGAGCCACCATGCCTGACCGAGACCATTTAATTTGAATAAGTGCC[A/C]AAGAAGCAAAGGACTGAGCCAGGCAAGATGATCTGAGAGCAGGAAGGTGTGGCCA A C 0.17 0.07 0.06 0.06 0.13 0.00 0.00 0.01 0.00 0.14 0.15 0.018 0.018 0.018 0.018 0.0097 1 1
rs4658797 1 242.80GACCTTGTCTGGCTTATTTATGATTATTATTAAGAGAAACGGTGGCTGTCAGACATG[A/G]TCAGCATAAATCAAAAGCAACTTCTTTAAGAGAAGCTATAAAACTCCTCCAAGGAA A G 0.36 0.65 0.71 0.74 0.77 0.41 0.63 0.32 0.89 0.67 0.68 0.064 0.003 0.082 0.043 0.0011 1
rs6426327 1 243.04TACCACAGGGAAAAATATCTGAGTCTGAAGGGCTTTACACTGAGTGGAAATGTCTC[A/G]TATTTGGCAAGAGGGAGGATTTGCTTGTTGCTCCAGAGATGGAAAGAGAAAGATG A G 0.26 0.90 0.88 0.89 0.93 0.41 0.61 0.61 0.79 0.88 0.87 0.221 0.045 0.032 0.134 0.0004
rs2361364 1 243.21TATTTTCTTCAATATTTATTGGAAATTACATAAAATATTTCCCCCATGAACAGCACAC[A/G]TGCAATTCTGTGAGAACAGAGTAAATAAAACCGATATATATCAAACAGTACCTTTTC A G 0.71 0.21 0.21 0.22 0.14 0.45 0.71 0.48 0.18 0.22 0.24 0.164 0.140 0.038 0.050 0.0021
rs3845516 1 243.28CCATGTACCAGTCACAGGTTTTTAAGGTGAGCTTAGATGCAAATGGTAAAAGTGAATA[A/G]AGGTCGGGGAGTGGAGAAGGTGGCTTGTCTGATTATTAAAGTTACTTACAGAT A G 0.50 0.74 0.77 0.79 0.82 0.86 0.22 0.65 0.73 0.79 0.75 0.062 0.201 0.007 0.000 0.0017
rs2878079 1 243.34AATAAAGAGAAACTCTGCTATAAGAATCTCATACTAACCTCTGAATAAAGTGGAGAT[A/G]TGCAAGTACTCCAAGAAGGCAACAGAATTAAATATATTTTCTATGAAAGATATTAA A G 0.62 0.83 0.81 0.83 0.88 0.32 0.41 0.65 0.75 0.79 0.80 0.035 0.122 0.031 0.164 0.0001
rs1197627 1 243.41AAGGTATCATAAAGATTTTGATGTTTAGCCTCAAAGCCAAGTAAAGCAAGCCCAAAGC[A/C]TGAAAATCCACTTACTAGCACTGCTAGAGTTTGGAGTTTTCTCTTTATCCCAAGC A C 0.45 0.54 0.56 0.50 0.59 0.23 0.28 0.34 0.46 0.54 0.56 0.003 0.024 0.010 0.049 0.0002
rs6426298 1 243.50ATTTTCTGAGCATTAAAGATCCAGAAGCAAGAGAGGTGCTTTCCTATTTGGTACTCCC[A/G]TCTCCAGCTGTTCATATCACATTCCCAACTCCTATCAGCACAACCCATGGCAGCA A G 0.38 0.43 0.45 0.35 0.50 0.55 0.53 0.35 0.43 0.52 0.52 0.004 0.004 0.000 0.005 0.0017 1



rs946001 1 243.57CTAATTAAAACTATAAACAAGACGGAATGTTTAATCTACTTGAGGCAAACCAACAA[C/G]TGTTTTCAAGTACTTATGAAATCAACATAAACTAGGAAAACACCAATTGAAATTATTTT C G 0.81 0.47 0.52 0.57 0.48 0.36 0.33 0.54 0.46 0.67 0.59 0.042 0.044 0.000 0.020 0.0005
rs3124118 1 243.65 AGCACTAGCTGCCTACCACTAGTGGGGTGGAGAGAAATCAGCATTACTGGAGGC[A/G]TGCCCACACTTACCTCTCATTGCTTGTCTTCAGTGGTTCTGTTCCTTAACCAGAGTA A G 0.28 0.27 0.31 0.23 0.26 0.00 0.01 0.19 0.25 0.32 0.27 0.004 0.123 0.010 0.147 0.0073 1 1g

rs4130648 1 243.78CCCAAGTTAACTAAAGAATGACACTGAAACCATAAGGTAACTCCTTCTGATTACACAC[A/G]AACTTATTGCGTGATGGCGGAAAGCAACTTCTATGACCCAACAAGTGTAAACCA A G 0.31 0.45 0.39 0.48 0.31 0.20 0.46 0.44 0.46 0.45 0.42 0.003 0.004 0.015 0.016 0.0004
rs6688227 1 243.96 TACTGAAAACTCTAAAATAGAAGTATATAATCCAGCCATCGAAAGAATCACCATTCAC[A/G]TTTTCCTGTATATCGTTCCAGATACATATGTATGGTTGGTATTTAAAAACCTGCA A G 0.90 0.55 0.58 0.59 0.61 0.32 0.90 0.53 0.82 0.51 0.58 0.084 0.073 0.002 0.028 0.0001
rs1039009 1 244.03TAAATGTTACTCCAGCTGCTAAGCAAAGAATGGACAAGGAGAAGCACAGAGTAGC[A/C]GCACTGGGTGGAAGACGACACCTGCTAGGTGACCGAATAGAGAAAAGTGGGTTGA A C 0.88 0.46 0.51 0.50 0.54 0.36 0.54 0.52 0.64 0.47 0.50 0.094 0.000 0.001 0.010 0.0000
rs2642995 1 244.12CCCCAGATTGAAACCATTCCACTTTCCAAATTGGAGTAAAACTGAAAAGACCTAGGGG[A/G]GCACCCAAGGTTACAACATGAATGAATAGCTCAGAATATTTAAAGTCATTTGATG A G 0.36 0.71 0.64 0.70 0.59 0.95 0.97 0.60 0.61 0.73 0.59 0.068 0.056 0.006 0.041 0.0025 1
rs4925612 1 244.18AAAACTGCAGTCACATCTCTGAGCAGAAGTTAGAAAAGATCAGAACACCAGAACTGCA[A/C]AAGGTCTGTTTATTCACCTGGACRGTGAGCCCATGACTTTAAAGTCTTATCATTT A C 0.48 0.18 0.20 0.17 0.34 0.00 0.00 0.13 0.39 0.21 0.29 0.055 0.050 0.000 0.050 0.0036
rs2793289 1 244.35GTTGGGCAAGTGGAAAAAGTAAATTAACTCAACAGGACCATTTCGATCTTTATCTC[A/G]TCTTCTCTGGGGCTCCTTTCCTGGTGCACTTGGGGATGGAGAAATAAAATGACTCA A G 0.48 0.74 0.75 0.67 0.73 0.59 0.88 0.49 0.71 0.78 0.70 0.046 0.008 0.065 0.025 0.0008
rs1954187 1 244.47CACACAAAGGCCTGACAACCCGTATCTCCCACAGACGGAAGATTGCATGGCAGTTT[A/G]TAAGATGGGAAGTCAAAAGCTGTCTGTGGGAATAGACAGGATTGCAAAGTGAAAG A G 0.29 0.68 0.63 0.74 0.68 0.68 0.46 0.69 0.75 0.59 0.61 0.048 0.008 0.006 0.003 0.0000
rs2027432 1 244.53ATGCCTCTCTCATGTTGTAGAGCATTCTCTCTGCAGTTCTGTAGAAAGGTGGT[A/G]GTCATCGGAACCAACTGCTTATTCTAGCTTCTCTGTGCCAGGCTCTGTTTTAAAGGCCT A G 0.19 0.18 0.18 0.22 0.21 0.00 0.01 0.16 0.25 0.22 0.18 0.002 0.096 0.015 0.096 0.0001
rs7594188 2 0.01ATTTGTGAACATGTAAAACAAAGAAAACAGCACGGGAGTAATTTATAATAAACAA[A/G]TATGTGTTCACCGGGTAAGTGACACTCACATGGCATATGGCATACGAGCCTCCTGAG A G 0.31 0.03 0.02 0.02 0.04 0.09 0.01 0.06 0.00 0.03 0.02 0.089 0.004 0.006 0.018 0.0001 1
rs876724 2 0.10ACATCTACTAAATTTGAATATCTATGAGCAGGCAGTTAGCAGAGTGTGACAAAAAAT[A/G]TACTTATACTTCAGTGCAGTGGTATAAAAATGGAGCCTGCATGATGATTCCCCTGC A G 0.17 0.32 0.28 0.36 0.25 0.41 0.26 0.19 0.36 0.31 0.33 0.008 0.000 0.002 0.014 0.0024
rs381726 2 0.14 CAATATGGTGGAGCAGGAAACACAAGCCTTCATTTTCCAAAAAAACCAATAGTT[A/G]GACAGCTATGCACAAATTAAAATGGGCTTGGGAGGGCTTAAAGGTCTGATTAGAGCC A G 0.52 0.54 0.53 0.54 0.55 0.41 0.63 0.71 0.46 0.52 0.56 0.000 0.003 0.010 0.005 0.0008
rs1350779 2 0.15AAATGTTGTTTCACTAAAATATTTTTAATTTGTTTTCTTGGTATTTCGTTATGACA[A/G]TTTTTTCCTTCTACCTCAACTGCCGTACTGTCAGCATTTCCTGAGGGTCCGATAAGTAG A G 0.83 0.68 0.72 0.67 0.77 0.59 0.85 0.82 0.64 0.68 0.70 0.013 0.011 0.009 0.007 0.0002
rs300739 2 0.15CTGATGGGCTGGTAGGAAGTGTGCAGGAAAGAGGAGTTGGGCATAGGGTGTAG[A/G]GTTTTAGATCTGAGCGAGTAGGGATGCACAGCCCTGTGTGGAAATAAGGAGGGTGA A G 0.33 0.18 0.17 0.22 0.18 0.00 0.36 0.43 0.12 0.20 0.16 0.026 0.041 0.068 0.041 0.0001
rs1461026 2 0.17GGGACCCTTTCAAGGGGCTGGAGGTAATGATACTGGAGTCCATGACCTGACTGGAA[C/G]GTGTAAAAAGATTCTACAATGTTGTGGTGATTAATTTTTGTAGCTTTGGTAAGTCC C G 0.10 0.33 0.30 0.37 0.25 0.45 0.15 0.18 0.39 0.32 0.31 0.037 0.013 0.011 0.011 0.0001
rs6548222 2 0.29 AAGAGGAGGTACAGACCTAGAAATATTCAAAGACATCTACGAGAAATTGTTCAAAC[A/C]TTTATTGACAGCAGCCTAAGAGAACGTGGAGCACGATAAGGTTTGGAGTCACCCT A C 0.76 0.61 0.59 0.61 0.61 0.36 0.86 0.64 0.61 0.60 0.63 0.017 0.036 0.000 0.028 0.0015
rs907302 2 0.47 AATGCCGTGGACTCATCAGCAAGACTTTCTTCATCATGGCATTAAACTCATCAGCCT[A/G]TATTGACCTGATGCTGATAAATAATTTAAAGGATAATACCTCGTACTAGCTGTATA A G 0.43 0.48 0.42 0.40 0.46 0.05 0.03 0.30 0.42 0.45 0.41 0.001 0.164 0.022 0.141 0.0000
rs2685263 2 0.54AACAGTGTAAGTCCAGCAAACCAGCTACTTACTTTTAAATGAAATTTTCAGCATTTA[C/G]TGAGGCCTCAGGTACCAGACATGCATGACCAGCTGCAGGTACTAAAAGGTGAACA C G 0.43 0.55 0.48 0.45 0.54 0.05 0.16 0.44 0.43 0.57 0.47 0.001 0.049 0.001 0.129 0.0000
rs2293085 2 0.69ATTTGCCATTTTTGGGAAGTCAGTGTCATCAGGAATCTAAGGCTATTTTTCTTTCTC[A/G]GAGCCTTAATATTTTCCCCAAGGCCAAAAACATTTTCTACTTTAAATGTCTTAAAATA A G 0.71 0.57 0.64 0.70 0.61 0.68 0.52 0.68 0.64 0.55 0.62 0.003 0.008 0.000 0.002 0.0000 1
rs7575263 2 0.75CAATGAAAAGATGGTAGCTATTCTGATAGTAAATTTAATGCCTGGAAATATTTTTTG[A/G]TACTTTGGGGTTTCAATGCAAGGTCAAATTGTTATTACATGAAATTTTAGCATTTTTG A G 0.28 0.24 0.27 0.24 0.27 0.45 0.27 0.35 0.25 0.22 0.16 0.000 0.000 0.007 0.027 0.0079
rs6548255 2 0.80TGGAGCATCTCACGGGCCATCCCTGTGGCTCTCCATCATCCCTTGTGAGAATGG[A/G]TAACACTGTTGTTCATTTTACTCCTCGTGGGACTTCCTAGTTTCCTCGTCTGCTGCTG A G 0.67 0.35 0.32 0.27 0.36 0.36 0.31 0.31 0.39 0.28 0.40 0.081 0.005 0.001 0.010 0.0032
rs7559853 2 0.94GGTCATTTTAAAGGTGCATGTGGGGTAAGGGCACCACCTAATCATCTGTTTACAGAT[A/G]TGAATTGCTGCATGAGATGAATGAAGCATCTGAGCTCCTAAGAAGGTTCCCCATT A G 0.40 0.28 0.26 0.37 0.30 0.09 0.54 0.30 0.32 0.29 0.35 0.012 0.056 0.010 0.023 0.0083 1 1
rs5020134 2 0.97CTCTCCCACCTGCTCACCTTTAAAGAGGAGGCCCAGGACCGAGTTGTAACTGAGC[A/G]CTGGATCCTAACATGTAACTGTAAXATACAACTGTACCTGGACCCTAACATGAATA A G 0.79 0.72 0.68 0.57 0.70 1.00 0.91 0.82 0.79 0.59 0.56 0.010 0.043 0.016 0.134 0.0081
rs6716640 2 1.04ACATGAAGCCACTTCTCTCTTGGCTCCCTGCAGTCAGGGCCACGTCTACAATGTGA[A/T]TGCAGAGTTAACAGCATTTATAGCAACACACAGCAGTACCTGACGTGGGCTGCAC A T 0.17 0.16 0.18 0.10 0.13 0.55 0.39 0.18 0.07 0.11 0.09 0.000 0.026 0.001 0.062 0.0061
rs938326 2 1.34GAAGTGGAGCTTAACCAAGAGATGAAGTTGCATGCCTGAAAATGTGCGGAAC[A/G]CTACTTTTCTTGTACCCTTTGTTTGTGGCATGGGAAGTACTTTTTTCTGCACAAGGTGCA A G 0.67 0.57 0.53 0.43 0.66 0.50 0.74 0.71 0.54 0.46 0.52 0.024 0.033 0.044 0.001 0.0001 1
rs2048721 2 1.44GCTCTTTTTGCAGGTTTGTTCATAAAGGAGCTGGAGACAGCAAGAATGCTGAGTCC[A/G]TGACATCTAAGTGCATTCCTGTTATTGCCCAGCCTGCACTTAGTTCTTGCCTCTAC A G 0.65 0.38 0.40 0.45 0.48 0.50 0.54 0.67 0.64 0.41 0.45 0.035 0.012 0.057 0.007 0.0011
rs1729916 2 1.68CTCCACAAAGCACACCCCAGCCCTTTCTGGTTCTGTCACCCTATACTACGGATAAGC[A/G]ACTCACAACCTCCAGAGATGCAAACCCAGGGACCTGGGATGTTCTGTGAATTGC A G 0.33 0.40 0.38 0.39 0.29 0.68 0.89 0.44 0.29 0.32 0.37 0.003 0.127 0.000 0.034 0.0000
rs1667023 2 1.80 AAGAAAGGGACACCAGCCTTTCTCCCACTTCACGTCTTGATTTTCTCCCTGC[A/C]CATACTTCCTGGGAGTCCATTCTGGCTCTGCTTGTGGTTTCTCTGCAACCTCTTGCTCTT A C 0.52 0.41 0.40 0.39 0.38 0.50 0.56 0.66 0.46 0.36 0.39 0.015 0.029 0.074 0.014 0.0002
rs709275 2 1.83 CTGCATATTAAATATAACCTTCTAAAAATAAAGATGGCCA[C/G]CCGTGAAGATGCTGCCTCACAACTAACTAGTCCCTTCTCAAAAACATCGCAGGATGAATC C G 0.57 0.77 0.81 0.77 0.89 0.95 0.88 0.84 0.75 0.85 0.84 0.020 0.018 0.016 0.054 0.0007
rs1024026 2 3.70GGCTGAGACCATAAGACTCAAGGCCTTGAAATCCAGTAAGAGGAGTCTGGCCTT[A/G]ACATGCTAGGTTGGATTTCTTTGGAACTGAGGATCTATTTGGGCTTCTTCCATAGTC A G 0.48 0.51 0.52 0.35 0.48 0.18 0.35 0.25 0.54 0.37 0.41 0.000 0.008 0.032 0.050 0.0059 1 1

rs6767 2 5.09CAGCTAGGCCAGCTTGAGGCACTGTGTGTT[A/G]AAGCTGTCCCCCTCCTTGCCGGCGACAGCCTCCAGCAGGGCCTGTTTCTTCTGCATGCTCCGTGAGGACTCCAGCTCGT A G 0.57 0.42 0.42 0.44 0.38 0.41 0.34 0.52 0.54 0.49 0.43 0.006 0.012 0.001 0.003 0.0000 1
rs809370 2 5.54 TAATCTTCAAGCAGAGATTAATAAAGTGAAGAGAGCACTCTTCAATGTTATTGTT[C/G]TGCCCAACAGCCTAAGTGGATTGAGAGTTCAGAAATCAGGGTGTCTAGAGGGTATAA C G 0.83 0.73 0.69 0.78 0.63 0.45 0.82 0.68 0.75 0.68 0.66 0.010 0.012 0.005 0.038 0.0020
rs813779 2 5.61ACTCCTTCTCAAAGCTATATGCTCATGCATAATACTGGCTGTCACCTGGAACATTAA[A/G]GCTGCTGTCCTCACTGATTATAATCATTGATTAGATATTGATTATATAATATTGATT A G 0.67 0.22 0.21 0.21 0.23 0.05 0.16 0.05 0.32 0.20 0.23 0.081 0.015 0.079 0.050 0.0000
rs2118186 2 5.67 TCAGCCATGCGTGCTAACGTCCACTTACGTGGCCACAACCTTCACCCATGTCCTTA[A/C]TGTGATTTCCTCTAGTCTACCCCTTATTCAGTGTCTACTCTCATAACCACCTTATTT A C 0.14 0.13 0.11 0.12 0.21 0.09 0.13 0.23 0.18 0.10 0.12 0.003 0.001 0.033 0.000 0.0001
rs1079417 2 6.15GAAGCTCCTACCAATGTAGCTTCCATATTTCACTGCCTAATTCTGGATTATTGATGA[A/C]AGCAAAACAAACATTATTTATTAAGCAACTGTTTACAACTGAGACCCAGGGAAGTG A C 0.45 0.43 0.43 0.49 0.44 0.45 0.64 0.35 0.29 0.44 0.44 0.001 0.004 0.012 0.003 0.0001 1
rs921229 2 6.41GCTGTGAGCTGAAAATCAAAAGAACCTACCTGATCAAA[A/G]TTGTATCAAGTCTAAGTAATATGATGCCGTTATCTTTCAAAAACGTAAAATTGTTCCTCTTCCTAACATCCATCCA A G 0.40 0.16 0.19 0.16 0.32 0.05 0.23 0.34 0.14 0.22 0.19 0.023 0.001 0.015 0.033 0.0010
rs309276 2 7.22TTGGTGCTGGAGAACTTACACCAACTCAGAGGAGAAAGGGTGAGAGAGAATCACTAA[A/G]CCAGCTGAAAATCCTTGATTTGCTTGCTTAATATGAAATACTTAAAATTTAATTTT A G 0.69 0.45 0.47 0.46 0.41 0.55 0.30 0.26 0.50 0.55 0.51 0.030 0.003 0.021 0.000 0.0023 1
rs2352400 2 7.27 GTCCAGTTCAACAGCACAGAGACCTTGATAGGAGCTTAACTAAAGAGCCAGATCAG[A/G]CATTGCCATTTCCTTTCATGGTGCATAATTTTTATAGATACAAATAAGTGCCAAGC A G 0.62 0.53 0.47 0.50 0.52 0.32 0.79 0.58 0.61 0.39 0.44 0.007 0.042 0.010 0.020 0.0008
rs7598142 2 7.36CTGCTCAAATTAAATTTGCATGAGCCCTAATTTCAGACCCCTCCTTTCCCTATGTC[A/G]TTCAGAAACTTATTCAGATATCGGACTCCTCTAGAAGTGAACATGGAAATTAAAAGA A G 0.69 0.71 0.70 0.63 0.66 0.90 0.90 0.63 0.75 0.72 0.74 0.004 0.024 0.009 0.016 0.0005
rs1560382 2 7.50AACAATGAGTAAGAGAGAAAGTTTTCTAGTATTGGGCCATGATTACTTTAGTTC[A/G]TTCATTAGCACAGCCTCCTGTTGCCTAACACAATGTCTCATTTCTCAAACACCCTCAGG A G 0.29 0.46 0.50 0.54 0.43 0.14 0.13 0.52 0.50 0.41 0.45 0.013 0.081 0.000 0.075 0.0007
rs1364054 2 8.20 GGTTAGGAACAATGACATCAATGTGCTAATT[A/G]TCTCTGTGATTCTGAGTGTAAATGCTCTGGTCCCTACAGTCCATAGGCATGACAGATGAT A G 0.63 0.35 0.28 0.26 0.38 0.68 0.21 0.46 0.29 0.21 0.34 0.063 0.007 0.036 0.080 0.0015 1
rs2041876 2 8.22TTTTCCAGTGCTAAAATTTATATGAATTTAAGTGCATCCTTGCATTTTATTTTCA[A/G]TATATTCTACCTTAGAGACAAAGAAGTGGATAGCTTGGGGAAGGAGGAGAAGAGAGTT A G 0.55 0.45 0.47 0.50 0.43 0.18 0.77 0.29 0.57 0.48 0.44 0.000 0.038 0.029 0.058 0.0006
rs1025053 2 8.24TCATTCATCAGCTGGGATTTAGACAGACACACCCAAAATCTGAATTTCTACTTT[A/G]CCCCTAATAGCAGGATAGCTTGGAACAAACTCCTTTTGCCTTGATCTGCTCACCCTTTT A G 0.79 0.51 0.53 0.55 0.57 0.45 0.69 0.54 0.61 0.60 0.53 0.032 0.014 0.000 0.003 0.0000
rs168293 2 8.75 GCCCTGATTGCCAGGGTAGGGGCGGGGGGTGTAAAAGAGAGAAAGATTATAC[A/G]CAGGCCTAGGAATGATGAAAGGTCTTAAGCAATGAGGGGGACTTGAAAAGAGGCGA A G 0.17 0.47 0.50 0.45 0.48 0.45 0.22 0.53 0.39 0.59 0.56 0.058 0.017 0.007 0.000 0.0040 1 1
rs728282 2 10.77GTGAAAGTTAGATCTATCTTGATTCCTATACAAGGGTACACTGTTACCCAAAGAACCTCAAA[A/G]TAAATTGTTCCACCTTTTTAAATCAATCATAAACATGGGCTTCAAAGACAA A G 0.24 0.39 0.48 0.54 0.41 0.32 0.31 0.51 0.46 0.56 0.58 0.025 0.008 0.002 0.006 0.0062 1
rs1309 2 10.77ACACAAAAATGATGAGAAAGTCCTTATGAACTAAGACAAAGAGGGTTCCCTTAT[A/G]CCCTCTGAGTGGTCCTCAGATTTTTTATTTCCACAAACAAGTTCAATTTAGAAAATAATA A G 0.24 0.39 0.47 0.54 0.41 0.32 0.31 0.51 0.46 0.56 0.58 0.023 0.007 0.003 0.005 0.0067 1 1

rs1734449 2 10.97AGTAACACTTGCGTGACTCTGTATCAGGCATTTTTCTAAACATTTTGCATATATTAA[C/G]TCATTTAAGAACCCTATGTGGTATGTGTCATGGTGCCCATTATTTCACAGACCAGGA C G 0.26 0.59 0.59 0.62 0.54 0.36 0.35 0.60 0.61 0.60 0.67 0.057 0.023 0.000 0.023 0.0036
rs1686430 2 10.97AAGTAGTGTGTGTACATGCCATCTTAGTTACATTTTCACATGCTTGCTTCACA[A/G]TTAGAATTTGGAAGATTTCAAATGGACCTTTTTGGAATAACTAAATGGTACACTTTTTCTG A G 0.74 0.41 0.41 0.38 0.46 0.64 0.65 0.40 0.39 0.40 0.33 0.056 0.023 0.000 0.023 0.0037
rs730990 2 11.23TTTTTCTTTTTTCTTGTGAGAAGCAAATGGGACT[A/G]GCAAATGTGGCCACCGTCTGTTGTCATTAATGGACAGTAACATTCATGTGCCCCTTTTTAGAAGATGAATTATATATTAA A G 0.40 0.57 0.55 0.54 0.54 0.50 0.41 0.55 0.71 0.61 0.58 0.019 0.026 0.003 0.006 0.0001
rs726843 2 11.38ATTTCCCTATAATTTAGTCCTATCCACCAATACTACAAGGTAGGTTTCAAGGCAC[A/G]TATTACTATGGTACCAAGAGAGCTCCTTAGGTAAGTCAGACATCAAAGATTTTTACTAA A G 0.15 0.48 0.53 0.39 0.59 0.36 0.49 0.45 0.29 0.52 0.60 0.085 0.000 0.005 0.008 0.0011
rs1370548 2 12.00CTGTAGATAAATGAAGGGTCAAAAGAAGCTACAATGAGACATGAAGTATCTTTACCT[A/G]TCTTCTACTCTGTGTAGCCACCTCACTTCCAATAAGTATCTGCATCTTTGGCTAAA A G 0.62 0.30 0.27 0.33 0.38 0.91 0.42 0.64 0.07 0.35 0.32 0.071 0.021 0.093 0.285 0.0037 1
rs1469217 2 12.97CATTTTCTGTCTTACTTTCTTCCTTCCTCTTTGCCTCTTGTCCTTCCTGTTCAC[A/G]CTTGTTCCTTAATTTCTTCCTTTCCTTCTTTGTAAGTTCCTTTACATATAAATTATGATGAT A G 0.26 0.43 0.47 0.51 0.54 0.14 0.44 0.42 0.50 0.41 0.55 0.025 0.000 0.002 0.065 0.0027 1
rs956596 2 13.05CTTATTGAATCCAGGTAACAGACTCCCAGCAAGGCCCGACAGCTTCCTCTCTCTTTCTC[A/G]TCACTGTCTCTCTGTGTCTCTTTCTTTCTCTTTCTTTTTGXTAGAATAAGAATTC A G 0.26 0.46 0.43 0.45 0.59 0.10 0.40 0.43 0.43 0.44 0.47 0.019 0.000 0.000 0.072 0.0001
rs1521247 2 13.06AACCCTCCTAACACCTTGATTTTGGGCTTCTGGCCTTCAGAAGTGGGAGAAAACACATTTCTCAACTTTTAAGTTT[C/G]TGATAATTATACAGCTGCCACAGAAGACTAACACAGA C G 0.26 0.47 0.43 0.45 0.59 0.09 0.40 0.43 0.43 0.44 0.47 0.017 0.000 0.000 0.077 0.0000
rs1510834 2 13.77AGTATTAGCCAAGTACAAGTACTGGTTCTAAAAGGATGGCCTGGGTCTTAATC[A/G]GGTGCTAATCCCAAACGTAGTTTGAAAATGAAGTTCAGGGAGAGTTCCAAGTTGCCAGA A G 0.12 0.75 0.75 0.79 0.66 0.25 0.24 0.59 0.68 0.76 0.77 0.195 0.118 0.007 0.118 0.0009 1
rs765786 2 14.82ATTGAAAGTGCAAATTTTAATTTCTCAAATCCACCTTTTCTACAAGGTCATCTTGTACTTCATCACGGACTAAAAGGACTATTATGTTA[A/C]ATTGGAAATTTAGACTCAAGGTACAA A C 0.74 0.39 0.35 0.29 0.27 0.32 0.34 0.45 0.38 0.26 0.32 0.075 0.000 0.002 0.000 0.0012 1
rs722835 2 14.89 TTCCTTTAGAAGCATTTATTGATAAAATTCCCTTTACCTCAGTGGCTCAACACA[C/G]AGTCAAGGCCACTGAAGTCTGTATCAACGACGAGCAGTTATGTCCAGGGCCAACCTTG C G 0.86 0.64 0.66 0.71 0.66 0.64 0.63 0.51 0.61 0.72 0.69 0.024 0.002 0.014 0.001 0.0009
rs1862110 2 15.22TGCTCGAACCTCCAGATGAAAGCTGTAATCAATGTATCAATGATTTTCTTCTAA[A/G]GGGCATGCAATCAAAAAGAGGAACCAGCATATTAGAGCAATTAATGGAAATTATAGAGA A G 0.81 0.35 0.37 0.34 0.25 0.27 0.34 0.33 0.46 0.40 0.36 0.116 0.003 0.002 0.000 0.0001
rs1978371 2 15.67GAATAAAGGGCTGATAGACTAGGTAGATGGACAATAAATGGAAGGAAAGGCATAT[C/G]CACAGTACTGCATAAGCTGTTCTACACATACAAACTGGTTTAATGTCTGGTGCCATA C G 0.31 0.45 0.36 0.32 0.52 0.75 0.56 0.49 0.36 0.36 0.31 0.001 0.012 0.007 0.076 0.0018 1
rs340767 2 16.44 GAGATTAAAGTTGAGGAGAAGGGAGGATGGAGGCTGCTGGAACACGTAGCAAGA[A/G]GCCAGCTCTTGTTGAGGCCAGGGCTCAGGAAAGCTTCAGAGATAAAAGAAACAAC A G 0.70 0.50 0.46 0.50 0.55 0.91 0.58 0.70 0.50 0.46 0.31 0.030 0.005 0.032 0.114 0.0127 1 1 1
rs667089 2 16.47TACTCAAAATTTATTTATTCTTCCTTTCAAAGGAAGATTTACTGAATGTCTACTG[A/T]GGTCTAGATATGGTGCAATGTAAAAATATCAAATATAAAATGAGTAAGACTCTTGGAGTC A T 0.33 0.43 0.47 0.40 0.36 0.09 0.33 0.24 0.36 0.43 0.55 0.007 0.008 0.030 0.086 0.0044
rs974591 2 16.80CTTGACTTTTTCACCTCGACCATGACTCAGTGTCATGTGCTCCTAGTCATTCT[A/G]TCTGTGGTCCAACGTTAGCCTGGGAAGCACCTGGGACTGAGGGAAGAACCCTCAGCTAG A G 0.90 0.37 0.35 0.40 0.38 0.95 0.81 0.53 0.29 0.35 0.35 0.191 0.085 0.034 0.183 0.0018
rs558912 2 16.98CACTGTGACTCAAGTTGCTGGAACAGAAAAGATGGGATAACGAATGAGTAAGA[A/G]GACACATGGGATCTGGAGCAAGTTATTACCTACAGGTGTTGAACATGCATGACAGTGA A G 0.33 0.40 0.39 0.34 0.29 0.73 0.65 0.52 0.39 0.47 0.43 0.005 0.021 0.007 0.041 0.0004
rs1991315 2 17.82 TGTACCACCATTGCATATTGCATGTGGAAGGGAAGAGAGGAGATAATTCTCTCTCT[A/C]TTTCACAAGCCTTTGGATCATGAAGAATGTGACTCAGTGTGCTATAATTGAAGAAC A C 0.58 0.46 0.41 0.46 0.41 0.09 0.05 0.20 0.54 0.40 0.44 0.015 0.095 0.034 0.075 0.0007 1
rs1471342 2 18.11GAGAGATGATTTGCCAAGATGCAGAGGCAGATGGTGGATAAAAACCAAAGCTGA[A/G]AGTCAAGAACCAGATTACACCTGATCCAACGGAAGCAGAAAGGGCCAATGAAGAGA A G 0.20 0.38 0.39 0.39 0.36 0.18 0.15 0.38 0.39 0.42 0.47 0.029 0.039 0.000 0.032 0.0044 1
rs1445128 2 18.79AGGCACACAACTTCCAAATGAGAATTTACAAATTCACCCAAAGTCTTTTGTTGATAACCA[A/C]ATGTGTACTCAACACAGAAGAAAATATAGTTGCAGAGACGACAGAAAAAGTAA A C 0.69 0.41 0.40 0.39 0.50 0.64 0.79 0.21 0.43 0.38 0.47 0.038 0.100 0.013 0.033 0.0041 1 1
rs1813617 2 19.57CTCTTTACCAAGGC[A/C]AACATTCCTGGTAGTTCTATGGGGTTTGAAGGTGGTAGGAAAGTTTACTTTTAGTTCATTTTCACACTGAGGGTACAACACTTTGCGTTTCAACTTTAA A C 0.38 0.41 0.36 0.39 0.48 0.73 0.85 0.51 0.36 0.47 0.39 0.004 0.193 0.037 0.109 0.0001 1
rs981395 2 20.33 TAGTGGGGGAGGGAGGGGGCAGTAGTGGGTAGAGAGGAAGACCCTTTCTGGCT[A/C]AGAGGTCAGGAAAGATGTAGGAGGAGGCAGCATTGGAGCTAGGCTTAGCAGCTTG A C 0.52 0.58 0.46 0.65 0.55 0.82 0.92 0.64 0.54 0.54 0.50 0.007 0.162 0.043 0.107 0.0005 1
rs907868 2 20.36ACCTTTGGCTGTGTAGAGTGGGGGTTACATTTGGTGTCAGAGGTCCTGGGTTTGA[A/G]TCAGCGGTGTGCTAGAGACAACTTGTACACACTCATGAGAACAGCTTGTCCTATTT A G 0.75 0.51 0.49 0.56 0.41 0.40 0.36 0.64 0.54 0.46 0.38 0.034 0.014 0.021 0.005 0.0036
rs1344063 2 21.16 TGTCCTGAGGATGCTAGCTCAGCCCTCTAGCTTGGCACTGTTCTCTCATCTCCC[A/G]TCTGCAACTGTAGCCCAGAAGACAAAAATGACTCAGAAGAGAACTGGTTCATTGCAA A G 0.62 0.48 0.41 0.49 0.34 0.23 0.55 0.28 0.39 0.29 0.45 0.010 0.005 0.018 0.028 0.0004 1
rs952275 2 21.20AAAGATGACACTCTCTTTGCTGAAGGACATCC[A/C]GTAAAAGTTTTTGAGCAGAAGGGTGACATGCATTGTGATTTCGGAAAACCAACATGACAACCTATAGATAATGAATTGTA A C 0.74 0.54 0.49 0.49 0.57 0.91 0.75 0.71 0.54 0.61 0.50 0.023 0.024 0.013 0.096 0.0000
rs520354 2 21.23GACTTCTTCAAAGGCCAGAGGCTTGGAGCTGGCACAAGGAGTCCTTGTGCAGAA[A/G]AGAACAGAAGGTGGTTTTGCTGCCCTACATCCATCCCCGGAACCTTCTCAGAGGTG A G 0.74 0.48 0.58 0.54 0.66 0.20 0.60 0.40 0.61 0.52 0.51 0.018 0.001 0.009 0.081 0.0010
rs1463979 2 22.54TATGTGGAGGGAAACATAAACTTTGTTAATACTTTCCCCATCCACTGTGAAATATT[A/G]AAACTCAGCTGTGATGTAGCATTTAACTGCACATCGAATCAAGAGTCCAGTAATAGA A G 0.81 0.58 0.58 0.62 0.55 0.09 0.42 0.48 0.58 0.62 0.63 0.039 0.003 0.000 0.120 0.0023 1
rs1997325 2 22.80 TCAGTTTTGTGACAGTCATCTTTCAGCATAGAACATTCTTCTCGTATTAGAAAGAAAGAC[A/G]TGCTGACAGTAAAGAGGACATTTTAGATTAGGTTTCCCTTTTCC A G 0.71 0.85 0.89 0.84 0.80 0.91 0.60 0.92 0.89 0.85 0.82 0.021 0.055 0.004 0.001 0.0047 1
rs2001795 2 23.09ATAATATTTTAGGAGCTCACAGGGCACATGGATGTTAAAACATAATATGCTAAGT[A/G]CCATGATTGGCCTCATTTTCAAGGTTGTGGGGATACCCAACCCAGTCTATGAGGTCA A G 0.43 0.45 0.47 0.61 0.45 0.82 0.40 0.41 0.46 0.52 0.49 0.001 0.003 0.002 0.071 0.0008 1
rs925229 2 24.21CCTTCCCTTCACAAGAGCCTGCTGGGGTGTCCTGCAAGATGTGGAAATGGGTGAAGCC[A/G]TGTCATCTCCACTCCCTCCAGCCCCCAGCAAACGATGAGAAAAGAGCCCAGC A G 0.55 0.56 0.54 0.60 0.55 0.23 0.03 0.51 0.43 0.48 0.52 0.000 0.183 0.001 0.057 0.0000 1
rs2053372 2 24.88GGCGAGTCAGCAGACGTGGACAGGAGCCAAATCACAGGGGCTTCCTATGCACTGA[A/G]ATGGAGCCAGGGGTCTCCAAAAGAAGACATATGCGTCCTACGGGGCATATAATAT A G 0.21 0.51 0.47 0.57 0.50 0.45 0.74 0.56 0.32 0.53 0.48 0.042 0.036 0.005 0.000 0.0000 1
rs2891409 2 24.99 TGAATATTTCCTATATATTAGACATGTGCTAAATGCTTCACTTGAAAAGTCTGAGTT[A/C]AATACTTTTCCACCACAAAAGAAATACTTTTTCCACAACCACAACTACAGTGCTATT A C 0.62 0.75 0.76 0.78 0.79 0.73 0.93 0.76 0.79 0.76 0.73 0.012 0.031 0.004 0.000 0.0003
rs2033654 2 25.08TCCAAAACAAAGAGGACTTCCAGAATAGGCATCCAGCCCATCTGACATGTTAGGC[A/C]AGGTCCCTCATGATCTGCCAGGCAGCTAGAGCAGCTTCTCAGGTTGCGCACTGCC A C 0.81 0.43 0.41 0.44 0.36 0.45 0.09 0.46 0.39 0.41 0.49 0.096 0.060 0.002 0.001 0.0052 1
rs714513 2 27.18CAGAACAGCTAGATACTGGGAGAACCATCTGAGTTCAAATGATGAATTTTAAAG[A/G]TAAAGGTACAAATGGGATCTTCTTAAGTACCCTTGACAGGGCCTGCATTATCACTGAG A G 0.67 0.39 0.36 0.34 0.29 0.14 0.85 0.30 0.29 0.49 0.41 0.076 0.155 0.001 0.021 0.0024 1
rs1131880 2 29.15 AGGGTATCTGTTTACCTTTAAAATGATAAGTCTCACTCAAGATTTTTTAT[C/G]TATGTATAAATATTTTGGTGTGCTACAAAAGCCTTTGCAAATTATCAGTA C G 0.24 0.27 0.25 0.20 0.29 0.86 0.78 0.25 0.32 0.21 0.17 0.001 0.173 0.001 0.202 0.0039 1
rs1358514 2 29.46 GAAAATAGTAAAGCAGGTCAAGGGGACAGGGGTGGTGGTGGCCAAGCACACAT[A/G]TGTGTGAATGTGGGCCCTAACAATGAAGTATCGAGGGAAAAAAACTTCAGGTTCCTT A G 0.31 0.70 0.72 0.65 0.68 0.82 0.91 0.72 0.71 0.67 0.65 0.122 0.016 0.000 0.001 0.0049 1
rs1868071 2 30.22AAGTTTTAAGAGGCATCCC[A/G]TGTTTCCACTGTGAGAATGTCATGCCATAGATTGGGACTGTGCCCTCAGCCTGGGTCCTAAAATGAGAAGGCACAGGGAGCAGAGCTGACC A G 0.25 0.41 0.51 0.39 0.29 0.09 0.13 0.17 0.32 0.40 0.50 0.039 0.118 0.070 0.125 0.0001 1
rs2008535 2 31.34ACACCGCGGGTCCGGAGATGCCCCCGAGCGTTTTAAAATCCAGAAACATCACA[A/T]GGTAGCCACATCCGGCGGCTGTTACCTGCTCGCAGCACCCAGACCCTCGCCCTGGTT A T 0.45 0.26 0.25 0.18 0.36 0.36 0.28 0.18 0.32 0.24 0.28 0.025 0.003 0.005 0.008 0.0009 1
rs1054889 2 31.53 ATCCTCCCTCCATGGCCAGAACCACAGATTCTCTCTGGCAGAAGGTTGGATTTATACAGT[A/G]AAGGCATGTGACAGTGACACGTTGTCCACCCAGCAC A G 0.19 0.56 0.45 0.50 0.41 0.64 0.86 0.49 0.54 0.42 0.40 0.039 0.113 0.001 0.020 0.0018
rs1033690 2 31.67CCATCACTGCCAAAAATGGGGTAGCTTCTTTCTCCTTGCTTGTAATCTTGCATGAGTGTCTCCCTTGGCGGAATGT[A/T]GCTGCAAGTCTACTGGCAACAGAATCTGACTTGCAG A T 0.52 0.65 0.59 0.67 0.56 0.30 0.50 0.47 0.71 0.61 0.55 0.005 0.005 0.012 0.058 0.0015
rs212703 2 32.42 CTTCTTGAATAATACACATTTTGGGAAAGGGAAAAATGTCTGTTCAAAAAGTAAA[A/G]GTCTCTTTTATAGCTTTTCCAAACTTAATTGCTAAATTTTTCTTTGAGGTTCTCCTGAA A G 0.40 0.46 0.48 0.49 0.54 0.77 0.48 0.68 0.36 0.55 0.53 0.000 0.000 0.030 0.065 0.0051 1 1
rs927087 2 33.01TGGTAGATATATGTAATCTCACAGATGTTTAATGCACCCTCTTTCAAATCCTTG[A/G]GGGAGAAGTCACAGGTCAGAGAATTCTGGGTACTCTTAATTCCATATATGCAAGAAAGT A G 0.48 0.65 0.62 0.62 0.67 0.68 0.78 0.40 0.79 0.56 0.65 0.007 0.018 0.021 0.003 0.0006 1
rs218197 2 33.32GCTCTGCCATGTCTTGAACATGGAAATCTAGCAAAATTAGATGCCTCTCTTTGAA[A/G]GGGTTTTTCAAAGACTATTAATGGAGAAAGTGATTCATGGTGTTTCTTGTCAGAGATC A G 0.38 0.48 0.51 0.57 0.52 0.36 0.41 0.50 0.43 0.49 0.44 0.005 0.000 0.006 0.001 0.0010
rs1378726 2 33.73TTAAGTCCCAATTCACAAGGACCTCCATGAATCCATCCTGATCATTTCTGTCTCC[A/G]GGGCCCCTATGCATAGTAATAATATAACTAATAACAAATGCGATAATAACAGTAACATT A G 0.14 0.42 0.40 0.43 0.45 0.32 0.48 0.23 0.39 0.41 0.51 0.046 0.003 0.010 0.004 0.0063 1 1 1
rs1990838 2 34.40CTATCATAAAAAGAACGTCCACCTAAGGTTGAAATAAAGTAAGAGGGAAGCACTGT[A/G]AAGAGATAGTGAGCACATGGCTAAGTCTGGTGACATTATTTGAACCACTCTATCTC A G 0.81 0.55 0.49 0.54 0.61 0.55 0.68 0.44 0.46 0.51 0.48 0.054 0.005 0.010 0.000 0.0001 1
rs1026301 2 35.19AAAATCCCTCCGATGAGCTTATTTTTCAGTTTAGGTTCCATAATACTACTTTGAGA[A/C]AGTAACATTTTGAAAAAATATTTTGGTTATTTTGAAAAGTACTTAGCTTTAGTAAAATAA A C 0.86 0.42 0.38 0.40 0.46 0.73 0.45 0.63 0.32 0.39 0.35 0.114 0.001 0.033 0.052 0.0025 1
rs305179 2 36.34TTGGGCTCTGACTATTGCCTAGGCATTTTTGTCTACCCATTATTTCTTCACACA[C/G]TGGCTCCTTTTTATTTTCAGTATTTTTATAAAGTTGCCTCCAGCCAAGTACACTGTGTAC C G 0.45 0.69 0.74 0.72 0.82 0.50 0.64 0.42 0.64 0.74 0.75 0.035 0.000 0.044 0.014 0.0001 1
rs1167465 2 36.37ATATTTTTATTCTTTAATCACTGAAGAAACTCTTCTAATGCATGAGTGGGTCTTC[A/G]CAAAGCTGCTTCTCATTCAGAAGTGTTTGTGAAAGTACATCTTTGAAACCACCTAAATG A G 0.69 0.54 0.66 0.62 0.73 0.73 0.64 0.56 0.64 0.59 0.62 0.001 0.000 0.004 0.004 0.0014
rs1403858 2 36.69GACAGCTCACAGAACTCCAGCCTTTTAGAGGAGCACAACTTACA[A/G]TATTGGGTGAGCTGAGACTGAAGTGGCTTACTAAATCCACATAGGTCAAGACGTGCCTGACATCCAG A G 0.19 0.25 0.25 0.27 0.25 0.00 0.36 0.44 0.29 0.22 0.25 0.005 0.005 0.010 0.109 0.0002
rs884215 2 36.72TGCAAACACGCACGTCAGATTTCTTCTGACCACTTCCGTACATGTCAGCATTTA[A/G]CAAGGCAGTAATTGTCAGTCCTCTCTAAGCCCTTTTTGAAAGCAATAAGGGAGGCTTT A G 0.83 0.61 0.58 0.55 0.48 0.73 0.73 0.50 0.64 0.60 0.57 0.051 0.012 0.000 0.015 0.0002
rs1504 2 37.04AATAAATGGGATC[A/C]TGTACGTTCTCTGCATCTCACATTTCTCATTTAACAATGTAGGATGAGAATTTCTCTAAGTCTATCATAGCTCTTATTTCCTTTTTATTATTACAATAAACAT A C 0.50 0.58 0.60 0.50 0.50 0.36 0.56 0.38 0.64 0.62 0.58 0.004 0.000 0.021 0.025 0.0000 1

rs960902 2 37.70GTTCATTCTTTTCTCTCCTTTCATTTCTCCCTTGATCTTTCTTTACAGTGT[A/G]CTGCCTCTCTAGGCATTTTCTCTTTTGACCTTCAAATTCCTCATGCACTTGATTGGCCTTCAGA A G 0.55 0.55 0.50 0.48 0.61 0.45 0.64 0.42 0.57 0.44 0.53 0.000 0.008 0.021 0.003 0.0004 1
rs1446297 2 38.18TTTTCAGCCACATTGGAGATCTACTCCATCACACACTGTGGGATTGGGGCCCAAT[A/G]ATCTGTGGTTTAATGAGCCTCCAATGATTCTGATGTATGCTAAGGTTTGACACCCAC A G 0.45 0.66 0.66 0.68 0.73 0.18 0.39 0.65 0.61 0.64 0.63 0.015 0.029 0.000 0.114 0.0002
rs163077 2 38.26ACACAATTTCTGGTCCTGAAGTCCCCTGCCTGAGCAGAGCTGAGAAAAGCTG[A/G]TGAGGGCTAACAGAATCTGGGGCGTTGCTTCTCCAAGCCTTCCCTTCCAAGGCTGGGA A G 0.05 0.29 0.27 0.29 0.16 0.64 0.56 0.25 0.25 0.22 0.26 0.041 0.034 0.000 0.065 0.0001
rs170815 2 38.39TTAAACATTTGTGACTTTAACATAACCAAAACGGATATTGGTTAATGTCTAACTGCT[A/G]TTCTTTTTAAAGCGTATATTAATGTATCAAGTATATATTTTACTAGGACACTCTGTAG A G 0.24 0.41 0.43 0.33 0.32 0.23 0.06 0.27 0.46 0.34 0.41 0.032 0.131 0.034 0.041 0.0014 1
rs440176 2 38.84ATCCCACTAATTCTGATGGCTAGAGGGGACTCACAGACCAACTTCTTCAAGGCCT[C/G]GTGTCTGGGGATACAGCTGCCACCTGGCTTACCCCAATCCAGCAGGGAAAACTGGA C G 0.35 0.61 0.59 0.59 0.64 0.14 0.05 0.51 0.73 0.57 0.62 0.042 0.231 0.009 0.140 0.0004
rs1530853 2 39.00ACACAGATCAATGCTTGGGTTTTTAATTTTATCCTGGAGAAGCTGATCAAGTTC[A/G]CAACGAAGCTCCTTTACCAGTTCAGCCACCTAAAATGAAAGCTACAATATAAGCAGTGC A G 0.33 0.67 0.64 0.71 0.61 0.64 0.54 0.71 0.54 0.71 0.63 0.045 0.002 0.013 0.001 0.0000
rs10219 2 39.06ACTAATGTACAGATTCCACAACTCATTCTGGCTGATTCTCTGAGCAGCATTCTGA[A/G]TAAAGTCTTCTACATCCAATCCCAACAAATCCAACAAAGGATCACTCAAGGCCAGGA A G 0.86 0.75 0.71 0.73 0.71 0.73 0.51 0.78 0.61 0.78 0.76 0.017 0.015 0.007 0.001 0.0020
rs929642 2 40.33TAAAATAAAACCTTATGTTGGGGAAAATTTATGTCATTTTTAAATTGCAACACTTTT[A/C]GACTTCTGAATTCCATAGAAAGAACTTGATATATAAAACTGGTTACCCTGGTTGTTCA A C 0.83 0.61 0.49 0.54 0.63 0.91 0.76 0.61 0.61 0.50 0.49 0.084 0.049 0.006 0.119 0.0002 1
rs764464 2 41.03TTTTGGTGACGGCATCTCAGAAAACTTGAATGTCCTACTGTAGATTTGGCTTG[A/C]CCCTAATAGGGCCCAGAATTTGGAGTAAAAATGGGAGATCAGGAAGAACTCAAGATGC A C 0.67 0.42 0.37 0.20 0.30 0.50 0.78 0.28 0.36 0.31 0.31 0.046 0.098 0.002 0.013 0.0022 1
rs1560260 2 41.81CAAATATATTATTACATCCTACCACATAGCATAAAAAAATGAAGTCCACTGATCTGGATAGAGAGGAGCA[A/G]TTATTACCTTGTTCCCTCTAAACAAATGTTACTCTTTATTATAT A G 0.31 0.55 0.51 0.37 0.43 0.50 0.44 0.59 0.25 0.39 0.52 0.011 0.001 0.019 0.003 0.0002 1
rs749651 2 41.94GGTGGTTCTTACCTCCTTCTTTGTCCAGAGAGAGAGGACACTTATTCTTTTAAG[A/C]ACCTTATTAACTTTCTCAACATTTTTTTGTCACTAAGGAGTCACTCTACACCCCTGCTAC A C 0.69 0.57 0.51 0.61 0.52 0.41 0.41 0.47 0.86 0.59 0.53 0.012 0.004 0.000 0.004 0.0001
rs726548 2 42.03 TGGCCATTTCTGATAGGATGCCCAGAGAAGATGCAGCTGTC[A/C]TCAGAGAGCTGCCATGTCAGGGCCCTGAGGTTAGAACTGCAGTGAGAATGAGGACCAGGACAAGAGAC A C 0.48 0.42 0.46 0.46 0.48 0.25 0.65 0.56 0.43 0.34 0.38 0.001 0.014 0.009 0.031 0.0038
rs1496328 2 42.65TACCCAATTGTTTGCTCTTGTGCTCAGTGAACAGTACTCAGTTTTTCAGCA[A/G]TTGTCAGTGGTGGCATTGGTGAGAGTGCCATTTGGAAACATGAGGAATTTTGGCAGGCTTG A G 0.29 0.35 0.36 0.33 0.36 0.05 0.78 0.30 0.23 0.36 0.35 0.000 0.138 0.000 0.059 0.0003 1
rs1390610 2 42.69CTGTGCCCTTCCAATGCCCTGGATTAATTTTGACTCTTCCTGGTATTTTCCAGAGTTGTC[A/C]TTTCTCCTCCATTTCTCCACCACCACAAAGCCATCCAAGCTCTCATCCCCTC A C 0.75 0.78 0.81 0.76 0.63 0.91 0.96 0.71 0.82 0.74 0.76 0.003 0.026 0.001 0.011 0.0044 1
rs1016607 2 42.95GTCAGAGCTACACTTTCCTTCTCAGAGGTCACCTTCTATGGGTCACTGAGAATG[A/G]GGGAAAGGGGAACAGAGGGTCAGGTTAATTTAAAAAGATCGTTTACCTGCAGGTAAAC A G 0.69 0.61 0.61 0.61 0.74 0.82 0.72 0.75 0.75 0.70 0.59 0.004 0.007 0.004 0.029 0.0000
rs896986 2 44.33GCTATTAAGTTTCAAGAGCCAACTGCTGGTAGAACAATTACCTAGTCATTCAAAGGT[A/G]TATCTGAATTGCATTTTCTAAGTAAGGAGATGTACATCGCTTATAATTCCAAATAGC A G 0.55 0.46 0.46 0.46 0.66 0.59 0.23 0.47 0.36 0.43 0.49 0.003 0.024 0.000 0.009 0.0002 1
rs1437747 2 44.84 TTACGTGAAAACTCTTCTAGTGAGAACCCAAGGCAAAAACTGTGTGTTTCTTCT[A/G]TAATACTTCCTCAGAGTATCTATTGTCTTTCAAATGGGGCCAAGGCTTCTCAAGGGAA A G 0.38 0.57 0.57 0.52 0.55 0.18 0.36 0.55 0.58 0.54 0.41 0.029 0.029 0.000 0.091 0.0118 1 1 1
rs343955 2 44.92CCCACATGTGAGCCAAATATTTCTGCTATTAAATAGCACTTCAAAGCTTGACATGA[A/G]GTTTGTAACAGCTGAATGTCTCTTGTGACTTCATTTGCAAAGAAGATGTATAAGCTG A G 0.88 0.62 0.60 0.60 0.66 0.68 0.57 0.83 0.82 0.65 0.59 0.047 0.000 0.026 0.003 0.0004
rs83995 2 45.14CAGCCCCTAGGCCAGGCATGGGTATTTATTCTTAGGTATGTTGCTTTTAAGAAG[A/C]TGTAATCAGCATCTTGAGCCGGGCCTCCCTTTGTGAGGCTTCTGTAACTATGGAAGTG A C 0.88 0.61 0.57 0.52 0.54 1.00 0.99 0.93 0.81 0.61 0.58 0.063 0.188 0.104 0.188 0.0000
rs921115 2 45.22TGGAGAAAAGCCAGCGTCTATCCCCCCAAGAATCCTGTGATCAGACCGTCT[C/G]GCAACCTAGTGCACCTCTGGGTTGTGTGTCTGTCTCCGAGGTCTCGCTCTTCGCGGACG C G 0.60 0.46 0.45 0.44 0.52 0.64 0.65 0.50 0.46 0.44 0.45 0.007 0.006 0.000 0.010 0.0003
rs1447107 2 45.25 CATCAGTCTCCACTAGGAAGATCACAAGGAGAGAAAAAGAAGATAGACTGAGCG[A/G]TGAACTTAATACCCAGCCAATTCAGAGGGTGAGAGAAGCCAGGCCCTCAGGATGCT A G 0.81 0.50 0.52 0.56 0.41 0.41 0.68 0.73 0.58 0.55 0.52 0.045 0.014 0.014 0.008 0.0000
rs1014454 2 45.59ATTAGAGGGTTGGCAAAAAATGCTGTAACTGCAGGTATCCTGTACTGGATTTTTC[A/G]CATCCATCTTCATTTTTCTGTCATAGTGTCGATTGTTCCATTATCCCAGTTGCATTGTA A G 0.71 0.53 0.48 0.49 0.48 0.77 0.60 0.65 0.64 0.55 0.46 0.011 0.006 0.014 0.041 0.0001 1
rs748573 2 45.74CTGCAACTTAACTCCAGTTTAACTTTTTGCTCCTTTGGTAATTAGAATTTGCA[C/G]CTTTGGATGACTTGCCCCCTAATATGTGTAAGTATCATGATTCGTAAGGTATTTTAAGGGT C G 0.69 0.75 0.75 0.73 0.77 0.86 0.61 0.60 0.64 0.78 0.85 0.001 0.010 0.021 0.012 0.0087 1 1g

rs1020445 2 46.35GATATCAGAGATGTTCACTGTGAACCACTCCAATAGGTTGCCTTTCCTGAAAGTTGTTTGGGATGTTTTGCTC[A/G]GCATGAAGTGTTTGTTTGCCTTATTCCTGCCCAAACTGAG A G 0.80 0.71 0.69 0.79 0.75 0.82 0.97 0.78 0.68 0.64 0.65 0.009 0.081 0.009 0.015 0.0001 1
rs1000532 2 46.49GTGCAAGCGACGTCTCAGAAGCCCCAATGTTCATGGAGGAAATTAACTCAAATTATT[A/G]TTATACACACCCCACATAATCAATTGCATTTAAGCAGGTGTCCATATACAAAGGAG A G 0.70 0.49 0.58 0.44 0.61 0.45 0.84 0.61 0.57 0.49 0.51 0.004 0.028 0.000 0.015 0.0037
rs1868092 2 46.59TGAAGTCGTTTGAGAGCCACACTGTTCTGTATATTCACATAGTGCACTTTG[A/G]GATGGAGGTCCCGAAGGGAAAGGGGCAGCCTGGGCATTAGGACTTCAATTTGGAGGCGG A G 0.14 0.45 0.45 0.46 0.48 0.05 0.06 0.31 0.32 0.43 0.41 0.065 0.103 0.008 0.118 0.0017
rs1530625 2 46.63TGAGTATTCTGATACTCAGCAACACATTACAGCAACTTCATCTGTTAGAAAAAAT[A/G]TAATCCTCCCTTTCTTAGGACAAAAATTTCATAGAAGACCCAAATGACAACATGCCTCT A G 0.31 0.48 0.49 0.50 0.43 0.73 0.72 0.39 0.68 0.39 0.47 0.035 0.009 0.025 0.011 0.0008
rs1051317 2 47.10 TTCTGGGAGATACAATTCAAGTTGAGATTTGTGGGGGGACACAACCAAAC[A/C]ATATCAGCATCCTTTCAAGAATATTAGATAATTGGAGCTGAGTACTCAGG A C 0.17 0.30 0.31 0.28 0.14 0.18 0.01 0.25 0.29 0.17 0.23 0.024 0.120 0.010 0.020 0.0046 1 1
rs922903 2 48.32 GCTTCTAGGAGGAGCCTAGCTTTTAGCTTCACTACACCCAACAGTGAGGGGCA[A/G]TGACGGGTAGTCTCAAAGAAGGCAGAAGCAGCAGAGGCAGCATCCCTGGGTCCCTA A G 0.79 0.49 0.45 0.54 0.54 0.95 0.42 0.80 0.46 0.61 0.60 0.072 0.000 0.108 0.188 0.0113 1 1 1
rs1509562 2 48.47TTATTCCTATTCATAACATGTGTCCTTATCTTCAAAGATAATCCACTATTGAA[A/G]TATTAGGGATTTGGGAGTTGCGGATAAAAGAAGTGAATTAAATTCATTCATTCAACAAGTA A G 0.29 0.33 0.30 0.28 0.43 0.05 0.02 0.41 0.21 0.34 0.33 0.001 0.099 0.003 0.066 0.0000
rs1504188 2 49.25AGTCCCGCTTACTCAAAGCGAAAAGGAGAGGCTGATGATTCTACTGGCTCCTG[A/G]TGAAAAATGAAAGGCCAGTGTTAGACTGGTTAGATCTCTGAATGGGAAGAGGGGATTT A G 0.21 0.51 0.48 0.54 0.48 0.68 0.42 0.51 0.50 0.47 0.56 0.045 0.001 0.000 0.023 0.0056 1 1
rs1394207 2 49.26AGTATTTCAGTTCAGCCACTTCTCTCTTGCCTGGGCGGCAGGATACTATAACA[A/G]CTCAGCCTTGGAATATGCAGCTGTTCAGCTTGGCCAGGGCATTGACTTCCCAGGGGCA A G 0.21 0.41 0.39 0.40 0.25 0.68 0.41 0.48 0.32 0.41 0.46 0.020 0.002 0.003 0.052 0.0039
rs960038 2 49.31TAGGACATATGAGAGCCATGTTCTATATGTTGGAGAGAATGGCAGCCCCAGA[C/G]CCCTTCTTTGACAGACAAAGGGCCATTGTATAACCAGGCATTACTTTATTCCTTCCCAGT C G 0.33 0.66 0.65 0.60 0.74 0.14 0.11 0.46 0.57 0.55 0.57 0.050 0.195 0.024 0.166 0.0029
rs1520446 2 50.58ACAAATTTCATAAGTACGTAGTGACAGTGAAATATATGAGCAAATGGCAGAA[A/C]ACAAACTGGACTGGTGAGAACAAGGTAGGAACTGAGATCTGAGGTTATTGTCTGCCATTA A C 0.40 0.26 0.20 0.20 0.25 0.68 0.29 0.11 0.32 0.24 0.20 0.021 0.002 0.016 0.094 0.0002 1
rs1995584 2 51.24GATGCTCTGTGTTTATTGCTGCAATCAGACCCTGTGCTTTAACATTAGGAAATCA[A/G]TGTAAACACCTACTTTCTCAATTAACATTAAGGTAAAGTGGAAGCTTTGAGATACCTAT A G 0.21 0.49 0.40 0.50 0.43 0.59 0.43 0.41 0.39 0.48 0.50 0.023 0.001 0.000 0.021 0.0047 1 1
rs1876088 2 51.32 GGCATATACTCTGCCATGATTTCCAATTAAGTCAAGTAAGTCATGGGATTTATA[A/C]TGCTTATCCAAAGAAAGAGGAATATCCATTTTCCATATTCCATTGAAAGTCTGTTTTTCT A C 0.67 0.63 0.66 0.62 0.64 0.55 0.63 0.43 0.61 0.59 0.69 0.002 0.000 0.033 0.006 0.0016
rs1017418 2 52.02AATGTGTGGTGTAACTATGTCTACTCTTTTTTCTGAACTTGCTTCTTATCTCATCA[C/G]GTAAAGAGGTAAAGAGTTAAGAAGCCCCATGCATACAACCTTGCATTCTCTGGGCTT C G 0.64 0.43 0.46 0.41 0.39 0.75 0.93 0.47 0.50 0.41 0.44 0.012 0.105 0.001 0.031 0.0002 1
rs1483869 2 52.88 AAACCTTGCTTCAAGTTGATAGCCCCTCCAGGATTTATCCAGT[A/G]ATGTATAAGGTGACTCTAGCCTGTTTCCTTGCTAATTACAAACAAGTGACTCATAATTTCTGAATGAGTT A G 0.88 0.61 0.65 0.65 0.61 0.27 0.53 0.52 0.57 0.73 0.67 0.044 0.002 0.000 0.060 0.0002 1
rs2009142 2 53.92TATCAAACATGGATAATATTTCTGATAACTGCTGAAAAAGATAAAATCCAAATTATGC[A/C]ACTAATTGATTCAGGCTAAGATTTATGAAAAATTATCAGTAGATATGACATATATGG A C 0.26 0.23 0.23 0.18 0.21 0.09 0.21 0.26 0.21 0.27 0.30 0.001 0.000 0.001 0.017 0.0022 1
rs805423 2 54.10CAACCAGATATTGCTTAGCCCAGAAAAAATTAAGGAAGGAATTAAACGCCAACA[A/G]GAAAAGAATGCCGATGCCCTAAGGTAATTGATGAATGGTGTACTTCAATAGATGACAT A G 0.57 0.54 0.52 0.46 0.55 0.73 0.47 0.68 0.57 0.45 0.44 0.004 0.000 0.012 0.028 0.0006
rs805308 2 54.17 CATAGATCAAGTACATTCCTAAAGACCAAAGTGTAAATGCAGTTGAGAGTTA[C/G]TGGGACTATCTTGCTGATCAGAAATGTGCACCCGTAATCTGGACATCAGAGGTGTGTTT C G 0.62 0.55 0.52 0.50 0.55 0.73 0.47 0.69 0.61 0.47 0.46 0.010 0.000 0.017 0.031 0.0001
rs843635 2 54.52CACAGAAAAAAAAAGCTTCAGAAATATACACAGGGGTTCTTTTGAGTCTTTCCTGC[A/G]TATTAGCCATGCGTATGTAGACTGAAATTCCACAAAGTTGTGCAAAGAATGCCTGGA A G 0.48 0.46 0.48 0.49 0.45 0.73 0.56 0.71 0.36 0.53 0.46 0.000 0.005 0.027 0.034 0.0006 1
rs2033411 2 55.05AGAAAATTCCACCAGTACAGGGGCATTTGGAATTCCAACAGCTGGACCAACAAAGA[A/T]ACTAGAAATAAGCTCAAATACCCAATAATAAGACAGTGATGAAGTAAATTATGATGC A T 0.43 0.38 0.43 0.34 0.39 0.45 0.77 0.58 0.46 0.48 0.39 0.000 0.062 0.002 0.000 0.0003 1
rs1961245 2 55.07TAAGTTTTCAAAGACATTTTATTGAAGCAATTAAAGATTTTACAAGAATGTCAAGAT[A/G]CTGATATTTTTGGAACCTGATGAAAGGCATCTCACCCAGATGTTTCTGTTGTACTTTA A G 0.62 0.30 0.38 0.41 0.39 0.45 0.52 0.53 0.32 0.31 0.26 0.029 0.005 0.007 0.002 0.0102 1 1
rs727878 2 56.09GAACTTTCTATTCATCCCACTCTTCTAACAGAGCCATTTAATCCTATCCAGAAAGAT[A/G]AGTCCATTTTCAGACTCTCCTTTGATCCTACAGATTAGAGGGACAGAGAAGTCACC A G 0.57 0.39 0.31 0.38 0.41 0.77 0.34 0.40 0.25 0.38 0.34 0.032 0.000 0.003 0.105 0.0003 1
rs1430197 2 56.11ATTTCACAAGGGAAATCTAACATCATCATTGAATAAAAATTCTTCCCTAACCC[A/G]GGTTGTGACAGACTTGGTCTGCAAGGTGGGCAGTGAGTTGGACCCCATGAGTTGTTTCC A G 0.40 0.29 0.35 0.45 0.41 0.82 0.38 0.40 0.32 0.40 0.38 0.002 0.000 0.000 0.124 0.0020
rs1432567 2 56.31TACATCTATTTACACCTCACATTATACTGGAATTACTTTATTCATTTGCTTGC[A/G]TACCTGCTTCTTGTCTACCTTTGCCCACTAGTATGTAATGACTATGAGTCCAGAGACTGTC A G 0.19 0.38 0.43 0.45 0.36 0.22 0.69 0.33 0.46 0.30 0.41 0.042 0.026 0.008 0.036 0.0007
rs1030092 2 56.59GGTTTCATAGTGAGGTTTTTTTCCCTCTTCTTTCATTTGGTATGTTTAGACTT[A/G]CCAGCCTTTTGTCTAGCTGTCAGGAAGTCGAGGGCCAAGTTAGAAGTTCAGTCACAGAAA A G 0.64 0.51 0.59 0.60 0.63 0.41 0.17 0.55 0.54 0.59 0.72 0.002 0.090 0.001 0.014 0.0098 1 1 1
rs879808 2 56.68GACTTAAAGAATTCCTCTGTTGGGCTGCATATTAGTAAAAAGATCATTAGCTTGC[A/C]GGAAAGAGATAGCTACTAAAGCTAGCATGAGGGGAAAAATGACATTTAATAAAATTTA A C 0.76 0.53 0.49 0.50 0.46 0.64 0.80 0.53 0.61 0.46 0.35 0.035 0.055 0.000 0.011 0.0095
rs1017267 2 56.76 AGAATGTATTTACATTAGACCTGCCCCCAAAATTGGTGTCTTAATAAAATTATCTG[A/G]ACTTTGTATTAGAAGTTTGCTGTGTAATTAGAGAATTCCTTTGCCTAAGGAAAAAAAT A G 0.71 0.43 0.49 0.48 0.54 0.36 0.48 0.45 0.43 0.56 0.58 0.020 0.000 0.000 0.010 0.0029
rs715271 2 57.11TGGAATAGGTGAAACAGAGAGGAGGAACTCATATTAGTTCTTCAGGTTGTCCC[A/C]AGCCAGTTTAAAACAAACACAATAATTTGTGAATAAGGTCTGCTTTGCTCCCTTCAGATC A C 0.45 0.68 0.69 0.61 0.67 0.41 0.30 0.67 0.61 0.64 0.68 0.043 0.111 0.002 0.061 0.0019 1
rs1568452 2 57.99GAGTCTAGAGAAACAAGGATAGTGCCTCTCATCTTTGTGTTTCATCTTCTGCCATA[A/G]GCATTGCCAGGAGTTCCATTTGGAGAGAAGCAGAAAACACGATTTGGGGTAGTGTT A G 0.12 0.36 0.37 0.38 0.43 0.41 0.29 0.47 0.32 0.48 0.41 0.035 0.000 0.023 0.004 0.0013 1
rs980481 2 58.65GATGTTAAAGTTGTGCCTTTTATTTTAATAACAGACTAAATCATTGCTCTGTACTG[A/C]AATTATAAGAGCAAAACTTTGTACTACTTGTACATTCCAGTTTTTTGAAATATATGATT A C 0.81 0.51 0.52 0.59 0.46 0.45 0.80 0.67 0.46 0.47 0.45 0.024 0.043 0.003 0.010 0.0058 1 1
rs764974 2 58.74GAACCTCGGCTGTATTCTGCTCAGGCAGTATGATTCTATTGAAATTTCAAGTCTCTCTGGGGATTTTTTCCAATCA[A/G]CCAAAACTCATGATATGAATTTTTGATGGCAAAATTAG A G 0.25 0.59 0.59 0.49 0.48 0.32 0.65 0.54 0.54 0.57 0.56 0.061 0.006 0.000 0.041 0.0014
rs1012545 2 58.80 GTTGGAATACAGGTGGACTCCTGAACCTGGGGCAGCCCGGGGACTAAGACAAG[C/G]CCTGGCTAAATGAATCAGAGTTTTTCCCCATCAAGAAAATTAGAAGCAAGAACAGAG C G 0.14 0.46 0.48 0.35 0.34 0.23 0.73 0.39 0.46 0.42 0.47 0.055 0.001 0.001 0.032 0.0002
rs1014585 2 58.92CTCTCTGGGTGACTACTGAGCAGTCCTTCTAGCTCTTAGTGCCCATCAACTTA[C/G]TGTCCTTCAATTCTTTGATCTTCAGCCTCTGAGATCCAGGGAGCCACTTGTGTAGAGTAG C G 0.31 0.39 0.45 0.39 0.38 0.20 0.25 0.43 0.50 0.44 0.48 0.014 0.034 0.009 0.051 0.0001
rs887941 2 59.66 AACTATCACCCCTACCCTACAGGTTATTTTTCTTCCTCCTCTCAATAATGAGT[A/G]GCCTAACCCACCCATTCATTTGACAAATAGCTGTTGGGCATGGTACACATGGGTGGATT A G 0.20 0.42 0.40 0.45 0.35 0.36 0.69 0.43 0.29 0.45 0.41 0.028 0.048 0.000 0.003 0.0000 1
rs359265 2 60.43 ATACAAAGTTTAGAGTTTGTAGGACAAGGCCCTGAGTGAAGAGAAGTGGAATAC[A/G]AGACTGATCCCAAGGAGCCATCAAAACAAGCAGGACAGTCCCTTCCATGGACAGCC A G 0.90 0.61 0.67 0.61 0.66 0.77 0.91 0.56 0.64 0.54 0.52 0.049 0.086 0.001 0.017 0.0135 1 1 1
rs1512226 2 60.53CAAAGCTTTTGCTCCCGTTCGGTGGTGTTCGTCTCTTGTGAGTTTGGGTGT[A/G]GTTAGCTGCCTTCTGCCACTTCCCATCAAGGCCTTCACTTTTGTAAAGCTGTCACTTCTCCA A G 0.71 0.53 0.55 0.66 0.52 0.41 0.44 0.74 0.50 0.54 0.53 0.020 0.006 0.028 0.012 0.0000
rs1177261 2 61.31CAGGTGCAACTAAATGTGTGACTCATTTCAGATGAAATGTGATCTGAGACGTGTA[C/G]CTGAGATGATTTGGAGTGATACTCAAATGAACCATTAAATAACATTCATCAATGTATG C G 0.83 0.58 0.57 0.59 0.55 0.32 0.33 0.26 0.46 0.63 0.62 0.029 0.042 0.081 0.048 0.0005 1
rs1177274 2 61.34CTCTTTTCTTATTTCTGCTTTTACAGTCATCCTTTTTCCAAAAGGAAGGTATACAT[A/C]TCCTCCTTGTCTAACAATGGCACATTGCCCCAGGGTGTAAAAGAGGCCAGGGGTGAC A C 0.55 0.41 0.41 0.37 0.41 0.60 0.36 0.53 0.46 0.33 0.38 0.010 0.000 0.006 0.023 0.0013
rs1729662 2 61.37GTTTGACCACTTCATGGAGAGAATTACATGTCACCAAATGTTATTTGAATATGTCA[A/G]TGTGTGCTTTTATAACCATAAAAATGTGAAAATGTGATCATGATGGATTATTGCTACT A G 0.64 0.59 0.60 0.63 0.59 0.45 0.64 0.47 0.54 0.67 0.63 0.000 0.000 0.008 0.015 0.0009
rs766447 2 61.71GCAAGTTTATATTGACTATTTGATATTGCTGTGTTTTTATTTGAAATGGGACTGTTA[A/G]ACACATTTTTCTTTATATTGAGCAATAGAGCTGGAATATTAAAGATGTATGCATTAAC A G 0.50 0.66 0.61 0.68 0.55 0.50 0.53 0.46 0.57 0.68 0.65 0.004 0.012 0.019 0.010 0.0015
rs1919481 2 62.03 TGTCAGTGTCTCTCTCCCTCTTTTTTTAACTTTGGTTCTGTGTTAACCAGATCAT[A/G]TCTAACAAAGTGCTTCAAAAGTTATTTCTAACCAAATAATATTTAAATCACAGTGTATCT A G 0.29 0.31 0.33 0.26 0.41 0.82 0.83 0.41 0.57 0.31 0.35 0.000 0.155 0.014 0.151 0.0012 1
rs1553832 2 62.99TTACAGCTAACATAAAATGATGAAGTAACACTATGTGGCAAGGCTAGGTCAAGAA[C/G]GTGATGCAACTTACACTGGGAGAGCTAGAATAGTCATTCTTGAAGTCTTTAGCTGCC C G 0.31 0.35 0.28 0.27 0.46 0.32 0.27 0.25 0.43 0.43 0.34 0.004 0.003 0.004 0.001 0.0007 1
rs992214 2 63.46AGAGCTAGTGACATTGATGCAGAATCAATAACCTCTGGGGTTGGTAAGAATTAAC[A/G]CTATTTTTAAGTGCTTTTTATTTTAATCAATAGTTAGTATCATTCTATTTATGTTTGGA A G 0.88 0.46 0.52 0.59 0.45 0.95 0.74 0.60 0.46 0.58 0.48 0.044 0.009 0.000 0.091 0.0020
rs262472 2 63.81AAAATAGACATTTTTCTCAGCTTTAAAACTATATGTATTTCAGCTTCAGGTCATT[A/G]AAAGTTTTTATGATTGAAATTAATCTGGAAAGGAAGATTCAGCTCTTCCCACTAGACAC A G 0.98 0.68 0.69 0.76 0.64 1.00 0.98 0.75 0.82 0.74 0.67 0.069 0.084 0.000 0.106 0.0014 1
rs890478 2 64.51GAAGGCATAACAAAATACTCTTTGCTACAGTAAACCACTCCCGTGCATGGAAAGTATATAGTGAGCACTGGAGAGATC[A/C]GGGCTTCCTTTTCCAAAGTTTTTGGAACAGACTC A C 0.62 0.47 0.52 0.52 0.55 0.14 0.31 0.59 0.39 0.57 0.42 0.018 0.012 0.026 0.071 0.0041 1 1
rs1050676 2 65.29 TCTCAGGCAGAGGTGCAACCTGTCGGCCAAACACTGGCTAGTGAGAAAAAAA[A/T]CCTTCAAGAAGTCCTTGCAAGAGCCATTCAACACTGAAGTCAAGGGGGAA A T 0.40 0.28 0.31 0.28 0.41 0.36 0.30 0.32 0.29 0.36 0.30 0.006 0.001 0.000 0.008 0.0002 1
rs2008312 2 65.43GCAGCAGAACCGGTGTCCTTCACCTGCCTGCGTCTTCTGCAGTTCGTTAAGC[A/G]GCGCCCTTAGCTCCTGTGACACTTTAGGGAGAAAGCCGCAGCACCGGCGATGTTGGCC A G 0.70 0.72 0.71 0.66 0.63 1.00 0.99 0.80 0.61 0.72 0.68 0.001 0.106 0.020 0.106 0.0013
rs268866 2 65.47ATCCTGGCTCCAAAGCCATCCCATCAAAATTAATTAGGTGGCTATTTAACTCA[A/G]GGTTACACAAATAAATGCTTGCTGTACAAAATGCTTCTGGGTGAATTCCTCTATAACCTG A G 0.50 0.53 0.51 0.56 0.68 0.00 0.29 0.31 0.68 0.57 0.53 0.000 0.031 0.023 0.202 0.0001
rs1000756 2 66.77 TTTCGTTTCATAACAACACTAATCAATTTAACATCATTATAAAACGTTTGGAGAAG[A/G]TGGAAAAAAAAAGCCAACAGAGAAAAGTAACTCTTAAATAATATGCTCAGTTACAATA A G 0.19 0.34 0.35 0.33 0.29 0.32 0.46 0.16 0.29 0.36 0.37 0.016 0.010 0.022 0.000 0.0001 1
rs1106577 2 67.02AAAAGCTCGACATCAAGGAGATTGTTGATGAACACAGAAGAGTAGTTAGTGTACAA[A/G]GTGAGGAAGAAGTGCCAGAACATCAAGGACCTTTGTGTCTCTTGTGAGAGCCTCA A G 0.55 0.49 0.53 0.56 0.55 0.36 0.13 0.25 0.50 0.59 0.55 0.005 0.072 0.017 0.005 0.0011
rs736779 2 68.55ATATTTACCAAATAACTTTCGGAAGGGAGATTGGACTAGATAACATCTAAGTTCC[A/T]GCCCAACATCTAGATTCTGAAATTCTATAAAATAAATAGGATTCATTCACATTTTGTTT A T 0.50 0.60 0.53 0.48 0.52 0.95 0.59 0.70 0.75 0.54 0.55 0.000 0.003 0.025 0.147 0.0011 1
rs1050181 2 68.60GCGCACAGAGTGGATCAAAGCCATCCAGATGGCCTCCCGAACTGGGAAGTAAAGA[C/G]ACTCCTGCATTCCTCCTCCCCTCCTGAGGGAAGCCCATGGACAAGCTCAGTCCA C G 0.64 0.38 0.47 0.48 0.43 0.18 0.16 0.22 0.21 0.45 0.51 0.005 0.089 0.046 0.067 0.0001

rs9902 2 69.03GTGCTGCCTCAAATGTCTTCACTGGACGTGGTCATGCCTGAGACCAGAATGGAATA[A/G]AACAATCCATTTGAATACAGCGATGGATGGTCAGAGATGTCCACACACATCTCTG A G 0.21 0.51 0.44 0.62 0.61 0.14 0.20 0.49 0.43 0.35 0.45 0.027 0.036 0.004 0.046 0.0006
rs2002879 2 69.71AAGAAAATATGTAGCATTAGTTTAGTGGGATTAACTTGTTTCAATCTTCAGTTT[A/G]GACATAATATTGAAGAACTGGCAGAGAATATAAGAAGAAGAAAGAAAAAAAAGGTCCTG A G 0.07 0.34 0.39 0.44 0.38 0.55 0.67 0.29 0.50 0.42 0.43 0.063 0.041 0.001 0.017 0.0006 1
rs726920 2 70.13ATCCTTACAGTGGAGTCCTGATAACATAGAGTAACACTAATTATTTA[C/G]AATCTCTAAAGTGCCATAGAAAAGGTTTCCATTCAAGAAAACTAACCCAAGTATAATCAACTCTGCA C G 0.14 0.59 0.59 0.56 0.66 0.41 0.68 0.38 0.39 0.63 0.60 0.119 0.001 0.023 0.021 0.0004
rs897119 2 70.14GCTTGGCAAGCTTGGGGAGTACAGCATTCATTTCTGAGCTAGGAAGAGGTAAT[A/G]GCACAAGGGCTTTACTATTTTGTAAGTCTTTCACTTCTTCTGAAAAACCTGTCCATGTG A G 0.14 0.59 0.59 0.56 0.66 0.41 0.68 0.38 0.39 0.63 0.59 0.118 0.001 0.023 0.021 0.0003
rs1986601 2 70.18CGTAAACTCATTAGCAATGAATTAATGCCCACTAAAGCCACATTGTTATTATTGCT[A/G]TTTCTCTTTTAAGTTGGCAAAGTCTTTTTCTCATTCCCTGCAATGCTATTTGTGGGAA A G 0.12 0.63 0.59 0.63 0.57 0.18 0.34 0.50 0.39 0.63 0.64 0.120 0.023 0.000 0.076 0.0063 1 1
rs1448927 2 70.68GGCAAAATACTTCTGTGTTCATGTTATCTGATTTTCTTCTCCCTGTTGGAAAAT[A/G]AAAAGGTACCAAAATGATGCAAACTCTGCTTTTGCCTTCAAAGTAAGCATGATGAACCC A G 0.45 0.53 0.46 0.50 0.46 0.45 0.79 0.52 0.39 0.47 0.56 0.001 0.050 0.001 0.000 0.0061 1
rs1048753 2 70.86 GGTTTTGCCTTTCTCTATGCTAACACTTTTTGAGCCACTGACGTGCAGAT[C/G]GGTGGTTAGTTTCTTGGGCTTTTATTTTGCAATTTTATATATATACACAT C G 0.35 0.64 0.61 0.54 0.57 0.77 0.71 0.53 0.68 0.57 0.56 0.049 0.000 0.007 0.003 0.0011
rs2058899 2 71.55AACAGCACAACAGAATGGGGCTCATCTAAGTAATGAATTTTTCACTACTAAGTG[A/G]CCAAATGATAGGGATTTGTGAAGATGGATTTCGATGGTACACACTGCCTCTCGTTTCTG A G 0.24 0.53 0.56 0.53 0.58 0.36 0.69 0.64 0.43 0.59 0.58 0.060 0.005 0.002 0.018 0.0002 1
rs227771 2 71.83TGGAACTTTATCTGAGAATTCTTTGGGGCCTGGGTGGAAGTTACATTCTTTTA[A/G]AGAGGATATGTGTTTACTTTTACCAGATGTCTGGAGACACTATAAACACAGATTAACTTAA A G 0.21 0.51 0.46 0.40 0.41 0.36 0.66 0.39 0.64 0.58 0.54 0.032 0.023 0.002 0.005 0.0033
rs975612 2 72.36ACTTCTAGTTCACTAAGTAGCCAGGGAGGTGGGAAAATGATAGAGTTGCTAAAG[A/C]AAAATATTCCAGAGGAGGATTGGTTTGAAGGAAGATGGGGAATTCAATTTTGGACATG A C 0.14 0.67 0.57 0.65 0.52 0.91 0.73 0.93 0.61 0.77 0.60 0.118 0.012 0.072 0.078 0.0006 1
rs1653249 2 74.12 AACTTCTAAAGATCCTTCTTATTCTACAATTCCATGATCTCTGTGATTTAGGGA[A/C]TATGTAAAGAGATTCTACGGCAACAAAAAAAATCAATTTATTATCTGGTTTGCTCTAGCA A C 0.57 0.35 0.32 0.41 0.36 0.50 0.44 0.47 0.18 0.42 0.43 0.025 0.001 0.015 0.010 0.0055 1 1
rs831547 2 74.14AGTCACAATAAAAACAAAATATATATTCTGCTCAGGAATAAACAAGAATACTACTGG[A/C]TAAGTAGATAACCATTTGTGAAAAAACTAAAGTCTTATAACTTGTAAAGCCACATAA A C 0.50 0.68 0.73 0.66 0.77 0.41 0.58 0.55 0.82 0.66 0.65 0.031 0.013 0.023 0.056 0.0044
rs828869 2 74.30TAGGGCATGACACCAAACTCAGAGTGCCTCTAAGTGAAAGGGTTAATAAAGTTAGT[A/G]CCATAAAAATATAAGTTTTCTGTTCAGCGTAATAAAACACCATAATAACAATTGAAA A G 0.10 0.56 0.62 0.46 0.57 0.45 0.52 0.53 0.71 0.52 0.58 0.164 0.003 0.000 0.009 0.0014
rs741418 2 75.34GGTCATTGCCAGAGGATGAAGCAGCACAGATTGTGAATGTCAGGATTGCACAGGC[A/G]GAGAAAAGCACCTCCCCAAGCAAGAAGGAAGCACATGGGTGTGGGCAGGGGTTG A G 0.79 0.60 0.57 0.62 0.55 0.32 0.16 0.45 0.50 0.60 0.52 0.017 0.140 0.015 0.052 0.0023 1
rs1015645 2 75.84GATGTCCCAATTTTTAAAAGAAAGGAAAGAGAGAGACTTTTTAATAAGGGAA[A/G]AAAGAGAAAAGCTAGAGGGGACCTAGACCGTCCAGCGTTGCTGTGTGGTGCTGTGGCC A G 0.62 0.52 0.47 0.50 0.29 0.73 0.53 0.49 0.32 0.51 0.51 0.001 0.004 0.011 0.007 0.0001 1
rs730150 2 76.33CCAACCTATACTCTTATCAGCTTTATAGCTCATCCAATCAATCCCCCCTCACTGG[A/G]AGACATGACATTCTAGGAATAAGCCTTCCTAGCAACATGGGACTAAATTTCTGAACAT A G 0.07 0.36 0.37 0.48 0.48 0.20 0.45 0.35 0.14 0.32 0.33 0.073 0.003 0.000 0.017 0.0010
rs1916870 2 76.41GTAAGAGAACTAAAAATTATCTCATGAACTTCAAGATCATCCCCTGGGTCCCAGAATT[A/C]ACAATGAGAATACAGAGAATGCTTCTGAGAAAACTGAAAGTAACTACTTCATTTT A C 0.88 0.80 0.81 0.80 0.84 0.95 1.00 0.98 0.75 0.76 0.71 0.003 0.070 0.033 0.026 0.0091 1 1
rs7563300 2 76.66 AGAAGCCAGTAGGAATAGCAACATCAGTGACAGCAGCAAACTCATGTATTGCTGAC[A/G]TGACATTAGAACATGACAGGTTACATTTCAATGCTTTAGATATGTTAAATTTTATCT A G 0.19 0.52 0.46 0.34 0.34 0.50 0.54 0.41 0.54 0.41 0.52 0.040 0.000 0.005 0.000 0.0020 1
rs2860827 2 76.77 CCTGCTCATAATTAATGCATCTATCTTATATTTTATCTCCCTGACATCTCCAAAACCC[A/G]TATTCTACATTTTTGTTTTGCCTTTTATAAATATCTTTTAAAGGAGGGAGATCATGT A G 0.62 0.32 0.33 0.34 0.36 0.80 0.68 0.53 0.46 0.34 0.26 0.042 0.077 0.018 0.126 0.0028
rs985343 2 76.89GGGAGCAAGTCTTTCTGGAGAACCATGACATTTTCAACCCCAGCAGTGTCCATACAA[A/C]ATGACTGAACTCTTATGTTTTGTGACAGAATACACACTTACATAGAATTCTAAATC A C 0.43 0.26 0.22 0.28 0.21 0.23 0.13 0.35 0.18 0.18 0.26 0.028 0.002 0.013 0.005 0.0020
rs977744 2 77.01 CAAGGAATTAAAATTTAAGAGGTTTAGTTCTAGTTATTACACAACATTACACACT[A/C]TCTTACCATTGACACATACTGTGGGTTATTCTGAGAAATACCATACTATTCAATAGCAC A C 0.40 0.67 0.64 0.59 0.66 0.27 0.21 0.43 0.54 0.65 0.59 0.023 0.063 0.007 0.037 0.0012
rs1929452 2 77.09AAAAATTTATTTGGGAAATATTGACTCAGATGAAAATGTGGTAAGAAACATTGAAAC[A/T]GCACTCCATCTAATGCTTTGGGGATTTTTAAGATTTTCCTACTAATGGAGTCAAAAT A T 0.40 0.27 0.30 0.29 0.29 0.80 0.76 0.42 0.38 0.28 0.30 0.005 0.082 0.000 0.094 0.0003
rs3820749 2 77.30GAGAAACAATTTATACTGAATGTTAAGTAATAGGGAGAACAATCAGACCAACATGT[A/G]TGAATGTCTGTTTATGTGGAGAAGCTGAAGAAACAATTGTTTGGGTTGATAATGATT A G 0.00 0.13 0.15 0.18 0.16 0.09 0.00 0.05 0.25 0.20 0.20 0.055 0.070 0.017 0.010 0.0015 1
rs1030956 2 77.39GCCAACAATAATATTCAAATAATAAGGATTCTACATAAAGCCTTTCCCAAAGGAGTTC[A/G]AGTTTGTCCTTAGATAGGTTCTGGGTCATCATGCCATATTACTCTATTCGCCTCTG A G 0.86 0.57 0.62 0.62 0.52 0.59 0.77 0.74 0.75 0.55 0.62 0.046 0.030 0.006 0.000 0.0001
rs6547142 2 77.48CTYTCTCTCTCTTTCTTTCCCCCAGAAGAACTGCTGCTGCAAAGTCACACTGAAG[A/G]CTAATTACCATGTTGGAGAGATGTGGCATTTTACTTGGAAAGGTCACATGGCATAGT A G 0.50 0.02 0.01 0.04 0.02 0.09 0.08 0.20 0.00 0.03 0.06 0.193 0.013 0.067 0.018 0.0070 1 1
rs924901 2 77.56ATTAATTAATTAGGCCTTCACAACAATTTTAGTAACTAGAACATAGCACGCACCCTT[A/G]TGTGCATATAGGAAAACCGACACGCTGAAAGTTTGAGAGATAACATATAAAATCACA A G 0.14 0.65 0.57 0.70 0.61 0.23 0.76 0.38 0.61 0.64 0.57 0.080 0.059 0.008 0.034 0.0002
rs1542678 2 77.92CACACATTAAACTCCACCCAACCTGGCTGTCATGAAGCCTTCTTCCCATGATGCTC[A/C]CAAACTCTCTCTCAAAAATGGTCTTXAGTGGTGCTCTGGGCAAAAGACAGCCTTCA A C 0.90 0.59 0.56 0.56 0.52 0.59 0.69 0.50 0.43 0.57 0.52 0.081 0.007 0.006 0.000 0.0017 1
rs1386382 2 77.99GACAAAACTGCAGCAGCTCAGACCACTGAACAGCTCCATGAAGGTCAGCTGCTTTCT[A/G]CATTCATGACACCTATAAAGGATTTCATGTAAGCTAGAAATGAACTTGTTTCTGTG A G 0.64 0.63 0.64 0.56 0.70 0.55 0.63 0.43 0.50 0.72 0.63 0.001 0.002 0.030 0.011 0.0000
rs2060279 2 78.10AAAATAAGTGAAATTCTCCCATGGGTTAAGAGTTCAATTAAAATGGATATGCTTCATCA[A/G]CACCTGCAGTTTGCAAGATGAGTAGATTAGGGAACATCATCCATGAAGTAATGG A G 0.43 0.36 0.34 0.34 0.38 0.86 0.72 0.64 0.46 0.37 0.31 0.006 0.077 0.043 0.161 0.0014
rs1405588 2 78.24AGATCACTGGCCAAACAGATGGTGAGGAATAGTTAATTGGCTCACTTGAGAAGAC[A/G]ATGAGTTACTCAGACTATGGTTTTGTCAAGGGAAATGAAAAATAGATTACATCTGTT A G 0.55 0.38 0.30 0.29 0.29 0.27 0.78 0.39 0.64 0.30 0.31 0.037 0.124 0.007 0.000 0.0000
rs1370637 2 78.32CTTAGTAGGGAGAAATCCTAAGGGAAGTTGCCGCTAGACAGAACAAATTTGTCCAC[A/C]TACACTTTCCCATTGGAACAGTGGCTTCTAGCTTTCATCGCAGTAAAATATTTTTAC A C 0.67 0.42 0.40 0.45 0.38 0.20 0.32 0.24 0.36 0.25 0.26 0.042 0.001 0.004 0.018 0.0149 1 1
rs6724532 2 78.38 XCATGGTAGATXAGATTTTTCGGTCTTCAAAGACATTATCAAATTTTTCCTAGCTAC[A/T]CACTCCCACACATGCATATATCCATATACTTATGCATATATTGGTGCCTGTGCATAG A T 0.57 0.09 0.11 0.11 0.14 0.05 0.00 0.10 0.21 0.12 0.15 0.169 0.018 0.001 0.000 0.0009
rs6743486 2 78.50GTCATTGTGTCAAATTTCTGTTTCAAGAGTCGAGGTCCTTAGTGGCTTCACTGTAT[A/G]AGCCCTATAACTTATATTGCAAATTCCCTGGAATATTGAATGCTAGGAGTGGTTTTTG A G 0.52 0.04 0.08 0.07 0.04 0.00 0.00 0.05 0.00 0.13 0.08 0.141 0.029 0.002 0.029 0.0001 1
rs1526386 2 78.57AATGATAGGACACAGATTTATTTCCTCTTAAGATAGGCAGACAAAAACTCAAGCCACA[A/G]TATTCACATTATTTGTCATATGGAGATAAGTTTATTTACAGXAAAAAATTAATATTT A G 0.57 0.82 0.69 0.85 0.86 0.90 1.00 0.70 0.82 0.58 0.68 0.010 0.117 0.000 0.032 0.0005
rs7580922 2 78.68GGAACTTCAGAGAAGGAAAAAATAAGAGGGGAAAATTAAACCAAGGAGGTAGACAGAG[A/G]AGCCAATTCAGTGGTTCCAGGAAGTTGGCCGTGAGTCTATCATCTAACTACTT A G 0.33 0.19 0.28 0.16 0.07 0.18 0.00 0.32 0.15 0.40 0.31 0.003 0.107 0.001 0.006 0.0016
rs1878146 2 78.75AGACTATTTATAGATCTATATCAACCTATATCTGGCACATATCGATGTGCCAGAGG[A/G]ACTTCATTCACATGACTCAAGTCTTCTCACCTTTACTAAATTGATTTTTTCTCCAGTA A G 0.45 0.67 0.69 0.56 0.48 0.45 0.07 0.71 0.71 0.66 0.72 0.036 0.241 0.000 0.036 0.0019
rs2680914 2 78.84ACAAATAGGAAATTGGCAAACATAGGACAGTAATTTACTGTTGTCCTCTTTAATCCA[C/G]AGGTAAACCGTCCAGGAAATGGACAGTTTATCATGTCTTACTTAGTCTCATTACCT C G 0.55 0.65 0.59 0.67 0.61 0.45 0.44 0.48 0.71 0.47 0.53 0.004 0.018 0.015 0.018 0.0019
rs2167558 2 78.98AAATATGTGTTTACCCTCTCTGCAGCTTAGTTTGCTCTTTTGTAAAGTGGCAAGA[A/C]GAATGGTATCTACTCCAGGAGATTGCTATAAGGATTGAGTTTCTATGAGTTGAACCAG A C 0.86 0.81 0.82 0.79 0.79 0.75 0.86 0.95 0.88 0.86 0.91 0.004 0.001 0.029 0.004 0.0144 1 1
rs1261238 2 79.17CAAGGGGATACACAGATACCCCTTATAACAAGCAAGCAGATACAGCAACTGGTA[A/G]CATCATTATATACAGCTGAGTTGAAACTCCTTAAGAAGGCAATCTAAATAACCTTGTC A G 0.00 0.23 0.24 0.28 0.20 0.05 0.17 0.21 0.07 0.30 0.27 0.117 0.015 0.002 0.071 0.0000
rs7583314 2 79.29GGTTATGCAATTTGAAGTCATGACTGAAATGATAACTTAAGGAGAATTGTCAGGTCT[A/G]CGGTCCTGAGTGCATTAGTGGTACATTTTTGGAGGCCAGCCTGCAAAGTTTTTTAA A G 0.33 0.55 0.58 0.57 0.41 0.45 0.80 0.39 0.57 0.46 0.48 0.039 0.020 0.046 0.019 0.0066
rs2861841 2 79.39AGATGCTGTGCTTTTCTTTGTTCTGTGGGCCCCAAAGGCTTATTTCCCATCCTCCTC[A/G]CCCCTTGAATAAAGTAGGTGACAAGAATTGTAGATTTTCTATTAAATTGTAATTGCT A G 0.14 0.15 0.13 0.13 0.21 0.00 0.01 0.18 0.11 0.21 0.19 0.000 0.037 0.001 0.055 0.0040
rs1473357 2 79.52CTGGTCTGTAGGTCTTGCCGGTGGATTCCAACATCTACAAGGCTGTCTCCTACTTT[A/G]AGTGCAAGAGTTCAGCAGCAGCAAGAGGCAGAACTTTACTTTCTGTCTTTCAGGTA A G 0.31 0.07 0.07 0.07 0.09 0.18 0.06 0.11 0.14 0.08 0.12 0.054 0.001 0.006 0.016 0.0096 1 1 1
rs1451543 2 79.64 ATGCTAATTAATAAAATGACATAAGGACCTCTAGTTGAACTTGTCTAGGCAATAAC[A/G]TAGAGCCTGTTTCTGAAAGCTCCCTATGTTTCTTTGCTCTGCTTTTCCTCATTTTTGA A G 0.19 0.20 0.31 0.27 0.36 0.36 0.45 0.42 0.21 0.29 0.32 0.007 0.090 0.000 0.014 0.0002
rs1864551 2 79.74GGCCATTGGAAATGCTGGAGGTGATAGAAGGTGATATCTGTGGTCCTGGGTCCTCTG[A/G]ATATAAAGTCATGAAGGCTAAATCACTGTAAACCTTTTTGACTGTATGAGGCCCT A G 0.26 0.20 0.14 0.20 0.24 0.14 0.03 0.19 0.18 0.27 0.22 0.007 0.028 0.000 0.000 0.0025
rs560737 2 80.21ATGTGTGGTATGCATGCTGTAAGTGATAAGAGTATGGCCTAGAGTA[A/G]GGTTAGTGGAGAAAGGGACTAGTCCTCAAAGGACCCAGGGAATTTAGAAAGGTGGAGAGCAGAA A G 0.55 0.38 0.37 0.39 0.38 0.23 0.66 0.50 0.36 0.31 0.30 0.016 0.042 0.031 0.008 0.0029 1
rs383452 2 80.45TATTTCACTGAATACTTCGGATCTTTGGTGACCATCTCCTCCTTGATAGAATGTC[A/G]TTTAGTGAGTTTTATACTGTGCCCAGCACCATAAGGCAATGAAGAAGTAGTAAAAATG A G 0.31 0.65 0.58 0.66 0.55 0.32 0.25 0.68 0.57 0.62 0.62 0.050 0.060 0.005 0.041 0.0001
rs731359 2 80.72CCAATGTTTTCAATACACTCTGATCATAAAATGAGTTTCCTGGATCAGTAAAGTA[A/G]TCATGCAGACCAAGTTTAGGCAACAAACAGTAAAATAAATATTGTCCAGAAAATGACTC A G 0.12 0.56 0.57 0.51 0.50 0.60 0.57 0.35 0.46 0.61 0.60 0.139 0.000 0.036 0.000 0.0002 1
rs1437359 2 80.89ACCTATTTTTCCTTTTCCTGGCTTTCCCAGGAGAAACATCTGATATACTTTCTG[A/G]GTATAATCTGTCTGCTAAGTCATCCAGCATACTAATACCAGCTTCATATCACTAAAACAC A G 0.28 0.55 0.53 0.49 0.46 0.27 0.47 0.67 0.54 0.57 0.54 0.025 0.000 0.010 0.034 0.0016
rs1457342 2 81.37 CCCTCAATGGACTCTGTTATCCATGTCTCTTGGGCACAGCTGTGAGAACTTT[A/G]GAGATTACCCATAAGGTACAGTTGACAATTCTGTAGGATAATGAACCTTAAGTGTCAATA A G 0.55 0.45 0.44 0.55 0.43 0.32 0.39 0.30 0.29 0.49 0.41 0.004 0.004 0.020 0.013 0.0009 1
rs1357143 2 82.32CTTCTGTTCTCAAAGTATCTAAATCCTACTTAAACTTTCATAGCTCCTCAATCTTCC[A/G]TGAAGCCTTTCATGATGGCTAGTCACTTCAGACTACTTTTCTGTGAAATCTGTGGTAA A G 0.83 0.57 0.52 0.56 0.45 0.23 0.24 0.47 0.57 0.55 0.55 0.068 0.039 0.000 0.031 0.0002 1
rs1019837 2 83.39AGAATGGTCCTAAAAGTTGATTGTCCTTCTGAGGTGACAGAAAGTGGGTTCA[A/G]TCACTACATTTAATTGTTTACATAAGACTGTATTTGTGGGGCCACATCAGGTTCTTCACTG A G 0.90 0.47 0.57 0.56 0.59 0.27 0.64 0.60 0.46 0.64 0.62 0.080 0.005 0.002 0.041 0.0034 1
rs981525 2 83.63ACTGGGTGAGAGGCATACTTTATGAAAGTAAATGGAGTTCTGTCTC[A/G]AGATAATGAGAATATAGTTGCCAAGAGAAACTGTGAAGTATTCCCTACAGATCTTTTTTCCTACTTG A G 0.45 0.33 0.46 0.48 0.50 0.95 0.88 0.47 0.25 0.44 0.42 0.000 0.077 0.000 0.153 0.0003
rs735738 2 86.15ATTGGCTTTCATTGTTGGGAAACTCAGGGTGTATCGGGGGTCCCTTTTAATCA[A/G]TGTTCAGGAACTTATGCAGAGTTGCTTCCCACATCTTATCCTACTATTTGGCCTTCATTT A G 0.76 0.52 0.43 0.51 0.44 0.95 0.91 0.61 0.64 0.47 0.48 0.049 0.125 0.021 0.173 0.0015 1
rs11395 2 86.34 CCCATAATTGTCAACTCTGGCAAGGTAAAGATGAAGCTGCTTATGTGGAC[A/G]ACTCGTGGGGTACCTAAGTAAATCTGGGAGCCAGGTACGTGCAAAGTGGT A G 0.95 0.51 0.45 0.54 0.45 0.86 0.70 0.56 0.64 0.52 0.56 0.155 0.024 0.006 0.085 0.0098 1 1

rs1015117 2 86.72TAAAAACAACTATACCCTGAAGGTGAAATCAAGAGTAATAGAAGGGTCGTCTGCATT[A/C]AAGATTGCCATTTGTATCATGAGACTGAAAGGACTCCACTGCAGCAACACCTGGC A C 0.24 0.57 0.45 0.44 0.43 0.91 0.53 0.43 0.43 0.41 0.46 0.030 0.001 0.001 0.131 0.0010 1
rs1914735 2 88.41AAGTTTCATCAGGTAGAAAACCATTTTATCTTCTGGGCCCAGATTCCTCACTAGAG[A/T]GGATGGAGGCGGAGCATCTCCCAAGCAGCAAAGCTCTTCCTAAGCTCTGAGCTGG A T 0.19 0.57 0.60 0.62 0.63 0.10 0.05 0.35 0.68 0.69 0.71 0.084 0.217 0.050 0.155 0.0089 1 1 1
rs889853 2 95.46ACCTGCAAAACCTGCCACCCCCATCCCCGAGAAGTTGGGGGTGCATGTGGA[A/C]CTCACTCATGCATTCACAGGTGCTAGCGCTTCCATGGGAAGGGGTTGGGGACAAGTCTC A C 0.17 0.24 0.31 0.26 0.18 0.41 0.46 0.26 0.18 0.27 0.23 0.016 0.004 0.005 0.003 0.0063 1
rs2113417 2 95.48 AAACAAAGAAATGCTTATGTTCAGAGATCTTCACAGATCACCAGCGAGGATGT[A/G]ACTTGAGAACACTTTGCGTCAGCATCATAAAACATGAGGATTGATGACCCGTGTGAGT A G 0.86 0.75 0.70 0.77 0.82 0.59 0.54 0.73 0.82 0.74 0.80 0.018 0.005 0.002 0.004 0.0088 1 1
rs1796048 2 97.13CCCTGGGCTTCGTGATCTTGAGAAGCAGCCAAAACTGGAACAGCAAAAACCGTCA[A/G]CGCTGGAGTAGAACAAAGGCCGGTATTATGCGTCCTAAACTTAGTGGGCTCTTACA A G 0.86 0.17 0.24 0.27 0.20 0.73 0.88 0.65 0.21 0.25 0.26 0.222 0.247 0.076 0.125 0.0006 1
rs921423 2 98.33GGCCCTGCCCATTTGTGGTGAGCGGGTTAAGATTGCATTATAGTTTGGCCCCA[A/T]CCTTTCCTCTTGCATACACTAGCTATATTTAGGCAGGTCTAGCTAAGTTTAATATGTTGC A T 0.12 0.45 0.35 0.40 0.38 0.00 0.14 0.22 0.43 0.26 0.28 0.066 0.043 0.009 0.160 0.0058 1 1
rs901596 2 99.51CCTATCTGTTTGGGAAAGGCCACTAGTTGCCTACCCCCTC[A/G]CTATCAAATCTTGACTGGCAATAATGACCGGATGTAATCACTCTATGACACACTTACACATGCTTTCTGGTCT A G 0.50 0.40 0.46 0.50 0.34 0.23 0.85 0.27 0.75 0.44 0.48 0.000 0.086 0.034 0.041 0.0003 1



rs870560 2 99.94ACAGTACTCCAAAAGCAAGTGTGAGAGATGCCTATCTAGAGATTATTGTTGCACAG[A/G]TTAGATTAGGGTTTTCATGCTGGTGGGAAGTTCAGAGATGGGCTAGCTCTTGAAAC A G 0.43 0.58 0.48 0.59 0.52 0.05 0.40 0.48 0.46 0.47 0.47 0.000 0.003 0.000 0.118 0.0001
rs1519662 2 100.77CCTCCTCCTTGCACCTGCAGTGCTATATGATGATGATCTGTCTGTGCCTCTTAGTCTTGTAGCTCCTTAATAGCAGGATTGTTTATCATC[A/G]TGTTCCCAGCTGGCCCAAATATT A G 0.95 0.53 0.53 0.43 0.37 1.00 0.95 0.81 0.57 0.47 0.51 0.150 0.175 0.071 0.237 0.0002 1
rs1567804 2 100.97GCCACTCCCTCTCAATACACCCTGCTTATTTCTCATTAACTGGATCTGAAGGCAGCC[A/G]AAATATCGATTAACTTAGGGGTTAATTTGTGTGGTTCTGATTAGTCAAGATTTTCTT A G 0.69 0.26 0.32 0.33 0.30 0.61 0.65 0.44 0.36 0.32 0.37 0.076 0.065 0.013 0.051 0.0053 1
rs882272 2 101.20CTGATAGTTTCATATCTTCTCAGACACCTGTCAGACTTGTTTTTCATTTGTTTC[A/G]AGAAGTGCCGAGAAAGCTATTTGTCACTTCCTTGTGGACTATTAGTATGTTTTCCTCCAG A G 0.19 0.34 0.45 0.45 0.34 0.05 0.06 0.27 0.39 0.48 0.51 0.045 0.098 0.008 0.112 0.0014
rs1024794 2 102.37TGCCAGCCAGGATTGAGTAATAGGCCCTAGATTTACTTTCTCATAAGAAACAACTAA[A/G]TTACTCTACAAAATATGCAAAACCAGGGTTTTTAAGAATTGGACATCAGCTAAGGA A G 0.88 0.64 0.66 0.66 0.70 0.55 0.49 0.79 0.57 0.78 0.71 0.050 0.007 0.012 0.002 0.0018 1
rs1558622 2 102.55CTTCCTGGTTTTCTGGGAGTGCAGAGGCAGACAACTGCAAGGGAGAGCCCC[A/G]CAAGGATTTGGGTGATGACTTTGAGCCAGGCTGACATCCATGTCCAAGGGCAAATGCAG A G 0.45 0.54 0.49 0.54 0.54 0.36 0.21 0.33 0.57 0.62 0.52 0.001 0.063 0.015 0.015 0.0000
rs759382 2 102.72TCTGCACTATCTTTATGTAGCCTGCATTCAGCCAAAGGACCTTGTCACTCTGAAGG[A/C]CTATTACTTGTCTTCTCATTCCGTTGTCACTGCTTGGATTGTCCTTTTCCTTGGTCCC A C 0.98 0.79 0.75 0.82 0.76 0.50 0.25 0.45 0.86 0.76 0.76 0.047 0.169 0.045 0.056 0.0007
rs1051783 2 102.95AAACCAAAGACTGATCTTAGAATATAGAGTAGAGAGACATGTTTGTTATTCTCCACT[A/C]GTGACTTTAGTATTTTGTTATGTGATGTTTTTTAGGTGCACCTTTTCTCATGACTCCT A C 0.64 0.46 0.49 0.43 0.52 0.55 0.38 0.27 0.36 0.58 0.53 0.010 0.010 0.042 0.001 0.0018 1
rs1022298 2 103.76CCAAATGAATCCCTGAGGATTTAAGAGAACACACTTGC[A/C]AAGTCACCGTTTTCTCCATCACCAGTCTTTCACCTTTTCACTCAAATGTTTTGTAGGTTTTCAGAGGTAGTTGCA A C 0.36 0.54 0.59 0.41 0.55 1.00 0.94 0.74 0.50 0.50 0.49 0.030 0.081 0.008 0.156 0.0048 1 1
rs264963 2 103.88TCTTCATCAGTATTCCCAGTGTCTCTCCAACTCATGGCTCCACAATCTCCTACAGG[A/G]GTGTGGCTTCTTCCATATGAGGAAATATTTAACTCTTCATAACTTTACTTTTGCCACC A G 0.65 0.51 0.47 0.61 0.50 0.14 0.15 0.23 0.54 0.57 0.57 0.021 0.051 0.028 0.057 0.0046
rs1026220 2 105.13GTCCATGAACTTACAGCAACCCTTTCACATGCAAAAGCATTTTATTTTCAGGCTTT[A/G]AATGGAGGTACTAAAAACAGTGTTAAAAGCGGGGAACACTTAAGAAGTGCAACCTT A G 0.45 0.37 0.38 0.41 0.39 0.18 0.40 0.52 0.43 0.30 0.31 0.003 0.000 0.004 0.025 0.0034 1
rs1568261 2 105.76AGGTCAGTAGTAAAGTAAACAACACACAACTTATATGTTCCAGATCTGTTATTTGTTCAACTCTGGCATGTG[A/G]CAAACAACTTTGATTATAGAATTTTAGGAGTTGATTTTGTTT A G 0.33 0.37 0.38 0.30 0.39 0.36 0.34 0.55 0.39 0.45 0.45 0.003 0.002 0.004 0.001 0.0020 1
rs955799 2 105.96AAGTAGAAGGAATTTGACCACAGAAAGAAGAAAATGTCATGTGATGATGGAGGCAGA[A/G]GGAAGCACAGTCAGAGAAAGGATGTTATACACTGACTTCAAAGACGAAGGAAGG A G 0.17 0.35 0.38 0.38 0.21 0.18 0.32 0.21 0.32 0.23 0.23 0.028 0.004 0.018 0.022 0.0149 1 1
rs1448110 2 107.03CACATGACTGTGTTTAGCCAGTAGAATGTGAGCAGAGGTGGACAAAAGGATATGA[A/G]TGGATATTTGGGGAGCTAGCAGAATGATGGACTAGGACCGAGACTGCTGGCATCAC A G 0.26 0.41 0.47 0.49 0.39 0.27 0.51 0.44 0.54 0.55 0.54 0.016 0.006 0.001 0.015 0.0029 1
rs726000 2 107.23TTTCCACCAAAGGATGTCAATGTGAACAGTGACACTGCCCATGGCTCTACCCCAC[A/G]TTTGTGAAGAGACCTGATATAAATGCCTGTGGTCTAATATTTCCTGACAGCAAAGAT A G 0.33 0.43 0.42 0.43 0.43 0.45 0.56 0.51 0.36 0.46 0.51 0.000 0.026 0.023 0.007 0.0058 1
rs972881 2 107.64AATAACAGGTAAAATGTTATACCTAACAATAGCTTTGAAATATGTTGGTGGAATAT[A/C]ATGAAGTACATAGTTTGAAATGTCAGTTAAATAAATTCAGGCTAGAATCCTTGTGTGAA A C 0.07 0.33 0.28 0.24 0.23 0.55 0.72 0.28 0.32 0.27 0.28 0.039 0.101 0.000 0.040 0.0000 1
rs266209 2 107.69AAGATGCCTACAGGTTGTCAGACACTATCAAGAGAGGCA[A/G]GCCATAGTAGGATGAAGGATGAAAGAGAGAGAGAGAGATAATACCACTCAGTGTCTGACATCTCCAGCTCTT A G 0.29 0.29 0.35 0.39 0.36 0.18 0.09 0.43 0.21 0.31 0.33 0.003 0.045 0.003 0.021 0.0006
rs931326 2 108.36TATCAGAATTTGCACTGCTCCACACCCATCTTGCCACAGGGAAAAATCTACAGAA[A/G]TCTCTATTTTGGCAGCTTGTTTCAAGTTTTGAACCTCATTTGATAATTTGTATTCTTTT A G 0.71 0.52 0.50 0.54 0.50 0.95 0.76 0.72 0.57 0.43 0.52 0.031 0.066 0.022 0.186 0.0024 1
rs1003019 2 108.38CCAAAGTAGTACACTTGTTCCAGTTGCTGAATCTGTATTGACACATTATCACTC[A/G]AAGTCCATAGTTTAGCTTAAGATATGCTTCCAGTTTTGCACATTCTTTGGCTTGTGACAA A G 0.43 0.55 0.56 0.56 0.55 0.18 0.45 0.57 0.46 0.61 0.56 0.015 0.014 0.002 0.097 0.0012
rs855004 2 108.39 AATCAAAAGCCAGAATACTGCCTATCTCCATGCATTGCTTTCCAGTACCTTATCA[A/G]GAAAAAAAAAAATTTCCTCCCTCAAGATGTGCTCATATTTTAAGTGGATAAAATATGT A G 0.43 0.45 0.44 0.41 0.43 0.67 0.32 0.39 0.50 0.37 0.43 0.001 0.002 0.000 0.034 0.0008
rs1718031 2 108.41GTGATAGACCACAGAGATGCAGTAGCAATCGGAGGGTACTGACACTTAGAAATCT[A/G]TGGAGGCTTATTACTGGCTTCCTATGAATAAAATAGATGGGTGGCCAAAAATGACA A G 0.24 0.36 0.34 0.41 0.33 0.14 0.27 0.36 0.36 0.36 0.36 0.019 0.012 0.003 0.049 0.0001
rs1864474 2 109.48ACTATTAAGGAAATTGAATTTAGAGTGTCGTGATTTGTGAGAACAATGAAAT[A/C]GGCTGTTCATATTCCTGTAGCGTCAGCAGCAGATGAGATGGGAGGTGTTGTCTTTCAGGC A C 0.93 0.67 0.64 0.67 0.75 0.77 0.96 0.75 0.64 0.63 0.63 0.087 0.107 0.009 0.017 0.0000 1
rs737182 2 110.60TAAGGCACAGTTGGAAGGAAGGGGAAGATGCCTGCCTTAAGGTCAGGCCTAAGAG[A/G]AGCCCTAATTTCTTCTCCCAGCCCCACCCATTCACTTTCAGTCCACAGAGAGTTG A G 0.12 0.29 0.30 0.30 0.39 0.15 0.59 0.39 0.39 0.36 0.33 0.041 0.026 0.000 0.030 0.0004 1
rs729386 2 111.80AAGCAGGGTGAAAAAAATATCTACAAAATTGGAGCGCAGTGAAGTCTC[A/G]AAAAAGCTCTGCAACCTAGCACAATGATAAGGTTATCAGCAAACATGCACTGATCCCTCCTTTC A G 0.45 0.72 0.66 0.65 0.80 0.75 0.92 0.66 0.75 0.64 0.74 0.025 0.048 0.000 0.004 0.0020 1
rs1439287 2 111.97GCCTTTTGTCCTCCAGCAGGCTAGACTGGGCTTCTGCACAGCAGGTATTCTCAC[A/G]GTTATAGGAGAGTGATAATGGGGGATTCAAAGCTTCTTAAGGCCTAAACTCTGGAAAT A G 0.33 0.55 0.51 0.37 0.46 0.41 0.08 0.18 0.36 0.38 0.37 0.022 0.144 0.075 0.010 0.0104 1 1
rs744531 2 112.05CTGCCATACCTGTGCCTACAGGAGAAGATGTGTGTGAATTATTATTTATGTAAG[A/G]CAAAAGAAAAAAGATGAAATATTGAAGGAGCCAAGATTCCTAGGGCAATAAGCCAGCT A G 0.24 0.35 0.32 0.46 0.32 0.32 0.61 0.66 0.46 0.41 0.34 0.003 0.058 0.051 0.000 0.0005
rs934748 2 113.45AATTAGTAAAATTAAAACCTGATGTGAATAAAACAGGAAATAAAAACAAGGCAAAA[A/G]ATGATTGAAAGGATTAATCTCAAATTGCTTCTTTCAGGATAAACTATATGCACCCTTC A G 0.50 0.61 0.66 0.65 0.57 0.80 0.51 0.66 0.46 0.67 0.73 0.009 0.010 0.001 0.021 0.0014 1
rs2048876 2 113.56CAGCTTGACTTCTGAGAACTCTCCCTCTCCCTCTGTCCACACACCAGTCACTCCAGAGCCTGAATGCATGTGACACAGGACATAC[A/G]GGGAAGGCCATAGGAAACAATGAACA A G 0.50 0.55 0.58 0.65 0.59 0.59 0.38 0.46 0.61 0.58 0.59 0.010 0.029 0.028 0.002 0.0000
rs895415 2 114.12AGAGCTCACCATGCCTCCCTCTCCTACTTGCTCAGCATTTTGTGTCTATCTAGACT[A/G]AAGCCTTTGCTTTCTCTCTGTGATTATGGTGAAAGTTCAGTTTGCTTTCCTATCTCTA A G 0.50 0.43 0.43 0.37 0.36 0.18 0.31 0.32 0.43 0.37 0.37 0.005 0.009 0.000 0.032 0.0020 1
rs400960 2 114.88ACATGTGGCTGCCCATAGCTCAGTGGCCTATCAACTAAAGGACACACATGCATA[A/C]ACTCAATGTGCAATGATGGAGTAACACTCAATAACAGCAAATAAGACTACTGTCAGTA A C 0.18 0.29 0.36 0.35 0.20 0.59 0.66 0.51 0.39 0.32 0.30 0.035 0.041 0.012 0.026 0.0019 1
rs1847694 2 115.10GATAGCCTGGCACTGACTACATTCTTATTGGCCCCAGAGGGGAGCTTGATCA[A/G]TGCCAAACAGGGGATATGAGGGAGCTGGCTGATAAATTACTCTCCCTCCACCCGATAAG A G 0.98 0.77 0.62 0.66 0.70 1.00 0.97 0.81 0.61 0.64 0.59 0.088 0.092 0.009 0.115 0.0011
rs925848 2 116.18TATAGAAATAATATTTAGGATATTCATACTGAGTACATAAAACAAAAGCATAA[A/T]CTGCAAGAAGTTTACCACCTACAATGCCTTCACCTTCCCTGCAGTGCCCAGCATACTGTA A T 0.57 0.70 0.75 0.74 0.79 0.64 0.94 0.81 0.89 0.65 0.76 0.009 0.055 0.005 0.003 0.0002 1
rs1372823 2 117.58GTAGACCACTTTCTTTTTATATGTTTCAATAGAAGTCAGCTTGCAGAATGTTAGA[A/G]TATTGAAGTAAAGCTGCAGGGTTTAAAAGGACACAATATAATCAGTTAAAATAGCAAA A G 0.24 0.58 0.62 0.60 0.43 0.64 0.55 0.61 0.46 0.61 0.65 0.093 0.006 0.001 0.000 0.0005 1
rs1516003 2 118.43TTTTATTACATACGAGTTCAAATCAGCTTTGTGATGAAAAAAGTCACTAACAT[A/G]TCAGGCTGTCTTAGGCAAGCAATTGACCTTTGGATATTTCTTCTTGCCCAAGTGCTGGAAA A G 0.13 0.67 0.65 0.72 0.66 0.55 0.42 0.42 0.73 0.63 0.66 0.145 0.023 0.032 0.005 0.0000 1
rs1122021 2 119.12GTGATGTGATGAGTGCCATTTCAGAGCTAAAATAGTTTGGAAGTGAACGAACCTTCTCCACGCTCATCCTGTACCCATCTACCAATGGAAGG[A/C]AAGGACGAGCAACCCTGGG A C 0.48 0.17 0.20 0.18 0.11 0.32 0.04 0.24 0.15 0.18 0.14 0.031 0.050 0.009 0.001 0.0058 1 1
rs1025736 2 119.79AGTTCCAAAATAGTCACTTCAGACTGTTTCTAACAGTATAATTGTTGTCTAGGT[A/G]GAGAGACAGATTCTTGCTGCTTCTTACTCCACCATTTTCCCTGTCATCACTCCTGACAT A G 0.71 0.89 0.87 0.86 0.91 0.59 0.80 0.88 0.86 0.87 0.88 0.011 0.002 0.000 0.041 0.0001 1
rs708673 2 120.08CATGTGGGCTTGAGATAAAGATGCCCGGGATACTTAGATGTGCCCTATTCCAAGATCGCTAGGTTCCAAACAAGTTGAAAACAATA[C/G]AATACACTTATCCCTAAGAATGGGCT C G 0.26 0.41 0.39 0.38 0.39 0.50 0.08 0.16 0.32 0.42 0.44 0.005 0.065 0.043 0.010 0.0012
rs1867749 2 120.11CTCATCTCAGAAGGTCCCTGGAGGAGGGCTCATGGCTGACACATGTTAGCATA[C/G]GAGAAGGGGAAGAATTTTATTTATCTGCCACTAATCCCCATGTGTCTCATACCCAAATC C G 0.76 0.58 0.59 0.61 0.63 0.59 0.92 0.74 0.57 0.54 0.49 0.008 0.065 0.017 0.001 0.0058 1
rs1712865 2 122.86CCCTTAGTGCTGTGAAGTCACCGATGATGCTGAGAATGGGCAAAGACAGCAGAGAA[A/G]ATGAGGGCCCAAGGTTAAGAACTGCTGAACTTTAAGAGAGTAAAGAAAGAAAGA A G 0.28 0.17 0.17 0.26 0.24 0.00 0.00 0.08 0.25 0.22 0.20 0.003 0.081 0.017 0.081 0.0004 1
rs999492 2 123.43GAACCACATAGCCCAGGAGGTGCAAATCTTCTCCTCTGTCACTAGACTCTGAG[A/C]TCTCTAAGTGATATGGACAATGAAGACCTATGCATGTGATCTTTCCAGTCAATCTCAAG A C 0.21 0.42 0.35 0.27 0.39 0.41 0.44 0.52 0.39 0.36 0.29 0.016 0.000 0.018 0.000 0.0064 1 1 1
rs1028184 2 123.76TTAAGTTAGAGTTTTAGATGTTTTATCACTTTTATAATATTTTGAACTCTCGATGTC[A/C]CAAATCTTATTTCACTGGACACAATTTCTCTTTCTCTGTGGATTTGCAAGGACAAACA A C 0.29 0.42 0.42 0.44 0.36 0.64 0.75 0.57 0.36 0.51 0.40 0.009 0.064 0.016 0.031 0.0001
rs1519293 2 124.05TGAGTTTTGGAGGGTCAAATATACAAACTATAGAACCAACTGATTTGTATGCCCTAC[A/G]TGTGCTGCACAGATATACCACAGTGACCATCTCTCAATCACAGGTGTTACTTTACA A G 0.95 0.77 0.76 0.71 0.70 0.95 0.70 0.79 0.54 0.73 0.74 0.047 0.000 0.001 0.049 0.0001 1
rs1504010 2 125.40CCAGGTGTCAAACTCTGGACTCAGCGTGCTGGACTTGGTGCTAGCTTATCACA[A/G]TAATTACTTCAATGAATCAATAAAACAATCTTGTAAGACAAGTATCACTATCTCTAGGAA A G 0.62 0.66 0.69 0.67 0.64 0.45 0.07 0.56 0.79 0.57 0.70 0.002 0.201 0.011 0.026 0.0001 1
rs1436302 2 126.27TCTGTAACAATAACACTAAGACAAAAAGTGAAACTCTTATTATGTATTCCACACTGT[A/G]CTAAGTAGACTGCATGCATTACCATTTAATCATCACGAACACCTTCCTAAAATACAT A G 0.10 0.46 0.45 0.35 0.48 0.05 0.23 0.30 0.36 0.30 0.42 0.076 0.019 0.010 0.116 0.0005 1
rs2016244 2 126.37GACATCCTATGAACGTCTAGTCTAGCATAACATCTTGGAACAGGCTGCTGTGAG[A/G]CAGAGACTTGAGTGGACTGTATTTCCCACAGATTCTTGCTCATATTGCTTGCCAGGGC A G 0.83 0.54 0.54 0.65 0.50 0.95 0.77 0.73 0.64 0.69 0.59 0.048 0.025 0.017 0.129 0.0011
rs1484448 2 127.06GATTTGGCTCCCTGAGGTAAAGCTAGCATCTT[A/G]GTTGCCATGGTACTCTGATGTCATTGGCCCCCTCCTGAGGAAGTCGAGCTGGTATTGATGGATACCAGAGAGACTGGGG A G 0.67 0.40 0.46 0.44 0.46 0.14 0.21 0.38 0.43 0.46 0.55 0.026 0.048 0.004 0.071 0.0054 1 1
rs477449 2 127.84TGGCAAAAGATGTTAAATGTCATAAATAGCTGCTGAAAGTTTGCTTAGAGAAAAG[C/G]CTGCATGTGTGACTGGACAACACTCTGCTGAAAGTTTGGAAAGGTTTAAGGAAAAAA C G 0.33 0.63 0.66 0.76 0.66 0.86 0.46 0.33 0.61 0.69 0.62 0.049 0.014 0.066 0.034 0.0009 1
rs800863 2 128.60TGGAGGGTAGGAGCCGAAACCTTACCTGTGACATAGCAGATGTGGGTCTGATT[C/G]AGTGACTCTAAGATCAGAGAGGTGGCATCTGGAATAAAAAGAGCATTTTAAGTTTAGT C G 0.95 0.74 0.72 0.76 0.79 0.95 0.83 0.89 0.71 0.82 0.80 0.039 0.007 0.009 0.047 0.0042 1 1
rs880721 2 129.25TCGCAGGGTGCCCGCAGATGCCCCAGCACCTTTGGCTCGACAACTCCAACGTGCAC[A/G]GGGACCCAGTTTTAGAATATTCAGAAGGCGAAAATGCACACTTTCCAACCAAAA A G 0.83 0.63 0.65 0.63 0.55 0.45 0.63 0.81 0.54 0.61 0.62 0.028 0.000 0.019 0.018 0.0006 1
rs2056282 2 129.96TAGGGCCCTCAGAAAGGTCTTTATCATTTTCTCCAGGCATGTCTGAAAGACGAGT[C/G]GGGGTGAAACAATTCCTCGAGGTGTTCCCACCGGTTAGCATCCCAAAGGAGTCAC C G 0.76 0.22 0.16 0.17 0.18 0.23 0.06 0.14 0.29 0.24 0.19 0.193 0.032 0.025 0.001 0.0000 1
rs746631 2 130.08TCTGCAATTGATGTGTCAGACTAGCTTAAAGCCCACAGTGCTGAGAGTGACATTTTT[A/T]AACAAATTTACTGTTAACCTAGACTTTTGCTTTGTCACTCTTGAACATAGTCAATCA A T 0.71 0.53 0.50 0.55 0.48 0.32 0.14 0.40 0.75 0.52 0.52 0.022 0.102 0.015 0.025 0.0003
rs755569 2 130.17CACTCCAGAGTCTCAGCAGTCAGACTCATTCTCTGCAGGCAGAAA[A/G]GCAGAGAGTTCTAAAGGATTTGAACCTGAAGGAGAACTGGAGTGCCTGATGCAGTCATTAGAAGA A G 0.07 0.54 0.50 0.54 0.41 0.14 0.10 0.40 0.36 0.49 0.52 0.142 0.130 0.013 0.105 0.0000
rs985162 2 130.26 GAGTAAGGATATCACTTTGTAATAATGGGACAAATGAAAGGAATGTGGAAGGATC[A/G]TAGCTCATTTTATTATTCTCCTACAAGGGAATCATTATATGTTAATCAAGAAAACAGA A G 0.33 0.64 0.67 0.67 0.63 0.45 0.40 0.59 0.46 0.64 0.68 0.045 0.029 0.000 0.016 0.0000
rs1430706 2 131.78ACGCATGGACCGAGAGCTGCATTTAAAACTCAACTCAAACTATTGCAAGAAAA[A/G]TAAGGCTTTGGTGGAAACTGAATGTGATGGTGCCTGACAGACAGCCCCAGTTTGCACT A G 0.67 0.57 0.64 0.66 0.55 0.73 0.30 0.63 0.57 0.68 0.63 0.000 0.054 0.002 0.005 0.0010 1
rs870943 2 132.40GGGCTCATGACAGGTATATTTACTAAGGGGAAGTTACTGCTTTTTAAAAAAACTACATGT[A/G]TCTCATACCTGATGTTGCCTGAGTGTGGCTAGGGGTGGCTGCATGTTTCTGC A G 0.79 0.77 0.79 0.79 0.71 0.18 0.07 0.67 0.71 0.76 0.67 0.001 0.274 0.001 0.158 0.0043 1 1
rs2872920 2 133.37TCAAATGTCAGGGCTCTGCATTTGATAGCACCTCAGTACTTGAAATCCAAGTGTCT[A/G]TTTGCCCAAGCAAATAATGATGGCAAATCAGACCACACTGGACATGCTTCTTGCCT A G 0.93 0.62 0.58 0.59 0.52 0.36 0.29 0.64 0.57 0.68 0.73 0.096 0.040 0.005 0.021 0.0093 1 1 1
rs3109148 2 133.54TTTTTCCTGTGGTCCCCTCTGCCTGAAATTTATCAAAATAATTTGAGCCTGATTC[A/G]CCAAGTCAGCACAGATGTTGGGCCCAGTGTGACTGGCTGAGCTCTATATTCTAGCTC A G 0.18 0.41 0.49 0.45 0.48 0.00 0.47 0.35 0.50 0.42 0.47 0.061 0.001 0.024 0.223 0.0015
rs7561232 2 133.62CCCATGCCTCTCAAAGGAGGCACAGTGTTATCTCCACCACGTGGATTTTCATCAAAA[A/G]GATGAGTAAAATGCCTTTGTTTTCTGAAAGCCCTCTTTAATCTCAAATTTCCCCAT A G 0.60 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 0.99 0.98 0.166 0.000 0.000 0.000 0.0061
rs2874172 2 133.72ATGAGAAAGGCCTAAGATGACCTTCTGTTTCTCCAGCCAACTCTCAAGCAGGGGAT[C/G]CCCTCTTACTACAGGTGCCTAAACCACAACCACCAGGCACATGCAATATCTCACTT C G 0.74 0.46 0.50 0.48 0.57 0.68 0.71 0.70 0.39 0.45 0.53 0.033 0.002 0.106 0.035 0.0000
rs1447556 2 133.83GAGAATGGACTGTACCCCTTTAGAACAACAATACAAAAGTGATCATATTAAACCCAA[A/C]TTTTCTTCCTTTGATGCCTCCAAATCATGGGTCCAAGTCTACAAGTGCGAATXAAA A C 0.36 0.26 0.23 0.22 0.25 0.55 0.53 0.46 0.04 0.22 0.24 0.003 0.038 0.037 0.040 0.0004
rs4522657 2 134.00TACGCRGCTGTCAGTGCAAACAGGCACTTGTAGAAGCTGTTGGTCAAAACCCCCTCC[A/G]ACACAGAAACAGTGTTTCAGAAATGCCTCTCTAGTTTACACATGTAGAAATGCCG A G 0.57 0.13 0.21 0.18 0.09 0.50 0.26 0.10 0.04 0.23 0.22 0.065 0.000 0.019 0.036 0.0001
rs6430398 2 134.13 GAGATGAATTCCAATTCAAAGATTCCTGTTATTTGGAGCCAGTCCCGTAACTAGGT[A/G]AGAACCTTTTCTTGTACATCTACACTAAATAATTTGTCTGTTTTGCAAATGTGGATT A G 0.88 0.91 0.88 0.84 0.91 0.73 0.59 0.91 0.89 0.89 0.90 0.002 0.028 0.014 0.007 0.0009
rs1430165 2 134.30AAGAATACAGCTCTGGAGGCAGAGGAACATTTTTTCAAATCTTGGTTCTACCAATC[A/G]GGTAACTTGGGGCCCAACGTTGGTAGAGAGACAACAGGGTGATGATCATTAAGCT A G 0.29 0.17 0.21 0.24 0.27 0.18 0.03 0.16 0.18 0.22 0.24 0.022 0.020 0.003 0.003 0.0053
rs1435563 2 134.38ATCATGGCTGTAAATTCTTCCCATTCTACTTCATACTTGGCACGGAGAGGCAAAT[C/G]GTGATTAAAATGAGACTTGGGAGTTGCTACTATTACCCTGTGGGCATTGTTGCATAT C G 0.48 0.78 0.74 0.70 0.68 0.82 0.78 0.78 0.71 0.75 0.73 0.063 0.000 0.002 0.001 0.0030
rs1836669 2 134.45 CATTTTGGATAAAGGATACTCGACCAGTATGACCATGGTATAATGACAACCCTA[A/G]ACTAAGTCAAGAAATCTAGATGGTAGTCCCAGCACTGACACTAACAGAATATGCAAAA A G 0.12 0.38 0.38 0.32 0.38 0.36 0.40 0.31 0.25 0.24 0.27 0.053 0.000 0.004 0.002 0.0052
rs891821 2 134.54AGCCCACTCCAGCAGACCCCTGAGCCACCTTCCTTGCCACCACTCCCATTTTTGTC[A/G]TTTTAACTAAAAAGCTTTCTCAACATGAAAGGAGGAACTCAGGGGCTGGCTGAGTA A G 0.33 0.58 0.62 0.56 0.65 0.68 0.67 0.63 0.58 0.42 0.45 0.053 0.000 0.001 0.000 0.0099 1 1 1
rs20349 2 134.79 ATAATACTTCACATTGACTTTCCACTGCTCAGAATTCAAGGAGCAAAATCTTAATG[A/C]TTAGGAGCAACGAATGTTGTGGATGCTGTTAACCCAGCAGAGCCAGGCTGTTTATA A C 0.35 0.34 0.36 0.34 0.21 0.36 0.01 0.26 0.36 0.46 0.37 0.001 0.139 0.010 0.001 0.0001

rs1375131 2 136.17 TGTTTACTCATAGGATACAGAATCATGGATATCAAACATCAAAAATAAATT[A/G]TAAAAATAATGTCTCATTTTCTGTTGCATATTATTAGCCTGTCTCTCATTCCACCATTTG A G 0.17 0.68 0.74 0.61 0.27 0.00 0.00 0.08 0.64 0.22 0.40 0.145 0.327 0.192 0.327 0.0542 1 1 1
rs113906 2 137.87GGTATGAGTAGAAGATTAGAAAAAAGTGTGATACTTGGAAAACTATCTTCATAAT[C/G]TTTTACTCAGTGCTTGTGTAAAACAGAAAAGCCTTCTTATTCCTTGGATTTTTTTTTTAT C G 0.28 0.52 0.59 0.55 0.52 0.10 0.33 0.34 0.50 0.40 0.48 0.076 0.063 0.069 0.175 0.0044 1 1
rs892874 2 138.11ACTAGGGGAAATAAGAGCAAGGTTAATAGAGGCATGCATGAAAGGTCAGCGTGTT[A/C]AATTTACTTGCTAAAGATCCCAAAGTCCAAAAACTTAAATAGACACAGTGTGAAAGT A C 0.78 0.43 0.40 0.43 0.38 0.95 0.52 0.54 0.29 0.46 0.40 0.089 0.020 0.034 0.235 0.0014
rs1402810 2 139.59AATAGGAGAATGATGTGATCAGTGCCATGTTGTAGAATCAT[C/G]CTTCTGACTGTAGCCATTGAGGATGGATTTCTCAGTGAGGACTGAGAAAACTACCAGTAGGGAGGCTGCT C G 0.79 0.28 0.23 0.30 0.25 0.36 0.61 0.34 0.33 0.39 0.41 0.155 0.062 0.005 0.007 0.0195 1 1 1
rs344689 2 140.31 AAAATGGGTGTTCTGTGAAGTCTTTGCAGACAAATATTCTGATCTGAAATTGAC[A/G]CAAGTCACTTCTGTTCATAAGCAATTGACCAGAACTAATCATTTGCCCCCATCCAAACA A G 0.14 0.24 0.22 0.27 0.25 0.40 0.19 0.21 0.21 0.25 0.19 0.005 0.001 0.000 0.013 0.0001 1
rs1918615 2 141.01 ACAAAAAGAAAAACCTTAAAAAGCAGCCAGATTGAGGGTAGATGGTGAAGGGTAC[A/G]TTACCTACAGAGTAACAAGTATAAGAGTTGACTTTTCTTCAGACACCACACAAGTAA A G 0.33 0.61 0.65 0.70 0.63 0.50 0.57 0.65 0.57 0.60 0.69 0.058 0.002 0.000 0.016 0.0023 1
rs997365 2 141.16CCTCCTCCATATCCAACATTTAAATATCAGCCAAATAACACATTTACATACACCGAAT[A/G]TATCTTCTGTTAGAAAGGTGGAGGCGAAATGTTCTAAAACAAAAAGGACTACAACA A G 0.14 0.37 0.36 0.32 0.41 0.09 0.21 0.27 0.54 0.29 0.33 0.037 0.014 0.004 0.056 0.0015
rs1525590 2 141.98CCGGGGCATTTTTCACTACACACGTTGCATTTAGTTAAACAACTCACTAAAGCAACT[A/G]GAAGCTTAAAAACTCTGAAGATGGTAAAAATGTTATGGACTTTGGCAACAGAAATT A G 0.29 0.57 0.58 0.66 0.70 0.41 0.59 0.48 0.50 0.46 0.54 0.048 0.003 0.011 0.024 0.0009 1
rs1449504 2 143.02TAGCTTATATGAAGTAAAACTCCCACCTATGCCCAACACAACCAATATATATTGA[C/G]GATACTACCACAAAGATTCTTCACCTTTTGCTTTGAGGTAGCCATCTCCCCATAAACTC C G 0.12 0.50 0.53 0.45 0.59 0.77 0.77 0.36 0.71 0.38 0.54 0.111 0.019 0.017 0.028 0.0000 1
rs2016775 2 143.85TTGAGACAATACCTTCCTTCAAATACACTGAGGATTTTCAGTCTGATGGTTGAA[A/T]CTATGACATTTAATGGGTAAACTTTTTAGTCAAAAGTTTAAAATAGGCTCTCAATTCCAG A T 0.07 0.29 0.27 0.23 0.18 0.23 0.40 0.43 0.39 0.24 0.22 0.028 0.015 0.018 0.000 0.0005 1
rs827219 2 144.10CTAGTTTTTGACATGCAGAAAATGCTTTCATCAGATGAACTTTCCCACCATTTA[A/G]GCAAAGATAGAAACTATGAAGCATGTATTCCCTCAAATTCCTCTCCTCACTGAATCTTAC A G 0.31 0.48 0.55 0.55 0.59 0.14 0.49 0.26 0.54 0.55 0.59 0.038 0.011 0.041 0.122 0.0012
rs187133 2 144.13 AGAGGTTTAATTTATGGCAAACTCCCAAGGTGATATGTGTCACTTTACATACA[A/G]TTGTATCAGCAGATGGGAATATTCTTTACATATTTACCAGATATTAACACCCAAAAATTAA A G 0.55 0.56 0.56 0.59 0.64 0.41 0.96 0.52 0.50 0.65 0.58 0.001 0.103 0.006 0.021 0.0001
rs1980207 2 144.64AGAAGTGGGTTTGCTCAGAGGATGTTGAGAAGCAGCAAGAGCTTTTCTGTATG[C/G]GGTCTGATTCTTAGAGTTTTCAAGCCTCTTCTGTCTATTCCATGGTAATTCATGGACTG C G 0.17 0.36 0.32 0.28 0.34 0.18 0.55 0.28 0.32 0.30 0.33 0.011 0.036 0.000 0.008 0.0002 1
rs980772 2 145.65TCAGTGAGCCAAACAGTATTGGAGATCTTGGCAACACTAGGCTAAAACTGTATA[A/C]GTTACATCGTGAAAATTAATGTCTCAAGTAAGCAAATGCTTTATTTCTTCTCTTTGCTG A C 0.52 0.70 0.66 0.71 0.57 0.68 0.90 0.58 0.68 0.64 0.59 0.005 0.067 0.002 0.005 0.0007 1
rs1905347 2 145.77 GGACAAACTGTTTAGATGTTTACTTTCATATCAGTGATTTCAACACCACCTGT[A/G]ATTCTGGATACCAGAGTAGAACTGCATGTTATAAAGAACAACAGCATTGACCTGACTGAT A G 0.52 0.70 0.67 0.71 0.54 0.68 0.90 0.58 0.68 0.63 0.60 0.007 0.061 0.003 0.003 0.0007
rs786263 2 145.87ATTTATCTACTGAAAAGTTTAAAAATTATTTTTAAGAGCCACACAATTACCATCC[A/G]TTTTTCTAGTTGAAAATACGAAGGAGAATTCGAGCTGACAAAAATGCAACCTCAATACT A G 0.21 0.28 0.32 0.27 0.29 0.00 0.01 0.23 0.25 0.27 0.37 0.006 0.094 0.003 0.117 0.0013
rs1370523 2 146.73AGCTGCAAAACAACATTAAGAGGGAACACTGCACCTCTTCTCCCCACTTATGAC[A/C]TGGACAATTAATACATTCTCATTTTTTGTGCTTCTCTGAAAATACTACTTTCAATGCAAT A C 0.48 0.50 0.48 0.38 0.54 0.86 0.49 0.58 0.46 0.53 0.54 0.001 0.000 0.007 0.066 0.0013 1
rs1364658 2 148.82TTCATTAAAACTACGGGTAAGCCCTCTGGAGTCACCCATGATGCTAAGCCACAA[C/G]TGGGTTCCACAAGCAAGCAGTATAAGGAAGTACAGAAGGGTCAGGGGAAGAAAAGG C G 0.88 0.65 0.72 0.65 0.71 0.73 0.54 0.75 0.64 0.70 0.74 0.012 0.016 0.001 0.001 0.0000 1
rs1405214 2 150.87ATTGGCAGCTTTCTATGTGTCAGGAAACGAGAGACATTGTTCCTGCCTAGTGAA[A/G]CATTACATCCAGCAGAGGGGATAAGAATTAGGCAGATGACTGGATAAATAATTGTAAT A G 0.29 0.49 0.58 0.57 0.45 0.59 0.20 0.57 0.50 0.42 0.51 0.045 0.071 0.000 0.000 0.0021 1
rs1155072 2 151.27TTTCACCAGAAAATTCATTACAATAACATGCCATACAGACTTACCTTCATTAACT[A/G]TTATGGAGCCCTTCATAAAGCAATGTTTCCTGAAATATTATATATTGGGCAGTGGCAGT A G 0.33 0.56 0.54 0.57 0.59 0.59 0.60 0.44 0.50 0.50 0.49 0.007 0.010 0.002 0.010 0.0001
rs1441973 2 151.41ATAAAAGCCTGTCCTGTGCACACCTCTCTTTTCAAATTCCCTATGTGCCAAATGC[A/G]ATCTATAACTAATGAACTTGGATGAGATAGCCTCAGGAAAGAATTTGGAGTAGGGAA A G 0.74 0.48 0.50 0.54 0.63 0.27 0.55 0.59 0.50 0.54 0.47 0.030 0.004 0.006 0.022 0.0001
rs289847 2 152.23ACTATTCAAAGTTGTGCTTATTCAGGGTTGATAGTTAAAATATTTAATGATGGGA[A/C]TTGAAGGGACATCCATGTTCCTACTGGCATCTGCCTACTGAACATCAATCAGTCCACC A C 0.69 0.43 0.51 0.50 0.52 0.55 0.18 0.70 0.46 0.59 0.52 0.012 0.084 0.024 0.000 0.0001 1
rs1370497 2 153.67GATTTTTTTTTTCCTCCCTGATCTCTTTCCTGCTTTGGTAATTCTGTGAGGGT[A/G]TAATCATATTGGGGCTGTCCTTGGCAGGTTAGGTGACATACAAGAACATGCGGTTCCACA A G 0.64 0.57 0.51 0.55 0.46 0.05 0.58 0.43 0.57 0.49 0.44 0.005 0.000 0.006 0.179 0.0035 1
rs967782 2 153.96TGAGCAGATCTACAAATACATTCAAGTCCCTTCTTCAATTCTTTGAGGCATAT[A/G]TCTAGAAGTGGAATTTCTGGATCATACAGTGTTTTTTTTTTTTCTTTTAAAGAAATGGGGTC A G 0.45 0.55 0.57 0.54 0.63 0.64 0.65 0.61 0.68 0.67 0.63 0.006 0.005 0.003 0.006 0.0017
rs1401750 2 154.66 TCTACAACAGTTTTTTTACAAAA[A/G]GTTTCTAGGCTTCTACTCTGGCCTCCTTTGCTTTTCCCGATAACAGACTGCCTACATAAT A G 0.71 0.38 0.44 0.38 0.57 0.55 0.26 0.67 0.29 0.42 0.53 0.043 0.011 0.031 0.009 0.0042 1 1
rs1546676 2 154.71CTCTGCACCCTTGCTGTTAGTTTGAAAATAAAATGCAAAATCTCACCAGTTTGTCC[A/G]AATGTAATTGTCTTCATATGTATTTAGAAATTCTTTCTAGTTCCTTCACCATCTGATG A G 0.24 0.45 0.46 0.54 0.59 0.22 0.17 0.25 0.61 0.56 0.51 0.023 0.035 0.017 0.024 0.0005
rs1876110 2 156.54TGTATTCAACTGTAATTTCCTTTTTTTTCTAACATGGAGAGGAAAAGAATAATGGGTATCTAAGTAGTTTCCAATAAACTGCCAAGAT[A/C]TCTTACCAACACATAGATTATCTCTTT A C 0.48 0.68 0.63 0.57 0.66 0.55 0.63 0.50 0.68 0.56 0.64 0.018 0.005 0.027 0.011 0.0000 1
rs2030487 2 159.29TTGCAAAGCTAATAATTCTTGATACATAAATTGTAGGATGAATTAATGGATGAA[A/C]AGTGAATGGAACTGTCCTTAGGGAGGTACTTAGTTTGGCCTTTACCATCCTGAAAAGAA A C 0.45 0.43 0.53 0.56 0.41 0.95 0.95 0.65 0.46 0.47 0.39 0.005 0.108 0.006 0.112 0.0107 1 1 1
rs964176 2 160.53GCCCCCGCAGCTTCCTGCTCCAGAAACCTGGGGGGGAAAGGCCCGTCTGAGGGAGGCAGAACCAGAAGAGGAGAGATAAATTA[A/G]GTCTTGGTAAACCTTCAGTCTAGCTT A G 0.12 0.48 0.45 0.41 0.57 0.23 0.10 0.15 0.57 0.47 0.35 0.106 0.130 0.097 0.060 0.0087 1 1 1
rs1901406 2 161.76CATCTAAGCAAATGAAAGCAGGGTAAAAATTGGTTTAAGTTAAAGAAAATAATATTTA[A/T]ATGTTGCTTGGAAGTTGATTTAAAAAACAAAGTAAACCTAAAGACTTGAATAAAGA A T 0.63 0.36 0.43 0.49 0.45 0.80 0.66 0.48 0.54 0.41 0.41 0.014 0.021 0.001 0.072 0.0017 1
rs889920 2 162.12TAGATAAAAGTGGAGAGTGAGAGGAGGCTTAGAATGTTTAGTGTAATTGTTGTTC[A/G]TTGGTTTTGTGCAGGAGATAGGGACTTCTGTGGATGCTTATGAAGAGTACTGAAGC A G 0.60 0.32 0.36 0.30 0.32 0.14 0.14 0.27 0.29 0.26 0.27 0.039 0.016 0.001 0.020 0.0091 1 1
rs1559496 2 162.42 AGGAGAAAAACGTATGAGTCAAGGGTTTCAGTGAGGGGAAATGTAGAGTAGGA[C/G]TGGTCAGATTAATGAGGTTGTAATGGGCAGAAATGGGCAGAGACACAAAGTTTCAGG C G 0.71 0.73 0.71 0.77 0.55 0.55 0.80 0.55 0.75 0.70 0.69 0.002 0.013 0.002 0.005 0.0003
rs1990760 2 163.33CACACTGGTATTTTGTCAGTTCTCCATGATGATTCTTTCCCTTTGATACTTATAGGGAACTTTACATTGTAAGAGAAAACAAA[A/G]CACTGCAAAAGAAGTGTGCCGACTATCAAA A G 0.26 0.56 0.64 0.66 0.66 0.18 0.36 0.54 0.71 0.55 0.55 0.119 0.059 0.009 0.151 0.0021 1
rs1521527 2 165.63 GTTGCAAAAATGAGGATAAAAAACTATGACCAAAACTTTCAGAACTGCTGTGA[C/G]GATCAAAGGAAATCAAGTTTGCAGAAGGCCTGGAAGAGCCCAAGGCAGACACTAACAA C G 0.36 0.53 0.53 0.40 0.64 0.05 0.31 0.30 0.61 0.47 0.52 0.007 0.016 0.020 0.135 0.0000 1
rs1821223 2 166.43CTAGATCTTGAAGGATATATAAGAGACATATGTAGAAAATGAAGCTGTAAGAAT[A/G]GAGAAACAATGATACAAGTAAAACTTAGTGACAAGAAAGTCTGTGAGTTACACAGAAG A G 0.50 0.61 0.61 0.57 0.57 0.30 0.32 0.70 0.57 0.76 0.65 0.006 0.038 0.005 0.053 0.0005 1
rs1972445 2 167.11CTAGCAAAGAATTGGCTCATCCTGATCAGATAGGAAATTAAGACCAGACATTC[A/G]GAGTCCTGAGTGTATCAGTGCCACCTCTCCTGCTCCTATCCACTACATCACAACTGTTA A G 0.45 0.49 0.58 0.44 0.54 0.59 0.57 0.60 0.63 0.51 0.47 0.018 0.002 0.000 0.001 0.0104 1 1 1
rs1473041 2 168.02TTAATAATACCATCTTCATTGAGAAATGGACCAACAAAATATCTCTTCCTCCCTT[A/G]AACTTTTATGGCCACTCATTGTCTCTTTTTCACCTTCCGATCTTCATTCAGGTACATAAC A G 0.74 0.35 0.39 0.44 0.43 0.82 0.93 0.53 0.32 0.51 0.40 0.074 0.240 0.011 0.131 0.0000 1
rs1374277 2 168.94AATTGATTTTATAGTTTATCAGAAACCTAATGTGAATCTCATTATTTTGACTTTAAT[A/G]CTAAGTTTAAAGCTAGACTCTAAAGTGAGATTGCTTTAGTTTGTAACAGCCCTCTAAT A G 0.86 0.74 0.77 0.73 0.80 0.45 0.55 0.71 0.79 0.73 0.67 0.018 0.016 0.001 0.028 0.0049 1 1
rs1517343 2 169.22AAAGACCCAGAGACTCCTGGTCCTCATTTTTGTTCAGGCAGCAACCAAGTACCTGA[A/C]CAAGAAAGTCAATCTCCTATAAAATGAGGACAGCAGTAACATCTACCTTTCCAAGG A C 0.55 0.53 0.54 0.49 0.52 0.68 0.33 0.41 0.61 0.55 0.48 0.000 0.026 0.015 0.011 0.0014
rs1517342 2 169.22GTTTGAAATAAAAGTTAAGCAGGGGAGAAGTTAAGTTTGCATTTATTTCTTTGAGTGTAAT[A/G]TACATTGCCCACCTTGAGAATATTATTGTGTGCACTGTTTTTAAGAAAGGGCA A G 0.45 0.47 0.45 0.50 0.48 0.32 0.67 0.59 0.39 0.45 0.52 0.001 0.033 0.020 0.007 0.0020
rs2030162 2 169.28CATAGTACTTTAAATCCAGCAGAAAAGGCAAGACCAGACCATATCTCAGGATTC[A/G]GGTATCATTATTTCAGAATTTAAGACAATTTATAACTGAAACTGGGCATAAGATTTCCC A G 0.24 0.40 0.45 0.48 0.50 0.15 0.03 0.39 0.32 0.41 0.51 0.013 0.134 0.000 0.048 0.0016
rs1424937 2 169.77 ATCAGTCTTCAGTCTGAAGACCAATAAGAAATCACAGTCTCTCTCTTTAATTGCA[A/G]TTATAGAAAATGCAGGAAAACATTTCAACCTAAAATGCTAATGTTCTTTCAGCCATGA A G 0.14 0.46 0.45 0.35 0.54 0.09 0.08 0.41 0.50 0.37 0.43 0.049 0.098 0.004 0.087 0.0001 1
rs540652 2 169.91CTCTTGACTATGTCATATCCAAACCATAGTGGAGGGAGATTTCCAGGAAGGAAT[A/G]TGTCTTGGTATCTTAAATCACTCACACACTTTCCCCAGGCTCTTTTGACCCAAAAGGC A G 0.21 0.39 0.48 0.46 0.32 0.73 0.80 0.66 0.46 0.43 0.44 0.055 0.044 0.006 0.019 0.0017
rs524586 2 169.94CAGCTTCTGCAACTACCCACCCCTTTCTCACACACATGCTCAAAATAAAAACA[A/G]CAATGCCTGTGCATAAACCTGGCCAAACCTCTCTGCTGGGAAAGGAGTAACCCTGGCAG A G 0.30 0.59 0.47 0.48 0.66 0.18 0.15 0.34 0.54 0.51 0.51 0.007 0.052 0.001 0.035 0.0027
rs492594 2 169.97CACGGACCACAGCAGGTCAATGTTGAGCACCCTAAGAAGCAGGTAAAAGCCAA[C/G]TGCAAACAGGAAGAGAAAGAGGTTGGTCTTCAGGTATGTGCCCAGACTGGCCGTTTG C G 0.65 0.58 0.52 0.60 0.66 0.64 0.18 0.34 0.39 0.57 0.52 0.004 0.069 0.026 0.005 0.0002
rs2058996 2 170.04TTAAATTCTAGATTGGGCTTGTTGCTAGCAGAAGAGGTGAAATTCAGGACAACA[A/G]TTGAAAGTTGGTAGCATTTGAACACATCATTTAGGAACACTCAGTTTTAATCATCATCT A G 0.33 0.53 0.47 0.43 0.46 0.59 0.78 0.35 0.46 0.35 0.40 0.012 0.042 0.020 0.003 0.0036
rs1356056 2 170.44GATCAAGGATTTGCCTCTATTCTAACTGCCTGCTTGAAGAAAAAGAAATCCTCTTT[A/G]GAGAAGATAGCATCATCCAAAGCCTATATAACTTTTCATATCCAATGGAAATTATTCA A G 0.57 0.64 0.56 0.57 0.70 0.18 0.76 0.58 0.39 0.63 0.58 0.001 0.017 0.002 0.085 0.0002 1
rs2032965 2 171.24 ACTATAAAATTTTGCATTGTTTTTGAAGTATTAGCCACTGTGATTAGACAAAAAAA[A/C]ATAGAAATAAACACTGGGAAGATGGTGAATATAAAATAAATAGTGGAATGATTTATTC A C 0.30 0.43 0.50 0.50 0.45 0.67 0.71 0.49 0.43 0.51 0.46 0.017 0.047 0.002 0.030 0.0002 1
rs1364529 2 171.31GTCCACTCCTGGGTTTTGAGGGAGCCTCCTACAATGACTGACATT[A/G]CACCTGTGTTTCCTCACCCCAGTAGGGACCCTGGCGGGCTCTACTCCCACCTGTCTTAGCAGCGGC A G 0.24 0.43 0.48 0.41 0.43 0.68 0.75 0.20 0.25 0.44 0.43 0.035 0.047 0.033 0.031 0.0004
rs731692 2 172.00 AGTCAAGAAGTGAATTGCTTTTTTTTTTTTTTACCAGGAACTTAATGGAGCAGAA[A/G]TATTAACGGTATCTTGTAGGACAGCTTTTCCTAACTTTATTTTTATTGTAGCTCAAGCC A G 0.17 0.29 0.30 0.32 0.29 0.00 0.03 0.11 0.04 0.32 0.30 0.008 0.090 0.017 0.129 0.0012 1
rs930036 2 172.14 GAAGGGAGGGAACACAGCCTAGCAATCTCAGAAAGCAAATGCCACAGTTTTGAAGC[A/G]TGCCTAAAAACAGCAGTAGAGAAAGCCCTGTAAGAAAAGCCATCCTGAACCACA A G 0.74 0.39 0.38 0.38 0.36 0.41 0.23 0.25 0.17 0.42 0.45 0.074 0.030 0.025 0.000 0.0047 1
rs925881 2 172.91CTTATTAGTTCTAGTAATTATAGTAGTCCATGATGTGTCTTAAAAAAACCCTAAAAGT[A/G]TCAGAGTAAATAAACCACAGCATATAATAATGATCATAACAAAACCATATATAAAGC A G 0.69 0.83 0.85 0.87 0.82 0.95 0.33 0.88 0.71 0.89 0.92 0.024 0.132 0.000 0.016 0.0061 1 1
rs17664 2 173.57 AAGGCTCCTGTTTTGCACAGCCAAATTTAAAACTGTTGGAATGGATTTTTCTTTAACTGCCGTAATTTAACTTTCTGGGTTGCCTTT[A/G]TTTTTGGCGTGGCTGACTTACAT A G 0.35 0.62 0.61 0.65 0.65 0.23 0.26 0.32 0.57 0.60 0.58 0.035 0.069 0.069 0.079 0.0005 1
rs11078 2 174.43 CTTAGGGAGATTTGGTGTGTCTGCTGTGATAGAAAAGATTTCTTTTTCCT[A/G]GCTTTCCCTGAGGAAAGGAAAGATGGAAAGAGGGAAGCCATACAGATATC A G 0.31 0.52 0.50 0.43 0.57 0.36 0.27 0.22 0.43 0.47 0.47 0.047 0.047 0.061 0.026 0.0024 1
rs907956 2 174.88GATTGTGATGTGATGTGGCAGAAATGGGAAAGGGCTGGGATCCAGAAGGGAAG[A/G]GTTATAGTCTTGGGGTTCACTTCTTACTAGCATGACCCTAAGCGAATGGCCTCAACT A G 0.03 0.16 0.16 0.24 0.11 0.00 0.01 0.05 0.11 0.10 0.10 0.043 0.055 0.037 0.075 0.0024
rs3813817 2 175.09 CAGAAACTCACAGATTTTCAAAATTCCAGGCAAGATAACATGACGCACGGGAAAAT[A/G]TATGATGTAGTTTCTGTCCTCTGGCCCCCGACGAGAATAAAGCTTCCACCAGGCT A G 0.33 0.57 0.45 0.49 0.48 0.77 0.34 0.50 0.65 0.52 0.60 0.011 0.008 0.003 0.052 0.0078 1 1 1
rs4368295 2 175.19 TCAGCAGATGXTGCTAATGAAGATTACAACGGGCACTCCCAAATGTATCACTTTCTT[A/G]AATTCAGTGAACCATCTGGCAAATAGAAATCATTGGCTATAAATAGTATTGCAAAA A G 0.50 0.51 0.44 0.49 0.46 1.00 0.60 0.81 0.43 0.53 0.47 0.003 0.016 0.080 0.252 0.0023
rs2033866 2 175.29AAGCTTCTCCAAAGCGCTGGGCTCTGCTGGAGAGGAATGGCTACCAAAATGAAAATC[A/C]GTATAGGTACCGAGAGGGGGCAGTGGATGCTGGGGAGGCAGTCACTGTGTCCA A C 0.08 0.17 0.13 0.11 0.16 0.27 0.19 0.09 0.27 0.13 0.12 0.011 0.001 0.004 0.009 0.0003
rs3856434 2 175.40GGGGTAAGTCGCAAGCGCGGCAACGCATTTGCTTGTTTTAACCGGAGTAATTTTTC[A/G]TTATGGCTTCTGGGGTCTGCGGCTCCGGAGAAACTGTTGCTGCTAGACTGCAGCT A G 0.45 0.22 0.17 0.19 0.14 0.18 0.03 0.16 0.08 0.26 0.24 0.061 0.031 0.000 0.000 0.0037
rs935866 2 175.80AATGTAGGCCAGTACAGGTAGCCATGGGAATGACGAGGAGAAGGCAGATTTGAAAA[A/G]TAGGAAGTAGGCTCAGAAAAAAGGCGGACTAGCATAAATAAAGGAGATGAAGGG A G 0.62 0.59 0.50 0.50 0.68 0.86 0.72 0.74 0.43 0.46 0.56 0.009 0.027 0.029 0.080 0.0011 1
rs920557 2 176.39GAAAAGCCCTCCCGGCAGGTTACAACCACTGTGGCACTTGGAAAGAGACACA[C/G]GGGATGAGGATTCTACAACATAACCCTGCTGGGAGCTCTTCTGGTTATTTTGGCTTTG C G 0.83 0.80 0.83 0.86 0.85 0.45 0.73 0.83 0.96 0.78 0.80 0.001 0.016 0.003 0.090 0.0001 1
rs711814 2 177.17ACCGCAGCCTCCGGACCCGCGCGTCCCGCTCGAGAACCTACCGTGAAGACCCCG[A/G]CTCTGTGGCCTTGTCCTTGCCTGCGCGGCCCCACCCGAAACGCAGGGAGCGCAC A G 0.50 0.73 0.66 0.63 0.66 1.00 0.45 0.77 0.71 0.66 0.70 0.013 0.018 0.013 0.146 0.0015 1
rs1866209 2 178.81GGTGCTATGCAGGTATCTATGCATCCCACAAGACAGGGACTCTCTGAAGGGCC[A/G]GACAGAACAGAAACTGTGTTTGCCTCATTTTTGTACCAGCTAGAGAGTCCACCCCTTG A G 0.57 0.77 0.84 0.79 0.80 0.82 0.94 0.73 0.82 0.75 0.73 0.045 0.007 0.014 0.001 0.0080 1
rs1438048 2 178.82GACTCTAATTGGTAGCACTGTGTAGCTTGTGTCTGGAATACGAGGCATTTCAGAT[A/C]ATAAGGGTCATACTTCTACTTTTATGCCAAGAAAGCTCCAGCACATGGAAACACGTTT A C 0.40 0.23 0.16 0.21 0.20 0.18 0.06 0.27 0.18 0.25 0.27 0.042 0.005 0.016 0.002 0.0092 1 1
rs744397 2 179.06AGTTAACTGTCTTTCTAAACACAGCACCAGACCCACATGTCTGTGTGTTGGATAA[A/G]CTCCCTGCCTTTAATGTCCATAATGAGCATGATACAAACATTTTACATCATTGAACCAC A G 0.52 0.24 0.25 0.20 0.16 0.10 0.01 0.23 0.07 0.24 0.36 0.037 0.101 0.000 0.023 0.0043
rs2007326 2 180.10GAACCATCTATACAATATGAGTTATAGAGCTGAAAGGTGAGACTGCTCTCTCA[A/C]CTTCTCTGTCTTCCCACTTTACTGGCTTGACTCAGTGCCTGAAATTTGTACCCTGGAAAC A C 0.26 0.65 0.61 0.62 0.57 0.59 0.04 0.34 0.75 0.56 0.58 0.057 0.199 0.009 0.001 0.0000 1
rs963854 2 180.51 GCTTCTCCTCAACCCACCACGGTACTAGAAACTAATATTTTCCCAAAGAGACATG[A/T]CACCTCTGACATCGAGGGACATCATATTAACAAAACAAGGATCAGATGGAAGAAACA A T 0.13 0.36 0.26 0.33 0.33 0.05 0.28 0.16 0.21 0.20 0.25 0.026 0.004 0.000 0.004 0.0013
rs1002207 2 181.76ATTCATTTGGCCTATATCTGGACAGATAACCATCATTCTGGAGCCATCTCTGAGGTA[A/G]ACTTGATGTATCCAGTGACCATTTAACAGAAGGAAGAGATAATGGCAGGATACACT A G 0.52 0.42 0.43 0.44 0.28 0.41 0.33 0.47 0.54 0.42 0.45 0.016 0.001 0.005 0.001 0.0008 1
rs1559510 2 186.33TCATCTGCATTTCAGATCACTCATCCATCTGAGGTGGTTTTCCTTCTCCTGAC[A/G]TGCTTTAATGAGATTCTGTGCATGATAAGCAATCTCTCTATTTTGACTTTTTTTCTTGTGTG A G 0.13 0.44 0.40 0.38 0.35 0.20 0.16 0.30 0.32 0.36 0.42 0.060 0.055 0.022 0.036 0.0007 1
rs889906 2 186.37CACCAAGTTTATTCCTGGGTCTTGGGCGCCCCCTCCAATCACTGGTGCTAT[A/G]CCTGTGTCTCCTTACCCCTGAAGGAAGCCCTGACAGCCTGTGCCACTCCTTCCCGTAGA A G 0.57 0.38 0.39 0.46 0.41 0.64 0.17 0.59 0.46 0.51 0.47 0.021 0.017 0.057 0.047 0.0011
rs1861896 2 186.80TTGATGGCAAACTGACCATTTCTCTTCCTCACTTTAAACTCCCAACTGCCCTCAGC[A/G]CAAAGTGTGTAATGGCCTCTGTTACTTGGTCTCTGTATCAGTTTCTTATTGCCAGCA A G 0.24 0.30 0.36 0.33 0.32 0.36 0.45 0.26 0.36 0.36 0.41 0.001 0.017 0.001 0.006 0.0038
rs767042 2 186.89GATACATCCTAGGCCGATTTTAATATGAGGGAATAAATTTAGCTTTAAAAAGAGGCAT[A/G]ATCCTTCAAAGAAATAATTAAATCCTAGTAGCATGGGTTCTGGCTCAGATATAAAC A G 0.48 0.44 0.52 0.49 0.43 0.59 0.58 0.32 0.54 0.51 0.49 0.000 0.009 0.011 0.014 0.0000
rs2012128 2 187.83TTTACTTATTACATCTCCTACAGTAAAATAAACCCTTTT[A/G]TTTATATAATGAACTCGATATTTCTTTATATTTCATGTCTACAAAGTCCCAATTTTTACTATTAGAGCTGAGTGTGG A G 0.57 0.58 0.58 0.63 0.46 0.23 0.46 0.61 0.57 0.65 0.53 0.000 0.006 0.002 0.060 0.0009 1
rs1569135 2 188.32GACTTCATCCATTCCAAGGATCCATTTTGCCACCACTATAAAAGCACTAACTTTA[A/G]CAAATCCATTGGCACAGAATAACCTTATCAACAAGATTTCCCTCAAATGGTTCCCTATT A G 0.40 0.51 0.50 0.46 0.59 0.64 0.66 0.43 0.57 0.48 0.49 0.007 0.004 0.003 0.005 0.0003
rs696092 2 188.41GGTTGACAAGGTGTTTTGTAGCATCAACTAAGATGTTTTCCTAATGATATAGAAGTA[A/G]GATTGCATATTATACATCCTGTTCATCCAGTTTCCACAATGGATATGCCACAAGATA A G 0.34 0.64 0.64 0.65 0.80 0.68 0.84 0.70 0.68 0.59 0.62 0.042 0.028 0.004 0.003 0.0017
rs1354905 2 189.65GAGCTCCTCATGACTATAGAAAGGGCATGATGACTAGA[A/G]TCAGACTGTTTTGAATTTTGAATCTGCTTTCTACCTCATACAAGTCACAAAGAATCTGTGGACCTTAATTCCCAT A G 0.29 0.51 0.42 0.44 0.43 0.73 0.73 0.60 0.39 0.45 0.46 0.009 0.068 0.019 0.064 0.0006 1
rs2056156 2 190.05ATAAGTTTCTAAGCATCTGCAAAATTTTTGCAAACAACAAATGATGTACTGTTC[A/G]GTAATTTATATTTTTGTGAGATGGTGAAATTTTTATTTTCTCAAAGCCAAGATATTTAAAA A G 0.93 0.55 0.57 0.66 0.59 0.41 0.24 0.53 0.50 0.72 0.70 0.071 0.084 0.000 0.024 0.0100 1 1
rs1882395 2 191.89CTCTCTGCAAGCTGACTTTCTGGTCTCAGCATTTCCAGTGTTAACGTGGAAGC[A/G]AAAGGGGTCAGAAGTTTGCTATGAATTTTTTGGGTGGTTTACTATCGAGTAAAATACACA A G 0.69 0.50 0.54 0.54 0.57 0.45 0.98 0.84 0.54 0.57 0.55 0.006 0.144 0.031 0.009 0.0007 1
rs1949429 2 192.60GCATAGATGAAGTCAGGTGATCTGTGCTGCCTGGAGAGAGCTCTTGAGATGAGG[C/G]GCCATTTGAAGTGAGCTTTAAACGTTGAGTGTGAGCAAAGAAGAGAGAAACTGGCA C G 0.17 0.46 0.50 0.52 0.48 0.27 0.29 0.29 0.46 0.51 0.46 0.079 0.026 0.032 0.040 0.0010 1
rs1840947 2 194.14TACTGATGACTTATTTCTTAAGTTAATAGGAATGCACTCTCCTGGCAGCTTCAAATTGCTGTCATATACAAATGTTTTTAGCTCTTTCCTTTCATGCC[A/G]TTATGTTTATGCACCT A G 0.64 0.44 0.50 0.52 0.45 0.41 0.15 0.63 0.39 0.46 0.52 0.019 0.043 0.033 0.000 0.0000 1
rs896441 2 195.47ACACACAAAATTAGTTTGCAACACCTGGCCTAGAATATTTAGCTCATGAGAAAT[A/C]CTGTCCCCAAATTATAATAATTTAAAGTCTTATCTCATAGCCGTGGTATAAAAACAAAGT A C 0.33 0.77 0.70 0.67 0.75 0.64 0.75 0.80 0.93 0.72 0.75 0.055 0.011 0.016 0.000 0.0020 1
rs1019845 2 196.15GAGATAGGATGGTATAGCAGAAAAACAATAATGAGACTAAAGGAACTTATTCCTCA[A/G]ACCCTAGTGAAAGGTACCACAAAATAATCAATGGCAATAAAACAGACATTAAAGCAA A G 0.76 0.52 0.48 0.46 0.31 0.50 0.52 0.68 0.50 0.48 0.47 0.053 0.002 0.030 0.001 0.0003 1

rs7014 2 196.73ATACGTAAATTTCTTTTTTGGAGCAAGGTAACTTGGTGATTGTTCTATCTCTACCCA[A/G]AATTCACCCCTATTTGGAAAACTGGGGGCTAAAAGCAATCAGAATTCACCAGTTCA A G 0.64 0.44 0.45 0.41 0.39 0.82 0.57 0.51 0.43 0.47 0.44 0.021 0.006 0.001 0.071 0.0000 1
rs1533661 2 197.80TTCTTTCTTTATATGATCTTATTTAATTTAATTGTTATTTGTATTCTATGAAGTA[A/G]GCTATACACACACTGTTCAGATGATGAACCTGAGGCTTAAGGTAGTTAATTGCTCCAGAT A G 0.71 0.76 0.76 0.82 0.82 1.00 0.91 0.82 0.86 0.78 0.77 0.000 0.017 0.001 0.090 0.0003 1
rs997467 2 199.39AATTTTAATGGTGCATTTTAACAAATCAAGATAAACACCCTTTAACCTCCCCTACA[A/G]AACTCTTGGATTGAAATCTGAATAACATTTACATAAAATTAGGTATAATGTGAAAGCCT A G 0.67 0.42 0.42 0.39 0.50 0.05 0.46 0.26 0.46 0.49 0.44 0.043 0.004 0.005 0.094 0.0003 1
rs1455335 2 199.75 CTACTTCACCTTCTTGCTAAGATCAATCCCCTTATTGTTGATGTTTTTTTCTTT[A/G]TTGGAAATCATATTGCTTGTTTGAGGTTTCTACCAGGCAGAGAAGTGTCTTAAAGAAAAT A G 0.38 0.45 0.44 0.41 0.46 0.36 0.41 0.25 0.54 0.42 0.47 0.007 0.005 0.017 0.011 0.0001
rs1369842 2 201.31AATCTCATTAAATCCAAAAAATACTCTTTAATCAGCAGAATGTGAACCACTCCATTTTCCATTTTCCAACATCACCTTAATTGACTCA[A/C]AGCTGAAGTCCACTGTTACTGCTCCAA A C 0.36 0.57 0.59 0.60 0.45 0.80 0.96 0.56 0.50 0.53 0.55 0.019 0.163 0.000 0.036 0.0010 1
rs295149 2 201.38 CAATCCTTGAAGAGTTTTGAGGGAAGAGTTTTAGGAAGGTTGATACGGTGGAA[A/G]TGCGTAGAATGGGGAAAACTCAATTACAGAGAGACCAAGATGTAGACTATAATTATCC A G 0.57 0.43 0.39 0.40 0.55 0.14 0.02 0.36 0.46 0.49 0.44 0.013 0.170 0.001 0.050 0.0014
rs869134 2 201.76GAAAACATATGGAGATGTCACCTGGAGTCTCAGGAATGGATGAGTCATTAGGTGAAGAAAGTGCATGCAGATAATTTAGCTACAAAGGAAACAGGGA[C/G]GATGAATGCAGAG C G 0.40 0.34 0.41 0.44 0.50 0.14 0.15 0.34 0.15 0.55 0.52 0.004 0.029 0.000 0.034 0.0089 1 1
rs1001250 2 201.83CTGTGCTATAGAAAACTGTGGCTTTAGTAATACAGGGAAGATAATCTAAGACAAT[A/G]ACAAAATCAGATAGGAAATCTAACTATGTATATGCTACAAGCAATTCCCACGTAAAGT A G 0.38 0.40 0.47 0.39 0.39 0.36 0.16 0.29 0.54 0.45 0.46 0.001 0.038 0.014 0.002 0.0001
rs2041765 2 202.23ATTTGTTCTGTCCAAGCCTTACATATCAGCATGGGCAGGGAGAATGTGGTGAAGTTTTCTTTCAAGGACTTTGTTTGATAAGGAAGGACATTTATCAGT[A/G]AAGAGAGGTTTTG A G 0.55 0.51 0.55 0.57 0.55 0.18 0.17 0.32 0.57 0.53 0.49 0.001 0.094 0.042 0.090 0.0029 1
rs970595 2 202.84TTGGCTCGTACAGGACAACTTATTTCTCTGTTAGATGTAACAGAAGGATGTGT[A/G]TCCAGTGGAGTCTAAAAGTGGCATCAGTTTATTAAGAAGCAAGGTTTGCTCTTTGTTTAA A G 0.81 0.51 0.54 0.57 0.36 0.73 0.57 0.72 0.43 0.43 0.41 0.048 0.000 0.020 0.022 0.0104 1 1 1
rs759419 2 202.97 CAGGAAACACAAAAGGCCAGGCTAATCACACGAACAGCGCCCACTACAATGGCTGCAATGGGCCACGCATCTCTGGAAAAGACA[A/G]TTCCCCAAAAGAGTGCCTGGGGAAG A G 0.67 0.48 0.45 0.52 0.45 0.86 0.21 0.30 0.65 0.47 0.56 0.024 0.050 0.017 0.075 0.0066
rs1996270 2 203.42TGGACTGGAAAACAAATGAGAAGAGAGCAGTGAGTAAAGGGTTACTAGGATATACTT[A/T]GAAAATCAGTTGATGTCTGTAACCACATTTTTTTAAATGTCCCTACAAGAATGAAT A T 0.93 0.70 0.63 0.65 0.63 0.91 0.76 0.79 0.64 0.60 0.57 0.080 0.013 0.033 0.059 0.0017 1
rs1947983 2 204.09TAATGGCTTTTAATATAAACATGCATCCCTTCTCCTTTGAAATGTTAATCCTCA[A/C]TAATGAAGGCCCCTCACTGTCAGATTTTGAAGCCTATCTCTTCTTGGACAGGAATATAAA A C 0.79 0.52 0.42 0.38 0.39 0.68 0.76 0.36 0.50 0.36 0.38 0.096 0.083 0.000 0.056 0.0002 1
rs1921789 2 206.27AGAGAATGATGGTCAAACC[A/G]AAAAAGCATGGCTGCCAGGCAATGGAAAACTAGACAATTTACATCCCTGTGCACTAAAAGGCTTGTGATTATAAAGTGGCCGTCCCTGATCAT A G 0.10 0.23 0.23 0.23 0.21 0.00 0.02 0.28 0.25 0.26 0.30 0.006 0.050 0.004 0.070 0.0031 1
rs752919 2 207.16TGTTGGATTAATGAATATTTGAGATTTTGGATTCTTTACTATTTGATAATTAAG[A/G]TATGGCTTTTAGATGGTTAAATGAGAAGGACTCTGAGGAATTGAGCATGGACTTTCTAAC A G 0.62 0.46 0.43 0.43 0.46 0.32 0.52 0.30 0.50 0.48 0.55 0.011 0.002 0.020 0.013 0.0134 1 1 1
rs2059304 2 207.57TTTTTATTATAGGTGTTCTTAAAAATTACAGTTTGTGGACATGTAATTTTATTTA[A/C]TAAAAATAGTGTTATGCTATAGATCTCTACTCAATACAATGTTTAAAGGTCTGTCTGTAAA A C 0.69 0.63 0.71 0.60 0.70 0.36 0.90 0.59 0.68 0.58 0.65 0.001 0.029 0.001 0.063 0.0030
rs1991537 2 207.68AGTTTTTTAAAAAATAATGTAGTACAATATAGATTGTCTCAACATTTCTTAGTTTAATTGATAGAGTA[A/G]TGTTCATTCAGTCACTAAGAATTCCATGGACAGTTTTTTTTTTAATTT A G 0.81 0.43 0.49 0.52 0.61 0.59 0.81 0.63 0.61 0.50 0.49 0.064 0.063 0.012 0.008 0.0001
rs717973 2 208.29TCCCTTTGTTTGTTTGCTTGTTTATTTAGAGCCAGCCCTGAGTATATCTATTCCCA[A/G]ATACTCCCACCAGAAATTCTTTCAGCATTATCAACAAGGAGGAAGGAAGGGAGCAG A G 0.43 0.57 0.55 0.44 0.46 0.64 0.52 0.53 0.61 0.45 0.49 0.018 0.005 0.002 0.000 0.0038 1
rs796283 2 209.21GAAGTCAATTAAGCAGAGTAAACTATAAAATAAAAGCACAGAGACAGAATTTCGCCC[A/G]TCCTTTTGCTCAACTAAAAGTGTACTCTATTCATTTTGATGGCAACAACAGCTTTA A G 0.31 0.45 0.52 0.50 0.36 0.64 0.33 0.48 0.36 0.53 0.44 0.025 0.029 0.003 0.002 0.0032 1
rs1446596 2 210.49GAAAGGTCTACTGGTATATAGGAAGTAATGAAACCTTCTCCCCAGAGAGTCAA[A/G]GAGTAGGTGAGCCTTTGAGGAGGTTGTACTGCATAGTGTTAAGAGCACCAGACTTCAAG A G 0.86 0.48 0.52 0.46 0.55 0.18 0.19 0.52 0.61 0.43 0.50 0.080 0.068 0.000 0.054 0.0003 1
rs288052 2 210.59 GCACACATGTAGTAAGCCTACATGAGAAGGTGCAGTTCCAATACAACTGAGTGGTTATTA[A/T]TAAATCAAGTAGTGAAGATCCAGTTGTAGTTCATTTGAGAGCAAGATTCTGT A T 0.71 0.43 0.44 0.40 0.45 0.14 0.18 0.51 0.54 0.33 0.34 0.058 0.029 0.010 0.034 0.0067 1 1
rs2041524 2 210.90TTCCCTAGCCTTTTTTCTTCCAAGAAACAGAAGGTTATTCTAACGATATTTGTCAAA[C/G]TGCCCAGCAATTTCATCATTTAATGCCTCAGCGTATCTTAGAGTATTAATCTAATCA C G 0.52 0.42 0.41 0.37 0.45 0.41 0.22 0.53 0.43 0.46 0.46 0.007 0.043 0.008 0.000 0.0008
rs1396828 2 211.25CAGTAGGAAAAGTCTGTTGTGTAG[A/G]GATGGACAGAGTTAGGTTTGAATGACTGCCATTTAGGAGCCGCTCAACCTTGGGTATGTTGTTTACCTTCCCAAGATTTTGTCAGGTG A G 0.86 0.51 0.55 0.55 0.55 0.64 0.31 0.35 0.31 0.43 0.59 0.049 0.032 0.015 0.002 0.0001 1
rs714393 2 212.90GTTTCATAGACATAAAATTAAAGGTCTAGAAGGGACTGTAAAGATCGACTACACTC[A/G]TTTTCATAGTAAATGCTCTGAATATGCACCTAGGGGTGGCATGCAGTGAACTGGGG A G 0.38 0.42 0.48 0.38 0.54 0.60 0.49 0.38 0.50 0.42 0.58 0.005 0.000 0.009 0.005 0.0041 1 1
rs2054615 2 213.69ATGTTAACATAGTAAGGAAACACCCCTATGTTAAAAGTCATTTTAGGGTACTA[A/G]TGACTTAGGACTTGTTCATCAATAGAGTTAGATGAATATTAACCGGGGACAGGGTGGCA A G 0.81 0.45 0.32 0.40 0.43 0.20 0.32 0.29 0.36 0.33 0.34 0.091 0.001 0.002 0.019 0.0001 1
rs931218 2 213.70GAGACTTTTATGTCCTGTTCAGCCAGGGCCTTGTCTTACACCAAATTGTTAGAC[A/C]CCTGAGGGAACCCACCCCTCCCTCATGAACTTGCGCCTTGGAGTGCAGGGAAGTTGA A C 0.14 0.38 0.28 0.30 0.36 0.09 0.01 0.15 0.31 0.23 0.28 0.027 0.100 0.015 0.040 0.0003
rs1397354 2 215.12TTTATACTTACAATAGTGTAAAATCTCAAGACACAACTTTTCTTGCTCCTAGA[A/G]TAGGTGAGCCACAAATGAGAAGTTCAGATAGATGCAGTTTAACAGAGTCAGCAAGAATAC A G 0.26 0.50 0.49 0.48 0.52 0.55 0.73 0.45 0.64 0.40 0.42 0.047 0.014 0.002 0.000 0.0029 1
rs1880586 2 216.40ACACGGTGATTATAGGGAATTTCCATATACCCCGCTTCCCCGCAGTTTCTCCT[A/G]TTAACATCATGCATTAGTGTGGTGTATTTGTTACAACTGATGAACCGATTTTGATTCATTA A G 0.45 0.51 0.57 0.55 0.54 0.86 0.60 0.78 0.61 0.52 0.50 0.006 0.000 0.018 0.043 0.0005 1
rs1525351 2 216.47TTATCTTTGGTGTATTTTTTTAAACAATCAAGGGGATTGAGTCATGATTTCCAGC[A/G]ATAACAAATATTTCTCTCTTCACACTAAATGCCAAAGAATGGAATTCTTTTAAACATATT A G 0.45 0.59 0.56 0.59 0.48 0.95 0.81 0.38 0.46 0.63 0.60 0.005 0.052 0.011 0.141 0.0002
rs207928 2 217.24TTTACAATTCCCTTGCTCTTGGAATCCAATA[A/G]TGTTTTCTTGGGGCATTGAGAGTAAGATACACTGTCTAAGTTTTCATACTTATTCTGTGATAGAAACATCTAGTTTCTCTCTTC A G 0.21 0.38 0.39 0.40 0.38 0.55 0.78 0.29 0.46 0.36 0.45 0.022 0.066 0.005 0.009 0.0030 1
rs1851328 2 217.38 TTAATTTTTTCTTAGTATAAAC[A/G]GTAATGCACACTCATTCTAAAAAGGTCATATAAAATATAAAGATATAAAAAGTAAAAGTTACATGTAATCTCATCGCTTAGAGAAATCCATTG A G 0.38 0.50 0.42 0.32 0.48 0.50 0.38 0.54 0.68 0.53 0.45 0.000 0.000 0.008 0.008 0.0013
rs750365 2 218.59AGACACAATTTCAGGGTTAGAATGAAAGAGGAGTAGAGTGAGACAGAAAGAAAG[A/C]ACAGAGATAAACAGTCTGGCTTCATTCTTTTCCTGGCTTTGGACATGCTCTTCCCTTA A C 0.69 0.43 0.37 0.37 0.25 0.77 0.91 0.63 0.39 0.39 0.35 0.049 0.162 0.038 0.083 0.0000 1
rs9076 2 219.41 TCCCACTGGATCCAGGCCCCCATCCGGCTGGCAGGAGGGGGCTCTGACGT[A/G]CAGGTTGGAAATCAGAAGTCTGTGAGAGCGCGGGAGTGCATGGCAGCTCT A G 0.14 0.57 0.56 0.54 0.63 0.50 0.64 0.59 0.57 0.44 0.47 0.105 0.004 0.001 0.001 0.0045 1

rs921970 2 219.41GGGAGGCCGCCACCACCAACACCTCATCATCCTTCTCATCGCTAACACCACCA[A/C]CTCCATCGGCACCCAAGCGGGCATCATCCCCCCACACTGCTCAGGGGAGGGGAGGG A C 0.35 0.31 0.35 0.40 0.25 0.23 0.31 0.17 0.35 0.45 0.45 0.000 0.001 0.032 0.009 0.0061 1
rs585185 2 219.66 ATGATGCATTACTCCTGTTGTTTGAATTTTCTGTTGCTACTCTACGTGGTCAGA[A/G]AGAGAAGTATATTTTCAAAGATCTCTTAAAAAGGAACACAGCCCAGAGGGCTCTTGAA A G 0.79 0.65 0.68 0.56 0.66 0.91 0.68 0.72 0.64 0.70 0.60 0.008 0.000 0.001 0.050 0.0034
rs1554622 2 219.81TCTCCACCTTGCAGGTTAGGGGCTCTAAAATTGGTGTGCTGCTGCCACACCAT[A/C]ACATTTCACAGAGATGCAGCCTGTCTTGTCCATGCTAAACGAGGCAGAGAAGGCTCAC A C 0.24 0.56 0.62 0.46 0.57 0.86 0.61 0.68 0.57 0.63 0.53 0.066 0.000 0.004 0.045 0.0023
rs746233 2 220.59 CCACCTACTGGTTTCCGACCCATGTGCTGGCATCTTCATTACTCTCC[A/G]TTACCTAGTCATCGCCCCGCTTTTGACCCTCTGGCCCACACCCTCCTCTGCCCTGTACTAGCAT A G 0.38 0.47 0.45 0.45 0.55 0.64 0.36 0.35 0.32 0.40 0.56 0.007 0.008 0.019 0.011 0.0023 1
rs1454548 2 221.39ACTTTTATTTATAACACATTATATCAGCAAAACTGGTATTTTGTTAACCAAAATTCCCTGCACTATTCCTTTTAATATTCTTTAG[A/G]GTCAGACAGTCTGCTTTTTCATTCTTGGGCC A G 0.71 0.71 0.73 0.65 0.64 0.36 0.66 0.57 0.57 0.77 0.72 0.004 0.029 0.063 0.135 0.0002 1
rs1378011 2 221.43GTCCTACCTCCACCCTACTCCCAGATGATGGCCCTTAGCC[A/G]ATAACTGCTAGGGATGTGGCTTTGAAAGGCCAACTCCTAGCCTCTAGTAAGATCAAGGTAATTCTGAGGAG A G 0.48 0.44 0.43 0.34 0.32 0.14 0.28 0.21 0.38 0.57 0.51 0.000 0.044 0.067 0.100 0.0019
rs1463991 2 221.91GAGACCTAAAGAGAGTGGCAGGCTGTCTCCAAAGCAAGGTGAACTAAATATTCA[A/C]CTTATTCTACTTCTTTTTCCCAACGCCACTACAGCCTTCTGTTGCTATCTGGAGCATTG A C 0.73 0.51 0.58 0.54 0.55 0.55 0.36 0.55 0.50 0.49 0.59 0.015 0.032 0.003 0.001 0.0001 1
rs348971 2 223.12AATGAAGGTTGAGCTTCTATCTTGCCAATTACCCCATAATTAGAACAGCTGATG[A/G]CATACTGAAGGGGGTGCGTGTGTAAGTGTGCATGCCTGTGTGTTTTGGGAGAGGAAA A G 0.50 0.57 0.53 0.41 0.39 0.50 0.71 0.65 0.39 0.51 0.53 0.005 0.007 0.007 0.004 0.0001 1
rs1438620 2 223.24GCCAGGAAAACAACATGACAAAGAAAATGAAGAAATAGGCATTGTCATATGGTTTGGATTTTGG[A/G]TTTTTTTTCTTCTGTAGCATTTTTTACTTATTTTTCCAGTTTTCTTTCCAG A G 0.63 0.46 0.60 0.48 0.61 0.95 0.96 0.86 0.61 0.56 0.50 0.002 0.086 0.039 0.090 0.0042 1
rs959327 2 223.81AGTTTAATACCTCAAAAGTATTGTAAGAATTGAAACGGCAGCACATGCAAATAC[A/G]TATCAGATTAAAGCTAACAAACGTGCTATTTTTCCCTGTTTCTCAAAAACAATGCAGTG A G 0.48 0.52 0.50 0.44 0.54 0.90 0.43 0.51 0.64 0.48 0.43 0.001 0.003 0.000 0.102 0.0024 1
rs1866661 2 223.99 ATAGGATACATCTTTTTGAAAAATTCACAAAAGGTTTTTTCCTTCTTGCTGAATCACATCCACAGTTGAAGAGTACTTCTTTTAAAATG[C/G]CTTAATATTGCTAGAAATGTTAATC C G 0.07 0.21 0.24 0.23 0.37 0.00 0.02 0.06 0.25 0.28 0.26 0.037 0.095 0.049 0.118 0.0000
rs2028383 2 224.03 AGGTAAAGTTACATCTAGATTGCAGTTCTTTAGCTGAATCCACCGCTGACTG[A/G]GTGAGTTTGGGGTTCTGTTGCCAAGAAGGAGTGAGAAAATGGGATAGGAAATCAGCCCT A G 0.55 0.51 0.54 0.49 0.63 0.36 0.75 0.42 0.32 0.59 0.53 0.003 0.030 0.001 0.006 0.0003
rs1517635 2 224.41AAGCCTATCTCAAAATATATCTCAACATACAGAA[A/T]CTCGATGACAGAAATGCCTATTTTCAAGCACTGATGGCTTGGGCTAAGCACTGTGTCCCTGGGGGTTCACAATTTAAAT A T 0.43 0.41 0.40 0.43 0.48 0.59 0.94 0.42 0.36 0.40 0.37 0.002 0.218 0.002 0.033 0.0000 1
rs721357 2 224.57GGAATATTGTGATGCTGCAACAGTGGTGAATCCACTTGCCTTACAGCTCTTGGA[A/C]AAAAGGTCTGTTTTACTGGTAAATGTTTTTGCTTTTATATAGGCAGAGAAGGTTTCCTT A C 0.29 0.32 0.29 0.34 0.43 0.32 0.49 0.41 0.39 0.43 0.45 0.002 0.009 0.017 0.000 0.0172 1 1
rs1045654 2 225.83 GAATTTGCACATTTTGTATAATTTTTTTTTCTTTGAGCAGTGTTGATCAAGCCA[A/G]GTTGAATATTTGCCATGAAATTCCAGTGAATGTGTAGCTCAAATGCAAACCCT A G 0.86 0.53 0.56 0.63 0.68 0.86 0.52 0.60 0.43 0.52 0.56 0.031 0.012 0.003 0.031 0.0004 1
rs921280 2 226.05 CACTTTTCTAAAATCTTTTGGCCTAAGAATGATTTGGCTGTACATGT[A/T]GATATATCCACCACTGGGATAATATGTCCAAAGACCTTTTTACAATGGGCAAGGAAATACACATTT A T 0.36 0.41 0.34 0.40 0.29 0.00 0.07 0.30 0.54 0.41 0.39 0.001 0.065 0.000 0.146 0.0002
rs375154 2 226.08CCTGATTACATGGAAATAATAAAGCAATCTGGAAAAGGCTTCTTTAAAAGCATGGT[A/G]AAATCCTGCCATCTTAGAACGTAGTGCTCTCATAAAAGTTCAGTCACCTAAACTGCA A G 0.60 0.44 0.40 0.49 0.56 0.41 0.32 0.28 0.50 0.41 0.47 0.015 0.012 0.016 0.000 0.0020
rs1431079 2 226.62 GAGGAGATAACCAAAGGAGGAA[A/T]GCCCCTGATAAGCTGTCAAATAATAAGAAATAAAGCCCATCAGGGCCTTTGATGAGATTGGAGCTTTTTCCAATGCAACCAAAGAAGGG A T 0.76 0.30 0.28 0.24 0.23 0.41 0.27 0.08 0.29 0.30 0.27 0.132 0.000 0.026 0.014 0.0002 1
rs1431087 2 226.69CTGGTGAACCTGTAAGAAGGGTAATCTATGTCACTAAAAAGAACAGTAGGAGAAAAAATAATTCTTAGCATTGCT[A/G]TGTAAGGAACTTTAAATGCATTATCTCATTTAATCTTCA A G 0.67 0.38 0.47 0.38 0.38 0.45 0.27 0.30 0.54 0.49 0.41 0.018 0.024 0.012 0.001 0.0044 1
rs997363 2 228.71TCTCCTTCCTCCTTATCTAAAGATGAATTTCTGATATTTGTGTTGTCTGACA[A/G]GAAAAAGGCAAGAAGACTGAGCAACCAAGAGAAATCTTGGGAAGGTCTCTGGGGTACTGA A G 0.79 0.58 0.60 0.61 0.57 0.59 0.50 0.52 0.61 0.57 0.55 0.027 0.000 0.000 0.001 0.0003 1
rs1403970 2 229.00CAATCACCAAAAT[A/G]CTGTCACTCGTGAGAAATGGGCTGTCATGGCAGCCACCCCTCCTCTCAAATAAAAACCATTATGACAGTTTGATGTCAACAAAGCACCATTGACCTCCA A G 0.45 0.60 0.65 0.55 0.73 0.68 0.80 0.75 0.71 0.71 0.65 0.016 0.026 0.012 0.002 0.0000
rs1435850 2 229.63CTCTCTCTCTCGTGTGTGTGTGTGTGTGTGTGTAAACTCCATCTTGTCTCAGAGTGAAACAGTAAGAGTTGAACTGTATAATATGCCTGTGATATTTACC[A/G]AAGTGTTATATAAC A G 0.52 0.27 0.30 0.37 0.20 0.18 0.11 0.13 0.32 0.26 0.25 0.029 0.021 0.018 0.008 0.0009 1
rs758921 2 230.15AGAAACCAAAGCAAATTTACTCATCAAAGACCAGGATGAGTATCGGTCTAAGT[C/G]GGGGCTGAGAAGACTGGCCAGGAAATTGTATTTTAACTCTAAAAAAGCCTCTTTGGGA C G 0.43 0.65 0.60 0.65 0.59 0.23 0.34 0.53 0.64 0.64 0.67 0.021 0.043 0.002 0.096 0.0028 1
rs1323595 2 230.77GCAAGTCAATCATTTTTCCAAATATACAGGAGAAAGAAGAAAACAATCAAGCATACTCACATACTACCGG[A/G]AAAGATCTATGTTAGGAGAAAAAGCTCTTGACTTCGCCTAAAT A G 0.10 0.18 0.14 0.13 0.02 0.14 0.20 0.05 0.18 0.09 0.13 0.000 0.009 0.015 0.000 0.0002 1
rs475525 2 230.94 GACATGTGGTCTCATTAATTCCTTTCACAGTCTGGGTTTTATTTCGAAGTTGC[A/G]TGTATTGTGTTAATTTGCTGGTAAGTGGTAGGTGTTCAACAATTACTAGTATGGGTTAGA A G 0.19 0.18 0.20 0.21 0.13 0.09 0.14 0.34 0.14 0.17 0.15 0.001 0.012 0.007 0.022 0.0031
rs730010 2 231.38TTTCTGTAGGCCCAGTGAGTTCAGGGGGCATCTGGAGTCAAAGTTCTCAGGTAC[A/C]TCTATCTAGATAGCCCCATGCTGAGTTTCATGGCCTTGACATTGGCATAAGAGACCA A C 0.69 0.58 0.64 0.57 0.66 0.23 0.17 0.67 0.68 0.55 0.58 0.001 0.139 0.001 0.123 0.0022 1
rs1669086 2 232.40CTCCATCCTGAAACACCTCTCCCTTCTGTTTCCATAACCCTCTTCAGTTCTCCTGA[A/G]GACGCAGTGACTACTCACTTTCTGGCCTTCTCGGGTCCTCTCCTTTCTCCCACTCCT A G 0.62 0.63 0.65 0.52 0.54 0.64 0.82 0.68 0.50 0.66 0.67 0.000 0.039 0.005 0.001 0.0017 1
rs1868455 2 232.48 GCCTCCATCCTCCAGACCCTAGC[A/G]CGTGTCTGAGTGGTGGCTAACATGCAGCTTTTGCAGTCAGGCCACCTGAGAGCAATCTCA A G 0.67 0.54 0.62 0.61 0.50 0.50 0.84 0.70 0.46 0.58 0.60 0.003 0.053 0.014 0.002 0.0003
rs1453867 2 233.12GATGTTGTATAAACAAAAACTCAA[A/G]TTCAAGAATTTACTCATTTTCTTTGGATTTAGGAACTGACTTTTTATCTGTTACCAGACATTGTCTCCTCATGAATTAAATCAATATGCTC A G 0.36 0.72 0.63 0.60 0.64 0.55 0.71 0.40 0.68 0.63 0.55 0.034 0.005 0.029 0.002 0.0023 1
rs883434 2 233.42TTTAGGCACCACTTACAAAGCCCAGAGCTTGGTTCTGAGCACCAAGAGGAAAC[C/G]CTGGAGATGGGGATCCAGGCCCTGCACCCCCGACAATAAGCTCAGAGGCTAGAAGG C G 0.62 0.41 0.47 0.48 0.52 0.77 0.93 0.75 0.43 0.49 0.56 0.026 0.163 0.069 0.078 0.0072 1 1
rs7286 2 233.75CCTCTGTCCTTTCTCTAATGTGTGTTACT[A/G]TGGTGGCATGCTGTTCCTCCTGTTGAAGAGTGGACGGGCAGTGGTCCACCCAGCCTCCATTAAGACCCACCATTACCCAGGA A G 0.24 0.24 0.31 0.30 0.28 0.05 0.21 0.13 0.14 0.36 0.28 0.001 0.006 0.025 0.060 0.0008 1

rs838715 2 234.58TAAAAATGCATTTGCTGATGTGGCTATATGGTGATAATATACATGACAAAAAAATA[A/G]CAAGGTCACATAACAGTATGTACAGTATGGATTCCACGTTCATAAAAAGAAAGTTGT A G 0.10 0.29 0.34 0.32 0.39 0.50 0.31 0.31 0.43 0.44 0.40 0.039 0.001 0.000 0.017 0.0030 1
rs1048603 2 234.68TCGAACTTTTCGGGAAAGTATTTGGCAATTTCAATCTTCTCCACGGGAAGAC[A/G]ATAGAAATCGGCAACTCTCTGCCTCAGGGAGCCGGCAGTCCCACCCTGGGCCGCGTTC A G 0.75 0.38 0.35 0.28 0.39 0.00 0.13 0.33 0.39 0.28 0.34 0.069 0.049 0.001 0.161 0.0000
rs887062 2 235.05TAAGGAAGGAGGAGGAAGACACCTCGGTCTGTTTGTGAAAATTGGAAAAGGTACAA[A/G]TTAAATGTGTAGATCCTGCAACTGGAGAAGACTCAGAGAGGATGTTTATATAGGG A G 0.93 0.71 0.65 0.71 0.71 0.68 0.56 0.55 0.75 0.72 0.72 0.037 0.022 0.010 0.003 0.0005
rs869214 2 235.80CCTACACCAAACATAGCACATACATTTCATGACATTTTCTTAACTTATTACTTT[A/G]TTTACTGCCTTTGCCAACTTTCCTGCGAGTGACTGCGGACAGGAGACCATTATCCAATCC A G 0.14 0.42 0.42 0.35 0.50 0.23 0.35 0.43 0.32 0.40 0.41 0.046 0.001 0.001 0.019 0.0000 1
rs1469375 2 236.24GTGGGAGC[A/G]TCGGACTTGGCTTGGAGGACGGAGAGTTCCGAGAGACTGTAGGAGCGCTTGCTTCTGAAGAAGGGGTTGCCCGCCTGACCGGCGGCTCTGCGTGGAGTCC A G 0.21 0.54 0.59 0.61 0.54 0.09 0.26 0.38 0.50 0.51 0.50 0.076 0.055 0.054 0.149 0.0018
rs1554228 2 236.55TTTATACAGACCTTCTGCCTCATCAGCTTCCATCTCATCTCATTTCATGCTGGA[A/T]CTAGAATTGACTCTGCTGCAGGAACACACACACTGCCTGACAGTGCTATCTTAAGGGCA A T 0.31 0.32 0.29 0.34 0.36 0.32 0.24 0.33 0.36 0.32 0.34 0.000 0.009 0.000 0.001 0.0000
rs1569125 2 236.84TGTAGACCATCACACC[A/G]CCACTAATTTCCCCCCTCTGGCCAGGTGAGAGCAGATTGTCACCATTTCAGAGAAATTTGAACCAATCAGAAAGAGAGCTCAGGAGTACTGGGGT A G 0.52 0.64 0.69 0.57 0.73 0.77 0.57 0.76 0.64 0.71 0.75 0.017 0.013 0.003 0.002 0.0016 1
rs938492 2 236.96 ACACACACACACACACCCGAGCCTTAACAATCATTGCCCCCGGGTGGCAGTGTTGT[C/G]AGTGGTTTTTATTTCCATATTTTATATCCTTTAAAAATCATCTTTCTTCTCTTTGGC C G 0.74 0.77 0.74 0.74 0.75 0.77 0.34 0.89 0.71 0.74 0.78 0.001 0.067 0.033 0.006 0.0009
rs729454 2 238.14GTTGATAATTTGTCACATCTTAAAAGCAAAATATCAACAGTTTGCCATCTCAAATAAT[A/G]AAAAGAAGGGAAAACCCCCAAATCATGATCTTAACATATGCATCAACAGCATCGAG A G 0.19 0.42 0.37 0.48 0.38 0.50 0.48 0.38 0.54 0.46 0.44 0.016 0.016 0.000 0.016 0.0024 1
rs1198823 2 239.05CAGTGGAACTAAAAATTCCCAATTGGCTCTGCCTGATGCCAATCTATACTGGTCA[A/G]AGGAGATACTATGTGTGACTCAGAAGCTCAATGTAACAGGTAATTTCTCTTTTAAAAA A G 0.58 0.65 0.69 0.74 0.63 0.95 0.56 0.56 0.57 0.65 0.62 0.008 0.004 0.003 0.071 0.0036 1
rs1198826 2 239.08GCAAATGTGTCATCGGGAACTCTCATTTCCAGAGACCTTCCTATGGGTGTAGGGGA[A/G]GGAGAGAGAAGGCAGAACAGAGAAGAGAAGAATCTGGAACGTGCTGGACTCGGC A G 0.24 0.57 0.52 0.52 0.45 0.45 0.50 0.40 0.32 0.54 0.47 0.059 0.001 0.015 0.008 0.0037
rs895572 2 239.10CAAAGAAAGTTCTTCAGTGATAAGAAAGA[A/G]TTTGAGATCCACATAAATAGATGAAGGGCTCCAAAAACAGTGAAAATGAAGACAATAGAAGGGTACTTTTCCTTATATTTAATC A G 0.45 0.57 0.54 0.48 0.64 0.55 0.67 0.45 0.50 0.59 0.55 0.002 0.014 0.002 0.001 0.0000
rs472357 2 239.64ATAAAGAGAAGCACAGTTCCAGAAGTGCTGGGAGTCTTCCCTACAGGGAAATTAGTA[A/G]GCCTCCAACCTCAGCCCCTACATGTACATACCCCATGGCCCGTTACATTAATAT A G 0.21 0.56 0.58 0.56 0.64 0.23 0.61 0.40 0.46 0.67 0.66 0.069 0.000 0.029 0.076 0.0029 1
rs6751336 2 239.78ATCCAGTGAGGGACATGCACAGGTCCGCAGGCATCTGTAGGATAACGTGATGTATT[C/G]AGGCAAACATGGCAGACTTAGGAAGCCTTAGAGCAGAAGCCTGACTCTGAGAAA C G 0.71 0.68 0.67 0.72 0.66 0.86 0.99 0.66 0.68 0.70 0.63 0.000 0.100 0.004 0.023 0.0023
rs291335 2 240.36TGAGGGGCTCCGCAGGCCCTCTGGATACATTTTACAGTCCACAGCCTTAAAGCACAC[A/G]AAGCTGGTAATAAAAGAAAAAAGATAAAAAGCCCTTTAACCAGAAATGATGTCAT A G 0.60 0.36 0.34 0.35 0.50 0.64 0.44 0.17 0.18 0.35 0.41 0.038 0.015 0.009 0.051 0.0040 1 1
rs731161 2 240.88TATGTCTGCCCTGTGTCTGGGGGTGTACTTGGACGCCGTGAGGAAGGGGGTAAGC[A/G]TCCCAGCAGATGGAGAAAGCCCCAGAACTGAGGGCTGTTGCCTCAGCATCTGAA A G 0.23 0.37 0.34 0.35 0.38 0.18 0.02 0.44 0.32 0.38 0.34 0.002 0.056 0.015 0.002 0.0002 1
rs2083411 2 241.28GCTGTGTGATTTTGTGTTTTTCAGAGAGGAATTCATAGCAGTGTGCAGTGCAA[A/G]CTGCGCTATGGAATGTGGCATTTCCTACTTGGGGATAAAGCAAGCAAAAGACTGACAG A G 0.17 0.31 0.36 0.38 0.34 0.23 0.33 0.47 0.42 0.40 0.32 0.034 0.002 0.004 0.022 0.0018
rs903748 2 241.49CAGATGATTTACAGAGTATGACACATGCAGTTTCACAATCATGTGTCTAGGTGG[A/G]GTTTTAGTTTTCTATGTTCTGCTCTGGCTCTCTTGTGCTTCTTGAATCTGAGGATTCAT A G 0.12 0.33 0.31 0.29 0.27 0.00 0.02 0.07 0.25 0.31 0.28 0.029 0.093 0.042 0.132 0.0003 1
rs2078402 2 241.68AGGAAGAGGCTGGGTGAGGCTGTGTGGACATGGTGCAGATGCTCTGATGCCTGTG[A/G]CAGAGTCAGCAGCCTGCAGACCACGTCTCCTCCGGAATGCACAGTGGTTTTGAAT A G 0.55 0.35 0.31 0.37 0.34 0.36 0.68 0.46 0.54 0.34 0.24 0.029 0.046 0.004 0.000 0.0060
rs1320131 2 241.73AGGAGATCCCTGGGCAGATGGTTCCTGTGTCAGGAGAGCCAAACAAGGCTGCC[A/G]TTGAGTCCATAGGGGGATGAGGCCATTTCTGGATCTGCAAAGGACCCCATTTGGCGA A G 0.12 0.30 0.31 0.35 0.38 0.64 0.60 0.31 0.31 0.39 0.28 0.060 0.018 0.003 0.026 0.0021
rs2975754 2 241.84CTCAGGTTCCTCATCGGTAAAATGAGGCAGAAATACTCACTGCTGAGATGTGTG[A/G]GGATCGCACAAACTCAGTGTCTCAACATGTTGTACGTGTGTTTTGGCCCTCTGAGCC A G 0.93 0.89 0.88 0.88 0.88 0.95 1.00 0.77 0.96 0.81 0.87 0.003 0.023 0.029 0.001 0.0005



rs6745185 2 241.91CCAGGACCGTACGCGGAGCCTGCTGCCTGACGCTCAGCAGCTAATCCTTTCCACA[A/C]CTCGAACGGCACTTAAATTGCCCTCCTATTTTCACCCCAGCCCTTAGAAAAGCTG A C 0.15 0.19 0.25 0.20 0.29 0.00 0.03 0.15 0.11 0.39 0.40 0.006 0.031 0.001 0.071 0.0180 1 1
rs1864868 2 241.97 TGCTGTCTCTTCAGAGTTTGGGGTTGCAGTATGCCCTGCAAGCTCAAAGCTTTGAT[C/G]GGTGAAAGAAAACACTGATTTTCAGGTTTGTCAGCTTTTCTTGCTGTAAGGATGAG C G 0.48 0.51 0.45 0.38 0.48 0.50 0.78 0.65 0.54 0.40 0.35 0.000 0.058 0.015 0.001 0.0072
rs4129943 2 242.07 GTGTGTGAGAGTGTTTTTGCTGTGTCCTTGCTCTGGGTGGTAGTGTCTGGGGT[A/G]CTTCTGTTCCTAAGTAGCTTTCCTGGGAACTCTAAGGATAGGGTCACCATGGCTTTCT A G 0.19 0.34 0.28 0.28 0.36 0.27 0.17 0.24 0.32 0.23 0.24 0.014 0.017 0.006 0.003 0.0018 1
rs4293564 2 242.16TGGAACCCCCGTGCAAACACACACGACACGGAACACGTCATCTGTCTTGTTACAGGC[A/G]TTTGGAGCTGGAAGACCTAAGTGAGGTCTCCCGACTTCTGTGCCCCAACACACT A G 0.21 0.23 0.26 0.35 0.29 0.20 0.61 0.43 0.43 0.32 0.30 0.006 0.001 0.003 0.001 0.0003
rs4430951 2 242.22GGACTAATGCAGACGCTCCACACTTCTGAGAAACCCCCAGGGTTTAGAAGCTTCCTCC[A/G]AGGATCCAGGACAAAGACCTGATACATCTTCTGTTATGCAACACCCTCCAAAG A G 0.79 0.68 0.66 0.60 0.64 0.77 0.69 0.59 0.75 0.61 0.58 0.010 0.000 0.000 0.006 0.0039
rs4675833 2 242.27TCAAGGGTAGGGTTTTACAAAACAGACTTCGGGTTACCATCTCATATGGGTCTCT[A/G]TGTTGCCTATTTCTTTCAATGTTACGCCACGAGCATTTACCCATGCCCTAACTTTTCT A G 0.95 0.68 0.75 0.65 0.75 1.00 0.86 0.71 0.71 0.82 0.73 0.061 0.029 0.001 0.112 0.0001
rs6437235 2 242.34CCTGCCCATCCCCAGCAGGCTCTCCTGGTCTCGTCCTGTCATCTCGTCCTTTTTC[C/G]CTTTGCACTCACCACCTGCCACACCACACACCACACTCTCACTGCTGTCTGTTGTCT C G 0.71 0.91 0.93 0.84 0.88 0.77 0.94 0.95 0.71 0.92 0.91 0.048 0.000 0.001 0.024 0.0000
rs2305071 2 242.50CCCTCCCCAGCTTCGTCCCCATTCTCCTGGACAACTGGCTCTGTACTGTGAACTA[C/G]AGAGAAAGGGGAAAAGGGACAGCTGACAGCTGCTGGAAGAGACCCCACACCTTGT C G 0.02 0.14 0.13 0.10 0.16 0.09 0.00 0.08 0.14 0.11 0.12 0.031 0.055 0.005 0.004 0.0004
rs4675966 2 242.57 TCTATGTATATGCTCATGGTAACACAAAAGGCATTAATATCAACTTTTTATAGGAGA[A/G]GAGACAGGCCCAGGAAATCAAGATCTGTAATTATTTCTTCTTTTTGTTATCTTGGC A G 0.58 0.50 0.45 0.44 0.46 0.14 0.13 0.35 0.39 0.52 0.45 0.015 0.055 0.003 0.050 0.0004
rs3821280 2 242.66GCTACCTTATTACACTCCCATAAAACCCATTCAGGGTAAGAGTTGTGTTGTTCTTCA[A/G]TTGAGGAAGCCGAGCCTAAGCATACCCACCAAGTGGAAACCAGGATTCCTACTCC A G 0.83 0.89 0.91 0.91 0.86 0.91 1.00 0.92 0.89 0.89 0.90 0.003 0.041 0.000 0.001 0.0001
rs1995496 2 242.77TGGATGTAGCAGCAGCTGTGGCCTGGATGATCACTCGGGCCACTCAGCTGACTCG[A/G]GCGGTGGACACCTGTTCTCCACATTAGCCCTGGGGCTGCCAGGTCTGGGGCCTC A G 0.45 0.58 0.53 0.48 0.61 0.65 0.21 0.66 0.64 0.52 0.44 0.002 0.059 0.010 0.008 0.0071 1 1
rs4247179 2 242.91 AAGTTGGCTTCCTTGCCTATAAAGTTTGGTGATAAACCTAAGAAATACACCTGCT[A/G]TGCATTTTACTGCGTCCGTGATGAAAATCCCTCAACTTCACAGCCGCTCAGGCCTCG A G 0.48 0.53 0.45 0.49 0.46 0.91 0.56 0.73 0.54 0.33 0.43 0.000 0.006 0.050 0.125 0.0010
rs1106639 2 243.01CGGAGCCTCTGCTCACTCTGCCTTCCTTGCTCACTTCTAGAGAGTCCGTTTTAC[A/G]TCCTCATCGAGACTTCAGGCTCCAACGCAGGCCATGACGCTGAGAAGCTGGGCCAC A G 0.31 0.25 0.23 0.23 0.20 0.23 0.14 0.14 0.18 0.32 0.26 0.007 0.001 0.003 0.003 0.0007
rs16747 2 243.08GACACTGGACTGGTCCTGGAAGGTGACCCCCTCCTGGCGTTCAACTCTGCGGGGAGAGGCCCTACCTCCTACTCCTCCAGCAGGAAGTTCAGAGAGCAC[A/G]GCAGACCACT A G 0.38 0.39 0.39 0.37 0.46 0.30 0.28 0.52 0.39 0.37 0.46 0.005 0.030 0.002 0.021 0.0016

rs1516337 3 0.17 CTGTTCAAAGAAGGAATGGGCCATACTACGAGGAAGTGTTCACATTGGCTAAATACTTCTGTCAAAAATGTTAGGGATTAA[A/G]TGGGGCATGATGGACAATGAAGGCAGCTCA A G 0.24 0.34 0.33 0.46 0.32 0.23 0.08 0.36 0.29 0.31 0.33 0.004 0.045 0.000 0.004 0.0000 1
rs1516350 3 0.17ACACAGATAAGAGAAAAAATTTAAAAATAACATAAGTATAAAGTAACTTTAGAAAGGT[A/G]GGAGTGCAACAAAAGAAAATGAACCGAGTGGGTGCATTAATAAAGGTAAAAGTGT A G 0.31 0.27 0.33 0.21 0.29 0.36 0.36 0.49 0.29 0.30 0.33 0.000 0.002 0.029 0.001 0.0000
rs1516348 3 0.18AAACTATAAGAGAAGCTGGTAGGAATTAACAGGTACTGTAGATTTAAGTGAGGC[A/G]AGGGAGCTGGACTAATGAGTCCCATGAAGTCCCATTAACATATTTTATTAGAATTTAT A G 0.60 0.56 0.54 0.54 0.57 0.77 0.92 0.69 0.75 0.51 0.49 0.003 0.109 0.013 0.034 0.0005
rs1850264 3 0.20AAGTGGTAAAGTAAACTTACATAAAAGTCATTAAGAATTTAAAAGAAATGGGAA[A/G]ATATACACAGGCACACAACTACCAACCAGATCCATTTTGTGAACCTCAGACTTTGCAAG A G 0.36 0.40 0.35 0.29 0.43 0.55 0.61 0.15 0.46 0.32 0.34 0.000 0.032 0.022 0.019 0.0002
rs902118 3 1.16GGTTATAATACACATAGACCCAAATACCACAGATCTCCAAATCTCTAACACCCA[A/G]AAACAGCCCCTACTTCCTTGGGCTAGAAAATTATTTAAAATACCCAATCCTCCGGAGGC A G 0.29 0.49 0.47 0.50 0.52 0.55 0.48 0.35 0.71 0.44 0.44 0.014 0.000 0.000 0.006 0.0006 1
rs1551995 3 1.38AAAAAAAAAAATGGCCCTAGAGCATAAGTGACCACTGAGCTAATTTAGAGAGAGAAT[A/G]CCTAAGAAGAAGAGTAGCCTAATTGCTTCTTTTACGGTCAGAATAGAGTCAAGGT A G 0.15 0.38 0.46 0.48 0.39 0.09 0.25 0.39 0.43 0.45 0.42 0.034 0.007 0.000 0.054 0.0010
rs1499260 3 1.51AATTTGTTTAAAACATTATGTGATCACTTTAGAAAGAGTA[C/G]CTAGCACTCACAATTTACAAAAATAAAATACAATCAGCTGTCATGACATCAACTAAAGATAACAATCTGGTATAT C G 0.64 0.84 0.77 0.80 0.71 0.73 0.83 0.77 0.86 0.78 0.68 0.003 0.009 0.000 0.000 0.0067 1 1
rs968057 3 2.37TTCCTGGATTACTCTAGCACAGCCTAAATAATTCTGATTAATGCAGCCTCCCAAC[A/G]CATGATATAGTCTGCAATGAAAATGGCCCAAAATATATACCTTAATTTCTGTACAATGT A G 0.48 0.42 0.47 0.46 0.48 0.82 0.36 0.55 0.54 0.55 0.53 0.000 0.003 0.007 0.077 0.0000 1
rs1024147 3 2.71TTTTGGAACACGTGGGATCTTTTCTATTTTTCCTTTTGCATCTTTTTTAGTATGATA[A/C]AAATTAGGATTAAATTTATCTTTCTGAGGCCTGTTGCTGTTTATTTCTTTGACTAAAAT A C 0.67 0.49 0.47 0.58 0.46 0.36 0.63 0.80 0.79 0.48 0.47 0.018 0.006 0.042 0.008 0.0000
rs1153459 3 3.13TCAGGAGTTTCTCAAGAGGAACTCCACACTCACCACCATCAAATCAGACAGTCCA[A/G]GTTAAACAATTGTACTGTTTTGTGAAAATAATAATTATGACAATCATGGAATTAAGGT A G 0.60 0.42 0.48 0.54 0.48 0.77 0.71 0.68 0.32 0.53 0.42 0.007 0.029 0.019 0.060 0.0033 1
rs1508729 3 3.52 GGCAGCAGAAGCCCATCACCATCATATATCAGCCTCCAAGCCAATAACTGGCCTGCA[A/G]AAATAATAACTGTACTCCCATGCACCTGAGCCCACAGGGAGAAAACTCATTTTA A G 0.95 0.87 0.80 0.82 0.73 0.86 0.76 0.89 0.79 0.84 0.86 0.041 0.000 0.017 0.005 0.0035
rs1488403 3 3.66ATGAAGCCTAGCTCCTGTAACTTGTTTCAXAACCCAATGCTGAAATTGCTGTTGCT[A/G]CCATTGTATTGTAACAGAAGGGAAAAGAGAGAGTGGGTTAGGATTTTATATCTTCTA A G 0.10 0.38 0.39 0.46 0.30 0.35 0.15 0.25 0.39 0.41 0.35 0.056 0.029 0.004 0.000 0.0003
rs795734 3 4.08AAAGCAAAAATATCTTGCCTGAAGTCACACAGCTGGAAGAGGAAGCTGAGGTT[A/C]AAATCTTCCATTCTAAAACTTGTGTTCTTCCCTAGGCCATTAGCACCACATGGAGGAAG A C 0.71 0.65 0.71 0.66 0.66 0.55 0.25 0.67 0.68 0.66 0.68 0.000 0.131 0.000 0.023 0.0001 1
rs902982 3 4.57 CAGATCTTTCTAATCTCTCAGCGTTGCCAAGAAGTGTCCATGCTTCTTATCT[A/G]GAGAGATTATTCCATGTTTTAATTATAAAGGGTTGAGTAGCTGTTTCAGGGCTGACGTTGG A G 0.62 0.39 0.42 0.33 0.48 0.55 0.09 0.47 0.31 0.45 0.51 0.037 0.047 0.007 0.019 0.0090 1 1
rs1435359 3 5.78 ATGTTTCTCCACCTCTACTTTCTGTGCCTCCTCTCCTCCTATAACGTTAATCC[A/C]CCTTCCCAGCACGTTTGGGACCCAAGTGCAAGGCTATTTTGGCACTTCTTTAAAAGACA A C 0.60 0.22 0.26 0.26 0.20 0.09 0.13 0.34 0.11 0.38 0.35 0.071 0.019 0.011 0.022 0.0119 1 1 1
rs1504034 3 6.11 GTTCCTGGAAGGGGAGAGCTACAATGTTTGTGAGTGCCTTCATAAGTGCTCTAGG[A/G]CATAACCAATAAGCAGCCATTACGTCTGTCCTGAGTTGGAGAAAGAGAGGATGTT A G 0.07 0.16 0.16 0.15 0.23 0.18 0.29 0.11 0.21 0.14 0.13 0.001 0.038 0.000 0.010 0.0006
rs465152 3 6.89 ATGATAAAATAGCTTTGG[A/G]TTTGTTATGAAAAGTGGGTATGTTCATGGACTTCATGGTTCTATATAGATATGTAGACACATCATGTGTCATCAACCTGCAGCTACCTGCCATCC A G 0.45 0.56 0.54 0.51 0.50 0.82 0.77 0.53 0.82 0.58 0.54 0.001 0.041 0.006 0.067 0.0016 1
rs502758 3 8.11AAGAAACTGAAATAAAATGAAGAAAAATAAAGAAAATAAAAATAATATGATAGAAGAGAGACAGATGTGCATGACACTTTCC[A/G]ATGAGATGGTAATGGAAAAATCTCTCTGAGA A G 0.05 0.26 0.29 0.28 0.29 0.36 0.45 0.29 0.07 0.32 0.27 0.060 0.009 0.000 0.001 0.0000 1
rs463659 3 8.19AGTAGCAGACATCTTTTAATCACGCAGGCTCTCATGCTGGGCACAGACTTAAATC[A/C]ATAGAAAGGAAAAGCAGTTCTGTATCCTCTGCTGACCCCTGCTATGAGCCCCTAGCC A C 0.79 0.42 0.41 0.33 0.41 0.95 0.47 0.64 0.43 0.41 0.39 0.068 0.000 0.012 0.166 0.0001
rs164466 3 8.72TCCAAACAGGCATCCCGCAAATAAATAGCAAGCTCTGTTGCTGCCATAGGTC[A/G]CTGCAAAAGAAACGACTGTTGGAATCTAACTTCCTTTACTACCTTTTGGGACACCCTCCT A G 0.43 0.60 0.61 0.46 0.70 0.59 0.24 0.68 0.64 0.57 0.56 0.012 0.080 0.000 0.000 0.0007 1
rs1005989 3 8.87 TGCTGGACAGAATTCTAAGGTAGCCCCAAGATTCCCAGCTCCCGATGCACA[A/T]GCTCTGTAAAATCTCCTCCCATTGGGTCCTCCCCAGCGGTCAGGCCCTGGGAACATGAT A T 0.28 0.41 0.38 0.30 0.36 0.64 0.45 0.20 0.46 0.30 0.31 0.010 0.001 0.027 0.025 0.0045 1
rs749477 3 10.63CTGGTGGGATCAGAGGCCAGAGGTGAAGGCAGGAAGCACCCTAAACCACTATT[A/G]TCAGGAGAGCTTGGATTTTAGCTTCAGGACATCAGGAAGCTGCTGGAGGGTTACAG A G 0.45 0.60 0.52 0.59 0.61 0.14 0.46 0.36 0.32 0.66 0.56 0.004 0.004 0.013 0.105 0.0010 1
rs892605 3 10.68TACCTGAGTCCCCTGGGCACGGAGTCCCCAAATACACTAACTCAGAAGTGCTATC[A/G]GTTTTGGTGGGTCAGACATTCCCTCTCCCCTGGCCCTACAGCTCCCTGCTACTACG A G 0.85 0.71 0.74 0.71 0.64 0.86 0.81 0.74 0.71 0.64 0.66 0.002 0.000 0.001 0.004 0.0079 1 1
rs1039202 3 11.71CATTTGAGGAGAATAAATAGTATGAAAGAAAAAGCCCAGAGTAAGCAGACTTTGGGG[A/C]GCATAGCAGAAGCCAAAAACATGTTAGTCGGTATCTTCAAAGAGATTTGAGCTGC A C 0.21 0.64 0.63 0.57 0.61 0.23 0.47 0.45 0.57 0.58 0.67 0.065 0.003 0.008 0.070 0.0020 1
rs709160 3 12.50 TGTGGGGGTAGTCAAGGAAAGAAGCAAAGGGGTAAGACAGGGAGTTAGGAATT[C/G]GCGGGGCCCCTAACGCTGTTGGGGTGCGCAGTTTATTTTATTTGCAGCTGTCGTCT C G 0.67 0.51 0.52 0.50 0.48 0.18 0.16 0.23 0.43 0.47 0.48 0.002 0.101 0.081 0.090 0.0031 1
rs299629 3 12.55CTATAACCGAGGCCCATTTCTAAAGTTGATCTTAAAACTGGAAAATTTGAGTCT[A/G]TCTAATTTTGTGAAATATAGGGATGCCTTTTACATGATGTAAAAGTCATATTTGTAAAAT A G 0.43 0.62 0.62 0.70 0.59 0.86 0.90 0.86 0.79 0.65 0.64 0.004 0.091 0.072 0.071 0.0025
rs904453 3 12.68ATGTGGGACCCGGGCTTGCACCCTTTCTCAGGGTACTTCAGTCAAGTGACAC[A/C]CTTTTAGAGACGACGTGAGGAATCGGGTAAGAGAGGAGGAAACTGGCCAGTGCCCTAC A C 0.38 0.49 0.41 0.48 0.32 0.86 0.51 0.76 0.61 0.48 0.50 0.002 0.014 0.068 0.136 0.0076 1 1
rs357116 3 13.30 GCAGGTGCTTAATAAAAGTCCTCAAGGGGATTGGTTATCCCATGTTCCTT[A/G]GGCATAAATCACCTTGCTCTGCAGATGGGCAGTGGGATACATCCAATCCATGGTTTGCTGA A G 0.74 0.44 0.47 0.44 0.48 0.50 0.33 0.52 0.46 0.49 0.51 0.033 0.021 0.000 0.000 0.0008 1
rs729639 3 13.80AAACAGCCCAAATGCCCATAAATAGGGGACCAGCTAAATAAATCACAAACTATCC[A/G]TACTCTGGGACCCCTCACAACCACTAAAATGAATGGGGGAGGGCTGTGAAATTTGA A G 0.12 0.36 0.36 0.41 0.27 0.64 0.75 0.27 0.25 0.30 0.36 0.048 0.077 0.004 0.037 0.0005 1
rs353087 3 15.17ACAACTTAGTTGTGTAAAATAATCATTTTGTTATGTTCACAGACTCCGTGGGT[A/G]GGGACACTGAAAAAGAAGCAAAAGAGGGGCCTCTTTCTTCCATGCCTGGGGTCTCAGCT A G 0.31 0.57 0.62 0.61 0.50 0.45 0.39 0.38 0.57 0.57 0.56 0.063 0.035 0.031 0.022 0.0051 1 1
rs1106130 3 15.31GTTTCTTCCATTTAAAACTTTCATGGGCATGGGGGGAGTTTACCTTCTCAT[A/G]GAGGATGGAGCACCTGTTTGCTTCAGTTAAGGCAATGATGGGCTCTGGTTAGGAAGCCTC A G 0.81 0.70 0.77 0.76 0.70 0.59 0.42 0.73 0.82 0.81 0.77 0.000 0.085 0.004 0.038 0.0007
rs826423 3 15.32TATTTCCTACAAATAAGGACCTTCTCTCACATAATAATAATGTAACCATCAAAAGT[A/G]GAAAATGCATTGATACATGACTATCATGTAATTATCATTATTTCTTTTTTTTGAAAAAAA A G 0.74 0.39 0.50 0.52 0.48 0.60 0.38 0.51 0.57 0.54 0.52 0.028 0.010 0.005 0.004 0.0000
rs905946 3 16.23AAATCAAAGTAAGTGATAGGACATTTCCAAAGCATGAATTAATGGAAATGCTCAA[A/C]AGAGAGAGAAATAAAAGGAGCCCTCTGCTAAAGCTCTTCTCACTGACCAATAAGGGT A C 0.83 0.66 0.64 0.54 0.48 0.73 0.95 0.69 0.57 0.68 0.65 0.022 0.087 0.002 0.006 0.0000 1
rs895941 3 16.82CCATTGGCTCCTCCACATCTGGATGCAGAGCAATATAGGCAGCCAGGCATTTAGTCA[A/C]AGGAGCAAGGAAAACAGAATGAAAGAAATTTTAAAAAGCTAAATCTCCTCAAATT A C 0.40 0.73 0.65 0.74 0.66 0.82 0.61 0.81 0.71 0.82 0.72 0.019 0.001 0.027 0.032 0.0067 1 1 1
rs1441035 3 16.98AGGTTCTCAAGCTGGAAGAGACACTGTAGTGGGACATCTGGTTGAAAAAGTTCT[A/G]AACACAGATGGGATATGGTATTGACGACCAAGTAGGTGTTCAAGGATAGGACCACAA A G 0.21 0.49 0.47 0.41 0.41 0.32 0.27 0.35 0.32 0.43 0.49 0.032 0.017 0.009 0.009 0.0002
rs1375818 3 17.25ACATCTATCTTTTCTTAATTATTATTTCTGATATTCTAAAGACACATGTTTGCATGCAGGTACCCAATCCAACAGCGTTTGACTTTTGTGGTCA[A/G]GCTAGAGAATGTCTATTCCAG A G 0.38 0.58 0.54 0.59 0.48 1.00 0.96 0.68 0.54 0.47 0.55 0.005 0.155 0.041 0.230 0.0011
rs1374197 3 17.37CAATCACAGTCCAACACAGACATATCATTATTTGGCTCTGGGAAAAGAAAATCC[A/G]TGGCACTGATAAATGAAGTTACCTGCAAGAGACTTGGTATTACAATGAATTTGGTTAAC A G 0.24 0.55 0.52 0.56 0.44 0.77 0.94 0.60 0.46 0.48 0.53 0.032 0.132 0.016 0.048 0.0010
rs717939 3 18.60GTGAACATTAGAACACAGTTTTATCATTTTAAAAATCATATCATGGTGTAGCCCCTGAGTTTAGCAGTAGCAGCAGGAAAAGAC[A/G]CATCTTTGTAAAGATAGTGAGGCAGACTA A G 0.79 0.72 0.73 0.74 0.89 0.73 0.31 0.81 0.93 0.75 0.71 0.001 0.097 0.001 0.001 0.0000 1
rs336610 3 18.63TTGGAAAGGAAAAATGTTTCCAGTTCTCCATGAATGCCTGGGGAGGTGTTGCAG[A/C]GTTGAAGACAGTGTAACTGAGCTCTGCAAAGTTTGGGAGTTGCTTTTCTGAGAAACT A C 0.53 0.67 0.65 0.60 0.61 0.18 0.48 0.55 0.61 0.48 0.63 0.012 0.023 0.012 0.142 0.0000
rs396506 3 19.84GTCATCTTATAACGCTTTCCAATTCCCAAATACCTTTAAGGTTT[A/G]GTAAAAATAATATACCTTCCACAAGTCATTTGATTTTTGTGGGCCTTAGTTTATCGACCTATTTGGATAGA A G 0.17 0.42 0.40 0.40 0.43 0.09 0.18 0.36 0.42 0.34 0.39 0.048 0.032 0.002 0.068 0.0000 1
rs269384 3 19.89TTCCTAAATTTGGTGGGAGCTATGAAATCTTGTATGCCTTGTTACATCTTTGACTT[C/G]CTAAAATTGAAGCTCAGCCCGCTGAGTCACTTCAGTTAAGTGACTATGAGTTTAAGA C G 0.86 0.92 0.86 0.87 0.88 0.91 1.00 0.74 0.93 0.84 0.84 0.001 0.065 0.003 0.008 0.0007
rs1356793 3 20.36GGCACACAAAAAAGAAAAATGGAAGGAATGCCCAATTCTTATGCATTCTCATAGGTCAGGCATAACTCAGG[A/G]GTTTTGCAGAAATTTCAGTGATTGTTGCTCACATGGAGGTT A G 0.81 0.48 0.51 0.41 0.64 0.55 0.70 0.67 0.61 0.48 0.56 0.029 0.003 0.002 0.003 0.0004 1
rs259560 3 21.90GATTTCAGGTTCCAAACTTAGTGATCCTAATTATTTCTTGCAAAATGGTAACAA[C/G]CAATCAGATATGTCTTATCCTATGTCTCCCTTTTCTTTGCAAACCATCCGCATTTATATTG C G 0.52 0.57 0.56 0.50 0.59 0.45 0.69 0.71 0.46 0.60 0.48 0.004 0.002 0.006 0.013 0.0031 1
rs1117 3 22.06GGGATGTGATTCGATCAAGCAGCCATTTTAGGACATGTACTAAACATTAGAGAAAT[A/C]GTTTTAAAATACTGCCAATTAATTCAGATTTCCAAAGACGACTGGTCCCATTCCTAA A C 0.60 0.55 0.56 0.59 0.55 0.73 0.58 0.72 0.61 0.65 0.66 0.000 0.000 0.005 0.011 0.0024

rs1494225 3 22.44TTCAATTTCTCAGGGATCACTGTCCTTTGTTACCTGAGTTCCAGTGTCTTGAAAATCATTGCTTTATGT[A/G]TTTTATCTTGGTTGTTTTACATGACAGCATAAGTCTAGTTCTTGT A G 0.88 0.34 0.39 0.34 0.38 0.55 0.20 0.38 0.32 0.39 0.39 0.120 0.034 0.000 0.010 0.0001 1
rs1449900 3 22.52GTTGCTTCCAAATAAAACTTCAGATCAAGTAAGAATCAATGGCCCTAGCAAAAT[A/T]GTTACTTCAGCTACTATTATGTTCCTCCTTAGGTTTGGTAAGGGAATCTGCTTAAACTTC A T 0.67 0.49 0.46 0.50 0.48 0.73 0.41 0.35 0.50 0.53 0.46 0.020 0.001 0.011 0.037 0.0002
rs680930 3 23.00ATATTGATAAGACTTGAATTGTTGTCACATAAGTAGTGGGAAAGTAACAAGGA[A/C]TTTTTAGCCTAGGCAATAAAAAAGACTGAAGAAGGGGGAATGAGGGGTGAATCAAGGT A C 0.36 0.39 0.37 0.39 0.36 0.50 0.30 0.29 0.29 0.38 0.42 0.000 0.000 0.001 0.012 0.0015 1
rs1473379 3 23.85CATTCACAGCAAAAGTTTGAGCAGTTACTGTTTTCTAAACCCTGTGCTAGATGGCTG[A/G]CATGATCCATATGCTCACAGAGCTTAAAGTATTGAACAAACTCAAAAAGCCAATTA A G 0.43 0.51 0.53 0.56 0.57 0.68 0.51 0.59 0.68 0.59 0.63 0.006 0.000 0.003 0.011 0.0073 1 1 1
rs1865712 3 24.45ATTCTAAACATTCTTAAAGGGTAACATTCTCTCATAGCTCTAGGAAATTGTTGG[A/G]CTGTAATAGGCCACCACCCAGAATCAGTCATCCAACTAGCTGTTGTGAGCTGATATTTT A G 0.88 0.70 0.70 0.59 0.69 0.55 0.85 0.65 0.86 0.67 0.70 0.019 0.004 0.010 0.027 0.0002 1
rs892940 3 24.51CCTCTGAGGGCTGTCCTACAGGCTGCATGATGATGGTAAAGAAGGGTTACCAAGAGATC[A/G]TGTCATTTATTTTTCTGGTTTTACACAAGGTAGGACAATGGAGGAGAATGTC A G 0.24 0.45 0.44 0.43 0.50 0.50 0.68 0.46 0.54 0.45 0.31 0.017 0.036 0.004 0.004 0.0098 1 1
rs2076993 3 24.63CTTTGAGATGGAAGGTCTCAGTGTAGAAAGCAAATGTATTAAATTACCAAGCAG[A/C]ATAGAAAACAAGGAGTCTGCCTTTCACACTCTTAAATCTCTCTCCAGTGTGCCAGAAAT A C 0.83 0.58 0.64 0.61 0.68 0.41 0.77 0.67 0.82 0.62 0.67 0.015 0.003 0.001 0.045 0.0003
rs1872143 3 25.29CCAGAAATTTGTACTAGTTTTCCCATCTTTTTACTCAGCAGTCCCGAGTAGGA[A/G]AGGCCTTCCTGATCACCCTGTATAAATTGGCAGCTTCATAAAGGTAACACCTGATCTGA A G 0.31 0.42 0.49 0.46 0.52 0.23 0.78 0.45 0.46 0.46 0.54 0.014 0.041 0.001 0.037 0.0008 1
rs922943 3 25.38GTTTTCAATGTTGGTACAGAGCATCATTTTGGCAGACAATTCCAGGCTATGGTA[A/G]CATTTGAGCAATCTCCTCTGGCACCCAGCATAATGGCATCAGTCACACTTTGACAGGA A G 0.43 0.41 0.44 0.58 0.45 0.73 0.25 0.42 0.36 0.49 0.52 0.000 0.031 0.002 0.034 0.0010
rs1483844 3 25.40GTTGTCTACGAACATACTCCCAGAAAAGAGTATTTTCAGACAGTCCAA[C/G]CTTCTTTATGCTTTCAAGGGTAGAAAACCAGCTAGCCAAATTCTGTTCGTTCAGAAAGCTTAAAA C G 0.58 0.48 0.51 0.43 0.45 0.18 0.72 0.55 0.54 0.49 0.46 0.001 0.027 0.002 0.062 0.0005
rs1502377 3 26.40CAACTTAGCCAAATCTTTTTAGAAGTGGGAAATGTACCTTAATTTTAGAGGTTTCTC[A/G]TTGGGGTCCTCAATATTTATGATATTTCTTACACAACATATATTGGCTTCTCTGAAAA A G 0.05 0.29 0.23 0.15 0.16 0.64 0.20 0.20 0.07 0.16 0.17 0.037 0.002 0.003 0.072 0.0032 1
rs1348979 3 27.00ACTCATCAAGTTCACTGCATTGTCCAAATGCCCAGGAACTACCTAGGAACCGATCT[C/G]TCATCCCCAACTACCAAGCTTCCACATAGTGGTGAATATTTTATCACCCAGGTCGA C G 0.40 0.28 0.33 0.32 0.25 0.09 0.18 0.27 0.29 0.42 0.42 0.002 0.015 0.003 0.044 0.0067 1 1 1
rs1445111 3 27.23 TATCTGCTCAGCAAATGGGAATAGGGAGACAGAGTGAAATTGGTTGTGAGGAAGCTGTC[A/G]AAGGCCATGGCCATTGGTTTTCGCATATTCAGTGAGGGAACTTCTGCTTCAC A G 0.88 0.50 0.54 0.63 0.57 0.27 0.42 0.56 0.61 0.62 0.59 0.064 0.009 0.000 0.044 0.0000
rs669607 3 28.05 TCAGTCCTGATCTTCCCAACCCTTGCATTCCCA[A/C]ATCTTCCTCCTTTATTATGCTTTGATCTCTGTCTGCATAGTCCCCACCCAAACAGCTTTT A C 0.85 0.50 0.52 0.56 0.48 0.59 0.66 0.61 0.79 0.54 0.42 0.040 0.001 0.002 0.000 0.0051 1 1
rs966029 3 28.24CAGTTTGGAACATTTTTCTCTTCTGTTCTTTTTAGCTTGACTTGCTCCTGTTG[A/G]TCTTGCGTTTTCAATGTTAATTCCTCTTAAAAACCTTTCTGAACTGTCCACCCCTAGCCACA A G 0.57 0.15 0.14 0.11 0.16 0.41 0.37 0.36 0.11 0.14 0.18 0.118 0.056 0.023 0.059 0.0004
rs1463535 3 28.65 TTTTGTATTCCAAAGACCACCTGGCAGACTCTGTGACCTTCAGGAGCTAATTTA[A/G]GCAATTGACAGAGACCCCAAAGAGAGGCAGCTGGAGAATTAATTCCCCAAAGTCTGT A G 0.40 0.52 0.48 0.48 0.59 0.45 0.64 0.25 0.46 0.48 0.42 0.003 0.014 0.014 0.000 0.0001 1
rs1381397 3 28.74GCAAAATAAAACAGAACAACAACAACAAAAAAAACCATGGGCATGAAACCAGTATG[A/G]AGGAGAAGAGACATTCCCCTAGGCAAATGGAGCCTATCTCCCTGTAATGTTCAAA A G 0.24 0.49 0.44 0.40 0.57 0.45 0.66 0.34 0.46 0.45 0.45 0.025 0.023 0.004 0.000 0.0006
rs736357 3 29.32 TTGCAAGTGGCACTAATTGATTCTTATTAGTCAAAACAAAACAAAATAAAACAAAAGCCAACT[A/G]GGTTAACTAAAGCAAAGGAAAATCTGAAGAGGCAAGCTTCTGAGAAGGA A G 0.45 0.44 0.44 0.40 0.46 0.64 0.88 0.66 0.54 0.39 0.39 0.000 0.118 0.021 0.015 0.0010 1
rs1506298 3 30.05ACACCCTAGGGCAACCTTCAGTGGGTACTGGAGTTGATAAATGTTTCTTTTT[C/G]GAGATGATCTGGTGGGAAATTCTGAAAGTTGTTTTGGAAGCTCCTCAGAAGGTCTGTTTA C G 0.38 0.46 0.48 0.55 0.43 0.68 0.57 0.70 0.54 0.47 0.42 0.001 0.008 0.035 0.034 0.0006 1
rs304838 3 30.78TAGTTCCCTCAAAGGCAACATTAGAAGAGCCATCAAAATGTTCATCTCCCCTAAC[A/G]TGTCTTCCTTAAGCTGTCCTTATCCCGAATTCCCCACATGGATCACCACTCATAAGAA A G 0.62 0.55 0.52 0.51 0.61 0.73 0.61 0.56 0.75 0.44 0.48 0.015 0.008 0.004 0.037 0.0004 1
rs1902342 3 31.77AGAGCTGGCTTTCCAATCCACAACCCCCTTCTCCAAACATCTGAGTGTTGGGGCACAGTCAGTCCTGGTCTC[A/T]CACCTGAACAATTTTGTCTTCTCTCAATGAGCTGCCGACT A T 0.40 0.53 0.51 0.50 0.55 0.23 0.20 0.45 0.75 0.64 0.57 0.006 0.063 0.002 0.034 0.0015 1

rs4796 3 32.50 AATTGCATGAATGTGGCTAATGTGGTTCTCAGAAATTGGTCAGTATGGCCC[A/G]ACATAGCTTCTGCTCTGTCTTACTGACTCAATACCTTTAGGATTTGTATCAGAGTTTGGATA A G 0.43 0.66 0.59 0.54 0.63 0.45 0.61 0.65 0.68 0.59 0.64 0.009 0.005 0.018 0.005 0.0018 1
rs342758 3 32.53ATATCTGTGAAGCTGGATTTTCTTTATAGAATTCAACCAAAACAACGTAACACAT[A/C]AAATTGAATGCAGCAAATATGAGAATGCAGCTGTTCTTCTATCACGCAAGACATTAAAG A C 0.38 0.46 0.42 0.43 0.50 0.36 0.60 0.46 0.46 0.38 0.42 0.001 0.029 0.007 0.001 0.0000
rs1127732 3 33.88 TGGTTCTTGGCGCTGGAGTTGGAGGAGTTGGTGCATGTCCTCCTGCTGGT[A/G]AGGACTGATACGCAGGTGTAGGAATTGAAGGAGCACTAGGTTCTCTGGCA A G 0.26 0.16 0.13 0.21 0.23 0.32 0.67 0.27 0.11 0.10 0.15 0.019 0.207 0.020 0.042 0.0027 1
rs1406568 3 34.41CAAGATTCTAATTTCGTGGATATAGTTATGAAACCTAAAGTAGACTGAGGGAGTTGCCCTAGATCATACAGCATGTTGGTTTTAGAGAGGGAACC[A/G]AATTTAGTCTTCCTAAAT A G 0.62 0.40 0.38 0.33 0.43 0.59 0.53 0.54 0.32 0.31 0.41 0.040 0.016 0.019 0.027 0.0023 1
rs1976146 3 34.79AGTGGTGTTTCCACCACTCCATGCTGTTGACAGGACAGTCATCATGCCTACAGCC[A/G]AGAGGAATACCTTTGAATTCATGGCAGAGGTTTTTAGTCATGTAGATCCCTGATGAT A G 0.76 0.55 0.53 0.59 0.61 0.14 0.48 0.49 0.39 0.56 0.52 0.027 0.000 0.000 0.085 0.0002
rs713144 3 35.06TAGAATACACAGGACAGTAGGAATGTTGGAATAGACCTACCTCTCAGGGAGTTTG[A/G]AGAAAACTGTCTTTACCAAGGCATTATGAAAAATTCTCATGAAGGGAATACCAGCAT A G 0.40 0.74 0.72 0.74 0.72 0.45 0.89 0.52 0.79 0.63 0.76 0.032 0.051 0.008 0.021 0.0007 1
rs1382554 3 35.07AACATGATAGTGAGCCTTAATGTAGGCTGTAGACATTAGTTAATGTGTCAATATT[A/T]GTTCACCAACTGCAACAAATGTATCGAATCAATGCAATATATTAATAATAGATGAAACT A T 0.90 0.76 0.70 0.71 0.82 0.64 0.88 0.83 0.79 0.79 0.71 0.033 0.025 0.028 0.002 0.0000
rs1455326 3 35.40CTACACAAATCCTCAGTTTGGATATTTGTAGGGGTAGAATTTGTCTTAGTATGCCA[A/G]TATTTGCCTCTAAAGTGGGAGTTCATGTTTTTCAGTCAAAGTACTACTTTGTACACT A G 0.71 0.66 0.58 0.67 0.64 0.73 0.30 0.42 0.71 0.58 0.62 0.005 0.064 0.038 0.004 0.0016
rs967672 3 36.79CACCCAGGATCTTAACTAGACCCATGCTCAGAAAGCCCTCCCCAGAACTGGC[A/G]GGGACTGAGATGGATTCCTCTGAAAGATCTCTTGAGGCCTGAGGAGCAACCAGGGAG A G 0.67 0.65 0.61 0.68 0.54 0.27 0.53 0.63 0.61 0.66 0.62 0.003 0.002 0.001 0.040 0.0001 1
rs1392748 3 37.23AGTATCTGTGTCCTGATGATGGTCCTCGGGCTTAGGCTAAGCAGCAGGCTGCC[A/G]GCACTATGTCCAAATCACCCAGCCCCCAGTGACAACTGCCCTTGTGGTCATCTAATGC A G 0.93 0.58 0.50 0.55 0.63 1.00 0.88 0.80 0.61 0.52 0.52 0.093 0.045 0.034 0.164 0.0000
rs883523 3 37.27 TCACAGAAAAAAAAAATAGGCATAAGGAATGTGTTAGCCTTCCAGGAACCGTATAAA[A/G]CTTCACATACAGAGCTTCACAAAATTTGAAAGCTGAAAGATGTACAAAAGTTTGG A G 0.55 0.58 0.51 0.59 0.64 1.00 0.85 0.80 0.64 0.52 0.59 0.001 0.032 0.025 0.156 0.0013
rs267538 3 37.55CTGGCTATGAGATGCCACGTAGAGTGGCAATAGTGAAGTGCAGGCCAGAGG[A/C]AGGGCTGTTTCTATGGTGGCCCTGAGGGTTACTGGGAAGGATCAGGGTTGCGCAAGGG A C 0.24 0.42 0.40 0.40 0.48 0.09 0.04 0.36 0.68 0.42 0.38 0.025 0.128 0.000 0.073 0.0011 1
rs2226462 3 38.03ATGTTCCTGCAGGAGGCCCCCTCCCCAAATTTCTATGCCCTATGAGTTGCCATCT[A/G]TAGTTCTTTGGGAGATGATGGGGGCATCATAAGGTAGTTCCTAGTCATGGAAAATA A G 0.90 0.71 0.71 0.65 0.59 0.59 0.45 0.86 0.68 0.75 0.68 0.032 0.031 0.037 0.005 0.0006
rs762318 3 38.48 GAAGACCGAAATCAGAGGAAGGTGGGTAACCTTACGGCCAGAGGTGGTAACTT[A/C]CGACTTACGCTAAGCCTAGAAGCCAAACACATTCAAGGGTGTGACATTATGGTGTGG A C 0.10 0.63 0.63 0.59 0.68 0.55 0.61 0.66 0.57 0.54 0.64 0.159 0.002 0.000 0.006 0.0003 1
rs1405796 3 39.66 AATTCTGCCCATTATGGCCCAAAGATCCTATATGGAAAACCCAC[A/G]TCCCTACTTGTGTTCCCCACAACCCTCTCTTATAATAAGAAATATTTATTTTGAGGTTAG A G 0.03 0.16 0.13 0.10 0.15 0.00 0.15 0.08 0.07 0.14 0.10 0.042 0.003 0.016 0.078 0.0031 1
rs1405793 3 39.72CTGCCAGAAATGATAAATACATGGTTAAACAGAAAAGCTTTTCTCATTCATAACAGA[A/C]CAAGAATAATAACAGTGTGGTGTGGGATATATAGCTTATATAAAAATAAAGTGGGTA A C 0.33 0.83 0.74 0.78 0.59 0.86 0.86 0.73 0.86 0.76 0.72 0.090 0.012 0.000 0.015 0.0009
rs1996562 3 40.10CAAAAGGGAAATGGTAACAGTCTTGTTTCATAGGGTTGTGATAAAAATTAAATAATC[A/G]GCTATTAAGACTTATTTCTTGAGCACCTATCATGTACCACAAACTGTGGAAAACAA A G 0.88 0.66 0.75 0.73 0.66 0.77 0.84 0.71 0.86 0.71 0.80 0.011 0.019 0.000 0.001 0.0011
rs749932 3 41.34AATGCAATCATCATAATTTGAGGAATATAGGACCTTAAATCATAAGACCTGGATCT[A/G]AGACCTGAATTTGCTGTTGATTCATGATGCGGCATGTAGTCTCTCTGAGCCTCAGT A G 0.19 0.58 0.59 0.62 0.66 0.82 0.55 0.29 0.57 0.53 0.52 0.109 0.004 0.102 0.014 0.0056 1 1
rs1495704 3 41.46AATTTACAAGAAAATCTTTTACAGATTGTCATCAAGGTATCCTGTAA[A/G]AGTAACTATCAACTACATCTCAAAGAATTACAAAAATCTACCACTATGGAAACTGAAATAAGAAACT A G 0.50 0.54 0.55 0.55 0.52 0.36 0.53 0.26 0.50 0.46 0.47 0.006 0.034 0.028 0.020 0.0061
rs1995137 3 42.09GCCTGCCTGTGGCCAGCGCTCAGTGAACATTTGTTGGGTGTATCAATTGTGTC[A/G]ATTTGTGCAGTGAGTACTATTATCCTCTTTGTGTAAGTGAAGAGTCTAAATCTCGAAAG A G 0.39 0.43 0.40 0.41 0.45 0.64 0.29 0.33 0.32 0.39 0.41 0.000 0.007 0.000 0.023 0.0001 1
rs477078 3 42.33ACAGACTTGCTGTAGGGATCAGAATCAACTACTGCCACCTTAGTTGACCCATAGAC[A/G]TGCAGTTAGGAGCCACAATAGCCACCCTGGCCACCACAGCCTAGAGTGGAGGCA A G 0.73 0.44 0.35 0.39 0.39 0.59 0.44 0.51 0.46 0.33 0.27 0.085 0.007 0.011 0.036 0.0034
rs697342 3 42.44GGGGCAATTAGTTTTCATAGAAAGGAGAGGCTTCCCATTTACAGAGTTGCAATC[A/G]CAGCAGTTTTATTTTTATGAACCTTTCATTTCCTCAATCTCCAGATTAATTTTTGCAATG A G 0.88 0.55 0.64 0.59 0.64 0.50 0.42 0.38 0.39 0.55 0.65 0.048 0.017 0.032 0.009 0.0001
rs339681 3 42.76GAGGACTTTGGACTTGATTGTCCTGTGTTATGTATATACCCATTGAGCAATTC[C/G]CAGATGGCTAATAAATAAGAAAGTATTATAGATGTCACCAATCACGGAGAGCAACAGGG C G 0.55 0.18 0.22 0.20 0.20 0.41 0.41 0.34 0.21 0.23 0.21 0.086 0.057 0.040 0.048 0.0000 1
rs1351631 3 43.48 CTAAGTTCCACAAAGTGATCTAACTCAAGATTTCTTGGGAAGATGGTGAAGTA[A/C]GGGAAAAAACCGATAAAAACTACAAAGAAAAAGGAAAGTAAGGAGAAAACTCCATAAAC A C 0.73 0.42 0.42 0.44 0.46 0.18 0.43 0.39 0.29 0.48 0.51 0.032 0.003 0.009 0.058 0.0035 1
rs737516 3 43.52 AGTAAGCACCTCACTACTATCCTTGACTTCAGTTTCTTTCTCTCCAGTCTAAT[A/G]TGTGTGAAGCACGGTTCTGACTATATCCCTTGCAAGCTGAAAAAGCCTTTGCTGGTTTCC A G 0.70 0.42 0.42 0.44 0.46 0.18 0.42 0.39 0.29 0.48 0.51 0.028 0.002 0.007 0.054 0.0039
rs1013758 3 43.59AATGAAAATCAAATTAAACGTAAGATCTGGGGAGTGTTTCTCATGAAAGCCCTG[A/G]CCACCTTTCAGTCTTGAGGGGTATCACATTGGGCAGACTAAAGCCTCTCCTCTCAATT A G 0.11 0.57 0.57 0.56 0.54 0.73 0.25 0.58 0.71 0.51 0.48 0.108 0.027 0.005 0.028 0.0037
rs954282 3 44.71CTAGCCTTCTATTCAGTGCCCCCCTAAATGCATACACTTGTATTTCTTTCGTAG[A/G]TATTGTTAGGAAGATACACACAAGTAGCATCCCACCCAAGGACAACTGTGAAAGACCCA A G 0.53 0.51 0.57 0.48 0.61 0.95 0.67 0.72 0.57 0.56 0.60 0.004 0.000 0.002 0.080 0.0002 1
rs2056321 3 45.04 GAAAATGCTTTTTGGATGAGGACAGGCAAGCCACACAGCTAGGCCAAAGGCAA[A/G]TTAGGAAACTAGGGCTTCCTCTAACCTCTAGGGTTTTCTTAAACCAGGTTGTCAGTGG A G 0.28 0.48 0.59 0.59 0.43 0.05 0.45 0.26 0.38 0.51 0.49 0.051 0.008 0.052 0.200 0.0052 1
rs1860264 3 45.88GACACCGCGACCTTCAAGGGCTATTCATGGTAACTGAATTTAGCAAAAATGACT[A/C]CTTTCTCCTCATTCCTGTCCTTTAAGGGTTTTGATTACTAACTGCGACACACGAAGAA A C 0.19 0.56 0.64 0.65 0.72 0.73 0.93 0.41 0.71 0.64 0.58 0.160 0.043 0.044 0.000 0.0049 1 1
rs737452 3 45.99TCCTACGTCCTTTCAGAACCTCTCATTCTTCCCTTAGATATCCAGTGCAAGGTT[A/G]TAATGTTTGCTGGCAAAGTAGATAGCAAGACTAGAGTTGGCTGTGGTGGCAGCCGGCA A G 0.10 0.41 0.39 0.35 0.59 0.68 0.86 0.40 0.57 0.39 0.42 0.066 0.122 0.000 0.041 0.0001
rs1520483 3 46.47AAAAGATACAGGGCCCAAGGTCTCCCATCTGCCAAGCTATTGTCCAAGCGTGA[A/G]TTGATGTCTCAGGAAGGCCTTTTCTGCCTTATCCCACCTGAAGCCAGTTCTACTCAGA A G 0.12 0.39 0.42 0.27 0.46 0.32 0.32 0.40 0.50 0.39 0.41 0.070 0.012 0.008 0.013 0.0005 1
rs1402152 3 46.54TGAAACCCACATTGAGTTCTTTCAGGTTCTTCAAACAACCTGTCAGCAGAAAAAGTT[A/G]ACATCCATTGAATAGGTCGTTTAAGGTCTTTTAAGAACAAAAAGCAAAACTAAGAA A G 0.64 0.58 0.69 0.72 0.66 0.73 0.92 0.60 0.42 0.59 0.63 0.001 0.036 0.003 0.001 0.0057 1
rs1014228 3 47.61TATGCTTATGATTTTTATACTACTTTCAGAGATCTGGATTTTCATTTTCCTGCAT[A/G]TTCAGGTTGATTTTCTTTATCATCCCTGAATTAAATTAATTTAGGATAGGCTTCATTCTCT A G 0.36 0.67 0.67 0.61 0.69 0.55 0.17 0.46 0.82 0.63 0.67 0.049 0.165 0.032 0.012 0.0000 1
rs319682 3 47.88CCACAAATAAAGGCCTTAAGTATGGTGTGAAGAACGCTAAGGCTGGAATCAGGG[A/G]AAGTGGTTCTGCTACCAGCTCTGCTGGAAACATGTAGGATTTTGGCCAGAGGATTCC A G 0.35 0.75 0.71 0.61 0.74 0.64 0.64 0.55 0.79 0.66 0.69 0.059 0.003 0.015 0.002 0.0005
rs1865741 3 49.32AGTGCAGTGGTGGGATCGTAGCTCACTGTAAACCTTGCTGAGATTTTTAAATA[A/G]GTTATTTTTAAACTTCTTTGGATCTACATTTCCTTATCTTCATTATCATAGACAAATGGGC A G 0.50 0.49 0.49 0.34 0.43 0.10 0.00 0.08 0.54 0.51 0.50 0.000 0.216 0.127 0.102 0.0003 1
rs1049256 3 49.72TTCCTTCATGCTTTCCTCAGCAGAACACTTCCACTTCTGAGGTGAGCTTTTGCCCC[A/G]TGCCCTTCCTCCACAGGTGTTGCCTTTTTATAAAGACCTGATAGCAGAATAAATTGG A G 0.40 0.43 0.46 0.50 0.55 0.32 0.05 0.30 0.43 0.35 0.45 0.000 0.137 0.017 0.011 0.0004

rs7061 3 50.07 TTCTTAATCGAGTTCTTTATATCGAGCAAACATGACTCTTCGAACAGCATCTCG[A/G]TAAGTCTCGTTGGACTGTCTTTTGCTGGTTCTTCCTGAGGCTCCAACACTGGGGCCCC A G 0.67 0.57 0.55 0.60 0.57 0.73 0.98 0.88 0.57 0.64 0.53 0.004 0.169 0.076 0.019 0.0005 1
rs1005678 3 50.17GGTGGGCAGCCAGGGTAAGAACAGGGCATCCAGGCTCCATGCCAGAGTCTGC[C/G]GGCTGTCCCAGATATACCCGGTCACACCCCTATCTGCTCATTAACCCTTTTAAGCCC C G 0.45 0.64 0.59 0.61 0.61 0.50 0.27 0.85 0.57 0.64 0.60 0.013 0.047 0.037 0.004 0.0001
rs11235 3 52.70GTTTTTACATAATGGTTTTGTTAGATTTATTTTTCCATCAGTGAAAACATTTCTTAA[A/G]CACAAATTTCATTTCCATTTAAGCAATTTGTAAGCAAAGTCCAGGTCCATTTAGTTTTT A G 0.69 0.60 0.60 0.65 0.52 0.32 0.75 0.24 0.54 0.63 0.69 0.014 0.010 0.082 0.038 0.0053 1
rs3617 3 52.79GCTCTTTGTCTCTCCTCCAGACAAAGGAGGCCCTTCTCAGAATCCTGGAAGATATG[A/C]AAGAGGAAGACTATCTGAATTTCATCCTGTTCAGTGGAGATGTGTCCACATGGAAA A C 0.69 0.51 0.48 0.54 0.45 0.32 0.75 0.28 0.54 0.54 0.59 0.043 0.043 0.013 0.008 0.0088 1 1

rs312482 3 53.48AGAGGGAAAATTGGGTCCTTTGCACACCAGGAATTCTAATTAAGGAAGATAAACAGA[A/T]CCTGAAGGCTATATGCAGAACATATCCTTAAACAAACTGTGTAGTTGGGTTTGAAT A T 0.00 0.51 0.47 0.48 0.52 0.27 0.31 0.48 0.71 0.49 0.44 0.183 0.012 0.001 0.015 0.0003 1
rs893367 3 53.87TAAAGACACGAAGCTACTGTTTACGTTTCCCCTATGGGAAAGCGCATAAAACAT[A/C]CCAGGACTTTCAGGGGCTGCTGATGTAAATTCCTATTAAGAAGTTCCAATGGGAAGGG A C 0.76 0.40 0.42 0.46 0.50 0.95 0.94 0.77 0.43 0.39 0.45 0.066 0.196 0.087 0.201 0.0006 1
rs2030395 3 54.56ATAACCAGGTAGAAAACGGGTCCCACAGAGGGCTATAAAAAGATGAACTGGTCAAG[C/G]CTCACAGGAAAAGGGATGACTGTGCAGCCCTTTGATCCTCTGCCTCCTGGGAGA C G 0.65 0.41 0.44 0.56 0.46 0.77 0.39 0.45 0.68 0.42 0.39 0.013 0.010 0.003 0.031 0.0013 1
rs920891 3 55.23GCAGGTGCTTTTTAAAAGGCAATGATTTTGTTAGACA[A/G]TAAAAAAAGGTGTGTTCTGGAAGCCCTTTGTGTCCAGGCCCAGATCCTTTTGACCACATGACAATCCAGTCACCA A G 0.35 0.26 0.33 0.35 0.30 0.14 0.13 0.29 0.32 0.30 0.31 0.004 0.014 0.004 0.008 0.0000 1
rs1392702 3 56.79GCTGGATCTAGACTATAAAATATGACTTATTTTCCTCGTATGGGGATATCCTG[A/G]TGTGAGAAATAAGGAAGGGGTTGGAATAGTTTTGGAAATAGTTGGTAAATATTTTTCAGA A G 0.88 0.39 0.47 0.40 0.41 0.86 0.35 0.54 0.21 0.60 0.58 0.111 0.000 0.019 0.134 0.0068 1 1 1
rs536036 3 57.28CTTGTTTTTTACATGTGGTTTAGCTCTTTTTGGAAACATGATCTCTTTTCTTCA[A/G]TGCTACATTCATCAAATTTAAAGGATTAAATATTTTATTCCTGGAATAAAATGCTTTTGCAG A G 0.74 0.65 0.63 0.67 0.61 0.91 0.86 0.55 0.68 0.58 0.59 0.003 0.013 0.010 0.031 0.0011
rs844438 3 57.93 GGCAACTTCAAATTTCAGCTCATCTTTCTAGGCCATGTCTAGGTGTTCTCAG[A/T]GCGAAGGTTGACTTGGTATGTCCACCAGGGTGAGAAGCAGGAAATATTTGCCCCAAACC A T 0.64 0.65 0.60 0.70 0.69 0.55 0.59 0.49 0.50 0.58 0.51 0.000 0.002 0.011 0.006 0.0061 1 1
rs1444185 3 58.64AATTAATACACAATTTATCTTTTCCTTCAGGTTATTTATTTCTCAGTCAAAACT[A/C]TTGGTTGCCTGCAAGAAACGGATGCTGGCCCTGTTAAGCATAAGGGAATTTATTGGAAG A C 0.36 0.59 0.61 0.57 0.55 0.73 0.42 0.65 0.64 0.67 0.68 0.043 0.025 0.000 0.004 0.0009 1
rs1472653 3 59.54GGAACCCTGGTGAAGCCTAGAACAAAGTGAGGCAACCTACAGGGAGAGCAGA[A/G]AATGATGTGGATTCATAAAGAAAGAGAGACAAGGGAGAGGGAGAGAGTGCTGAGTTC A G 0.57 0.41 0.44 0.49 0.30 0.32 0.18 0.26 0.29 0.48 0.53 0.007 0.037 0.016 0.008 0.0028 1
rs1447971 3 60.42CTTAATGACATAGCACAAGACATTACTTATGTGTTTGCAGTGATGCTGGTATAAAT[A/G]AACCTGTGCTGCCAGTCATATAAAAGTATTGCATATTAGGTACAGCAGGGGTCCCC A G 0.64 0.32 0.35 0.29 0.39 0.59 0.73 0.56 0.18 0.38 0.46 0.033 0.073 0.018 0.026 0.0044 1 1
rs1898752 3 61.04GGATGATGGAGAAGAGGGTGCAGGCTTAATTGAGCTTGACGTAGTGGGTCGTTGGGATGTAATGGTGTAAGAAAAATAGTTCTTGGTAT[A/T]TGTACCTGCTCAGTATCTGTACT A T 0.83 0.57 0.55 0.44 0.59 0.95 0.85 0.59 0.68 0.54 0.42 0.043 0.051 0.002 0.118 0.0081 1
rs748325 3 61.44 ATACAAGTTAAGATTTCTGAAACAAAATTAAGCAACAACAAATTACATTATTAT[A/T]ATGATTATTACTGTAAGGGTTAACAGCATGGTGCTCTTTAGTCAGCCTAGCAATGTACAA A T 0.29 0.64 0.61 0.66 0.73 0.82 0.70 0.55 0.79 0.70 0.47 0.054 0.007 0.000 0.029 0.0139 1 1
rs1320173 3 61.48AAGATGACTCGAAAGTGGGGGATTCCTGCCATCACCACATGATAGCATTTGTCTTGG[A/G]ATAAACCACTCATGTAAAATGTTATCAAAGTGCCTAAAATGACACAGAATAGCGA A G 0.74 0.54 0.55 0.59 0.46 0.32 0.63 0.44 0.39 0.47 0.63 0.023 0.004 0.002 0.022 0.0044
rs624228 3 61.69GATTGAAATGATTTTGAGATTTCAAATATACATCACTAATCAGTGTTTCTTTT[C/G]TGGGCATTGTGGGCCTTGGAGGCTTTCTTGTTTCATATCTTCTGGCACCACAGGTGACTG C G 0.29 0.42 0.43 0.55 0.43 0.18 0.16 0.41 0.36 0.44 0.47 0.015 0.061 0.001 0.043 0.0000 1
rs1528198 3 62.36 TGGGGCTTAATCACATTGGGCTCATTATTTATGTATCTTGAAGAAAGAAATGGTC[A/G]GAACTGAGAAATTCAGGTACATAAGAGAGCCATTCCTTTTCTCTTACATATCACAGTT A G 0.24 0.29 0.24 0.22 0.34 0.27 0.48 0.18 0.36 0.27 0.23 0.001 0.043 0.002 0.004 0.0005 1
rs1534724 3 62.39 CATAATTAATCCATAAACACTTAATGAGTACAGATCAGGGCACCCTGCATTTTG[A/C]TATAGAGTCCACTTACTGCCCTCCCATCTTTATAATAAATCTGAACCTAGCTTGCAGGA A C 0.81 0.52 0.54 0.51 0.57 0.41 0.31 0.53 0.46 0.58 0.64 0.045 0.027 0.000 0.010 0.0050 1
rs1374679 3 63.03TCATGATCCCCATCTCTGGCTATCAGGAATGACTATAATTCATTAGATATTGAA[A/G]TTGCCTGACAAGTCCTTAGTCACACTCTTAAGCTTTTGTCTCAGCTGGTGGATGAGAAA A G 0.81 0.57 0.55 0.53 0.52 0.77 0.64 0.55 0.65 0.56 0.66 0.037 0.004 0.000 0.023 0.0041 1 1
rs1874925 3 63.15GCCAGAAATGTCCAGTTATTTCCATAAAAAGATGTGCAACATCATATTTCAGAT[A/G]AGGGTATTTTCTAACTGAGGCAAGTAATACTTTGCATACTCCTATCAGCAGGTAACAAA A G 0.23 0.55 0.49 0.52 0.48 0.36 0.76 0.49 0.43 0.49 0.47 0.042 0.042 0.000 0.010 0.0001
rs1403699 3 63.37CATGTCTATTAAGGAAGAATTGTTCCCTAGGGATTCCAAAGATGGCTAAAATGTTGCAGTCCTAAGATGGTGCCAGTCCTGGTAATAC[A/G]CAGAGTGAGCAGAAGTGCTAAGA A G 0.74 0.43 0.46 0.45 0.46 0.82 0.46 0.59 0.57 0.49 0.43 0.047 0.000 0.021 0.077 0.0015
rs935794 3 63.39AGTCCCCAAATGCATTCCTTTGCACCTGAGCAGTG[A/G]GCTCCCCATTTTAAATCCACTTGAGCCAATAAAATTCAGATGGATTTTATAGGGGGAAAATGCAACTGACATAGAAT A G 0.67 0.69 0.68 0.72 0.70 0.59 0.41 0.79 0.82 0.68 0.69 0.001 0.059 0.014 0.008 0.0002
rs1376478 3 63.40ACCAACAAAAACTGCCTTTTATTTTCT[A/G]TCAGAGTTGGTGGGTCCAGAGAAGCTCTCCTCTTTGCAGCGGGGCCTCTGACCTGGGCTGTCTTGTGGGTGGCCTAGCTGAGTG A G 0.26 0.33 0.41 0.38 0.34 0.41 0.34 0.38 0.32 0.36 0.39 0.021 0.005 0.005 0.001 0.0006
rs744414 3 63.42GGAGTTATTCTGGACAGGAGGTTATACCTGGGGGGGTGTTACATTTAAGCTAA[C/G]ACCTGGAAGATGAGTGAGGGGAAGCCCCGCAAAAAATGAGAGTTGAAAGTAGGATCC C G 0.55 0.53 0.56 0.65 0.57 0.50 0.69 0.54 0.61 0.55 0.55 0.003 0.007 0.003 0.004 0.0001
rs1390436 3 63.52CATGGCTTGTAAATGGTTGAGCCAGAAGTGAAGTGAGAACTGTGAGGTCCAGG[A/G]CCTACGCTGGTAATCACCACCTTACACTATCCCAAGGGAAGACAGGAGGTGGTGATT A G 0.45 0.47 0.51 0.51 0.50 0.68 0.83 0.45 0.54 0.46 0.58 0.001 0.070 0.002 0.022 0.0019
rs853276 3 64.25CTACCCCCATTACCACTTTTAAATGAGATAATTGTGTCTAACATAGGAGTAGATGG[A/C]TTTGATCCTACTACTCCCTCAGGCTCCAAGAATTGGCCCCCGGCCCTAAATCTGGC A C 0.79 0.24 0.25 0.16 0.18 0.95 0.84 0.47 0.21 0.31 0.31 0.146 0.169 0.010 0.298 0.0013 1
rs894741 3 64.38 TATGGGGATTTTCTTGAGTGATCATATACCCTTTACATTTTTGTTGTCACCCAC[A/G]CTTTTAGGTAGCAAATGTGGGGTTTTTTAGAATTTCTAAAAAGAACAAAAACAAAAAAAC A G 0.38 0.46 0.46 0.45 0.48 0.05 0.49 0.46 0.61 0.51 0.55 0.005 0.000 0.001 0.129 0.0042 1
rs877523 3 64.79CCCCAGCCCCCCCAAAAAGTATTGCATATATATCATGTTGAGTGTTTTTTCTTCC[A/C]CACCATTTAGGATTTTGCTGTTGGCTAGCTGGGTGTACAGAAGCTCTGAATTTGAGAA A C 0.38 0.51 0.52 0.54 0.61 0.23 0.32 0.63 0.46 0.47 0.45 0.010 0.016 0.010 0.044 0.0022 1
rs1983357 3 64.95ACTAAATTTCTATGTAAATTCATAGAAAAAACCTGGATAAAAAGCTGGACATTTTGT[A/C]TAATAATAAGTAGATATCAGAGTGATGCAGCTCCTTTTGAGTAAGGAGGCAGATCT A C 0.69 0.82 0.85 0.78 0.84 0.86 0.58 0.81 0.82 0.70 0.77 0.009 0.033 0.001 0.002 0.0044 1
rs1864509 3 65.90AGTGACATCCTAGTTTTCTTGGAATTGTTTGTACTTATTGCTTTATTAGAAACC[A/G]CCCTATAGTCAGATGTCTTGCCCACCCTTCTTCAGTTCTTTTCCCCCAAGATGTCAAAAC A G 0.62 0.43 0.45 0.40 0.36 0.50 0.03 0.77 0.50 0.55 0.51 0.020 0.109 0.078 0.005 0.0027 1
rs332364 3 66.32TAATTTTGTGTAGATGGAAGTGGCTCCTAATGTATCACTTTACATGTTAGAGTGCCA[A/G]TTAAATAACACTATTTTGTAATGAAGATAATGGCAATGTCAAATTAGTCTGTAATTC A G 0.38 0.82 0.81 0.81 0.75 0.32 0.31 0.52 0.68 0.80 0.87 0.080 0.119 0.037 0.116 0.0054 1
rs783512 3 66.38ATGAGGCCAGGGGTCCATGAAGGAGCCAGTGCAGGGGTTAGGCTGCGCAGCAGGAG[C/G]GGGGAGGGTATTTATCCAAATACCAACTGAATTAACTGGGAGCACATCCACTG C G 0.25 0.53 0.56 0.51 0.50 0.09 0.27 0.36 0.54 0.61 0.61 0.029 0.033 0.017 0.114 0.0037
rs1490265 3 67.39GGCATGTGGGCCAAAAAAAAAAAAAAAACAAACTCTACTTGTCCTGACTTGATAA[A/C]TAGGCATAAGAAAATCCTGTATAATTAACATGAAGAACGAGATAATGAAGAGAATTCA A C 0.88 0.63 0.70 0.67 0.71 0.64 0.81 0.60 0.54 0.83 0.70 0.026 0.027 0.000 0.027 0.0007 1
rs1463233 3 67.60ATCCA[A/T]CTCTGTGTTGCCTCCCAAGCCTGTGTGCCTTACAATCTTTCCGGCCCTTTGTTAAATTCTATTAAATGACCTCACAAAATCCCTGTCTTCCTGACTGGCCCTTACTGA A T 0.64 0.50 0.44 0.51 0.43 0.45 0.05 0.35 0.50 0.49 0.55 0.010 0.130 0.003 0.000 0.0063 1 1
rs262180 3 68.35 ACTTACTTTTATCTAAACCCAAGGGAAA[A/G]TGAGGGGCAACACATTTGTGGAGCAGTTACTATTCAGAAGCAAGGCAGCATCACACAAGAATGTATTCTGAATTCGTTGCTTAT A G 0.40 0.46 0.36 0.37 0.45 0.00 0.33 0.10 0.46 0.41 0.35 0.000 0.004 0.086 0.150 0.0001 1
rs1463957 3 69.03 TATACCTAAAAGTGAAATTTTCTATATCAAAGAGTATGTAGATCCCCAACTAG[A/G]TATTGCCTAATTGTTTTCTCAAGGGGTTTCTCAACTTACACTCCCACTAGCTATTTGGTTG A G 0.83 0.61 0.69 0.61 0.55 0.39 0.59 0.71 0.50 0.62 0.67 0.010 0.007 0.000 0.039 0.0001 1
rs736333 3 69.56CTATATAGAATGTACATCTGTTTATAAATGTATCAATGTCTAGAGATAAACATACCTA[C/G]CTATTTTGGTGTTTCCTGTGGGAGAAGCAATTGATGTTAGGAGAGGAAATGAAGG C G 0.43 0.58 0.55 0.59 0.46 0.50 0.94 0.50 0.50 0.41 0.49 0.009 0.083 0.015 0.004 0.0019 1
rs874947 3 69.68 TACAAATGTAAACTTCAAAGTTCTCACCCACAAAATCTGATATCATTAAGAGTCT[C/G]GCCTAATTTCTTTCCAACACCAGGACAATGGCATGAGAGATATTTGTATAACTGATGA C G 0.45 0.48 0.48 0.49 0.45 0.18 0.06 0.27 0.54 0.53 0.51 0.001 0.088 0.017 0.036 0.0005
rs1996818 3 70.25GAGAAGGGAGCTCGGTAGATAAATATTTTATAAATTTGCGTAGGGCTCCCTTGAGTCTTTTGCTG[A/G]ATACCATCTACATGTGTGAAGTGAAACCCTATGAGGCTAGGCATGAC A G 0.69 0.49 0.47 0.52 0.44 1.00 0.76 0.76 0.61 0.46 0.51 0.019 0.045 0.060 0.231 0.0009 1
rs1008411 3 70.38CCTTCTCAAACTCTGTCTTCCCCAACACTTCCCCAACACTGTCTTCCCAACAC[A/G]ATAACTGGAGATGATGTCTTTGCATTCCTGCTCCTTGTAAGAAAAAAATAAATCAGCGTT A G 0.03 0.16 0.19 0.19 0.17 0.00 0.00 0.13 0.18 0.18 0.18 0.077 0.113 0.024 0.113 0.0018
rs1019374 3 70.40 TGCAAGCAGGAATAATAATCCCATCAAAATAAAAAGCCCA[A/T]GCAAGTTAACTACAATATTACTAGGTCAGAGATGTTCAAATACCCTTTAGGAAAAGTCTG A T 0.90 0.64 0.67 0.66 0.75 1.00 0.99 0.80 0.68 0.67 0.65 0.020 0.082 0.000 0.082 0.0020
rs1491607 3 70.51TTCAAATTTTCTCAGAAGTAAAAGATAGCTGAGCCACTTGAATCCTTCCTGATTCC[A/G]AAACTACTGCTTTTTTTCTTTCTATCATGAAGGACTGGGTCCTATTCACTTTTACATTT A G 0.64 0.68 0.64 0.68 0.82 0.18 0.68 0.42 0.75 0.61 0.62 0.000 0.000 0.016 0.124 0.0003
rs1002200 3 70.79 AAGGGAACATGCAGCATAGGCATAGTTTTTAAAACCATTCAGGAAGGTTCAGTATCATTCACAGATTTATTTATGGCCA[A/T]GCCACACACCTTTGTGTTCAACTTCATCCAATCC A T 0.69 0.56 0.57 0.53 0.52 1.00 0.97 0.67 0.64 0.52 0.51 0.008 0.116 0.000 0.157 0.0017 1
rs17108 3 71.45TCCTCTTGCTCTTGTTAGAGACACTTTGGTTTTCAGAGACAAATAAGAAAAGGTGAGGGCCTTTAT[A/G]TATCACCAGAGCCTTGAGCTAGTGTTGCAGATACAGCTTTCTTCCTG A G 0.38 0.32 0.35 0.40 0.43 0.00 0.01 0.35 0.36 0.44 0.42 0.001 0.164 0.002 0.164 0.0011 1

rs1024008 3 72.60GCAGCAAAAGTGACATGGCGCCAGTTCTCAGTTGACGCCTCAAGAGACTTC[A/G]TGCTCTTCTGTGCTTGCTCTTGGAACCCTTCCACCACCAAGTGAGCAAGCCCAGGTTGGC A G 0.55 0.52 0.53 0.54 0.45 0.14 0.28 0.39 0.43 0.40 0.51 0.002 0.054 0.026 0.128 0.0015 1
rs1388276 3 72.93 CACCCTTGATCAGGCTCTAGAAGGGCAAAGTCATG[A/T]GGCATTTTCCTCTCTCAAACGTGACCACATAGGTCTGCTCCTTCTACAAGGGCAATTTCT A T 0.26 0.29 0.28 0.33 0.39 0.45 0.05 0.41 0.11 0.36 0.27 0.000 0.049 0.006 0.014 0.0002

rs7064 3 73.35 TCCACAAACCGTCTCCATCCACAACTTTCCTGTACATGCAAATTCTTTCA[A/G]TGGGCTGCAATATTTGCAAACATGCTTTAAACTTCCATAAAGATGCAAGA A G 0.48 0.80 0.75 0.56 0.86 0.20 0.19 0.76 0.71 0.73 0.77 0.000 0.036 0.000 0.016 0.0048 1 1
rs1441443 3 73.84GTCAGGGAGAGAGCAATACAATCAAACACTCAAACCAAACCTAAGAGCCATTTATT[A/C]AACTCAGCTTTATAATAATTTTTGATTATTGATGAGAAGTGTATTGCCAGAATAAAG A C 0.55 0.61 0.56 0.76 0.52 0.73 0.80 0.45 0.57 0.58 0.50 0.037 0.188 0.001 0.153 0.0009
rs36003 3 74.17TTCTTTCCTTGTACTACCAGATTTGATGTGTATGGCTTAATAACGCAAGTAGAC[A/G]TGAATGTTAATAACTTCACAATTCATTGCTTTGCTATTTTTTAATGCTCATGAAATTTAGA A G 0.48 0.55 0.56 0.67 0.54 0.68 0.95 0.46 0.46 0.54 0.55 0.033 0.042 0.002 0.110 0.0000 1
rs931582 3 76.15GACTATTGTGAATTACATTGTGCTCTCTTACACTTAATCTCTGCTTATCACTCC[A/G]CGACCAACCAATGCCCTTTGAATGACTATAGTACACCTAAAGTCAGGAGGCGCAAATTA A G 0.71 0.60 0.62 0.35 0.61 0.77 0.97 0.77 0.61 0.59 0.58 0.012 0.029 0.000 0.013 0.0013 1
rs1562499 3 76.52TCTTTCAGGGATTGTAATTAGAGTGAGAAAGGGGTCAAAACTGCATTGAGAAGGAG[A/C]AACATTTTAAGGATGGGCAGAGGAAGACAAGGAAGGAGCAGACAGTGTGGCAGA A C 0.83 0.52 0.57 0.55 0.59 0.45 0.45 0.50 0.54 0.57 0.54 0.001 0.024 0.007 0.009 0.0003
rs1470569 3 77.45ATGAATAAAACACAGTTTTGCCTGGTAAGAAATGATATTAGTGGTCACTGAACGTTA[A/G]CATTGAAAGCCCACAAGTATAGCTCTTCTATTTAAAGAAACACTCATTGCTATTTTT A G 0.30 0.53 0.49 0.57 0.43 0.55 0.64 0.46 0.50 0.48 0.55 0.002 0.129 0.004 0.013 0.0000 1
rs876675 3 77.60AAGAAATTACAGGCTTATTCCTGAAGACAGAAACAAGCCTTTATGTTTACTTTCTA[A/G]CCCAAACAGAGTGCAATGAGCTGCAATAAATAAATATGTTGTATTTTATTACAATCAA A G 0.26 0.20 0.22 0.52 0.05 0.36 0.25 0.23 0.32 0.17 0.20 0.001 0.001 0.005 0.000 0.0010
rs1913081 3 78.36ATCAGAGAAATTTTGCATGGTTGTTCATTGTTATAGATTGGGAATGTATTCTGGT[A/T]CACATCTAAACAGCAGAAAGAGATAATACTGGTAATGCAGTGTGGAGTAATTATTTAAA A T 0.17 0.34 0.31 0.60 0.43 0.27 0.34 0.38 0.25 0.34 0.35 0.008 0.113 0.015 0.019 0.0005 1
rs1383407 3 78.83CCACTTGGAAACCCTGCATGGCATAGGACAAGAGTTCAACAGAGAGTTGTGGAATT[A/G]ATGAGTGATTTACGCACGTTGAGAAAAAAGGAGGTTTGAGATCAAAGCAGTTCAC A G 0.48 0.39 0.42 0.61 0.43 0.40 0.06 0.49 0.36 0.39 0.45 0.039 0.008 0.000 0.005 0.0013
rs189022 3 78.90 TTAGATAAGAGGATTTGTTTAAATAATCTTTCAGTTCTCCAGTGTCTAACCATAA[A/T]GGAAGTAAAGAGAAAAAGGTAGTGAAAGCAATAGCAAAAACAATTGAGACTTATGAAT A T 0.33 0.36 0.39 0.44 0.38 0.27 0.07 0.41 0.43 0.38 0.43 0.015 0.014 0.001 0.001 0.0039
rs1905343 3 79.93CCTTTGTAATCACTGCATTTACATTCATCCAAGAACAAGACAAATCTGCTGTGTTCT[C/G]CCATGGGCAGCAGAAGTTATAAAAGCAAACACGGTAGAACCAGAAGGATGAAAGA C G 0.67 0.75 0.74 0.23 0.63 1.00 0.98 0.79 0.68 0.66 0.72 0.001 0.002 0.001 0.012 0.0000 1
rs2061719 3 81.17ACAATGGGGTTGTGAGGTGGCTTCACAATGAGGCAGTGAGGTGGGTTCCTTCCCT[A/G]TAAGTAATTAGCTCACCTGTTCTCATCATGACCAAATGAGAATGCTTGACCAAATGA A G 0.86 0.48 0.48 0.56 0.54 0.77 0.18 0.47 0.57 0.43 0.48 0.052 0.096 0.001 0.086 0.0003 1
rs820273 3 81.47AGAAAACAAGAACAGAAGGAAAGTGAAATGTTGCATAAAGAATAGAAATGTTCATA[A/G]TTGAAAGAAAAATAAAAAACTGCCTTCTGCTCATTTCTTGAGAAACAGTTTTGAATCC A G 0.88 0.56 0.57 0.60 0.63 0.77 0.78 0.70 0.61 0.60 0.67 0.012 0.029 0.001 0.193 0.0042 1
rs17114 3 82.13ATCAGACCAACTGGTCTGAGACCTAAATAGTTCAATCAAAACCGTCAGAAATAGATTCTATAAGAAAAGGTATTTTCTAAGCTTTT[A/G]GATTGAAGGACAATCAAGCATAGGCAC A G 0.26 0.50 0.51 0.37 0.46 0.64 0.84 0.42 0.54 0.43 0.55 0.025 0.000 0.000 0.003 0.0003 1
rs936035 3 82.62ATGTTATCTGACAGTCGCCATAAAAGAAATTCAATAAGAATGATGAAAACCAACACC[A/C]TTAATGGAGTAGGTACCATGTTGAATAAGATCTTTGGCACTGTTACATGCATTATT A C 0.62 0.41 0.35 0.23 0.36 0.45 0.73 0.41 0.32 0.37 0.38 0.022 0.007 0.002 0.008 0.0005
rs349148 3 83.31 TTTNTCTGCCCTAGTCCCATTTTATTCTCCTTTTAGGATTTCGGTTACAGGT[A/G]TGTTAAACTTTGGGCCTTATATCATAGATTTCTTGATTCTCTGTTAATTTTCTTCAATTTTGT A G 0.67 0.63 0.66 0.51 0.66 0.91 0.64 0.69 0.82 0.65 0.65 0.004 0.016 0.001 0.031 0.0011 1
rs1524793 3 83.63 TATTCTTGCAAGTAAGATTATATTATTTGGTGTTTTCATCAGAAATGTCTATTAT[A/G]TAATGATGAGTCTATCTGTCTGTCTCTATCTATCATCTTTACAATATCACACAATTGATTT A G 0.48 0.36 0.37 0.51 0.32 0.60 0.79 0.39 0.18 0.42 0.38 0.000 0.100 0.005 0.000 0.0002
rs1524783 3 83.72ATTACAGAAGGAGGAAAACATGAGAGAGCTGAAGAAGTATTTGAAGAAATTAGGA[A/C]TTAAAACGTTCCAATTTTGTCCAGAGATATAAAGCTACAGATTTATCATAAATAAAGC A C 0.48 0.36 0.37 0.44 0.32 0.59 0.79 0.39 0.18 0.42 0.38 0.001 0.062 0.001 0.002 0.0009
rs1385654 3 84.47CAGCAGTTTTAGACTTTCATTGCTAAGAATCCAAAGCAATTTTAATGTCCCTCAACTG[A/G]GGAATGGATAAACAGATGAAACAAATTTATCTAATAGAAACTAAACAAAACACACA A G 0.62 0.79 0.74 0.78 0.77 0.77 0.64 0.70 0.82 0.70 0.76 0.000 0.099 0.014 0.138 0.0006 1
rs1470797 3 85.24AGAAAATAACAGAGAAAGGCATGGAAATGACAGAGTCCAAGCCAAAATGGAATGTT[A/C]TTTCCACTTATCAAACACCCTCAGAAAAAGAGGGAAAAGAAAATCCTTTCCTCATT A C 0.60 0.66 0.72 0.45 0.66 0.45 0.89 0.67 0.75 0.71 0.72 0.069 0.073 0.000 0.028 0.0007 1
rs1562626 3 85.85TGTCTTTACCAATTTTCCAGAAGATTGATTTAGATTGTTTTATGTTGTATGACTGT[A/G]AAAGAACAAAACAGAAAAGGATTTGCTTGTTTGATATTTTATTCTGTCTGTAATACAAA A G 0.02 0.27 0.26 0.55 0.25 0.15 0.16 0.08 0.25 0.16 0.25 0.078 0.028 0.012 0.028 0.0079 1 1 1g

rs1494302 3 86.48AGAAAAGCAGCATTCCATCTGGCTTATCCCACTGGGTTTCAAATATGCCATCTG[A/G]CCCATATTCCAGAATTCTATTCATCTCTTCCAACTACCTCATAAGACTGCAAAAGAAAC A G 0.57 0.59 0.58 0.41 0.61 0.50 0.53 0.49 0.61 0.55 0.63 0.018 0.084 0.000 0.020 0.0009 1
rs721246 3 86.75CAGAGTTAGCACGGCATGAGTGTTGCCAAAGCTTACTACTTATACTCTGCTCGAGGCACAGATGGGACAGCAGGAGAGCACTGTG[A/C]CTGAATGCAAGGATCAGACACTCGA A C 0.90 0.66 0.60 0.38 0.73 0.45 0.19 0.72 0.64 0.64 0.54 0.000 0.001 0.000 0.044 0.0007
rs1437049 3 86.77 GGTTATTTGTAAAAAGTCAGGCACCAGAAATATTTAATGCCAACATTGTTTACATTGTCCTTCCTAGATACTCTGGGTTTGACATCTTTGG[A/C]CATAGTAGTCATTATCTCAATGT A C 0.52 0.42 0.43 0.38 0.54 0.41 0.02 0.54 0.43 0.45 0.40 0.037 0.072 0.000 0.007 0.0001
rs1370038 3 86.89TTGCCAGCTAAGATTGAGTTAGCAATCTCTATTCCATTCCAAATTATGACAGCCTTGA[A/G]AAGTAACTGACAACCAAGCAAACTTAAAACCAAGAGGAAAAATGTTTATGAATAG A G 0.33 0.49 0.45 0.62 0.54 0.64 0.30 0.54 0.71 0.45 0.38 0.000 0.000 0.001 0.051 0.0003
rs13356 3 86.91 TTTTACTGCATTGAAATACCATGAACTTTCAGACTTGTTAGTTCTACAAG[A/C]AGTTGTGCTACCTTAATTTTGTGTTTCCAGAAATAAAAATTAACCTTAGT A C 0.73 0.78 0.79 0.38 0.83 0.95 1.00 0.74 0.79 0.74 0.72 0.008 0.108 0.000 0.032 0.0000

rs1436640 3 86.92CAATAACTGTTACTTTCATAATCTTAATCTTCTCCTAGCAGTGTCTTAATGATAATTT[A/C]AACTTTATTTAGATCCTGAGAGCTATATCAAGTTAAATCCTCAAATTTTTAATTTTTAG A C 0.40 0.38 0.35 0.38 0.43 0.50 0.40 0.35 0.36 0.40 0.37 0.009 0.110 0.000 0.030 0.0000
rs1025631 3 86.94TTTTATTTTTCCCTGGAGCATTTTAAAACTTTGTTCAATCTTTATGGAGTGCATTTTCAAAAATAGATTTCTACTTTCA[A/G]TAATAATGTCTTCACTAATCATGGTACAGTACTTCAT A G 0.67 0.66 0.67 0.76 0.80 0.95 0.99 0.70 0.64 0.67 0.62 0.005 0.001 0.001 0.005 0.0012
rs1509781 3 87.56ACCATATCATCTAGGCTTTATAAGTATAGGCTATAATGTTTGCACAATGACAGAATC[A/T]CCTAAGGACACATTTCTTAGAACGTATCCTCACAGTTAAGTGAAGCATGACTATAA A T 0.76 0.60 0.53 0.71 0.52 0.73 0.89 0.63 0.46 0.47 0.51 0.018 0.019 0.002 0.042 0.0003 1
rs1157607 3 89.43GCTTTTTCCCCATAATTTCCTTTTTTTATCCTATAGTCTAGCAAAACCGTATTATGC[A/G]ATGTGATTTGGAAGTATCCTACCTATTTGCATGTCTTCCCTTTTCTGTAGTGTTCCCC A G 0.52 0.47 0.44 0.28 0.41 0.60 0.52 0.46 0.36 0.40 0.41 0.060 0.001 0.008 0.001 0.0000 1
rs1352463 3 95.54GGGCCAGCAGCATTCTAAGTGGGGGCACCAGAAGTTTCCAATTTGATTTGTAGTCCAACAACTGGCTTAA[A/G]TGGTAAGTGTTATGCATTCAAAATATTTTTGTAATTATTATAT A G 0.50 0.47 0.45 0.62 0.48 0.27 0.57 0.49 0.64 0.47 0.37 0.000 0.000 0.000 0.002 0.0014 1
rs2048861 3 96.30 ATCTGTAACAAGCAAGAGGGCTGCTTTGTGATCATTT[C/G]CATTACCTGAGATAAATTTATCTGTGTAGCAGGAGGGCCTTTGTTCAGATTGCATTTACTCCTTTTACCCTCCCG C G 0.52 0.28 0.23 0.68 0.20 0.00 0.00 0.17 0.11 0.29 0.31 0.080 0.080 0.005 0.006 0.0028 1
rs494331 3 96.46CTGTGAAGGTTACACAGCACAGTGTGGCGGGGCTCTGACTGGAGTACAGATTTTGT[C/G]ACAAATCCTTTTCAATTAGCCCACCTGCCACTCTCAATTCAAACATGGGAAGTGTT C G 0.31 0.39 0.44 0.66 0.45 0.64 0.07 0.32 0.25 0.49 0.44 0.135 0.096 0.016 0.014 0.0003
rs1519159 3 96.49TGCAAGCATCATTTTGTTTAATGTGGGTTGTTGCTATTTTCTTAGTTTCCAC[A/G]TGCCAACTCAACTCCACATGCATCAGAATTGGCCTGAGCAACATTCCAGAGCATTAAGTTC A G 0.79 0.63 0.62 0.45 0.63 0.82 0.84 0.64 0.54 0.67 0.74 0.010 0.125 0.006 0.000 0.0000
rs1368516 3 97.00AACACCATTAATTAGTTACCTCTTTGGGTCATTTCACTGTGTCACATGGACGTTGACATGGTGTTGCAAGTGACAGATCA[A/G]TTTTTCACCTAAATTTAACATAAGTCTTCCAGTC A G 0.74 0.64 0.61 0.46 0.70 0.50 0.48 0.50 0.54 0.56 0.60 0.008 0.010 0.002 0.016 0.0042 1 1
rs1567058 3 98.81TTTTGAAAGAAAAGACATTTGAAAATAATATTCCAGTTTAATAATTAAAATTTACTGT[A/G]TAAAATATACTGCAAATTATGGCTGAGGATACTTAAAGGTACTGAAAGGTTAACAGA A G 0.43 0.32 0.30 0.67 0.20 0.14 0.25 0.31 0.14 0.28 0.28 0.000 0.104 0.001 0.049 0.0004 1
rs877965 3 98.85TTATTAGTAAGACTTCTCCAGCTTGATTCACTCGTCTAACCTGTCTCA[A/G]GCAATAATTGGCAGCTATAAATTAAATTATGTAGGTCACATTAGGATCAGTGCAGCAGTTTCTCCA A G 0.40 0.65 0.55 0.28 0.61 0.73 0.59 0.60 0.46 0.59 0.49 0.017 0.077 0.003 0.013 0.0015
rs1688378 3 99.04TCAATTACAATTTGCCCTTGAGGATGTCAAGATCGATACTGCAACCTGGATGTTC[A/G]TCTCTGACTATCCCTACTAAACCACCACTCTCTTTTCCTCTCCATGTATGACCCATTT A G 0.52 0.53 0.60 0.30 0.63 0.41 0.15 0.66 0.61 0.59 0.59 0.001 0.000 0.000 0.008 0.0000
rs1546223 3 99.09 TTGTTATTGTCAAGAATTTGGCAAATCAACAGCACATATCTTGATTTTCTCACTCAGAAT[A/G]CGATTCTCTTACAAAACAGCGTTGCTGCTTTCCTTGTGAATAATTAAAATAA A G 0.50 0.41 0.43 0.68 0.34 0.73 0.97 0.56 0.50 0.33 0.34 0.000 0.123 0.001 0.067 0.0008
rs13038 3 99.55 GTGAGACTCTAATAAAGAACCAACTAGCTGAGCCCAATCAACCTATGGAACTG[A/G]TAGAAATAAAATGAATTGTTGTTTTGTGCCGCTATGTTTTGGGGTCATTTGTTATGCAG A G 0.29 0.49 0.49 0.54 0.59 0.09 0.16 0.42 0.43 0.53 0.47 0.037 0.079 0.005 0.019 0.0008 1

rs1675521 3 99.57TAGGGTATATAAATTCTGCAATGAAACTCTAATGCTGTGGATCTATGAAAAACC[A/G]TATTTTGTAGTTGCATTATTCTTCTTCCAGTAGAATTATAAACTGTAAAATTTTAGAGCTT A G 0.57 0.59 0.52 0.44 0.43 1.00 0.71 0.67 0.54 0.68 0.57 0.008 0.001 0.000 0.013 0.0014
rs1017967 3 101.23 ATCAACTCCAGGCAGATTTCTGGACATCCCAGACCGCATGAGCTCCACTCTG[A/C]AAGAAGTAACCATGGAAAGCTGATCTATTCCCTCTCCCGACATGGCTGCTGGCAAAATT A C 0.38 0.41 0.49 0.44 0.57 0.14 0.18 0.28 0.39 0.53 0.52 0.000 0.001 0.002 0.034 0.0044 1 1
rs591728 3 101.75CTAACTTCTGAAAATGTATATAAGCATATTACATAATCTGAAAACTCCTACAATAAAG[A/G]AACACTTTTGTCTTTGTTTAAACCAGCTTTCCCTTACTTAGTTGACCATAAAATCCT A G 0.40 0.29 0.30 0.61 0.34 0.60 0.59 0.33 0.39 0.32 0.38 0.033 0.123 0.015 0.123 0.0007 1
rs938988 3 103.18ATGATTTCCCTTCCACAAGCTTTCTAAGTCTAACACATCCTAAGTTGATGTCACC[A/G]GAATATTTTTTAAAAACAGGAATCTAACCATTTTTCTCCTCTGTTCAAAAACTTTCAAGC A G 0.10 0.34 0.42 0.24 0.31 0.05 0.02 0.11 0.39 0.40 0.34 0.008 0.064 0.001 0.076 0.0024 1
rs1479371 3 103.34AAAGCCACAGGTTCTTTCTACTTTCATCCTGCTATCCACACTCTATTTTATTCTAAA[C/G]TTGGCTCCCCTTATGTTTCCAGTAGGTTCTCAGTGACAAAAAAGGCTAAATGTTTTCC C G 0.21 0.47 0.53 0.28 0.45 0.50 0.53 0.44 0.36 0.45 0.41 0.037 0.075 0.002 0.075 0.0040 1
rs1464116 3 103.69AGGGGAAAAATTAGAGGGCCAATAATGGTATTCAGTAATTTGGTGATTTATGCTCT[A/T]GGCAATAGGAAGACTCAAATGCTTCCTTAAAGCAATGGAACAGTATGATCATATTTG A T 0.21 0.30 0.34 0.44 0.37 0.09 0.49 0.19 0.57 0.40 0.40 0.014 0.104 0.014 0.015 0.0007 1
rs1920325 3 105.19ATAAATCTTTTACTATTTAATCTGTAACTTCCAAGCCTTTTCTTTTTACTCAGGTGT[A/G]TTAGTTCCTTCTTACACTGCTATAAAGAAATACCTGTAACTAGTCTCTGTTTGAGAAT A G 0.29 0.43 0.34 0.70 0.43 0.18 0.39 0.49 0.39 0.31 0.37 0.025 0.064 0.004 0.050 0.0131 1 1 1g

rs777955 3 105.78 TGATTGTTTGGGTCTCTTACCAGAAAGGAAAGGAAGTATTAGAAAAATATTCCA[A/T]GGGATAAAGACACTAGGTGAAGAATGGCAAGCTACAAGAGTTGATCTGTGTGTGACAA A T 0.64 0.64 0.69 0.33 0.63 0.64 0.98 0.81 0.36 0.64 0.67 0.010 0.012 0.000 0.078 0.0001 1
rs1436326 3 105.84 AGTAGGTCAGAATTAATATCTTTAACTCAACACAGAATCAACTCAACTGAAAACA[A/G]AAGTCGCAAGTAAATTCCTACTCAGTTAACATTCAAAATATATTTCTTGCCCTCCAGAA A G 0.71 0.64 0.57 0.61 0.56 0.68 0.61 0.78 0.64 0.65 0.66 0.018 0.005 0.000 0.002 0.0000
rs1436340 3 105.92CAGCTCTGGACTCCTGATGATTCAAAATATTCACACTAAAGAGAAGTTGAATTCTAT[C/G]TTGTTTAGGTCGTGGCACTTGAGGATTCCTTTTTATTTTTATAAAAGAAGCCTAAAC C G 0.81 0.45 0.52 0.27 0.66 0.59 0.39 0.51 0.32 0.52 0.43 0.003 0.008 0.000 0.032 0.0005
rs2030515 3 106.60ATTCAGTACAGTTGTGTTTTTTCTGATCCCTCAGCCTTTTACCTAATGGTTGTC[A/G]TATTCACTATTGACCTAGATGGAAAAGCCATTTTCTGTTTTCACTGAGGACACACGCAT A G 0.26 0.61 0.62 0.55 0.59 0.95 0.93 0.48 0.57 0.59 0.53 0.003 0.010 0.003 0.038 0.0017 1
rs1550711 3 106.79AAAATCTCTTCTCTACACAGCCTATTCTCGCTACGGCACTTGTGACCATTGTAAAA[A/C]ACAAATGAAATAATTCTTTTGTTCAAAGCCTTCTAACTTTGAATAAAAGTCAAAGTCC A C 0.05 0.43 0.41 0.55 0.29 0.14 0.29 0.29 0.39 0.38 0.42 0.000 0.079 0.007 0.004 0.0004
rs986692 3 107.60CTGGGGAAAGGGGTTTGCAAAGCTATTGAATAAATGCCTGGTATATTTTCTGGC[A/G]TAGATACACCAAATTTGATGCTGAAAATTGGTCTTGAGTAATGCTTGTGACTCTAGACT A G 0.73 0.46 0.48 0.41 0.44 0.73 0.78 0.57 0.57 0.47 0.57 0.012 0.032 0.072 0.084 0.0000 1
rs1283097 3 108.29AAAAAGTGTGACCTTAGGTGAAGTGGTTTTCTACAGCTATGCCAATTCCTGAA[A/G]AGGGCTGACAGCTGCAGGCTGCCTGCTAACATCACACCCAGCAAGTGGGGAGCAAGC A G 0.64 0.50 0.50 0.40 0.38 0.32 0.76 0.28 0.64 0.46 0.48 0.019 0.265 0.016 0.090 0.0004 1

rs1429 3 108.51AGAAAAGTCGTTGAGATCAGAAACAGCATCTTTCTCAGCATGTTCCTTTCAATACCTAGCACAATCTCTTACTCGAAGTAGGC[A/G]TTCAACAACTAAAGGTTAAGTGTAAGTGCT A G 0.64 0.53 0.50 0.51 0.42 0.50 0.52 0.42 0.43 0.57 0.53 0.020 0.064 0.000 0.097 0.0001
rs1516825 3 108.53 CAAATAAATAGGTCAGATTAAGGAGCAAAAAGAAAAATAACATTTACAGCACATC[A/G]AAGTAATGCAAATTAGCATCTCAGTGCCTCTATTTAATTATCAGTTGGTGTTTAAGGA A G 0.57 0.55 0.54 0.61 0.59 0.95 0.33 0.69 0.64 0.49 0.53 0.000 0.008 0.003 0.196 0.0006
rs326361 3 109.14CATCTTGAACAGCCCCTGGGTTTGACCGCTCCCACACGCTAACTGCTGCTGCAG[A/G]AGCTGCAACTTCCCTCATCTCTTCCGCAACCACAAGCCCTGGGAACCGCAATGGTAG A G 0.95 0.68 0.66 0.48 0.70 0.59 0.59 0.47 0.71 0.58 0.74 0.001 0.009 0.000 0.007 0.0017 1
rs327154 3 109.18GAAGAAAGGACAGGAAATGATTGGATTTGCATGGAAGAATGAGATGCTGGTAGG[A/G]ATCACTATTTTCAGTGTGTTTCAGGGGAAATGATTAAGTGCTAGGCCTACCAACTCT A G 0.55 0.59 0.57 0.51 0.45 0.86 0.98 0.70 0.68 0.61 0.51 0.004 0.000 0.027 0.105 0.0063 1
rs1447713 3 109.89CAGTTTGACCCTCAGAGAGAGAAAGATATATTTACT[A/G]TAAGAAAAGCGACTTAATAATCATTGAGCTCTTTCTGAAAAGCAACACAGAGAAAGGGTATGTAGAGTGGTGTTTC A G 0.95 0.74 0.77 0.51 0.74 0.73 0.94 0.78 0.68 0.79 0.77 0.007 0.063 0.025 0.095 0.0009 1
rs1732207 3 110.70ATAAAATAAAGCAACAAATGTAAAAAGTAGTAGTTGGTTCATTGCAGTTGACACAC[A/G]AGCAACATTTTGGAATGAAATTTTCTGAATTCAGTTTCAACATATTTTTGTATAAAAG A G 0.24 0.45 0.43 0.32 0.41 0.00 0.56 0.36 0.50 0.44 0.41 0.007 0.043 0.000 0.050 0.0031 1
rs716534 3 111.26 TGCAAATTTCAGTCCAAGGGCAGGAAAAGTCCAGTGTTTCAGTTCAACAGTCAG[A/G]CAGATAGAAAAAAGGGAAAAGTCTCATTTCTTTTGCCTTTTGTTCTATTCAGGCCCTC A G 0.50 0.52 0.57 0.45 0.59 0.82 0.55 0.53 0.61 0.61 0.51 0.019 0.000 0.006 0.000 0.0007 1
rs1512532 3 111.64CATTGACTTTGCATTGAAATAGAAATAGAGGTACGTGGCAAAATGTGAATACAAATGACTAATCTCTACATGACTTCTAAATTGGTTCTTGTTT[A/G]ATTTATTTCATCCATTTTAGT A G 0.21 0.47 0.42 0.33 0.48 0.45 0.17 0.52 0.43 0.51 0.47 0.059 0.126 0.046 0.090 0.0053 1
rs1398748 3 112.60TTCCACCATGTGAGGACATGGCATTTCTCCCCTCCAGAGGATTTAGCAAGCAG[A/G]CCCTCACCAGATGTCAATGGCTTGATCTTGGACATTTTCAACCTCCAGAACTGTGAGA A G 0.24 0.52 0.48 0.38 0.55 0.41 0.76 0.55 0.46 0.40 0.47 0.062 0.000 0.007 0.001 0.0111 1 1 1
rs1907642 3 113.06TTCAAAATATTCACAATTTTTAAAAAAATGATAATGCTGATAAGAGTGTATGGAAAT[A/G]GCCACATATACTTAGCAGGTGAGGCGCTAAACTGGTAGTATGGAGGGTAGTTTGAC A G 0.53 0.44 0.49 0.32 0.41 0.40 0.32 0.57 0.46 0.52 0.41 0.022 0.009 0.015 0.046 0.0006
rs1317244 3 113.37TTTTAGCCCCGGTCACCTCCCTGTAAACATATAAATACTGTTGTTTTCAGATTGGTC[A/G]TATTTTCAGTTATTCTGCACAGACTCGAGGAAAAAAAAAACCTGTAAAATAAAAATA A G 0.83 0.59 0.61 0.39 0.55 0.95 0.82 0.52 0.68 0.53 0.58 0.005 0.002 0.007 0.021 0.0011 1
rs12736 3 114.85 ACCATTGCATAATTTCTGTCAATGTTCTCAAAGGTTAAAACAAGTTGTAT[A/G]GAAGAATACCTTTCCTCAATAGCAGGCCACTGTAAAAACATGTAATCTGC A G 0.26 0.37 0.40 0.55 0.30 0.23 0.22 0.34 0.54 0.38 0.35 0.001 0.095 0.016 0.000 0.0001 1

rs1025398 3 114.91ACAAAGCAGTAATCATAACACTGTATTGCTGGGTTT[A/G]TGGGATAATAACATTAGTTGAAGCAAAGGTTCAATATTTTAGCAGAATTAAATTAGTATGAATCTGAAGAATACTATA A G 0.50 0.42 0.49 0.68 0.50 0.45 0.41 0.58 0.50 0.53 0.49 0.014 0.001 0.045 0.011 0.0091 1 1
rs2046496 3 115.16TTCTTAATCAGGAGAAGATAGCTCTTCTCTTACATGATGGCGACAGAAAAGAATA[C/G]TCCCTTGCCTAATTTTGATGATAAATGGATAAGTACAACAACCATGACTGAGAAACAG C G 0.24 0.49 0.53 0.44 0.46 0.18 0.17 0.45 0.39 0.46 0.53 0.029 0.029 0.016 0.001 0.0067
rs2062834 3 115.27GGAGGGGACAGGCACATGGAGGACCTGAAGTAGGGCAGGTTGTAGTAAGGATCAGAAGCTCTAAATACCCAAATGATCAATCT[A/G]GGCATGAGCATGGTGAGGGCTTTAACT A G 0.60 0.63 0.52 0.45 0.57 0.95 0.63 0.42 0.64 0.51 0.42 0.018 0.000 0.041 0.012 0.0022
rs1039524 3 115.33GATCTTCTACTCGAATCTTATTTCTTTTGTCTTGTTTATCTGGACTGAGACTTT[A/G]TTGAATTCTGGCTTGATTTCTCTGGTGCAGTAGGATCAGAGGAGATTAGAGGAGAGAGC A G 0.10 0.29 0.25 0.59 0.33 0.36 0.38 0.22 0.29 0.19 0.23 0.074 0.082 0.021 0.086 0.0014
rs714697 3 116.68 ACCAGCTGGTTGCTTCAGCAAATAATGGTCACCATTTTATAGAGAGATACTTTAGT[A/G]TAGTCAGAAAGATAGCCGTCCTTGACACTATAAACTTCTTAATATCTGGGCTAAGG A G 0.55 0.37 0.44 0.45 0.43 0.23 0.28 0.47 0.50 0.45 0.41 0.025 0.020 0.013 0.003 0.0001 1



rs1461131 3 117.32GTCAGTGTAACTAACATTTGTTGGTTAGTACTAAAATATGTCATAGACAACGTG[A/G]GGAAATACCCAACAGCCACAGAAACTTTAAATGTGGGGAGGAGGGTAATATGCTTCAG A G 0.36 0.42 0.35 0.44 0.34 0.09 0.29 0.33 0.29 0.35 0.38 0.115 0.011 0.007 0.060 0.0010 1
rs2055426 3 118.54TACTGTGAATTTACAATATCTGCTTTGAGTGTTTTTTTTTAAATTGTTTATTACTGAA[A/G]AGAATAAACCTCATATAACAAGAAGGAAATAGGTAGGGAGGTATTCAGAAAATAAAT A G 0.26 0.67 0.67 0.66 0.50 0.59 1.00 0.52 0.75 0.64 0.66 0.074 0.164 0.020 0.037 0.0012 1
rs1348969 3 119.39ATTTTGGGTGTCACTACTGGAAGTGCAGCCTATATTGTGCTTCTCTGGTCCTTGCT[A/G]CAATTTTCTAAGCATCCAATTCTCTATATTAAATCTTTTCTTGTGGGGGAGGAGGGG A G 0.07 0.18 0.18 0.46 0.16 0.09 0.00 0.23 0.14 0.26 0.24 0.018 0.047 0.002 0.022 0.0012 1
rs1983380 3 119.53 TCACTTAAAAACTGCGTAATTTGGGTCCTTCCATATCTTGCTCAAAGTTTTAA[A/T]GTAGCACACCATTTATCATCATTACAAATGCCAGCTCCTGACCACGTTTCATAATGAGGTA A T 0.88 0.70 0.64 0.50 0.68 1.00 1.00 0.85 0.57 0.69 0.71 0.015 0.077 0.005 0.004 0.0018
rs1000198 3 120.43GACATATACTAAAACTAAAGTATTCAAGGATGAAGCAGCAAAATATTGACACTTT[A/C]AAATAACTAGCAAATTATAGGTAGGTAGATAAATATCAATATAGAAATAGATAATGCAA A C 0.48 0.31 0.32 0.46 0.18 0.05 0.05 0.32 0.46 0.32 0.29 0.008 0.001 0.006 0.000 0.0015 1
rs538136 3 120.63GGGTCTCACTGAGGATCCACAGGTCATTTAGATAGGGACTGGGGAGCAGCCTACC[A/G]TCATTTGTTTTACTCTCTGGGCTTGGGGGTTGAGAAGAGTAATTCTTAGGGAGTAG A G 0.48 0.36 0.31 0.80 0.39 0.73 0.46 0.48 0.29 0.35 0.32 0.031 0.016 0.001 0.023 0.0100 1 1
rs1147696 3 121.44AGGAGGCAGAGCCAAGGGAAACTGCTGTGAAGGGAAGGTTGATAGCAATGTTTGG[A/G]AGATATGTCCTAGAAGTGTTTCCTAATGGTCAGCATTCTACTTGATAAGCCTAGAG A G 0.50 0.46 0.37 0.52 0.39 0.73 0.58 0.64 0.39 0.39 0.37 0.004 0.010 0.014 0.153 0.0001 1
rs519336 3 121.84 GCCCTGGACATAAAATTACTTCTATTCCTTAATATTATTAGTAAGCTTTGTTTT[A/C]CTAACACCAAGGTCATAAAAGTTAGGCCCCAGTTTCTCTGCCTGGGTTTAAGTAGGAGG A C 0.36 0.48 0.44 0.35 0.36 0.27 0.26 0.39 0.46 0.35 0.48 0.014 0.189 0.008 0.031 0.0004
rs338988 3 122.32TACTAATATATATCAATCTGCCTCAAAGGGTTATAATCACTAGTGGATAATATA[A/T]CACTGAGTCAAACTGACTAGCAGAGTAGAATAGATAATCAATGGAACTGGGTTCTATTA A T 0.52 0.59 0.52 0.49 0.45 0.86 0.42 0.67 0.71 0.48 0.58 0.016 0.089 0.023 0.013 0.0011 1
rs1472621 3 123.33 TTAAGTACTTATGGATGAAATCATATGATGTCTGGGATTTGCCTTAAAATACT[A/G]GAATGGGGAGGAAAAAAGGAATAAGGGAGAGAAATAAAACAGGAAGAGCAGAAAATTAT A G 0.26 0.47 0.43 0.65 0.52 0.41 0.36 0.53 0.46 0.51 0.41 0.073 0.004 0.016 0.002 0.0052 1 1

rs9740 3 123.33AATAGCTGCTAGGGTAGGAAAGCGTGGTTCCAAGAAAGATCCACCCTCAAATGTC[A/G]GAGCTATGTTCCCTCCAGCAGTGGTATTAATACTGCCGGTCACCCAGGCTCTGGA A G 0.38 0.46 0.48 0.66 0.46 0.41 0.53 0.34 0.36 0.52 0.42 0.009 0.134 0.030 0.134 0.0008
rs1127343 3 123.45 GCCAGAAGGGAAGAAAAAGGAGAGGTGTGGCACTTCTTACTTATGCTTGA[A/G]TGGATGAGCTGCTGTTCTTGGAAGCGTACGAGGAAGTTGAAGCACATAGA A G 0.31 0.45 0.51 0.60 0.63 0.64 0.35 0.69 0.50 0.50 0.49 0.004 0.036 0.002 0.001 0.0015
rs1500530 3 123.60 AGCCTGCCCTCCCCACCCCAAGGCCCTAGTATTTCCTAGGATCACCTCCCAAATAA[A/C]CTACTTACATTCACATCTTTGTCTCAGGGTCTACTCTTAAGAAAACATAAACTTAG A C 0.12 0.61 0.52 0.68 0.41 0.23 0.02 0.35 0.57 0.65 0.47 0.057 0.058 0.005 0.001 0.0000
rs1456116 3 124.41GGGCCTGGGAGAGGCTGGAGCTCTATGAAGGGAAAGCAGAGTGGCCCCCAAGCAAGGCATCTGCAAGGAGTATTT[A/G]AGCCTGGGTGATGTATCTATGGGAAGAAGAGAGC A G 0.52 0.76 0.81 0.39 0.73 0.55 0.89 0.70 0.93 0.85 0.70 0.016 0.012 0.001 0.181 0.0001 1
rs1997422 3 125.30AGAATTCTCAGGTCAGCATAATTACAGCAACAGAGATGGAGTCTGAGGAGCAGG[A/G]AAATAAGGAAGACAATCATCTCTAAGGAAAGGCAAGACCCACAGTTAACGTTGCCG A G 0.55 0.48 0.41 0.52 0.36 0.64 0.94 0.24 0.39 0.40 0.39 0.007 0.000 0.001 0.029 0.0032 1
rs634265 3 125.42TTCCTCCTATAATATCTAGTGAGGAAA[A/G]GGGGTCATGGAGACAGGTGGTTTTCGGGGCATCTGCTAGAGCATGCAATCTGCAGCTGGAGAAATGTGGGAATCCCTGATATAG A G 0.62 0.58 0.51 0.43 0.46 0.32 0.89 0.29 0.68 0.50 0.45 0.029 0.152 0.012 0.091 0.0003
rs641189 3 125.55ATGATTCAGGCAAAAACACACAAAGCAACATTTTGGCCCAAATAATATAAATTCT[A/G]TCAGTTCCCTCTTCTCATAAGCTGAATAAAACACACTTGAATTTAAAAACCAAGAAAAT A G 0.75 0.71 0.66 0.51 0.73 1.00 1.00 0.88 0.57 0.71 0.62 0.076 0.024 0.001 0.028 0.0028
rs986909 3 125.60GAGGGTCAGCATGGAGACCTGCTGCAGGCTTCCTGATGGTTAACTGTGAACTCAGA[A/G]CATATTTAAAACACTCCGGTGTCTGGAGTGCCATCTGGTCTACCTCCAAAGCCTG A G 0.19 0.37 0.43 0.71 0.46 0.05 0.00 0.24 0.29 0.47 0.45 0.031 0.005 0.000 0.001 0.0002
rs13975 3 126.12 AGAAATCTATGTTTTCTTAGAACATGTGGAAGAAGGAAAAAGACAAAAAAGGAA[A/G]TCTGGATTCTGAGGACCACGTCTCACCCAGGGTGACATCAGGAATGGTGCTAGCCTC A G 0.86 0.47 0.50 0.54 0.45 0.27 0.29 0.51 0.50 0.46 0.57 0.032 0.061 0.001 0.001 0.0001 1
rs651630 3 126.13AAGGTCCTCTGATGCTCAAGGCACAACTGTCCAGATATGTCATCTGGGGCAACT[A/G]GAAGCTCAGCTCTCCCCTCTTTTTCAGATGTAAGGTGTTAGAGTGGGAGAACTAGAC A G 0.48 0.70 0.69 0.50 0.73 0.64 0.55 0.71 0.75 0.73 0.70 0.021 0.016 0.007 0.000 0.0002
rs713161 3 127.26TTTCCATTTATTTTTGTTTTGCTGTATAGATTTTTTTTTTTTTTACTGATACATTGC[A/G]TATTTTATTTCTGGTATTGCACTTTTAATTTCCTCACCATTTTGCCTATAACTTCTTTAT A G 0.24 0.55 0.42 0.80 0.59 0.45 0.27 0.60 0.57 0.49 0.40 0.031 0.039 0.003 0.007 0.0003 1
rs1799404 3 127.48ATCCTGGGAAGGCAACACAGAAAGGCCTGTCACATGTCTGTGAGAGTGCAGCAA[A/C]GGTCCTCGTCTCACCTGAGAAGTCTCCTCCAGCTGCAATGCGTGGCAGAACCAGC A C 0.57 0.80 0.85 0.60 0.82 0.77 0.76 0.92 0.82 0.85 0.81 0.032 0.047 0.013 0.002 0.0000
rs2053820 3 127.82CAAAAAACAGGGAAGTCAGAAGAGGGATGTGTGCAGGACTGGTCACAGGTGGTG[A/G]TCTCTAGCTTGACTGGAATATAACTGAAGCCTCACTTTACTGAGCTGAGAGAATGT A G 0.45 0.71 0.64 0.72 0.68 0.73 0.52 0.64 0.86 0.59 0.62 0.008 0.001 0.004 0.022 0.0001 1
rs730257 3 127.96GGCCTCAGACCTCAGCCCTGCCCCTTAGCAAGTCACTTCACTTCTACAGGCCTCC[A/G]TTTCCTCACCTACAAAACAAACAGGACACACTCTTTAATCTTTAAGTGATAATTAAG A G 0.48 0.73 0.66 0.74 0.73 0.73 0.45 0.64 0.82 0.60 0.67 0.007 0.008 0.002 0.017 0.0000
rs1658037 3 128.72GTTGTTCACAGAAGTGAACGACTAGGTTCAGAAAAGGGAAGTAACTGGTCCAGG[A/G]CCACACAAGGAATTGAGCCCAAGTATCTGGGCTGCCTGTCACGGCCTGCCATCCCA A G 0.50 0.25 0.28 0.21 0.31 0.32 0.57 0.35 0.21 0.24 0.21 0.024 0.037 0.001 0.000 0.0028 1
rs594323 3 128.77GACTTTAATTCTATTTCTACATTCAATTGGTCCCCAAGTCCTTCTAGATTTCT[A/G]CATCCAGTCTCCTTCTTTGCACGTTATATCCCGGTAGGGGTGGAGACTGTTGCTGCCTTT A G 0.79 0.53 0.45 0.48 0.48 0.73 0.24 0.55 0.54 0.53 0.40 0.062 0.034 0.001 0.031 0.0023
rs1127030 3 129.66GTTTTGAACAAAGGAATTTTCAATATTTGATTGGTATTCTGTTCTGAAGTCTA[A/G]GATATTTTTCAGCCTATAAAGCCCCCTGTTTTATGCCCTTCTAATTCTGATGTTTGGGTATT A G 0.33 0.43 0.41 0.46 0.46 0.27 0.39 0.42 0.35 0.38 0.40 0.003 0.001 0.001 0.010 0.0000 1
rs852223 3 131.97GTGGTCATATAGCAGTTGCCTGTTTCTTTCCTAGGCAGGCCTAATCAACTCCAG[A/G]TGCAGTCATAATAATTTTTACCCAGAGCTGGTTTTCTCAATCCTTCATCTTTCCCCAAG A G 0.14 0.58 0.57 0.65 0.63 0.30 0.31 0.63 0.50 0.64 0.52 0.088 0.018 0.005 0.021 0.0005 1
rs903048 3 132.07GTTTATTTGGGAAATTTTTCTCATTTAAAAGTAATCCAGAAAAACCTTCC[A/G]TTTATTAGAAGTTTCCAATTGCAGTCATTGGGTGGTAATTAGCTAAAGTTTTCTTAGGCTTCCTT A G 0.85 0.45 0.45 0.40 0.43 0.73 0.70 0.41 0.46 0.39 0.47 0.084 0.019 0.004 0.028 0.0001
rs1355782 3 132.81 AAGAACTTAGAATTTTCCTTCAGTAAGCAAATCACTTTAAGAGAGTTGGAGGTAGCCTTTCTCTGGAATCATGGCCT[A/G]GTTTGGGGCTTGAGTTTCTTTCCAGGGGACTCATT A G 0.79 0.60 0.57 0.60 0.64 0.64 0.80 0.59 0.50 0.64 0.62 0.023 0.023 0.003 0.002 0.0021 1
rs6792114 3 132.86 TGTATCTTGTTCTAAAGTGAGTTGATTCCGTTTCAATCCTAAAAGTGGTGGGGATT[A/C]GAATCTAACTCAGAAAACTGCAGTTTTCATCTGAGAAGAAAACTGCTCGTATTTCCT A C 0.38 0.22 0.24 0.20 0.43 0.00 0.32 0.17 0.25 0.26 0.21 0.011 0.005 0.001 0.076 0.0001
rs2199351 3 132.93 GAAGCAAAGATGGGAAGGGAAGGTTATCAGTATGGCTTCTCTGAGATTTCGAGTCC[A/G]TAGATTAGAGAACACAGACAAGTGGAATGAAGTTGCTCCAAGTCTATTTATCTTC A G 0.60 0.34 0.25 0.26 0.25 0.45 0.49 0.39 0.32 0.36 0.34 0.055 0.022 0.022 0.014 0.0009
rs1919987 3 133.00AGTAGAATTGTTTGACTTGAGAAATTCTCTTTGAGAATAAGCTCCTTGAATACAG[A/C]GGCTGTGTGCAACAAATCTTTGCCCTTCTTTGGAGCAAAAATGCCTCCCACAGTTAGC A C 0.76 0.48 0.51 0.54 0.41 0.50 0.44 0.55 0.43 0.46 0.46 0.035 0.003 0.001 0.000 0.0011
rs719300 3 133.82TTTTTCAATTCTTTCTTTAATCCTTGAATTCATTCAGTGTGAATTTTTAAACTGAAT[A/G]TGAGGGTTTGCAAAAGGAAACTTTATCCTTTCTGAAGCTCACTAATTTTTAAGTTCAC A G 0.19 0.43 0.47 0.56 0.50 0.32 0.39 0.39 0.54 0.59 0.46 0.048 0.005 0.007 0.015 0.0003 1
rs1402455 3 134.04AAGAGTACAGCTCACACAGGTAGAAAACACAGCTGGAAAAATGGTGACTGACTTTCCTTCTTACTGCTGCCTTAATAAAACACCTGTTTCAT[A/G]TATCCAGGAGGGAAAGGGG A G 0.40 0.48 0.50 0.43 0.61 0.50 0.46 0.53 0.57 0.46 0.49 0.006 0.000 0.003 0.000 0.0003
rs2370409 3 134.33AAATATTATTATATGAGCAGCTGGTGTTAACACAGTGTTGATCCCATTTAAAACATCT[A/C]ACCATTTTAGTTAGTGTCATTTACCATCTGAAATCATAACATGACTTATTTGCATAA A C 0.21 0.55 0.50 0.55 0.57 0.86 0.94 0.48 0.71 0.57 0.52 0.065 0.118 0.002 0.070 0.0004 1
rs1355776 3 134.33 CTTAACTCCTGCTGCTTTGGATGCAGTGAGGTTTTACTTAATTAACTGCATCAGAA[A/T]GCTGCTTATCTGTTATAGCACAAATTCAGAAGTATTAGGAAAAATCAGTTTAGGGCA A T 0.17 0.38 0.31 0.37 0.39 0.45 0.48 0.24 0.32 0.38 0.34 0.022 0.014 0.003 0.013 0.0000
rs12595 3 134.82 TCTGAAAGAGCTTTCTGTGATGATGCAAAC[A/G]TTCTCTTTGCTGACCAATATGGACGACATG A G 0.83 0.66 0.65 0.71 0.66 0.68 0.32 0.59 0.68 0.69 0.67 0.030 0.041 0.000 0.004 0.0003

rs1984630 3 135.74GCTTGTAGAAACAACTCTGATTGGAAAGACTTGAGCATACATTGCCTGGCTTCT[A/C]GAGTAAGAGGTGGCAACACTCATCATTTATTGAGAGATGAGTTTACAGAGAGACGGGG A C 0.38 0.55 0.47 0.52 0.46 0.65 0.53 0.56 0.50 0.46 0.47 0.005 0.004 0.003 0.018 0.0002 1
rs36178 3 135.97ATTCTAACACAGAGAGGTATAAACTTTGGGACTGTGTATTGTGCTATTGGTAAA[A/G]CTCCCTGGCACTGAGAAGACCTGTGATGGGGTATCCAACATGGCTGGGATGCAGAGA A G 0.88 0.53 0.49 0.59 0.68 0.55 0.26 0.75 0.50 0.53 0.48 0.111 0.011 0.066 0.009 0.0004
rs750543 3 136.35 AATTAATGAATGAAGAAATGAAGACAGACACAAATGAGAATCATCTCTATCCAC[A/G]AGAGCTTTTGTTAAGGAGATGTGTCCAGAGGAGGAGGCAATTTCTATTCTTTTGCTGC A G 0.26 0.47 0.45 0.43 0.45 0.30 0.68 0.34 0.46 0.33 0.39 0.018 0.039 0.002 0.008 0.0010 1
rs1502186 3 136.57AATTGTAGTCCTCTAAAGCAGTTTGAAAGAGGCCAGTCATTTGCTCCTCAGAG[A/G]CAGGGTTTCCCCAACAGAATTATTCTATTGTGGTATCCATGAACTAATTTCGGGATTCA A G 0.19 0.49 0.53 0.50 0.55 0.77 0.46 0.46 0.43 0.49 0.54 0.045 0.001 0.001 0.045 0.0008
rs1052620 3 137.90 AACATTAATGAGACAATAATAATCAGGTATTCATTTAATGGGAGAGTCTA[A/G]TATTTCCTGGTAGTCCTGCCTTCTTAAATTCCTCCAGTAAAGTTTATAGC A G 0.02 0.20 0.27 0.18 0.27 0.00 0.01 0.24 0.36 0.26 0.15 0.081 0.112 0.005 0.112 0.0096 1 1 1
rs930984 3 138.26TTGTTTCTCTTGCCTGTGGCAGACATCACTCACTGATCACAGCACTCTTTAGCACT[C/G]AGCCAGAGCTGAGCCTCAGAAGCCTTCTCAACACAACTCACTAGGGAAGCACATGA C G 0.60 0.30 0.42 0.34 0.39 0.27 0.13 0.57 0.43 0.42 0.42 0.012 0.053 0.015 0.013 0.0002
rs768496 3 138.56TTCTGGGGCAAGTGTCTGCTTCTGCTTGTTCCAAACTTATTGCTAGGTCCTCCAG[A/G]CAGTCTGGAATGCCCACCAGTTGAGAGGACAACTGAATCAGGAAACTCGTCACTAA A G 0.48 0.57 0.57 0.67 0.55 0.59 0.99 0.29 0.46 0.56 0.62 0.007 0.176 0.069 0.000 0.0004 1
rs751357 3 139.40AATGAGTGTGGGATTTTCCTCTGCAAAGGTCTGTGAAGCAGATGCGGAGGAAG[A/G]AGGACTGGCCACCTAGCTTTGGAGTGGTGAACCAGGCTGGAGGTGGGTGTGACGG A G 0.33 0.33 0.35 0.37 0.36 0.23 0.03 0.33 0.32 0.32 0.31 0.001 0.077 0.001 0.001 0.0001 1
rs564800 3 139.58CTGAAAAAATATAAGTCAAATAGCTATAAAATGGGGAAACTACAGTTCATAATTGC[A/G]TGCATTCAAGACATTTCTTACCAAGTAAAGGAACTCAAGAATTTCCATAAAACTGGTA A G 0.67 0.38 0.48 0.41 0.46 0.27 0.06 0.36 0.43 0.52 0.48 0.024 0.144 0.009 0.017 0.0001
rs531577 3 139.72GGAGATTCACTGCGCAAAGCACAGTCACTTACTAGAGGTCCGAGAGGATAACAC[A/C]TGGGTTCAGGGGTACTAATTGTATGCTGTAATACTGTTTGTATTACACTGTATGTGTA A C 0.71 0.41 0.43 0.41 0.41 0.00 0.03 0.41 0.25 0.51 0.42 0.055 0.127 0.002 0.152 0.0001
rs1426054 3 140.94AAACAACCATAGATATAGTGGCTTAAACAACACAAACATGATCTTACAGTTTTGAGA[A/G]TTTGAAATCTTAAACAGTTTTCACTGGACTCAAATCAAGACATTGGCAGGGCTGTG A G 0.88 0.47 0.48 0.52 0.50 0.65 0.64 0.55 0.54 0.58 0.54 0.086 0.008 0.000 0.012 0.0019 1
rs868534 3 141.60TGAGGATGCCTCAA[A/T]GGATCTGTGTTCTTGTTTTCTTCCTAAGCAAGATGTTCTGTTGTTTTACCACCTTGAATCCACCTTTCTCTATCTTGTATCTTATCTAATGCCTAGAAGG A T 0.52 0.88 0.91 0.88 0.82 1.00 0.94 0.95 0.82 0.91 0.83 0.092 0.004 0.009 0.045 0.0088 1 1 1
rs1863868 3 142.41 AGGGGGGGCCAAAAGTGGGCCTTCACTTACTCGGAGGCGCTGGCTCCTCTGAA[A/G]CCCAGACGCTGTCAACTCCCTGGGCCCAGGAGTCACAACCGCTTTCGTGCTCTGG A G 0.07 0.61 0.53 0.55 0.57 0.68 0.57 0.70 0.46 0.65 0.52 0.147 0.000 0.016 0.013 0.0012 1

rs1709 3 142.65 TCGGGAGGGTCTACATGAACTAAATGAAAAGCTCTGAACTGTCATGAATTGGA[A/G]TTTTCTAGTAAAACACAATGTTGGCAGTATAGAGCAGGCACTGATGGTAGTGAAAACA A G 1.00 0.77 0.73 0.71 0.61 0.45 0.83 0.49 0.75 0.57 0.72 0.100 0.012 0.034 0.042 0.0005
rs1479137 3 143.94CTGCCACCTCCCCAGAGCCACTGGGATGCTGTGAGACATTTTCTGAAACAGTGGCA[A/T]GTGGTAGTATTCTTTCCTCTAAAGCCGAGACTTGAGACGATACAGGGTCAAATCTG A T 0.15 0.53 0.49 0.56 0.48 0.27 0.16 0.31 0.71 0.45 0.46 0.080 0.097 0.023 0.034 0.0001 1
rs765695 3 144.97GGTGGAAATTTGCTTTGCAACTTCCTAAAGGAGTGGCACAGTAATCTCAGACTGC[A/G]TCATACAACATCAACATACAGCAGTGCTCCAAGTTCTCACACTTAAAACAGCTGTTTT A G 0.81 0.47 0.45 0.39 0.54 0.64 0.46 0.57 0.46 0.42 0.48 0.072 0.000 0.019 0.020 0.0002 1
rs723490 3 145.01 AGGTCTTTGGAGTTCTTAAACTATTCTCAGCCTCCAGATGCTTGGAATTGTATA[A/G]GCATCATTTGAAACATGGAAATAAAACACGGTTACTAGTCTACACAATTTGAATTTTGA A G 0.83 0.47 0.45 0.39 0.54 0.64 0.46 0.57 0.43 0.42 0.47 0.083 0.000 0.019 0.020 0.0001
rs1405597 3 145.64 ATACATAAGCTTCCTGAAGAGA[A/C]ACAATGAGAAGGAATGTGCAGTATAAAGCAATGAACCAATTCTTCATTGTGATTAATATTTCCTTTAAAAAATCAAGCAAACAAAAAACTT A C 0.86 0.57 0.56 0.55 0.50 0.50 0.53 0.72 0.50 0.62 0.58 0.048 0.001 0.022 0.001 0.0001 1
rs800065 3 145.71AAATGTATAAAATAAGTAGAAACAGTCCATTTTTCTTTACAAATATGACTTGCCTT[A/G]TAAATTTTAGGACAGGAAAAGGTAAGAATGAGAGAAATGTAGCACGAAGCAGCCAAA A G 0.88 0.65 0.64 0.58 0.57 0.50 0.71 0.76 0.71 0.60 0.62 0.051 0.009 0.025 0.003 0.0007
rs1527732 3 146.62GTAATTAAACATCTCTTTATTCAAGCACATGGTAAAGAAGTCACCTTGGTTTTC[A/G]GTCAAGAACATGGATCTGAATTAATTCAATTATTCATTCATCATCAAATATTCATTAAATG A G 0.33 0.49 0.54 0.56 0.46 0.60 0.47 0.56 0.68 0.51 0.52 0.034 0.003 0.002 0.000 0.0017 1
rs1398775 3 146.87CAAATTACTGTTCCTTTATGGGTCTGTAGAGAATGTTATATAGGTTTTAGTAGACTGCCCAAAATGACTTTTCCATAAGCCCT[A/G]TTATTTCTAGTGTGTGAATTGGCAGAAAGCA A G 0.83 0.42 0.47 0.51 0.57 0.36 0.16 0.60 0.25 0.55 0.57 0.068 0.057 0.011 0.008 0.0061
rs1024080 3 147.03ACTAAAGACAAGTCAATGTATTTAGCTACCCAGACCTAAACCAGCCTTTTAAG[A/G]AAACCCCAATATGCTCTATAACAGGTGATGTCACCTTTGCAACAAATAATTGGCTATGAC A G 0.50 0.54 0.60 0.61 0.59 0.41 0.29 0.59 0.50 0.62 0.76 0.005 0.063 0.000 0.024 0.0150 1 1
rs1707465 3 147.17GTCTGTTCATTGTCCAGAGTGGGCTGTGGAAGCCCAGGCATCCATGTGAAAG[A/C]TAGTGTGTGTGAAGATGCCCTCTATGTAGCATTAGAGGTTGGAAGTGACTTTTTTCTTT A C 0.67 0.46 0.43 0.51 0.43 0.45 0.38 0.46 0.46 0.48 0.55 0.029 0.000 0.000 0.002 0.0075
rs1523336 3 147.46ACTTGCTACAGCAAACAATGTCCCACTTCCACGTACCAAAACCTGTATTAATTTCCT[A/G]TTGCTGCTATAACACATCACTACATACTTAGTGGCTTAAAACAACACATGTATGAT A G 0.50 0.60 0.55 0.54 0.70 0.59 0.82 0.74 0.71 0.63 0.67 0.003 0.041 0.028 0.000 0.0087 1
rs1870424 3 147.55CCATCATATTTAACTGACTTTTCCTTTCAAATCTCCTTTAAAAATGAGCAAAGGTAC[A/G]TGACACTTTGTAGTAAAATCTGTACCAGTGTTGGAAACTAGGATTTCCACCTGTCAG A G 0.88 0.84 0.82 0.90 0.93 0.95 0.99 0.84 0.96 0.78 0.76 0.003 0.041 0.000 0.019 0.0060 1
rs1503733 3 148.40 GCTCTTCTCCAAAGAGAACTCCAGAGAGGGATATGCTGACACTCTGGTAGGGAAGAAAGTT[A/G]TGGAAGGAAGAGTCAGAGGGGAAGACACTTGAGGCAAGGTTCTCCAAC A G 0.31 0.50 0.49 0.55 0.57 0.60 0.95 0.58 0.50 0.51 0.53 0.015 0.131 0.007 0.005 0.0025 1
rs1027695 3 148.54GTAAAGTTCTTAGGAATGAAGTGGCAGCAATAAAGATTAAAAGCTGGAGAGTATTGT[A/G]GTGACAGGTATTTTGATTATGCTTTTAGGATAGCAACATACTGTAAATACCAAGCT A G 0.75 0.74 0.77 0.77 0.68 0.64 0.81 0.58 0.75 0.83 0.84 0.000 0.000 0.012 0.012 0.0016
rs1381768 3 149.13 TGCATCTAGGGCTTATTTGTTT[A/C]AAGGTAATTGTAATAATGTCATTTTCCTCCTTCACCTTGCCTAAAGAGTCCTGTTAATGG A C 0.35 0.60 0.56 0.64 0.61 0.65 0.53 0.58 0.61 0.61 0.72 0.013 0.001 0.022 0.016 0.0147 1 1 1
rs1009621 3 149.51 TAACACAATGTCACGAATATACTGCACCAGTAAAATACCCTATACAATTTCTCT[A/G]TAACCAAGGTCACTTCAGACCATGCTGTAACAGAGAACGGGAGAATTAACACAGTCTG A G 0.38 0.25 0.28 0.26 0.21 0.41 0.39 0.21 0.11 0.33 0.30 0.012 0.002 0.003 0.014 0.0004
rs2013929 3 150.35CTGGAAAATTCTGAAGTATAAATCAGGTTAGTCTTCAGCTTCCCCCACTGACAGCTCAGGATTCTCATGTTTCTTG[A/G]GTTGGTTTGATCAGTTACCTGTCATCAATATGTTTTG A G 0.57 0.53 0.48 0.43 0.55 0.41 0.59 0.29 0.46 0.52 0.55 0.003 0.010 0.014 0.001 0.0034 1
rs1561026 3 150.67AGCACTGCCAGGAGCTGTGGGTGGCAGCAAATGGGTTGCAAGGGAAGTGAGGCT[C/G]GATGAGCAGGGTCACACTGTCAGATTCTAGAGGTTTAGGAACCAGGCAGGAGATC C G 0.26 0.35 0.40 0.38 0.36 0.73 0.93 0.36 0.54 0.33 0.42 0.021 0.144 0.009 0.041 0.0001
rs1450344 3 151.51TGTATTTGTTTGAATGTGG[A/G]TCAAAATAAGGTCCATACACTGCAATTGGTTGGCATTCCTCTAAAGTCTCTTTTAATATGTGGGCTCCCCATACCTCTCTTTTCATCTTGAAATT A G 0.58 0.68 0.64 0.60 0.59 0.50 0.15 0.52 0.46 0.56 0.65 0.003 0.142 0.004 0.013 0.0004 1
rs1920395 3 152.29CAAAACTGGTATTTGGGGTTGTGTGGATCAAACCTAGTCCAATTTTATTGATTTAAA[A/G]CAATGACTGTAGTGTTAAAAGGAGCATGTACTACATTAAAATGACATAGGGAATGT A G 0.48 0.34 0.32 0.34 0.29 0.50 0.65 0.54 0.32 0.45 0.37 0.016 0.058 0.038 0.018 0.0016 1
rs325762 3 153.21CAAGTGCCATACCCAGTGTTTATCGAGCTACAGTATGACTTTCCAAACAGTAG[A/G]GGCTCAATATCTAGCTGCTGATGATACAGTTGCAAAGTTCAGAAGTGGCTAACCACTCT A G 0.81 0.68 0.63 0.61 0.54 0.68 0.56 0.84 0.71 0.66 0.65 0.014 0.013 0.015 0.000 0.0001 1
rs755763 3 153.32CTCCAACTAATGCGTTAGTTGACAAATTTGCTCTGAAATATTGATACCATTTTGTG[A/G]TTCCCTGTATTGAATACAAGTATGGGCTTGTGAAAATATAGTATCCACAGACCCTAA A G 0.02 0.31 0.30 0.24 0.36 0.27 0.38 0.30 0.50 0.15 0.20 0.084 0.002 0.000 0.000 0.0078 1 1
rs701265 3 153.88TTGATTTACAAAGATCTGGACAACTCTCCTCTGAGGAGAAAATCGATTTACCTGGT[A/G]ATCATTGTACTGACTGTTTTTGCTGTGTCTTACATCCCTTTCCATGTGATGAAAACG A G 0.36 0.86 0.88 0.85 0.88 0.82 0.52 0.75 0.86 0.79 0.81 0.163 0.100 0.038 0.010 0.0065 1 1 1
rs1388007 3 154.58CCCTAATGTGGATAGATGTAGCAGATGGTAGAAGTTCTTTGTAATTGCTTCAATTA[C/G]CAGTACAGTTGAAGATACACTGTGCTTTTAGTTTTTTTCAAAATAACATCATACAATA C G 0.74 0.49 0.38 0.35 0.41 0.14 0.50 0.38 0.36 0.38 0.47 0.056 0.005 0.001 0.046 0.0048 1 1
rs902432 3 154.62AAAAATACTCTGAGGTGGAAACAGCCATTTAAATTATTAACTGGAAATCCTTGCAGT[A/C]ATGTGTACATTCCGTGAATGCATGTATTTTACCTGACATAACTATTTATAGATTTCT A C 0.19 0.43 0.37 0.45 0.50 0.23 0.55 0.42 0.43 0.43 0.34 0.018 0.015 0.003 0.013 0.0004
rs9438 3 155.34 TTTTAGGTATGTTCCAGAACAAAAAGAACACAGAT[C/G]CCAGTTTAAGAGGGGTTTCATGCAAGGGCATGTAAATAGACAAGAAAAAGAAGAAAAAGAAGCAATATATAAAGAAC C G 0.69 0.60 0.60 0.63 0.54 0.55 0.57 0.67 0.36 0.53 0.49 0.007 0.000 0.007 0.002 0.0074 1 1 1

rs1025192 3 156.15TTGTTGGGACAAAGGCAGGACAATGTACAGCTTGAGGACTTGGAGAGTCCGC[A/G]GATGAATTTTTTATAGTGGAGTAACCAGACAGGGAAGTGGCATGGAGGCCACGCTAGG A G 0.61 0.54 0.55 0.55 0.41 0.45 0.72 0.68 0.36 0.61 0.52 0.001 0.012 0.017 0.007 0.0005 1
rs1872413 3 156.35ATTATTGTATTATCTGTGTATGCATATGCCTCTATACCACTGGATTAAAGCTCCTAAAAAAGCAAGGATACTGCCTTCTTTA[A/T]GTTTGTATTACCAAGCATCCAACTCTGTAATGT A T 0.10 0.42 0.38 0.41 0.44 0.23 0.08 0.47 0.25 0.35 0.38 0.056 0.057 0.003 0.011 0.0004
rs359573 3 156.64TTTGCTACAAAAGAACCTTGAGACAGATTTTCACATACAGAATCATGACCATTCGCC[A/G]AGATTAGGGTCATACAAGAATATCACTTGCACTCTTTTGTGAACACATCTATTCTGG A G 0.28 0.66 0.66 0.72 0.57 0.45 0.38 0.38 0.58 0.63 0.69 0.076 0.005 0.000 0.003 0.0002
rs986963 3 157.29CAGAACCCGTAGTTCTAGCTAATACCATGTATTCATTCAGCAAGCTTTTTGTGCACCCACTCCAAAAAATGTG[A/G]TGTCCCCAAATGTATGGTGTAGCATCTGGGTTACGGCTT A G 0.48 0.36 0.34 0.45 0.27 0.32 0.01 0.46 0.32 0.32 0.41 0.006 0.133 0.003 0.003 0.0010 1
rs1384542 3 158.08 CATGCAATGACATTAATACTTCTGCAGTGAAACATCTGAATGTTCACATGAAAT[A/G]GAATAAAGACTGTAATTAGCCTCCTATCAGTTCAGTCAGATTTTATCACTAACTGTGAT A G 0.38 0.24 0.26 0.18 0.18 0.05 0.01 0.07 0.29 0.34 0.24 0.008 0.079 0.018 0.049 0.0016 1
rs1074864 3 158.45GTTTCACTTTTGTTGTTCAGTTTCCCACAGGTTTCCCTTTCTAGTTCTTCTATTTTA[A/G]CCAACAAAACAATTCATCAAATTATCAATATGTGATGTATTAACATAGAGTCTTTATTC A G 0.15 0.52 0.47 0.44 0.48 0.27 0.75 0.23 0.54 0.43 0.65 0.055 0.047 0.028 0.015 0.0176 1 1
rs1373118 3 158.61TTTTCTCATTTAAAAACTGATAGAGCATTTTCGAGTTATTTTTAATGAGTAAGGC[A/G]TATTTTGATAAGACATAACATTTCTCTCAACCATCTAAGTGAGTCCTTTGAGAATTTTCA A G 0.75 0.55 0.48 0.54 0.54 0.82 0.65 0.55 0.46 0.56 0.48 0.042 0.018 0.000 0.067 0.0002
rs963354 3 158.71 GAGGGTAGAATGAATCTTCAATTAAAGATCTTCCTGT[A/C]AAATATTAACAAAGCAGAGTAATGGTCACAGATGATGAATATTTTTGCTTTAGAGTTGTTTAGATGTAGATAGAAG A C 0.93 0.68 0.69 0.80 0.70 0.68 0.47 0.54 0.79 0.71 0.73 0.046 0.021 0.004 0.000 0.0013
rs1472578 3 160.13CCTGAAAGCTGGTAAGGCTTTTATGTTATGTCCACATGAAACCAGACAACTGA[A/T]CAATTTTGTCGATTCCTTCCAATTGATTAATTTTGTGAAAAGAAAAGGTGGGAAGCCCAA A T 0.86 0.23 0.31 0.37 0.30 0.32 0.39 0.40 0.36 0.32 0.33 0.144 0.002 0.003 0.000 0.0004 1
rs1515628 3 160.56 TTTTGTTCACATGTACTTTCCA[A/G]TTTAATTCAACCTCAAACTGCAATAAGCTTACTTGGAAAAATAATAGCCAATTAAAAATTTTAAATATCTAGCCTGTGATCAGAGGACAAAA A G 0.36 0.60 0.49 0.55 0.39 0.30 0.47 0.42 0.54 0.55 0.47 0.015 0.000 0.005 0.024 0.0000
rs1402276 3 160.58AAATCATTAAAATTGCCTACAAAACAGGAATGCAGACTTGTCTCAATTAATTTTGTTC[A/G]ATTAAGGAACAACAAAAATTTTACATGTACAGTTATTCTCATCCAGTCTCCCTCCTC A G 0.64 0.68 0.68 0.77 0.71 0.60 0.79 0.46 0.75 0.70 0.70 0.000 0.018 0.008 0.000 0.0007
rs937478 3 161.13ATTTCAGTAACCCCACGCTGTGAAATCAACAGAGTAAACACCCAGTAGGATTCACGGCAAGTTGACAAGCCAGTCAAATGATGACT[C/G]GAGGCAAATACTAGGTACGTAAGAC C G 0.52 0.68 0.71 0.62 0.70 0.64 0.81 0.60 0.68 0.75 0.78 0.028 0.001 0.019 0.008 0.0055 1 1
rs1599386 3 162.18TCCTGCCAGCCAGTCTCAGATATGCCT[A/G]GGAAATTAAGAAATGGGCCTGCCCGTGCTTGGGGAACAATGGTAAAGGGCAAAACACTGCCTCCCCCTGAGGCCAAAGGGGA A G 0.10 0.46 0.51 0.52 0.57 0.05 0.02 0.23 0.50 0.52 0.54 0.096 0.162 0.022 0.123 0.0022 1
rs1478568 3 162.34ATTCCCCCCTGGAAAGCCATCTGTAGAACTTACTCTGATATTCTGGAAATAAGGC[A/G]TTTCCTAGGTTCACAACGGAGAACTTAGGTGAGTAATGATGGTGCCCACTACATACC A G 0.69 0.43 0.41 0.40 0.38 0.91 0.92 0.56 0.46 0.46 0.42 0.035 0.122 0.003 0.119 0.0001
rs1515723 3 162.69CCAGACTCTTAAACAAGCACATTAAAAAACAAATCCAAATTTGTCCATTTTTCACA[C/G]CAGACAATGACGCAGATCCTTTCTACCATTAGCTTCCCCAGGTTCAAATCAAGTCAAA C G 0.76 0.53 0.57 0.56 0.61 0.32 0.55 0.67 0.61 0.48 0.53 0.025 0.000 0.018 0.020 0.0004 1
rs482314 3 162.79AAAGAGATTTTTAGATGTTTACTGTAGATTATGAATAGAAACATTCCTCTGTATTTTT[A/G]AGTGACTCAAGAGATATAAATATTAATTTTAATTTTTTCTCTACCCAGTGATATTTTA A G 0.67 0.58 0.50 0.52 0.48 0.60 0.50 0.49 0.68 0.54 0.47 0.018 0.001 0.000 0.005 0.0001
rs901816 3 164.05 TCTATATTTTGTCAGAGACTGATACTTTTCTCCCAGAATCTTTTCTCTCTTT[A/C]TTCCTTTTCAATATGAAAACATAAATTGTTTTCCCACAAGCTGTCCAACCTGGTAGAGTTTTA A C 0.30 0.48 0.41 0.35 0.38 0.32 0.55 0.55 0.43 0.33 0.34 0.011 0.001 0.000 0.015 0.0039 1 1
rs1492174 3 164.29 TAGGTTTTATTTAATATATGTATATATATCAATGTAGGCACTTAAACAAAAATTG[C/G]CATGTAGAAAACTCTTTAAAGTAGCAAATCTAAAATAATATATTGGAACATTTAAAAATA C G 0.19 0.38 0.30 0.44 0.39 0.14 0.28 0.17 0.54 0.32 0.34 0.008 0.002 0.001 0.013 0.0014
rs1369276 3 165.48GCTCAGTTGATTGGAATCTCTTTCCTCTACTGGAGCCATAAGTAGAGGGATAAA[A/C]CTCTTAATAATCAGATGGTATAATGTTCTGCACTATTACTGACTCTGAGTTTTCTTTTCC A C 0.71 0.43 0.43 0.38 0.43 0.50 0.81 0.29 0.50 0.43 0.46 0.031 0.064 0.013 0.000 0.0013 1
rs920417 3 166.21 TCTTTGTTAAACTCACCACTTTAATCCCCAAGATATCCATTTTACTGCTTTCAA[A/G]AGCACTACTGTTAGGAATGAACTGAATGTAGGAGATCATCTTGCTTATAAGGTTTTTGAC A G 0.24 0.58 0.57 0.62 0.52 0.18 0.15 0.32 0.50 0.55 0.56 0.059 0.094 0.022 0.071 0.0003 1
rs769276 3 166.36 TGCCAAAGGGAGGAAATATAGGTAAATAGAAGCCTGTGA[A/G]TGGAGGAAAAGAAAAACTTGCTACAGCAAAGACTATATTAATTTAAATGCTATCTTCCCA A G 0.55 0.73 0.74 0.70 0.79 0.73 0.89 0.69 0.77 0.75 0.77 0.010 0.043 0.000 0.002 0.0004
rs1899169 3 167.22 TAAGGGAAAATATCTGCGTGAGAGTAAATGACAGCATGCTAGAATAGCAGGGA[A/G]AACCATCAGACATCCAACCAAGTCTGAGCTCAGAAAAAGGGAGTTAGGGTAGGTGGA A G 0.26 0.63 0.60 0.57 0.61 0.64 0.71 0.59 0.64 0.49 0.53 0.044 0.024 0.005 0.011 0.0016 1
rs1996489 3 167.40ACAGAGCTGAAGTCTTGTCAGAGACATGCACTGCTTTCCAACTTGTCAACTATAA[A/C]AATTTTACCAACTGTGCTGTCTCTGCATAAAAAAGGACTTTAGTTTTCTAACTGCTGAC A C 0.36 0.54 0.51 0.59 0.55 0.64 0.49 0.59 0.54 0.46 0.40 0.001 0.000 0.005 0.015 0.0015
rs877439 3 169.12TGTATATGTGTCTTTTTCCAAGACAGAAGCCATAGCGTTAATCAGTTCCTCAAA[A/G]CATCATTGACCTGAAAAAGGTTAAGAACCACTGCTTTAGGGCAAATTCCTCCTGAGGTC A G 0.36 0.50 0.47 0.52 0.52 0.45 0.40 0.49 0.61 0.55 0.58 0.008 0.008 0.000 0.002 0.0103 1
rs953834 3 169.14TTTACCATATTGAATTAATTTTAATATGAACTTTTTTAAAACTTTGCTAATTTTATTA[A/G]TGATAAAAGATTATTAGTAGTGTTTCCATTTCTTTAATTGCTAATGAGATTGAAAACTT A G 0.69 0.86 0.86 0.83 0.84 0.95 0.99 0.94 0.82 0.93 0.94 0.015 0.047 0.031 0.022 0.0206 1 1
rs1025217 3 169.53GCCTTTTTCCTCCCCATAAATAAGGAGTGATCACCCCATTCAGAATGAATGTA[A/G]GGTAGCTTGTAAAATATCTATGTTTGGGGCAATAAAACTCACCTAGAATGATCTTGTGCC A G 0.17 0.50 0.50 0.41 0.66 0.91 0.42 0.58 0.54 0.52 0.52 0.068 0.006 0.001 0.092 0.0000
rs3863100 3 170.24 ATCTTTCAACTTATTTTTCACTARGATCATTTTTCCTGCAAAAAGGAATTAGCCAA[A/G]GAGAGTATAATGTGCTGATAGTGCAGTGAGGAAAATGTGTAAGATTTGACCTTACTT A G 0.10 0.07 0.09 0.06 0.14 0.00 0.00 0.06 0.07 0.08 0.08 0.000 0.009 0.007 0.003 0.0000 1
rs1920122 3 170.83 ATTTAAACCCACTATTTTAACTT[A/G]ATACACATGCATAGATTTCTTAGATAAAATAATCAAATATTGTTTGCATCATACAAAGGTGGTATTTCAAACTCTATTCAAATAAGTCAGTC A G 0.43 0.26 0.25 0.24 0.32 0.64 0.83 0.35 0.36 0.22 0.23 0.010 0.137 0.003 0.051 0.0026 1
rs1563436 3 173.11GTAAAATGTCTGAGGAAACAGAGGGATGAGTATTGAAAGTGGGAGCCATGGTC[A/G]AGCCAGTCCATCATTAGCTTCTGTTCTTTCTGGCGCTTCCCCATTCACTCGGCAGAGC A G 0.20 0.61 0.60 0.67 0.66 0.59 0.65 0.38 0.64 0.53 0.57 0.072 0.012 0.015 0.001 0.0000 1
rs1353894 3 173.13CATTAAAAAAATCAAGATTCTAATAAGGCTGTCTTGTGAAGATCAAGGCATGGA[A/G]GTTTGAAAATCTCAGTGTCGATTCATTATCTAAAAATCTCTTGAATAGCTCAATTACAAA A G 0.52 0.60 0.57 0.61 0.66 0.64 0.82 0.33 0.64 0.51 0.59 0.000 0.065 0.021 0.005 0.0004
rs623021 3 173.73TTTCCRCACTTCCTTTGCATTTTCTCCTAACTTCATAACCAGCTTCCCGTTTTCTC[A/G]CTTTTCCTATTGTCTTTCTCACACCAAGTTTTCCTAGTTGATTCCAGAGGCCTTCATGT A G 0.29 0.45 0.43 0.37 0.41 0.82 0.77 0.47 0.50 0.45 0.49 0.016 0.061 0.008 0.086 0.0029 1
rs874671 3 173.78 GCCACCRTGCCCAGCCTCCATAGATATTTTTTGAGAGCACAAGTGCCAGGGTACAAA[C/G]ATGGAAAGGATATGGTTCTTTTCCCTATTCTTGAGTAGCTCATATTTTAATAGAG C G 0.19 0.53 0.54 0.54 0.54 0.77 0.74 0.43 0.57 0.60 0.53 0.079 0.017 0.002 0.025 0.0000
rs7433573 3 173.89AGAATTCGAGAGCTATTCAAAACCCAGCAGCTTAAAAAACCAGAGTATCTGTTCTCCT[A/G]TCATCACTCTGAATTTGTTCATCCTGACTGCATCATGACTCAGCTCTACCTAATT A G 0.25 0.29 0.30 0.28 0.23 0.09 0.26 0.39 0.46 0.36 0.30 0.002 0.000 0.010 0.028 0.0001
rs649695 3 174.47AAAAATTGAGACAAAAAAGGTCAAAATGTGGGGAAATTGAATCATTTTTTTCTTTT[A/C]TTTGAGTCAAAGTTAAGTTGCCATCAGTTTAAGTTGTTATATCCATAAAATATTTTGTA A C 0.64 0.80 0.75 0.78 0.73 0.82 0.78 0.75 0.64 0.63 0.74 0.007 0.002 0.000 0.008 0.0001 1
rs2046718 3 174.79TATTCTAAGCCCAGGGGATACAGCACAAATAGCCAAAAATCCTTACACTAATAGAACT[A/G]TTAGTAGAGATATTGATAATACACTAAGTAAATAAGTAAATTAAGTAATATTTTAG A G 0.52 0.23 0.24 0.33 0.32 0.09 0.08 0.35 0.39 0.19 0.27 0.073 0.002 0.052 0.004 0.0055 1
rs1488547 3 174.85 TTGTTTCACCCATTTTTTTATGCGTGTTGACATTCTCGAGCCCAAATTTTTTATAGTTTC[A/G]ATGAATTCTATAGGTTGGTTTTAAGATGTGAAACTAAAAGGTGATGAAATTATTC A G 0.48 0.24 0.30 0.29 0.25 0.91 0.33 0.42 0.32 0.29 0.33 0.021 0.002 0.023 0.238 0.0014
rs753293 3 176.43 CAATTCTACTTGTCTAACATTGACTTTTTCTATTTGTAATGCAGCACAACCCA[A/G]TAGGATTTCCCATTGTTTCTTTCCTAAAACCGTGCACCTGCACCATCGATTATGCCAGGA A G 0.88 0.81 0.78 0.85 0.73 0.59 0.40 0.79 0.75 0.79 0.74 0.013 0.064 0.000 0.014 0.0008 1
rs1549114 3 176.44 CAGAGTCTTTTTTTATTTTTTGAAGCTGTGCAGTAGAGGTATACAGAAGTGA[A/G]TTGTCCCTTGGAAGTAGATTAACCATTTGTTTTGTAGATGTCTAAGAGATGCTTTTATTTGG A G 0.62 0.32 0.35 0.35 0.25 0.27 0.25 0.29 0.29 0.30 0.30 0.049 0.008 0.000 0.003 0.0004
rs1545866 3 177.34GACAGCGATCAAAGGCTAAAATTTGTTTTTTATTGTTGTTGTTCCTTTTACCCCC[A/G]CAAAGAGGGCAACATTAAGCAACAGAGACACATTGTCAATGCCAATCTTCTGTTTGTG A G 0.14 0.47 0.47 0.40 0.46 0.30 0.24 0.31 0.75 0.41 0.49 0.073 0.038 0.021 0.021 0.0000 1
rs2046350 3 177.34GCATGAAGATAGACAAGGCAGGATATCTGAAATGAGAGAAGAGGCAGGATCATCCT[A/G]GAATATGCCTGAAATAGGAGGACCTAGTGGTAGCTATTGGTGTCACAGAAGGCT A G 0.45 0.48 0.48 0.41 0.43 0.41 0.24 0.40 0.75 0.41 0.49 0.001 0.041 0.011 0.005 0.0000
rs951461 3 177.35GATGTATTAAATCATAATATACACGAAATATAATTTTTGATATTTTTATCTCCTTTCCTCCATTCTATTCTACTATT[A/T]ACAATTCTCCCTCATGTTGGTAAATGACTCCTCTATCTC A T 0.36 0.58 0.58 0.57 0.57 0.27 0.41 0.47 0.82 0.59 0.56 0.036 0.010 0.006 0.052 0.0015
rs1483635 3 177.37ACAGGGTGAGACTCTGTCTCAAAACAAACAAACAAGCAAATAAACAAAAAATGTATT[A/G]TCTATTATCATACAAAGCCCAAACAACTGCAAGTACCAATAGATAAATATACCCTA A G 0.88 0.68 0.60 0.67 0.68 0.44 0.24 0.51 0.61 0.71 0.56 0.043 0.091 0.006 0.020 0.0029
rs936034 3 177.56TAAAACACAAAATCTTGCATGCTATGATAAAACCGCTGTTTTGGCCAAAATTATT[A/G]ACATTCTGTAACCCATCTATGAAGGCATTTAATTGAAAGGCATATTTGAAATGTGGGAA A G 0.79 0.62 0.65 0.66 0.54 0.18 0.29 0.50 0.71 0.60 0.66 0.013 0.054 0.008 0.101 0.0000
rs1349838 3 177.66ATAGGCATTTGACTTAGGCTGGGCTAATCGTGGTACCTGACATAAATTCACAGA[A/T]GTGCCTATAACTTATAGGGGAATTAATCCGTGGGACATTTGGGAAAAAAAGGTTTGCT A T 0.69 0.49 0.50 0.51 0.63 0.55 0.64 0.48 0.46 0.58 0.56 0.015 0.005 0.000 0.002 0.0027
rs1000021 3 177.79ACAACGTTACATACTCATTCCTTAAATACATCTGTCATCAAGGCACTTTGGGAA[C/G]CACTTGGCCCAATCCTTCATTACCTCTTGGATTCTACCTTAGTCCCAGCCTGAGTGTCA C G 0.90 0.64 0.65 0.67 0.54 0.59 0.64 0.78 0.57 0.68 0.65 0.059 0.001 0.008 0.000 0.0001
rs1468924 3 180.30CAGGGAAGAAGGACCAGACAGACTACAGAGGAAAGAAAGGTGTTCTTCTCGCTAGA[A/C]ATGAACCAATTTTTTTGTGAACAGACAATTAAAATGAATTACTTTATGGCAAAAGA A C 0.62 0.32 0.31 0.45 0.32 0.05 0.33 0.28 0.07 0.41 0.45 0.037 0.000 0.001 0.086 0.0069 1 1 1
rs2049769 3 180.97 TATGAACCTGATTCCAGAACCCTTGAAAATAATGACAGGAGAAAAATATAATCA[A/G]TAAGGAATCATTTGGCTCAACTCCACCACTCTCACTACCCTATCCCCATCTCCTTCTTA A G 0.90 0.80 0.75 0.77 0.77 0.68 0.53 0.69 0.82 0.76 0.72 0.014 0.027 0.007 0.005 0.0016 1
rs1401337 3 181.76 TTTAAATATCATAAAAAGCAACCATAAAAATAAAGCATTCTAATCAGAGGGAAGA[A/C]ATTCAAAAGCTCGCGTCAAAAAGGAAAACAATTTACTTGTGTCGGTACCCTTAATAAG A C 0.86 0.45 0.50 0.55 0.52 0.68 0.48 0.69 0.61 0.48 0.53 0.101 0.005 0.025 0.017 0.0001 1
rs1401974 3 181.89GCACTTCTCCCATTGGAGACGTGGGTGCAGCCAGATGGTACCAGTGCTTGCA[A/G]ACAGATGTGTAGAGGGAGACTTCTTCCCCCTTACCCATTGCTCTGGATGCAACCACAG A G 0.07 0.57 0.56 0.50 0.41 0.60 0.59 0.40 0.64 0.47 0.53 0.157 0.001 0.026 0.000 0.0001
rs833283 3 182.91CCCTCAATTAAGTGGGGTGGGAATGGGGCAGTTCTGGGCAAGTTTAAAAACTGTGT[C/G]CTCTCAATTTTTCAATAAAGGAAAATCCTGGCTTGTGAGATCGCAAACATTGTGAG C G 0.07 0.55 0.57 0.59 0.66 0.18 0.33 0.24 0.54 0.52 0.52 0.190 0.046 0.086 0.112 0.0002 1
rs1973738 3 184.57CAGAAATTAGCAAGTTTCTTTCTGAAGCGATTGTACTCAGTTTCCTTATAAGTGTCA[A/G]TTCTTAAGAAAATAAGAGAAGATTGCTGTGGGCTTCCAAATATCTATTTAACCCACT A G 0.67 0.38 0.37 0.40 0.36 0.77 0.61 0.56 0.21 0.43 0.48 0.042 0.026 0.008 0.083 0.0086 1 1 1
rs2054172 3 184.70TTTGCGTCTTTTGATCAATATAGCCATTTTCATATAGAAGCAGTCCTACCTATTGCC[A/G]TTTCAGGTGGAAAGCCTTACCACACAAATTGATACTGTGTCCTCACCAAGTTTAAAA A G 0.57 0.76 0.71 0.73 0.77 0.73 0.64 0.74 0.82 0.73 0.73 0.014 0.012 0.000 0.000 0.0000
rs262958 3 184.81AGTCATTGTAAATGAAGGAAAGTCTTCATTTTTCCTGAGACAGGGAGACAACATC[A/G]AGCACTGTAAAGTTACACTAAATTCCAGCAATTCCCTGACATTGAATCAGATGCCCA A G 0.33 0.38 0.44 0.41 0.46 0.50 0.56 0.46 0.36 0.45 0.49 0.007 0.004 0.000 0.001 0.0015
rs1401999 3 185.00 CACTTACAAATGTGGCTTACAA[C/G]ACCACATCACATGTATAGTACTAATGGAGTTCTAAGGGCGAATGGGAGGGTGAGCTTTCCAGGGAGTGTATGTTGCCTCATGAAGAATG C G 0.76 0.55 0.58 0.54 0.61 0.95 0.54 0.58 0.57 0.57 0.57 0.013 0.005 0.006 0.091 0.0001
rs869417 3 185.01ACCAACTAAGCATTTAGCAACAGAAATGAATAACAACTAATCTTATGAGGTGATC[A/G]TTTTATAAGCAAGGAAATGAAACATTCAAGAGGATTTTCCAGGATTTTTCCCCAAAGA A G 0.24 0.45 0.42 0.46 0.41 0.05 0.46 0.42 0.43 0.43 0.43 0.013 0.005 0.006 0.091 0.0001
rs3892035 3 185.52TTGAAAATAAATTTTCACTGTGGCTTTTTTCATTTCTTAACCTTATCCATGTGAAC[A/G]GGAGAGCTTCCTCGTTCCACTGGGAGATCTTATCCACTAGTAACGAAAATGTGCTCC A G 0.93 0.86 0.82 0.90 0.88 0.86 0.61 0.80 0.86 0.83 0.79 0.003 0.039 0.006 0.000 0.0036 1
rs4686705 3 185.68TCTGCTCACCTTCCCTGCCTCTCTCCCTGCCAGCCCCTAATCCAGCTGCCTCCTG[A/G]ACAAGCTAGAACTGCTCTTAACCCCATGATCATCCATCTGCTGAACCCTCTGGATG A G 0.48 0.42 0.40 0.49 0.43 0.55 0.74 0.48 0.43 0.45 0.44 0.011 0.081 0.015 0.027 0.0022
rs2377104 3 185.78TGGGTGGTGTCAGATAATTACTAAGACCCCAAAATTAAAGTGGTTGAGTCCTTA[A/C]TTTTCCACGGCTGCTCAAGATGAAAATGAAAGCTGGCCTCCAGGGGGCCCTGGGAGG A C 0.30 0.53 0.48 0.46 0.55 0.45 0.05 0.38 0.46 0.59 0.52 0.012 0.106 0.000 0.001 0.0009
rs4432622 3 185.88AGCGTGGTCAATTATTATCATCTCTCAGAAGGCAGACTCTACAGACTCTATTTAAC[A/C]AACTCTGTAGAGCTTCCTGGGCACTCACTTAAACTTACTCCAGTACATGGAAACAGG A C 0.29 0.64 0.65 0.59 0.71 0.23 0.43 0.49 0.36 0.63 0.67 0.058 0.018 0.007 0.080 0.0017
rs4572747 3 186.02CATTGTTTTCTTTGACCACTTTTCTTTTTCTTTGATTTTCTCTGACATTATAGGC[A/C]CTTTGGTTTCCGTTATTGGAGGCAATGATGGCCCCTCAGAAGCTGTCCAGTTCAGCCAT A C 0.26 0.01 0.02 0.01 0.00 0.27 0.00 0.10 0.04 0.02 0.05 0.061 0.013 0.005 0.059 0.0017 1

rs3332 3 186.09 GACTTGACAGACTGAGAGCCAGCCAGCCAGCCAGGAGACCTGCAGAACTTAAACAC[A/G]GAGCATTTATTGTTAGAAAGGGCAAGTCTTACACTCAAATAGGTTTTAACATGAA A G 0.52 0.43 0.44 0.54 0.32 0.77 0.59 0.53 0.61 0.40 0.41 0.000 0.003 0.000 0.034 0.0039
rs6769709 3 186.17TGATGCTGTTCTATATCTGTTTTGTCATATATCCCTGAATTTCACTTGTCTGAGAAG[A/T]CAGATCCTTCAGTCTGTGACTGACATCCTTTTCTATCATCTTGCAACAACTTCTCTAG A T 0.23 0.08 0.10 0.09 0.05 0.23 0.00 0.22 0.04 0.07 0.09 0.015 0.181 0.075 0.244 0.0002
rs1837882 3 186.55TAAGAAAGTAGGTGGATTTGTGATTTAATTTCTCTGAGCAAAAAGGGAAATAGC[A/G]CACTGCAAACAATTGTAACTCAACTTACTGATTGATTTTGGATTCTGTGGTGTTTCCAG A G 0.43 0.42 0.44 0.39 0.48 0.23 0.21 0.23 0.54 0.46 0.54 0.000 0.017 0.026 0.019 0.0033 1
rs713484 3 187.61TAAAGAGAGAACACCAGAATTTGTAATGAATCTTATATATTGAAGTAATCACAGTA[A/C]GAGGCTATATACTTCTTTTCGGATTATTCAAAACATCTGTGGCACTTTTCTTTCAGAA A C 0.45 0.83 0.81 0.82 0.75 0.90 0.74 0.75 0.71 0.83 0.81 0.062 0.003 0.000 0.015 0.0001 1
rs266759 3 187.83CTTAGTGGTGACTGGAGTTACTCTGGCCCTTTCCGTTCTCCCAAAGCCTTCCCAG[A/G]AAAGTATGGAACTTAGGTGTGGAACAGAAATGACTGGGGGCACGGGGGCCAGTTG A G 0.33 0.48 0.48 0.44 0.56 0.41 0.55 0.55 0.54 0.51 0.47 0.005 0.006 0.006 0.000 0.0001
rs1568302 3 188.42CACATGGAAAAAGCCTTTTCCATTTCAAGGGATGACTGATTTTGTTATCAGCA[A/G]CTTTTGCTGAGCCTTCCTAGGTCAGATGTCTGTGTGCGTGAGAATAAGCTCAGTGTGTA A G 0.74 0.64 0.65 0.60 0.59 0.82 0.78 0.70 0.68 0.65 0.62 0.001 0.002 0.007 0.001 0.0027 1
rs1157840 3 188.94AACCTGACTCATGCTTCATGTTCATATTCAACTTCTTCCCTTGTGCTTCTAACTA[A/C]ATCTAGGAATCTCCTTGTTCTTAGAACCACCTTTATCCCTTCTCAGATATTTATGTATAT A C 0.40 0.74 0.78 0.70 0.77 0.55 0.96 0.79 0.68 0.70 0.70 0.082 0.040 0.002 0.040 0.0034 1
rs2030033 3 189.01TTAGATGTAAAACTCTTGCTAAAGACATATTCATTACTCTTCTAATGAATATACTCAG[A/G]TAATGTACTCAGTGATACATTCCTTTTCAAAATTAATATTAGGAAAAATGTCTCTCA A G 0.74 0.78 0.73 0.87 0.80 0.91 0.91 0.81 0.86 0.75 0.69 0.000 0.019 0.007 0.026 0.0018
rs2030525 3 189.40TTAAGTGATCTAGAGTCAGTGGCTTATTTCCCACAAGGATTCAGTGGGCAACTGTG[A/G]CAATAGTTCTTGGCTAACCTGGTCACTATGGAAGTTCTTTCCGTGGAAAAAGATTC A G 0.10 0.23 0.14 0.17 0.07 0.36 0.44 0.25 0.18 0.21 0.20 0.008 0.049 0.004 0.023 0.0041
rs2049218 3 189.44GTCCCCACCAAGGGGTATGTGGAAAAGGGGAAGAGGGGCATATTGGTTGCCCCAAC[A/G]TCTGGGACAATTATTAGAATTTAGGACCRGAGGATAGAATATTCAACACATGTA A G 0.12 0.41 0.47 0.46 0.54 0.14 0.26 0.30 0.39 0.48 0.55 0.065 0.019 0.006 0.065 0.0027
rs2067078 3 189.52GTAAGAGCTGAAGTTAAAGTCATGTTAGGTAAGAGCTGAAGTTAAAGTCATGTTTAT[A/T]AGCCATCCTAGGGAGCTCATGAATTTCATGAXTGTTTCTGTGCTGGATAAACATTT A T 0.55 0.04 0.02 0.04 0.04 0.41 0.14 0.07 0.07 0.02 0.06 0.189 0.017 0.002 0.113 0.0047 1
rs1568598 3 189.85ATTCTTCATGCAACCAAAGAATTCCAAAAACGTATTTCTTGCAGCTAGCATAAATCT[C/G]CAGTTCCACAATGGTAGCAGTGGTGGATTTTACCCAATGTTTTAATGATGAATGTA C G 0.71 0.83 0.81 0.71 0.71 0.18 0.11 0.58 0.71 0.80 0.81 0.012 0.282 0.031 0.244 0.0002 1
rs1515504 3 190.97GTCGGTATTTGGCAGTCACTCGATTAAAGATGCATTTATAGCCTGAAAAGTTGTAG[A/G]AGTAGTAACAAGAACGCGAGGTGAAAAAGGTAGGAGAGGTTTTGGGTTTAGGCAC A G 0.31 0.42 0.34 0.40 0.38 0.45 0.76 0.39 0.54 0.32 0.36 0.000 0.099 0.006 0.011 0.0000 1
rs538338 3 191.21TTCCTTTAATTCTATCACCAACAAGCACCTCAGGTTGTTTGAGCTGGCCAAGGATT[A/G]CATGAATGGAACAGGAAGATATAGAGTTGTCAAAGGCATAATCTCTCCTGTTGGCG A G 0.74 0.89 0.88 0.90 0.91 0.91 0.79 0.78 0.89 0.81 0.86 0.014 0.002 0.010 0.002 0.0002
rs532616 3 191.27GCAAATTATTGTGGAAGTAGAACACATTGTCTTTGTTCTTGAGGAACATTAAAGTGA[A/C]GGTGGAACCAACCCTATTGGAAAGACATAAGGACCCAAAGATTCTCCTGGAAACA A C 1.00 0.95 0.91 0.95 0.88 1.00 1.00 0.98 0.89 0.89 0.90 0.030 0.033 0.015 0.033 0.0000
rs3864005 3 191.34GAATTCTCACTCTGTTTCTACAGAATTTAAATATCTGAAGGTAAGGCCAAGGCCAGC[A/G]GAAGTTTGAAAGGCAATAAAGTATCTTGGTGCTCCTGAAAATAACTAAAGGAAAAC A G 0.17 0.45 0.40 0.48 0.41 0.15 0.49 0.52 0.50 0.41 0.40 0.043 0.001 0.000 0.064 0.0004
rs1559018 3 191.62TCATTTCTCTATGCAATAAACATATGTTGTATTGGGCTTACACTGTGTGCTAGAT[A/G]CAGTTCACATTATCATTATATTCACTAACCATTACAGGGATGAATGATATCATACAGTAT A G 0.65 0.68 0.65 0.67 0.72 0.27 0.31 0.72 0.61 0.65 0.70 0.002 0.021 0.023 0.045 0.0003 1
rs2048417 3 192.10TACGAGTCTTTTTCTTAGAATTTCCACTAATACATACTCAAAACAATCTAACCC[A/G]TGTTGCAGATTATTTACAATTATTTTTATTTTGAATGGGGGTATCATATTTTGCATTTTGAT A G 0.78 0.43 0.44 0.50 0.46 0.39 0.27 0.33 0.29 0.46 0.54 0.064 0.010 0.006 0.001 0.0068 1 1
rs975121 3 193.22TACCATCATAAAATAATGCAACCTGTGACGTACTGGAAATGTAATGTTGGAGGTAGAT[A/G]GACACAACTACTCAATACTCAAACCCTTGATTTTTGACCTTGAGCAAGTTACTTA A G 0.90 0.45 0.46 0.50 0.52 1.00 0.78 0.79 0.57 0.58 0.51 0.137 0.076 0.098 0.267 0.0048 1 1
rs1501622 3 193.47TTCTTAACTTTCACAATTAAAAATAAGTTAGTCACATTGGAGGTGAGACTGATCATCT[A/G]TTTTACAGAAAATATTGTTAACATTTATGTTACAGGATGAAAACATTTACAGACAAA A G 0.62 0.66 0.64 0.79 0.71 0.73 0.79 0.83 0.68 0.63 0.63 0.001 0.010 0.022 0.003 0.0004

rs2986 3 193.85TAAAAGAAAAAGAAGTCAGAGGAAACAGTCTTTGATGTTATGAGGCTGAGACACTACTCTTCCTTCA[A/G]GACTATTTCATTCTGACTATAAGTGAATAAATACATTGAAGACTTCA A G 0.43 0.46 0.45 0.57 0.50 0.45 0.09 0.53 0.46 0.57 0.59 0.002 0.059 0.011 0.002 0.0143 1 1 1
rs769592 3 193.97TTGTTGGGTTAGCACATTACTGTTAAGAAAACACGATGTGTGCCGTACTTATT[A/C]CACCACCAGCCTCTCCCATCCCTGCGTTAAACTCAGTCATCCTTTTGCCTACATAGGAA A C 0.45 0.47 0.49 0.44 0.50 0.23 0.82 0.53 0.36 0.49 0.48 0.000 0.070 0.006 0.034 0.0002
rs720927 3 194.70AAAGTCAGTGCAAAGGGTCTGTAAGCCTAGAAGAGGAATCTGGAAACCCTTTA[C/G]AGAAGAGCCTTCTCCCCACAGGATTTCAGGGCAGCATGTGTGAGACCCAGGCTGACTG C G 0.57 0.47 0.51 0.43 0.68 0.41 0.68 0.53 0.54 0.59 0.55 0.000 0.014 0.001 0.007 0.0001 1
rs8513 3 195.40GTGGGCTGGCAAGCCACTTCCGGGGAAAACTCCTTCCGCCCCAGGTTTCTTCTTCTCTTAAGGAGAGATT[A/G]TTCTCACCAACCCGCTGCCTTCATGCTGCCTTCAAAGCTAG A G 0.19 0.34 0.27 0.29 0.25 0.14 0.00 0.15 0.21 0.17 0.27 0.006 0.117 0.009 0.020 0.0001 1

rs789993 3 195.65GTGGCCTCGAAGAGAAAGATAAGACACATCTTATAGGAAGCAGAAAGTGAGACG[A/T]GCCGTTAAAAAAGAGAGAGAGAAAATACCACGGGGGTCCTTTTGAATAAAATGTGAC A T 0.16 0.46 0.47 0.46 0.54 0.18 0.08 0.18 0.43 0.54 0.55 0.049 0.092 0.030 0.032 0.0043 1
rs711995 3 195.68AGGGAGCTAGTTAGAAGATACCGTCCAAAGTGTTCACGGCAGGATGAAGTCCC[A/G]ACTCCCTCGCTACCGAACGCTGACCGTCTCGCCTCCCCTCCTGCAGGTGCTGCCCT A G 0.33 0.46 0.47 0.45 0.46 0.17 0.06 0.20 0.43 0.44 0.42 0.008 0.093 0.033 0.045 0.0006
rs1075870 3 196.00 GAAGGAGCCATGAGGTGGTAAAAGCCCTCGAGTGTTAGTCCCCAAATTCCATTT[A/G]GCTCAGTCATGCGCGGTGAACATGTGAATGTCGAGTGTGTCTGACCTTCTGTAAATG A G 0.74 0.51 0.46 0.51 0.52 1.00 0.82 0.72 0.50 0.55 0.52 0.038 0.075 0.039 0.237 0.0020 1
rs823515 3 196.59CCTGCATTATCTAAGACTACTATAGAATTTGAATTGAACAGAATAGTGAACTCCAAA[C/G]CAGACTGTGTAAAAACCCCGCTGAGATATGGAAAAAATGAATTTCTATATTTATTTC C G 0.43 0.35 0.40 0.46 0.38 0.05 0.01 0.28 0.32 0.45 0.54 0.001 0.176 0.020 0.135 0.0109 1 1 1
rs903196 3 196.90GAATTTCCCATAGCTGCCTAGGGAAAGAA[A/G]GACAATTTTTGTCCTAGTTACATTTGCCAAAGCAAAACAAAATAACAAAGCATAACTCTTCTCCACTGTTCACAGCTTCCATAAT A G 0.90 0.70 0.73 0.74 0.70 0.82 0.86 0.86 0.57 0.68 0.65 0.026 0.009 0.026 0.006 0.0012
rs1862768 3 196.91TTATACATGCTCTTTGTTGACTTGGACCATTCAGAAGAGCGCAGTGAGAAAATTAAA[C/G]ACCCAGAAAGCCACTTAAAATTTTGATATATTCCACTTTTTTTTGTGCACATATATG C G 0.79 0.46 0.53 0.52 0.46 0.55 0.54 0.48 0.32 0.50 0.52 0.037 0.000 0.003 0.000 0.0000

rs9343 3 197.29 ACAAGCTGGCAGATACATTTGACTCTACAGATGAAGGTGAACAATGTTAG[A/G]ATAAAATTGCTTTGGATCTTGCCTGGAAGGTGTTTTAAGTTTTGTAATAA A G 0.48 0.47 0.56 0.52 0.48 0.14 0.44 0.34 0.39 0.53 0.56 0.003 0.003 0.006 0.085 0.0000 1
rs338180 3 198.34AAAAAAAACAACTGGAAATCTCCAAGATCACACATTTCAGAAGCCTTCAAATATAT[A/C]ATTTTCTTTTACATAAAAATTTTTCATTACCTTTGTTATTTTCTTGCTAGAATTCAAAGT A C 0.67 0.74 0.75 0.79 0.54 0.95 0.82 0.64 0.79 0.70 0.69 0.001 0.016 0.007 0.059 0.0009 1
rs338217 3 198.35TTTATTGTTCATATATGTTCACTTGCTAGGAAACGGGGATAGAAATAAATAAGATCC[A/G]AGTCCTGCTCTCAAGGATACACAGCCTTGTAGCAAGTACACAAAGGCCAATGCAC A G 0.98 0.61 0.63 0.61 0.70 0.23 0.40 0.66 0.54 0.68 0.81 0.147 0.014 0.007 0.057 0.0271 1 1
rs718501 3 198.41TTCGGCTTTTATAGGTGAGACACTGACCAGTTCCTGCCAGAATCCTATCTTCCATC[A/C]TTTATTTCCTCTGAAAAGGAAAACCCAAAGCGGCAGGCAAGATATTGCGTGTTATG A C 0.40 0.86 0.82 0.83 0.86 0.95 0.96 0.79 0.93 0.84 0.81 0.089 0.027 0.004 0.023 0.0001
rs6788537 3 198.49TCAGAAATACTTGAATGTCACGGACAAATCGATAGCTCTTTAAATCACAGAGCTG[A/C]GCTCATTAGTGGTCCTCCCTTGGGGAGGAGATGGCTGCATCTGCCTACTCGGCGGG A C 0.64 0.41 0.35 0.40 0.34 0.23 0.10 0.23 0.38 0.43 0.45 0.054 0.046 0.002 0.009 0.0078
rs2686085 3 198.55AAAAAAAAAAAAAAGGAAAGGGACGGGGGGCCCTGTAAGTGAAGAAAAATCATGCA[A/G]CTGACACTCTCCATGCCCCAGCCGAGCCCGGCCAGCCTAGGAAAGTGGGTGTC A G 0.57 0.82 0.77 0.78 0.75 1.00 1.00 0.74 0.89 0.77 0.83 0.031 0.085 0.002 0.085 0.0026
rs2060086 3 198.56CTCCAACCATCAGGGGATGGGTTTGTGCTGGCTGGAGTCACCAGACCATAGGTCC[A/G]CACAGGCAAAGGCCTCCTTCCTACTTACTCTGACAAGAAGGAGCGGCTCTCTGCC A G 0.29 0.18 0.26 0.20 0.23 0.00 0.00 0.27 0.14 0.23 0.15 0.002 0.101 0.000 0.101 0.0107
rs1864668 3 198.63ATTACCTTGGAGAATCTTGATGGATATTTTTTTTGGTGCCTCAGTGAACGGGT[C/G]GGGGGGAATGTGGTTTCTAAGAGGCCTCCTATCTTGAGCTCAGGATCCCTTCTGAGCTT C G 0.57 0.55 0.48 0.34 0.48 0.91 0.94 0.78 0.46 0.41 0.49 0.005 0.137 0.032 0.114 0.0007
rs935971 4 1.04TAAACATTAGTTTTAGTCTCAAATATTTTTTCCCTCAAAACTCAGAAGCTTAGT[A/G]AGAAAATAAAAATCACAATGAGCAACGTGTCCACTCCCCTGGCACTTCTGGACTTCCCG A G 0.93 0.79 0.78 0.76 0.82 0.73 0.50 0.74 0.89 0.77 0.79 0.034 0.034 0.000 0.001 0.0000 1
rs963598 4 1.14GAAAACCATGCAGCATTATGTTCACTGCCAAGTAATATGGACGTAGAGGATGG[A/C]AGAATTCTGTAAAACCACTTCTGGAGTTCAACATTTAACCGAGCACATTTTACTTACCTG A C 0.26 0.72 0.72 0.74 0.66 0.72 0.84 0.60 0.67 0.73 0.74 0.118 0.035 0.000 0.005 0.0001
rs736455 4 2.24GGCAGACCCAGCCAGAGCTCACAGCCCAGGCCAGCGTGTTCTCAGATCAGTCA[A/G]GGAGGGAGGAGGCCCAACCCCTTGGGGGAGGATTCCCTTGCAAGAATAAAAACTC A G 0.36 0.51 0.52 0.55 0.64 0.10 0.74 0.36 0.65 0.49 0.48 0.008 0.034 0.017 0.102 0.0006 1
rs362331 4 3.25GGTGAAGCAGACAGGAACTATGATAGGAACCCACCGTTCATGGACGGGGACTCACCGGCCTCCAGGATGAAGTGCACACAGT[A/G]GATGAGGGAGCAGGCGTGGGTCACAAA A G 0.43 0.57 0.58 0.62 0.66 0.59 0.63 0.69 0.39 0.61 0.67 0.015 0.001 0.009 0.000 0.0028 1
rs934498 4 4.33GAGGGTATATGCATTTATTTTGCCAAAAAATGCACCGAAATTTAGTATTACTCC[A/C]ATTTCCATCTCTGTGTTTATCTTTTCAAAATAGCTCTCTTATTGGATGCTGTCAACCAAAG A C 0.45 0.29 0.25 0.32 0.20 0.18 0.64 0.47 0.36 0.18 0.23 0.020 0.068 0.006 0.005 0.0011 1
rs920683 4 4.36GCTTTACAGATGCGGGGCTGAGGCACAAAGAGGCCACACCGTAATGAAACTG[A/G]GCTAGGCTGTGGGCTCTGTCGTCTTAAGCGCTACTCTCAACTACAGCGTGGAAGGAAA A G 0.55 0.69 0.68 0.67 0.71 0.69 0.42 0.63 0.68 0.76 0.76 0.005 0.029 0.000 0.000 0.0067 1 1
rs873924 4 4.39 GCACCTCCCACAGGAATGGAAAGCCTTCCAGAGTGAGCAGAAGCTGTGAGGT[A/G]ACCCCCTCTCCTCAGATCAGGGTTGTTCAGTGTCTTGGGAGGGGAGGGGAGAATCCT A G 0.40 0.42 0.50 0.44 0.39 0.50 0.64 0.35 0.31 0.40 0.44 0.009 0.004 0.012 0.001 0.0036
rs726111 4 5.98AACCCCAAGAGAAACTGTTCATGAGAAAATGTGAACAGAGCAGGTGCTGACCAAG[A/G]ACAGGTTAAACCTAGTTCAACTTAATGTGATTTTTACGGAATGCAACCTGGTTCCAA A G 0.10 0.41 0.50 0.54 0.64 0.82 0.29 0.55 0.36 0.52 0.51 0.109 0.037 0.006 0.054 0.0001 1
rs875864 4 6.45CGTCTTCTCTTCCTCCCTCCCAGACCCTCTCACCTCCTTGTCTCACTTGAACCTCTAATCCTGGGAAGGCTCCACCATAAGCAC[A/C]CTACAGATAATGAAACCAAGGCTCAGAG A C 0.81 0.48 0.44 0.38 0.55 0.36 0.33 0.50 0.57 0.48 0.56 0.079 0.008 0.003 0.002 0.0077
rs878283 4 6.49 AGAAGGACACCAGCCATTGGACTTGAGGCCCACTCGAATCCAATATGACCTCA[A/T]CTTAACTAGTGACATACACAAGAACCCTATTTCCAAATAAGGTCACATTCTGAGGTTCC A T 0.60 0.81 0.77 0.77 0.82 0.86 0.41 0.68 0.75 0.68 0.68 0.034 0.085 0.020 0.001 0.0108 1 1
rs875579 4 6.63CATGGATTGGGGCATCGACCTGTGGACCTGTGGGAAGGGGAAATGCCTGACTC[A/G]ACACTCAACTTCCCTGTCCCTGGCCAGAAGACAGGCGTCTTGCAAGAGTCTGCACT A G 0.05 0.38 0.36 0.32 0.25 0.86 0.39 0.40 0.36 0.30 0.34 0.108 0.000 0.002 0.105 0.0001
rs1557816 4 7.84TGGCTGGGACAGGGCAGGGGTCTTCCCTTGCTTCATGGAGCCCTGTGCCCCTCC[A/C]TCTGTGATCTGAGGCAGGAGTGCACACAGTCCCCCACGCTGCTTGTCTTTTGTCC A C 0.50 0.42 0.33 0.43 0.29 0.59 0.77 0.50 0.29 0.36 0.42 0.021 0.111 0.028 0.048 0.0030 1
rs881641 4 9.88AAAGAACAGGGCTTTGCTGGGCCTTTCTCCATGTAATCCATACAGAGACGTTTGA[A/G]CCTCCAGAATGGGGTCTTGGGGGGCTCAATGAGACCAAGTCTGACCCTCACCCCC A G 0.12 0.26 0.25 0.24 0.27 0.14 0.03 0.22 0.32 0.32 0.33 0.013 0.042 0.000 0.007 0.0024 1
rs747357 4 9.90 CTGAAAAATTGGCTTTCCCCTTATTTCTCTAGGGACAGAGGAGACTACTTTG[C/G]CTTCAAGAAATATGACTCGAGGGCCAACTGGCGCATCCACTGGATGCCAGTCCTGATGA C G 0.36 0.46 0.49 0.49 0.46 0.18 0.35 0.43 0.46 0.57 0.49 0.005 0.003 0.001 0.043 0.0001
rs1981635 4 10.35GGTGTTCTTTCTACAGTGGATTATTGAAGCAAAATATTAACAAGGCTGGAAAATAAA[C/G]AGCCATCTACCTAGACAGTAAGTGGTTAAAGCCTGTTTGAAAATTACTTACAAAGA C G 0.60 0.76 0.76 0.78 0.68 0.68 0.86 0.74 0.71 0.69 0.72 0.020 0.007 0.000 0.007 0.0014
rs1876265 4 10.91 ACTTGTAGCAGTTGAGGGATCCATCAATAAGGCTAATGAGCAGCATGCTATTTTGA[A/C]TGTGAAACACTCACACAGGTCACATGACCATGAAATGACCAAGGAAATGATGAGT A C 0.26 0.24 0.21 0.21 0.16 0.50 0.73 0.25 0.29 0.11 0.16 0.003 0.145 0.002 0.046 0.0025 1
rs1372887 4 11.75AAAATGGTATAGCTTGGATGTTCGTCTCCTCCAAATCTCATGTTGAAATTTGATCC[A/G]CAGTGTTAGAGATGAGGATCTAATGGTAGGTTTTGGGGTTTCAGGGAGCGATCCCT A G 0.50 0.53 0.44 0.46 0.57 0.55 0.56 0.48 0.57 0.54 0.59 0.005 0.023 0.021 0.017 0.0117 1 1 1
rs717376 4 11.83GAATGTGACAACAGGAAATAAAACTGTAACCTTCTTGCACATAATGAAATTCAGTGC[A/G]TACCCACGCCTATCACAGTACCAGACATGTTATAGGAAATTAATGATAATGACCTT A G 0.24 0.42 0.34 0.32 0.45 0.59 0.36 0.29 0.50 0.36 0.37 0.010 0.000 0.000 0.036 0.0000
rs763318 4 12.71 AGAAAGGAAAACAGAAAAACAAACATCAGGTTCCCGGAAGAGTGAAAGGAAAACAA[A/G]TGTGTATTGAATGTCTACTTTATGTCAGGGGTTGCCCGCAGGATGCTTTTCTGTG A G 0.67 0.48 0.45 0.38 0.43 0.55 0.53 0.64 0.39 0.43 0.41 0.016 0.002 0.018 0.003 0.0023 1
rs1157946 4 13.29GTAGTATTGATTCCCTGAGAGTCAGAGAGGCAAAAGAAGCTGATGACTCGTCCA[A/G]GAGCAATCATTTGGAAAAGCTGAACCCAGTGACTCAGGCCTGACATCTTTTTGATAC A G 0.10 0.21 0.23 0.22 0.23 0.00 0.01 0.23 0.32 0.36 0.28 0.037 0.100 0.001 0.123 0.0018 1
rs758879 4 14.12 AATCATTGGATTTTCATGATGGGTGTTTTGTTGATAATCTGTTAATTTCTGTT[A/G]ATGATTATGTTGATGATAAAGCTGATATCTAGTGATACTTGCCTCTTCTGATATAGTCCCA A G 0.19 0.50 0.45 0.49 0.39 0.14 0.35 0.31 0.46 0.32 0.42 0.042 0.001 0.010 0.058 0.0003 1
rs735855 4 14.15ACTCAGTTTCCTCACTGGCTATTCAAGGTAGCTGAATTACACA[A/T]TCCAGAAGCTAATGGGAGTCAATACTCTGCAAGGAAGACTCTGACCTATTAGAGACAGAAGACAAGAGG A T 0.74 0.45 0.53 0.48 0.46 0.82 0.65 0.45 0.29 0.42 0.45 0.026 0.012 0.005 0.058 0.0042 1
rs1875355 4 14.19CAGTTGCCTCCTCAGGTCTCATCCAAGCTCTCTTCCCTTGCTAGTAGACAGAGAC[A/G]TGCTTAAAAATTCAGAGGTATATTTTTCTCATTTCCCTCCACCAAAGCTGCATTGGAA A G 0.48 0.52 0.48 0.49 0.54 0.50 0.35 0.47 0.54 0.56 0.55 0.000 0.007 0.000 0.000 0.0016
rs2047205 4 14.76GCCTAGTATTCTAAATTTTGTTACTGCTTTTATACCCTGACTTATTCCAAATA[A/G]TCAGTTTCCTATGGAGAAACCGTTAGTCAAAAAGCTGGGAGTTAGCCTTAATCAAATTACA A G 0.62 0.52 0.48 0.50 0.45 0.50 0.29 0.73 0.57 0.55 0.48 0.007 0.027 0.031 0.000 0.0000 1
rs1861048 4 15.23 AAAGGGTGGACTAAATATTTGCCCCTGAATTACCCAGT[A/G]ACACTTTAGCTGCTGTTTGCAAACTATTTGAAGTTGGGAACAAACTGATTTTCCTGTTTCTCTTTCCTCCAAATT A G 0.36 0.58 0.58 0.43 0.57 0.36 0.33 0.58 0.46 0.54 0.58 0.015 0.026 0.001 0.018 0.0001
rs2041673 4 15.30AGGTGGGACTACTGTGTCCGACAGTTTCATAGACCTGAAAACCAGAGAAGAGAAATA[A/G]CCAATAAAAACAGCAGTAGTGTGTGCTCACGCTCAGATAATCAGTCCATGTTGTT A G 0.21 0.16 0.21 0.15 0.18 0.00 0.00 0.13 0.14 0.14 0.13 0.000 0.080 0.012 0.080 0.0031
rs1357233 4 16.89AGGGGAGATCTAATTTGGCCTAAATTGGCTTGCTACAAAAGGTGCTAAGGAGAACA[A/C]AAATTGTTCTGCAATATGGATGTTTGTGAAAGGGTTGGGCTGTATCCATTGACAAT A C 0.88 0.79 0.82 0.80 0.80 0.77 0.46 0.89 0.86 0.78 0.76 0.008 0.066 0.002 0.000 0.0016 1
rs1325107 4 17.80TCCTCAATTTTTTATTATGTAACATCAAATACAAAAAAATACATGCAATATATAAGATTTGATGCATAATCACAAAATGAACACCCTT[A/G]AGCCCACCACGAAACTTAAATAGAGT A G 0.45 0.31 0.31 0.38 0.30 0.50 0.40 0.11 0.21 0.27 0.36 0.011 0.003 0.051 0.014 0.0013 1
rs1477898 4 18.29 CCATTCTGGCCTAAACGTTGTGCCCAGCTTTATCCCCATGCAGTTGAAATTATCTATATTCCCATTTCAGTGACTGAGTGGCACATAGTAA[C/G]TGCTGCAGAAATGTTTGTGGA C G 0.50 0.51 0.52 0.51 0.34 0.68 0.67 0.44 0.61 0.41 0.48 0.003 0.024 0.001 0.031 0.0006
rs1850548 4 18.46CACTTGTACCCAGTGATAAAATTCCAGAGACAGCATTATA[C/G]AAGGAGTCAAACAGTGTTATTGCATAAAAAGTGCCATATTTCAAGAAAGTGACAATACTGTGCTCTGGAAATT C G 0.74 0.51 0.46 0.43 0.48 0.55 0.77 0.42 0.54 0.46 0.44 0.026 0.048 0.003 0.000 0.0006
rs1517985 4 18.48AACCCCACACGTTAGCTTTGCCTGATTGTAATATTTACTCTTTTGTGTCTTTTGGT[A/C]AACTTGATGCTTGTGAAATTCATTCATGCTGTTATGTATAGTGGTGTTTTGTTATTATC A C 0.21 0.34 0.32 0.27 0.32 0.36 0.71 0.31 0.43 0.26 0.23 0.013 0.073 0.002 0.000 0.0057
rs207338 4 18.80CATCTGGTTGGACTTCAAAAGGTTGCATGCCTCGTTATCTGTTTTGCACTCCTA[A/G]CCAAAAGCTACTTTGGGAGCACAAGATTCCGCTTAAAATACGTTAGTGTTTTCCACAAC A G 0.45 0.56 0.52 0.41 0.30 0.55 0.69 0.33 0.50 0.54 0.44 0.002 0.019 0.011 0.001 0.0060 1 1
rs516774 4 19.98 TAACCATCTTAGTATGCCTACTGCTGCCCTTAATACACCTGAACTGAAAACAGC[A/G]GTACTGAGAGCTCATGTTCATATCTGTTCCTGAATATATTTTTCTGATTGCCTAAACTG A G 0.57 0.76 0.68 0.74 0.61 0.73 0.94 0.66 0.75 0.74 0.65 0.001 0.073 0.000 0.005 0.0012 1
rs729918 4 20.26ACAATCAATCCAAAGACATATTTTACTGGGTATTATAAAAACTTTTTGTGTTTCT[A/G]AGGCAGTCCCCAAATTACAGATAGTGCTATATTTTAATCCTGTTGATCACAGAGATTGCA A G 0.55 0.48 0.40 0.34 0.41 0.45 0.44 0.42 0.39 0.34 0.31 0.020 0.003 0.004 0.002 0.0053 1
rs720853 4 20.85AAAGCTCGACTGGGAGGATAATATAAAACAAGAGGAAAGAAAAGTCAGATTTAGAGT[A/G]AGAACATTGTCAATAAGAATTGCCAGGGTCCCCTAGATGGTTCCAATGAGCCTTG A G 0.17 0.20 0.15 0.18 0.23 0.23 0.19 0.20 0.14 0.24 0.16 0.001 0.007 0.005 0.009 0.0001 1
rs730349 4 20.92TTTTGTGAGTTCTGGATTCTTCTGACAGAGGGATTCTGAGTGAAATCTGATCCCAT[A/C]GCTGTTCTGAAAATGCACTTATATTGACTTAGTATATGGAAACATGATAATGCCAATT A C 0.53 0.46 0.56 0.50 0.39 0.50 0.29 0.48 0.68 0.49 0.46 0.000 0.104 0.002 0.034 0.0042 1
rs1968778 4 21.57GAAGTCTCTTACTATTTTCTCATCTTCCTGCCATCCTCTGATGAGGATTTGTTATGAGGACCTGTGTTT[A/G]GTCATCACAGGTGATCTCCACATCCCACCCCTATAACTATTAGTT A G 0.14 0.52 0.48 0.49 0.63 0.23 0.01 0.33 0.62 0.46 0.42 0.052 0.151 0.006 0.023 0.0005 1
rs216113 4 23.27TCTTCAGCTACATGGTGACATGGAGCCTGCCATGAGGATCCAGGATGCTCGGCTGCCTCTGATCC[A/G]AGGAGCTGACACAGAAATAACTTCCATTGCTCATAGATGACTCTTC A G 0.21 0.44 0.47 0.40 0.41 0.27 0.01 0.31 0.43 0.47 0.48 0.061 0.231 0.026 0.048 0.0000 1
rs1476880 4 24.49TGGGAAGAACCTCAAGGGCAATATTTTAGGGCATTTGAGCTCACGAGGATGATAGA[A/C]GATGGCTGACTTGCATCCTGCAACTGGTTCAACACCTACCCATAATACCAATGGG A C 0.31 0.40 0.43 0.46 0.59 0.36 0.35 0.38 0.39 0.38 0.41 0.003 0.000 0.001 0.000 0.0000 1
rs936232 4 25.56GCTCCTCAGAGGAAACAGGCTGAGGGAGAGTGGGAGAAATGAGGGAAATGTGGAA[A/G]GAAGCAGAGTAAGTCCATAGAACTCTTAGCAGTCTGGATTGGAGCTGCGGCTTG A G 0.62 0.39 0.33 0.32 0.36 0.36 0.53 0.30 0.39 0.31 0.38 0.049 0.029 0.001 0.002 0.0036 1
rs925470 4 25.77CCTCTGCTACGGATGTCCCCTCAATCTCCTGTGGGCAAAGAAAGGGCAAGGGCACA[A/T]GTACTTCCAAGAAACAAACAATGATTTCCAGTTGTGATGCTGCATAAATACAGAT A T 0.55 0.47 0.44 0.49 0.50 0.64 0.64 0.60 0.39 0.49 0.48 0.007 0.018 0.015 0.023 0.0005
rs1456087 4 27.26 TGACCTTTGAGATACATTCACTATTGGTGAATTGACTGTCAAGTTTTC[A/G]ACACCGCAAGGTGAAGAACCAGACATTGAATGATGAGAAATTCATCATGAGAATCACTACCACC A G 0.83 0.64 0.58 0.60 0.64 0.50 0.78 0.43 0.75 0.62 0.63 0.055 0.040 0.007 0.001 0.0032 1
rs980458 4 27.57CCTCTCAGCTCTCAGAAGTCAGTTTCAGATCCCCATCACATGGTCCCTCCACAGGT[A/T]GTTCACAACAAAGATGTTTCTCCCAGGCCAGTAGGAGGAATTTTTCAAAATGTTAC A T 0.90 0.68 0.67 0.72 0.46 0.73 0.44 0.74 0.68 0.66 0.66 0.046 0.018 0.034 0.006 0.0000
rs890459 4 29.19TAATATTAAGGTTAGCTTGGCTCTAAGATAATAAACATATATCCATATTTTTGCT[A/C]TTTATGTTGCTCACTTTGAACTCAGTAAGGAAAATAAAGTAGGAAAAATTCATTTTAAATA A C 0.55 0.33 0.34 0.32 0.30 0.68 0.65 0.69 0.58 0.42 0.36 0.032 0.067 0.069 0.075 0.0003 1
rs902659 4 32.09TTTTTGGCCCATGTCCTCCAAGAGTAGGCCACATAATTGTAAGATGCATGCCAT[A/G]GATTATCAGTATTTTCTGGCAAGGAAGCTATATACACATTCCTCAAACATATGAGCGAT A G 0.21 0.55 0.58 0.65 0.59 0.50 0.17 0.63 0.50 0.58 0.52 0.051 0.069 0.004 0.000 0.0004 1
rs725292 4 37.04GTCACTTTGTGGCTACTTGTTTTCATTTTTATGGTGCCTTTGGCTGAAAGAATCTCA[A/G]TTTTAGCGTGAAAACTTATCAATGTTTTCTTTGTAATTTGTGCTTTATAAACTTTAAGA A G 0.14 0.35 0.35 0.29 0.32 0.23 0.43 0.14 0.43 0.39 0.37 0.032 0.000 0.047 0.013 0.0000 1
rs12142 4 37.51 GGAGGAGGAGAAACACAAGACCTGTAAACATCAGTTGCTTTGGGAACACA[A/G]GAATTCTCATCAGATAGTTCAGTATAAACCAGTAAAAAGCGTATGTGTTG A G 0.10 0.42 0.36 0.46 0.43 0.00 0.00 0.42 0.46 0.36 0.32 0.034 0.134 0.011 0.134 0.0000

rs1039559 4 38.73AAACATACTAGCTGCAGCCACCTGAGCAAGGGCTAACAGAGGGGGCAAGCAGCAGACACATCAAAAAGTCTGGGAAATATGCAAAGATATATGGA[A/G]AAAGATATGTGGGAG A G 0.88 0.58 0.52 0.62 0.55 0.86 0.36 0.46 0.46 0.64 0.60 0.094 0.010 0.000 0.085 0.0051 1
rs974734 4 38.80AGATCATTCACAGTAGTAGACAAGCTTTGAAGATTTATAAATTGCCTGTGGAAAGTAA[C/G]GAAAGAAAATAACCACATGTTCAATTGCAATTGATGTCTACTCAGAAACCTCATG C G 0.52 0.54 0.51 0.59 0.48 0.45 0.16 0.42 0.46 0.60 0.58 0.002 0.061 0.001 0.000 0.0052 1
rs1046655 4 39.02 GGAACTTCCCCACCGTCCGGTACATGGCAGGCATTCCACAAATGTTTTCT[A/G]AAAGTTGAAATAGACATCTTTTCATGAACTCTGTAATATTTGAAATTATT A G 0.52 0.61 0.59 0.68 0.54 0.50 0.72 0.57 0.69 0.54 0.66 0.001 0.007 0.002 0.006 0.0035
rs278973 4 40.31CTTCCTTTTTCCAATCAGGAAACAGCTCTCAAACTCCCTCTCTCTTTCAATCAGT[A/G]CTTCATTGTTTTTGGAACTATGGAAGCCTCAGTGCCAATTTTATAATCCACGCCAGAC A G 0.14 0.43 0.43 0.38 0.55 0.45 0.26 0.34 0.50 0.51 0.45 0.062 0.015 0.001 0.000 0.0000 1
rs2035383 4 40.60CACAAACTACCATGAA[A/G]CGAAATTAGCCATTGAATCACATACATTTCTCTATCCCATGAGAAAATAAAAATGGAGCAACTCAAGCAATCCCTTCATACTCTCCCTAAATTAAACA A G 0.38 0.48 0.50 0.48 0.61 0.05 0.09 0.40 0.50 0.55 0.45 0.020 0.142 0.012 0.193 0.0047 1
rs790142 4 40.65CCAGAGAAACAGACAGCAGGATTCAAGAAGAGAACAAAGAAACAAGATCAATCT[A/G]GTTTGCCAAACAGTGGCTCCCTGTGTCTGAAACAATTGGAGAACTTTGCAGCAATTT A G 0.55 0.38 0.40 0.35 0.32 0.14 0.81 0.43 0.61 0.34 0.33 0.005 0.064 0.000 0.071 0.0032
rs951149 4 40.94AACTCTTGCTCAGATGCTACATGGGGTAACAGCTGAGATAACTAACTGATCATTGATC[A/G]CCCTTTCTCTGATATATCAAGGATATCCTTTCCTTTTTTTCAAGGAAAGGAAAGAT A G 0.29 0.32 0.41 0.40 0.43 0.18 0.41 0.47 0.57 0.41 0.38 0.003 0.007 0.018 0.010 0.0001 1
rs1565114 4 42.24ACCTTAAATACCCAACACTCAGAGGCAGAACAGGAAGGAAATAACCAAAATAAAA[A/T]CTTCCATCTCACATTCTCCTATTTCTTTTCACATGCCACTGGTCACAGCAAGTCACAT A T 0.38 0.30 0.29 0.37 0.38 0.36 0.17 0.34 0.32 0.26 0.26 0.001 0.022 0.001 0.001 0.0031 1
rs969992 4 45.03CATAAGAATTAATCACATAAGAAAATTAAATTGAATCCAATATGCATTCTATAACACA[A/G]CATTTTATAGTGATTACCATATTATCCTTTCCTTCTTTTAAAACATAAATTAAGGGC A G 0.62 0.58 0.62 0.63 0.63 0.50 0.31 0.31 0.64 0.55 0.58 0.000 0.059 0.046 0.005 0.0001 1
rs1504491 4 45.91CTCCACTTAGAGATGAGAAAACTGAGACGTAGACAGGTTATGTGAGTTGCCC[A/G]AGATCAGACAGCTAGCAGGTCACACTAAAAAATAATCTGGTCCCAGAGTCTGGAGGCTT A G 0.83 0.57 0.64 0.67 0.64 0.45 0.52 0.83 0.54 0.62 0.59 0.027 0.008 0.030 0.017 0.0003 1
rs1866989 4 47.02AGGGTAATACAAAGTATACAGTACTCCCCTCCACGTTTGGCAATATAGGTAGCA[A/T]GATTGTGAAGATACATCCATGGTAAGGAATCTCTTTCTTGGGTTTGAAAATTCTATCAA A T 0.52 0.64 0.61 0.63 0.68 0.68 0.93 0.50 0.68 0.66 0.61 0.002 0.108 0.001 0.006 0.0000 1
rs1350123 4 48.92GCACATGAGAATTAAATGAATAATAATTACAGGGGAAAATCTTAAAATAGTGCCT[A/G]GTATGTAGTGCATGCTATGGTTTTGAGCTTAATTTATGTGACAGCTACTTAAATGAGTC A G 0.45 0.74 0.73 0.79 0.80 0.36 0.84 0.52 0.79 0.80 0.70 0.047 0.005 0.057 0.089 0.0005 1



rs1051447 4 48.98TTATTTTTTTAGATTTGGATCCTACAAAGAAGGACACAATTATGAAAACAACCAT[A/C]ATTTTCATATGAATACTCCCAAATACTTTTTATGAAACATTTAAAACAAGAAGTTATTGGC A C 0.26 0.74 0.73 0.78 0.79 0.36 0.84 0.53 0.79 0.79 0.69 0.124 0.005 0.052 0.089 0.0010
rs225160 4 52.80CATAGTAATCAACCATGTAGTTTATTACATAAATGACAACCAGTTACACTAAACC[A/G]TGACCCTCCATAACTCTATGAGTAAAAAGTTTAACTCACAAAAGAGGCTCTTACTTTTC A G 0.19 0.49 0.61 0.67 0.61 0.23 0.64 0.31 0.46 0.60 0.59 0.083 0.000 0.073 0.083 0.0003 1
rs999634 4 52.84TCTGCAGGTAGGGATGCTGAAGGATAACCCTTGACTTTCTGAACAGTGAGATAAAA[A/C]GAATCAGAAACCTCCAAGAGAAGAAGAGGACTTGATTTTGGTAGACTGATAGAGT A C 0.21 0.48 0.61 0.67 0.61 0.23 0.64 0.28 0.46 0.63 0.61 0.072 0.000 0.088 0.083 0.0000
rs751266 4 54.05ATTATGTTTATTATTATTATTACCACTCACACCAATACACCATGCCATTTTTTAA[A/G]ACAAGTAGAAACAGCATAAGGCTTAAAAAATATAGTGGGTTTGCTAATGCACAATTTTTC A G 0.33 0.55 0.55 0.61 0.66 0.36 0.57 0.35 0.54 0.48 0.60 0.022 0.006 0.008 0.011 0.0018 1
rs894905 4 55.14ATGAAGCTTTTACCCAAGTGCTTGGAATTTCCTTTCTTGAACATCCCTTTA[A/G]TCAGATCCATTCCCCTCCTCACCTCCTTGATCATTCTTCTCCAGCATAGTTGCTAATGATGTG A G 0.24 0.49 0.49 0.48 0.36 0.36 0.46 0.46 0.46 0.47 0.60 0.021 0.002 0.005 0.001 0.0061 1 1
rs2538 4 56.15AGAAATGGAATGGAGAGTTTCAAACAGCTTTGCTGAAACTGTACTTTGG[A/G]CTCCAGACTTCACTGTCCTTAGGCATTGAAACCATCACCTGGTTTGCATTCTTCATGACTGAGG A G 0.33 0.34 0.26 0.38 0.38 0.05 0.13 0.39 0.36 0.25 0.30 0.003 0.008 0.025 0.041 0.0009 1

rs895615 4 56.57 TAGAGTTTTATTCTTTATTCACTAGAGATATTTCTTTGTATGGAAAGACAACCA[A/G]CCAATCCAATGGTTTCAAATGTATATCAGACGACTTTCTCTTCTGATGAGCACCTTGAGA A G 0.48 0.79 0.77 0.80 0.84 0.82 0.97 0.91 0.75 0.80 0.83 0.058 0.056 0.030 0.002 0.0006
rs140643 4 57.01ACACATCACTACTTTTTGAGTAGGAACAATGCCCTGTGTCTCTTGTGTCCTCCACC[A/G]GGGCCACCACAGACAGATAGCAGTGCTCAGTACATGTTGTTTAATAGAACAATTGA A G 0.24 0.49 0.51 0.52 0.52 0.27 0.19 0.43 0.61 0.52 0.49 0.040 0.065 0.005 0.031 0.0000 1
rs1509062 4 59.49 AAATTATGTATCAGTGAAATATTTCATCATGTATGAGTTTCTG[A/C]TTTTTACTTAGGCAGTTATGACAACTTTGCCCTGAATAAATGTGTATAGCACTCATAACATTTCTTCCTACT A C 0.50 0.50 0.57 0.60 0.64 0.95 0.53 0.58 0.61 0.64 0.67 0.002 0.000 0.001 0.123 0.0073 1 1 1
rs1390351 4 59.96ATTTTCATTTTTTTCTTAAATATGTTGTGCTATTTCTTTCAGGATTCTGTATATG[A/G]ACTTTGTTAATTCTACTTTCTCTGCTTGTAATTCTCTTTTCCTCACTCTTAGAATGACTACA A G 0.50 0.51 0.49 0.49 0.39 0.82 0.88 0.60 0.46 0.43 0.45 0.000 0.094 0.005 0.058 0.0016
rs1364897 4 60.78 AAAATTGTTGAAGTTACTAAACGTTGACCACTAATCCTCAATGATAATCTACAT[C/G]ATCACTTTCACTTTTTCCTCATCTCATTAGAGGAGATATACCTCCTACTTTCCTAAACTT C G 0.17 0.65 0.53 0.57 0.59 0.18 0.71 0.34 0.71 0.54 0.60 0.079 0.016 0.018 0.071 0.0021 1
rs1386117 4 61.86CAGAGTACCCATGAAATATCAATGCTAAAATTTAGGCAGCCTGTAGAAACTGGA[A/G]TGCCTAAAGGACATCTTCCCACTCCCACATTTTAACAATTACCTTCTTGTTTCAGAGGT A G 0.76 0.40 0.41 0.33 0.32 1.00 0.96 0.61 0.43 0.50 0.43 0.052 0.191 0.007 0.237 0.0000 1
rs1456860 4 62.24ATCCAGAAGAAATACCTAAAGCTCTGAGGAAAACAGAAAGAACTTTGGAAATAGTT[A/C]TACTATTCAAATGCAAACATCTGCAGTGGACACTTGAATAGGAGGGATATTTGCCC A C 0.40 0.39 0.30 0.44 0.48 0.50 0.70 0.51 0.46 0.32 0.30 0.004 0.063 0.011 0.016 0.0000
rs1450900 4 62.77GTAAAAGAGTAGGCAGAGTGCAGAGGGACAGCATAGGTAACTGAGTGTAAGGCT[A/G]TGAAGCCAATCATAAGCTATCCATGGTTTAACCAGTGTTGTGGTTAAGTATGATGTC A G 0.43 0.47 0.47 0.51 0.48 0.59 0.50 0.50 0.68 0.47 0.41 0.000 0.001 0.000 0.002 0.0019 1
rs1563796 4 63.07TAAAACATGTAAAAGAATAACACAATTTTCAAAACCTGAAAAGTACTCCAAATTC[A/G]TATGTGAACTATACCATTGTCTCATTCCTTAAAGGAAAGAGAAAGAGCAAATAGCATTT A G 0.60 0.30 0.31 0.33 0.20 0.82 0.43 0.32 0.29 0.38 0.29 0.063 0.063 0.021 0.098 0.0002
rs1879462 4 63.80TTAGCATTATTATTAGCTATTGTTTTTATTGTGATTGCTAGTTTCACAGGAATTATTACAATTTTT[A/G]TCAGTTAAAATGCATGTAAAAATGTGGAAAATGGCTTAGATGTTATGGC A G 0.67 0.47 0.51 0.65 0.59 0.41 0.05 0.48 0.50 0.51 0.52 0.010 0.191 0.004 0.008 0.0000 1
rs1489572 4 64.04ATTTTAATACACAAACCTATGAATTCACCACTTAAATGTAGATATGGCACTGAT[A/G]TAGGGCACTGTTATTTATTTTCTGTAAAGTACTCAAGAGAGTGTGTCTAACAAATTCATAA A G 0.33 0.45 0.46 0.52 0.59 0.41 0.45 0.54 0.58 0.54 0.55 0.008 0.001 0.010 0.002 0.0013
rs1157023 4 64.49ATAGGGTACCACAGGAGACAGGCACCAAAGGGTATAAGGAAGTCTAGTAAATTAGAT[A/G]ATAATGCGAGGTGAGGATAATTCATCAAATTCTCTGCAGAAAGTATTGCTTGAAT A G 0.60 0.32 0.29 0.29 0.18 0.82 0.30 0.53 0.46 0.25 0.32 0.051 0.000 0.040 0.151 0.0020 1
rs1542246 4 64.84TACGTATATGAGAATAAAGTCAACCCACATTATTGGCTGACTACTACACTAAACAGGCAATGGCAAGAGCCCTCCAAGAAGGCAGGGGTAAAAAAAA[A/C]AACCTCTGGAAGTGA A C 0.69 0.66 0.70 0.65 0.75 0.05 0.78 0.53 0.64 0.68 0.61 0.000 0.005 0.022 0.254 0.0052 1
rs1879323 4 64.99TTAAATCCAGGAATGATAAACAGAGAAACAGAAACAGTGGAAGATTTTT[A/C]GGTAGCTAAATGAGAATTGCTCATCAAGTCATCAAAGAATTCATCGGCTATTGTCAATATTACT A C 0.43 0.38 0.38 0.44 0.43 0.09 0.66 0.45 0.32 0.30 0.35 0.006 0.063 0.007 0.036 0.0000
rs1483720 4 65.13CAGGAGTGATTTCATCAAATAAAAGATACGAATAGT[A/G]TCAGTATCGAAAATCCCTGATATGTACAATAGTTACCTTTGTCCAAAATCACATTGTCAATAATTAGTAGACCGAAAT A G 0.10 0.55 0.48 0.48 0.45 0.73 0.31 0.40 0.54 0.53 0.53 0.101 0.018 0.007 0.028 0.0012
rs1899130 4 68.19ATAATTTTAAAGACATTGAAAAGGGCTGTT[A/G]TTTTCCAAAATGACTCTCCTACAGGTTGTTCATTTATTCTTTATTCAGTAGATATCTTCATTCAGTAAACATTTATTCAATAAATA A G 0.19 0.32 0.30 0.23 0.30 0.23 0.36 0.35 0.32 0.39 0.28 0.006 0.013 0.003 0.001 0.0001 1
rs1560605 4 70.83GAATATTTCAAAGTCTCCTGTATGTCATTCTAAAAACATTTTAATCTAATAAGCAATT[C/G]AGGACCATCTAAAGGGAAATATTATGACCTGATTTTCATTTTACGTAAAACACTTGG C G 0.17 0.26 0.14 0.17 0.21 0.18 0.10 0.24 0.21 0.26 0.17 0.001 0.000 0.024 0.005 0.0018 1
rs2063749 4 71.30 AGCCAAAGCAAGAACAAAAACGAACAAAAAAAGTGTTTGCCTACAGTACCCAAG[A/G]ATGGCTGGATTTTGCCCAAGTGCCAAAATGCTAATTTCTAGGTGTCTGTAATTGTTGG A G 0.14 0.71 0.66 0.67 0.79 0.27 0.45 0.60 0.64 0.54 0.54 0.170 0.046 0.007 0.100 0.0105 1 1
rs1490470 4 71.75GATGGTTAATTTTGCATGTCGACTTGACTGGACACCAGGGTCAGATATGATTCTGG[A/G]TGTGTCTGTGAGGGTGTTTCTGGATAAAATTAACATTCAGATCAGTTGATTGAGTAA A G 0.60 0.61 0.58 0.65 0.61 0.41 0.71 0.42 0.58 0.54 0.59 0.000 0.009 0.029 0.024 0.0001 1
rs1043903 4 72.14CTAAATCTAAACAACCTGATATTGAAGGTTTGCTTTATAGCATATCTTTGGAA[A/G]GGCAACTCATTTTTATGATTAGTGATACTGGGGTGGATTTAATAGGAGAGAGAATCCAGG A G 0.38 0.64 0.67 0.71 0.70 0.36 0.74 0.47 0.54 0.68 0.63 0.044 0.005 0.016 0.045 0.0019
rs1894292 4 74.82TTGCAAAAAATAAATGTAGCTTATGTGAACAAACATAAATATGCTCCAATTAGT[A/G]TATGCTCATTGGGAGGGAATCCATGATTTTAGGTGGATCTGGAGATGACCTAAATAGCT A G 0.25 0.53 0.42 0.55 0.34 0.50 0.34 0.52 0.36 0.44 0.44 0.005 0.000 0.011 0.014 0.0014 1

rs9131 4 75.43ATCACATGTCAGCCACTGTGATAGAGGCTGAGGAATCCAAGAAAATGGCCAGT[A/G]AGATCAATGTGACGGCAGGGAAATGTATGTGTGTCTATTTTGTAACTGTAAAGATGAAT A G 0.12 0.60 0.59 0.62 0.70 0.27 0.77 0.47 0.71 0.54 0.57 0.124 0.024 0.007 0.051 0.0001 1
rs718607 4 75.74GCATGCATGAGTTTAAAAAGCAATTAAAATAAAACTGTATGTGTGCATGTATAAT[A/G]ATCACCCATCAGCAACTCTAAGAAGAATAAGGGTGGCTTTCCCTTAGGTTAGGTAAAA A G 0.33 0.51 0.57 0.52 0.55 0.14 0.93 0.50 0.61 0.64 0.51 0.022 0.131 0.004 0.080 0.0004
rs717239 4 77.63 ACAGTAGAGTTGGGTTAAGCCCTTAAAACAACACCTACACATCTATGCAACAAGTA[A/G]GAAGTTTCTAGGACTCACTAGAGAAGAATTGGGGCCAGGCTGGAATCTCTTAAAA A G 0.73 0.41 0.48 0.43 0.54 1.00 0.96 0.72 0.50 0.46 0.45 0.021 0.130 0.013 0.202 0.0010 1
rs1511817 4 77.85CTCCAGGACTTCCCATCAGCCTGGCCAAGACTTTCTCAGAATCACACTGCAGGCC[A/G]AAGCTCCTTTTCCTCAGTCCTCCTGCCTTCCCTCCTGGCTTTCTCTCTCCCCTTTCA A G 0.38 0.67 0.66 0.65 0.75 0.82 0.91 0.80 0.57 0.71 0.65 0.031 0.045 0.007 0.014 0.0000
rs2016985 4 78.37 TAACTTTGATATTTCTCTTAAC[A/G]CTGCCCTCATTCGACTTCACCAAAATTTGTAAGCGCCTTGTTGTTTCAACAGAAGTCATACTCTCCAACCTTCTCATTTTCAGATAAGGAAA A G 0.38 0.57 0.60 0.56 0.54 0.50 0.52 0.55 0.46 0.66 0.69 0.040 0.007 0.014 0.014 0.0046 1 1
rs881997 4 78.56GACAATCTCGTTGGCTTCAACAAACCAGGAGTATGGCTTTTAAAGATTTTAAGAATT[A/G]GATAACTAGGTCTGCTTCTCTCTGTGCCATCTTTTTCATGTTTTTCTAACAGCATCA A G 0.02 0.30 0.27 0.23 0.32 0.27 0.28 0.17 0.54 0.34 0.26 0.069 0.003 0.001 0.002 0.0000
rs1566485 4 79.00CAAAATCTTGGAAGCAATTTTTTTAGTTTGCTTTTTCTGTTTACTTCTCAGTGTTCCAGTACTGGCAGGTTTCTATTTGCTTTTCCT[A/C]TTTGCTTTTTTGTGTTCTAGGACTGGCA A C 0.88 0.36 0.43 0.45 0.39 0.18 0.33 0.45 0.39 0.45 0.39 0.111 0.019 0.000 0.046 0.0029 1
rs1426138 4 80.16GATGTGGGTAAGATTTACTGAGATGGGTGTTGGGGGTTATTGGATTGTTAGTAATT[A/G]GAGGCCAGGAATTTACTACAGGGTTCTTTAAAAATAGCTCAGTATTTCTCTTAGAGT A G 0.07 0.19 0.18 0.23 0.27 0.14 0.28 0.25 0.14 0.16 0.19 0.002 0.009 0.008 0.000 0.0003 1
rs550592 4 83.21TACCTGTGTTTGGGTGTGTTTTTCACTCTCAGCCTGATACCACCAGACAGAG[C/G]CCAGGTAGGTTTGATGAATGTCAAATACAGTTGAAAGCTAACAGCCATTTAAAGGAATGA C G 0.14 0.73 0.67 0.70 0.73 0.55 0.59 0.54 0.68 0.65 0.72 0.182 0.007 0.008 0.009 0.0000 1
rs1880719 4 84.08CCAGCGCTCTCGTCACGGGATTATCTCAGGAATGCTGCCTCAATGCCTTATCAC[A/G]CTCCAAAGATACAATGTCTACAGGAGTCATTGAATCAGCAGTTTTAATTAATGATAATA A G 0.10 0.46 0.50 0.43 0.41 0.41 0.64 0.39 0.32 0.30 0.38 0.105 0.016 0.003 0.005 0.0063 1 1 1
rs1565908 4 84.81CATATAGTCCATGGAAACCAGTACTTGTGGCTATGCCTTTAAGTAATTCTAAAGT[A/G]TGTTATATCCTTGTTATATCCTAATGATGTAACTTTAAAACCTGCAACATTTACAAATAT A G 0.60 0.40 0.42 0.40 0.43 0.64 0.82 0.51 0.50 0.34 0.38 0.017 0.098 0.005 0.031 0.0017 1
rs992832 4 85.11AGCAATACTCATATATTGAAAACAATACCCATATACACAATGTGGACTCTAAGTGAC[A/G]CCTATACCCTCAAAATATGAATTGATTGCTTACTATGTGCCTGTAGCACACAGTAA A G 0.36 0.42 0.45 0.35 0.50 0.27 0.35 0.39 0.39 0.33 0.40 0.007 0.006 0.007 0.025 0.0028
rs1383972 4 86.84TCTTCCTAATTTTTGTCTTTGAAATCTCTGTCTTTCTCAGCATTTTCCACAAGT[A/G]TTCATACTGACTGTGTTGACCACTTGGTGTTTATGTGATCAATGCTAGATTTGGTTCTATA A G 0.14 0.60 0.67 0.65 0.73 0.77 0.95 0.79 0.82 0.64 0.65 0.138 0.064 0.007 0.008 0.0000 1
rs896656 4 87.22TGTACATTAAAGTTTCAGAAGAGCTGTTCCAACTCACAGAGTAGAAGCCCAATTCTCAAATGCCAAAAAGGAGGGG[A/G]AAAAAGGACTGTGCTGATGTGCAGGGACTCCCTAA A G 0.68 0.69 0.72 0.85 0.80 0.27 0.58 0.60 0.61 0.78 0.70 0.000 0.012 0.004 0.089 0.0007
rs1031739 4 87.69GGAAAAAGAAAAGGGGAAAAAATAAACTTGTAAGAGGACATGATAATTGAATATCTCTAT[A/G]CCTCTATTTTTAGATAAATTCCTGCAGGCCATCCCCACTTTTGCAAGTGAGAA A G 0.29 0.45 0.42 0.43 0.30 0.32 0.42 0.29 0.25 0.37 0.37 0.011 0.007 0.014 0.058 0.0018 1
rs1965907 4 88.90TAGCACAGATACCATAGTAGGACTTGAGCAAAGAAAAATAAATATGGCCAAAATAATGTCTCCCACTATAACACAGG[A/G]CAGGGTGTGGTGGACCCTTTCTGAAGGATTGGCA A G 0.24 0.48 0.51 0.60 0.38 0.32 0.43 0.29 0.46 0.54 0.56 0.040 0.000 0.032 0.013 0.0015 1
rs891674 4 90.62 TAAAGTAAGGAAAAAACTGAGCAAGTTCCAAGAGTCTACCAAGAAAACTGTTTTGCA[A/G]CTTCATCTGTTGAATGAACCTTAGGTTTCACAAATAAGGTATACTAAATGCCTAAT A G 0.31 0.41 0.41 0.44 0.41 0.41 0.13 0.55 0.62 0.35 0.42 0.001 0.036 0.024 0.002 0.0035 1
rs1875863 4 90.71AGGGGGTGGGGTACCAGGAACAACGAGTGGAAAGACCGTGTCCTTGGAAGCAAAAC[A/G]TCAGCTCAAATCATAGCCTACCCCTTATCACACTGTATTGTTTGAGCAGTAACA A G 0.26 0.66 0.52 0.70 0.54 0.45 0.26 0.51 0.50 0.57 0.62 0.038 0.039 0.003 0.007 0.0045 1
rs729685 4 90.89 TGTTTCTCCTGTTGATGTAGATGATTCCCTTTCCTTCTCTGTCCAGTTTATGGCA[A/G]CTCAACTCTGTATCCCAAGCTGCCCTCCACAGGGGTGTTGTTTGAAGGTTTAACAGC A G 0.57 0.70 0.65 0.66 0.61 0.75 0.67 0.88 0.61 0.65 0.63 0.002 0.000 0.051 0.011 0.0003
rs1156115 4 90.95GGAACATCTGTAGGGAATATATTTACACTTATAATTCCCACTATTTTTGCACTTCA[A/G]TGCCATATAAAACTTCAAACTCAATATATCTAAAGAAGAAATTATTATGTTCCTCTTGAA A G 0.81 0.80 0.75 0.76 0.82 0.82 1.00 0.90 0.75 0.80 0.72 0.003 0.106 0.041 0.006 0.0003
rs1381355 4 91.74TTTTGTGAAGATTACATTTGGGGGAGAAACAAATATTAAACCTTTGTAACAAAAT[A/G]AGCTTAGTAAAATGTCAGTATAATTTGAGTTAATAAATTGCAAACAGGCATCAGGGAA A G 0.33 0.43 0.52 0.46 0.54 0.36 0.76 0.30 0.46 0.50 0.40 0.024 0.025 0.029 0.015 0.0066 1 1 1
rs1461605 4 92.42GTTTTCACTGATAGTTTTGCCCTTTCTACCTGGGAGCTCCTAAAGGTATTTAAAAG[A/G]GATGAGAGACATATTTTTAAAAAGCTTTATTTGGAGGGGAATAAAGTGTTATCAATGA A G 0.65 0.57 0.52 0.61 0.70 0.09 0.63 0.57 0.46 0.48 0.45 0.015 0.004 0.006 0.114 0.0026 1
rs2046015 4 94.14 CTCCTTCCTTGTACTATTTTGGGATGCTTCCCTAAATGTTCAGTAAGAGGACTGCTTCAAAATCTTTGACTTTTTTTTTCTTTTTGACCAGGC[A/G]AACAAATGGCTAGGTTAAAGA A G 0.14 0.48 0.51 0.46 0.54 0.64 0.44 0.38 0.61 0.33 0.42 0.076 0.008 0.008 0.008 0.0029 1
rs1433666 4 94.71CCCCCCCCATTTCACTCATTATCTCTCCAGTATTATATCCTCTGCTTCCCCCTTTTCCACTTCATTCTGGAGACTCCAGA[A/G]ACACTATGTTCCTTGAATATTTCTCTCTGAGAAA A G 0.79 0.53 0.63 0.48 0.59 0.73 0.33 0.55 0.79 0.54 0.56 0.010 0.054 0.004 0.005 0.0014 1
rs1509948 4 95.45AGAATGTCTAAATATGTGTTTAATTTGCACATGCATGCAATTTTTGACACAATATCAGGGCCCAAC[A/G]TTTTTGTTTGTAAGCTATTTACAGTTTCTATTTCCTGCATCACTGCTG A G 0.64 0.42 0.50 0.52 0.52 0.45 0.67 0.38 0.57 0.49 0.44 0.010 0.011 0.004 0.001 0.0010 1
rs1841925 4 95.49GACAATAGGAAGAGCAGAGAGAGTTGAGTTGCTATGTCTTAGGTCTACAAAT[A/G]GGACCATTTGGAAAGGCATTTTTCCTGTGGAACCTGTCTTCTCTGACTGAAACCTATTCA A G 0.21 0.54 0.54 0.55 0.48 0.27 0.22 0.39 0.71 0.53 0.59 0.048 0.060 0.003 0.031 0.0014
rs1378876 4 97.35 TGGTATATGGAATGTAAGGG[A/G]GTCGATATTCCAATGTGGGGGCATAAAACATATGCTTTATCAGCGAGATTGTGAAATAACTAGGGGGCTGTCTAAGGGGATTCAGTGAAAG A G 0.83 0.53 0.54 0.54 0.70 0.95 0.85 0.78 0.50 0.65 0.52 0.075 0.068 0.053 0.141 0.0001 1
rs1011495 4 97.40AAAGTTCTTCTGATATGTGGCAAAAAAAGTGGTTCACAAAAGCAGTCAGCAAAAGT[A/G]TACCCTGAAGAATAAAAGTAAACGAAATGTGAAGCAAATGGTTCATTTCATTAGGTG A G 0.31 0.35 0.28 0.34 0.46 0.64 0.63 0.53 0.25 0.35 0.30 0.002 0.046 0.040 0.063 0.0001
rs2048022 4 97.69AAGTTGGCTAGAACCAAAGAACTTATGTCACCAGGAGTTGCTACTAACTCTTC[A/G]GCATACAGATCTGGGAAGCAAATAAAGAGCACTAATGCTGTAGTTTCCTTAAAAATGAA A G 0.60 0.71 0.69 0.56 0.63 0.58 0.46 0.48 0.69 0.66 0.71 0.003 0.026 0.030 0.005 0.0001
rs1922858 4 98.21TGTCCTTGTGCAGATTTACATTAGGTTCTGTCCCTTTCAGTTTGTTGGAATAA[C/G]TGCACTTAGGAGGATCTAGGTGGATGTGAACCATAACTTCAAAGATAAAAAGCAGATTTT C G 0.07 0.45 0.49 0.49 0.39 0.64 0.31 0.47 0.50 0.46 0.41 0.118 0.024 0.000 0.010 0.0032 1
rs1350970 4 98.75 CCATCCAACTTTTTCTCATTTCATTTCAAAATTCACACACAGAAATCCAAAGAGCTA[A/C]ATGTTTTTCTGCTCTGTAAGAAAGTTGTTAAATTTGTGTATTTATCATTGTGTAATGA A C 0.74 0.37 0.30 0.32 0.34 0.41 0.27 0.19 0.46 0.21 0.26 0.109 0.000 0.018 0.008 0.0000 1
rs732299 4 99.45TGGGAGACCAGAAGACAATGGAATATTATTAAA[A/G]CGATGAAACCAGCTTATCATTTTATACCCAGAGATATCATTCAGAAATGAAGGTGAAGTAAGGATGTTTCTTTATCATGA A G 0.52 0.36 0.37 0.35 0.27 0.18 0.04 0.31 0.25 0.34 0.46 0.010 0.103 0.012 0.032 0.0047 1 1
rs501110 4 99.64ACACCTCGATTCAGCCATCTTTCTCCAACAGGTTGTACTGCTGACTGCACAGT[C/G]TCCCCTGAAGGACTCCGGTCGCTGTAGCCTTGGAGAGCGACCAGATTCCTCACCCCAC C G 0.79 0.36 0.30 0.38 0.48 0.55 0.56 0.48 0.46 0.41 0.33 0.088 0.005 0.000 0.006 0.0002
rs1528545 4 100.02TCTGATCCTTTTTCATTTTCTGAGCTATTATAAGTGCTTTCTTTTCCTTTAACT[A/G]TCATAAATGGTTTTTCTTCCCTTAACTAAGTAAAGATTTCTGGAACAATGTTTTGACCAGAT A G 0.55 0.48 0.52 0.54 0.48 0.32 0.67 0.61 0.54 0.46 0.48 0.001 0.012 0.007 0.017 0.0023 1
rs1037475 4 100.41TTTGGATTACAGAGAGAAGGTGTTATGTAATGTCTTAAACTGGCTCCACCAAACTTTGTGACC[A/G]TGGGTTATTCTAAGTCTCACCTCCAAGATGCTGGAATCATAGGTTTGTGT A G 0.71 0.40 0.42 0.43 0.43 0.91 0.73 0.23 0.54 0.44 0.44 0.051 0.073 0.023 0.169 0.0012
rs980972 4 100.74TGCCCATATTCTTTCCACTAAAAAAAAAGGAGTGGGGCTGGAAAGAGTTTGAGTA[A/C]GACTTTCGGCTATCTACCCTGAATGATAGCTCCACACTGCACAAGGCTTGAGGAAAA A C 0.14 0.50 0.40 0.46 0.54 0.05 0.26 0.39 0.57 0.25 0.36 0.055 0.017 0.000 0.112 0.0008 1
rs749407 4 100.83CCACTTTCTGATGTCCTGTGTTTTTCTGGATACATTTGGTACTCCTATACACAC[A/G]CTTTCTTCACTTCTCCTTGTTGACCCTGCCTGGAGAGGAGAGATCCTATAATATTCCTTT A G 0.19 0.38 0.41 0.41 0.30 0.23 0.48 0.27 0.32 0.36 0.41 0.022 0.005 0.011 0.015 0.0000
rs1491233 4 100.93ATTAAAAATTATGGATAAATGTCATCTGAGCCTGGTGATACATCTTTTATGCA[A/G]TCAATGTGGCTTACAAAATCATGACTGCCAGCTATTGTTCAATTTTGTACCTGTGACCTGA A G 0.86 0.41 0.50 0.38 0.46 0.73 0.09 0.66 0.39 0.53 0.54 0.052 0.115 0.012 0.017 0.0001
rs1057613 4 100.96TGAAAGGCATTATTAAAAGGTAAATTTCTCATCAAATTATAAGGGATTACAAAC[A/G]TAATGTAACAAAGCAAGTCATCAAAGCATGATTGGATGAATTCAGGAAAGGAGACAAAT A G 0.86 0.41 0.50 0.38 0.46 0.73 0.09 0.66 0.39 0.53 0.54 0.052 0.115 0.012 0.017 0.0001
rs716556 4 101.14AGAAGAAGCCATAATATATACTAGCCAG[A/G]TTAAGTTCAGAGATAGACTCCTACAGCCTGGTGCCCAGAATGACATCGTGTGAACTGATAGCCTTGAAAAGGGATTAAAGCAAA A G 0.31 0.62 0.65 0.52 0.64 0.45 0.54 0.24 0.65 0.70 0.73 0.049 0.003 0.073 0.015 0.0039
rs1961323 4 101.23ATTGCTTGTCCTTGCAGCTTTACAGCCTAGCCTGGCTCATGGCACATCTTACAT[A/G]TTCATTGCAGTGCTACATCTCCTCAGAAATAAAAATCCTGAAAATTGACTGAGAAAGTT A G 0.38 0.59 0.60 0.50 0.52 0.68 0.85 0.78 0.43 0.48 0.49 0.031 0.059 0.021 0.006 0.0069
rs1365492 4 101.25 GATGGAATACAGGCATCATTAGAGGGGAAAGGTGATTC[A/G]GAGCACATTCTTGACTGTTACTCAGCCCCTCCTCAGCAAAATCTAAAAGAGCTATTTCAC A G 0.62 0.42 0.38 0.50 0.45 0.32 0.15 0.21 0.54 0.55 0.53 0.031 0.063 0.024 0.008 0.0132 1 1
rs981272 4 102.11 ACTGCCCTGTCACTTTTTGCTCCCAGACAAGCTTCTTGAAAGCTAAGCCTACCCTCACCATTCGTCCCTTAGCTCTGC[A/G]ACATAGCCTCATCTGCCATTTTTCCTCAATTAAG A G 0.38 0.50 0.54 0.56 0.45 0.23 0.02 0.43 0.39 0.50 0.52 0.011 0.211 0.010 0.065 0.0004 1
rs713455 4 102.61ACTTTTTTCGTTTTTTTGACAGCTGTTGAAAGGATCTTTATAGAGACTCCTTCA[C/G]GTAGCAAAACTTTTTTATGTATCAGTAGTCTGCAGCCTCTGACTTAGACCATTTGTGTTAC C G 0.33 0.28 0.24 0.20 0.29 0.77 0.75 0.56 0.25 0.24 0.28 0.007 0.125 0.057 0.159 0.0031 1
rs871061 4 103.14AAATTATCCTTGAATCTACTGTGTTGCTGAGG[A/C]CTTATCTATTAATTTTGAACTGAGTTAGCACCCTCCCAACAAATAAAGTATGGCAAGCACAATGAAACTCCATCATCAAAC A C 0.43 0.38 0.44 0.39 0.43 0.59 0.43 0.31 0.46 0.37 0.41 0.001 0.000 0.015 0.010 0.0044 1 1
rs1027012 4 103.36CTTGTGCACTTCAGGCTTTCATATTATCCTCTCAGTACTATTCTTTGCTATTAT[A/G]CCCTTGCCAAAGCATTAATGCTATCCAATATGTTATTTGGATTACTTTTTGACAAATTAAT A G 0.21 0.42 0.42 0.33 0.46 0.45 0.46 0.61 0.36 0.59 0.41 0.058 0.000 0.012 0.002 0.0016
rs238510 4 103.49 TGGCTTCAGGTTTCCTTAAATTACAGGCAGTTCCTCAAAATGGCACTTCAGAAGA[A/C]AGAGAGAGAGAAAACTCCAAGGTAATTAATCTACCAAGAGCAATTTAAAAAAATGGT A C 0.40 0.21 0.19 0.15 0.14 0.41 0.30 0.19 0.04 0.21 0.21 0.018 0.000 0.007 0.012 0.0001
rs230490 4 103.85CTAATTAAATCTTCATGTCTTACAGGGCTTGAGTTGGGGTCTTCTCAGACCTA[A/G]GCTGTCAACTTCAACTTCTTTGAACTTCTCATCCCACAGAATATGTAAAATTAATGGTCCA A G 0.17 0.41 0.43 0.48 0.30 0.59 0.64 0.40 0.54 0.34 0.41 0.040 0.026 0.002 0.014 0.0000 1
rs747559 4 103.87ACAGGGACAGAAGAAAAGAAAATGTCTCTGAAGGGAAGAGAGCCAGAATTGTGATT[A/G]CATTAAACCTAAAGATTTTCAACGATGTGACCTGATGAAATTCCATAATGGTTAAGT A G 0.43 0.63 0.61 0.51 0.59 0.55 0.16 0.77 0.50 0.66 0.67 0.012 0.084 0.024 0.000 0.0028
rs65671 4 104.18GTCTAAAAATTAACCCAGGAAAGCAAAATCAGAATTTTCCTAGAGTGGAAACCTCAG[A/G]ATTCAAAAGCTCTATTAAGTTTAGGTATATCATACCATTCTTGGTAAAAAGGCCGC A G 0.79 0.42 0.49 0.54 0.41 0.59 0.81 0.42 0.46 0.52 0.56 0.042 0.054 0.000 0.007 0.0008
rs223383 4 104.21 ATTGGTTGATTGGGCTTTCTGTTTACAAGTTTGTATTTGCATAAGTGGACTTAC[A/G]TTTCTGCTTATATTTTGCCATGGTTAAAATCAAAAGAAACATAGCCTAGAAGCATTTTGA A G 0.31 0.58 0.52 0.45 0.59 0.41 0.19 0.58 0.50 0.48 0.44 0.017 0.054 0.000 0.007 0.0008
rs223334 4 104.25TCTCTAAAGGAAATCCCATCAACCTTTTAAACATCACTTTGTATACACCATCTTCT[A/G]TACTGCCCTAGCTCAAAAACATGAACCTGTATCTAAACGTGTTTGTAGAATTTCCATT A G 0.28 0.58 0.52 0.45 0.59 0.41 0.19 0.58 0.54 0.48 0.44 0.025 0.054 0.000 0.007 0.0007
rs1031804 4 104.52TAAAGGGACCGGAAATAAAAGAGGAATCAAAAACTGCTTATATTCAACTGAGTACCA[A/G]TAAACTGTTAGTAGACAGAATATTTCAGAGAAGACAGCTCAAGTAGCAAATATTC A G 0.64 0.41 0.37 0.40 0.41 0.36 0.27 0.34 0.43 0.45 0.45 0.035 0.007 0.000 0.000 0.0024 1
rs1384401 4 105.02TTTGTACTTGCAGAATGAGTAGTATTAACAGATAACCCATAGAGAACCTTTTTCA[A/G]ATGATTGCCAAACACTGAAAGGCTTTAGATATTTCCTCCTAATGTTTATCTTTTCTTATC A G 0.62 0.34 0.35 0.26 0.36 0.32 0.16 0.33 0.11 0.32 0.35 0.046 0.013 0.000 0.000 0.0003 1
rs1528381 4 105.60TTTATACTAGATTAACAGGCAACTCAAAAATTCGAATTTTTCATAGTTTTATCTTTGTTTTCATTTGCAAAAAAACTATGGTTCCTTTGAGCATCCTATGAG[A/C]ATTTCCTTTTCATT A C 0.38 0.37 0.43 0.33 0.46 0.82 0.84 0.53 0.64 0.33 0.37 0.001 0.084 0.003 0.080 0.0040 1 1
rs960345 4 105.69TATAAACAATAAAACTTGACAACTAGCCTAGAAGATTTTTGTTAAAACATTA[A/C]ATTTTGTAAGAAGTTAGAAAAATAATGGATAATGGCCAGATGTAAAGAGGAATGCAAAATGT A C 0.71 0.55 0.49 0.56 0.39 0.18 0.14 0.36 0.36 0.54 0.52 0.022 0.073 0.007 0.058 0.0007
rs1024461 4 106.12 CATGATAATGAGTGCCATAAAAAAATAAACCCAGAAGGAGCTAGAAATTGGCTGGG[A/G]TTGGGGTGGGTAGTTTCTCTTTTATATTGAATAGTAAAAGAAGGAACCTCTGATAG A G 0.05 0.21 0.19 0.26 0.07 0.09 0.38 0.25 0.18 0.18 0.19 0.047 0.007 0.003 0.023 0.0001 1
rs1548484 4 106.21TTTTTTTGTTTTTTTGTTTTTTTTTTTGGTCGAGATGCGTCTTGCTACATTTCCAA[A/G]GCTGGCTAGAGAAACTTGGCCCAGGTTTAGCGAGTTGCGGAGTATATAATGTAAAAAC A G 0.52 0.31 0.33 0.23 0.38 0.73 0.68 0.44 0.43 0.32 0.44 0.015 0.064 0.013 0.084 0.0036
rs1357249 4 107.96CACCTGGATGTTTGCTGAAGGGATGACAGAGGTTTAGTCTTGTGGGTCAAAT[A/G]CAGGATGGTATTTTGGAAGTGCATGCTAGGAAAGTGCAAGGATCCGGTTCCAAAACTCA A G 0.26 0.32 0.34 0.28 0.25 0.36 0.59 0.36 0.39 0.35 0.27 0.000 0.060 0.013 0.008 0.0012 1
rs447372 4 108.31AAATCTGGGATTTATAGTAAAACATTTTCATTGTTGCCTTATAAATTTTCCTGAT[A/G]TCATGACCTAATTTTACTTCAGAGAAGTAACATGGTAGGGCAAAATTTGGAGTTATACT A G 0.64 0.37 0.43 0.45 0.43 0.36 0.02 0.32 0.68 0.36 0.44 0.019 0.145 0.001 0.004 0.0000
rs1393589 4 108.70 TGGAATGGACTCAGTGATTACAAAGGAAGAGTTTTGCAAAGGAGAACCAGATAAAAA[A/G]CAGTCAGAAAAGATAATATAAAAAGAAAACCTACAGGAAAAATCATAAAATAAAT A G 0.33 0.55 0.59 0.50 0.48 0.27 0.21 0.69 0.57 0.60 0.58 0.022 0.059 0.023 0.034 0.0000 1
rs991013 4 108.77GGCAAGGCTCATTTATTGACAAAGAAATACAGAGTCTCCTGTATTCTCTCACCTCA[A/G]ATGCCTCCCAACTTTAGGCCAATCCTACAGGCAAAGGAGGTGGGAGCAAATGAGT A G 0.60 0.81 0.78 0.88 0.70 0.73 0.60 0.86 0.82 0.76 0.82 0.005 0.003 0.043 0.002 0.0068 1 1
rs970919 4 109.04TTTTGAATAACAAAGTATTGGACACATGTATGAAAAGCCCTCCATCAGTGCCA[A/G]TTTTGCATGGTTGTAGAGGTTACCTGACAGATTTGGCTTAAAACAAATTAAAGTGATTAA A G 0.64 0.59 0.55 0.63 0.52 0.39 0.36 0.47 0.54 0.68 0.66 0.001 0.035 0.019 0.025 0.0039
rs995387 4 109.91 AGCAAAAGCCTTGAGTCATCTTTGAATCATCCCTATCACATTCAACAT[C/G]CAATCCATCAGCCAATCCTTCTTGCCTTTACTTTTAATATCTATTTAGAACCTGTCCACTTCTTAT C G 0.55 0.58 0.62 0.61 0.55 0.73 0.45 0.42 0.61 0.53 0.61 0.008 0.029 0.020 0.002 0.0005 1
rs1865845 4 109.99TGGTTATTCCTCAATTAATCAAATAGCTGGTGTATCCCTAAAGTAGTATAAAGTGAC[A/G]CACTGTGTGAAATCAATTTTTCTTTCCAAAATCATTAAATCCAGTAGCCTGTGACTA A G 0.19 0.38 0.29 0.30 0.21 0.45 0.73 0.39 0.39 0.30 0.32 0.011 0.083 0.003 0.009 0.0008
rs1812590 4 110.19TAAATATTTTGAAATGAAAAAAGTCATTAAAGTGTTTATTAGTACGGGGTTAGCA[A/G]AAACCAAACTCCACTAAAAATTTAAGTTAGAGGAGTGTCTCTGCTGTGTCAATTTTATA A G 0.71 0.39 0.42 0.39 0.54 0.41 0.32 0.43 0.21 0.45 0.39 0.031 0.018 0.001 0.004 0.0026
rs965935 4 110.24TTTAAAAAAAGACACTGAACATATGGGTTATTGCTTTCTTTATAATTGAGTT[A/C]ATTGAAAAGTGGAAAATTCCATTAGCTGGATGGGAACAGAGGGAAAGTAGACAGGGGGAG A C 0.69 0.35 0.46 0.43 0.48 0.05 0.20 0.32 0.21 0.48 0.45 0.030 0.033 0.006 0.118 0.0000
rs1541373 4 111.09GCTATTTTTGGGGTAGGACAACATGCTCTCCCCAGGAAACACCATTATCTAGAGACCCTCATCATTCTGTGAATTTCTGCATG[A/G]TTCTGTCCCTGAATTAGCTCTACCTATGAA A G 0.81 0.65 0.59 0.59 0.57 0.36 0.71 0.80 0.68 0.53 0.60 0.018 0.002 0.034 0.035 0.0006 1
rs721412 4 111.41CAAATGAACCTTTCCTACTCAACTTTAATAGTATCTGAAGCAGTGGTTTAAGTGGCT[A/G]CACTTATGAAACTTATGAAGTTCCATAATTGTCAGTTTTGATTTTTTTTCCACTATGC A G 0.40 0.73 0.65 0.55 0.63 0.55 0.48 0.56 0.57 0.64 0.73 0.024 0.010 0.000 0.002 0.0048 1
rs2035415 4 111.54CACCATTCGATCTTACAGTTAGTTCTCCCATTGCTCT[A/G]TAAGTATCTTATGACCCTGGCAAATTAAACCACTGGAATATCTCTCTTCTTTCTCTATTTCTGAAACTTAGAAAGCCC A G 0.83 0.53 0.48 0.51 0.46 0.36 0.47 0.69 0.39 0.50 0.53 0.083 0.001 0.046 0.003 0.0000
rs244059 4 111.67 AGGAACTGATGGCCACGTCCTTGGGCTCATATGCAAGGGGCAAGGATATCCAG[A/T]GAGGACGAGCCCACTTTCAAGGTGCTGGCCGACCCCAGGTACCAGCTCCTGAGCAG A T 1.00 0.77 0.71 0.72 0.79 0.77 0.62 0.73 0.79 0.84 0.77 0.117 0.006 0.003 0.003 0.0017
rs243985 4 111.73AGTAAATATTTGGTAAATATTTTTTAGACAACACAATTTAAAGCATCTAAAGTTAT[A/C]TAATGGCATCATATTCTAACTACTAAAAACAAGCAAAAAAAACACTCCTGGAAAGCTTA A C 0.40 0.45 0.48 0.44 0.45 0.18 0.38 0.32 0.46 0.45 0.55 0.000 0.000 0.008 0.036 0.0030
rs1879053 4 111.86TAAGTGTTTTCTTTTATTTTTTTTCCCTCATATTATGTAAACATTCCAATTCTGTCCTTTG[A/G]AGAAGTCATATCCTGGAATTGGGTGCTCAGGGTGATTCAAGGACCACCTAGGT A G 0.43 0.38 0.48 0.48 0.41 0.23 0.19 0.45 0.42 0.46 0.46 0.002 0.060 0.001 0.044 0.0001
rs2046895 4 112.57CTTCGTCTTTGCTATTTTTCCTTGCATCTCAGTATTTCCTTTGAAGTCATTTT[A/T]CTTTTTCCTAAAAAATACATTTCAAGCATCCTTTTAGAATATTTGGATAGTGATAAGCTCTTC A T 0.29 0.57 0.56 0.65 0.63 0.41 0.45 0.63 0.64 0.52 0.55 0.031 0.000 0.011 0.003 0.0001 1
rs1450782 4 112.97CCTTTATTAACGTGCTAATAAGTCTTATGATC[A/C]TTAAAATGGATTGTGGGCTCAAACTGTCTCTGTTTATACTTGAACTCTCCTTGACAACCACAGATACAAACTTATAAGGCTC A C 0.26 0.42 0.47 0.30 0.43 0.23 0.38 0.33 0.36 0.38 0.32 0.016 0.012 0.006 0.034 0.0111 1 1
rs722052 4 113.30TACTAAGGCAAAAAGGCAGAAATATATTTGAGATATCTGTACATCAGTTAAATTTTT[A/G]TATGAATGAAGGATGTGAGTCAGGGAACCATAAGAAATACCATCACTGAGGTTGTG A G 0.36 0.71 0.67 0.60 0.61 0.36 0.50 0.68 0.64 0.64 0.76 0.064 0.012 0.001 0.058 0.0050 1
rs701760 4 113.90GTGTCTCTCTTTTCTTCTTTCATTTTCATTTCTGCACTTCTAACACATGAAATTTA[C/G]CTGTTCTAAAATAGTCGAGGAGGAAACTGGCAAATGATGCTTTTATATTTTGGGAATTT C G 0.45 0.49 0.49 0.46 0.45 0.50 0.72 0.54 0.57 0.50 0.41 0.000 0.047 0.011 0.002 0.0031 1
rs967099 4 114.58TTTTATTTGGAAAAATACAGTGCTAATCAGAGCCAAGTCTGCTGACCAAGCCTTGA[A/G]TGTGATAATATGGCTGTGGAAGATGTAGAGAGAGAAGTCAGGCACTCTGGTCTCTA A G 0.33 0.43 0.40 0.33 0.52 0.59 0.77 0.43 0.25 0.38 0.51 0.003 0.086 0.005 0.018 0.0029 1
rs29327 4 114.67 TTAGGCTGAGAAAGCTAAGCCATGTTCTTCAAAATTCATGATCTCCAGCC[A/G]TGGTGCTACTTCTGGAAATCAAAAAGGACACTGACCTTATTTCAAAAATG A G 0.76 0.42 0.48 0.31 0.46 0.59 0.24 0.30 0.39 0.46 0.53 0.037 0.040 0.029 0.008 0.0004
rs766184 4 115.32AGCTGGCTCCTCTTAATTAAAGTTGTCTAAGCAAGTTTCAGCCCACAGTGATGTA[C/G]CTTGGCCAAAAGGAGGTTAGTGGCTTCCATATAAACCTTGACACTGATTGGGTTTGA C G 0.74 0.54 0.41 0.48 0.55 0.59 0.46 0.50 0.64 0.45 0.49 0.056 0.000 0.001 0.018 0.0010 1
rs1551740 4 115.84TACTCTGTTCCAGAAAATTGACTCAACAGTTGTTCAACACTTTCCTATAACCA[A/G]TAAAAGGTATACTCCATGAATTTGCGAAGCTGACCTATTGGGGGGTGGGGTGGGAACAA A G 0.90 0.46 0.44 0.34 0.48 0.55 0.44 0.40 0.54 0.46 0.34 0.157 0.004 0.000 0.013 0.0050 1 1
rs1380931 4 115.89 ATTTTGTAATGAGCACCTTTTTACAATTTATTGTAGGTATTGTTTTTCTTAAT[A/G]GTTTTGTCTTTTAACCCTGGAACTAGTAATAAAATTGAGTTACACACAATCGTTAAAGTCCT A G 0.88 0.47 0.50 0.46 0.52 0.41 0.49 0.35 0.50 0.45 0.42 0.115 0.006 0.003 0.000 0.0025
rs1948983 4 116.70GAGAGGCAGCAATGATCACGTCTTTAAATAGACAGGAAAAATATGTTTTTGAGATCA[C/G]CTTCCTGTGGAGAAAACAGTTATTATGAGGGAGTGTCAATGTAAAATTACAATTCA C G 0.38 0.63 0.61 0.68 0.64 0.77 0.41 0.48 0.61 0.60 0.61 0.016 0.009 0.010 0.023 0.0000 1
rs1430934 4 117.26CAGAGTAATAAGTCTGCCACATCTCCCCTGTGCTTCCATATCACTGAGATCTA[A/G]GCCATCAATGTCTACTTTGGCAAGTCTGATTTTATTTTCCTGCTTAGGGCCATATTATTG A G 0.43 0.52 0.46 0.52 0.54 0.64 0.33 0.44 0.50 0.46 0.52 0.001 0.008 0.000 0.013 0.0024 1
rs814397 4 117.46CTTATCAGTTGGACTTACTGGGCACCCAACACCAAAAAGGCAGATAAAGATG[A/G]TATGAGGTGTAGACATTCCACTTCTCCCTCCACTGGTGTCAGAGAGGCACAGTTGGGAG A G 0.14 0.38 0.35 0.41 0.34 0.45 0.08 0.20 0.27 0.34 0.35 0.020 0.032 0.009 0.013 0.0000
rs1459531 4 119.20AACATTTCACTTAAAAAAAGATCATTCCATCTGTTCTCCATTGCTCTGGGA[A/G]AGTAAGTTTAACTTGTAGTGCTTGCTTTAGCTAACTAGAAATTCAGGAAAACCATAAATAAAT A G 0.12 0.60 0.61 0.59 0.39 0.64 0.39 0.60 0.75 0.59 0.52 0.149 0.032 0.007 0.000 0.0039 1
rs972813 4 119.70 ATGTAAGGATTCTGGATTAGATACCAAAGATTGGTCTTTTATTTTTTTTTTGTCCCTAGT[A/G]AAAGCATTATTATTAATCCCCACTTATT A G 0.79 0.72 0.73 0.66 0.63 0.36 0.48 0.61 0.64 0.73 0.73 0.001 0.038 0.006 0.083 0.0001 1
rs298991 4 120.10ACAAGTGGGGTTAACTGAGCCACACATGCACAACAATGCCTCTCCACCTGCCTCCT[A/G]TGTAATTAAGAGGAGCGAGGGTATTTCTCACTTCTTCCTCTCAGGAGGTAAACCC A G 0.52 0.73 0.74 0.71 0.64 0.59 0.83 0.53 0.82 0.66 0.68 0.018 0.006 0.016 0.012 0.0010
rs1459062 4 120.51AAAAATTCTCTTTTCTTTTGAACTTTGCTCTTCC[A/G]TTTCTGTTCCAGTGTCTTTCTTTTTCTTATTCATTCATTCATTTATTCAACAAACTTACTAGGCGCTGAATGTTTTACTCTCA A G 0.33 0.54 0.50 0.44 0.50 0.50 0.57 0.39 0.50 0.45 0.47 0.010 0.011 0.001 0.001 0.0004 1
rs843571 4 122.10GACAGTTACACAATCAGAGAGAGCAGAACAAAAAATAAGGCACTTGTAATCCCA[C/G]GCCTGTGTCTTGGGTGACTCTGCTTCCTACCTGAGCCTCTTCCCTAGTCTATATCACT C G 0.48 0.59 0.53 0.41 0.38 0.77 0.88 0.49 0.50 0.48 0.38 0.000 0.122 0.000 0.048 0.0052 1 1
rs1398908 4 122.73 CACTAGGGAACTTGTTTTTGCTGCGAATATACACACAAACAGTTCTTACAAAGT[A/G]ATTGAAGGAAGCACTCTGAAGAGAACTACAGAATTCATATGAGCTGTGGCTCCCACAA A G 0.93 0.75 0.71 0.78 0.77 0.77 0.93 0.91 0.75 0.80 0.78 0.052 0.042 0.044 0.005 0.0049 1 1
rs1513703 4 122.80CCATTCACTGAACAAAAACCTAGACAACCTTTGGTGAAAGTCTCTTCTACTCTTA[C/G]GTCCATTTAAATTTTTTCCTATTACCTCTAAGAAAACCTTAACCTTAGGGGGCATCAAA C G 0.64 0.61 0.60 0.63 0.63 0.73 0.98 0.90 0.61 0.60 0.60 0.001 0.146 0.092 0.017 0.0002
rs951974 4 123.29ATAGATCCTATTT[A/C]AGGTATTTGCTTTGCGTAGTTGGCAATGAATAGAAAGCTCCATTTTTAATCTCTTTCTCTCTTTTTTCTAGCTAGAGATAAATGGCTCCCTTCTGACCCTCA A C 0.88 0.70 0.64 0.63 0.70 0.68 0.40 0.70 0.65 0.68 0.74 0.036 0.026 0.000 0.000 0.0074 1 1 1
rs1880863 4 123.34AAAGCTTTGAATCTTGGCTTAAAGGTGATTTATTCTGCAAAAGGAGCTCTGCCCA[A/G]TGGACTTTTCTGGCACCCTCTGAAGGCTGACACTTTCTGTAGAGCCCAGGAAAAATA A G 0.57 0.53 0.48 0.50 0.38 0.14 0.01 0.35 0.50 0.45 0.47 0.004 0.163 0.001 0.062 0.0000
rs377070 4 124.09CAGGGGCAGTGATGTATCTGGCCTTTGGGTACGTGGAGCTAAGATCAAATTCT[C/G]CTAGTGTTTTCCCCTTTCCTCTCTTGCCCCTGCTTCTCTCAGAACACTTATGCTCTCCC C G 0.07 0.42 0.44 0.38 0.38 0.14 0.10 0.08 0.57 0.30 0.36 0.092 0.068 0.078 0.050 0.0028 1
rs2048266 4 125.97 AAGCTGCATTGAAGGTGAAATTATAATAAACA[A/C]ATAAAAAGAAGGGGCTTTTTTTGCCTGTTTGTTTGTTTTGTCAATAAGATCTAATGTCAAATAGAACTAATCCAGTTTAGAA A C 0.90 0.67 0.69 0.68 0.77 0.59 0.46 0.39 0.82 0.73 0.74 0.040 0.043 0.049 0.010 0.0011 1
rs1495127 4 126.05 ATACACTGCAGCTATATTTATCCCACTTTGCTTAATGATTTTTCTTCCTCTAACAAA[A/G]TTATATATACTCTTTCCTTTTTGCTGCTTCTGTCTTTGTAAATATATTTTAGGGATATA A G 0.26 0.20 0.21 0.21 0.13 0.32 0.32 0.25 0.14 0.21 0.24 0.000 0.010 0.002 0.007 0.0000
rs1498040 4 126.40ACAGTGAAGTGTATAGAAGGGGTCAAAGTTGTTCTATTAAAAATTGAGAGATAT[A/G]TGAGGACATGGGAGCTGAGTCCCCATTAACAACATATACACTATCAACCTGACCTAGT A G 0.26 0.53 0.57 0.55 0.61 0.41 0.17 0.46 0.46 0.58 0.63 0.066 0.110 0.026 0.024 0.0018
rs1320244 4 127.69AAATGTCCAGAATAACTGGAGTTAGGGAGATCTGCAACTATAAGATTGCTATAA[A/C]TAACGATGTTCAATGGCAGAGCAGAGTAGGAGATAAGGGCCTATATATGTTTTGTGTA A C 0.33 0.40 0.44 0.55 0.43 0.73 0.47 0.44 0.36 0.41 0.53 0.006 0.003 0.000 0.048 0.0061 1 1
rs1157308 4 128.14 CACTTGTGGGCCTACAGTGAATAGATACAAATTTTTCTTAGCTTTATGTAACAC[A/T]GGGCAATTTTCAAAATGTTTCTCACTATTTTATTTGGTGCTCACAACAACTTTGTAATTA A T 0.40 0.48 0.52 0.44 0.54 0.00 0.07 0.35 0.43 0.44 0.41 0.011 0.122 0.022 0.230 0.0058
rs724950 4 128.80ATGTCAACCTCCTTTAAACTTTCCTTTTCCTTCAGAATAACTATCTGTGCAAATATC[A/G]TTGAAGTGTATCCCAAGCTCTATTGTGTTGGTTTAAATTGCTCATATGCTGAAAAAA A G 0.33 0.52 0.52 0.68 0.54 0.77 0.20 0.59 0.57 0.49 0.53 0.018 0.053 0.006 0.038 0.0001 1
rs1514298 4 129.00CATCATCCTTGACTTTCCAGC[A/G]GAAATATTAAGTTCCCTTTGCTTCCGTGATTTAAGTCCTTTCTTTCTCTGGCCACTTCTGTGTGTCCTTTCCAGGCATATATTCTTCTATCCT A G 0.33 0.52 0.47 0.48 0.55 0.41 0.27 0.70 0.50 0.60 0.56 0.011 0.024 0.020 0.003 0.0036
rs1982904 4 129.74 ATTTGGATACGACATCTCTGGGGGGCCATTATTCTGCCCACCACACTCAGTAACTA[A/C]TTGGAAACCTCTATCCAGCTCTTAAGCCTTAAATGCCACCAGGAAAACATAGAGC A C 0.67 0.17 0.22 0.23 0.27 0.23 0.33 0.28 0.25 0.23 0.25 0.090 0.008 0.001 0.000 0.0001 1
rs291079 4 129.76ATTCGCTCCGTCATTATCCCCTAACTTTGGCACCAATCCCTTCAGCCCTATTCA[A/G]TACAAACGCATCGTGACTCCACTTCCAGGTTACCTTCTCCATAAAGTCCCCTATCCTG A G 0.60 0.37 0.31 0.37 0.34 0.59 0.54 0.44 0.46 0.38 0.38 0.030 0.011 0.000 0.024 0.0003
rs1106860 4 129.81CTGCACTCTTAATTTAGGCACATATTTCCTGAAAACTTATATTTACATTTGCCAA[A/T]ACAAAGCAGTAATTTCCCCCCAAACCATGGCTATTGCTAGAACCATGAACTTCTAAACT A T 0.69 0.64 0.70 0.66 0.66 0.73 0.46 0.57 0.50 0.61 0.61 0.000 0.021 0.002 0.002 0.0020
rs318539 4 130.29TTAATACATCACAATAATGCACACAGAGAAGCAGGATGCTGAGCCCTAACCTGAAAA[C/G]GCTCACTTTTGAAAGCGAGTAATAACACTTTTGATATGAATGCTAGAATATATAAT C G 0.87 0.70 0.69 0.65 0.66 0.77 0.75 0.59 0.68 0.72 0.75 0.028 0.006 0.000 0.009 0.0026 1
rs1396758 4 131.66TATACATAGTGAAACAATATGTTCTTCCGAAATGGAGCACTTAGTTATCTTTAT[C/G]GTGCAGAGTGAAAGACAAATTAAGGGAAGAATGCTGTGCAAGCGGTTTTTATTGCTTTT C G 0.14 0.48 0.57 0.45 0.50 0.05 0.03 0.30 0.39 0.55 0.55 0.096 0.188 0.052 0.179 0.0001 1
rs2055392 4 132.33CATTTCTTCATACATATGCTTTTTCAGAGAGCTCATTCTATTTTTCTGTAGCAAGCA[A/C]CTGATCGTTCAGTAAATTTAATCCTAACGACCAATAAGGAAAATCAGTATTTACCAT A C 0.29 0.39 0.39 0.40 0.54 0.00 0.07 0.26 0.46 0.36 0.35 0.010 0.090 0.026 0.189 0.0013 1
rs645076 4 132.56ACTTTAGCTGCCAGTACAGATTATATCTTTCAAGAGATCCAAGTGTTTGAAAGTAC[A/G]GGAAAAACTAATTATAAAGTGCTAAGCATATGCACACTCACAGGAAACATTTTAGAA A G 0.40 0.32 0.34 0.28 0.48 0.18 0.03 0.22 0.39 0.32 0.30 0.001 0.093 0.010 0.021 0.0010
rs349867 4 133.29AGAACTCTGCATTTTTCATTTTGAGAGGAGAAGTCGGTGTGTTTTATAATGGGA[C/G]GAAGATTAAAGCAGATACTTTGGCATCAGAAGGACTGACCTTGACAGAGACTGGTGAG C G 0.26 0.39 0.35 0.40 0.34 0.14 0.14 0.24 0.29 0.41 0.33 0.006 0.028 0.012 0.029 0.0002 1
rs1499328 4 133.62AATTTAGAAAGTAAGAACACAGGCACATTACAGATACAGAGGTATCTTGATAATGGGA[A/G]TACAAATAAACCTTATCATCTAAACTGTGGAAATAAAGACCTACTATTTTAAATGC A G 0.76 0.52 0.45 0.48 0.46 0.45 0.58 0.53 0.64 0.47 0.51 0.052 0.013 0.001 0.000 0.0011
rs1425566 4 134.74 TCAAGGGGGTCTCAACCTCTTTTTATTAGCCAGCATGCTGACATGGTTTGGTA[A/C]CTTCAATTAGCTTTGTTCAATTATATGAACTTGTGATTAGCAGAGGCTAACTGTCAGCCA A C 0.24 0.54 0.56 0.57 0.54 0.45 0.59 0.59 0.54 0.58 0.55 0.040 0.010 0.013 0.000 0.0005 1
rs1389331 4 134.79ACTAACACATAGAAAGATGCCTTAGAAAAGGGTTAGCTGAACAATCTCGAGAGTC[A/G]AAACATCTCCTAACACATCAAATATCTAGTAAAATCCTGAGAATCGTATTGCCTTAGT A G 0.14 0.51 0.48 0.52 0.45 0.45 0.95 0.58 0.57 0.50 0.43 0.059 0.181 0.019 0.000 0.0002
rs906372 4 134.99TCAGCCTTAGTCTTGATTCTCTACAGCTTCTTATTGCCATTGTGAGATTCAGCGAT[A/G]CTTCATCTTCTCTGGTATGTCTAGATTCTCTGTGGAAGAAGATAAACTCATAGGTCCT A G 0.17 0.30 0.35 0.29 0.43 0.23 0.25 0.52 0.21 0.44 0.36 0.022 0.009 0.029 0.011 0.0001
rs1494996 4 135.46CTCGATCAGTAAAGCTGGCAGTCAAGAAATGTTATTTATAAGGAGACATATAGGTTA[A/C]AGCTTATAACAAAATGTCAAAGGAAAGTGGAGGATAAACAGAGGAACCAATTTCA A C 0.98 0.78 0.74 0.76 0.84 1.00 1.00 0.79 0.79 0.73 0.78 0.062 0.096 0.000 0.096 0.0012 1
rs1017507 4 135.60 ATTAATTAATATTTTATTATAACTTATTTATTTAGATATTTATGTCTGTTTCCCT[A/C]CTTTCACTAGGCTATATGTACCTGTGGGTAAGAATTGTGTCTAGCATCATTATTTTCCAGT A C 1.00 0.47 0.44 0.49 0.52 1.00 0.97 0.60 0.54 0.48 0.46 0.250 0.195 0.008 0.259 0.0001
rs2055664 4 136.26TTTATTTTTTGTTCTTGCAGTCAATATTCAAAAGATAGTTACTTTGGAAAGGATTAC[A/G]ATTCACATTGGTCATAACTATAGACTGGTTTTGTTGAGGCGTAAGTCTACCTTAAATG A G 0.48 0.51 0.52 0.59 0.48 0.55 0.40 0.43 0.58 0.45 0.42 0.002 0.019 0.002 0.001 0.0037 1
rs1992695 4 138.27ATAACTTTTTCTAAACTTATACATTTTCTAAACTTTTTCTAGTTTCCAGTGCTATTCTTTTACCTGCATTATGGCCACTTGCTTATTTGAAGATTAATT[A/G]GCTTATGGGCAACTTAA A G 0.50 0.52 0.56 0.57 0.64 0.50 0.45 0.65 0.39 0.49 0.55 0.000 0.000 0.019 0.000 0.0005 1
rs1373895 4 138.31CATTGGGTTGAATATGAGCCAGGTTCATATTGTAAGGATTTCATTTATTACCTC[A/G]CCCTTATCAGCTCTGACTCTACCAATAGGCCCAGGATGATGCTTTGGGGCTCTAGGTA A G 0.33 0.41 0.40 0.38 0.25 0.50 0.41 0.44 0.43 0.45 0.37 0.003 0.001 0.002 0.006 0.0015
rs1344976 4 139.64CTCTTCATTTTCCTTCCGTTAGATAAACAGACCCAAAAGCAAATATCTTCTCT[A/G]TGCCTAAGAAAATGTTCAAAATAAGCAGCCAAGGCTTGGAGAAAGGGCGTCTTGTTTTGC A G 0.38 0.46 0.42 0.40 0.54 0.23 0.35 0.55 0.21 0.48 0.52 0.001 0.001 0.015 0.020 0.0035 1
rs426029 4 139.86CCCAGGTGGAAGTTCATTTTTCTATTCCAAATGTCCTTTGAACTTTAGCCTCAC[A/G]GCTTTTATGCGTTTTCTCACTATTACAGCAACTCACAAATGTGTTATCATCCCAACTAGA A G 0.26 0.39 0.42 0.33 0.38 0.27 0.19 0.57 0.50 0.44 0.40 0.018 0.045 0.003 0.017 0.0003
rs1365372 4 139.91AAATTGGACACGTCTTATCAGTAAGTAATGAATTTGTAGTGCCTTGATTCACAG[A/G]TATGTAAGGAAAATTAATGCAATGGGTAAAAGGTGAGGCTAAGGGAAATACAAAGTCTA A G 0.98 0.86 0.88 0.88 0.80 0.68 0.50 0.72 0.85 0.92 0.94 0.022 0.089 0.020 0.024 0.0099 1 1
rs732823 4 140.16GTCCAACTAGCTACCAGGAC[A/G]CTCGCCTCATTCCTCTCCTGCTCCATTGTCAGAAAACCCAAAAATCTCCTAATGCATTTCTTCTGTTTCTCTTCTGACTTATTATTGTCAATTT A G 0.26 0.64 0.60 0.63 0.71 0.68 0.95 0.59 0.75 0.63 0.56 0.056 0.098 0.000 0.006 0.0017 1
rs978752 4 143.62TAAATACTTAAGGTCTCATAAACTCTTTGCTTAGGATATTCAGCTGATATTTATC[A/G]TGAATAAGAAACATGGGATACCAAAACTTTAAGGATCTTTTTAAAAATAAAGCTGTCCC A G 0.26 0.22 0.24 0.28 0.16 0.05 0.11 0.25 0.25 0.17 0.20 0.000 0.026 0.004 0.067 0.0028 1
rs1018092 4 145.12CTTCTTCTGGTATTAGTGACACATTCTCTGTCTACAACCAAAGTGTCCAGCAGA[A/C]AATGGTGCTAAAGTCTCTTAGATGTGAATGAAAGAGATGAGATGGTAAACAGCCCAGT A C 0.14 0.46 0.50 0.43 0.50 0.00 0.46 0.45 0.32 0.43 0.44 0.059 0.000 0.002 0.202 0.0014 1
rs1822842 4 145.36CACTGGACCACTGTTTACACTATATTTTTAATTGCCTGTTTCATTTGTCAGTC[A/G]CCTCACCTTAACAGTTTCAAACACAGGGACTAACTCCTCCTGCTCACCATGGTGTTCATTG A G 0.52 0.52 0.49 0.48 0.39 0.64 0.40 0.34 0.43 0.37 0.45 0.000 0.003 0.012 0.010 0.0011
rs2202507 4 145.84GGAAACTGTTTATGATAATTTTATTTAACTCATGCAGCTTCACAGCAGCGATTAAT[A/C]AAAACTTTAAAAACTAGTGTCGTCTAAAAGAAAAGTAAAAATAGAAAAAGACCTCAGA A C 0.83 0.49 0.51 0.54 0.43 0.45 0.37 0.45 0.54 0.64 0.56 0.055 0.010 0.004 0.003 0.0001 1
rs987246 4 145.85ACCTCTTCACCTCAGCTTAGTATCCAACAGGTCCAGTTCCACCCACATGG[A/G]ACCCACTACCCTTCTCTTATTCTGACTTGGTTGCATTTTTCCATTGCATGGCTAGACTATGAC A G 0.55 0.73 0.74 0.66 0.80 0.73 0.78 0.85 0.75 0.71 0.75 0.012 0.004 0.024 0.001 0.0003
rs1505762 4 145.92 GAACCTCCAGAAAAGTATGGAGTTCAGTTATGGACATCCCTTGTTAAAGCAAA[A/T]GCTGAGTATTTCAGGTGCAGTCTGGGATTCTAGTTCTTTCCAATTTGGCTACTGTTGCT A T 0.69 0.56 0.55 0.70 0.66 0.68 0.50 0.64 0.57 0.58 0.57 0.009 0.000 0.001 0.008 0.0001
rs2035901 4 146.10GTCTAAGAAAATGGAAGGATAGAATTGTCATTGATTAAGGAAATAGAGTAAAATAC[A/G]GTATTACAGATTTCAAACTCGTGGTGGAGAAGTACTTCTTAAATAAAACTCCAAGTG A G 0.29 0.53 0.54 0.52 0.39 0.23 0.21 0.19 0.57 0.47 0.53 0.036 0.090 0.080 0.060 0.0000
rs1444086 4 146.89CATACGTACAACTACACACTTCCCCTCTTTTTCCCTTCCTCAACGTTTGGAGTT[A/C]AATCAATTTTTAGTGGTTTTATCATGACTATATAACTACTATTCATTGACCACTGAGCTCT A C 0.31 0.43 0.41 0.37 0.30 0.64 0.26 0.26 0.36 0.43 0.42 0.008 0.012 0.035 0.023 0.0002 1
rs714195 4 147.02 TACTTTGTATGATCTATAGACTACTGTCTTAAAATTTCAAATTAAAGTAGATTTGGC[A/G]ATAGAAAAATTCTGCCCAGAAACAAATCACATTGTAGTTGTCTAGATGTCTGCTTCC A G 0.31 0.42 0.40 0.46 0.46 0.73 0.76 0.40 0.39 0.58 0.46 0.007 0.047 0.009 0.044 0.0029
rs1426888 4 147.56 GCAGTAGATAGTAGGCAACAATGACTCAGGCACAGAAATCTGGGGAAGAAATA[A/G]AGAACGAACTTGAGAGTGGGAGAGAAATCTAGAACTGACAGCATTCAGGTTTCTGGT A G 0.50 0.38 0.38 0.34 0.46 0.18 0.23 0.24 0.39 0.26 0.31 0.005 0.015 0.024 0.029 0.0028 1
rs1960018 4 147.78AAGATGCTGCTAAAATTATGGACCTAGTAGATTTTTACCACCAGGCTAAAGAAAA[A/G]TGAGGGAGTGTCTGTCATTTTGTGCTATTATTTTCTGATCCACATAAAGAAAGAGAGA A G 0.40 0.51 0.48 0.49 0.46 0.55 0.87 0.51 0.36 0.44 0.47 0.002 0.108 0.002 0.003 0.0001
rs1857721 4 148.17ACAAGCTAGTCAATCATAGGAGAAGGGAGCATTTGCTTCTCTCATCTAAAACCTGT[A/G]GTATTCAGGGACAAACATCATGAGGCACAGCTATTTCTGTCAGGATACATTTAAACT A G 0.05 0.37 0.43 0.45 0.38 0.14 0.06 0.32 0.32 0.45 0.36 0.095 0.082 0.004 0.042 0.0051 1 1
rs1437261 4 148.47TTTCCATTAACATGTCTTTCCTTTTATGATGGCGAGAGTTAATATTAAGGTGTGC[A/G]TATATGTTTGTTAAACGATCTCATTTTGCAATTAAAAGTTTGCACTTATATTAATACATTG A G 0.12 0.51 0.50 0.50 0.43 0.11 0.02 0.27 0.36 0.48 0.50 0.078 0.152 0.025 0.080 0.0000
rs1040288 4 149.63AAACACTGGAGGTACTGAATAGAGTTGTATGACTCTGGAAAAAAGGGCCAAAAAT[C/G]ATTACTCAGCTTGGCACACAGAGAAAGGAGAAGGCCTGAGTTTTGAAGTAAAAAAC C G 0.64 0.51 0.46 0.35 0.41 0.36 0.43 0.57 0.50 0.42 0.54 0.019 0.000 0.001 0.003 0.0015 1
rs1512327 4 149.90GGTGGCAACACACTGGTGAGACTCACAGTATACCCACCATGTGAACCAACTAGATGAGAAAATACATCTCTCTCTTTCATTGCATCTACTATGT[A/G]GAATCATCCTCACATGGTG A G 0.19 0.48 0.46 0.48 0.34 0.82 0.82 0.64 0.43 0.40 0.40 0.051 0.082 0.022 0.067 0.0008
rs1032328 4 150.04ACACAGTTGTTCATTTGCCTACTTTCTGGGAATGAACATCAAGCATCAAGCATCTT[A/G]GAGATTTGTTGGTCAGTTGGTTATTCCCAAGACTATATTTTAGGAATCCCAAAGAGAG A G 0.35 0.47 0.43 0.35 0.61 0.91 0.89 0.55 0.39 0.30 0.42 0.005 0.094 0.002 0.108 0.0001
rs764005 4 150.49CTTTATCAGCAGTGTGAAAAATGGACTAATACAATGACATAAACTCTCACATTTTTATGCACTTGGCTTTTAATCTATGATATC[A/G]CTCATTATTTCCATTTGATTCCAGAAGATGA A G 0.38 0.41 0.38 0.48 0.39 0.91 0.81 0.57 0.39 0.29 0.33 0.000 0.094 0.018 0.149 0.0028 1
rs538317 4 150.75TACCTATTCATTTGTAGGCACTGTAGACACAAATATGTGACAATTATACAGAAAAGC[A/G]TAAGTGACTACCATCGTAGGAGATAGAGGGATGGTTAACATACCAATAAGAGTTAG A G 0.38 0.52 0.54 0.45 0.50 0.36 0.23 0.38 0.54 0.49 0.51 0.014 0.040 0.015 0.015 0.0003
rs1394048 4 151.21AAGTGCCCAACATTATTCTTAGATAATAAATTATCCTATTGCCAGTTATATCCT[A/G]TAGCAATTGAGTACTTTCCTGCTTCTTCCAAAGATGTCCCCAAGTGTCTGTGTCATTTTCA A G 0.10 0.32 0.31 0.23 0.21 0.14 0.07 0.20 0.46 0.27 0.35 0.052 0.057 0.013 0.035 0.0001 1
rs991529 4 152.07 ACACATACTGCATTTTGTTTTATAATTTTATGATTCAACCCCTATCAAGCAATA[A/G]TTAGTATACTCAGGATTTTTCCCAAGTTGCTACTTCATTGTCCCTCACAGTTGTCTCCAAA A G 0.78 0.49 0.52 0.52 0.46 0.73 0.34 0.60 0.46 0.51 0.53 0.051 0.012 0.009 0.040 0.0007 1
rs1516822 4 153.91CTTTCAAGTTTTATTTTTTGGCATTCTCATAAACAAACCCTGTGGACAGCTAGACTGA[A/G]TTTTACCCATCATCCCTAAATATGCTGCATAAGCAAATATATTAATGAGAAAAAAAG A G 0.63 0.70 0.75 0.73 0.75 0.82 0.74 0.67 0.71 0.67 0.75 0.004 0.000 0.042 0.001 0.0001 1
rs1878449 4 155.47 GGGGTTGCTTCACACAAGATAAATCTACACACTTAGAATTAAAATATGGCACA[A/G]TTTCCCTGATAAAATATGGCATGGTTTTATTTTGCTATAAAAGTATCCACAGAAATCCAG A G 0.29 0.57 0.62 0.56 0.63 0.23 0.21 0.52 0.57 0.58 0.59 0.065 0.120 0.008 0.105 0.0025 1
rs716428 4 157.08 CACCTTGTCTCTTGAAAGTTTTAAGGGCAATTGCATAACTTATCAACCAAACT[A/G]GAAGAGTATAATAGGGTGCAAGTAAAATTATGACAGAATAACACCCCAATCTGGACCGT A G 0.62 0.41 0.44 0.52 0.46 0.27 0.54 0.39 0.50 0.43 0.48 0.010 0.001 0.007 0.025 0.0007 1
rs2090870 4 158.06TGTGAACTGCAATACCAGCCACGAGAGAGCCCCTTAAACTTCATAGGCTCTGAA[A/G]CTAACATAGGAAACTGCCTGGAGACTGGAGAGTAAGCAATGGCACTGCTCCAGAGAG A G 0.52 0.64 0.63 0.60 0.57 0.18 0.36 0.57 0.77 0.64 0.65 0.011 0.058 0.006 0.144 0.0000 1
rs1554472 4 158.07AAGCATACATTACCAGCCGGCTTTTGTCTTCTCTTCTCTTCAGTCATCAGAAGC[A/G]TTTAATTACCAGCTTTCTCTAATTATTCCACTTCATTGTACTTGCCCTGCTAATTCCTTGC A G 0.50 0.49 0.53 0.55 0.50 0.55 0.55 0.44 0.50 0.59 0.57 0.002 0.000 0.013 0.000 0.0000
rs1352695 4 159.14CCTATAAATTATAGCTGTGCTCTAGGAGAGAATAAACTGTAGAAATAATGGAGAA[A/G]CTAAAAGAGATGTGGTTTAATGAGGACTAAAATCAAGACTTAAGAGAATTTACACATT A G 0.26 0.59 0.60 0.52 0.48 0.73 0.92 0.39 0.63 0.50 0.53 0.047 0.114 0.003 0.020 0.0026 1
rs510719 4 160.58GTTTCCCCAGAAATGAAAAGGATGATGGGTATGGCAAAACTGACATATTTTCAAAAT[A/G]TGACTGCTCCTCAAGGCTATGGTTTTAAACAAAGTTGAAAGAATCTTCAGAAAAGA A G 0.74 0.59 0.55 0.54 0.55 0.41 0.60 0.58 0.75 0.63 0.58 0.024 0.002 0.002 0.007 0.0002 1
rs1439408 4 161.97CATGTGTAAAAGTCAGTTATTTCACTTCCTCGCTAACTGGTATTCTCAAGGTTTTTC[A/G]TTAAAGCAATTCTGATAATTCTCTAGAAGTGTATCATTTGTAATTTTTATTTGCATCT A G 0.88 0.63 0.65 0.73 0.66 0.45 0.24 0.64 0.54 0.71 0.65 0.030 0.118 0.006 0.031 0.0002 1
rs2014158 4 163.31TAAAGATTTACCTCCACTGTCAGTCAATAAATACCTAATCAAGGTCTCAGAATGGGC[A/G]GCATAAGGAATAACAAACACTGAGCTAATATTGTTGAAAATGTAGACTAGGATGGT A G 0.33 0.44 0.43 0.38 0.46 0.50 0.25 0.53 0.46 0.41 0.45 0.002 0.011 0.009 0.004 0.0004 1

rs4139 4 163.97AAAGTATCCCGTGCCAGACACTACTCCTATGTAGAATGTGCTTTTATTTTATCTTTT[A/G]TTTTACCATGTAACCCTCATAGTCACCTCTCTAAGAAGTGTGATTAAAAGAAGCAGA A G 0.93 0.74 0.78 0.74 0.82 0.95 0.68 0.78 0.68 0.69 0.70 0.028 0.002 0.003 0.045 0.0060 1 1
rs1458149 4 164.27 TTTTTCTTTTTTGAGACAGAGTCTTTCTCTGTCACCTACTCTGGAGTGTAGTGCC[A/G]TCATAGCTCACTGTAACCGCGAACTCCTGGACTCAAGCAATTCTCTCGCTTTAGCTTC A G 0.81 0.66 0.73 0.68 0.64 0.25 0.04 0.64 0.58 0.71 0.70 0.006 0.308 0.008 0.131 0.0019
rs2054210 4 164.36 AGGAAATAAATAGGAATTTAATTTAATTCAATTCCTATTTCAGGAAAGAAATGAGTT[A/C]AACAATTAGAGTGTTTAAGCTGATGTCATAATCCAGCCTAATCCCAGAAGTGACAG A C 0.31 0.53 0.52 0.56 0.57 0.59 0.80 0.60 0.57 0.46 0.50 0.043 0.037 0.000 0.000 0.0003
rs924909 4 165.86 ACTGATTGCATTCAGTCCAAGAATCTGTTACTCTATTCGTGGCAGGGAATGAT[C/G]AAGACATAGTAATCAGCCTGGTTAACTGGATGTCAACTCCACTTCCTTTTAAATAATAAT C G 0.33 0.54 0.54 0.56 0.61 0.82 0.95 0.70 0.68 0.52 0.52 0.039 0.122 0.006 0.029 0.0000 1
rs1001045 4 166.96TGGGGAGCTGCTTGCCTGGAGAGGTTTTGTGGTGACTATGGAAATTAATCTT[C/G]TTGATGGGAAATCAGCTGTTCACCATACTGCTGCCTTCATTCCCAAAGAAGAGTTTCCAT C G 0.71 0.55 0.55 0.56 0.63 0.59 0.94 0.57 0.57 0.52 0.58 0.010 0.092 0.002 0.000 0.0003 1
rs1039180 4 167.66TGCACTCTTAGCCATTTCTCTCAGATTTGCTTTTAACAGTGTTAATTCGTTTTT[A/G]TGCACCAAATCCTTTTTGGTCTGTTTAATTTTACTTCATCTGAGTGTTTATGCAGAGGTTA A G 0.55 0.52 0.50 0.41 0.54 0.86 0.59 0.53 0.61 0.45 0.53 0.005 0.015 0.005 0.105 0.0008 1
rs954722 4 168.44TCTAGTGTCTCTGCTTCAGAGTCCTGTATCAAGTCCTCTGGATTTGGTCAGAAGAT[A/G]AAGGAAAATAGTAGAGAAAAGGGAAAGCTGTTTTCAGTTGTCTCAGCTTGAAAGTG A G 0.31 0.26 0.23 0.15 0.23 0.27 0.43 0.17 0.21 0.24 0.26 0.006 0.023 0.013 0.001 0.0011 1
rs1385513 4 168.85TCTCATTGTTTGAATTTTAATGGCCTGTAGAGCCATAGAATACTTTATTTGGAGT[A/C]GACATAGAAACAAATTGTTGTATTTACTTTCTAACAACAGTAGAAGTTGATAGACCCTC A C 0.68 0.86 0.85 0.84 0.77 0.68 0.63 0.86 0.86 0.78 0.84 0.022 0.040 0.001 0.020 0.0000
rs1478224 4 169.13AAAACTATATAAAATTTAAGATGTTCCTTCCAAAGAATCATTTGTGTCTGGAGGTTAA[A/C]AAACAGGCAAAATAAAATCTGAATAGAGGCACATAGCACCTCTACATAAAATAAGA A C 0.60 0.62 0.54 0.49 0.61 0.73 0.66 0.59 0.69 0.45 0.58 0.000 0.010 0.000 0.013 0.0001 1
rs1566499 4 170.43CTTCCCCTCCAAAGTCAGAGGTTAAGGACAAAAAAATTGAGTGCTCACAGGTAAG[A/C]TGACGGAGATCTCCTAGATAGAACAGATGTTGAAAGACATGAGATTTGGTGACTTAA A C 0.62 0.41 0.46 0.45 0.36 0.18 0.01 0.44 0.50 0.49 0.49 0.011 0.163 0.000 0.043 0.0004 1
rs931145 4 171.64GCAAAGGATGGTTAATACTCAGATGTTTTCTGGAAATGAATTTCAAGGTCCTCAAAA[A/G]TGTTTTGAAATGGAGAAAAACAGGTTACCTTTGAGAAGTTCTAACCAGAGCTGGAC A G 0.17 0.58 0.52 0.46 0.59 0.00 0.46 0.31 0.54 0.41 0.44 0.055 0.004 0.014 0.223 0.0024 1
rs1533837 4 172.34AGCATAACAGATACATCAAGCGGTGTGTGAAACTGTGGTCATTCCTGACTAGGA[A/C]AGCTCCTGCTTGGGTAAAATAAACCAGAAGCCACGTGATCCACTTTGGGGAATTCAAA A C 0.14 0.68 0.71 0.73 0.84 0.55 0.33 0.84 0.79 0.59 0.59 0.153 0.077 0.024 0.011 0.0065 1 1 1
rs2178299 4 173.08TTATTATATGTTTAAGAGCTAAAGTCAAAACTTTTCCTTTTTGCGTAACTAAGATATGTATTTAATCTATATCTATAACCCAATACAATGTTCAGTTTGT[A/G]GAACTCATATTGAATC A G 0.38 0.76 0.76 0.71 0.82 1.00 0.89 0.72 0.96 0.70 0.69 0.094 0.009 0.005 0.080 0.0042 1 1
rs1569214 4 173.17GAAATTTTTATTGAGGCTTGACAGATGGATAAGAGATAACTGTGAGGCAGATAGCA[A/G]AAAAAGAGCTTGTTGATTTGGACGAAGCAAAAGCAGCAAGAGCAGAGCAAGTAGA A G 0.79 0.83 0.85 0.87 0.89 0.55 0.61 0.69 0.79 0.83 0.83 0.002 0.036 0.013 0.052 0.0007
rs1472370 4 174.18 TTGAAATAGAGCTACGGAATTTTCTTAAAGAATAAAAGTGTAATGAGTTCTTTAA[A/G]ACACGAGAGGGTAATGCACAATGTGATCTAATAATAGAAAATAAAACTAAATGAGACA A G 0.05 0.59 0.56 0.58 0.52 0.64 0.88 0.55 0.61 0.52 0.55 0.170 0.061 0.001 0.001 0.0012 1
rs1824347 4 174.46AGGAGGCTGTCAGCTGTCATGCTGAGAGCAGAGTAAATGGATACTGAAGCAAC[A/G]CTTTCCAGGGTTTGTGCATGTTCATTAGGGGTCGATCATGAGAGGCCTTACAGCAGC A G 0.14 0.61 0.52 0.57 0.63 0.95 0.85 0.56 0.61 0.56 0.51 0.084 0.064 0.001 0.135 0.0000
rs1014381 4 177.25CATGCCTAATGATCTCTCATTTTTGGCCTCTTTACCTCATTTAATGACTTTTCTTTC[A/G]TTCATCCACACTGGTTCAACTGTCATTTCAGGTAAAAACCTTTTCTTTACTGTCCCAT A G 0.38 0.39 0.44 0.51 0.45 0.32 0.15 0.40 0.46 0.52 0.55 0.000 0.051 0.000 0.008 0.0058 1
rs1472328 4 177.34TGATAAGACCAGCTCCTTCCCTTATTACTCTTAATTTTCAAATGCAACAAGGCT[A/G]TAAGATGAACATTCCATTCCATATTGTTTCTTAATTTAGGTAATAAAGAATTGAAACACAG A G 0.62 0.92 0.86 0.80 0.80 0.73 0.92 0.77 0.79 0.86 0.78 0.043 0.004 0.013 0.017 0.0070 1 1
rs1993281 4 179.32TTTAATATCAGCTTTATCAGACCCATATGCTCCAGGAAATCAAAGAACAACAGAAAAACTTCCCTCCATTTCT[A/G]CATGAACCCATGTACTCTAATGGTGAGATCACTGACTAGT A G 0.21 0.41 0.42 0.48 0.29 0.55 0.08 0.31 0.50 0.39 0.42 0.019 0.073 0.002 0.017 0.0002 1
rs2044868 4 180.62AATTATAGTATTGAAAGAAGTGCTATAGTGAGTCAACTTGGCTCACAATACAAG[A/G]CACTTGAAGACTAGAGCATGCTCTTGGGTTCTTAATAAACTGTGATCTGTTTGTACCTC A G 0.62 0.54 0.48 0.45 0.46 0.86 0.70 0.42 0.50 0.52 0.45 0.022 0.055 0.000 0.116 0.0000 1
rs1363207 4 182.33AGTGTTGTAATAGAGGATTTTAATATAAATAGTTTGAAATTGTATAAATATTTTCTG[A/G]TTGTGATACTTGTGCTATTTGGAATATCAGAATACCAGGAAATGTGGATGTATAAATT A G 0.24 0.60 0.61 0.66 0.59 0.73 0.94 0.67 0.54 0.52 0.56 0.046 0.103 0.008 0.015 0.0000 1
rs724659 4 183.02TATCCCTCTGATCTTTCAGTACATCACGCACAGTTTTGCACCATTTACCAGAATTTCTCCCAC[A/G]TGATTAAGCTGTTGTCATCCACTGTGGTAGCTGATTTAATGAGTTCCCCTT A G 0.71 0.50 0.49 0.52 0.43 0.55 0.74 0.68 0.46 0.59 0.52 0.027 0.031 0.015 0.001 0.0001 1
rs2045405 4 184.01ATTAATTACCTCAGCTCCGTACGGTAGAGCAGGTGGCTGCAGCAATGGAGAGCC[A/G]CTTAGAGGAAGAACGACCCTTCACTGTTCACATCCCACAGCCTTATATGAAAATGTG A G 0.43 0.84 0.86 0.87 0.84 0.73 0.35 0.75 0.81 0.81 0.81 0.107 0.134 0.013 0.014 0.0014 1
rs1516538 4 184.02TCAGAGGAAGCAGTGATTTTATAGTGGAAAAAAAACTTTTCAGTAACGAAATAACA[A/C]TAGTGAGAATAAATAAGAAAGCTCTTGGAGCTCCCTTAATTAGAAAAACAGAGCTTT A C 0.24 0.41 0.45 0.39 0.34 0.18 0.65 0.35 0.39 0.50 0.43 0.021 0.018 0.006 0.039 0.0003
rs2063906 4 184.07TCTTTAATCCAGCCTCCACACTGTCGTCACAGTTGTCATTCTGAGTTGTGTTTT[A/G]TCAGTCCCTTGGTGACCATACCTCACCCTCTACTGCTCCTCCACTCCCACCTTCGCACC A G 0.88 0.76 0.74 0.72 0.63 0.86 0.94 0.80 0.89 0.66 0.71 0.036 0.073 0.017 0.035 0.0005
rs1514483 4 184.26CTCCAAGGTTCTGGCAATTGCTGGACTATGTCACCAGCTGTCATCACCCTTCCTT[C/G]CCATCCATTTTTGGCAGGATCTGGGGACTCAAGCATGCCAGTAGAAATAATAGTAG C G 0.95 0.57 0.57 0.62 0.55 0.95 1.00 0.69 0.62 0.68 0.61 0.089 0.170 0.007 0.103 0.0005
rs2016910 4 184.66ATTCCTTGCTGTGAATGTTGCTTTGGGGTCATCCCGTTTCATTTTTACAATGGTT[A/C]CATAAGCTTTCCAGGGTTCAACTACTTTGGCTTCAAGTCTTTCAACCTCTGCTTGTCAA A C 0.64 0.69 0.67 0.76 0.59 0.77 0.64 0.61 0.57 0.70 0.71 0.000 0.000 0.000 0.009 0.0019 1
rs907362 4 185.02AGAGTGACTCCTTCCAATTAGGAAGGTGACAAAGGACATAAATACACTAAGCACTGA[A/G]GCTGGCAGGGTGAGTGGCTTAGTGCCAACAACCACAGTGGCCTTTTACACCAAT A G 0.55 0.54 0.53 0.49 0.61 0.27 0.33 0.51 0.57 0.47 0.49 0.000 0.032 0.003 0.051 0.0009
rs4241779 4 185.30 GCAATTGCTCAGTTCCGAAAACACATCGACTTGTGTAAGAAAAAGATTGGAAGTGC[A/G]GAGCTGTCTTTTGAGCATGATGCATGGATGTCTAAACAGTATGTTTTACATTGTCC A G 0.33 0.64 0.57 0.63 0.57 0.59 0.42 0.77 0.50 0.61 0.65 0.039 0.016 0.017 0.000 0.0009 1
rs1983503 4 185.53CCAAGCTATTCTCGTGTTCACAACGAACACTGCCGCACAAATGACCTGCAACTTATAC[A/G]CCTTTATTGTTCACCTGAAAGCCCTCTGTAGTTGGAATACCAAACCATTAGCCCA A G 0.14 0.28 0.37 0.26 0.27 0.14 0.21 0.27 0.27 0.36 0.37 0.020 0.004 0.000 0.023 0.0031
rs1921565 4 185.82GATTGAGGAACATGTATTTCAAAACTCTTTGAATGTGAATGTATTTCCCTAAATCACAA[A/G]TGGGGATTTAATCAATATTGAACAAAATGTCTGCTTGTTCTACTAGAGTTGAGCA A G 0.74 0.39 0.44 0.52 0.45 0.00 0.00 0.65 0.64 0.46 0.42 0.035 0.202 0.013 0.202 0.0008 1
rs13478 4 186.31AGCCATCTGCGAAATATCAACCATCAGTTAGAGAAGCTCCTTGACCAGGGATGAGAA[A/G]AGCAGTCTACTAAAATGTGCCTATAGGAAGACTAGTCTCATGCTGTTACCTTCTG A G 0.07 0.16 0.13 0.17 0.11 0.68 0.66 0.36 0.04 0.16 0.09 0.003 0.168 0.047 0.194 0.0028
rs768614 4 186.63AAATCTCAAATTGGTTAGATTCATGTAAAAAAATGAAGTGAACTGAAACTGTA[A/T]GCAGGGGGTGCAATCTGAGGCCGGTGGACAAACAAACGAGGCACATTGGCCTGCTTAG A T 0.76 0.77 0.76 0.82 0.84 0.91 0.81 0.80 0.93 0.82 0.79 0.000 0.001 0.003 0.008 0.0020 1
rs1564986 4 186.65ATTAACCAGGTGAGATGGGAAAGAAAAGGAAGAAAGAGGTTTCAGGGAGACAGAAC[A/C]TCTTTGTGAGGGCTCCAAGGCATGCAAGAAGCCCTTTTGAGGAGCTGGTGGTTG A C 0.73 0.34 0.41 0.38 0.34 0.68 0.67 0.47 0.32 0.38 0.38 0.076 0.058 0.016 0.065 0.0000
rs1545299 4 187.03GTCTTGGTCATTAGAGTGTACTCAGGGCAGCAGATCATCTGCAAAAGCTGTGGGCCA[A/T]CCAGCTTCCATAGAAAGTTCCTCACAAAAAGAATAGTTCCTTAGAAGAACCTGG A T 0.69 0.29 0.28 0.24 0.21 0.27 0.08 0.44 0.14 0.35 0.31 0.087 0.042 0.006 0.001 0.0025
rs1158465 4 187.17TTTGAAGCAAATACTCTCAATGAAAGAAAATACATATTTGCAACACCCTGGAATTCA[A/G]GATTGTCTGGGCATATGTGAAGTACTTGTGAATCCACTGGGTACTAAATTGGTATT A G 0.83 0.41 0.44 0.52 0.50 0.50 0.68 0.63 0.43 0.60 0.49 0.072 0.016 0.005 0.000 0.0000
rs1566347 4 187.43CAATTGGAAGATAAAAAACATGACCGATATGCTTTGGGGTTTTAAAACCAATATTT[A/G]CTGTTTGAGCAGACTACGATGGCTTGTTCTGAACCGTCCTCACAGCCAACAACATT A G 0.36 0.33 0.42 0.33 0.30 0.27 0.30 0.32 0.21 0.27 0.31 0.004 0.008 0.006 0.015 0.0035 1
rs830835 4 187.61 AGATTATCTGTAGTTGAACAGGGAGTTCACAAGCTTTCCCCATGACTCAGAAAATT[A/G]TAACTGCCTGAAGAATTTTTAGAAGGCTGTAAGTGAGGAGATGGTCCTGTGGGAC A G 0.93 0.86 0.84 0.85 0.77 1.00 0.98 0.81 0.73 0.87 0.78 0.006 0.023 0.002 0.050 0.0023
rs1473597 4 187.82CTAGAAAGAGAGGAAGCAGATGAGCAACGGCACAGAAGTGGAAAGGTTTCTGGC[A/G]TGGAGGGCAATAGTGGAGAGTGAGAGACCGCGAGAACTCATCTCTCATTCACTGG A G 0.55 0.67 0.61 0.56 0.63 0.73 0.63 0.39 0.79 0.55 0.53 0.000 0.003 0.007 0.011 0.0043 1
rs1864604 4 189.05ACAGGCTGTTCTGGGATAAGGCTGAGAGTAGGTGAGACTCGTTAGGACTCTAAAAG[C/G]CATGACAGTATGCATTATTTTTGTAAAGGCTGTGTGTTAGTCCATTTTGTATTGCT C G 0.14 0.28 0.22 0.23 0.18 0.32 0.28 0.33 0.18 0.20 0.22 0.008 0.004 0.011 0.009 0.0001 1
rs996026 4 189.31TGTAGAATTTCACTATGTGGCCAATAATGATGTCTGTACAACATACTTTGATTTGC[A/G]GCCTCTTGTTTGTAGTTGGCTTTTACTAAACAAAGTGACTTCTTGGGAAGTTAATCTC A G 0.31 0.30 0.31 0.28 0.41 0.59 0.14 0.50 0.32 0.34 0.38 0.002 0.015 0.040 0.052 0.0041 1
rs1979255 4 191.01TATGGATGGTATTTAGGTCAAATGAATTTCCACGAAAGTTCTTCTCCTATGGAT[C/G]AGCAAGAGTTCCAACGTTCCATGCCCTGACCAACACAAGCTATGATTCAATTTTTCCAG C G 0.76 0.58 0.68 0.71 0.70 0.50 0.19 0.60 0.71 0.73 0.67 0.003 0.133 0.006 0.018 0.0003 1
rs1869941 4 191.05TTCCACCTTTCTTTGGAAACTTTGAGGGATGGGAAATCATTGTCTTTTTCTATCATC[A/G]GAATTAAGGAAAATGGTAGAATATACAAAACATTGTCTGTGAAGTAGCTAAATTGGA A G 0.48 0.55 0.52 0.52 0.43 0.45 0.64 0.49 0.50 0.41 0.42 0.000 0.012 0.001 0.001 0.0024
rs1317423 4 191.40GCTTCCTCATTTATCAGCTCATGCTATGAGGACTCTTAGTCCTTGTAAGGTGT[A/G]TCTAGGGATTTTCCTGTGTCTCACTTAATAGATTTTTCTCAGGTTGACTACAGGAGGGAG A G 0.40 0.56 0.51 0.46 0.46 0.86 0.92 0.55 0.57 0.55 0.55 0.006 0.116 0.002 0.085 0.0023
rs1915853 4 191.49ATAATTAGTTGAAACTGCAATTCAGCAATGACTGTATCAGAAGACCATTTTCA[A/T]TGAACTTACTTCTAATGACTGAGATGGAGGAGCTGTACCAGGGTTGCATCCCAAGTGAG A T 0.48 0.34 0.39 0.33 0.23 0.23 0.04 0.34 0.43 0.38 0.36 0.004 0.092 0.001 0.015 0.0015
rs3828570 5 0.65 CCCCGGGGAGGAAGGAGGCTCCCAGCTGCACACAGGTGAGTCAGTCCCATTGTTCC[A/G]TGTGTCTGAAAAATCAATCGGGTCCAAAGTAAAAATATTTATTTAATGAGCAGA A G 0.70 0.63 0.59 0.63 0.70 0.45 0.60 0.69 0.71 0.63 0.69 0.003 0.000 0.000 0.017 0.0023 1
rs413666 5 0.73GGTCCCTGTGATCCTGGCACGGGGTCCTGACCTCCCAGGTGTACAGCAGCA[A/G]GGGGCCTAAAAACTCACACCCTTGTCTCAGGAAGAGAGAGGAGCAGGGCCACCACGA A G 0.53 0.48 0.42 0.51 0.50 0.50 0.32 0.52 0.57 0.47 0.49 0.006 0.002 0.006 0.006 0.0004
rs4957114 5 1.01 CCTGCCATGATGCTGGGAATTTCTGCCCCACTCATGGGCATCAGAACTCCAAGGT[A/G]GAGCAGGACCTAAATAGACTGTAAAGGGAGGTGGAACCGAGATCCATGTGCGTG A G 0.33 0.65 0.65 0.73 0.70 0.64 0.44 0.51 0.57 0.67 0.70 0.068 0.042 0.010 0.001 0.0004

rs9418 5 1.28 TTGTCACTCTGTCACTGTCAGAAACAACTCAGATCAGATCGCATGCACCC[A/G]AAGCCCGGATTCCCGCAGGGATCCTCTCAGCTGCTCTTGGGAGGCCGGGG A G 0.52 0.39 0.43 0.41 0.43 0.09 0.49 0.42 0.50 0.40 0.43 0.012 0.001 0.000 0.060 0.0008 1
rs465498 5 1.38CCCCTGACAGAGGCCCGCGGTGACTCATCTGCAGATGGCCATCTTACTCTTTGC[A/G]CAGGGGGCAAAATCACACTCTTCAGAGAGGCTTGGGGTTCAGCCATTACAACTAAA A G 0.39 0.55 0.59 0.59 0.59 0.86 0.97 0.74 0.71 0.60 0.56 0.015 0.028 0.016 0.034 0.0000
rs27070 5 1.40 AGGGGGGAACGATAGAGGCACTGGGTGTAGTCAGACACCACTGCAATGGTAG[C/G]CGAAAACCGCGCCGTGAGAAGACTCTGTGGGGAGGGTAACTAGGTGCATGAGAGTG C G 0.21 0.58 0.56 0.60 0.59 0.86 0.98 0.77 0.71 0.61 0.56 0.061 0.151 0.025 0.066 0.0003
rs923048 5 2.33CCTCCACCACGGGTTAGTATTTATGTATTTATTTAAAAACTCCATTTAACCTCATGG[A/G]TGGCGAGAACAAGGAACATCATTGCATCCATTATGTGGATGTCAAAGGTTATGTCA A G 0.57 0.23 0.27 0.27 0.23 0.35 0.48 0.29 0.21 0.24 0.37 0.071 0.050 0.008 0.023 0.0050 1 1
rs923898 5 2.96 GCTTTCTGCCCTGCTGGCCACAGCAGGGAATCAGGAAAAAGATAAGGCCCTG[A/G]TCCTAGCCTCAGCAACCAAGCTGCCTCTTTGGCCCGTCTGGGGCCACCATAACTCTTG A G 0.48 0.34 0.35 0.40 0.38 0.00 0.08 0.38 0.29 0.38 0.38 0.001 0.115 0.004 0.209 0.0009 1
rs372169 5 3.23CTCTCTGATGTGATGGGGGTGCGGTATTTTGGATGCATTGAGATGCATGTTAATG[C/G]GCAGTGAGGTTAAGAATGCAGACGCATGAAATGGGGTGTCCTGGGGCTTGCATTCA C G 0.26 0.63 0.62 0.63 0.79 0.64 0.98 0.75 0.50 0.57 0.56 0.074 0.100 0.011 0.000 0.0031
rs924674 5 3.79TTTTTATGAATAGAGCAGACTTTTACACCAAGGAACATTCTTTCCAGGTGAGCTGTA[A/T]GAACAATCCTTTCTCTAAACACATGAGGATTAATGAATCATTAAATACTCCCATGCC A T 0.19 0.47 0.43 0.45 0.39 0.55 0.40 0.33 0.39 0.49 0.48 0.027 0.000 0.002 0.009 0.0017 1



rs539718 5 4.00GTGTACCAGTTAGCTAGGGTGTCATAAATATCCACAAACTTGGGAACTGCAAACA[A/G]TAACTCTTTATTACTGCTCAGCAGCCTATGAGCCAGCTGGGCTCACTTATGTGATCA A G 0.64 0.07 0.08 0.06 0.09 0.00 0.00 0.04 0.00 0.06 0.05 0.209 0.018 0.005 0.018 0.0046 1
rs959937 5 4.28AATTCTTGTTGCTCCTTTCTGTGACATGTCAGCCTGGGTCCATGTGTGAAACTG[A/G]TGATCGAATGATTAAATCAAGAGAGTTTTGATTAATTTTTTTCCCTCCCCTACCACTGTC A G 0.33 0.26 0.25 0.28 0.25 0.50 0.26 0.42 0.27 0.31 0.35 0.004 0.003 0.030 0.034 0.0042
rs261198 5 4.45ATTGCAAGGAGCAATGCTCTTAAATTCCCGTACCCCTTAACCTCACAACTCTCCA[A/C]ACTTAGGTTTATTAACCACCTCTGTCCCAAGGACAGGAGGCTCAGGGGCTCAGAGGG A C 0.83 0.93 0.87 0.90 0.95 0.73 0.80 0.83 0.92 0.90 0.85 0.000 0.000 0.000 0.009 0.0001
rs2052886 5 4.63GTGCCAAGATAGCTAGCCCGGGGACATGGCGAGGGAGTTATTAAAATCAGCTCAG[C/G]GGTTCGCAGGAGAATTCTGAAGAGGGCACATTGTCCAAAAGGAGAGCTGAAGGCA C G 0.43 0.35 0.29 0.21 0.25 0.55 0.27 0.36 0.25 0.29 0.26 0.018 0.000 0.019 0.046 0.0003
rs816480 5 4.89GCAGCCCTGGCCCAAGCCTCTGAAGGCCTAGAATGCCAGATGGAAGGCATTGGTGAAC[A/G]AGGGGTATATAACAAAGATTTCCAATAACAATACAGATGCTTAGAAAAAAATC A G 0.74 0.08 0.13 0.21 0.21 0.23 0.43 0.17 0.04 0.16 0.22 0.240 0.074 0.005 0.012 0.0054 1 1
rs171610 5 5.07CACTGACATCCAATTCACAGCTTCTTTAGGAACCCCTGTGATGACATTGTTTGGCA[A/G]CCCAGGAATGTCTAAGAATTTAGTTCCAGTCTGCTAGCAGAGAGCCGTCTCCCGCA A G 0.83 0.89 0.89 0.89 0.93 1.00 1.00 0.94 0.93 0.85 0.89 0.002 0.045 0.002 0.045 0.0000
rs1560062 5 5.27ATTTTTATCCTGGCATTCTATCAAGTTGTCATTCCTGCAAGCAAATAGAGCTGGCC[A/G]GTTGTCTGTTTGGAGAATTACATTCAGGACCCTTGAATTCATGGGTTCCTTGGGTTC A G 0.86 0.86 0.85 0.87 0.89 0.73 1.00 0.91 0.93 0.90 0.87 0.000 0.050 0.004 0.014 0.0011
rs4702266 5 5.45CCAGCTTTGAGGGTGATACGCACCTTTGCCCCCACACATTAGTGAGGCTCACAGC[A/G]AGTTAGGTAGATGGGATCTGAGTCTTGATCAGCCATCAGCATGTGGACAGTGGCTA A G 0.88 0.64 0.61 0.75 0.64 0.95 0.66 0.79 0.57 0.71 0.61 0.054 0.007 0.014 0.096 0.0002
rs246765 5 5.63GGTAGTCAATGTGCTTGGAAGACATATCTAXAAACTAATCTATGGTCTTCCCAACC[A/G]ACTCTCATGTCATCGTCCCTGCCATGTCCTGCCCATATTACTTCTCAACATCACTTG A G 0.05 0.06 0.07 0.05 0.05 0.05 0.20 0.18 0.11 0.10 0.09 0.002 0.018 0.013 0.004 0.0008
rs378932 5 5.66GATCTCTTTGATGTAGGAAGGGTCATGAACCCCCATACCACCTGGGAATCTG[A/C]GTGACTCACAGCAGTGGCGGGGGTGGCAATGTGGTCAGTGGTCCTTGAAATGTGCTGT A C 0.76 0.72 0.67 0.72 0.68 1.00 0.90 0.74 0.82 0.74 0.69 0.005 0.053 0.014 0.140 0.0002
rs2173946 5 5.96TTCTCAGGCAGGAGTGCTAGAGTCCCAGATAAGCGTCACACTCCGGTTTAAGTTAATC[A/G]TGAAATCGAATGCCTGGGTCTTCCTGGGTCTGGTGAAGGCCAAGCAAATCATG A G 0.38 0.39 0.34 0.29 0.21 0.36 0.15 0.20 0.39 0.37 0.27 0.001 0.061 0.031 0.004 0.0039 1
rs307195 5 6.12GCTGGTACATTTACACATGAGACGTTTATACCTAATGTGGGCATACCTGGAGTGC[A/G]TGTAGGCTTTCTCTACCATTCTTCTGCATGTTGATTACCCAAGGGACTCCCAGTCAG A G 0.10 0.40 0.42 0.37 0.27 0.75 0.31 0.38 0.50 0.30 0.37 0.088 0.005 0.000 0.052 0.0012
rs3846569 5 6.32CAGTTTACCATTGTATACTGTGCAAAGAAGCAACGACTCTAAATAAGTTTGCTCTGC[A/G]AGCCTTCACACCATTGTCCTTTGTCAGGTATTCTTTTTTGAATCTAAGATTGTTCTC A G 0.12 0.05 0.09 0.05 0.07 0.09 0.14 0.07 0.07 0.10 0.10 0.000 0.000 0.002 0.002 0.0005
rs720846 5 6.66CTCTCTCTTTCTCCCAGTTCCTGTGGCAGTTTGTCCAGGTGCCCAAGAACAATTC[A/G]TACCCTCCTTTCTCGTTATTTATATACTTGTCTTTTTGCCCCTGCCGGGTATTTTAGAA A G 0.24 0.36 0.37 0.30 0.36 0.23 0.50 0.23 0.54 0.29 0.32 0.005 0.021 0.002 0.003 0.0023 1
rs875347 5 7.74GTTTTTATTTTGGAGGAAGAAATGCACATTAGTACAAAGTTGTCCCTGTACTC[A/G]GTGGGATCATTCCTGCTCTGTGTAATTCTGACACCACTGAAACGACCACATTCTCAGCCT A G 0.43 0.49 0.39 0.43 0.45 0.82 0.17 0.59 0.46 0.44 0.44 0.000 0.012 0.035 0.124 0.0001 1
rs1394641 5 8.56TTAAAATAATCATGTATCTTGGCTATATAGTTATATGTCATTTTTTAAAAATGCATTGC[A/G]TAGATAAAACCTAGTTAACCAAGTAGTTGTGGGAGTTTTAGGAGAGGAGAGCAAT A G 0.90 0.56 0.52 0.52 0.52 0.82 0.47 0.70 0.43 0.65 0.54 0.097 0.000 0.025 0.058 0.0000 1
rs756757 5 8.62GTCTATTTCATATGCAACGTATACTTGTGCTTTGTTGGGAGACAATTCCTCATGAGTCTCATATTTCTCCATGTCTTGTAAGCAGAGAGTGCCT[A/G]TTGTTTCACACTCTGTTTTC A G 0.67 0.68 0.70 0.68 0.71 0.77 0.91 0.56 0.75 0.62 0.69 0.002 0.020 0.013 0.000 0.0004
rs40725 5 9.44TGTCCCATGCATGCCACAGCAGGACAATCCTTAGTACCAAAAGGCTGAAGCGATTGCT[A/G]CATGTGTGTCTCTTAATTAGGAACAGTTACAGATTGTCATAATGTAAAAAAACAA A G 0.17 0.07 0.05 0.11 0.07 0.09 0.02 0.13 0.04 0.07 0.07 0.018 0.018 0.023 0.003 0.0014 1

rs1506030 5 10.11CACAGCCCAGCAAGATAAAGTACTCAGGACAGCTGGATTTTAAGAACACCTTTGTGA[A/G]TTGGGTCTTTATTGGGATAATCAGAGAAAATGACTACATTTAGGTCTTCTTTCATA A G 0.33 0.58 0.63 0.55 0.63 0.09 0.38 0.45 0.43 0.58 0.48 0.034 0.037 0.029 0.176 0.0091 1 1 1
rs717259 5 12.34CGAATGAATGAGAAAGAGCCATACACTTG[A/G]AAAGGTAGAGGCCAGAGGGCCAATGTCCTAAAGTTGGAACAAGCTTGCGTGTTAAGACCTAGGTAACTAAAGAATACTCATTA A G 0.88 0.57 0.56 0.50 0.71 0.60 0.70 0.48 0.61 0.60 0.58 0.074 0.012 0.000 0.002 0.0013 1
rs917042 5 12.50AAATTGAAGGACACAGTGGGAAAAAGCAATGATTCCAGAACTTGTATTGGCTTTT[A/C]AAGAATCCCTGCAGTTAGGGTAGCAGAAGTAAGAGTTTAGGAAGAATCTAAACTATA A C 0.57 0.49 0.49 0.44 0.59 0.59 0.70 0.42 0.50 0.47 0.56 0.002 0.022 0.001 0.004 0.0045 1
rs170856 5 13.64AATCTGTTAACATATTCAAAAATCAGGTCTTTAGGGTTTAGGTTCTTAGCATATG[A/G]CCTCTTCCACATTCCCTGGAAGTTAATTCCTAATCTACAATGCAGCCACTGAGGAAAAA A G 0.69 0.33 0.39 0.32 0.55 0.73 0.32 0.51 0.36 0.39 0.44 0.030 0.012 0.001 0.028 0.0000 1
rs1373942 5 13.71TTTCAAAATTTTTCTTCCACCTGACTTTTTCTCATCATTATTTAAGCGGCCCA[A/G]TTTCTCCCCTCTTTAAAACAAAACAGTACCAATGACAAAACCTCCTTCCATGACCCTGCAC A G 0.31 0.50 0.42 0.49 0.46 0.64 0.68 0.51 0.39 0.45 0.45 0.002 0.051 0.021 0.042 0.0008
rs2034222 5 13.73TCTCTCCTCTGTACCTGAATTGACCTGTAACAGGAGAAAGAAACTCACCGTGG[A/G]TGAGCCCTCCTTTGTCCTGGGTACTTTCAACTTGTTTGTCTTTATTGTTCATCCCAACAA A G 0.57 0.52 0.57 0.49 0.55 0.40 0.49 0.41 0.61 0.56 0.62 0.001 0.004 0.016 0.023 0.0012
rs879253 5 14.85 CCCTAACATCATTCAGGAAGCAAAACAACTAGTCAGTTCCACATGTTGGTTTACCA[A/G]TCTCAAGGCCCCATCTGTTCAGGAGCAAGCTTCTTATATGACTTGCAGCAAGCTCT A G 0.81 0.53 0.58 0.48 0.57 0.77 0.90 0.70 0.71 0.52 0.51 0.040 0.067 0.026 0.028 0.0018 1
rs1004673 5 14.89TACATGCCCTTCACAGTCAGTAGGAAAGTGGAAGGTTCTGACACCTAAAGACA[C/G]CCAAGGGGCATCCTGGAAGGTGACTGCAAGGGCATCTATGGAAAGGGAAAATGAACG C G 0.36 0.30 0.32 0.29 0.38 0.36 0.51 0.33 0.32 0.34 0.29 0.000 0.008 0.000 0.000 0.0008
rs1550825 5 14.96AAATGAAACATCTGTCAGCATTTGATTGTGTCATAGACAATGCCCTTGCCACACCC[A/G]TACATTAATGCTCGAAGAAAAACTGTGGCGTGTATATAATGGAATGTAGGTGGGCC A G 0.62 0.41 0.35 0.40 0.36 0.30 0.33 0.56 0.39 0.39 0.41 0.024 0.000 0.020 0.001 0.0016
rs924455 5 15.80TAAGAAAGATGGGGTAATATTTATAAGTGGGAGGATGAGTTACAGATGGAA[A/G]ACCTGGATCCCACGATTCCCTTATGGCTCTACATCAGGCAGTCATCTTATGCTGGGTCCG A G 0.52 0.42 0.46 0.48 0.41 0.27 0.53 0.41 0.54 0.35 0.45 0.002 0.002 0.014 0.056 0.0002 1
rs1505034 5 15.83TGTAAATAGGATCCATGTGCAAAAGAAGGAAAGGGAATCTAAGAACATGGAAC[A/C]ACAGTGAACATTTATGCTCTCCAGATCTTTCCTTTCTTCTATTCATTTGCTTAAGTTGAC A C 0.40 0.60 0.55 0.52 0.57 0.73 0.47 0.65 0.50 0.66 0.53 0.001 0.001 0.026 0.048 0.0000
rs162848 5 16.53CTTAGGACAAAGAGCTGAAAAGTCTAATTCACTGTCATCTTTGTGACTTTTTTCTTT[A/G]TCTGCTTCTGTTGAGGAAAAAATTTGGAAGCTTTCAGTTTCCTAGCCAACTCAGACA A G 0.79 0.67 0.67 0.66 0.66 0.73 0.54 0.61 0.68 0.67 0.70 0.010 0.004 0.002 0.003 0.0003 1
rs298552 5 17.39TGCCCTCTAACCAAGGTCTTTCCATTCTAACCAATCAAGTATATTTTCTTTGTCTT[A/G]CTCGTGTGTCCACCTACAAAAGCTCTCTGCCCACCCTGCTGTAGCAGAGCGTTCTAT A G 0.60 0.45 0.37 0.37 0.46 0.36 0.48 0.40 0.43 0.45 0.44 0.045 0.012 0.005 0.000 0.0017 1
rs905176 5 18.84TAGAAACAAAGACAGACATTAGAGATACTAATATTTGTAATAGAGGTGATTTTTCCAGGTAAGTATTGATAATGAGATATGC[A/G]CAAATTTTGTTGAAAGGTTTTATAGTGCATGA A G 0.14 0.39 0.33 0.35 0.29 0.09 0.30 0.19 0.50 0.32 0.34 0.030 0.000 0.009 0.036 0.0001 1
rs1498106 5 19.83ACTTCTTATCTAATTGTACCTTATTAATATTTGGTGGAACTGGGATGTGAAAAGAAGCCTATCACAATCTCAAGTTCATGTTCTTTCCACTGCTGTATCTT[C/G]CCTCGTGTTACAT C G 0.48 0.45 0.45 0.46 0.39 0.64 0.43 0.59 0.61 0.42 0.40 0.000 0.001 0.005 0.011 0.0014 1
rs720189 5 20.60TACAATTTGAACTAACATTAGGACTCTATAAATTTTCAACTCTTTAGGAATCTC[A/C]CTCCTCCTAGTAGCCCCCATATTTTTAAATGTAATGTTTTACTATTTTCTCTTCTACTTCAG A C 0.81 0.50 0.52 0.51 0.61 0.45 0.53 0.58 0.71 0.51 0.54 0.040 0.000 0.006 0.002 0.0000 1
rs1442470 5 22.94CATGAACTTTGGGATTAATTGGCTATGCGGAATACAGGGAATAGAGGGAAGCAAAT[A/G]CTCTCCTCTCATAGCATTAGCACATAGGACGCTGGGTTTTGGGAGGAGGAAAAAA A G 0.07 0.30 0.24 0.29 0.32 0.00 0.36 0.07 0.43 0.25 0.26 0.034 0.010 0.020 0.085 0.0004 1
rs919332 5 23.29 ATACCTTAATTATCTTGATTCCAGCAGTTTGAATGGTCATGAAGCTTTATTACGTTT[A/G]CAATTGTTATCAAGTTTTAAAAAAGACAACAATTATATACATGGCACCAATTAATCC A G 0.30 0.28 0.24 0.29 0.34 0.36 0.28 0.31 0.11 0.24 0.23 0.002 0.000 0.001 0.006 0.0005
rs1354168 5 24.09CAGGTTAAATGTTGCTAATGACAAGTACTCACATAAAATTTTGGAAGTAAAAGG[A/G]AATTAAATCCTACTTGTCTGATGTCTACTGTGGGCATGTATGTGTGCTATTCAATAAGA A G 0.07 0.46 0.48 0.48 0.46 0.32 0.19 0.34 0.39 0.53 0.55 0.105 0.064 0.020 0.013 0.0017 1
rs1857844 5 24.57ACTCTGGAAATTTGTTCTCAAACATTTTATTTTTAGTTTGACTTCTTTGTGATT[A/G]TTTGATTTGTATTCTTAGGCACATGCTTAGAATCTGAAAATATGTCTGCTTTAAACTTGCCA A G 0.55 0.46 0.50 0.54 0.54 0.60 0.21 0.54 0.29 0.55 0.55 0.003 0.043 0.006 0.008 0.0019
rs1910966 5 24.58AAAATAGATTAGGAATAGGTAAAGAACCTTTAGCTCCTGACCATAGAAACACAT[A/G]CATTTATTCTTCTTTCTTGTACAAATTTGGTAGATTACATGTCTGCTCGCATACTAAAGA A G 0.43 0.46 0.50 0.54 0.52 0.60 0.21 0.54 0.29 0.55 0.56 0.001 0.047 0.005 0.006 0.0023
rs1428242 5 25.61ACCACAAGTAGATTTATCTCTCAAATGTTTCATCCCTCCTATTACACTAATTTAC[A/C]ACATCTGAAGGATAAATCCAGATTCACAATTTATTAATGTGTAGTGAATAAATAAATTAT A C 0.76 0.65 0.67 0.74 0.59 0.82 0.89 0.64 0.75 0.70 0.70 0.000 0.028 0.001 0.010 0.0001 1
rs1428589 5 27.96TTTTGCATATTTTGACCAACCTCTCCTCTAACTTTTCACCCCGTATCCCCAAACTCA[A/G]GCTCCTGGTAATCACCATTCTACTCTCTGCTTCTATGGGTTCAACATTTTAAAATTAT A G 0.31 0.45 0.45 0.50 0.43 0.14 0.21 0.47 0.36 0.48 0.41 0.017 0.059 0.004 0.090 0.0002 1
rs1862559 5 28.78GAAGTACAAATACAGCAGTACTTTCTTTTTATCAAAAATAAAGATATGTGTTCCATAGCTAACAATACTTGTGTGTTCTCCACCAACTA[A/G]ATTTTTATTATGGGATCTTTTAGGGA A G 0.45 0.49 0.33 0.49 0.45 0.15 0.33 0.41 0.39 0.48 0.36 0.012 0.000 0.002 0.014 0.0005 1
rs1423287 5 28.81 ACAGCAATGTCACTTAAATGTTATGAAAATAAATTGAGATACATTCAAAATAGAAGATATTCATTATTTTACATTGTTTTGTAAGGCAATAAACAT[A/G]ATATATGGGATAATAATTG A G 0.45 0.49 0.33 0.49 0.45 0.18 0.33 0.41 0.39 0.48 0.37 0.012 0.000 0.002 0.008 0.0008
rs2034586 5 30.09CCATTGCTCATCATAGATCTGTGTTTTATTGCACAGATGAATAACTTACCCTTTAA[A/G]AAGAACATTTAAGTAAAACTTTTAAAGATATTTTTCTCACATTTTAGGTTGCTGTTTCT A G 0.40 0.40 0.38 0.34 0.32 0.55 0.83 0.66 0.29 0.39 0.31 0.006 0.135 0.048 0.025 0.0045 1 1
rs1021711 5 31.03ATTGCCTTGTCGTTGGGCTTTGGAGGCTATTTCTGTGGATGCTATATGCCAGAC[A/C]ATTATGGATGGTGCTCTGATTAAGCCAATATTAGACATAAAAATTTGGTCTGTAATTTAA A C 0.45 0.46 0.43 0.48 0.54 0.45 0.67 0.35 0.39 0.42 0.43 0.001 0.015 0.018 0.000 0.0000 1
rs2017469 5 31.36 CAAAAGAATGCTTCAAATAAAATGATTACACACAATGAAAACTAATGTAGATGGTCAA[A/T]ACAATGTGCAGGCTGAAGAACATAAGTGAAAAATGATCTTTTTTTAATTTTTTTAT A T 0.48 0.61 0.56 0.60 0.59 0.45 0.43 0.46 0.54 0.51 0.45 0.001 0.005 0.003 0.003 0.0017
rs573010 5 31.49CTCTTTCTGAACAGACACTTGGGGTCAACTCTGCATCAGCAAAAAGATCATATTCAAGG[A/C]AAGAGGCTCTCAACACAAGCAGCAAAGGCCAAATGTCAAAGGACAAGAGAGA A C 0.14 0.26 0.29 0.29 0.34 0.14 0.34 0.24 0.39 0.29 0.32 0.020 0.009 0.003 0.013 0.0007
rs1966983 5 31.79GTTGTATTAGGTCACTGCGTCCTATCTTAGTGAATGTTCAGTGATCATCTTGT[A/C]ATTTTGTGGTAAGGTGTTTCCTAACTCATGTAAATGATTTTTTTTTTTTTTTTTGCTAATAT A C 0.21 0.26 0.31 0.21 0.25 0.55 0.46 0.42 0.25 0.26 0.22 0.007 0.012 0.004 0.031 0.0082 1 1 1
rs2012709 5 32.61CAAAGCAAAAGGTGAAAAAGAAATAAGGATTAAAAGTATCTGCTATGGTTTAGATAT[A/G]GCTTATTTCTTCCCCCCAAAAGTTACGTTGAATTTGATCCCCAATATGGTGGTGTC A G 0.12 0.48 0.48 0.45 0.59 0.05 0.43 0.33 0.46 0.45 0.44 0.050 0.000 0.002 0.107 0.0000 1
rs700917 5 32.67AGCCATGGCATCTCTCAGCAAGGGTTCGCACTCAGCCTGGCCTTTGGCAGGAGC[A/G]GACTTGAAAGATTTTTTCTAGGCTTAAAATCCCATAATTCTGTTTCCACAGAACACAA A G 0.43 0.45 0.40 0.50 0.36 0.50 0.66 0.47 0.32 0.47 0.47 0.000 0.042 0.012 0.010 0.0019
rs1173756 5 32.84CTACTTTCTGAATCCATCACTATCTGCATGAGATCTATGCAATGGCCTTCATCTC[A/G]TTGTTGACTGCATGTCTTACACACACACACCCAAAATCAGCCATAACTAAAAGGAAAG A G 0.36 0.54 0.42 0.41 0.50 0.27 0.61 0.35 0.58 0.48 0.38 0.000 0.046 0.000 0.002 0.0001
rs961252 5 33.88 CAATCTCTATATGCCTCACTGACCTCATCTTTAATA[A/G]GGGATATAAATTGTAGCAGTTCATAGGATGTGGCTTCAATGAGTTAATACCTGTAGCATGCTTAAAAGAATGTCATA A G 0.19 0.11 0.13 0.05 0.14 0.45 0.31 0.24 0.18 0.12 0.06 0.005 0.029 0.016 0.083 0.0050 1 1
rs889319 5 34.74CACCTCTACTCATTAGTACTGGTTTCCTCTGTTAATCCCAACCTACCCAATC[A/G]TGATGGCTCAGCCCCTAACTCACCTTCTATGAAGTCTTCTCTAAACTCCTGCGATGTTGAA A G 0.52 0.45 0.46 0.46 0.54 0.36 0.24 0.38 0.39 0.55 0.47 0.005 0.009 0.003 0.000 0.0005 1
rs32745 5 35.40CTCTTCTGGGCTTAGTCACCAAGACATTTGGTTGAATGTCTGTATATTCAAAT[A/C]AGCTTTAACTCTTACTTTCCTCTAACCACCTATAATGGAATTTCTTCCTTTTCCCTTTCCCT A C 0.88 0.58 0.54 0.55 0.55 0.55 0.69 0.76 0.50 0.58 0.53 0.054 0.009 0.015 0.001 0.0003 1

rs1549627 5 36.72GGGGTTTCTCTTCTAACTCAAGAGATGGTCTTTTTCCCATCATCTATTCAGTTTCT[A/G]CATAGATGCCCCAGTCAGGAGATGCTGGCCACATGAAACAAGTAAACTCATCCCTCT A G 0.62 0.36 0.49 0.45 0.43 0.64 0.25 0.47 0.39 0.48 0.49 0.002 0.037 0.004 0.006 0.0002 1
rs301859 5 37.09GGCAACATTAGAGTAGTCTGGTTTAATGAAAATTCTGAAAACAGTGCTGCTCAAA[A/G]CGTGGTCCTCAGACTGGCTGCTAATCCATCAACTTTTTGTTACTGGTGTGTAACCAG A G 0.29 0.62 0.54 0.52 0.52 0.36 0.22 0.45 0.50 0.51 0.55 0.024 0.046 0.001 0.010 0.0001
rs1829293 5 37.55TGGTATTGAGTGGAACCCCCCTACCCCATTCAAAAAGCAGCAATATCTAGTTTCC[A/G]TATACCTATTAATGAGTGCTTTTCTGTTAAAAATCAGAATATGGAAAAAAAGTCAATTT A G 0.21 0.74 0.67 0.66 0.68 0.41 0.72 0.77 0.58 0.66 0.67 0.092 0.003 0.014 0.024 0.0001 1
rs1554278 5 37.63TATGAAGCATCTTTGCCATAACTCTGAGCAGAATAGTGCTTAGCATCTACACCC[A/G]AGGGTGTTATCTTAGAACACGGTACTATATTTTTTGTGAACTTCATGATAGGCTAAATT A G 0.88 0.37 0.42 0.39 0.48 0.68 0.46 0.48 0.50 0.48 0.41 0.120 0.001 0.003 0.034 0.0000
rs682825 5 37.63GATTTCCTTTGAGAGACTAAACTGGTCTAGGGCAGATCTTATTTTTAGAAGTCC[A/C]GAGAGTTAAGTTTTTCCCCTGTGTAGCCAATACATCCATGAATTAGGAAAGTAACTTTAT A C 0.81 0.74 0.67 0.67 0.66 0.41 0.76 0.78 0.61 0.66 0.67 0.020 0.007 0.017 0.026 0.0002
rs1517788 5 37.67AAAAAATTTGAGATTAACTTCAGACAACGTAACATTAATCATTTAAAGCATACAGTC[A/G]TTGATATTTAGTGTATTCACAGTGTTGCAACCACCAATTCTCTAGTTTCAAAAGTGT A G 0.12 0.63 0.57 0.60 0.52 0.32 0.54 0.51 0.50 0.52 0.59 0.120 0.001 0.003 0.034 0.0000
rs1012760 5 38.62 TTGGCCAATGTAACATGGCTGTGGGTAAGGTGTGTTTCTTCTATCAGACACTCGAAGAGCCAGGTGTAGTTC[A/G]TCTATTCTTTGTATCCTTTGCTACAAGACCAGCTATGTCC A G 0.40 0.61 0.51 0.59 0.57 0.45 0.89 0.60 0.50 0.46 0.51 0.009 0.069 0.002 0.002 0.0010 1
rs476569 5 39.39GATAAAGTACAAATGAACTGTGTTTATGAAGACTTCTTGGAAACAGATATACACCATGGTCATTATAAACTGGGATGTTCT[A/G]TTATCTTAGTTATGACCCAGAGCTAACAGAAA A G 0.76 0.47 0.49 0.45 0.50 0.30 0.75 0.51 0.43 0.57 0.60 0.040 0.025 0.004 0.026 0.0055 1
rs1025048 5 39.48CTCATTGCTTAATTCAGCCTCCAGAGCAATAGTTCTCAAATTGTAGTATTTA[C/G]GACAGTCATCCCGGAAGTTGGCTACTAGAGTAAATTCCTGGGCTCAGCCTCAGAGACTTC C G 0.60 0.67 0.69 0.73 0.77 0.86 0.84 0.70 0.68 0.74 0.76 0.007 0.012 0.003 0.025 0.0057 1
rs495237 5 40.00TGCCTCAGATTCCTTATCTGTAAAATGAGATATCTGTAAAATGAGATAGGGAA[A/C]GAGTCACCTACATTTTTAGGAAGATTTTACTTGGTAACCTGTATCAGGTCTATATATGTTA A C 0.31 0.23 0.25 0.26 0.23 0.32 0.19 0.42 0.18 0.25 0.27 0.003 0.002 0.016 0.002 0.0006 1
rs1820603 5 40.19TCTCTATAAGCATATATGATCAAATGTATAAAGAGAG[A/C]CCAAGAACTCAAAAATATGGGAAAACAATTAGAGAACTGGAAAAAAAGATAAGCAAGCATGAAGTTGGACCATTG A C 0.71 0.70 0.73 0.78 0.79 0.80 0.94 0.67 0.82 0.73 0.72 0.001 0.045 0.000 0.008 0.0001
rs1553578 5 40.71 CACTTTCATATTCTCTTGGCACCAAGTTTGCCTTCCAAAGCAAACTTTGACTAAAGATCTTCAGGGCTCATCCTTAGTTGCATA[A/G]GCAAAGAAGTTCTCATACATACAACCATC A G 0.10 0.43 0.48 0.59 0.45 0.05 0.81 0.34 0.36 0.38 0.50 0.109 0.066 0.010 0.118 0.0003 1
rs249414 5 40.78ATTTACTTTTTACTTCCAGTCCTATTTTCTGCCCAACTCAACCAGAGGAAGTTATC[A/G]CCCCATAGAAGGCATTTGTGGTCATCACTGTGACTTGGAGGAACTAGTGGCAGAGG A G 0.45 0.36 0.31 0.29 0.25 0.36 0.05 0.36 0.46 0.39 0.29 0.007 0.087 0.001 0.001 0.0011
rs954986 5 42.25 GACAGATAGGACATCAAAGTAGAGACTCTGGACTATCACGTAATAACTTCTTAAAATCATGAAGTCATGA[A/C]GGAAGGTGAAGATTTTGTCATCATTCATTTTGTAAAAATTACG A C 0.62 0.32 0.35 0.26 0.34 0.18 0.43 0.21 0.43 0.40 0.35 0.059 0.007 0.002 0.006 0.0000 1
rs10522 5 43.06CAAAAATATCAGTCTTTGTTAATTCTTTATTATTTATTGTTTCGGATGACACA[C/G]CAGGAAGGGAAATAGGAAAGGCTCTACATCATTTGTCGTATGTGCTCCACAATTTGCCCTC C G 0.71 0.61 0.67 0.75 0.63 0.36 0.21 0.61 0.71 0.67 0.80 0.003 0.077 0.000 0.031 0.0163 1 1 1
rs903391 5 43.21AGTTTCTTCAAAAAAGCCTGGTAGGATCTTCTTATAGATTTTTTAAACCCCTAC[A/G]TTATGTATTTCAGGAACAAAGAAAACTCAGCTCCCTTAGAGGAAAATACCACAGGAAAAA A G 0.74 0.71 0.74 0.78 0.79 0.36 0.39 0.64 0.79 0.71 0.78 0.000 0.035 0.003 0.049 0.0007
rs726941 5 44.28GGCAAAAGAGGATAAAATAAAGAAACTTTCAGAGGGATCACCTAAAAACCACAGAGA[A/G]CAATGTAATAGGAAACTCCCTTCAAGAGGCAGAATCTGGGCCTAATTATGAAATG A G 0.83 0.73 0.77 0.72 0.66 0.50 0.68 0.71 0.71 0.80 0.75 0.002 0.014 0.009 0.051 0.0002 1
rs1061310 5 44.87 TGGAAGTGGACTAAGGTGACCTTAGGTTTCTAATGCCCCTAGGAACCTGAAAGATA[C/G]AAACCTGGAGGAAGAATATTTTCCTAGGCCTCAAATTATTTGGGTACTTT C G 0.60 0.35 0.36 0.30 0.45 0.59 0.66 0.61 0.46 0.41 0.37 0.012 0.029 0.034 0.014 0.0000 1
rs1564684 5 45.48TAGTTAGCCTTGGAATTCTTTATTCCAACAAAAAGTGCAGAACAATATGTCAA[A/G]TAAATAACTGACTATGTGAATAGAAGCCTAGATGATCTGGCCCAAAGTACGGGTGTGGTC A G 0.69 0.77 0.70 0.80 0.68 0.45 0.46 0.72 0.71 0.77 0.70 0.005 0.010 0.004 0.011 0.0003 1
rs1384732 5 45.60AGAGAGGATGTAGCCAATCTAGGGGAC[A/G]GTAAATGATTTTTGAGAAAGATGAATGGGGCCTCAGAAGAATATGTGACAGCCTGTGACAACATCTGTCTGGATGGACGTCCAC A G 0.67 0.36 0.44 0.39 0.43 0.50 0.57 0.48 0.38 0.40 0.43 0.007 0.001 0.000 0.000 0.0005
rs1033109 5 49.64CATTAAAAGTGTTTGTCTACATCTCATCTCCACAAGCAAATAGTATTATCCAGT[A/G]CAAGAAGTGAGACAATTGTGTCTCATTCCTTCTTATGCTTGTCAGTGATTCACACAAATG A G 0.31 0.31 0.36 0.29 0.36 0.55 0.35 0.31 0.29 0.27 0.38 0.014 0.007 0.011 0.003 0.0002 1
rs27863 5 50.18AGCGGGGAGCAGCTTCACACTCTAAGAATTCATCACAAGCCCCTGGAGAATTTGAC[A/G]TATCCTTATGCATCTAACTTCTCTGCCTGAAGTAAATTTCAGCATCAACCCTTACT A G 0.90 0.72 0.78 0.74 0.84 0.45 0.52 0.52 0.79 0.85 0.81 0.017 0.035 0.052 0.055 0.0005 1

rs1424903 5 51.65GGATAGTAACTAGCTTTAAGCTAATTAGCAAAAAGAACTCCAGAAAGGTAATGACA[A/G]AATCTACTATTAGTGAATCTATGACTCTGGGAGAAAATTTAATATTAAAATAAGGCCG A G 0.38 0.51 0.53 0.55 0.59 0.23 0.51 0.31 0.50 0.61 0.55 0.018 0.004 0.046 0.074 0.0000 1
rs895329 5 54.05GTTAATATGGTAGGTTGGTACATGAGTGTCTATTAATAATTTTGGTACTTGGCTGT[A/G]TATTTGAAATGTCATCATTTAACATTTAAAACTTTAATAAAAAAACCAGACAGTATCAC A G 0.48 0.53 0.52 0.58 0.46 0.86 0.29 0.53 0.25 0.50 0.55 0.000 0.033 0.000 0.071 0.0007 1
rs952382 5 54.24TCTTCAGCTGGAGGAAGGCCCCGTTGCCAACAGCAGTAATTCTCTCTTTAGTACAA[A/C]TTTTATTGGCTTTTCTCCCTTCACTGTCTGACTTCCTCCTCTTCCCCTACCTCTTCC A C 0.02 0.24 0.15 0.16 0.16 0.45 0.25 0.33 0.29 0.23 0.18 0.022 0.013 0.046 0.069 0.0004
rs1020388 5 55.58 CAAATATATGTTGAATGAATGAGAAGAACGCACCAATACATTTTTGTTGGTAGGATT[A/C]GAAAAACATGTATATGTAAAGGACCTACTGTAGTACATGGCACAGTCAAAAAATAA A C 0.86 0.50 0.54 0.48 0.57 1.00 0.68 0.74 0.43 0.53 0.52 0.084 0.016 0.031 0.230 0.0001 1
rs1990977 5 55.62GAAATGTACTCATGGAAGAAAGCCTACTTATCGTCCTGCAAATTGGTAATTTTTCC[A/G]TGGTGACTTCTCTCCTTGAATCCTGGAGTTCCCACCTGGAATGTTCCTGGCTGCCTC A G 0.19 0.14 0.13 0.13 0.13 0.09 0.57 0.19 0.18 0.13 0.14 0.008 0.170 0.025 0.000 0.0018
rs158488 5 55.64 AAATATACTTCTTTGGTATATTTTGATATGACTATTCACAGGAACTGCAAACCACA[A/G]GAAAAGCTTTGAAAAGCTGTCTTTTGGGGAGGCGGGGAGATTTGCATCTGTAGAGG A G 0.24 0.16 0.21 0.18 0.21 0.59 0.67 0.41 0.25 0.17 0.17 0.002 0.116 0.032 0.095 0.0003
rs831818 5 56.37AATAAAAAAACCACCACAGATGCTGCTGCCTATCAATTTTAACGCCT[C/G]GAAATTCTTACCACATGTGAACTACATTTCAGAGACATTCATTTGTTCGCGTATTCTATAATCATTT C G 0.43 0.42 0.41 0.46 0.55 0.86 0.55 0.48 0.35 0.34 0.35 0.000 0.006 0.001 0.111 0.0023 1
rs831791 5 56.37GCCAATTTCCATGTGTAAATACTACCACCATGGTGGACCTCAGCTATCAACATC[A/G]CTGAACCACAAGTTGGGAAGAGATGCACACAACCCTGAGTTGGCATCAGCTGGATCC A G 0.45 0.58 0.58 0.54 0.45 0.14 0.45 0.50 0.67 0.66 0.64 0.006 0.006 0.001 0.111 0.0019
rs1020661 5 57.20TCTAAGCTGTTTCCCACATATTTGGGCAAGGAGATCAGTGGCATGTAAAAGC[A/G]TACATTCTGCGGGTGACATGTAAATGAGTTTGGGCTTTTAGGGTGCTGACTGAGACTAC A G 0.48 0.32 0.35 0.33 0.29 0.27 0.55 0.23 0.21 0.40 0.37 0.008 0.006 0.023 0.011 0.0000 1
rs40207 5 57.59AAAACATAAACCAATGAAACTCAACACATTGAAACAGGATAAATAAAAAGAAATTTTC[A/G]TTTTCTACTGAAACTGCAGAATACCACAGACCAAGAGAACTTCTAGGAAGCAGAG A G 0.43 0.41 0.32 0.37 0.25 0.27 0.36 0.41 0.43 0.22 0.25 0.004 0.001 0.008 0.002 0.0033
rs245464 5 57.66GAAATGCTTCAAGGAGCTTTTCAATAAAATCCAGTGTACTCACCAGAACCTGC[A/G]TCATCTGGCCTTGTTTTCCCTTCATTTTATCCTACTCTTCCTCTGACCTCTGGATTCAGTG A G 0.69 0.56 0.53 0.52 0.45 0.59 0.82 0.47 0.61 0.43 0.49 0.012 0.041 0.005 0.001 0.0005
rs158958 5 57.97ATTCTTCTTCCCATTCACTCCCACCCCAAGCCATGCAGAAACAACATGAGAGGA[C/G]GACGTAAATAGACTTGCAAAGATGTCTCATCCTGTTGCCTGGAGTTGGAGGGATATA C G 0.60 0.47 0.46 0.45 0.43 0.41 0.60 0.36 0.39 0.36 0.39 0.026 0.035 0.003 0.004 0.0016 1
rs1158196 5 58.00AAGGTTATACTTAATCTGCAGGAAATAATTTTAAAAGAAAAGCAGGTGACATGATTA[A/G]ATATGTAATTTATGAAGATGCCTGTGGGTGAAATGTGAATTAGAGGGAAACAAGAC A G 0.12 0.17 0.20 0.18 0.30 0.32 0.23 0.31 0.29 0.18 0.24 0.009 0.000 0.001 0.003 0.0040 1
rs40215 5 58.86TAATACAAACTCTTTTTTCTTCTGTTGAAGCTGACTTTTATCCAATTTTTAGTTTCC[A/G]GTTATCTATGGTTTTGGGAAACAGAGCTAATTTGGATTCATGAATTCTGTAAACAAGT A G 0.52 0.23 0.31 0.23 0.25 0.23 0.31 0.17 0.11 0.28 0.31 0.015 0.000 0.011 0.009 0.0001 1
rs34638 5 60.37ACAAAACCCCCTTGCTACTTAATTGGTACCAGCAACAAAAGTGACTTCATATTGACA[A/G]ACTGACTTGGGATATCTTACATGTTCCTCTGCTTCAATGCAAAATTCCCACAGGTA A G 0.64 0.66 0.67 0.63 0.63 1.00 0.89 0.66 0.79 0.65 0.63 0.000 0.049 0.000 0.152 0.0001 1
rs34609 5 60.50TCTTTTATGAATTTAAAAGATATTAAAACCAAAGAATTGGAAAAATATCTAAGAAAA[A/G]TTACTAATTTCCATGGTGGGGTATAGAGTTGGTGTGTGTAGGAAGTTATACAGGCAG A G 0.33 0.52 0.58 0.56 0.48 1.00 0.85 0.54 0.71 0.55 0.54 0.031 0.055 0.001 0.189 0.0001

rs1501841 5 60.96GTCTGCATAAATGTTGTTTCTAATCACCTTCATTATTCCGAGAGTTGACATACT[A/G]TCAACCTTTGCTCTGGAGTTTCTGAAATAGTCCAATCTTAGAGGGGAAGTACACCCAAA A G 0.24 0.45 0.53 0.49 0.50 0.41 0.29 0.39 0.57 0.48 0.56 0.040 0.032 0.011 0.010 0.0008 1
rs1374065 5 61.08TAAGTAAACTCAATATTCATCCTATGGCTTAGGAAGTTGACACTGACAAGGA[C/G]GGAGACATTTTGATTGGTACATCTGCAGTCTGCCTGCACCAAAGAAAGGTCAAAATGTTC C G 0.33 0.57 0.63 0.65 0.59 0.86 0.71 0.54 0.64 0.56 0.59 0.045 0.003 0.000 0.042 0.0006
rs2032876 5 61.32AATATATACATAGGCAAAATTCCGGCAACACTAATGCTTGATTTATTCTAAATTGGTAGATAATTATTTTGGGAAA[A/G]TGGGAGAGAGGCAAGGTGGTGACCGGAGAGAGAGCG A G 0.88 0.62 0.62 0.63 0.88 0.59 0.77 0.78 0.68 0.66 0.74 0.027 0.003 0.006 0.007 0.0065
rs959899 5 61.67AGAAGGACATCTCTATAGGGAGCATATCTCATATACCAAATTATGGAAAATAAGC[A/G]TTAATGTGGATAATTTCTTGATTTTCTTCTTAAAATATGGGGAATGAGCACCCACAAG A G 0.30 0.52 0.57 0.55 0.64 0.35 0.65 0.61 0.65 0.61 0.71 0.032 0.004 0.000 0.026 0.0181 1 1 1
rs784916 5 61.75GTCAGGAGACTCCTGTATTTGTATACATGATCTCAGGCTTATGTTCTAGTCCT[A/G]TTTTTCAGAGTACTTATAGGACATTTCTACTTGGATTGACATCTGCAGCTTGACTTTTCTT A G 0.36 0.43 0.48 0.43 0.52 0.32 0.52 0.50 0.57 0.49 0.58 0.012 0.000 0.001 0.028 0.0076
rs346416 5 62.56 TCAGCTCCTGCATATCACCTGGGAAATGGCTCAAGCACAGTAACACACTTTTTAAA[A/C]ATTATGCCCCCTTTGTATTCATTATATTCATGCAGGCTCTGAGCATACAAATTGATA A C 0.76 0.39 0.46 0.48 0.45 0.18 0.07 0.47 0.43 0.45 0.52 0.055 0.111 0.001 0.058 0.0024 1
rs358524 5 63.24GGATCAAACAATTAAGACCTTAAAAGTCTGCCTGTTGGAAATTTTAATTCCAATT[A/G]AGAAAGTCTAAAGTTTCCAAGTACCTTACCTTCTGGTGATTCAAAATACTCAATTAAGA A G 0.14 0.51 0.53 0.55 0.52 0.25 0.55 0.46 0.57 0.48 0.40 0.069 0.003 0.001 0.025 0.0078 1 1 1
rs1549274 5 63.26GTTCTGCTAATCAGGTTGTGAAACTGAAACATGTCAAGCAATATGGAGTTTTCA[A/T]GTTCTTCCTCTGCAAGTTCTAATTCATGCCTCCTCTTTTAACTGTTGAACAATAAATGAG A T 0.21 0.51 0.52 0.54 0.50 0.23 0.54 0.45 0.57 0.48 0.41 0.040 0.002 0.000 0.034 0.0060
rs1423691 5 63.27AAAGTTTTGAGCAGAGTAAGGAGGAGAGCATCAGAATGAGGAGAGAATCATTAACC[A/G]TTAAAGAGTTGCAACAGGGTGGCCAGGGGTAGGTACAAGGCAAAAAATTCAAAC A G 0.21 0.51 0.52 0.54 0.50 0.23 0.54 0.45 0.57 0.48 0.40 0.037 0.003 0.001 0.031 0.0060
rs2034995 5 64.10TTTATTGTTGCTACTACCCTTGTTCAGCCTTCATTATCTCTAGACTGGACTG[A/G]TGTGGTAGTCTATAGACCAGTTTCCCATCTCCCCTCTCTTCTTTTCCTTCCACTACCAGAG A G 0.40 0.55 0.53 0.50 0.59 0.95 0.66 0.64 0.68 0.47 0.48 0.002 0.023 0.009 0.172 0.0009 1
rs264739 5 64.38 GAAGGGCTGAGAGCTGTCTGATGCTGTTCACATGCACTCTAGCAGACTCCACTT[A/G]TAATCTGGCCCAACCAGCTTGATTGAAAAAGCCAGCCTCTCCACAGGAATTTCACAC A G 0.62 0.46 0.53 0.46 0.45 0.77 0.22 0.45 0.39 0.40 0.52 0.005 0.052 0.001 0.028 0.0000
rs27141 5 64.90CATATGGGGAGGAGAATTTGAAGATGAATTTCATTCAACATTACGACATGACAGGCC[A/G]TACACACTCAGCATGGCTAACGCGGGATCAAATACTAATGGATCCCAGTTTTTCA A G 0.36 0.35 0.35 0.32 0.43 0.32 0.46 0.32 0.25 0.38 0.38 0.000 0.010 0.001 0.000 0.0003 1

rs1301475 5 65.07CCTTATGGATTTATTCTGATATTTGTGGCAGGTATTTCTAATAGCTTTATTTGT[A/G]ACAATGTTTTAGGAGGACTGATACGAGTGTTTAACTGTATAATTTCTTGCTGTATAAAGGA A G 0.90 0.67 0.68 0.78 0.55 0.59 0.38 0.75 0.77 0.67 0.69 0.043 0.058 0.001 0.007 0.0000
rs1896654 5 65.60GTCAGAATGTCTCACCACTGCACCTTCACAGTTTGCATGAATTACTGGTGCC[A/G]CCCAAGGCTAGCTGTCAGGGAGCTCAGTGCGGCAGCAAGGCAGTTTGTCACATCTTTAT A G 0.45 0.68 0.58 0.65 0.61 0.55 0.44 0.56 0.61 0.63 0.65 0.013 0.011 0.001 0.001 0.0019 1
rs33724 5 66.11AAAGGGTTAAATGTGTCTCTGCTTAATGACTTGGGGGCCATATCTGTTTGAAGA[C/G]TGAGTTTTGGTCTCTGTAGGTCTTTAGAGTTTAGAGTCTATTTTTTTCTATTGAGAGTC C G 0.79 0.89 0.85 0.83 0.89 0.64 0.83 0.71 0.89 0.84 0.83 0.005 0.000 0.016 0.031 0.0000 1

rs2545387 5 66.40ATTAATTTACAATCCACCTGATTGTGGACCTACTTAATCCTTTTTTCCCTGGCGGT[A/C]AAATGGAGGTTAAAAATACTCTCGTGCCTTTCCCAGAAGTTGTGGAAGTTTATGTATT A C 0.64 0.74 0.75 0.66 0.79 0.91 0.98 0.73 0.71 0.69 0.82 0.012 0.080 0.003 0.015 0.0025
rs32015 5 66.71CATCTTTGTGTTTTATAAACAATGTCACCTCATGGCTGACAGTTTTGTGACAGA[A/G]TGAACTAATGTGAGTTGACATTGAAGATTTTGATGCTGCTTTTTGGAAATCCCAACAGAC A G 0.17 0.35 0.40 0.46 0.45 0.32 0.51 0.50 0.39 0.38 0.36 0.027 0.004 0.004 0.004 0.0002 1
rs164561 5 68.36AGTACAGAGGACATTTTAGAAAACCAAGTAAAACAACAGGAGTCAATCAGATAT[A/G]TAACTGAGCAAGGCTGCTAGGATGTGTACTTACACAAGGTGCAAAGATGAAATTACTA A G 0.43 0.51 0.48 0.39 0.54 0.64 0.71 0.43 0.43 0.49 0.52 0.000 0.046 0.001 0.028 0.0021 1
rs1168402 5 68.72 TACCTTTTCTCCTATTTCTGGTCCCAAATGGAAAACTCCTGTGATGTGAGCTT[A/T]TTCCCCCTCTTTACCCTCCAAGATTCATTAAGGCCTTTGTAGTGTTAATGTTTTTTTCTGT A T 0.48 0.47 0.46 0.41 0.46 0.32 0.63 0.54 0.46 0.46 0.48 0.001 0.026 0.009 0.004 0.0007
rs1961760 5 70.89GTCTCTTTTTCCAGTTTCTTTCAAATCAATCTCCTTTTCCCTTATAGCACTGA[A/T]CTCTGCTAGCACCTTTTCCCTTTGGGAAATTTCTTCTCTAATTTCTTTCAAATCTGTCTCCA A T 0.62 0.46 0.46 0.45 0.61 0.45 0.92 0.53 0.50 0.51 0.57 0.013 0.138 0.003 0.000 0.0046 1 1
rs1200485 5 72.47 AATTTTAAAACAAATTCTAAAAAAACTATAGTGCTAAATTGGTAACTGGTATTTT[A/G]ACTCTCAATTTAGCATTTTCCTTGATACTTTATCATTGAAAATTTATGCATTTATTTACTG A G 0.64 0.41 0.46 0.43 0.43 0.68 0.28 0.55 0.43 0.46 0.44 0.010 0.024 0.006 0.015 0.0005 1
rs283596 5 73.33 AATAAATTTAACTTGGCTCTGTCTCCAGGCAATCCAGGGTTAAACTGTCTCCT[A/G]GGGCACACAATTTCAGTCCCTAGGGAAAGTATGAAAAACCTTCTCTTCTTGTTCAGAAG A G 0.75 0.59 0.53 0.49 0.57 0.73 0.56 0.51 0.58 0.59 0.60 0.018 0.001 0.000 0.009 0.0010 1
rs255592 5 73.37CCCTCAGAGGAGTTCCTAGGTCCTTTCGGAGTGCAAGCCATGCCTGTCCTAACTA[A/C]CCCTCATCCCTTTACGGGTGGTATAAGCCATGACCTGGGGGTGTTTTTCTAAGCTG A C 0.80 0.78 0.65 0.68 0.66 0.68 0.80 0.64 0.75 0.76 0.76 0.009 0.008 0.002 0.000 0.0043 1
rs586853 5 73.76GCAGGAAAATTTTGTAAATGGAAAATATTGCATAT[A/T]CAGAGTTTGAGGCAATCCAGGACATTTTAAGCCAGAAAGCAGATGGAATAAGAGCAATATAAATTACTGTAACTGTAT A T 0.93 0.88 0.87 0.88 0.75 0.41 0.78 0.84 0.82 0.85 0.85 0.012 0.000 0.000 0.089 0.0001
rs39656 5 75.13GCTGGAGGAAAATTGCTCATGATGAAGGAGACAAAGCTTTTCTCAAAGGTGCATG[A/G]TCCAGCATTCTCAGAGGCATGGGTGGTGTTTCTATGCTTTTCTTATATGATAAAATAA A G 0.45 0.43 0.42 0.39 0.54 0.68 0.36 0.50 0.50 0.46 0.35 0.001 0.001 0.012 0.052 0.0011 1
rs905164 5 75.96GTTTGTTTATTGTAAGATTTATATTAATATTACATTGTACAATGGAGAAATTAAAA[A/G]TGTAATTGGAAATAGCTATCTAACTTCTTTATCATCAAAGGGGAAAATTAACAGTTTAGT A G 0.17 0.46 0.62 0.54 0.41 0.09 0.10 0.22 0.25 0.43 0.46 0.104 0.155 0.076 0.162 0.0151 1 1 1
rs1047530 5 76.00AAGAGTGAATGATAGTAGTGAATATAAATGGGGCTGAGGAAACTTTAAGCATAAAAG[A/G]TTCCTGAGATGACTTTACAAGTCTGTACGAATCTGCCTTGACTGTATATTTCATAC A G 0.83 0.59 0.41 0.50 0.61 0.50 0.86 0.70 0.82 0.58 0.58 0.087 0.127 0.039 0.003 0.0132
rs463973 5 76.03TGTAAAAATTATTCTTAATGGTGATAATCAGGTAAAGCTATGTTGATGAAGC[A/G]TTGTTTAACTTTATGTGGGGATATATGAAATGATGGTCAGTTGCAGCACCAGTGTTTTCAG A G 0.57 0.43 0.41 0.35 0.54 0.91 0.85 0.51 0.36 0.47 0.36 0.013 0.136 0.013 0.162 0.0007
rs1531615 5 76.70TAGAAGTCAAAAAAGGTGAAACATTTCTTGTCTCTCACCTGT[A/C]TGGCTGAATTATGGGTTTCTAAACAAGAATCTCAGCAATTTATATTTCCTTGACACCATTATGCCTCAATCT A C 0.60 0.48 0.45 0.44 0.45 0.59 0.60 0.63 0.39 0.49 0.42 0.009 0.013 0.017 0.010 0.0002 1
rs456187 5 77.14GTTGAGTCCTCCCCACAATCAGCACACTTGGACCCACTACACGAAATCCTAGGCC[A/G]CGGTCTGGTTCCTCCTTTTAAAAAAATGTGACAAACAAATCATCTAATAATGAGGAA A G 0.57 0.60 0.60 0.59 0.54 0.64 0.74 0.57 0.57 0.58 0.66 0.002 0.001 0.008 0.001 0.0015
rs1050674 5 77.87TGTTAAAGCTGTCTGAGTCTAAAGCACCGTATCTTGGTGCAGAACAGATAATTATA[C/G]AGAGATGGAATGGGACAACCGCAGTTTTACTACATTCTGGTGTTTGGCCTATATGA C G 0.76 0.53 0.46 0.50 0.57 0.95 0.99 0.65 0.36 0.49 0.45 0.055 0.202 0.019 0.155 0.0000 1
rs337887 5 78.31CGATTATAAAAATTCAGGCCCATTCTTCAATCCATGGGTATATATTTGACACCTTGG[A/G]AACTTGCATTAATACTTTTTCGGTAAAATAAAAACCTCAACTCACCTTCATTTATTGA A G 0.79 0.56 0.52 0.59 0.64 0.59 0.41 0.61 0.50 0.53 0.55 0.034 0.008 0.001 0.003 0.0007
rs163125 5 78.37GTAGAAGACCTTGAAGGACTGAGAATTTCCGCTGTGGTTTTGTGTCTTTCTCCCCC[A/G]TAATCCTTCCTATTCTCCTTGATAAAAATTAAGAAGAAATAATTGATGGGTGCTAAT A G 0.71 0.80 0.85 0.89 0.80 0.68 0.96 0.70 0.93 0.78 0.81 0.014 0.026 0.004 0.014 0.0028
rs673834 5 78.45GATCAACTTCACTGTGTAGTAGGAGGTGATCAGAAAAACCCAGTCTGTCTAAAATA[A/C]CTTCCCCTTTTCCTAGATTTGCCAGCAGAACTGCTCTTTTGGATTTTAGACCTAATT A C 0.47 0.24 0.23 0.15 0.18 0.18 0.36 0.21 0.36 0.17 0.23 0.020 0.038 0.037 0.017 0.0002
rs736201 5 78.92GCAATGTATTACTTTACTTTCATTCTTATAAAAAGCAGTGCTTAAGTGGTGAAAT[A/T]TAAGCTGTTACATAAATGTATTTGTTTCTATGTGTATAATTGAGCTGCAGCGCTGTGCTG A T 0.20 0.64 0.62 0.67 0.50 0.45 0.08 0.69 0.46 0.63 0.58 0.095 0.172 0.007 0.015 0.0000 1
rs265002 5 79.24ACTGAGGCTGTGTTTATTTTTTAAGGCTTATTTTTTTCTCTATGCTTTAGTCTG[A/G]ATAGTTTCAATTGTTATGCCTAAAGTTCACTGTTCTTGTTTTCTGTAATGTCTAGTCCTCC A G 0.48 0.55 0.60 0.51 0.57 0.09 0.80 0.43 0.54 0.57 0.60 0.012 0.013 0.019 0.162 0.0000
rs34999 5 80.36TGGAATTGTAGAGGTAGAATATTTCCAATCAAGAGTGTCCTGGAAAACTTGGAACCC[A/G]TGCTGTGGTATCAATTAGGCAATGAAAAGCCAAATCATATTAACAAGAACAACAA A G 0.67 0.68 0.67 0.68 0.68 0.83 0.57 0.71 0.50 0.69 0.69 0.002 0.003 0.001 0.022 0.0016 1

rs1020720 5 80.56GGGAACTGAGACGCCCACATAAACCTGGAACTCTCAAAGGACCACCCCTCCATAA[A/T]AGAACGTAACAGGGAAAAAATTTATCCTACCTGCAAAAGGAGACTACTAAGAAACTT A T 0.76 0.36 0.37 0.29 0.55 0.09 0.55 0.49 0.32 0.42 0.45 0.116 0.043 0.020 0.029 0.0028
rs7702047 5 80.94AAGTCATGTTAGTTAGGAAAAGGATAGTTCATCTTGAGGCATTGATGACACAACTTT[A/G]GTTTAGACATGCAAAATTTTACATTTTGCCAACATTCATCTATTAATGTTCATATTTA A G 0.07 0.77 0.73 0.59 0.57 0.91 0.66 0.71 0.68 0.74 0.64 0.226 0.000 0.003 0.051 0.0034 1
rs1566629 5 81.29GGCATCTTTATATAGGGTACACACTGCATAATCATTTGTGGTGGTCCTGGTTTCCAT[A/C]TTCAGTGACATTCCATAGTGAGTTATGAGGCCATCTAAGCAGGACTTACAAAAGAG A C 0.50 0.46 0.52 0.44 0.57 0.55 0.82 0.67 0.42 0.52 0.43 0.001 0.051 0.014 0.001 0.0041 1
rs6891113 5 81.48 TTGAAATTTAAAATTTAAAAACACCTTCCTTTTGCCAGAACCCAAATATTCCTGATA[A/G]AGATCAAAGGTCACAGAATTAAATTAAAATGATCCAGTAGTAAAATAGCAAAGTATT A G 0.80 0.53 0.55 0.44 0.64 0.32 0.16 0.55 0.46 0.55 0.52 0.051 0.067 0.007 0.017 0.0000
rs1501656 5 81.87AAAAGTCCTGCATCTCATCTTCTCACAGCTCTTCTGGGATATCGCCCATCAATTATT[A/C]TTCTTCTAGACTACAGCTTTAATCTCCATTTTTCAGGCTCATTTTTCACTGAGAATTC A C 0.74 0.63 0.63 0.66 0.66 0.41 0.06 0.33 0.54 0.66 0.68 0.012 0.173 0.042 0.016 0.0012 1
rs173686 5 82.90TGCTTTGAAGTTTCATCATTGTTTAGCACATTCCTCTATTTATGCTTAAGTTT[A/G]GAAATCAAGATGGTGGTCCAGAGAAGGCTAAATTAATTCCCACCACTTTCTATCCTATCTTA A G 0.33 0.61 0.64 0.68 0.55 0.09 0.42 0.58 0.61 0.53 0.52 0.042 0.013 0.000 0.149 0.0061 1
rs336965 5 83.05AAATTATCATCATCTGCTTAAACTGTTAAGTTCTATAATTCCTTTTTTAATTATTCAGCATCCAAGGGCAAGGA[A/G]AGAACTGTTCCTCTTATTGCATAAGTCTCAGCTTTCTTAAT A G 0.38 0.43 0.53 0.51 0.52 0.36 0.21 0.50 0.43 0.54 0.66 0.005 0.045 0.005 0.005 0.0094 1 1
rs958643 5 83.39 GGGCCACCTCTCTAAAGACTTGTTGAATATTGAATAAAGTGAGAAAGCAAGCCACACAAT[A/G]TAAGTTTTGGGGAGAAAGGCAAAAGTCAAGACCCTAAAGAAGGAATAAGCTT A G 0.45 0.18 0.16 0.11 0.16 0.23 0.24 0.16 0.18 0.16 0.16 0.066 0.015 0.000 0.015 0.0005
rs1445748 5 83.66CAGCCGAGATTTTTTGGACAGTGATGATGGCCTGTGTAGCATGCTAGGTGCTGGT[A/G]ATAAAGTCAGGAAGAATGGGCCTTTGTCCTTAACAATTTCATGGTCTGGAGGCACA A G 0.48 0.58 0.58 0.51 0.59 0.86 0.75 0.51 0.57 0.55 0.49 0.007 0.004 0.002 0.039 0.0058 1 1
rs893554 5 85.32AAAAAGGTAATGCAGAAGCCCCTGATATTTTTCTCAAACTGAAATTTAGCCGAAA[A/G]AGTATATCAAAAGCAAGACAATATTCTGGAGAGAAAGACAGGGATTAGTGCACTCCTT A G 0.50 0.36 0.47 0.43 0.54 0.50 0.31 0.51 0.46 0.52 0.52 0.002 0.010 0.000 0.000 0.0012 1
rs1006163 5 85.57 ATATGGACATATCTCCCAATGTGAAGCTGAAATGAGGCCACCTTAGAGAAACAACT[A/G]TCACCTGATATTCACCAATAGGCTTTATAAAGTTTGGATATTAGACTGGCTTGCAT A G 0.95 0.78 0.74 0.72 0.77 1.00 1.00 0.73 0.82 0.72 0.75 0.035 0.090 0.006 0.090 0.0000
rs187609 5 86.10AACTCAGAGCTATGAAATTCTTTGACCTCACACCTCTGTAACTTCTCAATCATGTG[A/G]TCACTGTCATATGTGCCTAATGGGAGTTTGTGTGCTGCAGTATTCCTCTCTAGTGGG A G 0.40 0.85 0.83 0.82 0.73 0.73 0.75 0.77 0.82 0.84 0.86 0.138 0.009 0.007 0.017 0.0017 1
rs878196 5 86.88GAAGTCTAGCAGCTTCTGATAAGCCTTAAAAGTGTTTAAAAGAAAAGCAAAGTTG[A/C]ACCTAAACAGATATGATATGCAATACACACAAGATACATAGTGTTATAGAAACATAAT A C 0.02 0.50 0.50 0.60 0.61 0.40 0.59 0.48 0.32 0.40 0.55 0.194 0.000 0.000 0.013 0.0001 1
rs357509 5 87.57AGACAATTTATTTTCTTAAATAAAGTAGTAGCATAGTTTCGTAGGCAGAATGCTA[A/G]TCTAAGAATCAGAAAACATCTCATCCCATTTCTGTCTATAGTTTTTTTTTTTTTTGCATC A G 0.86 0.36 0.33 0.37 0.36 0.18 0.35 0.50 0.36 0.53 0.52 0.159 0.000 0.009 0.018 0.0217 1 1 1
rs895295 5 87.65CGGGCTTTGTGATGAGTTGAAATGTCCTGAATGAGAACTGTTCTCAAATGCTTTCAA[A/G]ACCAACAAAAAGTACGATACCCACACTGACCTGGAACTCTTTAAACCATTAAGATA A G 0.21 0.25 0.23 0.18 0.21 0.23 0.00 0.08 0.29 0.18 0.26 0.000 0.096 0.026 0.000 0.0008
rs616391 5 88.12GAAAGTATTGTTCCATTAGTTTGAATTGTTCTGAATTAAAAATTCTGAATTCATT[A/G]GCAGTTTTACCTTGGGAGTTCACCCAAAACATAAGTAAATAACTAACGGCATTGCTTTA A G 0.26 0.61 0.57 0.61 0.64 0.68 0.18 0.54 0.54 0.47 0.57 0.047 0.062 0.000 0.009 0.0001 1
rs1705565 5 88.13TCTTGCCATTTGTCAGTGGCGGTACACACCAAAATATGAAGCATAGTGTTTTCTGAATT[A/G]CCACTTCAAAATGTGAATTATTGAATGATACATGCTCTGTTGAATCTTGTATGTT A G 0.24 0.61 0.57 0.61 0.64 0.68 0.18 0.54 0.54 0.47 0.57 0.055 0.062 0.000 0.009 0.0001
rs214134 5 88.34AAAAATGACTTAAATTTATTAAAAAGATGTTACTTAGCCAAAATGAAGACCAGAGA[A/G]GAAAACACACCATGAGGCTGGATGTGAATTTAATGACAAAGATGACTCTCATTTTCTT A G 0.88 0.60 0.58 0.54 0.54 0.73 0.95 0.66 0.54 0.59 0.62 0.078 0.131 0.007 0.017 0.0002
rs383242 5 88.81CGTGAGGCCTCTCACCTGAAAGAGAAGCCTGAGTGAAGGTTCTGTGTAAGTG[A/G]GGGAAGTCAGGGGAATGTTTTCACAGCCAGTCTCTTTGAAGTGCCCCTGGGAAAAATT A G 0.10 0.43 0.36 0.41 0.46 0.32 0.28 0.50 0.43 0.42 0.33 0.043 0.000 0.018 0.000 0.0016 1
rs37238 5 89.91CTGCTGGATTACCTGGGCAGCTAATTTCCCACCCAAACACAGCATTTCTCCCAC[A/G]ACTTTATGTTGGCGTGAAATATTCGCTGACGGCATCTTGTCACATCGTTCAAGTGTCA A G 0.55 0.59 0.54 0.56 0.63 0.69 0.12 0.58 0.61 0.51 0.41 0.000 0.137 0.001 0.004 0.0111 1 1 1

rs1976566 5 90.30 TTCAATCACTTCTATTCACACTCTACTGGTTGCAAGGGGTCTAAGAAAAACAGC[A/C]CCTAAGTGGGTAGCCACCCCCTCGCCCTAACTCTATCAGTATTGGAGGATAGACTTTG A C 0.26 0.32 0.34 0.24 0.23 0.00 0.02 0.14 0.21 0.24 0.22 0.002 0.078 0.031 0.115 0.0086
rs1366133 5 91.20AAGCATCTCTGTAGAATCCATAAAATCACCCAATGAGAGAGAAAACAGCAATGACTAA[A/G]CAGCCATTCAGAGGGTACCACAGTATAATCCTCCACCCATATAAGACTAAGTTT A G 0.48 0.38 0.33 0.33 0.39 0.68 0.41 0.55 0.57 0.30 0.35 0.001 0.000 0.005 0.031 0.0000 1
rs6897112 5 91.29 CATTTTGCTTTCTTCTCTGCAATAGCAGTAGACTTATTCTGTTACTTGGGAGAAT[A/G]CAAATGCATACGGATTTTAAGCCGAAATCCCAATGACAGGTTGTTTAAGATGATAAGT A G 0.45 0.18 0.14 0.10 0.18 0.44 0.33 0.23 0.23 0.12 0.08 0.061 0.040 0.013 0.065 0.0057 1
rs1429056 5 92.22CACGCCAAGGGATGAAAGACAAAAAGGCCCAGAGAAAAATGAGACAACTGGAAGGT[A/G]TTTACTCCAAATGTTTTGTTTGACTAATCAGGAATTTGACTACATTTTCCTAAATGT A G 0.02 0.14 0.17 0.15 0.14 0.14 0.00 0.16 0.07 0.26 0.16 0.025 0.041 0.001 0.001 0.0001 1
rs1010127 5 92.30TGTTATCATTAACTGCCAATTGGATGGCTGTGCGTAAAGCTTGAATGATGATCTTC[A/G]GGTGCAAACCTTCCTCCACATAAGGTTTCACCTGCTTCAGAAACTCTGCAGCCAGTA A G 0.40 0.59 0.62 0.51 0.48 0.77 0.73 0.59 0.50 0.61 0.58 0.017 0.013 0.003 0.020 0.0000
rs29963 5 93.77TGCTTTCAGGTAATTCTTGCTGTTCAGAGACAAACTTACACACACTGAAGAACAG[A/T]GTGTGCAGAACAGGCTGCAAGAACACTGACATTAAGAGCAAGACAAATCAGGTGCAC A T 0.52 0.43 0.40 0.43 0.30 0.32 0.07 0.31 0.68 0.38 0.35 0.009 0.103 0.003 0.005 0.0011 1
rs251080 5 94.59 TTCAAGCAGTCTTCACCAAAGCCATCCTTTAGAATGCTTTAGAATTTGATTTG[A/C]AAGTGGATTTTTCTGTTATGGGAGTCAGGGTTTATTGTGTGGTAGGAGGAGAATTTACTT A C 0.67 0.78 0.77 0.76 0.71 0.45 0.80 0.60 0.68 0.70 0.72 0.005 0.001 0.013 0.051 0.0026 1
rs440342 5 95.05 TATCTCTGCTAACACTCAGTGTAGCAGAATGAATATGTTCTGAATGTTGTT[C/G]AAGGTCAAGGAGCAGCAGCTTGCACCCGAGGCCCACGTCACCTAAAGCTCTCTGGGGTTT C G 0.60 0.42 0.39 0.41 0.27 0.32 0.26 0.44 0.39 0.39 0.50 0.019 0.021 0.002 0.008 0.0075 1 1
rs185312 5 95.14ACTTGGATACTTTGAACTTGAACGCTGTAACAGATGCAGTTGGAACTGAAT[A/G]AGCTGTGTGGTTTGGGATTTGGCAGTTTGAGAGTTCTGCTGGGAAGCTTTCCCATTTTTTTG A G 0.31 0.46 0.46 0.39 0.38 0.68 0.45 0.53 0.39 0.45 0.49 0.012 0.000 0.006 0.034 0.0006
rs34896 5 95.16GGGAGCTGTGTTAGTACAACTGAAGGGATCCAACTTGCAAAAGAACTAGGAGC[A/G]ACCTATCTTGAACTCCACAGCCTTGATGACTTCTACATAGGAAAGTATTTTGGAGGAG A G 0.33 0.47 0.45 0.38 0.38 0.70 0.47 0.51 0.39 0.45 0.47 0.007 0.001 0.007 0.042 0.0001
rs26515 5 96.13GATGGGAAGGTAAGGGCTTCTATAGAAGCAGGGGCAGAGGAAGGGGGCTCCTAG[A/G]ATGCGGGCTCATCCATTGCGCCACTACATGTAGCTGATGGAACAATCATTCCCTCA A G 0.33 0.52 0.52 0.57 0.59 0.55 0.27 0.54 0.64 0.59 0.53 0.018 0.049 0.000 0.000 0.0002 1

rs1981846 5 96.34AGTATCCGTTGAAACAAAACAAACTTCATTATTATTCTTTTGCTCCTAGGTAGG[A/C]TTCTGAAACATTTCGTTTGTTTACTATTTTTACTTCTTATACAAAACCACGTCTTTTTTTTT A C 0.55 0.48 0.54 0.61 0.46 0.80 0.56 0.54 0.43 0.46 0.46 0.000 0.000 0.000 0.036 0.0046 1
rs1919247 5 96.73ATATTTCAAATTATGTAATTGAATTTCTTAATTTGAACATTGCATTGTGGGTAACTTG[A/G]TGGATAAATTACCAATGATATAAATATGAAATTAAATGATTTATAGCTATTTGTGCCT A G 0.40 0.55 0.52 0.62 0.66 0.55 0.48 0.43 0.50 0.47 0.57 0.014 0.002 0.002 0.000 0.0010 1
rs1560327 5 97.10TGAAACAAGGTTCTAACCAGCTTTTAAATCTACTAATCTTCTCTCATGGCTGTGCCCACGAGTCCCAGAAAAGCAGCCACTTAGCTCTTAGCTCACATC[A/T]CCTGGTCCCAGAC A T 0.24 0.11 0.18 0.12 0.05 0.32 0.03 0.19 0.14 0.17 0.19 0.000 0.042 0.003 0.006 0.0000
rs725763 5 97.77AGATTGGATAGCATATATCACAAACACCCACATAAATTATGAACAGCAACAATTTG[A/C]AAAATCTGTAAACCATCACATAATTCAGTCCTTTGGGTTTCACCACTGTCCAAATATC A C 0.21 0.60 0.62 0.57 0.61 0.27 0.49 0.61 0.61 0.58 0.59 0.076 0.006 0.001 0.056 0.0001 1
rs27024 5 98.04CTCCCAAAAAAGCAATATGCAAAAATATTTCACATTATGTAAGTCTTTTTTTCAA[A/G]AGAGTATTATTACCCTATCAAGATAATTAAATCTCTAAAAGAATCTTCACGATGATGTGC A G 0.24 0.49 0.42 0.44 0.45 0.86 0.76 0.34 0.57 0.44 0.47 0.021 0.054 0.023 0.090 0.0007
rs720859 5 98.07TGATGAAAGAAAAAGATTGGGGGAAAAAACTACA[A/G]TGTGTTGTGTTTGTGCCTTCTTGAGTTCAAGCAGTTTAAAGAACAATATGCAATCCTAATTGAAATGTATAACACAAAA A G 0.90 0.48 0.56 0.50 0.54 0.32 0.23 0.68 0.38 0.55 0.55 0.085 0.051 0.025 0.017 0.0001
rs1508792 5 98.19GGGCCCTCTCCCCCGCCCGCTCAGTGTAATTCGAGTTCCCTGTCCATCGACT[C/G]CAAGTCCTCTCTCCTGCGCCGCATGCTGCCTCGCGCTCCCTTTCCTTCCCCCTCTACC C G 0.45 0.46 0.49 0.46 0.46 0.23 0.26 0.64 0.36 0.52 0.47 0.001 0.023 0.027 0.025 0.0002
rs1542520 5 99.42TAGCCAACATAACAGCAGGAAACAACCTTAAATTGGACCAGCATCCACCCAATAAAT[A/G]ATTGCTGGAGAATCTGGACCACTGGAGCACTCATTAGATGAGTTTGAATTTGTCA A G 0.26 0.66 0.61 0.62 0.57 0.91 0.90 0.77 0.64 0.57 0.60 0.070 0.055 0.007 0.060 0.0000 1
rs445427 5 99.67TTTTCTTCTTAACAGTTCTTCAATCTGGGCCTTAGAATAAAAAATGATTATAGTCCA[C/G]GACAAAATTCTCTTATAAAGACTGTTCCCCATATGCACACATTTCTCTTGAGTATAA C G 0.67 0.49 0.48 0.48 0.50 0.14 0.68 0.35 0.32 0.46 0.43 0.014 0.027 0.012 0.080 0.0018
rs1477616 5 101.47ATAGAATGACCTGGTCTCAGCATAAAACGATATGGAAATTGCTTTTCATTTTTTTCA[A/G]TGTTGCTTTCACAATTCACTTTCCCAGATCTCCCATTTCTCTTGCCAATATTGCAAGA A G 0.55 0.32 0.34 0.40 0.27 0.59 0.55 0.41 0.29 0.36 0.26 0.040 0.052 0.026 0.061 0.0005 1
rs1922495 5 103.55CTATGCCAGGTTTAGCAAGTGATTTCCATTTCTGGTCTCACAGTGACTGCTCTC[A/G]TTACCACCATTTTTAGACAGCAGGAAAGGGCTTGTGGACATAAAGGAAAAGGCAGTA A G 0.28 0.43 0.44 0.49 0.32 0.65 0.59 0.49 0.54 0.47 0.49 0.029 0.001 0.003 0.005 0.0010 1
rs1435199 5 105.55TTAAATGATTATTAAACTCTTATATCTCTGTAAGTTCTCTCTGACTGGCTAATGGA[A/C]AAAAGCTGGTGAAAAACATTTTTCTCTGTTGTCAGGCCAGCATTATTATTGTGAACACT A C 0.36 0.52 0.58 0.54 0.66 0.59 0.34 0.45 0.39 0.69 0.65 0.027 0.023 0.007 0.000 0.0016 1
rs252816 5 106.80CAACCACATGTATTTACTAATGCATCCTAGAAATGACAAAAATTACAGAAACGAGC[A/G]TCGCATACTTTCCTCCCTATGTGTTTGCTTCAAGTGGTTTCTTTGTTCAGAAAAAGCA A G 0.62 0.67 0.61 0.65 0.68 0.14 0.36 0.36 0.57 0.64 0.56 0.000 0.026 0.021 0.116 0.0021 1
rs2966833 5 107.75AAAAATTTTATATAGAGTATTTTTTAAAAAACACTTGCCAGTGTAACCTCTGCGTGGT[A/G]TATTACTCTCAAAGCATGCAATGCCGGTGTTCTGAACTAAATTTAATGCCAGATCT A G 0.93 0.70 0.72 0.78 0.84 0.94 0.87 0.94 0.85 0.70 0.71 0.035 0.018 0.033 0.043 0.0003 1
rs1045706 5 108.79 ACATTCACCTGAAGATGCAGCCTGTGGTCCAGGGCATATTTGTAGTGAAC[A/G]AAATACCAATGATAGGGAAAAGAACCATGGAAGTTCTCCTGAACAGGTAG A G 0.79 0.37 0.41 0.41 0.48 0.91 0.65 0.41 0.32 0.49 0.37 0.072 0.018 0.000 0.137 0.0028 1
rs1807912 5 109.29ACAGGAATAATATTTTTGCAAATGTTAAGTTGACGTTTTTCATTTTCAGAAATC[A/G]TGTTGCTATGCAGCTCTGCACTTATTAAATCACTGGACTTCATTTCATGGGAGGCTGGAA A G 0.98 0.68 0.73 0.71 0.57 0.23 0.41 0.49 0.71 0.73 0.74 0.055 0.070 0.052 0.159 0.0002 1
rs1154308 5 111.10GCAGTCAGGGTTGGCTCTGGTGAACAACCTGGAAGCTAAGTTTTTTGGGAGCAAAA[A/G]GTAAGCCAGGAAAAAAATGCAGGTCTTCTAGAAATGGTCTGCTTTCCATCTAAGG A G 0.48 0.20 0.26 0.34 0.25 0.09 0.50 0.31 0.21 0.32 0.33 0.018 0.010 0.000 0.044 0.0017 1
rs27342 5 111.54TCTGTGGTGAGAGAGGACCAGATAGGCCACAGATGCTTTAGTAGGTGACCAACAGTAT[A/G]ACACTGTCAAATCCTTGGGGACTTAGACACAACCAAGGAAAGAGAGAGTGAG A G 0.38 0.73 0.73 0.61 0.63 0.86 0.72 0.80 0.75 0.78 0.79 0.061 0.002 0.012 0.029 0.0037

rs4299777 5 111.60CTCACCTTTTTAAAGTGAGCCAAGACTAAGTACAGATCCTTTTGTGATCGTGGGT[A/G]GTTAGATGTCTGATGTTGATTACTCACAGGAGGAGGGATTAAGTCCAGTCGTGTATG A G 0.36 0.28 0.32 0.29 0.38 0.00 0.01 0.07 0.21 0.34 0.25 0.003 0.084 0.063 0.106 0.0025
rs1968557 5 112.11GTCTTCAGCAATTTTATCATAAGCTACAAGTACCTATTTACATAACATTATGGGA[A/G]TTGGCATTTTTATTCATTTTGAACCCATGCTTTTATGATTTCTACCTCATAATTATTTATA A G 0.21 0.52 0.51 0.62 0.38 0.77 0.66 0.63 0.50 0.51 0.51 0.042 0.008 0.003 0.044 0.0001 1
rs1850407 5 112.80AGCAGGGATCAAAATCTCAATGTCTTCCAGGACTAGATTTAATGTAAATGTGTG[A/C]AGTGGATAGATCTAAGATAAGAGGGCTTGGTGGGGTCTGTGGCTGGACTAGAGAAGT A C 0.76 0.43 0.44 0.53 0.36 0.41 0.05 0.28 0.57 0.30 0.31 0.059 0.098 0.014 0.000 0.0061 1
rs26959 5 112.81ATCCTCACTAATTGAATATTCTAGCAATAATGGTCAGTATGACAAATGAGTAAGT[A/G]GCTCTTAATATATCAGTGTCCTTCCAAAAATCCCACTAAAGCTAAGCAATGGACCCCA A G 0.26 0.57 0.56 0.48 0.64 0.59 0.95 0.71 0.43 0.70 0.69 0.050 0.098 0.014 0.000 0.0064 1 1

rs1496390 5 113.80 TTCAAATGAAAATGTAGAGTTTTTATCATTTCAGATTAAACTTTTAGAATCAAACACGTT[A/G]GCTTATATTTAATTATTTCATGGTTTGA A G 0.10 0.34 0.36 0.37 0.30 0.09 0.24 0.32 0.18 0.39 0.37 0.062 0.015 0.005 0.073 0.0000 1
rs890785 5 115.35GCACATATACATAGATACCACCAAAAAAAGGAGTGAGAGAGGAAAACAGCAAAAT[A/G]CGCTCAAAGACATAGGAATTAATTAAGCCCTGTAGAGTTTCAAAGAAATGTTAGATA A G 0.26 0.52 0.44 0.46 0.41 0.41 0.33 0.49 0.46 0.43 0.46 0.011 0.001 0.001 0.000 0.0002 1
rs1366199 5 115.40TCATTAAGTTAGGAGGAGCTTTGAGAATCGCTCAGCCAACACAATATTACTAATTC[A/G]TCACTAGGTTAGGAGTTGTAAAGGAGGAGTAGCTTTGAGTAATTCTCCCCTGATGA A G 0.55 0.80 0.78 0.77 0.80 0.36 0.36 0.61 0.86 0.82 0.79 0.037 0.090 0.018 0.089 0.0007
rs1459085 5 116.41GGGTAGACAAAACAAGCAATAAAATAA[A/G]CACATTTGCTAAATATTGGCCACATTAAATCCAACATGAATGAAGAAATAGTAAATTACAAGACTCATGAGGTCCATAAAGTAAAA A G 0.60 0.42 0.43 0.43 0.48 0.36 0.45 0.38 0.46 0.47 0.47 0.017 0.000 0.002 0.002 0.0022 1
rs1021516 5 116.62ACAGAAAATTACAAGACATGGGGAAAGAATCTGCTATTATTTTAGACTGGTGGT[A/C]TCAGGAATTAAGATTTTCTCATGTACAATGTAAAACTGGCCTTCTATGTGAGACTCTCC A C 0.73 0.36 0.39 0.44 0.54 0.14 0.25 0.36 0.39 0.51 0.46 0.037 0.039 0.004 0.071 0.0006
rs1004531 5 118.68CTCTGCCCGTTTTACAATGCAAGGTTGGATTACAATCTCAGGCCAGCATCTCA[A/G]TCTGCAATCTGGGGCACCCTGATAACCCGGGCAGTGCTTTCGCCAGTATGTGCGGTTA A G 0.40 0.67 0.66 0.61 0.73 0.77 0.86 0.68 0.79 0.68 0.67 0.064 0.010 0.002 0.000 0.0000 1
rs32652 5 118.78CAAACCTGGTTAAGTCCCTCCCATGGGTCTGTCTGTTCTGACTTTAGGCGTGAG[A/C]ACAGTGATCCAAAACACAGACTAGGAGATGGAATATCACTCACACTGGCTCGAAGGG A C 0.12 0.27 0.31 0.28 0.41 0.40 0.45 0.19 0.25 0.36 0.30 0.023 0.011 0.008 0.004 0.0000
rs721675 5 119.02ATTTATATTCAAGAAGAATGTGGGTGTCTACTT[A/T]TGCTAGGTGTCGGGAATATGAGGGATATGAAGAAAAGCAAGTCTCAGTCCCTTCTTTATGAGCGAGTAATCTTTTTAAGG A T 0.74 0.75 0.75 0.70 0.79 0.91 0.78 0.61 0.82 0.71 0.66 0.003 0.000 0.017 0.010 0.0080 1 1
rs1469049 5 120.33GGTTCCCATGGAAACATGGGAAAGCAGTAAAGAAGGGAATTGAAACTAGATTGA[A/G]CTCACACTCTTGGATAGGACAATCCTAGTTGGTAGGTCCTTAGGAGCAGGCTCCTAG A G 0.19 0.60 0.57 0.56 0.48 0.45 0.32 0.36 0.54 0.61 0.66 0.064 0.023 0.013 0.006 0.0053 1 1
rs1560550 5 121.27AAGGTCTTCAAAGGCTCTTAACAGAAGAAAACAGTGCTCAAAATGGAGCAATCTGA[A/G]GCTTAGTCTGGTTATACAGAATAAGAATCTGAAAACAACCTAAATATCTCTGTTAGT A G 0.79 0.53 0.50 0.57 0.52 0.27 0.30 0.57 0.61 0.49 0.50 0.051 0.019 0.000 0.022 0.0000 1
rs1460039 5 122.13CTAGAACTCGTATCCTGAGTCATGCTCACATGTCTGGAACTTCACCCATAGGAACTCTCTTCTGGAAGAACTTTCATTAAATTTTGCC[A/G]ACAGCCTTCTGTAAGATTGCTCCAC A G 0.40 0.57 0.59 0.60 0.63 0.64 0.48 0.60 0.39 0.54 0.60 0.011 0.004 0.008 0.003 0.0015 1
rs1363614 5 122.22TAAGATTCTTTCCCTGGTGAAGCTTACATTTTAGTACAAGATAGACAATAAACTATAA[A/G]CATAATAAACATACAAATGATAAAGCATGTGACAAGGTGGCAAAAGCTATGGGAA A G 0.50 0.62 0.61 0.62 0.71 0.91 0.57 0.79 0.43 0.60 0.66 0.005 0.000 0.031 0.064 0.0032
rs385547 5 122.40TCAGTATTTCTTTGAACAACAATAAAAAACCCTGCCTCTCTATGACCCATCACT[A/G]TCCACTTTCCTCATCTCTGCCAATGATAGCCACATCCACCCATCTGCTTCCTTTCTCTCA A G 0.18 0.30 0.34 0.37 0.27 0.05 0.00 0.13 0.21 0.28 0.27 0.011 0.117 0.016 0.062 0.0012
rs335201 5 122.59TCTTAACCACATGGGTGAATTGCTAAACGGAAAAAATGTACAGAACTGTAATGG[A/G]ACATCAAATTTGTTCATGACAGTAGCTACGTTTGGAACCTTTTTATGGTTATTATCCAC A G 0.58 0.37 0.46 0.52 0.43 0.45 0.43 0.52 0.58 0.46 0.45 0.009 0.001 0.002 0.002 0.0001
rs1366334 5 122.76CAAACATAACTTGAAGATATCCATACAAAACCTTAACATGCATATGCCCTTTGAACTA[C/G]GCATATGTAAAGAATTTCACTTTCTACAAATAGAGATACAACTCAACTCCATAATA C G 0.79 0.67 0.72 0.83 0.73 0.45 0.53 0.66 0.64 0.73 0.71 0.007 0.012 0.001 0.028 0.0001
rs1478419 5 123.02GAACAAAGGAGAAATGGTGGTGCGGTGTCAATAGCA[A/C]AAGCCTGTATGTGTTTTAGGACTTTGATCCATTTTGATTGCCTGTTTGTTGCCTAATTGTATTTAAAGAAACTAAG A C 0.19 0.47 0.40 0.39 0.46 0.73 0.75 0.59 0.50 0.33 0.33 0.032 0.056 0.016 0.044 0.0019 1
rs958883 5 123.08AATAAACATTTAAAATGCATATCTTGGGTATTACTTGTGAAATTAGCTAGGAACATT[A/G]TTTCCCTTGTGTCTTGAAAGACAGCTGACATGAGTAGTATATTGAAAGGGGGAAGTG A G 0.67 0.78 0.72 0.65 0.73 0.82 0.96 0.89 0.82 0.69 0.70 0.001 0.073 0.036 0.012 0.0003
rs1550358 5 124.55 TGGATGCTTTTTTCTCTACTGTATTGGATAAAACTAGAGGGGAAATGCAACCT[A/C]TTTTCTGGGTTCCAAAAGCAATCCACTCTCACCAGTGATTTCATGAGTTTTAATCAATGT A C 0.48 0.41 0.44 0.48 0.57 0.05 0.10 0.30 0.43 0.42 0.48 0.000 0.077 0.020 0.118 0.0001 1
rs1439564 5 124.64TACTGCATCACCTAAGACTTATGAAATGCCTAAAACTGTGACCCATGTTTCAAA[A/C]CAATGGAAAAATAGCTATGATCCTCCTGGAGAACAGTGTGTTGATTGAGGGAATGGAG A C 0.57 0.52 0.48 0.39 0.50 0.86 0.85 0.74 0.64 0.40 0.44 0.001 0.055 0.009 0.061 0.0031
rs925893 5 124.80 TCTTATTTGTAGACTATTTTGGGTGTGGTGATTGCATGCCATTTAGTATTTTTC[A/G]TAAATTTGCACATTCAAAAAAGCAGGTGATTAACCTCCTTTTAACTGTTTGAGTCCCAGA A G 0.31 0.54 0.52 0.54 0.46 0.82 0.78 0.74 0.46 0.53 0.43 0.030 0.032 0.022 0.043 0.0032
rs331769 5 124.91 TCCAACATGGATTCCAAAATGAGGGGTTTTAGGGGGGATTTTTGAGG[A/C]TTCCATTTTCTCGGTCAGATGAAAAAATTAGGAAACTCAGAGGCAAATAATGGCCTATATAATAT A C 0.24 0.43 0.44 0.43 0.32 0.05 0.13 0.32 0.46 0.45 0.53 0.027 0.077 0.008 0.135 0.0015
rs330337 5 124.99CCTTTGTGAGTAAAGAATGAGCAGCTAGGTGAGTGGTTTCTCCTTTATGCAGGAGC[A/G]TTTGAAAGGATCTGCAGAGTATGCTGGCAGAGAAAAGGAGAGAGGGAATAAAATG A G 0.14 0.27 0.29 0.20 0.30 0.59 0.53 0.47 0.29 0.26 0.28 0.025 0.013 0.012 0.026 0.0014
rs1552104 5 125.54TTGACATCAAAACAAACATTAACTCTCCATGACTCAGAGTGAACTTACCCTCCCAC[A/G]TGTTTTAAGCAACCAGCTCTTTCCCCTCTGCCAAAAAAAATAGGCATAGTCAAAACT A G 0.57 0.37 0.47 0.54 0.39 0.45 0.61 0.60 0.43 0.43 0.45 0.003 0.011 0.013 0.000 0.0020 1
rs2041318 5 126.51TGAGTTTTAACCATCCCTGTCTCTATATTTTGCATCAAAATGCATTGCTTC[A/G]ATTTGCTCTTTTTCTCTTTCAATGCGCTGGGTAGATTGGGAGGGACAAGAAAAGCTCCCATC A G 0.60 0.45 0.43 0.43 0.50 0.41 0.79 0.51 0.61 0.45 0.44 0.019 0.106 0.009 0.000 0.0001 1
rs1363388 5 126.79 ATCAGGTTGATGGAGCAGCAAGAATAAGAGTAGATCAGTTGGGTTCACTGGTGTT[A/G]GGGTCAGGCTGATGATGATAACTGGGAAGGATTGGGTTCTGAACAGTTCATCAGA A G 0.60 0.78 0.82 0.87 0.80 0.95 0.88 0.73 0.89 0.91 0.81 0.034 0.000 0.010 0.016 0.0005
rs547356 5 126.91GTGAAGTGGTATAGTGTTATTTGAAAGTGTACATGGGTTAGTTGTAATTGCAAATC[A/G]TTAACTCTAGGACAACCACTAAAAAATAAAAAGTGAAAGCATAATTTATTTGCAAAGA A G 0.19 0.17 0.21 0.21 0.20 0.55 0.65 0.30 0.27 0.14 0.19 0.000 0.132 0.023 0.090 0.0006
rs32222 5 127.75GTGTTGCCTACATGATTTGAAGTATACTGATGGAAGACTGATGGTTCCACAAGA[C/G]AGAGGCATGACAATAGGGCCCTCATGTATTTAATTGTTTACACTGTGTTATGTTTTGTG C G 0.71 0.48 0.50 0.63 0.48 0.36 0.38 0.46 0.43 0.49 0.52 0.015 0.015 0.006 0.020 0.0001 1
rs331098 5 127.78CAAAAGGTTTGTAAGAATACATCGGACAATGGATACTGTGTAGCTCATAAAACTT[A/G]TTAAAGAAAACAGAGTCGGTGATATGCATCCATTCTTTTCCTCACTCAGAAAACATTTG A G 0.67 0.59 0.52 0.46 0.59 0.59 0.38 0.74 0.50 0.62 0.51 0.018 0.010 0.019 0.003 0.0004
rs6871 5 128.53 ATTTTGTGGTCATTGTTTCTCTTCGATAAATTTATTTTCATTAAATACTT[A/G]TTAGAGGGTTTTGAAATGTTTTTCAAATATGTGAAATGTGAAACTGCTGT A G 0.86 0.66 0.63 0.52 0.61 0.89 0.97 0.79 0.68 0.52 0.56 0.030 0.117 0.014 0.053 0.0027 1
rs33919 5 129.32ATCCTGAAAGGCTAAGGGAGTTGGTGGTGTGTGGGGGTTCAATCCCCAAAGAA[C/G]GTAAAAATCCCATGTCCTCCACCTGTTGAGTTGGAAAATGTGGGGCTGCCTAATGGTC C G 0.67 0.39 0.39 0.38 0.46 0.45 0.47 0.46 0.68 0.46 0.36 0.024 0.004 0.000 0.000 0.0006 1

rs1541450 5 129.46TCTATGGTTTGTACTTCTTCGACTGCCTTGCCAAGCATTTTTAAAGTAGAATCTC[A/G]TACCTTAAGACTGTTTTTTCAACACTTTAAAGACACCATGGAGAAACTTGTAGGTATGC A G 0.31 0.37 0.41 0.36 0.48 0.36 0.48 0.45 0.64 0.45 0.35 0.014 0.002 0.000 0.004 0.0026
rs1990023 5 129.70ATATTTTTCATTCCATTGCACTGTGAGCTTCTGGGAGGCAGAGATCGTTTTAATACTACTTTTCTGTTTCCAGT[A/G]TCTAAGCCAGTGCCTTGAAGAATATCACTGCATCACACTA A G 0.69 0.35 0.29 0.34 0.36 0.59 0.58 0.55 0.46 0.40 0.31 0.087 0.050 0.028 0.043 0.0003
rs1473132 5 129.75AACCTGCAGATAGTGGAGCAACATCTTTAAAATAATGAAAGACAAAAAACATTAATTTACAAATCTATCTATACCCATCCAGTGGTAGGGAGAGTC[A/G]GAAGGGAAGGATTACA A G 0.76 0.47 0.41 0.45 0.55 0.64 0.67 0.55 0.64 0.55 0.39 0.065 0.042 0.012 0.025 0.0001
rs31251 5 130.91CATCAGTATAAACATTCTCTGCTTACTTTTATGACAGAATAGCATGCTAAAAGTGGAC[A/G]AGAGCCTTAAAAGGCAAAAACTGAAATAAAGCTCTGGTATAGCTATAGGTTCAGG A G 0.19 0.59 0.59 0.56 0.57 0.45 0.53 0.45 0.46 0.49 0.58 0.104 0.002 0.008 0.013 0.0002 1
rs671473 5 131.78TCTAATGGCTTTTTCTATGGCCTGTTGTCTTTCAACCCAAACCTGGCCTGCTGA[A/C]CACTGCATCTAGTCCCATGCCTGCTAAATGTCTCTAAGCCTGCCCTCTGCCCCAAATC A C 0.14 0.31 0.27 0.28 0.39 0.36 0.29 0.49 0.61 0.34 0.31 0.009 0.006 0.052 0.010 0.0013 1
rs708459 5 132.28 TTGGGTATTTGGATAAGAACCTGCTTGTTCCTTTACTCCAGGAAAACGTGGAGGAGATGC[A/G]CAACAGCTGAAGGTAGAAAAGGA A G 0.62 0.45 0.47 0.48 0.46 0.73 0.59 0.43 0.50 0.42 0.44 0.004 0.000 0.012 0.020 0.0020 1
rs398606 5 132.98CTTTATATTAGTTATGAAACTGCAATATGCATTTCTAGTCTTTCCCCCCATTA[C/G]TTCTCACCAGGACTTTTCATTCTTCTAGAGCTACCCTGAATTTTCATACCACCCAACATTTT C G 0.62 0.38 0.41 0.41 0.43 0.27 0.48 0.38 0.46 0.36 0.40 0.016 0.006 0.001 0.007 0.0000 1
rs1541907 5 133.49 CCCTCTGCTCTCTGTGATGGTTTTAGTCCAGACCCCTGGTCCCCATCAGAC[A/G]GTGATGCCACTCTCTCCTCACTGTGTCGCCTGGTCCCATTCCACGTATGGGCCACACAG A G 0.31 0.51 0.53 0.60 0.50 0.27 0.28 0.23 0.25 0.51 0.53 0.023 0.037 0.052 0.034 0.0001 1
rs31202 5 134.43CAGGCCCTCAAGAGAGACGATGGTTCTGAATTCCTGACTAGGCTACTCAGAAA[A/G]GAGAGGAGGTTGTTCTGATTATAGTCACAGGGGTTGGAAAGAGGGGAAGGAGATAAA A G 0.76 0.60 0.57 0.59 0.61 0.09 0.24 0.44 0.36 0.62 0.56 0.019 0.055 0.012 0.149 0.0007 1
rs745558 5 134.53 TAAATGCTGGCAGACAATCTGGCTGACTTGTGTCCGAGAAGCAGTTGGCC[A/G]TGCTGGGATTGTGACCCCAGTGTGTGGTGTATTACCCCAGTGAGGAGTAGATGGACCCG A G 0.05 0.33 0.30 0.35 0.39 0.36 0.23 0.38 0.32 0.35 0.32 0.099 0.007 0.000 0.000 0.0001
rs1016344 5 134.65GTGCAGCCAAGCTGGGATTATGGCATTTGCACAGGGATGTAGCTGTGGGTCT[A/G]TGTGTCTGGGTTGTTGGGGGACAGGCTGGGGTGGGTGCCCTTTAGAGCTTGGCCTCTG A G 0.50 0.60 0.60 0.67 0.70 0.86 0.68 0.64 0.65 0.64 0.56 0.019 0.000 0.009 0.015 0.0017
rs248166 5 135.37GGCACAAATATATACAGCATGTAGTATACAATAGAAGTCATACTTTAAATGATTAGAG[A/G]AAATATAAGTCATTCTATTAACTGTATTGAGACAACAACTGGCAAGAAATAAAAGT A G 0.93 0.76 0.74 0.62 0.80 0.77 0.83 0.75 0.86 0.70 0.68 0.028 0.007 0.004 0.002 0.0020 1
rs726847 5 136.15TAATTAGCTCAACACAGTTTTAAAAGCTGAATGACCAAAATGTAGAGGTTCTGCAT[A/G]TGAAATGTGGTGGAGTTTCTTGGGCCTGCTTTTAGCCACAGGCTAGAAGACAGAAC A G 0.48 0.68 0.71 0.65 0.71 0.82 0.47 0.82 0.57 0.74 0.72 0.037 0.009 0.009 0.009 0.0000 1
rs916980 5 136.54GTCTAGTTATGTTGCTCTTTCTCAAGAACAGGGCCACTTTCACAGCAGATTGACAC[A/G]TTACCTCCAGTTTCCCTGGGGAGTTTCATAGACACATTCTGAGTATTTTCTGTGTAT A G 0.64 0.57 0.54 0.52 0.50 0.55 0.48 0.68 0.39 0.50 0.59 0.014 0.000 0.016 0.003 0.0019
rs1229708 5 136.77 AGGTTATTCAGCCTCAGAGGCCCTCATGACAGTAATCAATCCTCCTTCACCAC[A/G]TGAACACGTACGGAGCACATCTTTGTGCCAGTATCAGGCTGAGTATGGGAGATCAAG A G 0.67 0.49 0.48 0.39 0.45 0.55 0.41 0.32 0.54 0.48 0.52 0.020 0.001 0.004 0.002 0.0005 1
rs10117 5 137.97 TCAAAATCCACTTCAGCCCTTGTACCTTTTTGTATGCCATTTCGAACAGCTTCA[A/G]TGATGCCTGCTGAAGAGAGGATGCTGCCTGTCTAATATTTTCTCCTGTTTCGCTGTCTT A G 0.64 0.42 0.43 0.40 0.29 0.91 0.29 0.69 0.39 0.54 0.46 0.021 0.012 0.039 0.143 0.0002 1
rs744675 5 138.07CAAGGAAATCAAAGCCTATATCTGAGTCAACAAGACAGCACCAGAGTGGCAAG[A/G]CTAGGCCCTCATGAGATCACAGATGGCTTCTGTTAGAGACCCCTGTCTGGGGATTTC A G 0.62 0.75 0.76 0.82 0.66 0.95 0.89 0.79 0.75 0.84 0.78 0.014 0.015 0.000 0.045 0.0009
rs877826 5 138.70 TACGGGCTGAAAGTCAGCCATGT[A/C]AGGACTACAGCATCCACTCTCAAAAGACAACAGGCTCAACCACTATTCTCTACATGACAGAATAAAGTAAGACCACAGAATAAAAATG A C 0.71 0.27 0.30 0.22 0.27 0.73 0.53 0.31 0.46 0.43 0.33 0.107 0.048 0.004 0.125 0.0008 1
rs2053055 5 139.68 CAGAGTCAGGTGGTTTGATAAAATATAACCGCATGTGTGATTCCA[A/G]TGCACCTGCATTTAACTGTAACCCACACCGCAGCATGTGTGATTCCAGTGCACCTGCATGTAACTG A G 0.35 0.47 0.45 0.38 0.61 0.45 0.46 0.69 0.43 0.49 0.45 0.015 0.000 0.014 0.001 0.0003 1
rs801399 5 140.06CATACACTTAGTGCTGTTTCATCATCAAGGTTTAAACTCAGGTCTCTCTGACTCCAA[A/G]TTTTGAACTTTTAATCACTAACCATGTTACTTCTTTTAACTCATAAGCCCCAAACTG A G 0.67 0.49 0.46 0.51 0.39 0.50 0.41 0.42 0.38 0.44 0.44 0.022 0.001 0.002 0.001 0.0000
rs433623 5 141.40TACCAACCTAAATTTCTGCCAAGTCAGTTCTCTTTGGAGGAAGCCCATTACTCC[A/G]TAACTGACTGGATGGTCCAGTGTCATTTTGATCTGCTTTTCAGAATTCGTCTTTTATAAT A G 0.26 0.61 0.56 0.60 0.55 0.95 0.95 0.77 0.57 0.57 0.61 0.038 0.119 0.043 0.135 0.0016 1
rs1860991 5 141.64 TGCAATTACAGCTCCTGAGTGTAAGCCTCAGGGGAGGCTCATCCACTGGGGT[A/G]AGCATATGCACAAGTGGAAAATAAACAACCCAAGGTATTTCTGGCTTTGGAGCTGGCT A G 0.62 0.40 0.50 0.46 0.46 0.32 0.14 0.24 0.29 0.45 0.48 0.014 0.049 0.027 0.005 0.0002



rs1864003 5 141.81ACATCCTAACTGACCTGTTGCTACTTTGCAGAAACGAGCGTAGAGAAGGCGAC[A/G]TTTTGGGGAGCTAGCCCTGAGGTCAGTGGTCGACAGAAGGGCTCTATCCAAGTAATC A G 0.83 0.42 0.43 0.52 0.48 0.73 0.32 0.64 0.50 0.52 0.51 0.118 0.002 0.038 0.064 0.0026
rs33388 5 142.73TTATGGGTGAAAGTCATGGATGGATTATGAGTTA[A/T]TCACACACCTAGAGAAGCATGTAAAATGTGCAGGTAAATTACACCCATTCATTCAGGCAGACGTTTCCTGGCACCTGA A T 0.55 0.52 0.53 0.52 0.50 0.23 0.18 0.48 0.35 0.53 0.43 0.000 0.090 0.006 0.060 0.0067 1 1 1
rs464727 5 143.32CTTCATCTCTGAAAATGAAAGGAATAACTTGTGAAAAATTATGATTGCCATTTTTAT[A/G]TGTAATGAGGTGTATGTATAGGGAAAAGCAGTTTGATGTAATCCTGTAATACTTTTA A G 0.57 0.15 0.19 0.13 0.14 0.41 0.13 0.35 0.32 0.16 0.20 0.080 0.003 0.017 0.038 0.0000 1
rs29900 5 143.78GCTCCTGATTCTGGGCTAACAGCCCTCCAAAGGGCCTGCCATGGTATTTCATT[A/G]TCTGGCATTTCCATATTTCTGTCTTGTTTTTCTTACTACTCCCTGGCCAGGCCTCATAC A G 0.79 0.72 0.70 0.72 0.73 0.77 0.90 0.94 0.89 0.67 0.67 0.007 0.038 0.059 0.003 0.0010
rs248771 5 145.47GTGTGTGTTGTGGGGAGAGGTGGAGGGAGGTACAGGAAGGTGATGGAGGGAGGCATAGTTG[A/G]GTGGAATGAAGTGCCCAGAGTCATGGGACTGGTAGTCAAACAGGCTG A G 0.26 0.39 0.41 0.44 0.38 0.27 0.44 0.25 0.27 0.29 0.27 0.007 0.002 0.009 0.011 0.0105 1 1 1
rs1480150 5 146.48TTGACTTAGTTGAGTTATTGCAAGACACTTACACATTTAAAAGTTCTGATTTACC[A/G]TGTGCAATGCTTGTATTTGATTTGCTTAGCAGGCATATTTCATATAACATATGATTTCAT A G 0.74 0.56 0.60 0.65 0.71 0.82 0.51 0.65 0.64 0.61 0.64 0.008 0.010 0.000 0.024 0.0013 1
rs728937 5 146.51CAGTGGTTCATCCAGCATAGTGAATACTTTTCTTCCTCCCTCCTTCTAGCAAAC[A/G]TTTATTAAGCATCCTGTCAGCATGTGTGATGCACTATACTAGGCATTGTGACCAAGATG A G 0.86 0.41 0.46 0.29 0.43 0.79 0.45 0.46 0.23 0.49 0.49 0.096 0.000 0.000 0.053 0.0002
rs1016256 5 147.56 GTCTATGGCTAACAGCCTAAATAGAAATAGCTATCCTCAAAATTATCCTGTGGAGGAAGAAAAGTATAGGAGATTCATGAAAATGT[A/G]ACCAATATATATTTCCTGCTTGAGACT A G 0.14 0.53 0.47 0.44 0.59 0.14 0.02 0.43 0.36 0.51 0.49 0.062 0.202 0.008 0.071 0.0001 1
rs1989154 5 147.88CACAGTGTGCACAAGGATTGATGTTTAAACAAAGTTAAGATCACAGTGGTACAGC[A/G]TTAGAGTGAGCTGATGACTATAAAAAAAGCTAACATTTTGAAGTTAGTTTATAAAAGG A G 0.64 0.38 0.42 0.51 0.38 0.86 0.94 0.45 0.50 0.43 0.35 0.038 0.198 0.004 0.141 0.0014
rs783779 5 148.76GTGACATAACAGGAAACCGAAAAGAGATGACTATCTTTAGCCAGTGGTGTTTTT[C/G]AACTACTACAGTTTTTTTCTGCCCAGTATACCTAGCAAGGAGTGGAGGAGGGATGAG C G 0.36 0.55 0.51 0.50 0.57 0.64 0.74 0.66 0.43 0.45 0.49 0.007 0.049 0.004 0.013 0.0000 1
rs887346 5 149.62 CCTCATATTACAATGACACTGAACCTGTGGGCCCCATATGTGAGAACTGAGCTGG[A/C]TGCTGCAGATTCACCAGGGAGTTTGCTAAACACACAGATGTTTTGGGCCCCACCC A C 0.62 0.41 0.35 0.37 0.30 0.50 0.53 0.50 0.39 0.35 0.32 0.034 0.015 0.008 0.006 0.0002 1
rs2053053 5 149.64CTTAACAGCCTATTTCCATGCTTTTATGCAACACTCAGGTATATACATGCACAC[A/G]CACCTGCGCACCCTCCTTGTGCACAGTTTTAAACGTGCACACATGTGTACAAGTGCAT A G 0.21 0.41 0.35 0.34 0.32 0.27 0.55 0.32 0.36 0.33 0.32 0.008 0.023 0.004 0.005 0.0005
rs1560657 5 150.02 GACTCATCTGAAGTTACCCACTATTCTGAGGCTGAACTGAAGCCTT[A/G]TCTCTCCTGAGACCACCCAGTGTGCCCAGCTGGAAGTTCTTCCCAACCTCTCACCACTACCTCGT A G 0.60 0.63 0.61 0.59 0.55 0.64 0.76 0.74 0.61 0.64 0.66 0.000 0.015 0.010 0.001 0.0029
rs906678 5 150.81TGGTTTTCAAATATTTCTTATCCTCTGAACCTTTCGAATTAAATCACAAAAAGAAC[A/G]AAGTATTTAAAATAAATCAGGGTTATTCTTACATAGCTCAGAAAAAATACACACATCCC A G 0.45 0.61 0.60 0.54 0.55 0.73 0.95 0.47 0.54 0.61 0.67 0.010 0.120 0.004 0.013 0.0023 1
rs357608 5 150.87 TAGGTGTAGAAGTACTTCCATGTATTTTGTTCCTTGGCAAACTAGATAAAAGGGT[A/G]GGGCAAACCAGAAATATAAAAGGAACCCAGCTCAAAAACTTGTCTCTAACACTTCCG A G 0.31 0.55 0.53 0.57 0.55 0.36 0.16 0.74 0.71 0.52 0.51 0.030 0.105 0.024 0.020 0.0010
rs2016865 5 151.77TGAGTTCCAAGTTGTGTTTTATATTGGTGTAGGGGGCATTTTTTCATGTTTCTACA[A/G]AGAGTGTTTAAAGGTCAGTTTGAAAAATTGTCTGACTCTTAGAATATTAAAGGGTGA A G 0.64 0.44 0.49 0.49 0.38 0.05 0.52 0.51 0.39 0.48 0.42 0.001 0.005 0.002 0.207 0.0041 1 1
rs1438952 5 152.50GGGCACCAGGAAGGAACTGGGTGTCCCAAGAGAAAATCTGGTGACAGCTTCTCCAC[A/C]GGGTAATCTTTCTAGGCAAACTCAGTAGTGAGCTGAGTTTACTAATACTAATACA A C 0.83 0.53 0.59 0.56 0.57 0.59 0.21 0.67 0.64 0.62 0.60 0.034 0.085 0.000 0.000 0.0003 1
rs1461224 5 153.21CCTTCTTTCTCTTTTCTGCCCCTCTTC[A/C]TCTCGTTCTTTCATCCATGAAGAGTGAGGAAGATGTTTTTAAGCACTGTTGAGCCACATGAGAAGATGACCCTGAACGAGTTTAGG A C 0.64 0.60 0.51 0.44 0.50 0.91 0.79 0.78 0.54 0.57 0.58 0.019 0.039 0.049 0.097 0.0054 1 1
rs444984 5 154.48AGGACTCCCACAGGATTAACGGTCATCACCCAAGAGAGTTGCTATCCACTGTCAC[A/C]CATGGCAGAGTGCAGGGTCCTGATGGAGTGGGCGCGGGAGGAGGCAACATAGAG A C 0.26 0.55 0.51 0.56 0.64 0.32 0.38 0.47 0.46 0.56 0.55 0.035 0.004 0.000 0.011 0.0009 1
rs716651 5 155.12TAGGAGTCCTGTTTTTGTTTTTGGAGGATTAGCTACAGTCATGTAAAGCATCCTTAA[A/G]CTAAAAGTAGCTTTTCAAGACTTCGGATGAAGAACTTTAGGGCAGAATTTAGAAGA A G 0.43 0.49 0.38 0.49 0.38 0.55 0.04 0.32 0.42 0.45 0.34 0.000 0.120 0.003 0.007 0.0028 1
rs1432812 5 155.26 GTGTAAGAAGTCCACATACCCTGGGGCTATTCTACAGAGAGGAAGCTTAAACC[A/G]GCCACTTGGAAAGGCGAAAGAGAGATAGAGAAGACGGTCCAGCCAGTCCCACCTGT A G 0.95 0.83 0.76 0.78 0.75 0.86 0.27 0.93 0.71 0.83 0.73 0.031 0.125 0.026 0.007 0.0021
rs728693 5 156.77AATTTTAAAATAGTATATGCTAGTTTTAGAAAAACTGGGAAATACCAGAAAGTGC[A/G]AAGGAAAAAGTAAGAAATCTCTTGCCCATTTTACTTTTCCATTTTTTGTCTTTTTCTGCC A G 0.74 0.55 0.58 0.66 0.57 0.23 0.17 0.29 0.29 0.55 0.55 0.008 0.103 0.048 0.083 0.0010 1
rs1039322 5 157.17 AGAGCAAGGTACTGACTGGTCTAAAGCCACTCTCCCCGGACACTGCTAACTCT[A/G]GCTAACCATCTCACAGACATCCTGCCTCTGATCATAAGATGGTCCCTGGAAGGAAGC A G 0.86 0.66 0.63 0.78 0.68 0.55 0.64 0.72 0.68 0.70 0.70 0.037 0.000 0.000 0.007 0.0049 1
rs949602 5 157.37GATGAAGATGAGGGTTTGAGAGAGGATCCTTCTCACAGCAACATAAAGCAAAG[A/C]ATTACAAGTCCTCAAAAGGGTGGAATTTTGAGCTGCATTTCTGTTCTTTGAATGGGTGC A C 0.50 0.43 0.43 0.40 0.27 0.73 0.21 0.40 0.50 0.38 0.37 0.004 0.027 0.002 0.051 0.0006 1
rs270664 5 158.54 AAATCAAGCTCAAGGCCCTCGTACTCAATGCTTCTCTCTGTCTGCCACCCTGC[A/G]TACTCTTTATTGCAATATGAAATTACTTTTTTGGGGTTTACTTTTTGTCTATCTTTCCCAT A G 0.45 0.45 0.52 0.49 0.46 0.73 0.38 0.50 0.61 0.48 0.49 0.014 0.037 0.010 0.005 0.0043 1 1
rs9216 5 159.76 TTTTGGATGAATAAAAAGGTTTGGATTTAATGAAGGGGAAAAAAAGAGGC[A/G]GAGGAGGTGAGCCTGAGGCTAGAACCGCTCACTCGACCCCCCACCCCCAG A G 0.57 0.48 0.45 0.46 0.66 0.68 0.51 0.69 0.50 0.46 0.42 0.006 0.004 0.042 0.028 0.0020 1

rs1128026 5 159.81TTCACTGATTCTACTCTGTCAGTATTATCTTCACAGTGTTCTGAGAAGAGGCTTC[A/T]GGATCATGGCAATCTATTACTAATATCCCTAGAAGCTATCCTTATAATTCTTTCAATAAA A T 0.69 0.63 0.64 0.70 0.63 0.91 0.52 0.64 0.54 0.67 0.69 0.004 0.001 0.002 0.078 0.0009
rs923467 5 160.48AAAAAACAATCATTCAATAGGAAATCGTCTAGGTTTCAGATTGCCATAGCAGGAACC[A/G]TGATCATAACATGTTTTACAGGTTTCCTTTTCTCCTAGAAATGCCCCCACCCTGGC A G 0.36 0.35 0.31 0.30 0.32 0.59 0.89 0.38 0.36 0.30 0.35 0.000 0.153 0.001 0.033 0.0007 1
rs1299048 5 162.21CATATGAGATAAAAATGTCACAAACTTAGGCTTATCACTGTTTTAAAATTTGTAAT[A/T]CACTTTGAGCTCCTTGAGATAAGGAATTATATCTTATTTATTTTTTAATCTTTAGTATCT A T 0.40 0.49 0.44 0.48 0.45 0.59 0.66 0.56 0.21 0.47 0.54 0.002 0.023 0.004 0.008 0.0037 1
rs2069347 5 162.85TTGAAGCAAATTTCTTGAATCTTCAACAAATATTGAAGTCCTTTTTTATGATGC[A/G]CTGTGTTAGATACCGAGGACTAAAATATGAGTTTCCTTCCAATTGTCACATCATCTTATTT A G 0.71 0.55 0.49 0.57 0.43 0.95 0.48 0.76 0.43 0.55 0.48 0.039 0.003 0.048 0.172 0.0004 1
rs1943049 5 163.16ATTAAAAAAGATTTTTGTGGCAGCCTACTGAACACTGCCAGAGTAATGCTATCAC[A/G]TATTAACTTTGTTTGCTGATTCTCTAAAGAAGATAAAGTAGTTGACCCAATTATATCAG A G 0.69 0.42 0.41 0.41 0.45 0.32 0.28 0.36 0.36 0.43 0.41 0.046 0.003 0.001 0.001 0.0003
rs1363157 5 163.19TGTTCAAACAGTTAAAAGAAGCCATAAACATACTGAGAAGAGATACAGATGATATA[A/C]GGTCAAATGGAACTTCTAGCATGAAAAATAAAATACCTGAAGTGAAAAATTCATTGG A C 0.76 0.45 0.46 0.45 0.48 0.32 0.29 0.44 0.39 0.45 0.49 0.062 0.006 0.000 0.004 0.0021
rs878953 5 163.91TCAACAAATTTTAACAGAGTTGCAGCTCAAAAGAAAAAAAGGAAATTGTCAAAGGAGT[A/G]GAGGAAAATTTTGATATGCCAACTTATATATAATGTGCTATTATATCCTACATGAA A G 0.67 0.38 0.44 0.48 0.39 0.23 0.53 0.30 0.29 0.46 0.42 0.024 0.008 0.001 0.017 0.0005 1
rs1030154 5 165.03TTTAAAACGTCTGAATTGCTTATTTCTGGGATTTTCCATTTAATGTTTTCAGAAC[A/G]TGGTTGAACCGGGGTAACTAAAACCACATAAGGGAAAACTGTGGGCAAGGGGAAACTA A G 0.21 0.22 0.20 0.23 0.23 0.36 0.25 0.22 0.21 0.18 0.22 0.002 0.006 0.001 0.027 0.0004 1
rs1445716 5 165.40TTGATCAGCTTTTCTTTTTTTTAAATACGGGCTGAAACCTCAAAACAGCCTGTGAGT[A/G]TTTCAGGTTGGCATAAGCATATGTAAATGATTATCTGCTTTTGAGCATAAAGATATA A G 0.36 0.60 0.54 0.51 0.64 0.68 0.88 0.59 0.50 0.63 0.57 0.027 0.051 0.000 0.001 0.0006
rs1422528 5 166.79AAGAATAATTTTCTTAAATGTTTAACCAACACCAGATTTCACTTACTGCCATTTCT[A/G]GCTTCCTATTTCATACCAACTTTATTTTCTTTGGGGTTTGTTTTTTTGTTTTTTCCCTTT A G 0.14 0.49 0.46 0.52 0.48 0.45 0.79 0.50 0.57 0.44 0.49 0.065 0.064 0.002 0.000 0.0008 1
rs1025482 5 166.87CAAGTAGGGAGGAGAGTTCGTGAGCCCATGCTTGGGAAGTGTGCTATAGAGGA[A/G]CAAGGAGTGGAGGAGGAGGAATTCAGCTATCTCTGGACATTGAAATAGCAAACTATC A G 0.52 0.52 0.46 0.39 0.45 0.64 0.35 0.56 0.54 0.57 0.49 0.001 0.006 0.002 0.011 0.0008
rs1864979 5 166.89CATACATATATGTACATGTATGTACACTCCCACTA[A/G]CCCATACAACAACTTAAGTATGTATACATAATTAGCATCGAAATTAACTTCTGTCTGAGGCTACCATGAAATGTCAAAC A G 0.26 0.16 0.18 0.24 0.14 0.45 0.02 0.24 0.11 0.21 0.21 0.003 0.043 0.005 0.038 0.0009
rs1432881 5 166.91 AAAACAACAAGTTTACCTACATTTTTCAATTCTCCTATTTCCATTAGCTTTCATATA[A/G]TAACTACAGTTCAGTGGACAAAACAATATTTTTCCTTGTATCCACATAAATCCCTTCT A G 0.52 0.36 0.34 0.34 0.38 0.68 0.68 0.32 0.43 0.39 0.37 0.015 0.072 0.001 0.061 0.0013
rs32422 5 167.34ACTTGTTTTCCAGAGGAAAACAGACCCTTTCAAGTACTTGCTTTTAAAGGTGAC[A/G]ACAAATGGGGATGTCTACACTCCTACCAGGTTACATTTTGGCTATAAGATGAGGTATGG A G 0.33 0.19 0.20 0.17 0.14 0.23 0.04 0.05 0.18 0.21 0.17 0.005 0.038 0.030 0.000 0.0009 1
rs244903 5 167.89CCGTTTCCGCTTCCGTCCACTTGGCGAGTGAGACGCTGATGGGAGGATGGAC[A/G]TACTGGTGTCTGAGTGCTCCGCGCGGCTGCTGCAGCAGGTTTGGACGCAGGAGACCG A G 0.76 0.55 0.51 0.49 0.55 0.77 0.91 0.50 0.54 0.49 0.59 0.043 0.126 0.002 0.044 0.0043 1 1
rs244896 5 167.90ATAATAAAATCGAGCTTGTTACTATTATCACTATTTCTATGTGGGCTACAGATAAGT[A/C]ACTTGTCAAAGACAAGACAGAATAAGTGGAAAAGGCCAGATTCAAACTCAGGTCTA A C 0.69 0.55 0.50 0.46 0.54 0.55 0.38 0.47 0.54 0.48 0.58 0.025 0.002 0.002 0.002 0.0037
rs1054998 5 169.60 CTACTTCGGATTAAAGTTACCCCTCCGGAGAGTGTTCCCAATCAATCTGA[A/G]TTGACCAAGTCCTTATTACACACTCTCAAACTCCATGAGATGTCCTTCAT A G 0.69 0.59 0.63 0.60 0.55 0.95 0.64 0.63 0.57 0.61 0.55 0.001 0.001 0.000 0.076 0.0041 1 1
rs315791 5 169.72 TTTGTACCAGGGGTGTTTCCCTTACTGTAAAATGAGGAAACTAATGCATAGGC[A/C]AGTTTCATCCTTATGTGGCAGACAGAAATTAACAAAGGAGCAAATAAGAGGTGCGAGG A C 0.55 0.49 0.50 0.44 0.46 0.50 0.60 0.61 0.71 0.45 0.45 0.001 0.002 0.002 0.001 0.0013
rs2029524 5 171.64AGAAATACTCAGACCCAAAACTTTATTCAGATAAATATCTTACTGAGTCTACCT[A/G]CTTACTGTGCCATCTTCCACTTCCTGGTCAGTAAGCTGAGTGTTGTCTGTAAACTGTCT A G 0.43 0.30 0.35 0.37 0.39 0.41 0.39 0.47 0.36 0.34 0.23 0.000 0.000 0.002 0.000 0.0113 1 1 1
rs869366 5 171.74CGCACTGCCAAATCTGTTTTCTCCCTTGAAGAAACCCAGGGCAGATGTGGTC[A/G]TCTGTCAAACTGAGGTCTGGAGAGGCATGACTAAATCACTGCAGAAGCAAAATCAGGA A G 0.36 0.50 0.44 0.49 0.32 0.45 0.56 0.21 0.57 0.42 0.43 0.001 0.020 0.038 0.001 0.0008
rs472959 5 172.31TCCAGGCCTGTGGCATCGGTTGCTCTTCTGTTTCTTAAAAGGACTTTAAAGTGA[A/G]AGCAAAAGTGAATATTGCCTTGTTAAAGCTGAAGGGAACATTTTGGTTCCATTCCGTG A G 0.62 0.44 0.49 0.44 0.48 0.32 0.26 0.47 0.43 0.54 0.57 0.016 0.022 0.000 0.013 0.0046 1 1
rs255292 5 172.56CAGCCTCAGATGGCTCAGGGCTTCATTTTTCTGTCCCTGCACGAGCTCTCAAA[A/C]CTTCAAGCGCTCAAACTGCCTATTACTCGTCTTTAATTAAATAGGCACAGAAATTGTGAG A C 0.45 0.56 0.63 0.61 0.46 0.18 0.22 0.33 0.64 0.55 0.58 0.016 0.125 0.069 0.144 0.0010
rs1445795 5 172.82 CACCTTTCCCAACCCGTGCTTTCCATCTCACTCCGAAGACAACATACAACCAC[A/G]CGGGCTCTTCTTCCCTCCTCTCCCGGCAGCCCCAAAGCGGGGAATGAGCTGTCTCCG A G 0.55 0.52 0.52 0.60 0.57 0.41 0.57 0.51 0.50 0.46 0.52 0.000 0.002 0.001 0.016 0.0001 1
rs1875189 5 173.78 TGGGTCAGCCCAC[A/G]CTCCAGTGTGGTGACTGAGCAAGGCAGGTGCATAAAGACACCCCTAATGGGCAATTCTCAACCCGAAGCCCCCTGCTCTGTTGGCCAAGGCTTTAT A G 0.17 0.31 0.34 0.30 0.38 0.50 0.54 0.51 0.32 0.31 0.31 0.020 0.016 0.012 0.012 0.0007 1
rs4304087 5 174.22TTCATAATCCGGGACTATATGAAGCTAACTTTTCTTTACATTGTTGGAATAATCAA[A/G]CATTCCTATGAAAGCCAGGGGAGCCAGTTTCATTAACCCATATTAGGCAGGGATATC A G 0.45 0.29 0.37 0.30 0.23 0.09 0.22 0.26 0.21 0.35 0.35 0.001 0.011 0.020 0.068 0.0001
rs998876 5 174.64CACTGAACAGATAAAATAATAAATACCTAATATAGGTTCTTTCATCACAGGGATATTT[A/G]AAGAGTTAAATTTTATAGCAGATATAAATGTACTATATAAATGTCACTATGATTAGC A G 0.24 0.63 0.60 0.57 0.64 0.73 0.91 0.74 0.64 0.63 0.71 0.073 0.055 0.005 0.006 0.0039 1
rs930047 5 175.29ATGTGGGAAAGGGGATCCCCCACG[C/G]GGGCAGGATGGTCCATCTCACCGGGGTCTCACCAGGACTCCCCGCTCCCACCCAGGGCCAGCACGAGCACCTCCCGTTTTCTCC C G 0.43 0.60 0.58 0.59 0.64 0.73 0.63 0.52 0.61 0.45 0.54 0.012 0.002 0.004 0.011 0.0002 1
rs691057 5 176.30 TCAGGGCAGGCCAGAGTCAGGAACAGGGAAGATCAAGGGTTGACAATTCTGG[A/G]TTCTAGAACTTTGGGCCCTTCCTTCTTTGAACCTGGCCAGGGCCCCCAGGTTGCTCC A G 0.38 0.49 0.36 0.37 0.39 0.59 0.31 0.43 0.32 0.47 0.53 0.000 0.007 0.000 0.014 0.0108 1 1 1
rs353468 5 176.43CACACACATGCACATACAGAGTCAGTATTTAAGCAACTGAAATGTATGCTGAAC[A/T]GTAGCCAGTTCCCGTCCCTTAGCAAAGTCATTTCCCTGGGATTGTTCATCTCCCATGG A T 0.19 0.47 0.53 0.48 0.54 0.64 0.73 0.48 0.36 0.45 0.53 0.064 0.017 0.003 0.004 0.0002
rs352943 5 176.45ATCATCTATTCTCTGAAGACTACAGCAGCCTTCTCCTTGTTCTTTCTGCTTCCATT[A/C]TTGTCCCCATACAGTCTGTTGACAACAACTGTCAGAGTAATCTTTTCAAGGGCAAAC A C 0.07 0.23 0.19 0.16 0.21 0.00 0.03 0.07 0.18 0.34 0.25 0.023 0.047 0.017 0.080 0.0023
rs1544926 5 177.78 CCCTGGGTCTTCTTGGATAGGGTGTGTCCCAGGGACTCCAGAGTTTTGCGGG[A/G]GCAGGTTCTTACAGGGCAGTACCACAGCTGAGAGTCTCTCTGCTGATCAGGTGACTG A G 0.12 0.40 0.45 0.49 0.41 0.09 0.27 0.51 0.46 0.47 0.49 0.078 0.017 0.008 0.082 0.0006 1
rs185493 5 178.10GGGAGAGGTGGGGTCCGGGAGAGAAAACTTTACAGATTCACCATCTAATTGAGA[A/G]AAACAAAAGCACAAAAGGAGTTAGGATAAATGACCAGCACAATCCCAGTAACCTGT A G 0.83 0.36 0.38 0.40 0.50 0.77 0.85 0.68 0.50 0.41 0.42 0.154 0.189 0.079 0.130 0.0013
rs1079487 5 178.25ACTCAAGTGGCATTCAGAAGCTGGAGGCTGTCAGGAAGTTGATTTCAGAAGCATGGCT[A/G]CTGGCAGCGAGGCCATCATTGATTTTTCAGACCATGTGTACTGATCCAAAGAT A G 0.21 0.39 0.28 0.30 0.30 0.41 0.20 0.34 0.36 0.20 0.24 0.001 0.004 0.016 0.014 0.0010
rs584609 5 178.95 ACCACCTCACTCTGCACATGGCAGCCCTGCCTCCAGAGCACACAGACTACCAT[C/G]GTGTGGTCCCAAGTACAGGACCACCCTCAGGCACAGCCCAGGGTCTCTGTCCTTGC C G 0.31 0.56 0.58 0.60 0.63 0.82 0.76 0.61 0.39 0.57 0.47 0.035 0.023 0.000 0.029 0.0062 1 1
rs860732 5 179.54 AATTTGACTGTAATGTGACACGGGGAGGATGTTTTCAGATTTACTCTTATTT[A/G]GGAACCACTGGGCTACCTGGATCTGTGTCCATATATCTCCGTAGACTTGGGAAGTTTTCA A G 0.50 0.61 0.64 0.61 0.54 0.50 0.76 0.74 0.39 0.58 0.63 0.023 0.000 0.001 0.030 0.0004 1
rs1053110 5 180.60 AATGAACATCTGTCGACCAGTCACCTAGAGTCACCAAGTGTTGTCATTTT[A/G]CTACATTTGACTTGTCTCTTTCTTTCTTTATATTCATATGTTTTATATTT A G 0.31 0.45 0.51 0.43 0.57 0.36 0.27 0.29 0.25 0.42 0.38 0.012 0.019 0.019 0.003 0.0089 1 1 1

rs1467 5 180.60CTGGCTTGAGGCTATTTGCAGGCGAGAGTGCAGAGGCTGTAATGAACCTCCCAGATTCTCTGACGAAGGGGTCCCCTAGGTTCCCATCTGTCA[A/G]ATGGCATGGGGTGTTGA A G 0.50 0.48 0.56 0.50 0.61 0.36 0.26 0.36 0.32 0.46 0.43 0.000 0.036 0.010 0.008 0.0085
rs719065 6 0.11CACCTTTTCCTCCACTGTGCCTTAGGCTGGCCCCATCCACTTGCTACCTTTCTCTGC[A/G]TTAAGGAGATTATGAAATCACCAAGGAAATTGTAAATGAATGTGTATTGATTGAAA A G 0.74 0.11 0.12 0.09 0.25 0.59 0.38 0.19 0.18 0.14 0.12 0.260 0.091 0.035 0.177 0.0003 1
rs1986818 6 0.13CCTGCTTCTCCCACAATCATCTGGCTCCCTCTAGCGGGTCCCTGGCCACTGG[A/C]CAGTGAGGTGGAGACTATGGTCTCGCCCACGCTAGCTGACCGACCCATCTGTCAACTC A C 0.50 0.60 0.61 0.56 0.52 0.86 0.63 0.66 0.61 0.59 0.57 0.003 0.000 0.004 0.042 0.0023
rs727056 6 0.17TGTCTTCCAGGCAGCTCTGCCAGGTGTCACATCTGGACAAGACAGAGAGGTACTATCTTCCCCTTAGGAGTGATGAACTCCTTTCCAGAAGCTTCCTGCAG[A/G]CTTCTCCTCA A G 0.83 0.36 0.31 0.23 0.34 0.50 0.21 0.34 0.25 0.35 0.40 0.137 0.003 0.000 0.016 0.0037
rs6922081 6 0.20GAXTTTCCTTTCTGAGTGCTTTTCTGCATGATGGCTGAATTATGAATCTGTATTAA[A/G]GAGGTTTTAAAGAGGGGAGGTTGACTTTGGGGGCTTTTTGCCTTCTTGAGGTCAACG A G 0.48 0.88 0.87 0.82 0.86 0.64 0.49 0.88 0.89 0.88 0.87 0.105 0.124 0.001 0.051 0.0004
rs1987326 6 0.78 CATCTGTTGGCCATTATAAGATAAAGCCTCATGGTTGCAAGCTCCCCAAGCCACT[A/T]CGGCCCTTCAGAGCTCTCCGACTTGAGCCCCCACTATCATGCTTXTGAGTGGCATC A T 0.33 0.21 0.18 0.23 0.18 0.50 0.13 0.22 0.12 0.20 0.23 0.030 0.002 0.005 0.079 0.0034 1
rs1055368 6 0.85 TCTTTAATCCTCTGGATTATTGCACACAAGTTGGTGACTCAAAATTCCATGGA[A/C]CTGGCTGAGAATTCAGCTGCAAGATAAACAAAGAACTAACAGATACCCCCCACTGCTGA A C 0.64 0.47 0.49 0.44 0.57 0.60 0.35 0.69 0.50 0.53 0.49 0.007 0.010 0.022 0.008 0.0001
rs1013303 6 1.69AAATAATTTCAGTCCTAAAAAACCCATAAAATAGTATTACCTATTAGAGAGAAGC[A/G]GAAACTATCCTCATAGATACCCACTTGTACACTACACAGTGGCAAGAAGGTGTTGCTG A G 0.33 0.46 0.46 0.43 0.52 0.82 0.53 0.59 0.61 0.53 0.36 0.007 0.005 0.020 0.096 0.0047 1
rs1157675 6 1.77 GGTCTGTCTTCTGTTGGTCTCTCCCATGAAGTTTTCAGTAGGGCAGAGTGTAA[C/G]CATGTGGGTATCAGATGAGGATCCAAACCCCAGCTCCACTAACATGAACTACTCAAGT C G 0.45 0.36 0.37 0.41 0.43 0.50 0.67 0.54 0.32 0.42 0.40 0.001 0.038 0.011 0.006 0.0002
rs234915 6 2.15GTTCTGGCATTTGCCATTGAGCTGAGGCTGCTTAAAACATCAGATCTGCAGAGT[A/C]CATTGTGTTCAGTGGCCCAGACTTTTTTATTTCCTTAACTAGTAGCCTCTACCCCCAC A C 0.14 0.56 0.59 0.60 0.48 0.14 0.39 0.28 0.46 0.47 0.45 0.069 0.001 0.032 0.071 0.0057 1
rs7775474 6 3.41GGGCTTGAAACTTTATCCTTGTGAATGTAGGCTTTTATCTTTAGAAGCAGACAGT[A/G]AAATAGGGCTTCATGTGCAAGGAAGCAGGCAATGGATTTGGGGCTTTTGTTGTCCGT A G 0.19 0.59 0.49 0.49 0.54 0.50 0.67 0.25 0.54 0.45 0.45 0.045 0.026 0.021 0.001 0.0009 1
rs190129 6 3.66GTAGAATAAGGACAGGAAGCAGAGTGATACTTTCTACAAAACCTTTCAAAGCTTTTT[A/G]ATTTTTGGACCGCAGGAATGTATCACCCATTCAGATTTTAAAAAGCAACACTGATAT A G 0.69 0.97 0.97 0.93 0.96 0.82 0.33 0.78 0.93 0.90 0.96 0.079 0.265 0.061 0.037 0.0000
rs2025267 6 4.10TTCACTTATCTGCGCTGGATTGTGAGTCCTTACAGAGAGAAATTGTTATGTGCTAT[A/G]TTCCCAACACCTGCACATTATAGGTGGTCACTAAGTGCTTGATGAATAAATGAATGA A G 0.95 0.77 0.70 0.80 0.84 0.91 0.93 0.75 0.82 0.73 0.74 0.047 0.034 0.000 0.020 0.0001 1
rs429909 6 4.61ACAGGATGGCACCGCTAATAAGAAAGATGATCCTTGGTTCTGGATGAGGAGGTCACTG[A/G]TGAGCTATGAGAAATCTGTTTCAATTAACAGTGATATAAAAGTTGAATAGAAAG A G 0.21 0.39 0.34 0.45 0.38 0.09 0.33 0.34 0.36 0.34 0.36 0.008 0.003 0.000 0.056 0.0004 1
rs2793257 6 4.99AAAACCAAACGGAATATGTAATTTATGACAGCTGGCCAGGCACTTAATTTTGGGAAA[C/G]AGAAGGATTTTGAGGTAAACTAGAATTATTTTTAGCAATCACAAACATAGCCTATA C G 0.48 0.24 0.22 0.23 0.21 0.00 0.04 0.25 0.32 0.16 0.16 0.030 0.047 0.002 0.080 0.0033
rs2032985 6 5.35CAGGCATCACAGTCAGAAAAGTCATATATTGCATAAATTGTTTTTTGTAAGGAAACCTG[A/C]CATCTGCATTTGAAAGCTACGCAAATACAAATATAAAAAATAAXACAAAGGAAAG A C 0.29 0.53 0.49 0.67 0.59 0.59 0.49 0.43 0.57 0.43 0.40 0.034 0.000 0.011 0.003 0.0024 1
rs6597161 6 5.68 TATCTAGCTGTAGGTAGTTAATTCTTCTTCTCACAACTGCTGCATCCAGAAAGACCA[A/C]CCCAATAAACTAAGCAGCTTTCTAGAAGATTCACTCCGCGTTTATTGCCAGATGT A C 0.60 0.51 0.62 0.57 0.57 0.68 0.76 0.68 0.57 0.59 0.56 0.001 0.005 0.001 0.000 0.0068 1 1
rs4960147 6 5.90AACATGGATCGGAGGAGACAGAGTGGGGGCTGTTGCATTAATCTAAGCAAGAGATGT[A/G]AATGAACTAGCCCAGGATGACTGGCAATAAAAACGAAGAGCATTGGAAAGACT A G 0.67 0.58 0.60 0.57 0.48 0.36 0.53 0.42 0.54 0.57 0.63 0.003 0.001 0.028 0.028 0.0021 1
rs3823193 6 6.11CCAAGAGGCTGGGAAAGCCTCTGTCTTGGGCAGCACTTCTATTTGGAAGTCTCTTT[A/G]CAGATGCGTAAGTGCTGTGCCTTGCTTCCAGGACTTCTGATTGAAGAGTTCTCAGT A G 0.69 0.90 0.84 0.88 0.80 0.91 0.98 0.61 0.71 0.77 0.81 0.035 0.020 0.051 0.002 0.0011
rs1902944 6 6.30TTCTTGGACTATGACCAGCTTCTCAGTTTACTCACATGGCTTATGGACCCTAATATTT[A/G]TCATGCAGCACTTGCTTTCCCTAGTAAGCATCATTTTCAGCATTAACATTAGATAT A G 0.19 0.12 0.09 0.11 0.13 0.27 0.03 0.06 0.08 0.10 0.15 0.005 0.017 0.004 0.014 0.0052 1
rs1892512 6 6.92TTAATGCCACTGAGTTGGAAGAATAGTTGAAATGGTAAATTTTATGTATGTTTTACT[A/G]TAATAAAGGAAAAGAAAAGCAGAGCCTGCCCTGAGGATAATCCAACCCTCCAAACC A G 0.63 0.50 0.46 0.49 0.45 0.25 0.31 0.44 0.61 0.49 0.53 0.017 0.004 0.002 0.017 0.0056 1 1
rs2842362 6 7.21AACAGATAAACTGGTAGCATCCATTTTACAGATAGGCACCCAGAGCTGAGAAACCCC[A/C]TTTAGACGAATAAATATTCCCAATCAAAGAGAACTCAAGACACCCTATCTAGTTCT A C 0.38 0.34 0.26 0.26 0.25 0.41 0.32 0.38 0.39 0.24 0.35 0.014 0.004 0.013 0.017 0.0050
rs2763122 6 7.43CCTCCCCACCACCCGAGCATGGCCCTCACCCCGACAGCCCTGTCCTCATGGTCTAC[A/G]GTTTGGATCAGTCTAAGATGAACTGTGACCAAGTCTTCAATGTCTTCTGCTTGTA A G 0.45 0.20 0.18 0.17 0.25 0.14 0.08 0.07 0.18 0.16 0.15 0.052 0.005 0.009 0.000 0.0009 1
rs2815155 6 8.01GGAGCAAGAGAAGCATTCTAGGAAACAGGTGTCTAAAAAGAAAGGCAGGAATAGTC[A/G]GCCACACTCATGGCATAGTAGGGAAACAGCCCCCAGCTAATTGGCTTTGCTATAC A G 0.20 0.48 0.48 0.40 0.36 0.25 0.24 0.31 0.46 0.54 0.65 0.042 0.029 0.013 0.020 0.0124 1 1 1
rs505567 6 8.22GTGGAAGGATTCCACTGCATTATTCACCATCTCCAATGCCGATGCTGAGTAACCAGG[A/G]AGAATGTGAATTTCTCTAAGTTGGTGAGGCTTCTTCACACCAGGCGAAGAGGTC A G 0.36 0.35 0.27 0.28 0.29 0.27 0.21 0.27 0.18 0.33 0.26 0.001 0.010 0.005 0.002 0.0002
rs1410766 6 8.47GTATGTTTTAACTGTCAGAGACTGCTCCACTGCTCTCTCTACAGCTTTCCTGCT[A/G]TTTCAGTCCTGGTGTAAGCCCCTTATTTTACAAACCTAAAAACTAAGCTCTATATAGGTT A G 0.62 0.42 0.36 0.39 0.38 0.18 0.14 0.40 0.18 0.34 0.37 0.034 0.031 0.000 0.018 0.0004
rs6597349 6 8.70AGTAATATGGAGAATTCATTCAGATCAAAGAAAGTTGGGAGTTATTTGACAGTGTTTA[A/G]TATGAAGCAGCTGCATTGGAGAGTCTTCTGTAATAATTTATTCTTCTTTTGACTTG A G 0.50 0.28 0.25 0.27 0.20 0.32 0.43 0.21 0.19 0.25 0.28 0.055 0.033 0.000 0.009 0.0013 1
rs2876143 6 8.93AGATGGCAGCATTTCACAAACAACGCCGCCACCGGGACGCATTGAGAACTCAGCTCC[A/G]GTAATCTGTTGACAGGATTAAGGACCCCTGTTGTTTTACAGGAAGTAAATAAAT A G 0.74 0.79 0.79 0.83 0.84 0.95 0.91 0.93 0.86 0.77 0.88 0.005 0.003 0.004 0.013 0.0093 1 1
rs767022 6 9.08 TGCGAAACAAAATCAGAAACAGAACAAACCTTAAAATAAAAGTGTAAACAAGTCCCA[A/G]TGCATATGGCAAAATGCAAGCTGCAGGAAAATGAATCTAAAACAAGCACTGAATA A G 0.67 0.26 0.24 0.21 0.38 0.64 0.86 0.47 0.32 0.34 0.33 0.061 0.237 0.028 0.063 0.0014
rs761116 6 9.57CTGACTCTAAGAGGCAACAGGGCCTTACATAAGTAGAAAATACAAGCAGGTTTCAC[A/G]TGTGGTTTATTGGCTCAGCCAAAGCAACTGTAAAACCCTTTTGCAGCATTTGCTAG A G 0.69 0.68 0.68 0.67 0.71 0.91 0.55 0.79 0.57 0.64 0.67 0.002 0.002 0.025 0.056 0.0004 1
rs1328132 6 9.88ATGCCATCAAATTGAAATTTTAAATAGTTACAAAGGCTTTTTATCAGCAACCTGGCAA[A/G]GTGTGCCAATCAAATATATTTAGTTGGGACAATTCAAAGATCTCATATTTTTTCAAG A G 0.26 0.38 0.29 0.29 0.30 0.00 0.14 0.35 0.36 0.32 0.24 0.001 0.018 0.003 0.106 0.0031
rs763907 6 10.15CTACAGTTCTAACTTCTGAATTACATAACAAGTTCTGTTAACCATCCAATTTCAGTAATTT[A/T]TTATTCTTCTCTCTAGGTTTCTTAATTAATATTGATCTTGCTTTAGCTAGTGCTG A T 0.45 0.26 0.35 0.38 0.36 0.68 0.49 0.39 0.43 0.33 0.26 0.005 0.018 0.000 0.061 0.0051 1 1
rs760892 6 10.17ATGATGTGGGGTTGGAGCAGGGATAGAAGGGATTCACAAGGTGATAAG[A/G]AAATAGGGTGAAAAGAAAAACTCAGGCCAATGACCAAGTGCAAGATGTAGTTGAAGCACAAC A G 0.50 0.53 0.56 0.55 0.55 0.82 0.34 0.51 0.57 0.54 0.59 0.001 0.029 0.000 0.039 0.0001
rs1087924 6 10.63TCTTCTTCCCCACAGCTTTCCATCCAGGTCTGGAATTAGCTCTGACTTCTCTA[C/G]AAGCCCTGAGCTGAGCACGTTAGGTGCCCTACCTCCAGAATCCTCCCAGCATGGCCTG C G 0.36 0.42 0.56 0.48 0.61 0.59 0.57 0.74 0.61 0.47 0.49 0.035 0.000 0.017 0.000 0.0023
rs1225732 6 11.04ATTTCTGTCTCAATATATACTTTAAAAATAATTCAAAGAGTCAAGGTTTGAATCT[A/G]TTGTCCATTTGAGGGGAGCAGTACTTGAATGCAGAGCCATTAGAAGACAACTGGAAAT A G 0.79 0.80 0.75 0.80 0.80 0.91 0.95 0.82 0.82 0.71 0.74 0.001 0.035 0.008 0.023 0.0006 1
rs561332 6 11.72TTGTACATGATAATCATGAAGGTATTATTTCTAAACACTTTATCATTCAACCAAGGT[A/G]AGAGGGCTTCTTGAAGTTCTTTATTATGTTCAAGCAGGTCTCGTTTAAAACCAAGAG A G 0.29 0.21 0.21 0.18 0.14 0.30 0.59 0.27 0.21 0.19 0.24 0.002 0.056 0.000 0.002 0.0002 1
rs576100 6 11.72GCACTCACTAATATCATTTAGATAAGTTAAAAAAAAATCCTGATAGCTTTTGAAT[A/G]TTTTTGGCAAGAGCAAAATTTTTTCTAGATGGCCAGAAAAATTCCATGATTATTTTTTTTT A G 0.24 0.40 0.44 0.39 0.61 0.55 0.16 0.46 0.32 0.52 0.44 0.021 0.054 0.000 0.003 0.0000
rs1953088 6 13.03TGGCTGGTGACTAAATGCAATTCCACTAGTAAAACTTAAAAATAGTTTCCCATCTTG[A/C]AATTTACACTGATATTACAGAAAGCCCAGAATTCAACTCCAAAGGTGAGTAACATG A C 0.31 0.66 0.60 0.52 0.55 1.00 0.76 0.67 0.68 0.57 0.57 0.035 0.026 0.002 0.176 0.0002 1
rs1150613 6 13.29 AAACAGTTTCCTCTTTTTGAACATGTTTTTCAAGATTGTAATCTTACTGTGTGCCAA[A/G]TTTTATAGCTTGCTTCCCCCATACTATTATAAGCATAACTATCATCTTAATGATTATA A G 0.57 0.49 0.47 0.45 0.41 0.91 0.15 0.41 0.57 0.40 0.43 0.001 0.030 0.003 0.013 0.0002
rs1863995 6 13.57GAGGGAGACTCTGGGTCCTGCCCCGGAATATTGGGTGCTCCTGGTGCTGTGTGAGCCAAGTTTCTTG[A/G]TTGGCTCTCTGCTTATGGCAGGCTGATTTCTCATCATCCCCAAA A G 0.21 0.26 0.28 0.21 0.29 0.18 0.01 0.15 0.36 0.24 0.18 0.003 0.089 0.014 0.008 0.0052 1
rs707816 6 13.74TAAAGTCATAAAACCACTACATTTTAGCATATGTACTTTTTTTCCTCCCTTACCTCC[A/G]GGGGTACAAATTTGTTAAAAGTCAGCGACATGTTTGGCTTTGAATACGTTCAAGATT A G 0.50 0.45 0.44 0.40 0.39 0.45 0.89 0.44 0.39 0.29 0.37 0.000 0.079 0.003 0.003 0.0065 1 1g

rs1555020 6 14.57GGACTAGAAGCAGGGAGATTGTTTGGCATGTTCCTTCAATGATCAACACAAGA[A/G]TCAGTGACAATATGAAATTTGGCAGTGGTGGTGGGGCAGCAGGAAGTATATGTGAGAA A G 0.55 0.39 0.36 0.38 0.43 0.68 0.63 0.56 0.32 0.38 0.39 0.019 0.021 0.009 0.031 0.0007 1
rs1891284 6 14.76 CAGGCCCCAGGCTGGTCCTTTCTGGCTGTACACATCCTCCACATTTTCATCAGT[A/G]TGTCTTACGGATATTTTCCCCCCTGTATTTGCTATGTCCTGAATACAAGATTGAGAAG A G 0.33 0.43 0.44 0.43 0.48 0.41 0.60 0.43 0.36 0.55 0.47 0.007 0.018 0.000 0.000 0.0008
rs1259078 6 15.12 GGTGTTTCCTTGCAGTTATTTTTGGATGTTAGGCATCATTACCACTAGTGATC[A/G]AGCAGTTTTCCTTGCCTCCCCCTCAGAAAAACTCAGAACAATGACAAAAACCATGGACT A G 0.69 0.60 0.55 0.56 0.54 0.23 0.78 0.86 0.57 0.53 0.49 0.011 0.037 0.051 0.060 0.0013 1
rs752861 6 15.38TTTTCTTCCTGGAGTTAGGTTAAGAGGTTATATTTGTGTTTTCTTATCAACCT[A/G]CAAAATAAAGCCTAGTAAGTTGCCATCTATAGAGAAAGCAGTTAGGGGATTCAGCATATGG A G 0.86 0.70 0.74 0.74 0.64 0.82 0.73 0.54 0.82 0.69 0.76 0.014 0.001 0.004 0.010 0.0003
rs74111 6 15.89ATTTTAATAATCACTGGAATTCCTCTCCTCCAAAGAGCTCAAAGTACTCCATGTTTG[A/C]ATTTAACTTATCCTCACAAGATTTCAGAAAAGTGCTTTCAGATATCATTTCATCACA A C 0.24 0.56 0.56 0.52 0.52 0.00 0.25 0.26 0.54 0.51 0.48 0.073 0.084 0.078 0.299 0.0031 1

rs1935784 6 16.14AAAAGGATCTATCTGTTCAAAGGCCTAGAACCAAAAAGAGAATATTAGCTACTTC[A/G]ACAGGAATGTGGCTATCAGGGGAGACATGGTGTAAGAGCAGCACACCAAAGGTGAG A G 0.64 0.46 0.40 0.52 0.32 0.50 0.56 0.41 0.54 0.47 0.37 0.030 0.013 0.000 0.006 0.0003
rs2066272 6 17.46CCTTCTTTCCATCTCCCTACTCCACACACCCTACTGAGCCACCCCAACCCCACT[C/G]CCCTAACCTATGCTTCACTCTTGTGATTTCTAAGGGGTTTGTGTTGCCAGCAGCCCTG C G 0.81 0.59 0.59 0.49 0.59 0.14 0.35 0.63 0.68 0.49 0.55 0.040 0.022 0.008 0.105 0.0001 1
rs760848 6 18.11GGCAAAGATCTGCAGAAGTGTTTAATGAGGGCCTAGGAGGTTAGGAATCATAGTTCAAAAGAGC[A/G]GACTCACATCCTGAACCTTGAATCATGAATTTTGAATCCTGAATCCTG A G 0.36 0.63 0.57 0.59 0.64 0.68 0.22 0.65 0.46 0.57 0.59 0.030 0.061 0.008 0.008 0.0002 1
rs214527 6 18.40GGATTAGTATCAGAAACTGGGGTTGCCTAAATTAGCAATCTAGCTAAGGAGAATAC[A/C]ATCTTCCCATGTCTACCTTCCCCAGTACAAGTGGCTGGCGTTCGTTCATTCAGCAG A C 0.65 0.84 0.77 0.70 0.77 0.83 0.46 0.59 0.71 0.68 0.81 0.012 0.000 0.026 0.007 0.0006
rs2008687 6 19.28 TGTTCATTGCTTCCATCATGCTTTCCAACAAACATTCAATCACTCTCCTCTCCT[A/G]TTTTGGGATAAGCAGTTGTGAAATTTTGCTGAAAATTTCTTACTGTGCCTTTGAGATTAA A G 0.71 0.55 0.53 0.54 0.50 0.50 0.83 0.65 0.54 0.64 0.57 0.016 0.053 0.008 0.000 0.0001 1
rs1011119 6 19.97AGGTAATGACTGTGCATCTGTTGCCGTAATACAGTGAACTGGGAAGAACTAACT[A/C]TGTGCAATTCAATAAAGTATATTTAGCATATTTTCATTGCACCAAATATCAGCTGATCC A C 0.62 0.63 0.67 0.76 0.48 0.68 0.64 0.65 0.69 0.55 0.62 0.001 0.002 0.003 0.006 0.0003 1
rs965037 6 20.10 AGAATATGGGCCAGATTTAATCATAAACATGTTATATATAATACATAATAATTAGGGAAGAAACCCAGACTTTTTTTTTTACATAATGCTTAC[A/C]TATAGACTGACAAAAATGTTAC A C 0.78 0.59 0.58 0.61 0.57 0.70 0.85 0.67 0.75 0.64 0.53 0.014 0.039 0.002 0.007 0.0030
rs911361 6 20.52TAGTCTCTAGGAGGCAAGGTTTTCAGCTTTGGAAATGCATGCGTGACACAGT[A/G]GTGTGGTATGGAAGGCGTGTGGACTTGAAGATCCGGCTCCAGAAACACGCTCTGCCAA A G 0.19 0.42 0.40 0.40 0.43 0.32 0.25 0.39 0.61 0.46 0.46 0.022 0.004 0.004 0.001 0.0005 1
rs1498426 6 21.12 ACATTGTAAATTTCTTCTCCTCAATATTTGCTGAATCCACTTTATTGTCTCCA[A/G]TGCTAGAGGAAAATGCCTTAGATTAGACCAGCAGTACAACACTATGGATAAGAGCACTGG A G 0.48 0.57 0.58 0.44 0.61 0.75 0.84 0.64 0.57 0.55 0.62 0.004 0.032 0.000 0.011 0.0024 1
rs2180419 6 21.84TTCTTTTCTCCTGTCACATCTTGCTCCAGACGTCATCTTGTCTCCTGTTACACTT[A/G]GATCTCAGGCATCTATCCTGGCTTGATGTTGGAGTCCCCCAGGTGCCTCATAGTCCC A G 0.53 0.35 0.39 0.39 0.25 0.55 0.82 0.39 0.21 0.32 0.33 0.009 0.103 0.000 0.015 0.0033 1
rs197987 6 23.70TTACTTCTGGATAAATTCCTACTTTGTTCAGTGTCCTCTCCACCACACCACTC[A/G]TGCCACCAATACTACCTAGTAATAGTTTTTTAATTTGGGGAATAAATTTTCATGAAAAAATA A G 0.67 0.51 0.49 0.65 0.56 0.59 0.37 0.47 0.46 0.59 0.44 0.020 0.009 0.005 0.008 0.0000 1
rs1355460 6 24.00CAGAGCTGTGTCCCTCTTTCAGGGAGAATCCATTGACTTAGCCTTTCCGTCTTCT[A/G]GAGTTTGTCCATGTGGCTTGGCCAGTGGCCCTCTTCCTCCATCTTTCCAGCCAGTAA A G 0.21 0.39 0.46 0.50 0.52 0.45 0.24 0.39 0.46 0.41 0.33 0.055 0.072 0.006 0.006 0.0183 1 1
rs1402405 6 24.20CAAGATTTCCTTCTATATTCCCTCTTGTACTAGCAGTCAGGGACTCTAGAAAATTCA[A/G]TGTGAGACTCCAAACCTCAAGTCCCTTCATATAGGGTACAAAGCAATGCTAGCAAT A G 0.50 0.55 0.56 0.57 0.45 0.41 0.34 0.63 0.39 0.57 0.60 0.009 0.063 0.002 0.036 0.0002 1
rs159988 6 25.19TCTAGATTCATAATTAGAAGTGTTTATTACCAACTTCTCACTTAGATTAACATCA[A/G]TGATGTTTGATTATTCTGGTTAACCGCTCACATGCATAACAATAATGCTAGAAATTCAGG A G 0.74 0.86 0.81 0.78 0.91 0.95 0.92 0.81 0.86 0.84 0.84 0.002 0.033 0.013 0.049 0.0024 1
rs13161 6 26.22TATACATTGCCAAATTGCTATTCAGGATCATACCAATTTATAATCCCAAAATAATATG[A/G]AAATTCCTGTTTTATAGCACTCATATTTACAATAAATTTTAAAAATCACTGTTAACC A G 0.48 0.57 0.53 0.55 0.55 0.36 0.63 0.49 0.50 0.48 0.47 0.000 0.006 0.006 0.011 0.0000 1
rs198809 6 26.24GCCCTAGTTACTTCCAGGGAAAATTATCTATTGAGCAATGAATTTCGGTAGCTTCA[A/G]TTGGATTCCAACTCTTGAGCAAGTTTTCATCTCCCTTGCCTGAATGGCCCTGGGGA A G 0.45 0.57 0.52 0.55 0.55 0.36 0.63 0.47 0.46 0.50 0.46 0.000 0.008 0.005 0.010 0.0001
rs451774 6 28.61AGAACATTGCTTCAAAAGAAGAGAGGGCATCTCCATGCTTGTGGGACCCAAAACCT[A/G]TCTCTGGCCCTACAAAAGTTTTCCTAATTGTCTGATCTTTAGTGCATTCAGGTTAT A G 0.31 0.65 0.76 0.83 0.71 0.45 0.43 0.72 0.75 0.77 0.70 0.087 0.042 0.002 0.031 0.0015 1
rs1011094 6 28.88GCTTGGTCACCGTATAAAACACTGCTCAGAAAACTAAGGAATTCAAAATGAAATTAT[C/G]TAGGCATTTCCTTTTCTCTTTTTTCGGATTTTCTTTTTCTGGCTTGCTCTTCAATGGC C G 0.74 0.52 0.50 0.43 0.50 0.64 0.40 0.56 0.43 0.40 0.49 0.035 0.002 0.003 0.015 0.0000
rs169679 6 28.96GCTAAAACAAGTTCTAGCCAACCCATTTCCTGGGCATGCTCTTGACAAATTTACTAA[A/T]GTTAAGTGAGGCAAGAAGCTGCCATTCAAACATTTCAAAATTGTTATATTCAAAATA A T 0.24 0.46 0.49 0.54 0.45 0.36 0.59 0.38 0.54 0.56 0.46 0.040 0.001 0.012 0.015 0.0011
rs11908 6 32.99CCATGGACCTCAGCACTGTCAAGGTACCCACTGCATGGGGCAGATGGGATGCTCA[A/G]GCAGTGATGGGAGCCTAGGTGCAAAACAATAAGTCTCCTTATGTGGGCACACAG A G 0.26 0.43 0.37 0.39 0.45 0.23 0.24 0.43 0.32 0.32 0.25 0.005 0.007 0.000 0.015 0.0049 1 1
rs412735 6 33.07AACAAACAGCCATATGGAAGGGTGTGCAAGATCATCACTCCTGGTTAGACCCCC[A/G]CTCCTGGGGTTCACTCTTTGACTGGAAAAGAATATTGCTAATTATTCTCATGATTGTCT A G 0.31 0.39 0.47 0.50 0.46 0.64 0.93 0.32 0.29 0.34 0.41 0.009 0.155 0.016 0.013 0.0015
rs1003979 6 33.16GCCCCCAAAGGCCCCCAAAGGCCCCCAAAGCCCCCAAAGGCCCTAGTGCTGGTCTGTTACGAACTTCCTGGTAGAC[A/G]ATATTTTACACATGGCATCCCAGCTCCTTGTGGG A G 0.50 0.48 0.43 0.60 0.41 0.00 0.03 0.23 0.54 0.44 0.42 0.003 0.108 0.010 0.163 0.0002
rs1016146 6 35.49AAGCTGAGGGTCTTTTGATGAAAGTTGTTTTAGAGTTGAAGAACCAGCACACTTGACCACCTGACTTGTTAACTGAGAGACTGCCTCAGAAACTGAGC[A/G]GAAAGTAAACAAA A G 0.17 0.32 0.36 0.41 0.38 0.23 0.10 0.22 0.43 0.32 0.31 0.013 0.029 0.003 0.002 0.0007 1
rs2213661 6 36.17GAGTCAGCAAAGGCCCGTTACTTTTTTAGTTTTCCAGTGTCTCTAGTCTCAT[A/G]GTTGCGTTCTCTGACGTTTGGATAGTCATCACTCTCCTCTTTAATCCTCAAAACATTGCCA A G 0.86 0.67 0.65 0.52 0.64 0.68 0.91 0.72 0.61 0.58 0.61 0.037 0.057 0.016 0.004 0.0016 1
rs1894559 6 36.72GCAAGTGGTGGGGCTTGTGCAGGTTCTGCAGGAGGCATGTAGGATTTGGAAGC[A/G]GTAAACAGTGTGTGTGAAGGAATCGAGGCAGAATAGTAAGGCTCATGCCCAGGAGAT A G 0.62 0.54 0.56 0.61 0.46 0.45 0.73 0.45 0.57 0.48 0.53 0.002 0.015 0.002 0.007 0.0001 1
rs1046279 6 36.98 AGAGAAGGAATAGTTGCCACAGGTTGGACAGGTTTTTATTGGAGAGTCAGGAGTT[A/G]CTTTCCTTCCCTCGTCCCTGCCTCCCCCACTCAAAGAACCCCACTCCAGTGGGGC A G 0.74 0.62 0.55 0.61 0.63 0.64 0.23 0.61 0.57 0.58 0.55 0.016 0.063 0.005 0.005 0.0006
rs1224485 6 37.04 AATATATAGCCTGGGTTACCTGGGATGAAGAATAAAGAGAGCAAACTACCACAA[C/G]CAATGGTTGAGCCCCTGTCAAGTGCCAGTCATGATAGTAGTAATAATAATAATAAACA C G 0.25 0.49 0.51 0.52 0.55 0.27 0.06 0.48 0.43 0.45 0.53 0.039 0.193 0.006 0.034 0.0004
rs813079 6 37.67TGGAGAGGATTTGGAAAAGTGAGTTCTGCTTTGGAAATACTGGGGGACCAGT[C/G]GGAAGTCTGGGATGGGAGAGAGAGGCTTGCCCCTAGGGGGAGGTAAGCAGGAGCCA C G 0.45 0.79 0.75 0.80 0.79 0.82 0.92 0.80 0.86 0.69 0.66 0.058 0.029 0.000 0.003 0.0049 1 1
rs910516 6 38.61TTAGAGAAAATTTCAATTACCTTGTAGTGATAACTGCAGTGTCTGGCTTTTATA[A/G]TCAGAATTAAGCAAGACAGCAACACCTAGAGTCAGACATGTTGTGGTAAAGTGTGTCTC A G 0.79 0.60 0.63 0.65 0.64 0.64 0.69 0.46 0.61 0.67 0.66 0.020 0.002 0.029 0.000 0.0010 1
rs1738240 6 38.81ATCACAGGACAGAAAGAACAACTGGAAACTAACAGAAGAAAGCTTTTTAATAATTC[A/G]CATAATCTGTCCTAAACCACCCTTGGATGCGCCAAGACAAGGAACACTGCCCTGAC A G 0.57 0.71 0.67 0.65 0.46 0.82 0.94 0.77 0.68 0.57 0.55 0.002 0.109 0.037 0.026 0.0046 1
rs1885615 6 39.38CTAGACAACCCAAACACTCACATCAGCATTTGAAAAGGGCCAAAATAAATGTTTGAC[A/G]AGAATTCCTTTAAAAAGAGCTAGCAGTTTGCCTAAGCCTACCTCCTCTCCCTCCTT A G 0.64 0.39 0.35 0.39 0.34 0.55 0.27 0.53 0.21 0.42 0.41 0.060 0.000 0.046 0.032 0.0016 1
rs736794 6 41.04GGAAGTTATTTGGTACATGTTGAGTGCTTGCCATGCTATGCCCTGAGGAGGAG[A/C]AAGACAGATTATAGGATAATGTGTGTAAAGCATGTAGCTGGGTGCCTGACACTTGTTA A C 0.86 0.45 0.38 0.40 0.54 0.41 0.57 0.47 0.43 0.32 0.34 0.076 0.004 0.006 0.005 0.0045 1 1
rs629832 6 41.33TGGGATCGAATTTCAATTATACGGAAACAAGGTAGAAAAGAAGGGACCTCAGGCAAA[A/C]GAGTAAAAGCAAGTTTGCAACTTAGAGTTTACAGTGGCTGGTCACAGGAGTATC A C 0.90 0.87 0.89 0.89 0.86 1.00 0.96 0.85 0.93 0.90 0.90 0.000 0.003 0.003 0.031 0.0001
rs1001015 6 41.69TGGAGAAGGCCTGCTTGGACCTGGCTCCACCCCTCACTCGCAGTGTGAACCTCCT[C/G]GGTATATTTCTCAATTTTGTGGAGCCGGTCTCCTCAACGTGGAAGACGCCTGTTC C G 0.57 0.34 0.37 0.35 0.50 0.55 0.33 0.48 0.36 0.41 0.34 0.013 0.003 0.008 0.015 0.0001 1
rs722269 6 42.24TCTAACACATACGATAGCAAATACAAGACAAATAGCATTGAAGGCCAACAAAAATGGCTTCAGATACACCTTAGCTATAATGTTTGCATTCA[A/G]ACAATGAATGTATTCATCACA A G 0.62 0.35 0.41 0.27 0.32 0.27 0.38 0.20 0.29 0.39 0.32 0.027 0.002 0.035 0.013 0.0048 1 1
rs1537638 6 43.14ACCACGCCCAGCCCCCTGAAGAGCTTTTCAACTGTGCTGAGTGCTCTGTAGGAT[A/G]CAAAGACACAGTAGCCTCTCCTCAAGAGGTCTGAAGACTAGAGGGGCACACAGAAC A G 0.38 0.66 0.61 0.60 0.45 0.91 0.93 0.71 0.54 0.61 0.59 0.026 0.066 0.004 0.064 0.0008 1
rs1563788 6 43.36TATAACCTCTAAGTTCTCCTCAATCCTAGTGGGAGATGCTCAGCAGATAGCATCCC[A/G]TATGTCCTTGAGGAAGATAATTCTGGGGATTTCTACTAAATGAATTCTAACAGTAGC A G 0.62 0.28 0.29 0.35 0.38 0.32 0.46 0.33 0.32 0.43 0.26 0.056 0.016 0.001 0.000 0.0015
rs2277123 6 43.52 GTAGTCGAGGCTTGTCCCAGCATTACTGAATTGCTTCCATCCGTAGAGAGCCCT[A/G]CAGCCCTCTTCTGCTATAAGAGTCTTTGGGCTTCACACCTGAGCCTTCTTGTGGCTA A G 0.30 0.05 0.06 0.06 0.05 0.05 0.01 0.17 0.04 0.07 0.13 0.052 0.013 0.020 0.000 0.0046
rs945131 6 43.76CATGTTCATGGTCATGACCATTGCCATCAACAGCCTCATATGGATGTTGAACACCA[A/G]TGATGCCTCAAAGACATTAAACACCTGGCCCTTGCTCTCAAGATGCTCACAGCTCA A G 0.52 0.47 0.49 0.48 0.46 0.75 0.90 0.57 0.57 0.52 0.54 0.001 0.122 0.002 0.041 0.0013 1
rs3734693 6 44.01GCAGTGCCTCTCTGTCCAGGCAAATGGGATGCAAGGGTCAGGAGCATGGGTGGAG[A/G]GGGTTTCTAGGAATATTCCTGAAAGAAGACCTGGGAACAGGCACTGCTGTCAGG A G 0.38 0.86 0.87 0.81 0.80 0.68 0.96 0.60 0.89 0.79 0.78 0.158 0.007 0.062 0.032 0.0123 1 1
rs4714772 6 44.25TCAGCCATCAGCATCATGCGTAGATCTAAGACTGCAACCCAGGCCTCTCCTACAT[A/C]CCCCTCTGCCTACTAGATATCTTTCCTTGGTGCCCTACAACATGCTTAAAGCTGACC A C 0.95 0.85 0.84 0.83 0.71 0.70 0.34 0.71 0.89 0.84 0.88 0.015 0.138 0.008 0.013 0.0012
rs941983 6 44.53AAATTCTTAACTTTCTCATAGAATATATCCTACCTCCTGGCTCTACCTAAAAT[C/G]CTGCTGGCCTCTGAGGATACCACTTCCTTTAAACTCTGGCAAATAAAAACCATTTATCCTC C G 0.62 0.46 0.56 0.46 0.38 0.45 0.71 0.44 0.50 0.43 0.52 0.000 0.006 0.022 0.015 0.0007 1
rs227850 6 44.75GAGAAAGGAAGTGATCTGCTGGGAACCACTGTACTTTTCACACAAGCAACTTTCC[A/G]GGCATCTGCTATGTGCTGTCCACAGGATGGCGAGGGGGTAAGGAGACCACTTAAT A G 0.86 0.64 0.56 0.60 0.55 0.45 0.70 0.52 0.61 0.65 0.60 0.069 0.021 0.001 0.000 0.0010
rs1293467 6 44.82 GTTGAGAGCTGTAGTCCTGGGGAAAAAAGCCAATAACCCCGAGATCTCAAGAA[C/G]ACATCAGGAGAAGGGAGAAAACAGATTGAAAGTGCAGGCAGTAGGTCTGAGGCTGG C G 0.19 0.40 0.48 0.40 0.48 0.64 0.38 0.54 0.43 0.40 0.46 0.075 0.018 0.001 0.001 0.0005
rs3778507 6 44.94GAATGTGGTGTTCACAGGTGTGTGGCAGGTGACTGATGTTTATGCCATTCTCCCTGT[A/G]TACTTCCTACTCCAGGAGCTACTACAATTCAAAGCATTGTTTGTACTCTTCTCCTT A G 0.19 0.39 0.44 0.38 0.45 0.55 0.38 0.53 0.46 0.40 0.46 0.061 0.011 0.000 0.000 0.0000
rs1284999 6 45.14AGTGTTAGCGATGTAAGGATTAAGGACACTGACTATGCCTATCCTCTAAGGGAGAAGC[A/C]TGGAATTTAGAATAAAAGATACACACTAAAAACCACTGAGGGAAATCAGGATAA A C 0.83 0.88 0.88 0.82 0.80 0.64 0.61 0.89 0.82 0.84 0.91 0.005 0.078 0.003 0.065 0.0003 1
rs1928533 6 45.56ACAGCTCACTCTCAGTGGGAGCCAAACGTGACTCAGGATAAGCAGCATTCGAAA[A/G]CAGTGTGTGAAAGATGCCACAGGGAGGATTCCCGGCCCTGAAAATTGAAGATCAGA A G 0.29 0.58 0.57 0.55 0.59 1.00 0.46 0.66 0.57 0.59 0.56 0.084 0.036 0.004 0.123 0.0014
rs995564 6 46.13TCATGGTTTCCAACTATCCTCATAAGCTCTCAACCAGAGGTCCAGAATCTCTCCAGGGTCACCTACTATGGTCC[A/G]GTCTCCAGGGATTCAATGGAGTTGTTAAGCTACTACTC A G 0.21 0.51 0.52 0.52 0.59 0.41 0.39 0.71 0.54 0.54 0.44 0.042 0.004 0.009 0.004 0.0024 1
rs716493 6 46.35AAATTCCAGTATAAATCTCTAAAATTCTCAAAGCTTGAGGAATTAAGGAGTTGGATAGTGGAGTAGGAGACTTTATGGCAAGCACC[A/G]AAGACTGTCTTGGTAGTAGTAGTAGCA A G 0.21 0.61 0.55 0.60 0.48 0.42 0.20 0.39 0.57 0.54 0.49 0.059 0.001 0.008 0.014 0.0022
rs1372567 6 46.38GAAAATTCAAACTAATCCAATATCAATAAATCTAGGTATCACTTCACCCCATGAAAA[A/G]TTGGCACCTAGTTCTTAAATAAAGTATGCTATAAAAAGTGTTTATTTAACAAACTTTA A G 0.86 0.71 0.71 0.66 0.63 1.00 0.90 0.81 0.79 0.71 0.62 0.020 0.025 0.005 0.112 0.0057 1
rs953887 6 46.41TGAAAAGTAATTCAGGAGTTATTCAGCACATCTTA[A/C]TTTGTGCAAATGCCAAATCATAGGACTCTGATGTCCTTCAGTTAAGACCTTTGTATTTCAAGCACCTTCGTGTCCAGAT A C 0.17 0.63 0.57 0.60 0.52 0.55 0.44 0.44 0.61 0.54 0.50 0.091 0.018 0.029 0.001 0.0037
rs993612 6 47.29 AGCTACTAAAAGGCTGGATGATCTCAGGCAAGGCACTTTCTCTCTTTGGATCTC[A/G]TCTTTCTTTGTAAAATCAGGAGACTTGAACCCATCACAGAAGGGCCACCAGATTTTGA A G 0.17 0.56 0.54 0.55 0.50 0.36 0.28 0.49 0.46 0.51 0.50 0.095 0.046 0.007 0.025 0.0015 1
rs2017424 6 47.32TGAATGAACAGTTAGTTTAAATCAAGATCCTTCTGAAACTCATTAATCATTTATT[C/G]CTTAACTGTTATGTGTCAGGACATTGAGCCAGAAACACAATGATGAAGAGCATATTGTC C G 0.17 0.55 0.55 0.51 0.54 0.36 0.28 0.50 0.46 0.51 0.50 0.091 0.046 0.007 0.025 0.0015
rs1556358 6 48.10AAAATGGCAGGGATGGCATCTTGGGAGTATAACTGAAAGTAGGAAGATGTGGATA[A/G]AAGAGTCTTATTTTTAATCACAGGGCATATGTGCTATTTGAATTATTTTGACAAAAGT A G 0.43 0.43 0.39 0.36 0.41 0.36 0.22 0.51 0.36 0.42 0.35 0.001 0.015 0.014 0.001 0.0004 1
rs2032553 6 49.18AACCTCATTTTCTTTCTATGAATTATCCTCCAAAGTCCCATGTAGTTAAGTGCA[A/G]CTGGATTGAGGCCCAAAGTTACCTGACAAATGTGCGGCTCTCTTCCCCACACCTGCAGG A G 0.12 0.28 0.35 0.34 0.36 0.18 0.09 0.20 0.43 0.30 0.24 0.044 0.065 0.021 0.021 0.0085 1 1 1
rs1471539 6 49.51AGTTCTATCATTAGCATCTA[A/G]TGTAGTTCTGAAGACTGTTTTTAGCAGTTGCCAAATCTAGGAAACTAACATTTATATTGCTGTATCTATAAGTATTTGCCTAAAACCATAAAATA A G 0.62 0.60 0.60 0.59 0.61 0.32 0.01 0.59 0.57 0.58 0.59 0.000 0.278 0.001 0.056 0.0002
rs1923523 6 50.73AAGCAGGAAGGATAAAATGGCTCTCTTTTAGTTTTGAGATTTCCCTTGCCAGGG[A/C]CCTTGACTACCTTAGAAAGCATCCCTCTTAACCCTATGTCTTGGCTTCCCACACCAGC A C 0.33 0.39 0.45 0.36 0.41 0.55 0.19 0.29 0.18 0.28 0.37 0.013 0.051 0.018 0.001 0.0024 1
rs283545 6 51.01ATGATAGAAATTCAGTCTAGCCAGACCGTCTACAAAAGATACAAAAGGAAAGTCTAAT[A/G]TGAACTAATTTATCTGATTACTTTTCTCCAATAAAACAAGAAGGGAGAAAAAATTT A G 0.71 0.44 0.44 0.48 0.63 0.32 0.77 0.46 0.43 0.48 0.47 0.042 0.072 0.000 0.008 0.0004
rs283548 6 51.01AAAATCACAACACTCATACCAATTGATCCAACAATGCTACATCTGGGGTTTGTTC[A/G]TAAAGATATACTCTCACATGGGTGTAAAAATATTTAGTTATGGATCAGCCCTGCTTTG A G 0.29 0.56 0.56 0.52 0.38 0.83 0.29 0.54 0.57 0.53 0.53 0.042 0.049 0.000 0.045 0.0002
rs966707 6 51.68ATAGTTTTAATTAATAAAATTGAGTTCCTTTCAAAATAGCCTGTAGCTCAGACTCC[A/G]AATGAGGTTTTTAACACATTCTTATAAGAAAAATCCATTCATATGGTTCCTGCCAAATT A G 0.90 0.70 0.62 0.62 0.68 0.23 0.23 0.49 0.57 0.66 0.63 0.081 0.060 0.000 0.065 0.0006 1
rs875142 6 52.28AATGAGAAGAGCCTGGGCTAAAAAAATTAGTTATGGAGTGAGATTTCAAATGT[A/G]CAGGTAATACCTACCCGTGTGTGTGCGCGCCTTAGGGATAACTCATACAATACACTGTA A G 0.62 0.76 0.76 0.79 0.73 0.73 0.30 0.66 0.71 0.73 0.76 0.018 0.135 0.015 0.002 0.0005 1
rs1409104 6 53.92GCTCAGGCAATAGTATACAATTAATGTACTTCCCAAGTTAGGCAGGAGTTTAAT[A/G]TCACCTCATAAAACCAAGTCTTTGTAATTATCGAAGTGCCAGCTGTGAACTGATCAGGA A G 0.33 0.48 0.49 0.52 0.52 0.05 0.00 0.44 0.36 0.41 0.47 0.018 0.230 0.001 0.159 0.0000 1
rs1542896 6 55.20GTTCACATGGAAAGATAGTTCCACAGACACATTGAAGCAACTGTGAGAAAATGAA[A/G]CAAAATGATGAATTGAGGAAAGAATTGTCATGCAGTTATTATTAATTCATTAATAGCA A G 0.31 0.50 0.45 0.51 0.54 0.23 0.31 0.58 0.50 0.55 0.46 0.011 0.010 0.009 0.028 0.0001 1
rs1925165 6 56.04CCCACTTACTCTAATGCTCTCATGCCCATACCACACAACTGATAAAGAAGCCGG[A/G]GTTAAGAAGACAGTTTCCCAGCCCACTGAAACCTCAATCTTTGGGAGACACAGAAAAG A G 0.43 0.55 0.50 0.46 0.52 1.00 0.35 0.50 0.43 0.43 0.45 0.006 0.100 0.033 0.006 0.0022 1
rs2038149 6 56.09ACCTTTTTGCCAAGTCCTCACGATTTCTGACTAAGATAGCAGTGGTACTTACGGATGGCAA[A/G]TCCCAAGATGACGTCAAGGATGCAGCTCAAGCAGCAAGAGATAGTAAGAT A G 0.25 0.35 0.37 0.43 0.36 0.09 0.25 0.38 0.46 0.40 0.42 0.006 0.006 0.002 0.047 0.0030
rs1925156 6 56.15GAGTACATAAACA[A/T]ACAGTTAAGGGGTAGCATAACACTGCAATCATGGCTAAATTGACCTAGATGAAAACAAGACAAGTCCAAACAAAAACTAAGCACTGAATCAAACACAAG A T 0.31 0.58 0.61 0.56 0.63 1.00 0.84 0.71 0.54 0.56 0.62 0.059 0.013 0.000 0.129 0.0007
rs1856252 6 58.01AGCCTCTGCTGCCCAGTCTGGAAGCTTTCTTACTCCTGAGTGTGTTCCAGCAG[A/C]CTGGGAGACCTTTGGATCCTCCAGTGTACCTAGAAGAGGGTCCAGAGGAGGGAGCCA A C 0.50 0.21 0.28 0.15 0.30 0.14 0.23 0.08 0.11 0.24 0.19 0.026 0.001 0.058 0.013 0.0038 1
rs1009130 6 58.07 AACCTATCACAGTGTAGCAAAGTCGTATTGGCAGAAAATCTACTA[A/G]ACATTGGGGGTTGGACTAATAGGTGAGAACAGCATCCTGTTATTTAGCTTTAGATTTAAGAAGGGGT A G 0.07 0.31 0.23 0.38 0.18 0.09 0.02 0.25 0.43 0.27 0.30 0.018 0.032 0.004 0.008 0.0036
rs977382 6 62.06 CAACTCATATATAACAAGTCTTAATGTCTGTTGCTGTATGGACAACTCAGAAAGTTC[A/G]CTTGAATATCTAATTCAAACTACAATCCAGAAAATTCTGTTAGATTGCCACTTCAAC A G 0.57 0.81 0.76 0.86 0.75 0.91 0.77 0.92 0.93 0.79 0.84 0.023 0.000 0.041 0.015 0.0041 1 1
rs1040802 6 63.47TTAGAGTATTCTCTTCAGATTTTAAGTCTCATTCATTTTCTTGGCTATTGAGCACCCGCTGATTAGGGCTCAAGCTGTC[A/C]GTATCAGCTGATTTTTGTAGCCAAACTGTGGAAG A C 0.55 0.47 0.53 0.50 0.43 0.50 0.84 0.59 0.32 0.52 0.57 0.004 0.084 0.007 0.002 0.0011 1
rs2076874 6 64.15CTTCTTCATTCCTTAGTCAGGGTTTCCTGGTGGAATGAGGAGAAATGGGAGGT[A/G]GTGGGGGACAGTTACCTGCATGCCTAAAGGAATAGGCTTGGGGGTGGGGAGAAAGA A G 0.55 0.52 0.46 0.59 0.59 0.64 0.24 0.60 0.82 0.65 0.61 0.006 0.029 0.013 0.020 0.0093 1 1 1
rs1630182 6 64.21CTGAAAGTTTTAATGACTTGCCAAAAGTATCTCACCTGATCAGATGTTCAAACA[A/G]GTCGAAGCCTGATTTTCTGGCTCCTTCTTGTGAGGCAGATTTCAGTTTTAAAAAAACCT A G 0.81 0.49 0.52 0.46 0.41 0.36 0.84 0.49 0.21 0.35 0.42 0.061 0.082 0.002 0.006 0.0026
rs1555224 6 64.96CAATTTCAGTAGAAGCTGAGGCAAAAAACAGCCAGCCATGAACTACATTATGAGTAA[C/G]AGGTGTGAAAGTTCAGAGAAAAACTGAGACCCAGTCTTGCAAAAAACTTAAACAT C G 0.21 0.33 0.31 0.27 0.29 0.73 0.38 0.29 0.43 0.30 0.31 0.007 0.002 0.001 0.094 0.0005 1
rs1938115 6 66.59CTCTGTCTTTGGGAAAAATCTCTTAAATCATAACTTAGATGGAAGAATGCTAGT[A/G]TAGAAAAAGCTGCTTTAGCTGTTTAATTTCAGCTCTTTCAATCTGTGATCTATGGGTTTGA A G 0.57 0.45 0.47 0.36 0.48 0.18 0.07 0.34 0.39 0.51 0.47 0.007 0.103 0.006 0.039 0.0001 1
rs856830 6 68.28TTTTACCATTTCCTTCATTTAGGTCACCATCATGTTTCCTTTAGATTAACTTGCCTT[A/T]TGCTAAATTATTTCACAATGCTGCACCTACAATGTTCTTTCTGAGAAGCAAAATCACT A T 0.52 0.62 0.62 0.71 0.68 0.82 0.73 0.55 0.64 0.58 0.64 0.006 0.098 0.057 0.009 0.0004 1
rs1016461 6 69.03AACCTGCTCAGTTTGTAATCCTCAGGAAAGGTCTACTGGAAGCTCTGTATGAGA[A/G]TCCAAAGTTTAGGAAATACTATAGCACTAGAGATGGGACTGGACCTAAAGAGAAATTA A G 0.83 0.47 0.55 0.57 0.50 0.32 0.14 0.42 0.57 0.44 0.43 0.065 0.064 0.000 0.013 0.0073 1 1 1
rs2210867 6 69.74TTTTATTCTTCACTTTAACCATTCTCTGCCTTGTATAAAATGCTGTGGAAGATCC[A/G]AAATTGAGAAAGAAAGAGTCCTTGCATTTAAAGAGATTACAATGTAGTGAAAGACATAC A G 0.40 0.49 0.41 0.49 0.48 0.00 0.04 0.38 0.43 0.53 0.55 0.000 0.103 0.007 0.170 0.0095 1 1 1
rs1817255 6 70.30GAATTCAAAGAGAAATTTTTGGTCTTTTTCTATATCACATTCTTGACCTCACTT[A/G]TGAGATCCTTTTCCTGGACACTGAGATGAGAGAGTGGCAGAAATCTCCATTTATCATTGT A G 0.45 0.46 0.51 0.45 0.46 0.50 0.50 0.69 0.43 0.58 0.49 0.003 0.000 0.019 0.000 0.0000 1
rs1158058 6 71.72 CTCAGCTAGAAGTAATAAAGGCACCTCTACAGAGTTGTGGTGAAGGTTAAATGATT[A/T]GATGTGTACAAGGATAAGTCCTTGGCCCAAAGTCAGAGTAAGGAGAGCTAAGACT A T 0.24 0.39 0.38 0.35 0.39 0.00 0.01 0.14 0.50 0.30 0.32 0.006 0.116 0.022 0.140 0.0009 1
rs199630 6 72.25TAACCATTGACACAAATATCTGCTTGTAACATCCACTTTTCTTCCTTTTTATGTAGG[A/G]GATGCAACCAGTTTAAAACCTTTTGGAATAAAGACAGAGGCTAACAGAGTAGGAAAA A G 0.21 0.47 0.44 0.48 0.46 0.18 0.26 0.28 0.50 0.44 0.46 0.023 0.012 0.004 0.029 0.0006 1
rs1321834 6 72.39AGAATGTTTTGTATATATTTTTATGAATGTTCTATTCTAGAGACATCTGTGAGATAGCCAAATCTA[A/G]CAATTGTCTAAGTCTCGGGACACCTGTATTCTAGCTTTGGCACCCTTTC A G 0.21 0.14 0.22 0.21 0.20 0.64 0.44 0.21 0.14 0.20 0.17 0.000 0.009 0.000 0.078 0.0012
rs1969530 6 72.86CTAACAATAATCTGATAGGGAAGAAAAACTTGCAGTCCTTATTTTCTGAGCTGTATTTGGCATCTTGTGTTGTCAAT[A/C]AGTTCTTCCTTATATCAGATGCAAATCCTTGCCAATA A C 0.21 0.46 0.46 0.51 0.38 0.09 0.15 0.31 0.61 0.42 0.38 0.045 0.055 0.005 0.087 0.0035 1
rs1416546 6 73.12ATGTTCTCACCTCCTAGGAGGCTGTGAAATATTTGTGAATTTCCCCTGCTTTATT[A/G]ACAGGCAAATAGCAGTTGTATTACCTGGTTCTTCTCAAAATTTAGTTTAAAAAGAAATC A G 0.62 0.70 0.62 0.66 0.64 1.00 0.97 0.63 0.61 0.59 0.59 0.004 0.073 0.003 0.123 0.0029
rs1935515 6 73.53GAAGCTCCTTGCTGTGGATGAAGGGAAATGGTGGAAAAAGGGCCCCAGAATC[A/G]GAATGGCTTTTCCACCAGAGAAGTGTGATTGCTTGCAGGCACAACGCTTAAGGTTGAC A G 0.33 0.23 0.33 0.22 0.30 0.18 0.63 0.28 0.14 0.39 0.32 0.002 0.035 0.007 0.021 0.0005 1
rs2000203 6 73.69CATGGACGAGGCGCACATAGACCAGGTGAGGC[A/G]AAAGGCCTTGCAAGGAGAGATCGATCGAGAGTCAGGCAAAACGGAAGCTTGTGAAACCAGGAAGTGGACGGGAACC A G 0.26 0.68 0.68 0.62 0.68 0.23 0.38 0.66 0.64 0.65 0.65 0.099 0.046 0.001 0.111 0.0011
rs2796051 6 73.84CACATCACAGCATCCCTGGAAAGCTGAGATGTGTCCATATCTTCATCCCCGGCCCTG[A/G]TTTCACACTGCATTAGAAATCATACATTACATATTGCAATGGATCCATATTCTTCT A G 0.26 0.02 0.05 0.04 0.02 0.00 0.00 0.01 0.00 0.03 0.03 0.053 0.033 0.005 0.008 0.0008
rs1370436 6 74.52GGCCTTAGAAATTAGTGAATGCTGTCAAGAAAGTTTTTTCCTCAAGGGAATGTTT[A/G]CCCTCTTTGGCAAACCAGTATCCCCAAATATCACCCATAGTGTTTTATTGTACTTGTTT A G 0.83 0.57 0.65 0.66 0.66 0.95 0.88 0.75 0.71 0.51 0.62 0.020 0.022 0.002 0.071 0.0011 1
rs6933348 6 74.86CAATCATGCAGAAAATGTCTTCATATGGCTGAGTTTCCACAATGTCGGCTTTGAAT[C/G]AGTGTTTAGGGAATCAATTTACAATATAGTTTTGAATACATTCCCATGGGAGCTGACA C G 0.76 0.86 0.83 0.77 0.86 0.91 0.84 0.83 0.86 0.86 0.81 0.001 0.002 0.004 0.012 0.0000
rs675497 6 75.05GATACTTGAGGCAAGCCTATGAATTTAATACAGTTTTCCAGTCTCTACTTTTGACTTC[A/G]TGGTGAAGATACAGCCCAAAGGACTTTGGAATTAAGACAACAATAAAAATTGAGA A G 0.29 0.54 0.52 0.39 0.46 0.77 0.75 0.60 0.50 0.57 0.55 0.015 0.033 0.012 0.052 0.0016
rs508557 6 75.31CTGTGCTCTCTTATGGAAAAAAAGCAGGAACATAGAAAGACTGAAGCACCCTCCTGG[A/G]ACTCCAACCTTGTATAATAGCTCCCTGATGCTGCAACACTCTTTTCCTTTGTTCCT A G 0.10 0.01 0.02 0.01 0.04 0.41 0.06 0.02 0.07 0.03 0.04 0.009 0.013 0.003 0.143 0.0031 1
rs6915493 6 75.63TCCTGCTCTAAAAAAGTTTGCATCAAAATAATAGAGAATCTTTGACTAATGTACCGCTA[A/G]TTCAACCCCATGACATTTTTGGCATAAAAGATGAATTCTATATAATAAAATATCAA A G 0.67 1.00 1.00 1.00 1.00 1.00 0.97 1.00 1.00 1.00 0.98 0.132 0.013 0.000 0.000 0.0082 1 1
rs2998367 6 76.17 TCTCCTAAGCGCCTGTGTTGCATGCACACACTTCGCCCTTGTTCAAGCGGTGCTTA[A/G]TAAGAATTCTTGAATGTTTGCTTTCTAATGTGTATGTCCAGGCAACTTCATGCAGT A G 0.12 0.38 0.33 0.35 0.39 0.32 0.82 0.27 0.46 0.39 0.35 0.050 0.146 0.006 0.001 0.0001 1
rs3798425 6 76.60TCCAAATCAAAGCATGCTTTTAAGAAAAAGAATATCAAAATGGACTAATGAAAGATCT[C/G]AGGCATTCTGATTTTCCAGGGATAAACATTTGCCAAAGGCAAAAAACTTATTTTGC C G 0.17 0.31 0.34 0.23 0.32 0.20 0.01 0.32 0.32 0.33 0.32 0.018 0.116 0.000 0.014 0.0000
rs1486039 6 76.90AATAGTATACAATGACAATAAAAGGTCTGATATTCACCATTCCCCAAGTGCCAATTA[A/C]ATTGAAATATGGTAATCTGGCTAAAATTGACTTTTTTTTTGAGGCAGGGTCTTGCTC A C 0.33 0.19 0.18 0.13 0.21 0.45 0.43 0.28 0.14 0.18 0.15 0.018 0.046 0.017 0.052 0.0001
rs6907703 6 77.17 AAAAAAAGTAGTTTCTATAAAATAGATGATTTCTGTTTCCAAGATTTTCAAAATTTTA[A/G]TCTTCCCATTTCAAAACACTGCCATCTCTTCTTGTTGCAGAAAATGTATGAAAACTA A G 0.40 0.70 0.67 0.68 0.63 0.41 0.71 0.58 0.69 0.74 0.68 0.039 0.001 0.007 0.033 0.0003 1
rs1457947 6 77.47CATATAGATAAGGAGGTCACTATTAGATAATACTCTATGAGTATCTGAGACTTTAAC[A/T]CTGCATTATTGAATAGTTAAAACTGATGGTTTTATCTTTATTCTACATGTATGAGATG A T 0.68 0.59 0.62 0.57 0.57 0.39 0.54 0.45 0.50 0.60 0.62 0.001 0.021 0.060 0.058 0.0005
rs1462476 6 77.51TGTGTCTGAGATAGCTTACTTTTTTACATTTGAGAGGACATGGAGCTGATTGACA[A/C]CTTCTATGCATAATTCTATGCCTAGACACATTCTATGCATAAATGGGCTTTGTAGACTT A C 0.63 0.66 0.69 0.60 0.73 0.18 0.24 0.71 0.71 0.74 0.73 0.003 0.105 0.000 0.158 0.0022
rs1213353 6 78.19 ATAATGAATATGCAGGCAAAGCTGATC[A/G]TCAGCAGACCTGTCATACAAGCTGTTAAGCATATTGAATTTATCATATTTTATCAGGTCTAAGATAAACTTTTCTTTGTTACCTTTG A G 0.31 0.33 0.33 0.29 0.39 0.15 0.11 0.39 0.33 0.42 0.38 0.002 0.035 0.003 0.030 0.0001 1
rs1398576 6 78.52CTGATTGCCTTGGTTGCTGGAGGAGAGGGCAACTTTGGAGATAGTGCACTCTACTC[A/G]GCACCCTTTCTTGTGGGGGTTAGAGGATATGGTGGAAGTTTGTCAAAGAGCTTAA A G 0.90 0.80 0.80 0.77 0.71 1.00 0.95 0.67 0.75 0.68 0.83 0.022 0.035 0.004 0.096 0.0011
rs1567095 6 79.33 AGAGGACAGGAGTTTAAGAAAACAAAGGGACAGTTGAATGGACACTAAGGAGAAA[A/G]AGAGGTTCCCAAAGAAGGGATATAAACACTTCCTGAGAAATCCAGAGATGTTCAA A G 0.43 0.62 0.57 0.54 0.52 0.59 0.43 0.63 0.39 0.55 0.58 0.026 0.000 0.015 0.000 0.0003 1
rs236852 6 79.35TTTTTGAAAATCTTAATTCTAACTTTCATTTATATGGGCTAGCAAAATGAGCCAATA[A/C]GACCAAGTTATTTTCTTGACAGTCTTGGCCTAAGTTGGTCATTTTCATTGTATTTAAC A C 0.48 0.48 0.49 0.58 0.55 0.41 0.50 0.56 0.68 0.50 0.55 0.000 0.050 0.014 0.005 0.0030
rs2063123 6 79.65TTTAAACTTGATGGTGCAAAGTCAAGTTGTTACACTTCAAAAAATATAGTCGCAT[A/G]CTGAGGGACTGTTGAAAAGCTGCAGGCCAGGTGTGGTGGCTAATGCCTATAATCCCA A G 0.86 0.64 0.61 0.65 0.66 0.41 0.53 0.48 0.39 0.60 0.66 0.020 0.022 0.040 0.052 0.0000
rs1537740 6 79.97TGCTATCTCTCTTTCCCTCTTCACAGACATATTTTCCAGAAAACTTGTCTACACTC[A/G]CATCTCCACTTTCTGAACCCTCATTCACTCATCAACCCAATCTGGCCTCTGCCTCACA A G 0.17 0.02 0.04 0.04 0.02 0.00 0.00 0.00 0.00 0.05 0.06 0.015 0.022 0.022 0.022 0.0014 1
rs1485373 6 80.17ATTTAACCTGGATTGTCCCAAAAGCTGGGGAACAGCTTGCTGACTGTGGTTGATGCC[A/G]CGGTATCATCTTAGCAGATTTTTTTATTTCCATTAACATTTAACCTAGTATATCTT A G 0.12 0.26 0.22 0.30 0.21 0.15 0.04 0.25 0.39 0.19 0.22 0.009 0.027 0.009 0.002 0.0000
rs932492 6 80.47ACCCCTGGGCCTGATCCAAAACTCTGATGTTCACTGTTTGGTAAACTCATGCC[A/G]AATATTCCCCTGCGTCATTTGCTGTTAACAATGTGAAATGCTGTGGCTGATGTTGCAGA A G 0.67 0.59 0.54 0.50 0.50 0.68 0.66 0.66 0.39 0.40 0.52 0.008 0.010 0.008 0.008 0.0001 1
rs239558 6 80.72TGGTATCATCTTCATGTCTGCATATCATACTTGGGGACA[A/G]GTATTTCCTATGAATTGACTTTTAAAATATTCTTATTTGTAAGATCACTTTTTTGTACTTGTCTTATTTCTTATAAA A G 0.26 0.46 0.44 0.52 0.59 0.18 0.00 0.36 0.46 0.47 0.44 0.011 0.152 0.000 0.024 0.0005
rs3805852 6 81.05AAAGGGCTTTAAATTGTCAATTTGGGATTAAGTCGGTTTTATTACTTTAGCTGACAC[A/T]GGGCTGTTTTTCCATCTTCCCTGAATACTGAACTCTTCATAAACAAGCTATCCATGG A T 0.83 0.82 0.83 0.84 0.82 0.86 0.73 0.61 0.86 0.80 0.79 0.001 0.005 0.028 0.002 0.0015 1
rs1370139 6 81.23GAGTGTTAGATTTTATACATATATACTATGGTGGACTAGTGACATACCACCCCA[A/G]TCTGTCTTCTGGATTACAGGAATTATTCTTTTAGCTGCTGATAGTGCTGCTGGAAGAAG A G 0.36 0.21 0.17 0.18 0.11 0.05 0.25 0.10 0.18 0.09 0.12 0.012 0.000 0.017 0.041 0.0038
rs533393 6 81.65GGATCGTGTGACCAGTTGTATTCGATGCAATGTCAGTAGATGAGACTTGAGTC[A/G]CTTACAACACTGGCCCATAAAATGTCCCTGGCAATCCTCTTGTTTTTGTTTGTTTGTTTT A G 0.50 0.63 0.56 0.57 0.64 0.27 0.48 0.31 0.54 0.57 0.48 0.005 0.003 0.036 0.056 0.0049 1 1
rs310389 6 81.77ATACATTTTGTCCTCAGGTACATGTCAAAGCTCACAATGCTTTCTCAGAGGCATA[A/G]TGTTCTTCCTTTCATTCAGCTTATCTTTTAGTAGTTTATCCTTTTTATTACAACAAGGAA A G 0.33 0.55 0.55 0.62 0.59 0.27 0.56 0.27 0.54 0.53 0.49 0.016 0.000 0.028 0.031 0.0013
rs6454240 6 82.49GTACAAGGAAAATTAAAGCTTAAAAAAGACAGTTCTGCCAATGTTACATGGGTGG[A/G]AACTGCACTATTGATTCTCATTTGCCTCATGAGTCACCCAGGATTTTTCCCTATTTCCT A G 0.81 0.95 0.93 0.91 0.96 0.73 0.78 0.84 0.96 0.89 0.86 0.008 0.021 0.010 0.030 0.0057 1 1
rs885582 6 82.61TGGGGAACCGTTGTAGACATTTAAGAAGGTGATGATACCCAA[A/G]TGATACTTGCAGAGGGTAGTTAGAACAAAAGAGAGAAGACATCTTAAATTTCTCAGAGATGGTAAGAATG A G 0.78 0.56 0.51 0.49 0.55 0.77 0.92 0.59 0.46 0.51 0.44 0.026 0.063 0.000 0.017 0.0027
rs770906 6 83.08AAGAGAGATGATGGGTAGAAAAGAAAACTCAGGACAGAGAGAATAGCATAAGCAAAGA[A/G]AATGGAGGCAATTGAAGACCAAGTGTTTTCTGGGAACAGTAACATTTGAAATG A G 0.48 0.65 0.64 0.66 0.59 0.32 0.31 0.44 0.75 0.64 0.72 0.034 0.077 0.058 0.070 0.0020 1
rs700496 6 83.48TAGGGGTATGGAGCTGTCATAGAGCTCTAAGCACAGTATCTTTTTGAAAGTGAATTA[C/G]TCAATAATGTCCAAAAGGCAAGTTCCTACTATCTGGCTCCAGTATTCAAAAGTATT C G 0.17 0.42 0.41 0.35 0.39 0.75 0.28 0.63 0.29 0.43 0.45 0.040 0.009 0.032 0.064 0.0008
rs1180237 6 83.94ATGCTAAAATCTATGTATTTTTACACAGATTTCAGGTAAAAATGTCATCAGAGAC[A/C]ACAAAATAAAACCACATAGACTTCCACTTTTTGGACTTTTGAATATTTTATATCCCTAAG A C 0.33 0.61 0.56 0.55 0.73 0.73 0.34 0.70 0.64 0.63 0.56 0.024 0.013 0.008 0.022 0.0000 1
rs983087 6 83.95TACCCCCAGCCTCAAATTTCTCAAAACCATCACCCACC[A/G]CTATTCTCTGAATTTAAAATCTTTAAACACCATCTGCTACCTATAATATATTATAATTATATATACCCATATATACC A G 0.69 0.70 0.64 0.61 0.80 0.86 0.55 0.81 0.71 0.71 0.63 0.003 0.001 0.021 0.042 0.0000
rs2296412 6 84.56GGTGACTTTACTAACGTCTTTCGCGCATTCATTAGCCCTCAGCATGCTTAAAGGTGA[A/G]GTTTAAGGATGATTAAAGGTGAGGTTTTCTTCTTACCCCACAGTAGTGGCTGTTG A G 0.57 0.96 0.97 0.96 0.96 0.82 0.61 0.93 0.89 0.95 0.98 0.142 0.095 0.000 0.037 0.0000 1
rs2025427 6 84.95ACATTTTCTGCTCTAAACTGTCCTTTCATGACCTCTGATGGTGAAA[A/G]TGTAAACTGACATTACAAATACTATCAGAAATAATGCCACAAATTCCATTTACCTTATTATTGAAGAAC A G 0.26 0.36 0.28 0.31 0.34 0.59 0.49 0.26 0.39 0.25 0.32 0.001 0.021 0.002 0.040 0.0004
rs1887504 6 85.41AGGCAAAACACATGAGCTCTTGAACAC[A/G]GCCTGTTTCTTTCCCCGCAGCTCTGTAAAATCAAAGTTGGAGGCACCACAGGAGCTCTTTTAAAATGTCCTGGCCAGCTTGCTG A G 0.21 0.29 0.30 0.30 0.16 0.60 0.44 0.41 0.25 0.32 0.35 0.005 0.014 0.011 0.055 0.0015 1
rs1321744 6 85.89CTTTTTTCTCAGATTTTGAAGGCATTGCTCAAATGCCTTCAAGTTGCTGGTGATGTA[A/G]CATAGAATTCTGATACAATTCCTTTCTTTATCTTTTGTAGGAAACCTGTATTAACTGG A G 0.48 0.45 0.55 0.62 0.64 0.05 0.03 0.31 0.54 0.53 0.52 0.001 0.162 0.014 0.153 0.0005
rs2218597 6 86.00CCTTTTCAGGACTGTGTTCAAACTGTTGAATCTAAAGAAATCCTCTCTTTTGCTT[A/T]TGTCCTTGGTGGAATTTGGCTCTGTTGGCCATGTTTTATTCCAGCCTTGGAGTGTCTT A T 0.76 0.87 0.79 0.80 0.79 0.77 0.63 0.68 0.89 0.74 0.79 0.000 0.010 0.005 0.000 0.0002
rs1059306 6 86.38 TGAGCGGCGGCGGAAAAACCACCTTAATTGGGGCGGAGGGTTAGTTTTAA[C/G]AGCAAAGGGCCTTTACTAAAATGGCGAAGGCCTTCCGTCGGCGTTGTTTT C G 0.12 0.38 0.40 0.40 0.48 0.27 0.00 0.15 0.54 0.32 0.33 0.041 0.158 0.031 0.007 0.0017 1
rs2816567 6 87.00ATCAATAATTCTGCAAAAGTCTTCACCTCTGGAACACTTTCTAGAGGGAAGAAAAAG[A/G]CCACCTAACCCACCCTTCTGCATTTACTCCACCTAAAACTCAACACTTTCTGTATTG A G 0.24 0.33 0.38 0.39 0.30 0.05 0.29 0.28 0.32 0.36 0.41 0.015 0.005 0.001 0.101 0.0000 1
rs946296 6 87.30GAATGAAAGGAAAAGATGCCCTGTTATCAATAAGGCAGAATAGCTTATTGTTAAGTTACTGCAATAAC[A/C]ATCAATATCAGAATGCAGGACAGTGAAATCCTCTACTGAGATATA A C 0.67 0.54 0.52 0.61 0.48 0.59 0.32 0.56 0.36 0.65 0.60 0.004 0.010 0.006 0.011 0.0006
rs1325182 6 87.43TGGGCTGTAAGTAATTCTGAATTAATTCCTTTGTTGGGGTGGTAGGGTGGGAGT[A/C]GCACAGGATAATTTTCTTTTTTAAATTGGTAGAATAAAATAATAATAAGAGAAAGGAGG A C 0.81 0.49 0.51 0.57 0.45 0.32 0.22 0.54 0.36 0.64 0.58 0.040 0.062 0.000 0.031 0.0007
rs513640 6 87.47CCTGATAGGGGCCCATCTGGAGCTACTCAGCTGTAGAAGGATTACAGCCCATA[A/G]GACATGCTTTGAACGATGGCAGTATTAATTTAAGTGGGAAAATTCTTAGCTAATTCATG A G 0.67 0.44 0.44 0.52 0.39 0.50 0.32 0.39 0.32 0.54 0.51 0.014 0.018 0.005 0.000 0.0003



rs910563 6 88.05 TCTTCATTGTAAAAAAGTAATAATAGTACCCATTCTGTGGGATAGTTGGGAGGGTTCAGTGAAATAATATGCCTGGCACACAGTAGGTGCTTAGTAAGAAGCC[A/G]GCATCATCA A G 0.40 0.48 0.48 0.49 0.46 0.41 0.07 0.40 0.64 0.48 0.57 0.000 0.087 0.001 0.000 0.0094 1
rs2223877 6 88.14 TAAAATTAAAGATGTGTCTTCAATGAAGGATTCAACTTACAAAGTTAACAGAGGTGTCAG[C/G]CTGGGAAAAGACATTTGCAACTTTTATAACTTATAAAGGATTAATATT C G 0.12 0.27 0.31 0.21 0.36 0.23 0.81 0.36 0.21 0.20 0.17 0.028 0.148 0.004 0.003 0.0163 1 1
rs1051131 6 88.22 TTTGTAAATAAAAAGTATGGAGATGATACGGTGTTAAAAAAAATCATGGT[A/G]AGGCTACAATACTCAAGTAACAAGGTTTGGGACAATGTCTAAGGGTTAAA A G 0.33 0.49 0.48 0.50 0.45 0.59 0.04 0.39 0.61 0.54 0.51 0.005 0.120 0.000 0.014 0.0023
rs632385 6 88.67TAAAACATTATGCAAGTTTAGAAGAGGAAGAGGGACTTTGAGAGATTTTGAGAAGT[A/C]TTCTCAGAGAAGGTGGTGGCATTTGAGTTGAGCTTTTAAAAATTTTTTTTTAATTTTT A C 0.55 0.17 0.18 0.24 0.27 0.05 0.02 0.09 0.14 0.23 0.23 0.074 0.043 0.005 0.020 0.0012 1
rs1884831 6 88.89CACATACTTCCCCTCCAGCTAGATGATGAATAAATCCTTAAATGACATAAAAGGAGC[A/C]CAGTCACCAAGTTCAGTGCCAACCATTTCCATTTCTAAGTGCCTCTGATGCTACCT A C 0.43 0.52 0.57 0.57 0.59 0.68 0.86 0.55 0.50 0.48 0.56 0.015 0.045 0.000 0.004 0.0002
rs2610715 6 89.26ATGAATCACATCTCCACATCCACCTTTCTAGTGTTCCAGAAAGCCCCTTTCCTCAC[A/C]ATAACATTTCACCTTATTTCTCCAAGTCTATACAGTGACTCTATTGTCTACCGAATCT A C 0.74 0.64 0.71 0.66 0.64 0.50 0.49 0.60 0.68 0.57 0.70 0.001 0.018 0.012 0.021 0.0004 1
rs2246529 6 89.28TCTGTGGTGACTCGTGGCTCAACTCCTGTATCTCCTTTTTCCAGACATGCACGTGC[A/G]ATAGGAATAGGTTAAGCAATGGTCAGCTTCTCATCTGATGTCAGTCCAGGGCCCT A G 0.60 0.09 0.09 0.06 0.09 0.00 0.05 0.02 0.07 0.09 0.13 0.141 0.008 0.010 0.006 0.0030
rs1040676 6 89.52 ATGATTCATAGACATAAAACATCAACTCAGAGTCAATCATATGGTAACCTTTGTCA[A/G]TTCCTCCAATCTTTGGTCCATGCTACATGCCCTCTGTAGGATATTTCAGATGGTATT A G 0.21 0.14 0.15 0.15 0.09 0.05 0.00 0.20 0.11 0.15 0.15 0.002 0.065 0.003 0.021 0.0009
rs205224 6 89.74AAGGAGGAAGTCCATGAGGAGAGAATTGGAATTGGTTCCCTGAACTGTCTACCC[A/G]TGGGAATTTCCAGCACAGGAAAGCAGGGGACTTTCTAAAGCATCAGACAAATAAAC A G 0.55 0.65 0.58 0.52 0.50 0.82 0.61 0.57 0.64 0.49 0.54 0.001 0.002 0.000 0.039 0.0000
rs1980986 6 89.76GATAGGTGGGTATAGGATGTGTGTAAAGCCTTTAATAAGCCTCAAATATATTGTA[A/C]TTTTCCTGCTTTCAAAGAACTTATACCTTCTTGAGGAGGCCAGCTTTCCATGAACAAT A C 0.26 0.47 0.58 0.63 0.64 0.23 0.33 0.49 0.36 0.60 0.59 0.050 0.037 0.002 0.074 0.0000
rs7773548 6 89.82CATGTTTTTGGAAATGTAAGTTGGTTGGGCCACTCTGAAGAACATGTAGTGAAGCT[A/G]AGGTAGGCATACCCTCCAGCCTACCAATTTCTTTGCTAGTGATACTGAAGCAGGA A G 0.38 0.25 0.28 0.34 0.30 0.09 0.27 0.23 0.32 0.30 0.28 0.012 0.000 0.000 0.029 0.0000
rs6934871 6 90.20ACACCTGGTGGGGAAGATAAATATTTACTGGATTCTCCCAACAATCCCTGTCAGTT[A/G]CACCCATAAAACTGATTTGAAGACCCAGTAATGGGTTGAAAACCACAGCCGAAAAA A G 0.07 0.06 0.05 0.07 0.09 0.05 0.00 0.23 0.04 0.08 0.06 0.001 0.013 0.034 0.000 0.0000 1
rs1179900 6 90.32 CTATGGGAGTAGGGCATTTGAGGCCGCTGATAACCCCTAGAAAAGTAACAAGAAA[A/G]CAAGGCCGTGTGATAGGTGACATTGTGTCATCCAAGAGCCTGCAAGCACTCAGGA A G 1.00 0.82 0.83 0.90 0.80 1.00 0.99 0.89 0.89 0.84 0.86 0.052 0.034 0.004 0.052 0.0003
rs1055403 6 90.63 GGTCTCTTATTTTTGTAAGAAAAGAGCCTTAAGAACAACCAAATGTTACT[A/G]TACTGTGCAAACACTCTTCCTTGCTGTTCACTCACTTTTCTTTTTCCTAA A G 0.12 0.14 0.17 0.16 0.14 0.36 0.21 0.27 0.11 0.15 0.13 0.008 0.001 0.000 0.014 0.0023
rs285619 6 91.05GGTTACTGGTCTATCAATTAGGTACATCAACAGTATGACAATAACTTGGAATGGATC[A/G]GGGGCACCCAAAGGTCTTGTTAAAGTCATTTTTAAACATCTGAAGAGCATCAAAAA A G 0.62 0.59 0.66 0.68 0.70 0.82 0.78 0.75 0.82 0.67 0.69 0.002 0.006 0.000 0.014 0.0000 1
rs790605 6 91.10CCGAGCACTAGGCAACTTAGCTTTCCCTGTTAATGCTCTCCAGGTCCCTTATCCA[A/G]TTATACCATTTGCTACACTTGAGGCCTGTTCCTGGGTGCATCAATTTCCCAGCACCTC A G 0.57 0.60 0.54 0.59 0.59 0.73 0.66 0.57 0.46 0.55 0.58 0.000 0.005 0.000 0.022 0.0001
rs1145739 6 91.41AGGACCTAGAAGAAAAATAAGATAGGAAGAGCAAGATTTAGAGAGCAAATGTGTC[A/G]AAGCCACAGAGCCAATGTTGTGATCCCTGATCATCTGATTGAGGCTGGTACAGAAG A G 0.81 0.81 0.75 0.80 0.79 0.50 0.58 0.64 0.54 0.73 0.82 0.008 0.009 0.002 0.024 0.0049 1
rs1145774 6 91.58GGAAGAAATCACATTGATCAATGCCTAGATGTGGATCTCGGTCTCAGGGAAGGTCA[A/T]CAAGGGTAACCTGAGAGATGAATAATGTGGTGAATAGAATATATATCTTTGATGAG A T 0.71 0.56 0.49 0.51 0.55 0.32 0.31 0.29 0.43 0.54 0.49 0.034 0.008 0.004 0.006 0.0008
rs1884260 6 91.98CTTGCCATTACTCTTACAATGTTAGAAGAAAAATGTCCTTCTTGCATAATGCTCA[A/G]TGAGGGAAATGCATGAGAGAGTTCCATTTCAAAGCTGTCTGAGTTCCAGAATGTTATG A G 0.45 0.49 0.55 0.61 0.57 0.77 0.98 0.59 0.54 0.46 0.51 0.002 0.146 0.007 0.028 0.0012 1
rs2144363 6 92.04AGCATAGACGGGATTCTCATAGACCAGTTAGTTTGGCATTATCAAGCTGTAGATACA[A/C]GAGATTGTTCAGGAGGCCCATGTGCTGGGACATGATGAGAGAGGAGGATGCAGG A C 0.81 0.96 0.95 0.95 1.00 0.45 0.83 0.96 1.00 0.95 0.96 0.036 0.024 0.002 0.179 0.0001
rs6454855 6 92.07AACCAATGCAGCTGGATCCTGGCTCCATGAAAATGAACTTTCTGGAGCCAGTGCAGC[A/G]ATGTCCAGAGTAAGATCACTTGATGTAAGTTCATACAATCTTAGAAATTTTCTCCC A G 0.19 0.57 0.56 0.56 0.50 0.23 0.27 0.42 0.54 0.56 0.46 0.068 0.027 0.001 0.038 0.0025
rs1979797 6 92.49ATATTCACAAAATATAACAGCACTGTATACAAACAGCTGCCCATGCACAGATGT[A/G]TATTTCTCATTTCTTCTTAGCAGTAGTCTCTAATTCTGGAATTGGGACAGCCTCCTGATC A G 0.76 0.30 0.34 0.37 0.29 0.32 0.28 0.35 0.36 0.32 0.37 0.077 0.004 0.000 0.004 0.0010 1
rs1391503 6 92.54TCTATTGAAAAAGTTAATTGTTATGATTGAGACATGGAAAAATTTTGTCATTGAG[A/G]CTGGTATGCATTGATTTTCAATAAGGTCTATAAAACTTTTTCAAATCAGACCACTCTATT A G 0.24 0.66 0.58 0.62 0.68 0.77 0.95 0.56 0.43 0.66 0.63 0.059 0.087 0.001 0.017 0.0001
rs1498252 6 92.65TGCACACTAATATTAGTATAAACTCCCCCAACAATTACTAGCTACTATTCTTTA[A/C]AAGATGTTTTAAGTGGGTGAGATAGAAAAGTTATAAGGTAAAATTCAGGTTCTAATCAGG A C 0.19 0.28 0.32 0.39 0.32 0.36 0.01 0.26 0.29 0.28 0.28 0.003 0.074 0.002 0.008 0.0000
rs1373376 6 92.89GCATCTTTGCTTATGGCTACAGTGACCAGTGAATACAAGAGTAGAAAAAAGCCC[A/G]TCTTTCATCAAATCATGACTAAAGATATTATGTATCAGGGCACTCTTCGAGGGACCCA A G 0.02 0.31 0.24 0.24 0.25 0.18 0.30 0.10 0.32 0.23 0.26 0.051 0.004 0.012 0.001 0.0010
rs2555778 6 93.17GTAAGAACACAAGGTCTCGCCCTTGAAAGAAAGTGACAGGCCTGGAAGTAGAAACCA[C/G]GTTCTTAGATTCCTAGCCCAAATAATGTACTTTCTACTACATCATACCTTATGTAT C G 0.14 0.11 0.09 0.12 0.09 0.32 0.27 0.04 0.14 0.20 0.18 0.010 0.051 0.000 0.075 0.0087 1 1 1
rs1427123 6 93.23TGGTCTAGAAACTAAGTTCACTCTTAGGAGAATGTTTCATCTCATTTCTGTCCTGC[A/G]TAACTGGATATGTGCTGTGGCCTGGTGACTACCATGTTGTTTCCTATAGGCCCTGT A G 0.90 0.61 0.65 0.69 0.66 0.68 0.97 0.82 0.54 0.63 0.69 0.039 0.067 0.004 0.000 0.0006
rs1040155 6 93.56TTTAAAAAAACTTGAGTAGACCAACATTCTTGGAGTACTGAGTGAATGCACGGGAAA[A/G]GACCAAGAGTCTAGAAAATTTGGTTAGGACATGATGTAACTGAGTGCTGAGCTAT A G 0.69 0.69 0.72 0.74 0.70 0.77 0.97 0.83 0.79 0.63 0.77 0.000 0.079 0.007 0.001 0.0022
rs1338248 6 93.58AGTGTCACTCTTTCGTATTTGTCAGCGCCTTCTTCCATTTTGTTGTTC[A/G]TGTATTTTTCAGCAAAATAAAGTTTAAATCAGTTCTCTTGACATTCCATTGATATTTTAGACAGCTC A G 0.19 0.46 0.52 0.48 0.48 0.77 0.66 0.36 0.50 0.52 0.51 0.045 0.014 0.007 0.041 0.0005
rs1324103 6 93.90TAAGTGCTTCAAGTGACCTATGACCCAACTGACAGCCTCTTTAAAAGATGATATA[A/G]CTTGCTAAGATAGACAGAAACGTTACGACCTGTTCCGAATGATACAGGTCTCTCTAGC A G 0.79 0.58 0.57 0.63 0.66 0.32 0.50 0.67 0.57 0.63 0.54 0.006 0.018 0.000 0.061 0.0025 1
rs1548297 6 93.98GACATCTGAAAATTAAATTAATAGCCTGAAAATATTTTACAGAATGAGATAGAGC[A/G]TGGTACATGAAACATAATGACCCCACTGAAATTCAGCCAAGCCAGTGCAGCTACTCAT A G 0.71 0.52 0.56 0.54 0.59 0.09 0.56 0.26 0.43 0.45 0.48 0.010 0.001 0.034 0.143 0.0014
rs491112 6 94.17TATGCTGTCTAACTGACCCACTTAGAACTTCCCTCTGTAAACCGTTCCAGTGAGGGC[A/C]ACTTTTCACATTACTGCTACAAGGTAGGAATCTGCACACATATATAATATAATTGC A C 0.76 0.51 0.44 0.37 0.41 0.82 0.98 0.49 0.64 0.44 0.53 0.107 0.333 0.018 0.137 0.0099 1 1
rs1873219 6 94.28AAGAGCACACCAAGACAACCAGAATGGAACAGCTGCAGACCTCCTTTGATCTCTGCC[A/C]AATGACCTCTTCATCACATTTAGTGTCCTTTTCAGTCTGGAATTATTTTTTGAATT A C 0.21 0.05 0.06 0.05 0.11 0.00 0.09 0.01 0.04 0.04 0.06 0.021 0.005 0.005 0.018 0.0001
rs1488318 6 94.68 CTGGTAATGGTAGGGTGAGCAATGGACAGAATTTGTGTGCTTGATGATGTTAGTGAGTAA[A/G]GGATAAAACAACAATACCTCTGTTCTTTTTA A G 0.33 0.55 0.51 0.46 0.43 0.55 0.45 0.70 0.64 0.51 0.46 0.024 0.003 0.011 0.000 0.0022 1
rs4302647 6 94.76CTTATGCATTTGGCATCATTTAAXGTCTCTATGCAATAATTTCAATATTGTGTGAC[A/G]TTTGGCTTGCCAAAACAAAACCCTGGAGGGCTTCATTTGTTTGTTATTTTGTCTTCTTT A G 0.31 0.02 0.02 0.02 0.04 0.14 0.01 0.11 0.00 0.01 0.03 0.102 0.000 0.037 0.032 0.0004
rs952577 6 94.98TTAACTAGACACCTGAGAATGAAAAAACGCATCTGTCAAGAGATCTCCTGGCTGGC[A/G]TTACAGGAAACTTAATCCACTTACGCACTAGTGTGATGTTCTGCTAGCAGTAAGCC A G 0.05 0.17 0.16 0.20 0.21 0.18 0.15 0.22 0.15 0.12 0.12 0.013 0.003 0.010 0.003 0.0007
rs2493964 6 95.37 AAACTTTATTTCAATAAAAAGGGCTATGGTTTGCCAGCCCATGTTGTGGAACATGT[A/G]TTTATTAAAGTGGCTGTGGATTCACTAAGATAAAGTGGGCAATGTCTGCTTCAAGA A G 0.74 0.82 0.73 0.78 0.75 0.91 0.99 0.76 0.86 0.72 0.77 0.001 0.050 0.001 0.010 0.0006
rs169125 6 95.56TTTCTCTAGCTGCTCACACAGGCAAATAAGTTCAAGACAACTACAGCATCACTACTGT[A/G]TAACTGCACACTCCATGGGGCAGAATATCTAGCTCTTTTTTTATTTTTATTTTCAT A G 0.23 0.01 0.01 0.02 0.00 0.33 0.05 0.25 0.00 0.05 0.01 0.085 0.022 0.096 0.132 0.0000
rs2890370 6 95.88CACTCTGTGGTGCTTGACTXTACTGTTTCATTTCTCCCTCTTGATAGTCTAGTGA[A/G]CTTGAAGGAGGCTGGATCTTCAAGTACGTTGAACAATGGGCCCAGCTGTGAGCCCTG A G 0.55 0.36 0.35 0.29 0.25 0.23 0.58 0.32 0.36 0.27 0.31 0.022 0.039 0.000 0.006 0.0008 1
rs2716091 6 95.90ACAATGGCTACCTTTTAAACCCAGTTACAGAATCAAGAGTGGTTGAAATTACGTTAG[C/G]GAGGGTCTGACTACAGGGCCCTCCATTCAGATACTAGACACAATGTTGGCTCTGT C G 0.33 0.28 0.35 0.40 0.39 0.50 0.43 0.39 0.32 0.37 0.38 0.002 0.000 0.000 0.006 0.0000
rs1133503 6 96.10 TGGGTCTAGGATGTAAATATAATTTAACTGTGTGCTAAGTGCTTTAGGTA[A/G]CACAAGCATTTATCTATTGTAAAATGAAAATTCAATTGCCATCAAATCAGA A G 0.64 0.56 0.59 0.51 0.66 0.95 0.48 0.75 0.64 0.55 0.59 0.001 0.014 0.009 0.107 0.0001
rs4839952 6 96.17TTCAGATCTCAAGTCAAAGAGTGACCTCACAGAGTCTCTGGCCTAAAATAGTTCCT[A/G]GCGCCACTCTCCAATTACCATCTATCCCTTAATACTGACTGTTTCACTTCTTATCCA A G 0.43 0.50 0.42 0.51 0.54 0.45 0.26 0.52 0.61 0.47 0.43 0.001 0.008 0.016 0.007 0.0008
rs716192 6 96.56TATCTTTGGAGACGTAATTTGGTGAAGGATCCTGAAGATGCCACCTATACCCTGC[A/G]CACCAGGCAGATGCACCAAAGTATCTCAGCCAATTTCATTGAGATTCAGACTGGCAA A G 0.43 0.60 0.60 0.55 0.59 0.65 0.52 0.67 0.68 0.46 0.63 0.026 0.002 0.000 0.000 0.0001 1
rs7772067 6 96.62AAAGTGAGAGAAACTTATCAGTAAGTCTTCAAGCAGGAGAAGATGAGATGCGCTGG[A/G]TAGCCAAGAGAATTTTAGTAAAGTGATGGTCTGTGTTCAATATTAGCTTGTGCACT A G 0.55 0.74 0.74 0.71 0.79 0.86 1.00 0.89 0.79 0.77 0.84 0.023 0.106 0.033 0.015 0.0055
rs3827786 6 96.71 TGTGGTAGCAAACTAAGTGCCTAGATCAATGTTAGCTGAATGTCACACACATACA[A/C]TATCTTGGTTGGTAAAGTCGGCGTCTACAGTGCTAGGACTGACTACTCCTCATTTGA A C 0.68 1.00 1.00 1.00 1.00 1.00 1.00 0.98 1.00 0.98 0.99 0.129 0.000 0.006 0.000 0.0040
rs2472922 6 96.88GTTGCCTCTTTAATGGAGCTGTGAGCATGACATTTAGAGTCAGACTATTCCCACTA[A/G]TTGCCAACTGTGTGGCCTATATGAGTCTAGTTCTCTCCTCATGTAAAAGAAAGATGA A G 0.62 0.82 0.80 0.80 0.86 0.77 0.48 0.88 0.54 0.84 0.89 0.020 0.074 0.002 0.002 0.0094 1 1
rs521608 6 97.20ACTAGATTAAAGTCATTCCACCAGACTCCAACGTGGAGAGATGATGATATTGAAGAA[C/G]AGCTGACCCCCACTCAATGCTTCCCTGCACCCCACACCCCAAAAGAACATGGTT C G 0.52 0.35 0.46 0.43 0.34 0.50 0.25 0.35 0.43 0.43 0.40 0.007 0.015 0.002 0.004 0.0006 1
rs2095348 6 97.21TATTTTATATTGTCCTTTGCCTAATTAGCACCATTGTTAGTGTTTTCCCTATT[A/G]AATTGTAAGCAGGGGGACACACTTTCTCACTCATGCTAGTTCCCTCTGTGCGGATGGAGC A G 0.36 0.41 0.31 0.30 0.50 0.36 0.63 0.35 0.39 0.32 0.36 0.000 0.032 0.000 0.000 0.0007
rs1206147 6 97.61GAGGCTATTCCTTATCCTTTACCAAGTAATCATGTATTTCCAATTTAATTGATGGG[A/G]ATTGAATCATTGGCATCCTTCTGGTATTTTGCAAACTTTGCCTGAGGTGGGGGTAGT A G 0.12 0.56 0.55 0.54 0.45 0.77 0.83 0.41 0.54 0.51 0.47 0.115 0.053 0.010 0.034 0.0032
rs1206126 6 97.66CCAATTTTTACGTAGGGTAGAAAGTAGGCAAAATACATAGGATAGAAAATACAGA[C/G]GATAGAAAATGAGTAAATACTCAAGAGCTTGTATAGTGGTTATCATTGAATGGAGAGA C G 0.76 0.44 0.45 0.46 0.55 0.23 0.16 0.59 0.46 0.49 0.54 0.056 0.058 0.008 0.034 0.0042 1
rs876012 6 97.80GAATATGAGATTGTTCAGCCTCTGCAGCCACCTCCTTCCTGTCTAGATATTTTATG[A/G]GAAGGGAACGAGAAGGGGGAAACAGCGAAGGTGCTCTGAAAATCAGTCAGACAC A G 0.26 0.58 0.59 0.65 0.61 0.09 0.10 0.36 0.57 0.60 0.55 0.082 0.197 0.047 0.206 0.0037
rs6569342 6 98.66TATCTGCCTTTTTGGGTGCTGATTCTGATATCTGGTATTCCCTCACCACCATGTCC[A/G]TTCAAAATTTCAATCTATTCTTCAAGATTCAGCATTAGTATTATTGCCTAATAGCAGC A G 0.24 0.14 0.18 0.13 0.18 0.14 0.28 0.11 0.05 0.12 0.20 0.003 0.003 0.005 0.003 0.0003 1
rs1494781 6 98.98 TCCTATGTTATAATGTCTTTGATTCACAGTGAAACAAAGATTAAACACAAGAACCAGA[C/G]CCTGTTTGTAATTGCCCCCAAGTAAGGGCCCTAGAAAGGTCTGCTGGTATGTAA C G 0.70 0.93 0.96 0.94 0.95 1.00 0.87 0.99 0.96 0.97 0.97 0.059 0.065 0.003 0.021 0.0004
rs1997936 6 99.48TGGCAGGTATCCATATCCTGTCTCTCTCATGAGATGAAGGTGTTCCAGGTGTTC[A/G]ACAATGAGGGTTCTTGCTCTTTAGGAGACTTTGCAGGGATGTTGCATGTCCCACTGC A G 0.40 0.39 0.39 0.35 0.43 0.23 0.30 0.39 0.36 0.47 0.39 0.000 0.001 0.001 0.011 0.0009 1
rs7776325 6 99.91 AGTTTACAACTTAAGACAGAAAAATTATGCATTGAACTCTGATAAGCTGTTAAAGC[A/G]TTGGAAAGCACAGCAAGCTTTTTGGTTCTCATAAGTAGAAGTTAACAGCTTCCTCAT A G 0.52 0.54 0.47 0.46 0.45 0.91 0.63 0.55 0.57 0.49 0.41 0.000 0.010 0.003 0.114 0.0034
rs2894891 6 100.26ACAAATAGAAGGTGTTATTAAGGCTCTATTTGGCTCAGTGATTAGTTCAGAGAATTA[A/G]TAGCCTGGGTCCACAAACCATCTTTACTGAGCAAATAGTTGCTTGGCTGCCAGAGG A G 0.88 0.61 0.58 0.44 0.57 0.59 0.52 0.67 0.46 0.60 0.55 0.054 0.003 0.006 0.000 0.0002 1
rs761713 6 100.65CTTCTCCAAATACTTTCATTGTCGGAAGTCAATATATAGTGCCTAAAACAAAAA[A/G]AAAGGGAGTGTAAGCAATTGTTTAAGGCTACTTAGAGGCATTGAAATAAATGACAACAG A G 0.26 0.29 0.26 0.33 0.29 0.73 0.58 0.33 0.18 0.25 0.17 0.000 0.047 0.005 0.112 0.0045
rs761711 6 100.67TTCACAATGGGCATTCCAGAGCTGTAAGGCATTTGAGAATTTGAGAGGACAGGT[A/G]TTAAGTGCTTATCTGGGTTAATATTGCCTTAATTAGAACACTTGCACATTCCCACAATT A G 0.75 0.46 0.57 0.52 0.46 0.82 0.30 0.53 0.54 0.53 0.55 0.014 0.006 0.006 0.017 0.0013
rs240153 6 101.11 TTTTGCCTTCTCTTCCCTATAACTCTAGCTTTGCTAGTTCGGAGGCTTATTATC[A/C]AAAGGATTAACAGTTTACTTGGAAACTGAAACAGCCACATGACCACTTCAGGCTCTCAG A C 0.36 0.46 0.45 0.44 0.50 0.59 0.16 0.53 0.57 0.44 0.36 0.001 0.035 0.003 0.016 0.0047 1 1
rs239229 6 101.15TGGATGGTGGGTTTATATATGTCATTGTAGTTAGTTACATATGTCTCACCTCC[A/G]TGTGACTCTGGAACTTCTTGAGGCCAGGGAGCATACTCTATTTGTTACCATATCCATTGT A G 0.36 0.46 0.47 0.45 0.52 0.56 0.16 0.53 0.58 0.45 0.40 0.002 0.038 0.002 0.009 0.0026
rs239189 6 101.17TTAGTCCTCAAAATGATCCTCTCTTTTACTTAGGTCAGCTCACATGAGCCTATC[A/G]ATTCCCTGACTAGATACAATTCTTGAATATCCTCCTAAATGTATAGCCTGCAAAAAACAT A G 0.64 0.54 0.53 0.55 0.48 0.40 0.84 0.48 0.43 0.56 0.61 0.003 0.042 0.001 0.013 0.0038
rs846773 6 101.34TGAACTTGCATGGGTCAAGTAACGCCATCTGCATAGAGTCAAGAGATAATACTAAC[A/G]GCAAATGTCAAATCACAAATGCTATAAAGAAGCAGCCCATCTGCACAAAAGCAAAC A G 0.83 0.72 0.72 0.74 0.64 0.45 0.86 0.57 0.61 0.68 0.73 0.004 0.010 0.011 0.044 0.0001
rs2207958 6 102.03GGTTGCTATTACAATCTGGTAGTTATAAGTTTTCAAAGAACTAAATAAAACTGAAAG[A/G]TAAAATTTGCTATCTACAACAGAAGTGAACTGGCCTTCAGAAGCTTTTATTTTTATT A G 0.43 0.29 0.25 0.28 0.21 0.61 0.65 0.41 0.57 0.29 0.32 0.014 0.093 0.023 0.063 0.0030 1
rs1953817 6 103.09ATAAACATGAAGTGTGGTTTGGGATTGAAGGAATAAAAAGGAGCTACGCCGAATGAC[A/G]GAGAGACCTGTGGTTAGGTAATGTATATAAAGTTACAGATATGAGTAGTTCCTGA A G 0.31 0.23 0.22 0.28 0.32 0.45 0.72 0.41 0.29 0.23 0.32 0.016 0.163 0.040 0.052 0.0062 1 1
rs1431218 6 103.37ACCAGGCATATTCCCAAAAACCTTCATTTTATTTAGTCTTCGTAGCACTGTTTC[A/G]TTTACAGAGAAGCTCAAATAAATTCTTAAACCCCCAATGGTTTCTTCCTTTATGATTAATG A G 0.74 0.64 0.58 0.56 0.48 0.50 0.24 0.47 0.64 0.69 0.59 0.007 0.074 0.026 0.006 0.0003
rs500204 6 103.67ACATTATTTCTGGTTGCTTCTACCATTTGGAGAGCAAAACCTAGATGAAATATTCTC[A/G]GAATTCCAGCACATTCTCAGCAGTCCATCTCCAAGGTCTACCTTTATGATTTCAGGG A G 0.19 0.15 0.18 0.24 0.18 0.00 0.15 0.34 0.14 0.26 0.19 0.002 0.000 0.023 0.055 0.0001 1
rs1155126 6 103.85CAAAATGTCCAAGGGACTCTAAATTCCATGATAAAGTAAACAACATGCTTCAGGA[A/C]TTAAGAAAATAGAAAAATCCTAAGGGTGTAAGCATTCAAGTATTTGGCCCTTTATTCA A C 0.74 0.86 0.78 0.83 0.88 0.95 0.86 0.91 0.86 0.81 0.84 0.002 0.006 0.017 0.041 0.0017
rs6929015 6 104.15 GACAAAGTTCACTGTAGTTGAGGAAGAGAAACAGGAAAAAGAAATTCTTAGGGCTGT[A/G]GCAGAAATAAGTGCTAGGCCCAGCAATATACCTGGATGAGAGGTAGAAAGATT A G 0.48 0.35 0.45 0.40 0.34 0.23 0.36 0.18 0.46 0.45 0.44 0.000 0.005 0.064 0.034 0.0009
rs860933 6 104.55GTATGTGAAAGTCATTCCCCAGATTTCTGCTATTCCCCAATGTACCCCATGTATAT[A/G]CAGGAAAACTTATGTTTTTTAAAATTGAACAAATATTCTTGCTTTGTTTCTTTGCTTAC A G 0.73 0.51 0.47 0.49 0.48 0.23 0.08 0.59 0.54 0.48 0.49 0.034 0.095 0.005 0.031 0.0003 1
rs201204 6 104.78 AAGTAGATACAATGAAACTTGGAATAAAATATTGCATTTACTGTCTAAACATTTGTATCTAGCCCAAGCACAAATAAAT[A/G]TACTACTTTGGCATGAGCTTGAATCCCAGACATG A G 0.48 0.34 0.36 0.29 0.34 0.32 0.20 0.25 0.46 0.26 0.36 0.011 0.010 0.004 0.001 0.0002
rs880177 6 105.90CGGGTCAGGCAGGCTGGGCACCTTTGCCCGGGAGCCCTCTGGGCGGAGGCAG[A/G]GATACTTACGGCGGTCTCGTCGCGGTACACGTCGGGGTACTGAAGGGACAGCATGG A G 0.45 0.84 0.78 0.69 0.82 0.73 1.00 0.71 0.89 0.71 0.72 0.047 0.112 0.000 0.000 0.0004 1
rs2040431 6 106.12GGAATCCTATTTCCTACATAGGAAATATTCCTGTCTCTTGAATGTGACCTTT[A/T]TCCTCACCATCTCCTTTGCTTAAACCGGGTTACTATCTACCAGTTCTCATGTGGGCCATCAC A T 0.14 0.43 0.47 0.41 0.48 0.55 0.05 0.34 0.54 0.35 0.42 0.049 0.103 0.008 0.006 0.0000
rs1475270 6 106.73 GACAGGACACTATGGGGAACTGAATAAGTGATTTTAAAAGTCATGGAAAATTAAT[A/G]ACTGAGAATAACCATGAAAAGTATGAAAAAAGGAGACAAATGAATTGCTCCAACAGA A G 0.14 0.49 0.48 0.46 0.43 0.41 0.20 0.40 0.39 0.54 0.57 0.049 0.049 0.005 0.001 0.0046 1 1
rs2050042 6 108.35TTGTTTCCTGCAAATAATAGGATATACCAAACAGGTGTAGAGTTCTTTTATGGA[A/C]GACACCTTGGTTCTGTTTAATGGAGAATACTTTTAGAGAACAAAATCTGGGTGTTAGGAG A C 0.71 0.38 0.51 0.49 0.43 0.36 0.41 0.47 0.50 0.44 0.42 0.022 0.001 0.000 0.006 0.0057 1
rs217532 6 108.57CCACATAAAAATTCAAAGCAAATGGAAATTTTAGTAAATTTGCCAATTCCACTAA[A/C]ATATGCATTTGAGAATCCTTTTTGAAATAAAGGACTACAGTCCTAGAGAATAATTTGTT A C 0.88 0.48 0.50 0.44 0.57 0.65 0.57 0.70 0.61 0.59 0.63 0.102 0.005 0.025 0.018 0.0092 1 1
rs1260658 6 109.47TGGCTTCAAAGTTTCTAACCTGAGTAACTAGAATGGAGGAAGTGCCATTTACT[A/G]TTATGGGAAAATCTGCAGATTTGTGAATGGGAGAGAGAGGAAAGGTTGGTATTTTAGCT A G 0.19 0.65 0.65 0.70 0.66 0.86 0.98 0.69 0.54 0.65 0.63 0.123 0.095 0.001 0.029 0.0000 1
rs351755 6 109.58GCCCAGGTCTGTGTCCTTATAAAGCTTGTGCTCTTCTTGTGCTACACTTCTGC[A/G]CCCTCCTCCATTGCCCAGAAGCTTCCTAACAGTTGACAGAGTTTGCACCCAATGCTGAT A G 0.24 0.59 0.62 0.52 0.48 0.55 0.90 0.64 0.43 0.61 0.52 0.073 0.082 0.000 0.001 0.0045 1
rs736830 6 109.76CAACCAACAGTAACATAAACAACACAACACAGGGCTCTGTTAGTCTCCTATA[A/C]TAAGAAGTCCAGAGTAGGTGGTTGCTGGTATTGGTCCCGCAGCTCAAGAGACTGGGGCT A C 0.33 0.59 0.57 0.51 0.55 0.27 0.33 0.42 0.54 0.53 0.55 0.020 0.029 0.011 0.040 0.0001
rs1046943 6 109.83 GAAGCACTGGGCAAGCACTTGAATAACTGATTTTGATGGTAAGAGCTCCA[A/G]TCATCCCAAGGCAGACCCTCTTCTGGGAGAAAACCAAAGATTCACCTTCA A G 0.40 0.59 0.56 0.51 0.57 0.25 0.49 0.42 0.46 0.53 0.55 0.008 0.001 0.011 0.048 0.0001
rs781499 6 111.31ATAAGGTGTGGTGGGTTCTGATACAAGTCAAACTGTCATAACAAATGAAAACATTC[A/G]TAACACCCTAAGTACAACAGTTTTGCTCTTATAACTTCCTTTCTTGAAATGTGTTGGT A G 0.17 0.56 0.55 0.49 0.54 0.14 0.79 0.25 0.61 0.61 0.53 0.065 0.050 0.041 0.075 0.0000 1
rs1022092 6 111.47 AGGTGGTATTTTGACCACATTTGTCTGCTGTTGTGCCTTCTGGGTGAACTGAA[A/G]TACTGGCTTACTGACTAGTAAATATGTTTTCTGACAATTATAGGGAAGGGAAGAAAAGG A G 0.24 0.52 0.54 0.52 0.50 0.55 0.47 0.34 0.58 0.48 0.51 0.035 0.000 0.011 0.003 0.0004
rs1158747 6 112.55 TTTTAAAGAGCTGAGCCAAAAAAGCAACAGACAAGGCAAGTGGGCATTCGACCA[A/C]ATGCCAGACTAAAGAACTTCTCTTCCTCTTAAATATAACCCATAGATCAGTCCTTCAA A C 0.67 0.57 0.54 0.55 0.45 0.45 0.36 0.46 0.75 0.50 0.59 0.000 0.046 0.003 0.013 0.0004 1
rs1994672 6 113.71TGTTTTTAGCCTTCCATCTTCTCCAAAGCAGAAGAAAGATATAACTTTCTTATATGAAAAACAGTTTCTATTGCAGGTTCTGGCTAAGATAGTCTG[A/G]GAGAATCCTGACAGTATT A G 0.48 0.45 0.46 0.51 0.29 0.32 0.54 0.46 0.61 0.46 0.44 0.000 0.007 0.000 0.009 0.0002 1
rs1565528 6 113.72ATTACTTTTATATGATTGTGTTTTATGCACTGATTTCATCAAGCAATCTCACT[A/G]CTTACTATGAACAAGCCGCATTTTATTATAATGGCAGTGGACATTATAAGTTAATATAAAAT A G 0.67 0.45 0.47 0.48 0.29 0.39 0.61 0.49 0.61 0.48 0.48 0.020 0.013 0.001 0.005 0.0003
rs1491074 6 113.73GTTTCTAATTACCATGTCTGTAAAACAGGAATAAACAAACTTCAATAAAAACAG[A/G]GGACCTGATCAAATGTCACTTGACTTCACTTCCAGCTTTAAGATCCAGTGAATGTGTCAA A G 0.07 0.30 0.28 0.37 0.30 0.27 0.20 0.30 0.18 0.30 0.25 0.049 0.005 0.000 0.000 0.0012
rs1033391 6 113.81GCAATGCCCATGTGTGCAATGTCATGCTTAGGGAAGCATCAAGGAAAAAAGAACAGCTGGAAACAGACAGAAAGGTAGTA[A/G]GAAAATAGAAAATGGAATGAGAAAGAGAGG A G 0.40 0.36 0.48 0.49 0.48 0.41 0.22 0.39 0.32 0.49 0.54 0.005 0.035 0.002 0.002 0.0011
rs773676 6 114.09AAGTCATAGTGCCATGGAAGTAGCTGCAAAATTCCTGGCCCAAGGACATCACA[A/G]GATGCAGCTTCCTGCCTGTCATTCCAGTGTGGAGGGACCAGGATAATTTATCTACTTT A G 0.79 0.43 0.41 0.48 0.38 0.18 0.33 0.34 0.25 0.38 0.41 0.061 0.011 0.009 0.046 0.0001
rs2030926 6 114.11TCTTGTAGTTAAAGGTGAGCAGGGTATGAGAAGCACTGGTTGGCATTGAGGAA[A/G]TTTGGTTTCTTGTCCTGTGTCTATCCCTATCCATTTGTGTGCCCTTGGACTGGTCACTT A G 0.40 0.59 0.56 0.60 0.45 0.36 0.90 0.64 0.61 0.45 0.41 0.011 0.077 0.006 0.013 0.0127 1 1
rs963884 6 114.18 AAGCACTGTTGAAGG[A/G]TTTCAATCTCAATAGCTTTCTTGCCCAGTGTCTGAGATTACCTTTTACATAAATCTGCTAAGTTGCTAATTCAAGGAAGGGGGGAGAATTCAATATAA A G 0.71 0.85 0.87 0.87 0.79 0.59 0.90 0.86 0.68 0.84 0.78 0.016 0.001 0.001 0.038 0.0062
rs548388 6 114.28GACATAAAAAAGATCCAAACAAACTTCAACAGATGAAAAATACAATGTCTAAGATAA[A/G]ATAATAATGGATAGGACTAAAATCAGATTAAATACTGCAGAAGAAAAGATTAGTGA A G 0.43 0.70 0.69 0.65 0.73 0.64 0.96 0.64 0.64 0.64 0.58 0.047 0.069 0.010 0.002 0.0073
rs1415428 6 114.74AGTTTGTCACTCATGAAAAGCCTGATTACAAGTAGAGAGATACTTGGTAATGACTGTTCTCCATGTGAT[A/G]TCTCAGCTGATGCAAACCAGTCTGCTTGAATATTGTGTATCTAC A G 0.60 0.41 0.35 0.44 0.41 0.18 0.35 0.40 0.36 0.41 0.28 0.030 0.001 0.005 0.014 0.0029 1
rs2032558 6 115.82AAAAAAATAAGTGATGAGTCTTTATCTGTTGTCCCAGGGCAGAAATTCTCAAATCTT[A/T]GTCAAAGTAAGTGTGCCAAATAATCAACTGGTTCACTTATTGTAGGCCAGTAACAA A T 0.60 0.54 0.55 0.51 0.48 0.68 0.67 0.54 0.43 0.57 0.53 0.000 0.000 0.005 0.001 0.0007 1
rs1041883 6 116.73TCAGCTAAGGTGAGAGTGGGGATACCTTTTTCTAATTCTTACAAAAGTGCCAC[A/G]TACCCATGTACACAGGCTGCTACCCTGGGACAACAGACAAAAATAGGACAAGGTAACA A G 0.29 0.57 0.45 0.50 0.61 0.91 0.99 0.71 0.75 0.57 0.45 0.011 0.259 0.039 0.143 0.0000 1
rs2040405 6 116.86AATAATATAAAATAAAAATATTATATAACCCTGTAGTTATGCTGTGTAGTTATGCTGTGTAACTTCCTCAAG[C/G]CCTTTATCAGAGAAACCCAGCTTTACACAATGGTGATGAAAA C G 0.60 0.66 0.69 0.56 0.59 0.77 0.66 0.43 0.68 0.60 0.57 0.009 0.008 0.047 0.000 0.0080 1 1
rs544047 6 117.65CACAATTGCTCTAACAGCAACACCAGTGAAGCCATTCTGTGTGTTATTCAGTTGCA[A/G]TATTCAGGAAATTTGCTAGATATAGAGAAGAACATTTTGATTATAGCATTTGCTAAA A G 0.26 0.64 0.57 0.61 0.71 0.45 0.66 0.49 0.46 0.60 0.57 0.067 0.004 0.011 0.013 0.0001 1
rs1321807 6 117.73TGCTGCTCAGGTATAACTCTCTAGTATCTATTATCATTTGCTGTGCATGTGTTT[A/G]TCTCCCTCCTGTTTTATGAACTCCATCAGAGAAAGCATCTCTTCTTATTCCTTGTTAAAT A G 0.24 0.49 0.56 0.54 0.48 0.36 0.14 0.39 0.57 0.49 0.53 0.049 0.110 0.015 0.023 0.0002
rs1535330 6 117.76 GCAAGTTTCTCAAAGATTATTTATT[C/G]CCAATGGAAGAGAATTCATCTTTACAAGGCTAACACATACCCATTGTATGAATCAGCCACAATTTTTTGAGGTGCACTAATAGAGGGT C G 0.29 0.59 0.65 0.61 0.55 0.36 0.14 0.45 0.64 0.54 0.59 0.062 0.155 0.024 0.047 0.0006
rs1321803 6 117.77GATGACACAGAGGGTTCTGAGCTGTCCAGTTTTCTCTT[A/T]CAATACCACTCTCTTACAGGCGGGGGGAGCCAATGCTCAGAGCATGTCTGTGGCACAACAGAACCATCCATTA A T 0.93 0.47 0.43 0.52 0.50 0.64 0.60 0.73 0.61 0.43 0.44 0.142 0.010 0.034 0.015 0.0000
rs210646 6 117.89CAAAATATTCCACACTTACTGTAATAGTTCTTTGGGAGCAATATATGGTGAACA[C/G]TGGCAATGCAGGCATCTGCTGTGATTAGTCAGAGCTGATTGGCTAAGAGGAAAATGAAT C G 0.64 0.58 0.57 0.50 0.57 0.64 0.97 0.64 0.54 0.58 0.60 0.003 0.152 0.017 0.005 0.0000
rs210617 6 117.91ACTTGGAGGTAGGTAGAGAAGCACCTATGTAAACAATAAGCGTATTTTCAACT[A/G]CGAGTCATTTACAGTCATGAAACTACTCCTGCACTTGGCACTTGTGTTATTTTCTGCACC A G 0.67 0.58 0.56 0.45 0.48 0.68 0.64 0.31 0.39 0.52 0.56 0.008 0.006 0.009 0.017 0.0000
rs1541317 6 118.07AACCCACAGCTTTACTTGCCTGAGGTTGTAGCCCCAGTTAATACAATGGCAAGA[A/C]ATTTAACAGTGAGATCCAGGAAATAAGGGCTCAGATAAACTCTCACATATCCATGGCC A C 0.90 0.39 0.38 0.33 0.27 0.73 0.59 0.90 0.50 0.45 0.42 0.128 0.011 0.086 0.031 0.0000
rs1012509 6 119.49AAGCAAATTCGTATTGCCAGGTAGACAGGATGCTTTGGTTTGCTGTGTTCTTCA[A/G]GGGGTTGCTTGTTTATGAGATCATAAGGTTGGTTTATGTGTTATGATTTTTATTTCTTGT A G 0.36 0.27 0.30 0.34 0.23 0.59 0.26 0.52 0.43 0.31 0.29 0.002 0.001 0.024 0.048 0.0006 1
rs2036256 6 119.82 GTCTTGTCTGTACTTAAGTCTTATTCAGTATTCCGGATTCAACATAGATGTC[C/G]CCCTTACAAAGCCTTCTGATTTGCCAATATTGGATTAGGTGTCTTGTCTATAAGATTCTATA C G 0.62 0.49 0.55 0.50 0.50 0.77 0.72 0.74 0.43 0.53 0.54 0.003 0.022 0.028 0.034 0.0002
rs937091 6 120.18TCTCATCATCTCCACTGAAACCACCAGAGTCCAAGTGCAATAGTGTCATAACC[A/C]CTCTTGGCTCCCTATAGTCCATCCCCTCATGCCACACACCATCATCCCCATCCCCATTA A C 0.60 0.51 0.44 0.49 0.57 0.59 0.31 0.28 0.57 0.53 0.48 0.011 0.012 0.013 0.012 0.0004 1
rs1486198 6 120.79AAATTAAATACAGTTATCTTAAATTATTGGGGGTGAGGGTGGTAGGGAGGAGTACAAAAGTAGATAGACAAAT[A/G]TAAAGAAACTTCACTCATCCCATCCTTAAATTTAAAATATA A G 0.38 0.55 0.55 0.51 0.41 0.32 0.50 0.30 0.50 0.48 0.57 0.007 0.000 0.024 0.020 0.0012 1
rs2063875 6 121.28CTAGACATTTCCTCAAGCATTCTTTTATAGGTGTTCCAGATAAAAGAGTTGGTGT[A/T]AGGCCGGGATTTAAAAGACTGAGAGAAAGAAAACCATGATAATTTCCCTTATGGCTTT A T 0.12 0.62 0.62 0.67 0.61 0.00 0.01 0.24 0.57 0.55 0.62 0.160 0.270 0.086 0.299 0.0000
rs763075 6 122.19CTTGACCAAAGTCAGAAAGAATGGGAGGCTTTTTGTTGTACTACAAGACAGTCAGC[A/C]CTTTCTGCTCAATGTTTCTGCCTGGATGGAAAGCCTGTGCCTGCAACTAGAGAAG A C 0.12 0.52 0.44 0.41 0.43 0.25 0.93 0.52 0.61 0.41 0.40 0.060 0.147 0.010 0.017 0.0015 1
rs1563512 6 122.46GGAAGTTCAAACTCATTGGCACTCAGCTACTCTGACAATTAAGCCCTGGTCCTC[A/G]TCCTAAGCTTACTCTTCCCTCTCATTGCACATGATAATTGTCTCTTTACAAACTTCCAAG A G 0.43 0.38 0.27 0.30 0.29 0.36 0.91 0.50 0.46 0.30 0.24 0.012 0.227 0.015 0.002 0.0010
rs873460 6 123.71TGGATATGGTTTTGGAATGGAAAAGAGCATAGAAGGAAGCCTACCTTTAGAGCT[A/G]TAAGGTGGACAGTAACAAAATAGAAGTGAGTGGAATCCATTCCTGTGACAAATGTGG A G 0.19 0.43 0.41 0.32 0.41 0.18 0.43 0.14 0.32 0.44 0.42 0.022 0.005 0.043 0.021 0.0005 1
rs1321084 6 123.88ATGTGAACAAAATTATTCTGACTTTTTTTATAGATCTTTGTTCTTCAACAAGGC[A/C]CTAGGTAGGGATCAAGTCATCTATCCTTTCATAGCACTTAGCATAGCACATTTTGCACAG A C 0.57 0.51 0.49 0.49 0.55 0.41 0.60 0.48 0.57 0.46 0.43 0.003 0.006 0.001 0.002 0.0010
rs941815 6 123.90AGTTTTACCTATTATGCATTCTGAACATTGGTTGAAGAAATAAATTTCTGAATT[A/G]TTTACATCTCATGGCTTTATTGCAATGGTAGTTATGAATGAGTTTAGCATCAGTTGTGTAC A G 0.60 0.42 0.40 0.33 0.45 0.45 0.17 0.49 0.39 0.39 0.42 0.019 0.026 0.007 0.004 0.0003
rs1407529 6 124.67AAACAATATATTAGAGAAAATAAACGGGAAAACTGGAACTAATACATTGAAAGAGA[A/G]ATAATTTAGCCCCAGAGAACTGGAATTTATGTAAAGAATCAAATGGAAATTCTAAGA A G 0.60 0.55 0.52 0.56 0.55 0.55 0.60 0.52 0.61 0.59 0.62 0.004 0.006 0.000 0.002 0.0042 1 1
rs659491 6 124.81AAACATTTCTCTCTATCACAACTATGATATAAATCCCTGCAGCATTTTGTGTAT[A/G]TTTTCATAATATAGATGTACAGGAGGGGCAGCTTTACACATGACTTTTTAATAGACATGTA A G 0.21 0.52 0.57 0.59 0.63 0.50 0.72 0.61 0.64 0.55 0.54 0.083 0.009 0.000 0.008 0.0005
rs911966 6 125.37AAATGAACTGCTAAACCTACAATGTTTTATGACTAAATCAGTATACATCTGCCCA[A/C]AAGTATTTGTCTCCAGTTTCACCAAGAAATGAAGGCTTACTTTATTGTTTAAGCAGCAT A C 0.40 0.50 0.52 0.50 0.36 0.09 0.04 0.47 0.43 0.52 0.54 0.005 0.152 0.001 0.092 0.0008 1
rs524394 6 125.51CTTCCTGAGATTGGTTTGTTCCCCAAAGTTATACCCTTTCCAATATCACTATACT[A/C]TCTTGCAATCGACGGATCATTAAGCAAAATATCGGGATGAATTCTGCAGGACAGAGCC A C 0.26 0.60 0.52 0.63 0.48 0.27 0.26 0.42 0.75 0.44 0.43 0.035 0.040 0.014 0.040 0.0032
rs1569741 6 126.36ATATAGTTCATGTTGTGGAAAAATACCAATTTTGTTCTTAAGGCGTAGAGGGAGG[A/G]CACTTTTGAATCACTACAACTTTACACTTTGTTATTGTTCCAATTTTATTTACAGGTTTT A G 0.75 0.55 0.42 0.41 0.54 0.95 0.98 0.54 0.50 0.35 0.48 0.096 0.312 0.025 0.257 0.0045 1 1
rs1340952 6 126.93GGAGAAATTATCTTTTTTATTTCTACATCTTTCATAACACACTTAACGGTTCATGAATGAAAAT[A/G]TTACTTAATCAAGCCCTGGGTGATAAATCACTTGTGCTCTGCTGGATGAAA A G 0.40 0.51 0.54 0.52 0.48 1.00 0.94 0.66 0.43 0.46 0.48 0.008 0.143 0.006 0.202 0.0035 1
rs1538956 6 126.94CATTTTGATTTAATGTCTTTAACACTCTAGCACCTAATTCACAAGTTTTCTTTCTACTGTGATTTCTCCCGT[A/C]TGCTATTCTTGGTAAATTCAGCATTCCCATAAAAGGCTCATTTA A C 0.26 0.51 0.54 0.54 0.48 1.00 0.94 0.66 0.43 0.46 0.47 0.038 0.142 0.006 0.202 0.0040
rs1022573 6 127.04 GGTTAAACTGACACACGTTT[A/C]ATGATATGCGTAGTCATTGCTAAGTAAGTAGGCATAAGAACAAGGTAATTTAAATAAGTGATTATAATTGGTACAATATTTTGAAGTTTTTAAT A C 0.74 0.49 0.46 0.44 0.52 0.00 0.04 0.32 0.61 0.51 0.52 0.041 0.143 0.010 0.202 0.0041 1
rs988693 6 127.28GTCTGTGGTGCTATCTGTGAAATCCAATACTGTCCTGATTCCCTTGAATTGGAC[A/G]GTACGTACATGCTCTTTGGGCTTGTCCAAAGTTTTCAGGTTTTTGAAGGAACTGCTATT A G 0.52 0.56 0.50 0.48 0.61 0.14 0.64 0.60 0.54 0.47 0.50 0.000 0.012 0.000 0.085 0.0003
rs1543432 6 127.68GTACCCACAAATTGATGGTCTCCAGGAACAGACCTGAACCAGTGACTCACTTGT[A/G]TGGGGTCACAACACAGCTGTCATCATGCCCTCAATAGAATCAGCCTTTTACACATGTG A G 0.24 0.23 0.25 0.16 0.27 0.27 0.20 0.38 0.25 0.23 0.21 0.005 0.006 0.003 0.002 0.0012 1
rs482607 6 128.97TCAGCTCTGCTTCTTTCTTCTTCTAACTTAAGATTAACTGTTGTCTGCCTGA[A/G]ACAGAAAAAGTGCTGTCTGTAGCAAATGTGTCTTGAAGGACTGACGGCTACACCTCCTGTT A G 0.60 0.28 0.36 0.35 0.39 0.55 0.59 0.43 0.36 0.27 0.40 0.019 0.023 0.000 0.015 0.0000 1
rs1894641 6 130.00TGCATTTCAAGTTCTTATCAACACAGTAGTTCCTGCTTACAAAAGGCTCATAA[A/G]AGCAGGCTGCTTTGCTTCCACCTCTAAGAGACTGGGGACTTTTTTGGTGGGTGTGGACG A G 0.29 0.13 0.18 0.16 0.13 0.36 0.17 0.08 0.11 0.22 0.24 0.005 0.001 0.014 0.023 0.0026 1
rs2007339 6 131.33ATTACTGTGTGCTGGTGAATAGCTCTTGTGGTTGAT[A/G]TGGTGCTTTGGCTTGTGCTCCTCATTTCTGTCATAGAATGGCTTATGACATGCCATTCTACGACAGAGATGCTTAGT A G 0.24 0.16 0.25 0.30 0.21 0.05 0.29 0.22 0.21 0.34 0.27 0.000 0.000 0.002 0.045 0.0002 1
rs942150 6 131.68GAAAAAGCAAGCTGTCCTAATAGTTTCTTTATAAACATGTTTAGACCCAGATAAAAGGCTGAACCCTAAACCGGGTATAAAATGGCTGATTTCCTTCGAG[A/C]CCTACAGGGTGT A C 0.14 0.41 0.52 0.45 0.41 0.77 0.67 0.58 0.39 0.46 0.46 0.080 0.010 0.001 0.025 0.0057 1
rs1033540 6 131.72 GGCTCATTAGAGTCCAAATGGGAAATGAGGAAAAATACCAACGCTGCTTGTC[A/G]GAGGTGATGGAGAGTGATATCCCCATTTGACTACAAGAAGCAATACTTTTGGCTGGGTG A G 0.14 0.41 0.29 0.43 0.45 0.00 0.22 0.36 0.43 0.30 0.34 0.023 0.003 0.001 0.112 0.0011
rs1409181 6 132.13TAGGAGTCCTGCTGTCAGTGGAGGTCGTTCTGGATTCCGAGTGGGATCGGAAA[C/G]TGATGTCCCGGGATTAGAGGATGTGTTTATGCTGGCTTTCAGGATGTTCCAAGGCAT C G 0.60 0.46 0.46 0.54 0.41 0.50 0.80 0.38 0.64 0.43 0.51 0.011 0.073 0.007 0.001 0.0026 1
rs48385 6 133.29CATTTTTTTTTTTTTTTTAATCAGGCCACTATACAGCTGCAGGCCACTGGTCA[A/G]CCTATAAAACAGCTTTCATTGGATTCCACACTTAGACTCCCTAGCCATGTCAGAGAATTCA A G 0.79 0.61 0.53 0.44 0.64 0.27 0.39 0.35 0.57 0.49 0.50 0.045 0.004 0.010 0.028 0.0008 1
rs969282 6 134.19AGTGGCCCTCGGATGGCCCATCAGGTTTCTAC[A/G]GTAGAGATGAGATTTTTATTTTAACAAAGTCCTTCTGGCGATTACGTTACTTAAACCATCTTAGACAGGGTTCTAAGCAT A G 0.81 0.61 0.52 0.52 0.52 0.55 0.53 0.71 0.61 0.58 0.45 0.075 0.000 0.020 0.002 0.0013 1
rs229919 6 134.21TGTTGCTGCTTCTCTCTTGCTCTGGCTAACTTTTAGATAGCGAGAGTCTGAA[A/G]ATTTTCTCTCCTGTGGGCTCAACAATAAGTTCTGCAGGCTCTTTTCCAGAGGGGAATGCA A G 0.08 0.28 0.27 0.28 0.23 0.00 0.01 0.09 0.29 0.26 0.23 0.029 0.089 0.023 0.112 0.0002
rs162192 6 134.25TACAGCTATCTTCTTACCAGTGAAGTTTATGCTTTCCCCAAAATGAGGAAAGGC[A/C]GTCCTGGGAGTAATTGTATCCATCACTGGCTATATTATTAATCCTCATAATCAATTCCAC A C 0.76 0.38 0.45 0.49 0.41 0.86 0.91 0.73 0.50 0.56 0.44 0.062 0.168 0.078 0.141 0.0004
rs1616619 6 134.48CTAACAGAGGCTAGGTTCAGCTGGATCTTGTTCCTCTTCTCATTCCTGCAGGATAA[A/G]CTTATTGACCTAGAAAAAGCACGATAAGTATGACTGGCCTCTGATCTTCTTTCAATG A G 0.15 0.49 0.43 0.46 0.46 0.14 0.20 0.40 0.57 0.52 0.40 0.055 0.029 0.001 0.062 0.0006
rs1981093 6 134.56TGACAAACCTAGAGTTGAACCAACATCTGGCTAAAAAGCAAATGCACCATGACAAAT[A/G]TTCATGGATCAGCAAAGTGCTAACCCAGTTATGGAAGTCTAATATAGTGTTACAG A G 0.18 0.09 0.10 0.02 0.14 0.09 0.33 0.09 0.07 0.14 0.12 0.004 0.041 0.003 0.001 0.0006
rs1041480 6 135.35AATTGCTCTGTGTTTCTCACATCAGGCACTTGTCACATGGTTTTGTAATTGCC[A/C]ATTATCTTGTGTGTATTCCTTGTCAGATTTTAGGTGCAGTGATAACTGGAAATGTGTTCAC A C 0.50 0.54 0.40 0.51 0.54 0.45 0.51 0.50 0.46 0.48 0.44 0.003 0.004 0.016 0.099 0.0001 1
rs2064430 6 135.62AAAACTACGACTAAACAAAAATATTATTGATTCTAACCTAAGTTTTCAATTTTG[A/G]CAGCCAAAGAGATGAAGGAATGGAAGAATTTCCTTCGTGATTACCGGATGCTGGGCTAA A G 0.57 0.49 0.49 0.37 0.50 0.45 0.44 0.51 0.39 0.39 0.49 0.001 0.015 0.000 0.006 0.0004
rs975676 6 136.37CCACGTCCAGAAAAGCTCTCAGTAGTACAGCCATCTGTCCGAAATACTCTAACCT[A/T]CAAGGTGGCCACGGTCTCTTCAGAGGGTCATGGAGCTCTGCAAAGCTTGTCTTAAA A T 0.62 0.52 0.58 0.61 0.54 0.86 0.50 0.45 0.50 0.63 0.58 0.001 0.005 0.007 0.050 0.0000 1
rs1028331 6 136.66ATATCAACAGCATCATATGAACATTTTCAAAAACGAAAAATAAGGGTAATCATAGCCT[A/G]TGCCTAAAAATCCAATCATAGAGAACTTGCAGAAATATTTTTAATAATGTTCAAAA A G 0.63 0.77 0.85 0.88 0.86 0.57 0.75 0.83 0.86 0.79 0.78 0.013 0.002 0.007 0.024 0.0013
rs1570056 6 137.04 ACTGAACCGGTCCCTGCTTTGGAGCTGACGTGGCTACAGGTTCCTTAGGCC[A/G]TCAGCCGTCTGTTCCAAGTAGAGCTAGCTGTATGTGGTACCCTGACTGTTCTCACCAGC A G 0.26 0.49 0.52 0.48 0.63 0.41 0.88 0.56 0.54 0.55 0.52 0.028 0.107 0.002 0.003 0.0001 1
rs2040034 6 137.28TATGCTCCCTTTGGTTCTGGAGGCTCCGCTTATAGCCAGCAAAAAAGGACTT[A/G]GACCACAGCCTTCCAGACGTATTTCCTTTTAAGAAGTCCTGTTCCCAGCAGGCCTCCAC A G 0.18 0.34 0.27 0.27 0.23 0.25 0.17 0.28 0.21 0.21 0.29 0.002 0.015 0.001 0.000 0.0009
rs999638 6 138.05 TTTCCTCCCGTTTCCATTATATATTCAGGCAGTGACCATTGCTTCCAGGACCC[A/G]CTGCTATTTCTGGTGGTGCCTCAGATCTGGCACAATGGGTAGATCAGAATTAAAAGCTT A G 0.62 0.51 0.51 0.56 0.52 0.50 0.31 0.39 0.54 0.49 0.51 0.004 0.017 0.010 0.000 0.0001 1
rs1018513 6 139.15TGGTTGGGACTTCGTGTACTTGGAAAGTTTCAGTGAAATTTATCATTGGCAGAA[A/G]CGAATTGACGTTTGTTTCACTTTACCTTACTTCTGGTTTTCCTTGTTTAGCTTACCTGTG A G 0.64 0.52 0.48 0.50 0.45 0.55 0.66 0.45 0.46 0.35 0.41 0.008 0.016 0.000 0.000 0.0028 1
rs1358716 6 139.43TTCGGCTGGCTTCCTTGTCACC[A/G]CTTTTCCTATCAAATGTATCCTGAATGTTACTATCAGAGTATTCTTCCAAAACGATGTTTTCATCACATCATTCTTATCTAGTAACTTACAA A G 0.48 0.48 0.42 0.43 0.38 1.00 0.73 0.64 0.46 0.40 0.34 0.003 0.059 0.041 0.274 0.0050 1
rs2032017 6 140.01CTAGAACCTACGTCCTATATTTTAAATATTTTAAATTCAAGCCCTCCCCAAAGCACA[A/G]TTTTCAAATAAAGAGGTAAGACACAATTCCTACAAGTTTTGTAGTCAGGAAGACCT A G 0.79 0.72 0.62 0.76 0.66 0.50 0.34 0.69 0.64 0.69 0.70 0.008 0.071 0.001 0.018 0.0030 1
rs2027195 6 140.93GAAGAGAATCGTGATTTCCATTTAAATTATTCAAAACAAAATTAGCTGGGGTAAA[A/C]ATATTTTAACAAAAACATTCTGCACTTATTATTGTCTTCTGAGCTTGACAGAAGAGTAAA A C 0.71 0.51 0.55 0.51 0.57 0.59 0.31 0.73 0.46 0.70 0.60 0.007 0.059 0.003 0.001 0.0002 1
rs647875 6 141.12TTGTGTGTTTTACTGAAGAAAAATACATATTAATTCTGCATCTAAGTTACATGAT[A/G]GATATGCTCAGGAGAGCGAAAAAATGAGAATGTTCCCTCGAAACATCAGAATTGTTCA A G 0.57 0.34 0.36 0.41 0.45 0.36 0.28 0.48 0.32 0.41 0.40 0.015 0.017 0.004 0.002 0.0004
rs1349710 6 141.48GGCCAACATTCGGTCTGACTAATGCAGTACAGCATTTTCTAATGAAGGGAGAT[A/G]GTAATGCCAAGGGAGTGTGGCATGATGGCCTTTGGAGTCAGAGAAAGTTGAGTTTCTG A G 0.17 0.35 0.34 0.26 0.32 0.14 0.11 0.26 0.32 0.36 0.28 0.016 0.038 0.001 0.029 0.0007 1
rs225604 6 142.43CACAGATCCATCAAGAGGTAGAAGATGTTTCTCAAATCTAGGTTCATTTTGAAACTTTCTTTGCCTAATGTAACATTAGCAAAC[A/G]TAAAGCAAGCAGAGTCCTAAACAATGCTTA A G 0.38 0.40 0.53 0.41 0.45 0.05 0.03 0.53 0.43 0.57 0.47 0.013 0.171 0.000 0.142 0.0025 1
rs1931992 6 142.58GTTAGAGAGAGAACAGAAAGCTCATGAGGGAGCCCGTACCTGAGGGAACAGAAGGCCCATGAGATGCCGTAAAGGAAAGGAGAGAAAA[A/C]AAGGAGGGGCTTTTAAGGGAG A C 0.64 0.51 0.61 0.59 0.55 0.68 0.78 0.51 0.57 0.51 0.51 0.004 0.039 0.000 0.007 0.0033
rs839556 6 142.85GGCAAGAATGTAAATGTCACCATTTTCTTTCAGGAGGTACACATTTCACTTTAAATC[A/G]GCATGTATTATTCATTTCACTTTAATTCTGTGGTGCCGACCCTGGAATTGCATATCC A G 0.21 0.54 0.58 0.62 0.50 0.68 0.92 0.60 0.64 0.55 0.56 0.088 0.060 0.004 0.001 0.0000
rs200148 6 143.33ATTTGGGACTGACTGGCTAACTTGGTAGCTTTTAGTATGGGGTCAAACCTAATG[A/G]GACTTGATATTAAGAATGGGACTTGATACTGAGGCTTCTGCCTGGGGGATTAGCACAG A G 0.35 0.60 0.60 0.59 0.59 0.00 0.02 0.32 0.79 0.53 0.56 0.032 0.241 0.034 0.290 0.0009 1
rs736784 6 144.05TTTCTACGGTTCTAGATAGGGACCATGGAAAAGCTGGAAAGTAAAATCTAGTATTTT[A/G]TGACTTCTCAAACATTAAGCCTATTATTATATTATGCTTAGGTTAAAAAATTGTTTTG A G 0.88 0.67 0.58 0.66 0.63 0.64 0.44 0.69 0.71 0.67 0.69 0.054 0.015 0.013 0.001 0.0051 1 1
rs612928 6 144.58AACAAAGTCAACTATTTTGTTTTACAAAATTAGGTCACATTGCTTTTCAGTATA[C/G]TTCAAATTACCACAGACCTCAAACTGGTGGCCATCTGCCCGAGAATGAAATGGTATTGCC C G 0.38 0.66 0.60 0.60 0.66 0.45 0.52 0.47 0.57 0.55 0.60 0.016 0.000 0.001 0.009 0.0008 1
rs1832378 6 145.67ATGTTGACATTGTGTCCTTCATTTTCAAAAAGAACTAGTATTTAAAAACAATT[A/G]TATGTGTAAGACCTGTGCACTTTTTGTGAAGCTGCTATTGAGGGCATCGCTACTAGGTTG A G 0.67 0.57 0.63 0.54 0.57 0.41 0.29 0.46 0.54 0.54 0.44 0.000 0.111 0.040 0.048 0.0173 1 1 1
rs391524 6 145.80CAGTCTTAGGAAACACCTTGAAAATAAACAGTGACTATTTCCTATCATGTAATATAC[A/G]TAGTATTTAGCAAATTAGAAGTGCTTAATAAAAGTCAATGAATCCCAAATAAATCATG A G 0.43 0.49 0.48 0.48 0.54 0.68 0.60 0.47 0.61 0.53 0.56 0.001 0.022 0.002 0.034 0.0028
rs725258 6 146.77GTTTTATTCCATCTGGTCCTCATGCTAACATGATTGCAGTCTCTGGGATATAG[C/G]CTTGAGAATAATTTCCCACCTGCTGAGAACACAGTGTCAGAGAAGGTGGAATATGGATC C G 0.52 0.37 0.40 0.46 0.41 0.68 0.19 0.63 0.39 0.32 0.41 0.004 0.019 0.019 0.048 0.0001 1
rs730862 6 147.95TTTAGGAGAGTTGGGAGTGGACCTGGGAAATATAATTCCAAGACGCATTAGAGAT[A/C]AATGGACAAAGACAGTTTACTCACATTCTTTGGAAAATATTTTTGAAGTCTCTAAAAT A C 0.74 0.50 0.50 0.56 0.57 0.95 0.85 0.44 0.71 0.57 0.48 0.019 0.053 0.004 0.112 0.0000 1
rs1572856 6 148.42TTAATGATATTAACATTTTATGTAACTCATTCATTAAGGTCTCAAGTGGATGCTCAA[A/C]GCTATTACAATTCAGTACAAGTCACTTAGTATGAAACACACGCCTCCCACAGCACTA A C 0.95 0.88 0.90 0.91 0.89 1.00 0.99 0.99 0.93 0.86 0.88 0.007 0.023 0.041 0.041 0.0002
rs6570858 6 148.81GGCCCGGGGAGCCTCCTGTTTTCTGAAAGTCAAGCCATGGTACGTCCTCACAAAGG[A/G]CCCAACATCGAGTATCTTGATAAATACCTGAATGACTCCCTGAGAGGCGTGGCA A G 0.12 0.30 0.32 0.24 0.25 0.18 0.10 0.17 0.31 0.35 0.35 0.030 0.034 0.010 0.014 0.0006 1
rs6570867 6 148.91ATTTAAAAAATGAAATTTCAAAATTAATGAAATGTGTTTCAAACCTCCAGGCTGAC[A/C]CATTAAGCGAATCAACATGGTATATGGGTGGGAGGGGGTTGAGGGTTGAAAAATTG A C 0.67 0.80 0.80 0.89 0.88 0.86 1.00 0.88 0.68 0.82 0.83 0.005 0.090 0.013 0.008 0.0003
rs4131485 6 148.98 AAAGATGTTTTAGATGAGGCTCTCTGGAGAAAAACCTCAAGGGTCATCAGCAATT[A/G]GGAATCTCAGTAATACTGTGGCCCTGGCAGGGCTCTCAAGCATTTXCCCATGCCAT A G 0.67 0.65 0.68 0.68 0.59 1.00 0.97 0.72 0.82 0.74 0.76 0.000 0.100 0.001 0.140 0.0065 1 1
rs1934221 6 149.36 AGGGTCATATTTTTCCCTGTCTT[A/C]TATGTTCCTCTTTGTGGCTATAAACCCAAACTTATGTGTTGTGTGTTTTTTCTATGACAATTATGGATATGACTTATTTACTATATGCTCTA A C 0.29 0.42 0.36 0.32 0.41 0.14 0.03 0.32 0.32 0.35 0.33 0.003 0.100 0.001 0.032 0.0015 1
rs237012 6 149.71GGGAAACATTTTATAGAATAATTGTTTTAATCTGGGGATCCATCCTACTTACTA[A/G]AATTTTGGTCTCAGGCATTAGAAAACATTTTCACCTGACACGTTTTTAGTAAAACCTTGT A G 0.29 0.50 0.48 0.51 0.61 0.18 0.30 0.35 0.57 0.53 0.53 0.024 0.016 0.012 0.058 0.0015
rs369643 6 149.78GTACTGGGGCCCTGGGAGAAGGAGGGCATGTCTATAGGTCACCTACATGGTGTCA[A/G]CTATGTGGAAATACCTGTTGGAACAGCTCTAGATTTAAGAATTAACTTTTTAGTTTC A G 0.10 0.44 0.41 0.46 0.50 0.14 0.29 0.29 0.61 0.49 0.48 0.077 0.012 0.016 0.058 0.0020
rs2151913 6 150.16TGTGCAAGAAAATATTTTTAAAATCATTTCTCCAATAAGCTGCCTTTATCCTATA[A/G]TATTGGATTATCTATTAAATGACAAATCATAAGTCTGCTTCCTCTTAATATATTCTTCCAA A G 0.88 0.36 0.38 0.37 0.32 0.91 0.91 0.47 0.32 0.41 0.35 0.166 0.175 0.012 0.183 0.0011 1
rs1389717 6 151.07CACACCCCXACCCCCACCCCAACCTGCATTTTAAAACTTCAGTTTAAAGATGTGTCC[A/G]TTTACTTTGAAAGTGAAAAGATGTGTCCCTTTACTTTGAAACAAGCCCATGATTCAG A G 0.31 0.36 0.34 0.32 0.36 0.09 0.04 0.25 0.21 0.29 0.33 0.000 0.080 0.001 0.036 0.0000 1
rs2064356 6 151.12TCTGTAAGGGCACTCTTTGTGCAAAGGACAATGGCTGGAAAATCAAACCCATGTTT[A/T]TTCTTAGAGCTTGGGCCCTAGCAAGAACAAAATGAGCCAGCCTGAGCACATGGAA A T 0.71 0.22 0.24 0.29 0.23 0.41 0.54 0.31 0.25 0.23 0.24 0.120 0.043 0.001 0.018 0.0001
rs1738575 6 151.32CAGAGAGAGAATAACTCAACAAACTACCACGTTTAAAAGCTTTCTAGTTTAGAT[C/G]TGAAAGGCTTCACGCTATCTCTCTTCCTACAGTCAAGCTGGTGCCACTTATACATGAAA C G 0.29 0.65 0.53 0.43 0.52 0.41 0.13 0.58 0.57 0.53 0.56 0.027 0.071 0.001 0.004 0.0010
rs1003027 6 151.52AAACTTTGCTGAAACAATGCTGACACCAGCTATTTTTGGATCACAAGATAATTTT[A/G]TATCTTAAGGGAGAGACTATCCTGTGACTATAGCGGTTTACAGGAAATCTTAGCGTTA A G 0.55 0.39 0.35 0.30 0.29 0.14 0.39 0.43 0.39 0.27 0.31 0.016 0.000 0.008 0.042 0.0015
rs967726 6 151.64GTTACCCAAGGAGGAAAGAATTACAATCCAAGTTCCACACCTGAAGGATTTGCAA[A/G]TTAAACATCTCTCAGTCTTTGCTTTGAATGAGCTAAGAGCCAAGCTAAAACCTCACAA A G 0.83 0.54 0.57 0.60 0.48 0.05 0.01 0.26 0.50 0.58 0.60 0.037 0.231 0.062 0.186 0.0028
rs10002 6 151.75 GCCCAGGAGTTGCAGATCGGCCAGGACAAT[A/G]TAAGAAAACCCCATGTATTAGAAAAAAAGA A G 0.64 0.21 0.22 0.19 0.16 0.73 0.47 0.34 0.25 0.25 0.27 0.072 0.025 0.001 0.112 0.0017
rs718527 6 152.50GAGGTTAGGTTTAGGTGAATTTTCATTCTTCC[A/G]TTTTCCTAATTGCTACCATAATCACATCTTACTTATAGAGATGTTATTAGAGTATTTGGAATCTTCTACGATCAAACCTATTT A G 0.40 0.51 0.42 0.45 0.50 0.23 0.21 0.28 0.50 0.48 0.48 0.000 0.033 0.020 0.025 0.0027 1
rs2029413 6 152.71CACTTCAATATTAAGAGAAAACTTTCTCTCTCAAATTAATGGCCCAGTGCTTGTA[A/C]AGAGTTTAAACTCAGGTCTTTAGAAGGAGATTGCTAAGGATGAGAGAAACATCAAGTT A C 0.67 0.36 0.35 0.38 0.39 0.55 0.35 0.49 0.39 0.40 0.36 0.022 0.029 0.001 0.196 0.0004
rs1407491 6 152.97AAGAACACGTTAAATATAATTCTATACCTTATGTAGAGCCCATTTAGACATAAGTCCTCAGAGTAAGAC[A/G]TCTCTTCTTTCAGGCCCTCCCTCAATCAGCCTCCCTCTCTTGTT A G 0.69 0.72 0.73 0.65 0.63 0.73 0.43 0.55 0.82 0.64 0.73 0.002 0.053 0.035 0.000 0.0004
rs686761 6 153.24ATCTCTGTTTCTGTGTGTTTAAAAATTTCTCAAAAAATACGACAACAGCAACAC[A/G]TTCCCGCCTCTCTTGGCTCCACCCTATCCAACCCCCTCAAGAAGCTCAATAGTCACTAG A G 0.33 0.63 0.52 0.44 0.54 0.45 0.21 0.42 0.43 0.52 0.53 0.020 0.057 0.014 0.005 0.0000 1
rs717687 6 153.28AATCAGAACATAGTCAACCATCTTTGTTTTTATTTCCATGGTCACAAATAGATCCATGTGGGTCTCTG[A/G]CACTTCAAATACTTAATTTGGTTACTTAAACTTAAGTGATTCCTAA A G 0.62 0.35 0.44 0.54 0.41 0.50 0.78 0.56 0.57 0.44 0.39 0.016 0.061 0.013 0.003 0.0016
rs316296 6 153.55AGCTCCAGTCAAGTTGAAATGTCATCTCTTCTCTTCCCTGTGGTTGGCCCAAA[C/G]TTCATTGCAGGCTACATTGTTGTCTGCTCTGCTCATTGTCTGTCTGAGGTCTGCTTATTG C G 0.71 0.55 0.55 0.49 0.48 0.45 0.21 0.59 0.54 0.47 0.52 0.024 0.052 0.017 0.001 0.0003
rs790266 6 154.57ATTGCAAAACGCCTTTGCTCGGAGTACATCAAACTTAAAATTGTAGATCCCTA[A/G]CTCCATTTCCAGGGTGGTCTGTGAAAATAAGTGGGCTGTGTGCAGAGTACAACCTGCCC A G 0.50 0.42 0.49 0.44 0.54 0.23 0.88 0.60 0.50 0.38 0.48 0.000 0.086 0.018 0.041 0.0001 1
rs1361218 6 154.75TCACAGGAACTAAAGGAAAGAGATGGTCTGAGCACAGAGAATGAATCTAGGA[A/G]AGAGGTGACTGGTTTGGGCTGCATCAGGAAAATGCGAAGGCTAAAGACCAGAGCAAGA A G 0.62 0.46 0.42 0.39 0.45 0.82 0.95 0.60 0.50 0.40 0.36 0.026 0.209 0.034 0.107 0.0016
rs1385733 6 155.51TTTAGGAAAAGGGGGTGGGATGTCTTGGATTAAAAGGAACTGATTTTAGGCATT[C/G]TAGTTTTTGATGTTAGAAAAAAATATCTCCAGAAACACCTTGATAAATGTGGTCAGGTA C G 0.62 0.52 0.45 0.52 0.43 0.64 0.31 0.47 0.57 0.46 0.40 0.018 0.010 0.000 0.016 0.0001 1
rs912722 6 155.61TCATTCAAAAACTAAAATATTCTAATGCCATCTATTATCTGCTGACTGACTTTA[A/C]TGATTTGGATTGATTTTTAAGCCATTGTGAAACTGTGTTTTAAAATTAAGTGACCATCAAG A C 0.36 0.40 0.35 0.45 0.36 0.00 0.06 0.39 0.39 0.40 0.45 0.000 0.064 0.001 0.134 0.0028
rs231958 6 155.79 TACCTCCATCAGGGCTTTCTCCTTTACCACTAACAGCTTTCCCTAGTAATTAC[A/G]AAGTGTCAGCCTTATGGTTACGATGAGTTGATGCTGTGGTTAAATGACATAAAGTGCTTC A G 0.57 0.58 0.66 0.56 0.61 0.32 0.74 0.61 0.54 0.66 0.62 0.012 0.000 0.010 0.097 0.0040 1
rs1902064 6 156.75 ATAAGTCTGGATAGATTGGAAAGGAGGATGTTGTCTGGCTATGAAGGGCCCTGA[A/G]TGACTGGCTGAAGAATTTGGATTTCATTTTGTGTTTAGAGTTGAGCCACGGACAATT A G 0.21 0.52 0.50 0.48 0.63 0.27 0.34 0.25 0.36 0.42 0.56 0.037 0.015 0.041 0.025 0.0036 1
rs767860 6 157.45GGAAGAGAGCACCCGTGTCCAAGACAACTTAGCACTTCCCCAGTGCTCCATGGGC[A/G]TGCCTGAGAAGGAGGCCTGTCTTCCCAGTTAGGAGCACATACATTTCTCACAGGA A G 0.43 0.43 0.43 0.49 0.50 0.55 0.41 0.60 0.29 0.49 0.48 0.000 0.000 0.013 0.006 0.0014 1
rs1133482 6 157.65 GCTGGCTCTCCTCCAGGGAGAAAGCCTGTCACTTATTCCTCAACACTGTT[A/G]GGAAGTTACCTAGAAAAGTACAGACAGAAGACCTAGGCTTGCGTTTTAGA A G 0.76 0.55 0.56 0.57 0.52 1.00 0.91 0.82 0.61 0.53 0.53 0.021 0.123 0.053 0.209 0.0016
rs602890 6 157.98 AATGAGGATTCACTGAGGCTGATAATCAAATGAAGTTTGCATTCCACAAGC[A/G]CATATCGGTAAGGTCTGGGTGCACAGTGGGTCTGCCCTGGACACAGTCATGGTGGCTTT A G 0.26 0.49 0.56 0.63 0.39 0.18 0.69 0.38 0.54 0.44 0.52 0.047 0.022 0.006 0.067 0.0017 1
rs262827 6 158.59CAGGAGCTTAGGTCAGTAATTTTCCTAGTTCTTCTGCAAAGAATTGAACTGTT[A/T]CCCCTCCCTGCATTCTGTTATCCTTTTCAGTGAGGATTCCGGAAGAGTCTGAGAGAAGG A T 0.60 0.65 0.69 0.68 0.68 1.00 0.98 0.84 0.64 0.65 0.70 0.001 0.110 0.036 0.134 0.0026 1
rs1866896 6 158.85GTTCCACAGTAGCCACTACCAAGTCCC[A/G]GCCACTTCTCCTGCAAGAGCTCCTCCTCTCCCTCTGCTGCCTGACCTGGGCCAGCACTCACTCTCACTTCTGCCTCTTCAGCAG A G 0.12 0.34 0.41 0.34 0.45 0.64 0.66 0.40 0.32 0.38 0.47 0.025 0.082 0.012 0.063 0.0071 1 1
rs923459 6 159.47TTAAGCTTAAAGCCATTGTTCAAAAAGTCACACTATTGCTGACATTCAATGGT[A/G]AAGAATCTCAGTGAACCCAAGGAGTGCACATGCTTGTTTAAAGTTTTTTAAAAAGCACTTT A G 0.64 0.52 0.45 0.53 0.54 0.36 0.29 0.49 0.46 0.51 0.56 0.017 0.019 0.001 0.005 0.0049 1 1
rs294882 6 159.51TGCTTCAATTCTCCCAGGCTATCAGAGAGCAGTAGAAGGAAATTGATGGGTGG[A/G]GTGGAAAGTGGTATTAAAAAACAGACTGGAGCCAGGGCACATGTTACAGGAAAAGAG A G 0.36 0.45 0.53 0.49 0.43 0.56 0.79 0.47 0.57 0.51 0.44 0.017 0.039 0.002 0.000 0.0031
rs409359 6 159.85GCATTAAAAAAATACACGTGCAACAATGAAGCTAATAGATGGTGATTACAGATT[A/G]CCAGCCTTGTGCTTTGTCTGATATTCTGGTTGTCTTTTAGATTTCTTGAGTTTTAGATTC A G 0.38 0.54 0.51 0.50 0.43 0.59 0.51 0.60 0.57 0.52 0.44 0.002 0.000 0.003 0.008 0.0032
rs8031 6 160.01 ATCAAAGTTTAATTATTACAAAATAGTTCAAGCAACAGATAGAATTTCAAAAAC[A/T]GTATTTGCTTTGCTTCCTTGTTTTGCTCCAACACTAATCATGCTGAGGTTTTTGAAGCAC A T 0.74 0.52 0.46 0.51 0.48 0.77 0.43 0.50 0.57 0.58 0.56 0.033 0.001 0.001 0.048 0.0045

rs927450 6 160.09CCACCTCTGGGGCCTACACTCTTTACCTTCTCTGATTTATCTGACCCATCCGC[A/G]TATCTCTGCAAAGTCTTAATGTAGGTTTCCAGGATTTAATGATTCTTTCAATCAACTTTAA A G 0.79 0.44 0.39 0.40 0.39 0.73 0.34 0.49 0.46 0.50 0.52 0.068 0.004 0.000 0.044 0.0077
rs927451 6 160.12 ACTGTGTGATGTATTATTTATTTATTGAACAAGCATCATACCTGTATCACTTG[A/C]TAGGCATTGCGTTAGAGGCAGGAGTTACAAAGATAAAGTAGATGTTATCCCTGTCATCAA A C 0.29 0.54 0.60 0.59 0.57 0.27 0.66 0.51 0.57 0.47 0.45 0.034 0.008 0.003 0.034 0.0089 1 1
rs1003737 6 160.34 GGGTATGGGGTTCTCAAGTTTTTTGGATATTACCTGGTGTTTAAAGGGGACAT[A/C]ATTGTGTAAATTATTATGATTGTTCTTATTATGGGCATATTGTATGTAATTTGTTGATTTT A C 0.50 0.55 0.63 0.60 0.46 0.27 0.49 0.49 0.46 0.60 0.55 0.010 0.019 0.004 0.073 0.0040 1
rs675162 6 160.69TGGGCACCTGACAAAATGGTATGGAGGCTGGTGCCTCTAAGAGCATCCTCCCCT[A/G]GGTCTGGTACACAAGGTCTCTGTGCCTCCACCCCATGTCTCCGCCTATAGAGGCTT A G 0.48 0.45 0.47 0.45 0.59 0.64 0.76 0.66 0.62 0.51 0.52 0.002 0.060 0.021 0.025 0.0017
rs1406888 6 161.00GACTTTCTCAGAGGTGCTGGTGAGGACATTATGAGTCTGGAGCCCTAGAAAAGC[A/G]TTCTGACTCTGCCACTAGCCAGACAGACCTGGACTAGGCACGTTAACTCTTTGTATG A G 0.31 0.59 0.52 0.50 0.45 0.36 0.08 0.32 0.71 0.55 0.59 0.040 0.156 0.022 0.023 0.0016 1
rs11902 6 161.08CTTTGTCCTTTCTCTTCCTTCTAAACATGTATCTCTCCCACAGGTCATTCTCCTGT[C/G]ACCGTGTGTACTGCAGACTGTTTCAAAACCGGGCAGGCAATTAGCAATGGGAAATAA C G 0.48 0.50 0.49 0.56 0.66 0.95 0.95 0.72 0.43 0.49 0.55 0.001 0.147 0.011 0.153 0.0009
rs783182 6 161.08CCCTGGAAGTGTGTTCTGACTTTGCCACTAGCTAGATAGACCTGGACTAGGCAC[A/G]TTACCTCTTTGTACCACTCAGCTCTAACCCCTCATTCAAAAACCCAGCATTTTCAAGT A G 0.43 0.49 0.50 0.54 0.64 0.95 0.95 0.72 0.39 0.50 0.55 0.004 0.148 0.011 0.153 0.0007
rs1080085 6 161.62AATTCTGGGAGATTGGACATGGACCCTGGAGCGATGCTGACATTTATTCATC[A/C]TGGTTATCTGCATCATGGTTTTCTCATCCGTAAAGCAGGAAATGGGGACAGATGTTCCTC A C 0.83 0.64 0.68 0.67 0.61 1.00 0.97 0.90 0.89 0.71 0.73 0.008 0.069 0.016 0.117 0.0020 1
rs577876 6 161.83CATAAAAGCTTTTTTATGAGTTGTGTTAAAAACTGCTTTTTGTGGATCACATGAAGC[A/G]ACTCTGAAATGCATTATCCTGATCATCATTGTTGCTAATCATGTCCATTTTGGGCCA A G 0.76 0.57 0.53 0.60 0.61 0.73 0.81 0.51 0.75 0.59 0.59 0.037 0.055 0.003 0.031 0.0035
rs1893098 6 162.19ACCCTGCTTGATTCTGCTTTTTTAACTGTACACTTTCTTATGTTAGATAATATTTAC[A/G]AAGGATTTTTATATCTATAGCCTTATGTAAAATTGGCCTGTAATTTTCTTTTCTTACAT A G 0.48 0.54 0.46 0.54 0.50 0.73 0.34 0.65 0.64 0.52 0.45 0.000 0.005 0.010 0.034 0.0005 1
rs1954948 6 162.51TTCTCCCTTCCCCACATTGACTGAATGATATGTTGTCGGTTCCTTTTGTTCCA[A/G]TCAGGTAGTTTTCAAAATTTCATGGCAGGGGAACTGAGTTAACCAATATATACATAGCCT A G 0.57 0.57 0.64 0.70 0.63 0.64 0.93 0.52 0.64 0.59 0.58 0.001 0.073 0.012 0.000 0.0030
rs1333962 6 163.18GCTCAGGCCTCTTCCTCCTTAAAACCTTTCAGGGCTTCTCACTAGCCTTTGAT[A/G]TAAAGTCCAGATCACTCAACATGTATATAAAATACTTGATGGTCAGGTTTCTTTCCACTTC A G 0.19 0.57 0.55 0.66 0.50 0.18 0.19 0.40 0.50 0.58 0.60 0.079 0.074 0.015 0.071 0.0012 1
rs942731 6 164.57 CATCAGATAAATCGTCATTTAAAAATAGGGAATTTGGTAGATTCCCTCCAGGCTG[A/G]CAACAGCTTGTGTTCATTCTCCCTTGCTCTTAGGGTATTTTTTATTTTGAGTGCCCAC A G 0.52 0.43 0.48 0.39 0.57 0.32 0.68 0.36 0.50 0.46 0.46 0.003 0.003 0.011 0.031 0.0016 1
rs1886672 6 164.63TCTGTGTTTTCACAATGTCATGGAAGAGGAAGTGGCGATGGCTGAATCAGGTGGGG[A/C]GCAGCCCTAAGTATTCACAATCCACCACACATTTTGATGGTTCACAGGGACTTTG A C 0.38 0.49 0.54 0.51 0.39 0.05 0.20 0.33 0.61 0.42 0.51 0.008 0.059 0.019 0.159 0.0012
rs727811 6 164.95TTAATCTATCCTACATGTGTTTCTTTTTCTCTTACCGGAACTTCAACGACTTA[A/C]AATCATCTGCATCTCCCAGCAATCTCATGATTTCATTCACTTTATATTTTTGCTCTGTGGGC A C 0.31 0.47 0.61 0.54 0.46 0.59 0.41 0.59 0.36 0.58 0.61 0.056 0.026 0.001 0.001 0.0000
rs646444 6 165.63TGAGCAAAGCTGTCTCAACAAGAAAATGATTTAAAAGAAATTTTATTGTGTGAT[A/G]TCAGAATGCATTTAGTGCTCTTCATGTACAGGTGAGTGGGCAGGTTGAGAGCGTGGTC A G 0.26 0.54 0.54 0.51 0.54 0.64 0.48 0.54 0.54 0.49 0.62 0.024 0.001 0.001 0.013 0.0053 1 1
rs491253 6 165.68CTCTCTCTATCCAAAATTAATACTAAAACACAGAAGGAGTGTTTATTTCATTTG[A/G]AGAAATAAATGGCAGACTTGGCCTGAGAACTCAAGTTGCCCAATGTATAGAGCCAGGC A G 0.71 0.35 0.40 0.39 0.38 0.32 0.45 0.45 0.36 0.38 0.34 0.031 0.000 0.000 0.015 0.0049
rs875591 6 165.98TCTGACTGACAAAGCCTTCATCCGGCCCATTTGCCACTTCACTTGCCACTGCCT[C/G]GTGGGCTCAGCTCCAGCACGGCCGTCACCCCGATCCTCTGCCTTGTGAGCCCCCTC C G 0.21 0.38 0.38 0.37 0.43 0.45 0.56 0.49 0.46 0.42 0.45 0.025 0.005 0.001 0.000 0.0058
rs3002430 6 166.20CTCCCCAAAGTTCAAAGTTACCACTGCATGGAATATTACTTATTGGGGACCTTCA[A/G]TGGTTAAAAACCTGCAGCCTCCCAGTTCTCTTTAAGAGTGGCTGCCAAGCCTCCGTG A G 0.71 0.80 0.75 0.61 0.75 1.00 0.94 0.89 0.88 0.72 0.66 0.003 0.026 0.017 0.090 0.0073 1 1 1
rs1445282 6 166.43CCTATCGGAATGGTAATGTCTAGTGGTAGTGCTGACGAGAGTGTAGGTAAGAA[A/G]GTATTCTGCATGCTGAAATGGGTTGTGCAAATTGGTACAACCTCTTTCAGGGTCAGTTT A G 0.07 0.23 0.30 0.38 0.39 0.36 0.35 0.33 0.25 0.29 0.26 0.056 0.000 0.002 0.000 0.0027
rs6910121 6 166.77 ATTTCCATCCTATTTCCTTCCCTGGCCTTTGGAGAAATACAGGTGTGTAAAGT[A/G]GACGTTGTCATGACAGTGCAGGCTGCCATGGTGGCTTTCTGTCTTAGTTAAGAGCGGG A G 0.81 0.74 0.67 0.79 0.71 0.95 0.73 0.88 0.71 0.65 0.66 0.008 0.002 0.027 0.071 0.0007 1
rs880900 6 167.05CTTTTGGGGAACCGACAGATTTACTAAATAGCACCATGCTGAATTTGAAACAGCC[A/G]CGCCCCAGAAGCTGATCAGAAAAGATTGTTTTCAGGCCAAGAGTAAGATGTAAGAAT A G 0.30 0.71 0.74 0.78 0.68 0.95 0.80 0.79 0.68 0.78 0.78 0.096 0.003 0.002 0.045 0.0015
rs533810 6 167.10CTCCTTTTTTGTTGTGTTTTATCCACCACTTCTAGTGGGTGTAGCGAGATC[A/G]TTCTCTGTCATTTCTGCCTGGCGTCTTGCTGGAAGTAGAAGTCCTCTAAGCTGTACTTTCTC A G 0.19 0.61 0.70 0.65 0.64 0.55 0.43 0.57 0.75 0.64 0.73 0.167 0.051 0.011 0.019 0.0000
rs916331 6 167.38GTAAGTTAAAATCTCAGTGACTAAGCACACTAGAACCTTCTTACACACATAAAA[A/C]CCCAATCATCTAATCAGCTTTTCTGAGGAGGAGAATCTGCTCCACACAGTAATTCAGCA A C 0.83 0.65 0.59 0.52 0.52 0.83 0.79 0.79 0.79 0.58 0.66 0.020 0.010 0.027 0.017 0.0007 1
rs2981963 6 167.62CTGTTTCATTGTTGCTGACACCAAAAGCAATAATGAGTAAAAATTGCTATGCATCA[A/C]CTTCACGGCTTCCCTTCTTCAAATGCACTTAGCAGGCATGACATCGCATGAGAAAAA A C 0.33 0.19 0.20 0.24 0.23 0.23 0.02 0.14 0.18 0.16 0.19 0.005 0.064 0.020 0.000 0.0001
rs595491 6 167.94TGCCCTGACAGCCACCCACTACTCCCGAGGGTGAACATCCAGAAGAGAGAAGGTG[A/C]ACCTCTCAGAGTCGGTCTGGACCGTAACAATGGGAACGGTTATGCTCTTTCAAAA A C 0.21 0.15 0.16 0.17 0.16 0.27 0.27 0.26 0.18 0.14 0.17 0.005 0.010 0.027 0.014 0.0007 1
rs1132306 6 168.10CTTCTTTCAAAATGATACTGACCACATCTGCAGCACCTCCTTTCACAACCGACTTCAC[A/G]TAGATTCCTAGTTTATCTTGACCAGCACCCTATTGCAAAAACAAGGCGAAAACAC A G 0.55 0.50 0.56 0.53 0.55 0.14 0.45 0.45 0.61 0.64 0.63 0.000 0.015 0.002 0.165 0.0032
rs1532145 6 168.31AATTGAAAACATCTATGTTCACAACATATAACAAGACAACATGTGTTCAAAACAC[A/G]TGGCAAGATGTCCTTCTTCCTGCAGTGGAGCTTCTAACCAGGCTTCTTACCAGACAC A G 0.76 0.77 0.77 0.80 0.80 1.00 0.88 0.86 0.89 0.84 0.78 0.001 0.019 0.003 0.070 0.0000
rs1884477 6 168.71CTTGAGGGAAGTGCCTGAGTCCCCTTAAGCCAGCAGCCACCTCAGAACCCCAT[A/G]GCGAGTCTATGGTAGGCCCGTCCACTGATTTCCACCTGCAAAGCTAGCGCGGTGCAA A G 0.26 0.28 0.23 0.27 0.23 0.23 0.24 0.36 0.46 0.24 0.24 0.003 0.002 0.006 0.001 0.0007 1
rs1590289 6 168.92TGAGAAAACATACTGGCATCCAGGGAAAAGTGAAATGCAACTTTTCTCACCTATT[A/T]TGCATTTTTCTGGGACCCTTAATGGTTAAAACCCAGGGGAAGCAGTGCGACTGAGTG A T 0.38 0.75 0.73 0.63 0.75 0.68 0.71 0.73 0.68 0.80 0.82 0.049 0.000 0.000 0.001 0.0067 1 1
rs4235911 6 169.10TGTAGCAGGGCGAACCACAAAGAAGCTXACGATTAAAAATTACCAGAAAAACCTGAAA[C/G]AGTGGCACCAGGAATGAGAGTCACAGAAAGCAAACCAAAAATGAGCCCAAGG C G 0.45 0.51 0.51 0.38 0.57 0.27 0.43 0.55 0.39 0.57 0.45 0.001 0.006 0.001 0.034 0.0026
rs6917113 6 169.27GGTGAGACCTGGGGTGAGATTAGCTGTGGGGATGAGAACAAAGAAGAGAACCAGGA[A/T]GACCCCTATCTGCCTGGATGAGCATGGGAGAAGGGTCTCATCCTGAAGTAGGG A T 0.71 0.82 0.84 0.88 0.80 0.95 0.95 0.93 0.82 0.83 0.88 0.008 0.027 0.021 0.023 0.0026
rs727619 6 170.56GAGAGCTCAATGCCTGTCCTGGGGGCTCCCCGTGGGCTGGGGGCCTACAGC[A/C]CTGACTTGGCGGATCTGTCTGCAGCTGGCCGTGCACATTAGGGCTGCTTGGGAAGAGT A C 0.31 0.64 0.60 0.59 0.71 0.09 0.65 0.52 0.89 0.62 0.70 0.046 0.002 0.002 0.169 0.0082 1 1 1
rs2294183 6 170.66GTGGGCTACCCCAACTCCACTCCCCAGCCTTACAGCCATGCCCTGGGCCTCCAC[A/G]TGTCCAAGAGGGTCTTCAGACTAGGTGGGGGACAGTGTCCAGGACCTTCCTCACAA A G 0.28 0.43 0.42 0.50 0.43 0.43 0.34 0.30 0.27 0.48 0.53 0.007 0.002 0.001 0.002 0.0077
rs909475 6 170.67 TGTTCCCTCCCTTCAGGGGGCCTCTGAATATTCTCCAGTGAGTTACGACGTTGGT[A/G]CCATATCTCAGGAAGTCACACCAACTAGACACTTGTAGAAGCCAATGTGTTCCCTT A G 0.24 0.40 0.39 0.46 0.39 0.65 0.41 0.28 0.32 0.43 0.45 0.012 0.000 0.001 0.042 0.0018
rs909472 6 170.67AAGGAAGACCCTAAGGCTCCTGCATTTTGCATGTTGATGGCCGTTGTGTTATGAC[A/G]TTTTTTTCTGCTCACTTCCTTTTGTTTCTGGAGGTTTGTGCACCCCTGTGGCCCTGG A G 0.26 0.27 0.27 0.24 0.34 0.23 0.15 0.44 0.39 0.22 0.22 0.000 0.006 0.011 0.001 0.0012
rs1474555 6 170.69GCCACATCAACTGAAGCCGACAGTGACACC[A/G]AGTCAGCATCCTGGGTGCAGCTGCCACCCTGTCACTCTCATCACATTCCACCATTCCCAGGCCACAGAGGCAAGAGGATA A G 0.29 0.48 0.49 0.46 0.52 0.18 0.66 0.65 0.54 0.42 0.40 0.022 0.021 0.014 0.054 0.0025
rs760909 6 170.71CAAAGAATACAGTCTGAAACAGGTTTGGAAGAGGCAAGCTTAGTTCTAGGTCAG[A/C]CCCACAGGACGTGGGATGAGGGATATATACAGGCATTCGTTAATGCTGCATTGTTCT A C 0.48 0.49 0.49 0.49 0.52 0.20 0.66 0.65 0.54 0.42 0.40 0.000 0.021 0.014 0.047 0.0028
rs756519 6 170.71TCACCAAAACTAGCAACACTGTTACATG[A/G]AAATCAAAGAACAGGGCTCTGAAGTGAAACAAAAGCCAAACCTGAATCTTAGGTCTGCTGCTTAGTAGGTATCAGCTTTCCCAG A G 0.17 0.40 0.40 0.46 0.39 0.68 0.36 0.28 0.32 0.43 0.46 0.029 0.000 0.001 0.052 0.0018
rs2076318 6 170.73CAATCCGCCAAATTATTGTAGCCCTAGATTTTATGGATGTGAATTATCACCATCATCA[A/G]TCATCACTATTTCTGTATTTTAGCCCATGCATTTCTACTGAGAGGAAAACTAACAA A G 0.69 0.51 0.51 0.54 0.48 0.82 0.34 0.35 0.46 0.58 0.60 0.015 0.024 0.016 0.050 0.0024

rs8770 6 170.74 TTCCATTTCTGGGATTTTATCCTAAGGAAATACTTATACCAAAAATAGAGGTGCAGAGATGTTGAC[A/G]GATTGCTTACACAGTGTCTACTTATTAGTGAAACAAAAGTGTCCAGT A G 0.40 0.49 0.49 0.48 0.52 0.18 0.66 0.65 0.54 0.42 0.40 0.003 0.023 0.016 0.050 0.0025
rs2021899 6 170.76CCCTTAGGGATCTCCAGGATTTATCCCAGAGTGCCCATAATGGACAGTACAAAA[C/G]TGGGAAGAGTTTCCAAGAAAGCAAATACCCCATCATCCACCACAAAACACACTCTCAG C G 0.71 0.51 0.51 0.54 0.48 0.82 0.34 0.34 0.46 0.58 0.61 0.020 0.023 0.019 0.050 0.0029
rs1127460 7 0.62 TTCCAGAGTTCCTTTCAGTCTTTATTTGCAGCAAACTACCACTTTATATG[A/G]CAGGTTTGTGTGTCTGTACACGCACATACACACACATATCCTTAAGCTCG A G 0.14 0.24 0.25 0.23 0.13 0.23 0.00 0.31 0.11 0.22 0.31 0.014 0.106 0.000 0.002 0.0008 1



rs1881114 7 0.67AATGATCTGTAGGACAAACCCTAGTCACTAGTTTACCTATATACCAAGCCTGCACACA[C/G]ACCTGAGGCTAAAATAAACATTAGCATATTTAAAAATAAATCAACAAAGCCTGCA C G 0.40 0.34 0.42 0.37 0.43 0.50 0.38 0.38 0.36 0.43 0.41 0.000 0.001 0.001 0.005 0.0000
rs1057558 7 0.81 GAGGAAGTAACTGGGGAGGGAGGACGGTTGGGGGGGATTCACCTTTAAAG[A/G]ATTTGAGAGCTTGTTTATTTTGCAGAATAAGAGTAAATTAATCCCCTGTGTG A G 0.76 0.82 0.80 0.76 0.84 0.91 0.64 0.88 0.79 0.85 0.85 0.001 0.016 0.017 0.015 0.0028
rs1133043 7 0.88 CGCAGTTGTCCCCAGCTGTTATTTCTGTAGAAACAAATTCGTCAGCCACA[C/G]GTGCTGGAGTATTTCATTGTCCTGGCACCCGACTAACCCACACGGCAGCT C G 0.81 0.68 0.61 0.65 0.64 0.23 0.57 0.60 0.64 0.59 0.64 0.018 0.001 0.002 0.083 0.0000
rs1543985 7 0.96CCAGCGTAGCTGGGGGTGGAAGATTCCGTCCCCTGGATCCACACAGTCACAGC[A/G]CACTGTTGCCCACTGCATGGCAGCCTTGAGGCCGCCATCTCCTCTATCCTTGGCTCT A G 0.14 0.32 0.39 0.35 0.34 0.67 0.40 0.31 0.31 0.39 0.38 0.027 0.000 0.000 0.047 0.0002
rs1362136 7 2.25GACGCCTGGCTCCCATGATGCACAACTTACTTATTTGTTCAATCCCAGTGTTC[A/G]TTGTTTCAGAATTGCTAAGATGTACCCCTGGGAGAACCAAACCTACTAACTAGAGTCCA A G 0.53 0.26 0.27 0.32 0.23 0.83 0.62 0.44 0.18 0.30 0.22 0.041 0.126 0.018 0.254 0.0003 1
rs798485 7 2.55ATTCACTTTAACCAAGACTCTAAAGCAACAGCTCAGCTGAGCTCCTTCTCTCTCC[A/G]TCTCCCTCGCTCTCTGCCAGCCATGGAGGCCACTGAGTGGGGATCTCAGTGCAGAG A G 0.14 0.28 0.27 0.29 0.20 0.38 0.18 0.08 0.32 0.21 0.33 0.017 0.013 0.038 0.004 0.0016
rs1044701 7 4.05 CCGAACACAGCACACGGTCAACTCCGCGGGACACGAGGACACGGGACGGC[A/G]TCTCCAGAATTGCTTGTTACGTAGGAAGCGTGCATTGTTAACCAGAGTAT A G 0.19 0.41 0.50 0.46 0.29 0.82 0.73 0.45 0.18 0.43 0.38 0.045 0.040 0.001 0.076 0.0092 1 1 1
rs1470539 7 4.25AAGTTATAAATTCTCAAAGAATAGGGAGCATTTTTTCTTCTTATATTCTCTCC[A/C]CAGCTCCATACGCAACACTGCGTGTAATAACTCTGTAATGGCTGTTGATTGACTGGGTATT A C 0.74 0.66 0.59 0.59 0.61 0.86 0.65 0.61 0.79 0.57 0.69 0.011 0.002 0.001 0.042 0.0054
rs1553960 7 4.64GTATCTGTGAAAGACTGGATATCATAGGTGAGATCAATGCTGAGAATTTCAGA[A/G]TTATCTGGCTTTTTTAGCCCTAACCCAATCACCCACATTGTACGAAATTCTTCCATATCA A G 0.40 0.65 0.60 0.54 0.68 0.55 0.59 0.48 0.46 0.60 0.65 0.011 0.000 0.000 0.000 0.0019
rs852432 7 5.31 ACTGATGGAGTGCACCCGCTACAGTCACCTTCCAGTTGTTACTGATATGCCCA[A/G]TTCTCAAATGGGGATATGGGCAGTGATGTGACTTCCCAAAGCCACATAGACAACGTGT A G 0.67 0.64 0.62 0.61 0.71 0.82 0.63 0.74 0.68 0.70 0.67 0.002 0.003 0.023 0.032 0.0002 1
rs1468996 7 5.48AAATAAATGTTCAAAATCAAAACAGGAGTAGTTAGTAGACAAATGCTTAGCTATTTT[A/G]ACAACACCTAGAACACTTTGAGAGAGTGGCTGTAAAATTTCTGCCCAGTGCACCCT A G 0.19 0.45 0.41 0.34 0.54 0.82 0.63 0.44 0.46 0.46 0.42 0.031 0.025 0.002 0.081 0.0002

rs4560 7 5.81CAGTTACGGCAATTCACTTAAGGAGCTTGAGGGCCGTGTTAAAAGGAGCCAG[A/G]TTTTCACAAGACCTCATCCACCTCTGCACATTGGCTGGCACTGTCACACTGCAGCCTCC A G 0.19 0.39 0.40 0.43 0.41 0.41 0.29 0.32 0.39 0.45 0.41 0.020 0.005 0.000 0.001 0.0003 1
rs558030 7 5.84GCAACTAAAGACTCTATTTCACTTTCATCAAAATTGTGGACTCTTTCACCTAGT[A/T]AGAGTCAATGTTTTAAGCATCTCTTACTCTATGCTAAGTAACTTAGCTACCCCGTATCTCC A T 0.19 0.40 0.40 0.44 0.41 0.41 0.22 0.32 0.39 0.46 0.41 0.020 0.019 0.000 0.001 0.0003
rs758263 7 6.97GAGCAGTAGATTTTGTTGTATCCCCCTTGCGGCTTGTGTCTGCTACTCTCCGC[A/C]TTTCTGATCCTGCTGTAAGGTTATGCACTAGCTTCAAGACCTTGAGCGGGACGAAAGC A C 0.40 0.53 0.58 0.54 0.61 0.05 0.22 0.45 0.61 0.64 0.63 0.021 0.097 0.019 0.215 0.0025 1
rs1299548 7 7.05CCCACTACCTCAACCAACTGCTCCTCAGAAGAAGTAAGATGGATTTGTGGGAAAT[A/G]ATTTCCTTGAGCCATTTTTCCAAAGATAGTGGGGCATTCTTAAATGGTATTCATTTGA A G 0.74 0.45 0.54 0.40 0.39 0.09 0.32 0.51 0.32 0.52 0.56 0.018 0.036 0.001 0.137 0.0000
rs719423 7 7.10TATTCATTTGCCTTTCATTCTGAGTTCCCATGAAGCTAACCTGGCAGTAAATTCTA[C/G]CTCAACCTTACTTGAGGCACCTCCCAGTCCTCCTGCCTGGATAATGTCAAGTTTCCA C G 0.50 0.59 0.66 0.61 0.57 0.32 0.22 0.51 0.64 0.53 0.59 0.010 0.112 0.015 0.070 0.0008
rs1882600 7 7.11TTCACAGTGTGAGAATGACAGGGCTGGATCAGACAATAGCCCCGAGCATGACTAA[A/C]CTGCCCTGGGTGTGTTTTCGGTCATGCGAATATGAACATTGGCATTGAGATAAGC A C 0.24 0.65 0.65 0.60 0.70 0.68 0.71 0.73 0.71 0.63 0.60 0.113 0.000 0.002 0.000 0.0022
rs2042545 7 7.62AAAACAAGCAAATAAAGCAAGATATTACTCATAACTAAATGGAACTAAAAACTAAAT[A/G]GACTACAAACTAAATGGAAACAAAACCTCAGAAAACCTAAAATAAGATAACTGATGT A G 0.30 0.51 0.51 0.59 0.57 0.44 0.38 0.54 0.46 0.57 0.50 0.008 0.004 0.005 0.028 0.0006 1
rs37995 7 7.77 AGAATAGCTCCATATTTCTCGTTAATATTCTTTATGTGAGGCTCATCTAAAATCACTGTG[A/G]ATAAAGTACAAGACAGTGAAAAAAACAACTTGAATTCAGGTCCAATTGTCATTC A G 0.62 0.54 0.52 0.54 0.63 0.64 0.85 0.67 0.50 0.50 0.49 0.006 0.081 0.007 0.008 0.0005

rs1558557 7 8.05 ATTGCAGCTCAGCCTTTATCCTCATCAATCCAGTTGTCTGCCCCATGACATTGGATTGGACCTTCATTTCTCATGAA[A/G]TTTGTATTCTGAAACAATGATTCTCGATCTGTGGGT A G 0.57 0.48 0.45 0.34 0.54 0.59 0.44 0.35 0.54 0.43 0.51 0.003 0.000 0.002 0.008 0.0009
rs1032873 7 9.40AGTACTTCTCTGATGCTTCTGGGCTTGTTGAAATTTTATACCTTGATGCAAAGGTC[A/G]TGGTATCTGTACAGTCTCTATGGGTAGTCAAAGCTTTTGAACACCTCTCATTTTGCTA A G 0.21 0.57 0.46 0.46 0.57 0.80 0.30 0.51 0.50 0.44 0.52 0.020 0.001 0.019 0.097 0.0039 1 1
rs719679 7 11.79GAACTCTGGCTGTCTCCAAAAGTAGTAACAATGAAACAGAGAGATGATTTTCCAACA[A/T]TCTCTTCAGTCAAAACTTTCATTTCTGAACCTACAGATAGAAGGTGGGGAAAATTC A T 0.33 0.50 0.56 0.51 0.48 0.36 0.38 0.31 0.32 0.47 0.56 0.028 0.020 0.023 0.020 0.0002 1
rs769110 7 11.80TAGGTGATTGCATTTTTCCCTCAGTATGGCTTATTCTCACCATCTCTAGGGCCTTTT[A/T]TGACCTAACAACAGAGAGTGGTTTACAAAGATAACAGACAACCCACTTTTTTACTAT A T 0.55 0.65 0.67 0.59 0.61 0.77 0.68 0.57 0.64 0.63 0.71 0.004 0.002 0.000 0.013 0.0031
rs769111 7 11.80GAAAGGTGATATGACTTGCCCAAGGTCGTGTAATAAGTTAGTAACAAAGCTAGAA[A/C]TGGAATCTATGCCTCCTTACTGTAATCAGGGATGGTGCTGTATGTAATAAAGGTCCC A C 0.55 0.64 0.66 0.58 0.59 0.75 0.68 0.57 0.61 0.61 0.69 0.003 0.002 0.000 0.011 0.0026
rs2051930 7 13.58AGCTTCACTTGATTGCTGAATTCTGTGGTTCTATGGAAACTTTGGTTCTCTTTTC[A/G]ATGGCATAATGAAACTCATAACCAACCTTGGAGACATACTTAAGAGAAGATATTTCTCA A G 0.76 0.71 0.72 0.76 0.64 1.00 0.95 0.79 0.71 0.71 0.70 0.000 0.051 0.000 0.096 0.0014 1
rs1367781 7 14.31GAACTATAAGAAGGAAACAGTTCTTCAATGTAGAGCACTGACCTATTTTTCAGCCA[A/G]TTAAGAAGGCTGCACCTGAGGGAGCATGCATGGCTATGGCTCATACCAGCTATTG A G 0.21 0.34 0.35 0.37 0.32 0.41 0.83 0.44 0.39 0.35 0.30 0.010 0.130 0.004 0.002 0.0022 1
rs917440 7 15.47 AACCTACATGATAGATTGTTCTTCATGCTTCCTGAACTGAGCCATTGCCCTTAA[A/G]TTTCTCAGGGCAAACAATTTTCATACAAGCACATGTTATTTTGTTTGGGGAAAACTGAG A G 0.25 0.42 0.44 0.45 0.41 0.39 0.49 0.32 0.57 0.37 0.51 0.011 0.004 0.002 0.001 0.0029 1
rs726395 7 15.48CCTGAAAAACACACCTGGCTCTTCTTTATTCAAAAAGGACATTGCCAACCAAGCTGTTTTAAGTGTATCAACAGTTA[A/C]TTAACAGTGATGCTCCTGATACACAAAGGAATAACA A C 0.57 0.46 0.51 0.49 0.38 0.35 0.55 0.38 0.54 0.31 0.43 0.005 0.001 0.006 0.014 0.0012
rs1029718 7 15.79 TCCTACCGGCCTAGAAGGCTGGCCCACCCTAGTGGCTGGGCACCACTACTTGTTT[C/G]AAGAGTTAAACCAAGGCACGATAGCCCACTTTGTCAGCTGCCTAGAGGGAAGTTG C G 0.14 0.46 0.37 0.48 0.50 0.68 0.77 0.48 0.50 0.36 0.36 0.027 0.084 0.010 0.052 0.0002
rs1723804 7 16.53ATTAAAGTGGCCAGCTGAGTTTATTTAAATAAACTGTCATTGTGTTTAAGAAAATG[A/G]AAGTAACCCTGGCATTTATAAGGGTGATTAAATGTTCTTAAGTTTTATAAAAACATCT A G 0.17 0.46 0.44 0.48 0.41 0.59 0.48 0.39 0.36 0.42 0.42 0.048 0.001 0.003 0.007 0.0001 1
rs1375237 7 17.31 TGAAGATTTGCTCCAGTAAAACAAAGGTAAAAACCAAGAAAAAAAATGGGGGAAATATAC[A/G]GAAAAATAACCCAGTTCTATTGAAAACAAATCCCAGCG A G 0.38 0.43 0.40 0.43 0.48 0.36 0.49 0.38 0.46 0.42 0.34 0.000 0.008 0.000 0.001 0.0017 1
rs957960 7 18.62TGAGCGGTGGATGAGATTTTTTTCTAAAGAACCTCTTTGAACACAACCATTCCATTA[A/C]ATAATGTAAACGCAGATATTAAGTGCACATATTGTTTTGTGATTTAAATGGTAAATG A C 0.60 0.35 0.38 0.34 0.39 0.41 0.51 0.55 0.39 0.32 0.34 0.026 0.026 0.016 0.003 0.0005 1
rs714392 7 19.36TGATTACTAAATAACTCATGTCAGTCATAGCTAAATTATTTAATGGTGTTTGATA[A/G]GAATCAAAAGACCAAATTATAGAATTTGTTCTATGCTAACATACAATTATCTTTTTATGA A G 0.43 0.39 0.41 0.30 0.38 0.68 0.72 0.71 0.25 0.38 0.34 0.000 0.043 0.052 0.031 0.0024 1
rs1858941 7 20.38CCTGTGCTTAGCCTACTGTATGGATAACTCATGCTGATGCCTGGCATATGACTTAA[A/G]TTCTTTTCTTGGCTTTTAGCTAGTAACCCCCTCTTAGTAAGCAATGAGTCAATCAAT A G 0.38 0.40 0.41 0.41 0.43 0.55 0.25 0.29 0.50 0.42 0.44 0.000 0.006 0.005 0.015 0.0009 1
rs2024046 7 20.48CTCCTAGGAAGGGCTGGCAGACCCAGAATGACTACTTGCATTGT[C/G]CTTTCTCTGTATAAAACCTGAAATTTTGTGTAACATAATCCTTCCTCTGTAATAACATCAGAAACAGCA C G 0.76 0.59 0.60 0.57 0.75 0.82 0.84 0.72 0.61 0.60 0.58 0.015 0.061 0.012 0.032 0.0003
rs1859805 7 21.93ATCTGTGCAGAGGGGAAGTAGAGGCAGTAGCAGAAGTAGTACCCCTGCATTTGAAA[A/G]TCGGGTAACTTCAGGAAGGAAGGAATATTTGACTGAGGTCTTGAAGAATGGTAGC A G 0.71 0.58 0.49 0.41 0.54 0.85 0.78 0.50 0.71 0.53 0.54 0.024 0.072 0.001 0.087 0.0019 1
rs955484 7 21.94TTCATAAACATCATCCAGTACATTCCTATATATGGTCTGGAGAAAAAAGACAAATGA[C/G]AGCTCAGTGGTTGAATGCCCACTTTGTAGGGATTAAGACTCATACCATGGCTATCC C G 0.50 0.24 0.33 0.26 0.30 0.50 0.18 0.43 0.43 0.32 0.36 0.009 0.030 0.003 0.010 0.0000
rs740295 7 22.22TGCCACATAGGAGAACTTCTATTGGGCAGGAAAGATTGCAAAGTATACCTATACA[A/G]TTAGGAAGCGTATATTGGAAGATGTGAAAGGATAGACAGATTTAGGACTGTGCTATT A G 0.88 0.66 0.69 0.68 0.64 0.95 0.57 0.82 0.75 0.77 0.75 0.021 0.002 0.017 0.071 0.0037
rs858239 7 23.03GAGTCATAAGCACATGAGTTGTAAGAGGTTGAACTTGAGAGACCAGATCAGGCA[A/G]TGCCGCTTAATACCATCACATGATCCTCCCCGAGGCCCTGTATTTAATTAAAATAGAG A G 0.79 0.40 0.37 0.37 0.38 0.23 0.09 0.44 0.43 0.41 0.41 0.076 0.082 0.001 0.028 0.0006 1
rs798646 7 23.36GAAACTGAACATCTCCCATAATCCCATTCTTCAAGACAACTGGTTTATCAAGC[A/G]AATAAGTTTTAAAAAGTCACTCAGGGGCATAGAAATGAGATGCTCATACCCCTCAGTTCA A G 0.52 0.37 0.43 0.44 0.48 0.55 0.56 0.45 0.57 0.38 0.40 0.009 0.023 0.005 0.019 0.0000
rs1469000 7 23.55 TGACTATATGTATTTGAAATTATCTCCTTGTCTGCATCACCTTGATCCTAAATGAAATCACACAC[A/G]TAGAATTATACACAAAGGAATATCCAAAACAGCTAAGGCCTCCAATAA A G 0.57 0.48 0.49 0.51 0.52 0.77 0.28 0.42 0.43 0.60 0.60 0.001 0.026 0.019 0.034 0.0071 1 1
rs39453 7 24.88CTGTCAAACGTGGAGCTGCCAGAGCCACGGTGACTGGGAAAGAGGAGCAGACGGT[A/G]CAGGCTAGGAAACAGAGAGGAGGCTGATCTTCCCACCTTTCCTCAAGTTGGGGT A G 0.86 0.65 0.67 0.62 0.75 0.59 0.70 0.69 0.50 0.61 0.60 0.018 0.000 0.000 0.005 0.0017 1
rs766838 7 25.77GAGCAAGGATTGGCTATCCTACCCTTGGAGCCATACTAAGTGGTTTCTGTCAAAAA[A/G]CTGAGTATCAGACTGGGACATAGGCACTCTTACGTCCTGAAGGGAGGCTCAGATG A G 0.29 0.54 0.52 0.59 0.41 0.59 0.59 0.36 0.61 0.55 0.47 0.022 0.006 0.006 0.007 0.0024 1
rs1725074 7 26.89CAGGGATATCACTATTTGAACACGTTTCTGAAATCTACTCTTTAGCTGAGGGAGGG[A/G]TGGTTTGGAGGCTTCCTCCTTCCCCCAGGGCTAAGATTTTAAAATGAGATTCTAATG A G 0.38 0.14 0.14 0.09 0.16 0.05 0.38 0.16 0.21 0.15 0.17 0.032 0.020 0.001 0.023 0.0003 1
rs1404282 7 27.33CATACTTTATTAAAATCTTGGATTTTCTTGTCTGATTCCTCCATTATAAACTTCCTA[A/C]AAAGTCAGCACTGAGGTCATGGCTTGCCAGCATCCCCATTATCTATTATAGTGCATGA A C 0.10 0.24 0.26 0.34 0.30 0.09 0.22 0.21 0.14 0.23 0.25 0.034 0.002 0.005 0.033 0.0002
rs1860759 7 28.14AACAATGCCTCAGCATGTTAGAGGGAATATAGAGCCATCCTGAGATGAAGCCT[A/G]AAGGATTCTTCCCCCTTAGTTCTTTGAGGTGCAAAGTGACTTGGTATACGTATTGGGG A G 0.50 0.58 0.60 0.56 0.50 0.82 0.53 0.56 0.50 0.57 0.49 0.004 0.003 0.000 0.032 0.0052 1 1

rs7313 7 28.81ATTTTCAATCCCGCTCTCCCATTCCCACAACCTGCCTGCTCCCAAGCATCTTCCTACCTGATGGAAGTCACCC[A/G]CTTGCCGGATGTAACCAGCCACTTCACTGTCAGATTTAA A G 0.31 0.42 0.50 0.48 0.34 0.05 0.34 0.33 0.42 0.45 0.49 0.025 0.019 0.022 0.141 0.0005 1
rs1568658 7 28.88 TGAATTAATACATTGTGGTAAATTCGTAGAGTGCATACTGTTGAGCAAAATAATG[A/G]TATGTATTGATATAAAGAGATCTTCACAACATATTGTTAAGTGAATAAGCATATATAGA A G 0.36 0.72 0.69 0.63 0.75 0.27 0.92 0.65 0.82 0.64 0.67 0.044 0.059 0.001 0.075 0.0002
rs245906 7 28.94GTTTTATGAAACATTAGTCTAATAGGTTCCAGAATGTACTGCTCATGTCTGTCACC[A/G]TGAACATCTGGCACCAACTTCACACACTGTGGGTGGCCAGTACATATTTTAGATCAA A G 0.74 0.60 0.58 0.72 0.54 0.77 0.53 0.52 0.50 0.51 0.58 0.016 0.000 0.003 0.038 0.0000
rs13834 7 29.70ATGATTATTTTTTATACCTAATGATTCACCCAATAGTAAAGGAACCCCACAGCTAAG[A/G]TCTAACAGGCATATACCTGCTCTGTTAGTTTATAAGAAAGACTCGTTCTAATAACAC A G 0.40 0.32 0.30 0.39 0.45 0.09 0.11 0.36 0.25 0.34 0.36 0.010 0.029 0.001 0.033 0.0013 1
rs255139 7 30.49AATGAATGAGTGAGTTATGAATAAGTAAAAAATAGGTAATGCTGGATTTCTCATCAG[A/C]GAGAAGAAAGAAGAAAGAGATCGTCTTCAGGGATATGAAGAGATTTCCGCCCTGC A C 0.52 0.46 0.51 0.46 0.55 0.86 0.49 0.69 0.54 0.55 0.49 0.000 0.002 0.009 0.066 0.0002 1
rs2007818 7 31.40GTAAAGTGACTTGCCATGAACAACCAGCTGGTAGGCACCAGGGTTGGGAGTTGAAT[C/G]CAGGTCAGGTATATCAAAGTTTAAGAACTCCTTCCCTCTACCACACAATGTTCTT C G 0.64 0.39 0.40 0.54 0.34 0.60 0.65 0.46 0.29 0.43 0.38 0.038 0.038 0.007 0.032 0.0002 1
rs2049758 7 32.82AAGAAATGGGTGTGAAACCGCCAACTATGTGTTATTATTCATACTCAGTGAAAACGT[A/C]AAGTTCCTAGTAACCCCAGATTAAGCATTCATTAAATATTGATCTACTCTATTACGT A C 0.95 0.69 0.74 0.82 0.61 0.86 0.80 0.75 0.79 0.71 0.65 0.015 0.002 0.000 0.000 0.0091 1 1 1
rs724291 7 33.54ACTTTTCACTTTGTGGGTCACAGTTGATCATAAATATAACACGTCTGAAATCTGTGAATTTACGTTGGGTTTGTATCA[A/G]TCGAGCCATCTACCTCTGGACCACTTGGGTGATAC A G 0.74 0.51 0.40 0.43 0.41 0.59 0.53 0.50 0.42 0.53 0.50 0.060 0.015 0.010 0.024 0.0063 1 1
rs731844 7 33.89CTTTGGCTTCCATAGAAAACCCTTCCCAGATGCAGCTCATCCCAGATCTCCCTAC[A/G]ACACAACTAAACCTTTCCATCCTAAATCCATTTGTACAGATTCTTCCAAATATCACAG A G 0.38 0.55 0.54 0.61 0.54 0.77 0.86 0.78 0.54 0.57 0.53 0.008 0.086 0.029 0.041 0.0000
rs325462 7 34.59CAAGTTACTCTTCTACTCCCTCTGGATTTGA[A/T]CCTAATGTTACAAAGTGGAGATACAGCCAGACTCTTGATAGAAATGAGGCTCCAAGTTACCTGAAAAATGTCCACCTTGATC A T 0.36 0.46 0.48 0.51 0.41 0.60 0.76 0.64 0.57 0.55 0.53 0.012 0.033 0.017 0.006 0.0004 1
rs343024 7 35.23TAAACCATGTATTAGATTTCTAAACAATACTTTTAGTCTGGTCTCCAGGGAAAGA[C/G]AGTCTTCAAGACTTATTTAAGTCATCCCTGCAAAGTGTATGTAAAAGAAGCCTCCTTTC C G 0.62 0.59 0.60 0.64 0.63 0.50 0.98 0.72 0.68 0.68 0.56 0.001 0.116 0.001 0.012 0.0002 1
rs2041632 7 36.21CTTTTGGAAAAAGATAGGCCTAAAGTCATTCTAAAGAAGGCCTTTCCTGGCTTAAC[A/G]GCATTCCAGTTCCCAGTGAACTAGAAAGATGCATTTCTGACATGATACAACGCCAG A G 0.60 0.50 0.47 0.49 0.43 0.50 0.50 0.38 0.50 0.45 0.52 0.008 0.000 0.005 0.000 0.0023 1
rs2058675 7 36.52 CAAAACAAGTGATATCAGTATTATTAGGAGACTT[A/G]GAAAGTGCGAGCCAAAAAATGTAACCTTTGCCCCAATGTGAAGATCCTTGTTGTTGAAGGTTTCCTGTGTTTCTTTTCT A G 0.45 0.38 0.43 0.44 0.34 0.05 0.32 0.38 0.43 0.44 0.46 0.001 0.002 0.000 0.107 0.0006
rs918980 7 37.34ATAAATAATTACCAAATGTAGCTGGGGAAGAACATTAATTATGTGTAATTTGGATTCATAA[A/G]TTTTGTATCAAATCCTAATTAATATTCCCCATCTAATTGGTATTCTAAATAAAAT A G 0.57 0.46 0.48 0.50 0.57 0.41 0.50 0.34 0.43 0.46 0.41 0.001 0.001 0.027 0.012 0.0077 1 1 1
rs2007664 7 37.76TTTCTGCAGAAATCTCCTCTTCATCTATTGCAGGCCTTGCTTTTCCAGGCAAACA[A/G]AATAAGGTTTCCTGTGTCCTTCTGATCCCCACTCACCTCTCCAAAATCCTAAGTCCGT A G 0.33 0.39 0.50 0.41 0.54 0.27 0.74 0.49 0.50 0.51 0.46 0.014 0.048 0.000 0.020 0.0007
rs722336 7 38.25AAGTCAATGCTGTTGTGACAAGAAGAAGAATCCTAGTTGGGTCACTGAAGGCCAGA[A/C]ATAAATGTAAAAGCACAAAAATAAAATTAGTGTCAGCTTCTAGGGTGAAAAGGCTC A C 0.50 0.29 0.28 0.26 0.38 0.55 0.50 0.45 0.32 0.29 0.27 0.028 0.027 0.017 0.038 0.0001 1
rs2043786 7 38.27AAGGATTGAGTGGGGTCATGTAGTTATTGAAACATGGGCAAGAGAAGAATTATTA[A/C]AAGTCCTCAAACTGACATCAAAGATAGTTGGTAACTTTTCATTTATTTAAGCGTGGGA A C 0.79 0.51 0.56 0.55 0.63 0.55 0.56 0.63 0.57 0.61 0.58 0.042 0.001 0.015 0.001 0.0016
rs1949880 7 38.84GAGCAACCTGGAAGTGCTGATCTCAGTTGACTTGGGAGTGGCAAAGTCTAAATAA[A/G]TACCCACATACGCACAATTCTATTATTAAAAAATGTCCTACTGGCATAGAACATAGC A G 0.55 0.70 0.71 0.76 0.82 0.91 0.80 0.86 0.71 0.64 0.70 0.028 0.000 0.002 0.015 0.0004 1
rs715283 7 39.33AAGTTTGCTTCTAGGAAATATATTCCTTTCCATTGATCTATGGATCTATTCTT[A/G]AGCCACATTAACTAATTATTGTATTCTAAATATCCCATAGAATTGGCCCTTCTCCTTCCATT A G 0.48 0.60 0.62 0.59 0.48 0.32 0.62 0.47 0.54 0.61 0.64 0.018 0.000 0.013 0.049 0.0006
rs2036041 7 39.96AGTCCTTGTGATCTGTCTCAAGCTTATAATGGTGTATGTGAAAATGTAAGAAAATTA[C/G]TAATGAATTATCTTGAAATGTTTTCTCTGTTTTGCCAGATATGAACAATATAAAGCC C G 0.38 0.53 0.51 0.48 0.52 0.59 0.49 0.40 0.43 0.51 0.53 0.008 0.000 0.003 0.008 0.0003 1
rs756328 7 40.02GTAACACAAGAGATAAAAGCTGTTATTGACTGAGAAATTATAAGGTTGAGCATATACTGTGTG[A/G]TTATCCCTGTTAGACCACAGTGCAATGTACTAAAGGAACTACAGTAATCC A G 0.25 0.42 0.44 0.45 0.50 0.68 0.48 0.38 0.46 0.48 0.45 0.039 0.002 0.010 0.013 0.0004
rs722790 7 40.77TGCACAGCATGTGCTCCAATCTCTTTACACTTGGGGCATGGGACTTTTTTATTCAGGTCAAGGAGTTAGAAAACA[A/G]CAATATTAGGATGCTGACAGGCTTCCAAAATGGGGG A G 0.31 0.43 0.39 0.54 0.43 0.36 0.80 0.19 0.32 0.42 0.39 0.002 0.110 0.023 0.000 0.0001 1
rs963779 7 40.79 GCCTCACAAAGAAACTTCCCTTGAGATATGTGCTGTATTCACATGCAAACTTTGATGTGTGCATCTCA[A/G]CCAAGTGAGCCTACATGTGTTTGCGCTGGATGTGTACTATTTTG A G 0.79 0.60 0.66 0.54 0.63 0.64 0.22 0.91 0.68 0.60 0.66 0.003 0.142 0.051 0.004 0.0000
rs1548630 7 40.81 TGCCTCCAGCGTCTGGTCCCTACATCCTATCCACAAAATCAGTGCAGAGGGAAC[A/G]TGCATTACAGCAGCAGACCTAGAAGCCAAGAGAAAGAAGGAATGTTTTAGTTCTTCT A G 0.60 0.54 0.54 0.55 0.54 0.73 0.88 0.39 0.43 0.52 0.55 0.007 0.102 0.001 0.037 0.0004
rs37262 7 41.07CCTTTCTGGACAATTGGCATTACCAGCAAGTAACTTTTACTGGCAAGCATTGTCGC[A/G]TTATTTGGGGGATTATGAGGGTGGGTGATGGAGGAGTCCCAGTAGAACCATTATTT A G 0.74 0.49 0.56 0.55 0.45 0.59 0.05 0.46 0.54 0.54 0.62 0.041 0.142 0.000 0.007 0.0039
rs273093 7 41.16AGAACACCAGGGAGAAGTCCCCTCAGCCTGTCCTCTGTCCCAGTGTCATGAAGGGAACAGAATCAGAATC[A/G]TTTAAAAATAGTCAAACCTGTAATAACATAAAGTTGAAAATG A G 0.36 0.55 0.60 0.57 0.48 0.05 0.33 0.53 0.64 0.56 0.53 0.032 0.029 0.000 0.193 0.0022
rs1203539 7 41.18TCTGGTTTCTTTCAATATTTTTTTCTTTGACTTTCTGAAATTTGAATACGATA[A/T]GCCTAGGTTTAATTATTTTGGCATTTACCCTGCTTGCTTCTCTTTGAGCTTCTTAGATCTGTG A T 0.36 0.55 0.60 0.59 0.48 0.05 0.33 0.53 0.64 0.57 0.53 0.035 0.032 0.001 0.200 0.0022
rs2007475 7 41.49CGATCTATTCATTCATTGATTTAACTTAAAAGCAAAACAGCTTCCCAGTTCA[A/G]TTTTGAACGTGAAACGCTGATTCTCCTTTGTCCCAAATCTTTCTACCTAACATTCAGCCCAA A G 0.45 0.38 0.53 0.46 0.38 0.55 0.91 0.55 0.36 0.46 0.44 0.002 0.126 0.008 0.002 0.0091 1 1 1
rs2024031 7 41.63GTAGGAGGAAGCTTAGGAGGCAGAGTGAATAAAGGGTTGGTTGTAGGAGATACAG[A/G]AGAGGCAATAGTCTAGAATAATTTCCAACTTTCTGATAGGTGTGATCAAATAAATA A G 0.40 0.41 0.52 0.52 0.45 0.77 0.84 0.44 0.43 0.42 0.49 0.009 0.056 0.002 0.034 0.0016
rs1476666 7 41.68CTCAGACTCTGGAAAAGCCCCTCTGATATGGATAATCATTTGTACTAAATACAA[C/G]TGAGATAAGTGAAAGGAGCACCCAGAAAGGTATTTGCATAATCATCCTAGAATTCTGCC C G 0.81 0.70 0.58 0.67 0.73 0.41 0.45 0.65 0.71 0.65 0.58 0.029 0.015 0.000 0.018 0.0000
rs757911 7 41.74CTTCAAGGCAAAGGGGAGAAGAACATTCTGCTGACCTGCAAGACCGAAGGTCAAGGAACAGACTTTCCTTGGATTCCCTTGACCCAG[A/G]GTTTCTTCACTAGCTCTGCAGTTT A G 0.52 0.58 0.59 0.61 0.66 0.64 0.81 0.67 0.75 0.59 0.64 0.002 0.035 0.002 0.001 0.0009
rs861677 7 41.81GTGGCAGCAGGATGTGGAGGAGCTTCCAGAGACCAGTGTTCCTCACAATACACTT[A/T]GAGAAACATTCTTCTAGGGCAACAATTATAAAGCCAGAATAAATTAATTTAAAAGTTA A T 0.71 0.41 0.46 0.41 0.32 0.41 0.16 0.45 0.32 0.43 0.40 0.034 0.061 0.000 0.001 0.0015
rs846319 7 41.82 ATTACAGAGTCATCAAACTAAAGTTTAATGAACGAATGAGAACATAATCTCACCA[C/G]GTAGGAGGCAAACAAAACATGATTAGTTTTAAGTAAAATGAAGAGTTTCTAACACCTC C G 0.10 0.40 0.41 0.44 0.59 0.60 0.82 0.50 0.61 0.47 0.46 0.066 0.111 0.009 0.020 0.0013
rs846263 7 41.83GTTTCTCATTAAAATGTGGTCACTTATTAATTGTTTCCACATTAGGCTCTCGTGA[A/G]CTGGGTTAGCATATTTCTCTAATGCTAAAGTGTGACAAAAATGAGTTTCTAAGCAAACA A G 0.81 0.43 0.47 0.43 0.34 0.40 0.16 0.49 0.29 0.46 0.47 0.061 0.070 0.000 0.003 0.0001
rs846294 7 41.86CACAAGAAAATGCCAAATGTTCCTCTGCAAGTGAACTGACAAAAGAAACCTCT[C/G]CCTTTACTGCTTCAGGTATGTCCTCAGTCATGAACCAACAACTGATCTCGCCCCTTTCT C G 0.29 0.46 0.36 0.39 0.39 0.50 0.48 0.35 0.57 0.38 0.40 0.009 0.008 0.001 0.006 0.0021
rs1012033 7 42.87AGTAAGCAAGTCTTCTGAGAAATCTGAATGCCAGCCCATTTTCTCTGTATAAATGTTTCTATCTTGGGCTATGATGA[A/G]TTATACCTAACATCTGCCCACATAGTGATGTTTAAA A G 0.69 0.57 0.62 0.62 0.54 0.41 0.53 0.78 0.54 0.60 0.65 0.007 0.001 0.021 0.014 0.0003 1
rs1029482 7 43.00ACCCTGGCCAGGAAGAGCAAAGTGGGACAGAAGAGGCAGGTGCAAGGTAGCCTAC[A/C]CCTTTTGGGTATTTATTCACTTACTCTTCCTGCTCTCCTTGGGTTTGCTTTGTTCT A C 0.81 0.71 0.64 0.51 0.79 1.00 0.98 0.52 0.54 0.64 0.63 0.010 0.100 0.015 0.123 0.0004
rs2014453 7 43.88GTAGTCCATGGGCCAAGTGCAGGGGCAGACAGCCCTAAGCCACGATTGTCTGC[A/G]GGGTTTGGCCCCAGTGAAGTAGTCAGGTAGGGAAGCCTAGGAGCCCCTGGGATGAT A G 0.19 0.45 0.36 0.44 0.54 0.27 0.26 0.58 0.29 0.42 0.27 0.010 0.003 0.027 0.002 0.0034 1
rs740094 7 44.41CCGTTCTGCTTCCTCCTTTCATGCTTATGAAACACAGTACTGGTGTTTTCTATG[A/G]GTGAAACTAAGTGGAGGAAAAGCACAGATACACAAACTGTCCCATTATGCAGTGTTATG A G 0.45 0.46 0.47 0.48 0.43 0.55 0.61 0.54 0.43 0.43 0.41 0.001 0.003 0.009 0.001 0.0023 1
rs1852210 7 45.74AGAGATCTTAAATATATACTTTGCTGGATTCTGACAAATGTGTACACCTACCTAACT[A/G]TAACCCACCACCTGTCAAGATGGAATATTTTCTTCACCCTAGAAATTTCTCCTATGC A G 0.50 0.42 0.50 0.38 0.54 0.70 0.06 0.49 0.21 0.56 0.53 0.000 0.135 0.000 0.024 0.0002 1
rs2054789 7 45.99 ATTTGATCAAGGCCATCTGACCCACCTTGGCCAGGGCTTGGCATAGGGTGAAC[A/G]TGTGACTTGATCTGGTTAATAAGATGGAAAGATAAATGTTGGGGTTTCTGCCAAATCA A G 0.76 0.45 0.49 0.46 0.50 0.23 0.61 0.57 0.50 0.36 0.44 0.052 0.015 0.019 0.025 0.0002
rs1486155 7 46.04GCCCCTGCCGATAGCAACTGATATTGATTATTGCAAGTTTAGATAGGAATTGAC[A/G]TTAATACTGGGTAGAGCAATTCTCTGACTCTATTTTTATTCAAAATAGTGTTTACTGTTT A G 0.38 0.59 0.56 0.61 0.50 0.95 0.98 0.68 0.54 0.65 0.62 0.020 0.134 0.001 0.112 0.0003
rs723149 7 46.32ATTCTCTTCTACCAAGTGGAAGGGCTGAGTCAGAAAACTGGTGTGGAATTAGAAAAG[A/G]TACTGGAAGTATTTTGAATCCATCAAAATAACTAAAATATTTTTGAAGATGTTTTTG A G 0.14 0.45 0.45 0.43 0.48 0.18 0.72 0.24 0.36 0.49 0.48 0.046 0.055 0.013 0.029 0.0007 1
rs2013523 7 46.86GTGGGTGGAAGTTGTAGACTTAGGAGTAAGCAGGAAAATTGGAGCATCCCTAAAAAT[A/C]TGTCAAGAAACAGTCTAGGAAATAAGAGAAAAATAAGGGAAGACACTTTCAAAGG A C 0.29 0.27 0.31 0.20 0.39 0.45 0.75 0.58 0.36 0.32 0.38 0.000 0.105 0.069 0.013 0.0036 1
rs921630 7 47.54GAGAAATCAACTATGTGCCAGGAGTTTTGCATATCTCAGCACAATTTTA[A/G]TGGTATATTTTTGACATTTGTTTTCCAAGTACCTACCTCACAAGACATAGGACCCATCAGGGCA A G 0.60 0.51 0.54 0.57 0.54 0.41 0.24 0.65 0.64 0.57 0.62 0.000 0.035 0.021 0.002 0.0040 1 1
rs1474283 7 47.69CTACAAATGTTAACTGTTATGCTTGTTATTAAAAATTCATCAAGTGTCCGTTC[A/G]TTCTTATTTTTCCAGAAGGAGTCTATATGCTCAAGGCTGTTATTTATAACGAGTTTCATGGA A G 0.21 0.36 0.39 0.41 0.43 0.23 0.18 0.48 0.36 0.41 0.35 0.027 0.039 0.001 0.031 0.0003
rs1529867 7 48.56 AACTGCCTTTCACGTTGTAGTTTTCATCATCTTGCTCCTCTGTGTGGTAACT[A/G]GGGAAACCTCCCCTAGGCTACAAATAAGGGCCAGATTCCAATATCCAATTAGTTGGTATA A G 0.26 0.50 0.48 0.50 0.52 0.55 0.39 0.50 0.43 0.38 0.46 0.038 0.008 0.000 0.000 0.0022 1
rs1529590 7 49.11CTGTTTTGCTCATTTATGTTTTGCATATCAGAAATACATTTCTCAAAAGTGTAA[A/G]ATGATTAGGGCTACAGATGGCTGCACTGAAGTAGTGATAGTTTTTATTATCAGCTTTATAG A G 0.40 0.42 0.45 0.33 0.36 0.50 0.94 0.49 0.29 0.41 0.39 0.000 0.168 0.002 0.003 0.0006 1
rs730652 7 50.49TATTCAGATTGTCTATTTAATGTTAACTTGACGCCAAAATATTTTCCATGGGGCTG[A/C]CCCACTGGGAGGAATAGTGAAAGGTGAAGAAAAAAATAATTTTATATATAAAATTTCA A C 0.40 0.54 0.53 0.50 0.64 0.27 0.60 0.54 0.39 0.53 0.53 0.014 0.000 0.000 0.048 0.0002 1
rs2043731 7 50.91ATGTACATAATTGGCACAATGAGATTATGAGACCAAAGAAACCAAAGTGGAGCA[A/C]ATGCTTCCAAAAATGACCCAGAAATCCGTCACTGTTTCTGCTATTGGGGAAAGTTTCCT A C 0.67 0.60 0.63 0.65 0.54 0.50 0.56 0.61 0.71 0.55 0.58 0.001 0.003 0.004 0.012 0.0035
rs616185 7 51.58TTCTATGGTAAGTAGTTGTCAAGCGAGGATAGCCCATAATTTATCAAAGACCTGGAA[A/G]ACATTTCCAATACAATTGATTTCATTTCTCAATTAAAAAGGTCAATGTCCTTGAATT A G 0.76 0.65 0.59 0.59 0.54 0.59 0.74 0.54 0.36 0.60 0.65 0.013 0.014 0.003 0.000 0.0000 1
rs169902 7 52.39CTATTGCCAGCCTATCTAGGTATACCAATTTCATGGAAAACCTCACCTATCTGT[A/G]TATGTTTATCTTTCTCTAAATTGTAGGGCAAGAAACAAAATGTTCAAAAATATTGGATTCC A G 0.52 0.51 0.45 0.52 0.54 0.73 0.56 0.46 0.46 0.40 0.52 0.002 0.013 0.000 0.051 0.0031 1
rs2049410 7 53.95CATCTTAATTTTAAATTTTTCAATGGTGAATTCTTACGATGAGAAGATCTTGTC[A/G]GAATGTGATCCACTTTGCAGTCTAGTCTTTTTAAAAGTACATTTAGGTCTTTTTGTAACCT A G 0.40 0.24 0.26 0.20 0.23 0.27 0.57 0.28 0.32 0.18 0.18 0.014 0.047 0.001 0.000 0.0023 1
rs1532083 7 56.34 TAATTTTCTGATGTTGAGTAAGACACAAGCATCAGTTAAATGCTTTGTCACACTTATTAC[A/G]TTTGTAGAATTTCTCTTCATGTATGGATTCTCTGGTGTTATGTAAAG A G 0.57 0.67 0.75 0.71 0.73 0.77 0.68 0.79 0.68 0.70 0.77 0.037 0.011 0.004 0.001 0.0004 1
rs1105305 7 56.38GAAAGAACAATAAATATTGTGAACTGGTAATTTTACCTCAAACAGAATATCAAGGAA[A/C]GAACACTAGAACCTAACTGAGAACTCACGGAGAAAACCTGAGGAACCGAAGGAAA A C 0.60 0.67 0.75 0.73 0.73 0.95 0.73 0.86 0.68 0.71 0.78 0.031 0.004 0.000 0.026 0.0003
rs2009526 7 57.66 AACAATCGTGTGACACGGATCTCCAGGAAGTGTCTCCCTGACGGACTGTGAAGTC[A/G]TCTTTCTTGAAGACATTTGGCCAGAGCGAGAGGCATCCAGGCCCCTGAGAAACAG A G 0.86 0.70 0.69 0.71 0.66 0.82 1.00 0.76 0.79 0.76 0.73 0.030 0.129 0.006 0.014 0.0015 1
rs517258 7 64.15CACTCAAGGCCAAGTAAGAAGTCATGTCATCTGGCTCCAGCAAACTCAAATGCAAT[A/C]TCAGTTGAAATCTCATCAGCCCAAGGACCCAATAAAAGAAATTATTTATCTTACAAA A C 0.60 0.64 0.58 0.63 0.66 0.73 0.77 0.64 0.69 0.66 0.62 0.000 0.102 0.002 0.108 0.0014 1
rs1543851 7 64.22TGGAAAAGTTACTATTACCATTTGGTTTGTATTTTCTTTCTGTGTTTCCTGTGGAT[A/G]TGTTTTTCTTCATTTGCTCTGTGTCTTCATTTTTTTTGGCGATTTTGTAGTGACATGCTT A G 0.86 0.65 0.58 0.61 0.70 0.73 0.69 0.68 0.69 0.64 0.64 0.046 0.006 0.006 0.009 0.0025
rs1352081 7 64.23CTGACAAACATATTGCTAATTTCAAAACACTTAATTCTCAGATGCCCTAGGAAAAA[C/G]CATAGGCAGGGGAAGTATCACTGCAAAAGTAGCACACAGAAAGACTCTGGAGGGG C G 0.48 0.24 0.20 0.22 0.30 0.59 0.70 0.41 0.27 0.30 0.22 0.040 0.141 0.029 0.071 0.0006
rs13536 7 65.43 TCACTTCGTCTTTTGTGGTCGAAGTAGATGCAGTACCCAATAAAAAGGGCCCCAGC[A/G]CTCATTCTTTAATTAAACTTCATTTAGCTGCCATCTGTCTCGGTTCGAAATGGCAT A G 0.64 0.67 0.63 0.65 0.59 0.36 0.55 0.60 0.64 0.51 0.66 0.001 0.000 0.002 0.023 0.0011 1
rs801193 7 65.44CTACCTAAGAATACTGAATGAATGCATAAGTTTTGCAGAAAATACATGAACTA[A/C]AAGGACAGATTTGGGCACTGCAGTGTATACTTGTAGTCCCCACTACCCAGGAGGCGGCT A C 0.45 0.50 0.52 0.46 0.59 0.86 0.49 0.61 0.50 0.61 0.51 0.005 0.004 0.001 0.058 0.0006
rs956523 7 66.24GAAATGCTGAGGGCAGCCCCTGCCTGTCTCCTGTGTCAATGAGAAGAATCGCC[A/G]ACCTTGAACAAGTGGATAAGTCTCCCATGGCTGTATTAGACTCCAGATCCCTCAGAAG A G 0.45 0.61 0.67 0.70 0.68 0.95 0.86 0.75 0.71 0.59 0.56 0.025 0.033 0.009 0.076 0.0041 1 1
rs1842746 7 66.79TTAAAATGTTTATGATTCTTCTTCCTG[A/C]AAACTTAGTCCTTGCTGGAATAGAAGTTCTGGTTTCTAAGGAGGAAATTCTTCCACTAGGGGTCACAGTAAGAATTCCACTAATGTT A C 0.69 0.76 0.65 0.66 0.80 0.57 0.79 0.67 0.68 0.61 0.52 0.001 0.003 0.000 0.007 0.0060 1 1
rs1874243 7 67.24GAAGATTGTTGGTTGTTGGTTAGGAGGACACATTTTCAG[A/G]CATTTGCCATCTCTTCTGAAGGGAATTGATTCAAGATCCTAAAGAGAGTGATCGTAAGACCCTAGGAAACTCA A G 0.45 0.61 0.54 0.61 0.66 0.86 0.84 0.64 0.46 0.53 0.52 0.003 0.061 0.007 0.062 0.0001
rs1468588 7 68.52 AATGAACAATATTCTGAGGTCAAATGAATTTCAAAAATGCTGGGTTAAACCAAA[A/G]TATTTGAAGGCAGGTAATCTCAGGGCATTCAATATGCTAATATTAAATTGAATTTCAAG A G 0.19 0.31 0.33 0.32 0.30 0.18 0.25 0.33 0.43 0.28 0.30 0.013 0.006 0.001 0.016 0.0011 1
rs740166 7 69.55GAGACAGTCTGCCACTTCTGCAGAAAGAGACAGAAAGGGCCACTGTGTTTGTTAATTAGGAGGTCCTCGGCCAGAGACCTGCTAAGCTC[A/G]TAAACGTTAAAGGCCAGAGTT A G 0.40 0.60 0.63 0.60 0.68 0.64 0.64 0.73 0.64 0.59 0.61 0.039 0.006 0.003 0.003 0.0002 1
rs678798 7 70.60 GTCATCCAAACTCGTGCCTTACTCTTGACTGCTGTGAGATAAGTATGAGTGAT[A/G]ACAGCTTCCTGGAAGAAAGCCCCTCGATCTTTACGGAGGACATAGCCACTGCTTTCCA A G 0.36 0.48 0.45 0.46 0.41 0.09 0.46 0.24 0.43 0.46 0.43 0.009 0.006 0.048 0.131 0.0002 1
rs3135677 7 73.07GGCCAGGAGTTCGAGAGCAGCCTGGGCAACAGCAAAACCCTGTCTATGAAAAAAAA[A/G]GAAAGAAACTGGGTTGGCCCATTCAGATTGAATTGTCATGTGCCCAGAAGGGCC A G 0.67 0.70 0.70 0.68 0.77 0.95 0.75 0.74 0.79 0.68 0.72 0.000 0.002 0.001 0.081 0.0000 1
rs1859293 7 74.99CTTTAGCTGGGTCCAGAGAGTGACGAGGGCACAAGACAGAGAATGGGCTCAAAGA[A/G]GCAATGTTATTAAGAATATCATCTGCTTGTCTGGTGTTTTTCCTTGGAGGTACACC A G 0.29 0.40 0.41 0.39 0.30 0.55 0.38 0.44 0.46 0.43 0.45 0.011 0.004 0.003 0.003 0.0009 1
rs917424 7 75.60CAATGCCACTCAATTGCACTTGAAATCTGATGTGACTATGTGACAGTTATGTTAC[A/G]CAACTTTTACCTCGATAAAAACACATCGTTTTCTCCACTCTTTTCAATAATTTAAAGATT A G 0.19 0.23 0.21 0.16 0.20 0.14 0.32 0.41 0.14 0.20 0.15 0.000 0.013 0.020 0.002 0.0034 1
rs1860148 7 75.62TACATTGAGGTTCAAAGACACACAACAAAT[A/T]CATGTCCACCAAATTCGGATCCCCTGCTGCTGTGGGATGCCAAAATGAACAGGATGTGGACTCTGTACCCAGAAGGAGACA A T 0.90 0.79 0.80 0.84 0.80 0.82 0.64 0.60 0.86 0.82 0.83 0.008 0.026 0.020 0.000 0.0013
rs740158 7 76.67AGATATCGCTTTCCCATGGACTCTAATTTGTCTCCATAGTCTCTCTTCTAGCAG[A/G]TCCAGAGATGGATCTTGACTAAAAAGATAGACGTGCTGATTGTCTTCTTAAAGAAAAAT A G 0.86 0.51 0.51 0.52 0.55 0.91 0.68 0.75 0.64 0.54 0.49 0.046 0.002 0.025 0.078 0.0001 1
rs798332 7 77.52GATCTGAACACAGGAACATGGGTTAGTCTCCTTAATGCTGGCTCAGGCCTATCA[A/G]TTTGGTTTCATCAGCTCCCACCTGACTTCTCCCTTCTTTATTTCCTAGCTGCAGCTAAG A G 0.83 0.60 0.66 0.62 0.64 0.77 0.64 0.79 0.61 0.68 0.68 0.016 0.000 0.014 0.009 0.0000 1
rs714438 7 77.59GATCGATAGAAAACAACATTTTTTAATGCATGCCTAGTGGCTCTGAATTTTTTGAA[A/G]TTGAATCTATGTACCTTGTAGGTCCTGGGTGCTTCATGACATGATTGATGGTGCACA A G 0.38 0.24 0.27 0.29 0.25 0.68 0.73 0.40 0.43 0.26 0.29 0.001 0.072 0.003 0.065 0.0004
rs1034699 7 79.32GAGCCACCATGCCCAAATACAACTTTCTTGATGATGACTTTTTCATCCTCCAGATT[A/G]GAACTTTTCTCTTGGTTATATCTTCTCATAACTCCTGTAGTTCTCCTTTGCATCTGTAT A G 0.55 0.72 0.68 0.76 0.80 0.68 0.50 0.70 0.75 0.67 0.69 0.018 0.030 0.001 0.001 0.0003 1
rs1468242 7 79.41 TTTAAAATGATACTAGAAATACAAAAGGATTCCCTCAGGAGGAAATTTTAGCCT[A/G]TAAGTCTCCAACTTGCAAACGTTAAAAGGTTTTAGGCCTTTTAACAGTCACAACAGAAC A G 0.45 0.61 0.60 0.62 0.68 0.68 0.73 0.65 0.54 0.56 0.61 0.014 0.004 0.000 0.001 0.0001
rs2030711 7 79.83CAAACAAGTATGAACAGAAAATGTATAAGTTTTCTTTATCATCGAAGAGACTATAGCA[A/G]TGAGTTATTAAATGGCTATTTGAAATGTATCTCACACACAAATATAAAGATATCTTG A G 0.76 0.68 0.63 0.62 0.79 0.77 0.80 0.60 0.68 0.65 0.71 0.008 0.015 0.000 0.011 0.0023 1
rs2040902 7 80.67ACTTAAAAGAATAAACTCTAGTGGAGGATTAAAGGATTGTTGGGGGATGGATAA[A/G]ACCAGAGTAAAGGCACCAGTAATGACTGTTATGATTATGGTCATTGTGTATGTTTGCCT A G 0.33 0.68 0.53 0.57 0.61 0.36 0.03 0.44 0.71 0.48 0.58 0.029 0.202 0.018 0.025 0.0008 1
rs1029847 7 81.21ATTTTTATTAAGGGAGTTAAGTTGTTTTCATTCTTTACATCACCTATTGGTAATATTT[A/G]TAGTTTTTCCTAAGTGAACACTATAAAGTTACCATTATTCAGTTTCTCATATGAAAACA A G 0.86 0.74 0.77 0.74 0.79 0.86 0.84 0.72 0.79 0.78 0.82 0.008 0.003 0.002 0.007 0.0023 1
rs258651 7 81.33CTGATTCTAATGAAGAATATCTTATGATGTGAGTGTTTAAATAAATTAGGAGATTAAG[A/C]AGAAGGAATATTGCTTTACACAACATAAACAGATTTACATTCTAATTGCTCTATGTA A C 0.55 0.68 0.64 0.61 0.68 0.64 0.70 0.73 0.54 0.68 0.71 0.001 0.014 0.007 0.001 0.0043 1
rs28156 7 82.26TTCTTGACATGGTTTAAGGCACTACATAAGGCATTTGAATTGCCATTGGCTCTGCT[A/G]TCTGTCCTAGGGGGTGCTAGTTTTTTGCACAGCCTAAAGGGACAGTTGATATGTAAA A G 0.67 0.38 0.40 0.33 0.48 0.73 0.96 0.46 0.46 0.45 0.40 0.054 0.209 0.002 0.064 0.0006 1
rs42002 7 82.87TGGGCAAATATGCCATTTTATTTGATTGCTGTCAGCCCTTCTAAGGATTTTCTCAT[A/G]GACTCTGTTGAACCAACTTTTTCCTTTATTTCATGCACGTGGTTTGTTTGCTGAAGTT A G 0.88 0.61 0.53 0.55 0.41 0.55 0.79 0.70 0.57 0.54 0.58 0.071 0.044 0.023 0.000 0.0011 1
rs917089 7 83.34CTTTACACTGCAATTGCATTTGTATCAGTA[A/C]AAACACATCTTAGCAATTTAGATTATGATATATCTTCTGGCTTGTTATAATTGCATGTGTATGCTTTTACAGCAAGACTGTTAGA A C 0.31 0.51 0.52 0.49 0.50 0.45 0.53 0.38 0.57 0.49 0.56 0.017 0.003 0.014 0.000 0.0000
rs473880 7 83.52CAACAAAAGGTTTTCTAATATGAAATAGTAGACTATATGTGAAAACTTCTTGAA[A/G]TTAGTCAAATACCTAATAGTTGGAAGCCAGTGTATTCACTAGGAATGTGTGATATTGGC A G 0.45 0.54 0.56 0.50 0.61 0.77 0.45 0.46 0.46 0.52 0.53 0.011 0.011 0.019 0.015 0.0005
rs612774 7 83.59 GCCACATCAGTTATTAATCATTCATTACATCCACAACTATTTATTGAGATCAAAT[A/C]AAGAAACTGATCTGTCATGTATGAAAAGGTATGAATAAGAATCTTTGGATTGGTAAAGA A C 0.74 0.52 0.52 0.60 0.55 0.59 0.81 0.70 0.32 0.60 0.51 0.035 0.075 0.036 0.012 0.0007
rs764077 7 84.38GCAAGTTTTTAGAACCACATTTTTTTTTTCTAACATCACTTGAGAATATCCTAGAAAACCCCTGTGTGAGAGAAGGGCCACGAGATAATGGT[A/G]AGAATTTGAACTTTGGAGTCA A G 0.81 0.47 0.48 0.44 0.54 0.65 0.22 0.57 0.57 0.47 0.53 0.079 0.025 0.019 0.026 0.0018 1
rs1024516 7 85.89AAAGTCCCACTTCCCCCAACACCCAAAATATATTTTTCACTACCTTCCTTGGTTCATA[A/C]AATTTTCCAAATTTTAAACTGAAGTATTTCATCCAAGAAGTACTAAAGAACATATAG A C 0.88 0.70 0.65 0.71 0.80 0.27 0.29 0.36 0.64 0.64 0.65 0.044 0.058 0.037 0.069 0.0001 1
rs1922242 7 86.79ACAACAGGCTAGTTAAAAACTTTTATATGTACAATTCTTACATACGCACAAAAATT[A/T]GTAAAGGAATATATCCTATCCTTATTCCTTATCAATGAATAAGTGATGACAATTTTGCT A T 0.58 0.58 0.60 0.61 0.43 0.68 0.61 0.74 0.57 0.61 0.56 0.000 0.000 0.016 0.004 0.0007 1
rs1202169 7 86.81TGACTAGCATTAAATGAAGGACTGGGCTTTGCCAGAATGAAGAAATCCTCTGAG[A/G]ATGTGCAGTAGAGCAAAACAAGATACTTTCTGAGGAAATTTCTGAGCAATTTGAAATT A G 0.76 0.58 0.52 0.50 0.75 0.41 0.49 0.41 0.50 0.51 0.58 0.037 0.000 0.004 0.004 0.0016
rs1637503 7 87.20 TGCCAGGAGGCAGCTTCCCAGAAACCCAGTGGGGGAAGTTCGGAGCGACAACCC[A/G]CCCAGTTTTCAGAAGTGAATAAGTTCTCCTAGGGTATCATTTGATAAATTAAATAAA A G 0.52 0.49 0.42 0.50 0.46 0.50 0.59 0.56 0.36 0.53 0.53 0.009 0.020 0.016 0.006 0.0056
rs1688886 7 87.22CCAGAAACATGGGGAAGGTAGGTTCCTGAATATTGGAAGACCACAGAAAATGC[A/G]AAGAAACCAGGCTCACATTTATTTTAGTGACCACCACTGCAAGTTTGGTTTGGGTGAG A G 0.70 0.51 0.58 0.49 0.54 0.50 0.46 0.42 0.64 0.47 0.46 0.006 0.008 0.017 0.005 0.0068 1 1
rs1637489 7 87.23ATTTCTGAGATTAGTCTCTAGCTTTTAATCTTATAATTACATTCCTGCCACTG[A/G]TAGATCCCCCTGCAGTGACCTGCAGACAGCTGCTCTGCCGGGCAGTTTCCCTTCACTAGT A G 0.76 0.51 0.58 0.49 0.54 0.50 0.46 0.41 0.64 0.47 0.46 0.015 0.008 0.017 0.005 0.0062
rs1468121 7 87.96AGACAAACCAGGGAGCCAGCATTTTGTAGAGCATATTAGCAAGAAGCAAAATCACT[A/G]CAGAACTTACCTAAGCTACAGTATTAGACTCAACTTTGAGTACTTGTTGATGTAAAG A G 0.31 0.71 0.70 0.70 0.73 0.32 0.65 0.67 0.68 0.67 0.68 0.056 0.001 0.000 0.061 0.0000 1
rs717474 7 88.40TATGATTTGTCATAAACAGCATGTTGATAATGATCTACACAGAATAATGAATGA[A/G]TAATGTGATGAATAAGAGGAACATATTTAGGATGTGTCATATGATATGTCATCTTTGAAA A G 0.38 0.48 0.51 0.54 0.48 0.05 0.11 0.43 0.39 0.54 0.49 0.008 0.075 0.001 0.135 0.0001
rs1023564 7 88.45TTTTCTTCTTCTCAAGCGTTCTGCTGTGACTTCCTGTAACAAAAGACAAATTAACA[A/C]GATAAGAAACAGAAGTTTGATAACATGTATACCTCTTGTGCACATGGGAGATAACCT A C 0.38 0.43 0.32 0.37 0.43 0.82 0.57 0.35 0.43 0.41 0.35 0.001 0.026 0.003 0.118 0.0001
rs194506 7 89.45CACTTTTTATTGTACTGGTGCTATGGAAAATGTGGTGAATGAACATAGTTGTATTTTA[A/G]TACTGAAAAAACAGGACAGGTGAAGACAAATTTTTAAAGAAAGGATTGTAAATGA A G 0.88 0.90 0.82 0.88 0.86 1.00 0.98 0.97 0.89 0.81 0.79 0.001 0.030 0.026 0.060 0.0001 1
rs194518 7 89.47TGATAGAAGTCCATGGTATTTACTCTTTTGTTATATTTTGATGCCTATTTTTCTTAA[A/G]ATATTATTTAAGTGCCAGGATTCATTGTTAGCTAATTTGTCTAGCTCTCATTTAATGAT A G 0.19 0.64 0.54 0.51 0.54 0.23 0.53 0.29 0.57 0.49 0.48 0.075 0.001 0.030 0.065 0.0017
rs42611 7 89.56CCCGTACACAGCCGTCTGCCACCTCCCTAAAAAAGTTGGGCTGAAGAGAGAAATCATA[A/C]GAATCAAATCTAAACAGGACATTCAAGTCATTTCACATCGTCGAAAATTGTGCA A C 0.15 0.66 0.60 0.55 0.61 0.27 0.40 0.41 0.57 0.55 0.53 0.114 0.020 0.011 0.060 0.0005
rs714498 7 89.78 TAGATAAGACAACCAAGAAAGCTTAAGTTACATA[A/T]CATGTGAAAATCCCTCCTGACACAAGATTGCCCTTCAAGCAACATATCCCTTCCAAATATTTTTTCCTAATAAAAGGAA A T 0.26 0.66 0.59 0.57 0.61 0.86 0.54 0.59 0.43 0.55 0.50 0.067 0.007 0.000 0.032 0.0025
rs929168 7 89.95CCTAAAACTCAATGTGTAAAAAATTGA[A/G]TTTATAATAGTTTCCTCTTTTCCTCAAGCTTGTATTCTTCCTGTGTTCACTGGTTTACTTTATGAACCAGCCTTTTACCTAGTTATAC A G 0.79 0.54 0.49 0.59 0.64 0.82 0.76 0.69 0.50 0.52 0.47 0.042 0.030 0.018 0.058 0.0002
rs758706 7 90.11CCTCACTCATTCATCCCAAGCCCACAGTGCCCTCCTGTTTCCTACCTTATGCC[A/G]CTCACTAATATCTGCTCTAATTTCCAAGGCACTTAATGTTTAATAATTATTATTGCCTTTC A G 0.38 0.42 0.37 0.43 0.50 0.68 0.60 0.45 0.50 0.39 0.33 0.001 0.035 0.002 0.052 0.0000
rs9008 7 91.11ATAGAGACTTTACTAAAGGACTGTATTTTTGACTTCACCTATAATGCAACTAATCAT[C/G]TACTTAGTTGCTATGTTAATCTATTTGCTTCTTCAGCAAATTATCACTGACTCAGTGG C G 0.76 0.46 0.48 0.46 0.48 0.55 0.33 0.65 0.46 0.60 0.52 0.037 0.010 0.005 0.002 0.0000 1

rs722263 7 92.50TTGCAGACAGGTCTTCAATTAGCTGCTGTTATCTGTACAAATGGGAGAAGGTATTGCTTTTGATGATATTTTGTTCTTTAAGCTG[A/G]ACAATATTTCAAGAATAACTATGGAATCT A G 0.19 0.62 0.60 0.65 0.63 0.27 0.29 0.65 0.79 0.67 0.68 0.083 0.046 0.009 0.051 0.0054 1 1
rs1326152 7 94.05TTTTGGTAGATTGCATTATTGGCCCAATTATTCAACTACCTCTGTATGACAATCTGTTTT[A/G]GTCTAGTTTGGATGAGATAACAAAATACCATAGACTGGGCAGCTTAAACAATAG A G 0.24 0.57 0.52 0.46 0.38 0.27 0.25 0.30 0.46 0.54 0.48 0.046 0.053 0.034 0.037 0.0006 1
rs854731 7 94.25CAGTATGACGGCCAAAAAAAAGCTATTGGAAGGAGAGGAAGAGAGGACACACCT[A/G]GGTTACATTTGGCCTCTTTTAAGTCTGTGAGACATGTTTAAAAATCTTTAAAGAAAGC A G 0.55 0.45 0.47 0.49 0.48 0.77 0.63 0.74 0.32 0.43 0.48 0.006 0.029 0.074 0.069 0.0001
rs961262 7 94.34 TTTAATATTGCCACATAAATACACAATCCTATAGAGCATTT[C/G]AGGAATGGATAATCTGGGACCCATATTTCTATCTAGAAGATATTATTATGTTTTTTAGATAGTTAAGCTTTTAG C G 0.38 0.53 0.48 0.55 0.54 0.91 0.84 0.74 0.50 0.54 0.49 0.002 0.084 0.080 0.137 0.0001
rs1859121 7 94.59ACCTTGAGGCAATGTGGCCACCATTGTGCTGCTGGGTCTAGGTTCTTTGAAAA[A/G]TAACCTACAGCATGTTTGACTGGCCCAAAGGTTTCAGTTAGAACTCCTAGTGCTATACC A G 0.45 0.50 0.53 0.52 0.52 0.32 0.10 0.27 0.43 0.48 0.49 0.002 0.102 0.029 0.017 0.0001 1
rs1053275 7 94.61 GGAAAAATCTTCTTGATGGATCTGAATGAACAAAACCCAAGGGCACAAGC[A/G]CTAGAAATCAGTGGTGGATTTGACAAAGAATTATTTAATCCACATGGGAT A G 0.55 0.50 0.48 0.48 0.48 0.68 0.91 0.73 0.57 0.52 0.51 0.002 0.111 0.029 0.017 0.0001
rs1917486 7 95.85GTCACAGCAGCCCATTCTATGTCTTGGTTGGCAGGATGCAAATATCAGGTGCCA[A/G]ACATTTTTTACAGATGAATTTACCATTTCCTTGGAGCAGAATTAGGATAACAGTCACC A G 0.40 0.70 0.71 0.80 0.70 0.73 0.78 0.69 0.64 0.65 0.69 0.039 0.002 0.000 0.001 0.0001 1
rs1229560 7 97.04TGTGTGGAAGCAATGAAGAGCACAGATACATTTTGCTTCTCTTTGGTTTTCCT[C/G]CAAGGAAGCTGGTCAGACTCAGGGGATGGTCATCAGCATCCATAGCAAAAATGTGTTAA C G 0.60 0.52 0.55 0.45 0.66 0.68 0.65 0.65 0.39 0.68 0.65 0.005 0.021 0.019 0.022 0.0063 1 1 1
rs1047035 7 98.06CTGGCCCAGCGACCTGGGCTGTGGCTGAGACAATAATGAGGCCAGAAGTAGCC[A/G]GAGCCTGTCAGGAAGGGCAGGGGAGGACTGTGGGGTCTGGGCTCTGTCGCTGTAA A G 0.10 0.19 0.22 0.23 0.23 0.27 0.13 0.25 0.36 0.24 0.29 0.008 0.001 0.000 0.009 0.0057 1 1
rs219798 7 98.26TGTCCCCTAGGACACTAGCCCTAAGGCGCTGGTCTTGTGACTCCTCCATGGTGAC[A/G]CCATGCCTGCCTGCTCTCGTCCCTTTCAGAACGGTGTATGAAGACTCCGGGCCTG A G 0.24 0.66 0.61 0.60 0.70 0.45 0.86 0.49 0.54 0.61 0.56 0.073 0.037 0.011 0.013 0.0036
rs1865472 7 99.12ATTTCCTGGATCAAGGCTTCCTTA[A/T]CTATAAAATGAAGACAACTGGACCAAATGTCTCTTAAATACCATCCCAGCTCTTGAGTTCTATGAATTTCAGTCACTGTAACTTCTGCAA A T 0.90 0.52 0.52 0.48 0.46 0.77 0.73 0.57 0.57 0.63 0.62 0.114 0.031 0.002 0.048 0.0042 1 1
rs1617640 7 99.93TCTAAGGTGTGAGAGACCAGCTAGTCTTGGTCTCCTGCTCTGGGAATCTCACTC[A/C]TCTGGCTCAGGGTTTCCAGAAGCCATAAAACCTTAGCTGTAAATCCCAGCCCCCATC A C 0.64 0.55 0.62 0.57 0.55 0.82 0.82 0.65 0.57 0.65 0.67 0.000 0.023 0.000 0.021 0.0016 1
rs11178 7 100.34GAACAGAAATAGTTTCTACCAGGCACACAAAAGCTCCTGTAAGCCCCGTAGTTCC[A/G]TCCTGCAAAGGGCCTCAGTGGGAACCAGGTCTGCAGACCCGAGTGGGCAGAGAG A G 0.58 0.63 0.57 0.59 0.57 0.36 0.83 0.51 0.61 0.55 0.62 0.002 0.017 0.012 0.042 0.0001
rs201492 7 101.31AATATGACAAGAGCATGGGAAGTGAAAGAGTCTTACTATTCCTTGGCTCATTTCC[A/G]CTCCTCAGATGGAGTTCATTTGTATTTTTCTAAAATGTTTCTGCATGTACAGAAATACG A G 0.67 0.61 0.61 0.54 0.59 0.05 0.17 0.54 0.46 0.64 0.67 0.002 0.116 0.001 0.193 0.0022 1
rs727708 7 102.89AGGGGTACACTGTATCAGCTC[A/G]TCATCTGCAGTTACTAGAATAGCTGTTCCTGCCATGGCAGGGCCTCTGTCATGTGGTTGTGGATGGGTGTTCCACATTTAAGAACGAAAG A G 0.60 0.55 0.48 0.51 0.54 0.55 0.72 0.34 0.71 0.41 0.39 0.002 0.017 0.027 0.000 0.0037 1
rs39400 7 103.05CCTTCAATATTGCTTTTTCATTCAAATTCTATCATTCCAAGCATCAATCTGAAT[A/G]AGTATATTTCTACCATATGGCTTCTTTTAGGCTTTATGTAGAAAATATTATCTTTCATGTGA A G 0.43 0.34 0.39 0.44 0.34 0.00 0.15 0.14 0.18 0.43 0.44 0.002 0.036 0.055 0.164 0.0020

rs1010340 7 104.39CACATTCCTGAACACATTCAGTTGTGTAACCCAAAGTTTATATTGTTTGAATATAGATGGGC[A/G]GTCATACTTGCAGTCATTCCAGATGTCAGTGGCTCTTGTCCTCACTTGTCA A G 0.52 0.48 0.43 0.49 0.43 0.75 0.48 0.42 0.35 0.54 0.56 0.000 0.000 0.005 0.034 0.0059 1 1
rs234 7 105.12ATTATACTGATGCACCCATCACTCACAGTTACTAGACATGTGGCAGAGACTGAAT[A/G]AAGGGTTGACCCAGGGACACTCCTTGAATATGTCCCCTTTTTTTGATCAGCATATCCT A G 0.40 0.50 0.49 0.50 0.57 0.32 0.21 0.60 0.54 0.48 0.47 0.001 0.042 0.004 0.017 0.0003 1

rs41261 7 105.17CGGCAGAAAGGGCATATCCAAGGACAGTCTGGCTTTCACCATACATGGGACAGGC[A/G]GTTCCCAATAAAAATTGCTTGAGAGTCACTGGCTATATCCACTTCTTCAAAAATATC A G 0.64 0.44 0.43 0.45 0.32 0.64 0.45 0.31 0.39 0.51 0.47 0.019 0.000 0.005 0.018 0.0001
rs176481 7 105.29TATGAAAATTGGATAGGAGTATTGAAAATTATAAAAATTGAAGTAGACACCATGAAC[A/G]TACAAAAATATAATCCCAAACTGCTTAACGACTAAAAAGTGAAAAACCATATTCAGA A G 0.19 0.31 0.33 0.36 0.50 0.27 0.28 0.59 0.29 0.43 0.32 0.012 0.000 0.053 0.000 0.0007
rs887882 7 105.40AGGAAAAGGGCACAGATCTGAAGGACTGAGGGCCACACTGGACACTCTTTCCA[A/G]TTATGCCACAGCCCGCCTGCTGGAAGTGGAGCCAAACCAGCATTCAGACTCTGTAGT A G 0.69 0.50 0.62 0.56 0.68 0.23 0.60 0.58 0.54 0.61 0.55 0.012 0.001 0.001 0.056 0.0008
rs1024761 7 105.65 GATAGCTGTAACATTCTGAGATCTTAAGATACCCACAGAAGCTGAGTTGGTGT[A/G]AGCTGGAAATGGAGTGCCTGGGGACTGAAAGGCCACAAAGCTCTGTCTAGGAAAGGC A G 0.05 0.41 0.40 0.50 0.39 0.05 0.49 0.26 0.43 0.46 0.51 0.112 0.003 0.013 0.118 0.0053 1 1
rs342296 7 105.93 TGCAGGACAAGATTGGGTGAAGCTCAATTTGCCAGAGCTCTGCTTTGCCCAGC[A/G]AAGTTTCTTTCAGAGCACTTCCTCCCAAAGACCGCGTTAACCTTTCTCCCTATTGTCA A G 0.17 0.46 0.45 0.55 0.48 0.23 0.41 0.35 0.43 0.48 0.38 0.055 0.000 0.017 0.031 0.0005
rs1476878 7 106.26TGCCTCATTTAAATAAAGTAACAATTTTCAATACTTCTACCTACAGGTTCCTAA[A/G]TTGTTCAAAAATTACCTGCTAAACCTTAAATTTAAGACCATAAACTTGGAGACTGTGTACA A G 0.17 0.45 0.49 0.63 0.39 0.36 0.35 0.28 0.39 0.40 0.53 0.055 0.004 0.026 0.004 0.0002 1
rs257376 7 106.36AATTATGAAAAGGAACATCGCTACCTATGAAGAACAGTTAGTTGCCCTGTTTGGAAC[A/G]AACATGGATATTGTTGAACCCACTGCATGAAGCAAAAGTATGGAGCAAGACCTGT A G 0.48 0.52 0.56 0.60 0.46 0.59 0.60 0.34 0.36 0.61 0.58 0.004 0.002 0.011 0.001 0.0000
rs1858929 7 106.89GAGAAGTGTGGTCCCAAGTCACATCCCAACTAGCAGGTGATGTCATGCTGAGTC[A/G]CCCAACTGTTGGATCAGGGTTTCCAACATCCTGTCTGTCTACAGATGGGGTTCATTC A G 0.52 0.43 0.55 0.55 0.57 0.64 0.64 0.49 0.54 0.51 0.54 0.000 0.010 0.001 0.010 0.0006 1
rs2028030 7 106.92CAGGTGAGCTGTCACAGTAAGTCTTTGGAATAGGCCTGCAAGCTCAGGAAACTCT[A/G]AATGTCTTATGTACTTAATGACTGCCATTCTCAAATTATGTTAACCTTACTCAGCATC A G 0.45 0.40 0.49 0.52 0.48 0.64 0.56 0.44 0.46 0.47 0.48 0.001 0.004 0.003 0.013 0.0007
rs441534 7 107.39TTCTAGTATCCTTATGACATTGTCCTTCCTTATCTTATTTCCTAGGCCCTAGGCTT[A/G]TGTCACCAACGTGAGAAGCTCACATTGTTGAATGGGCAACTTTGTAGCAGGGACTAA A G 0.65 0.78 0.76 0.74 0.86 0.77 0.94 0.81 0.69 0.74 0.78 0.007 0.028 0.003 0.000 0.0000 1
rs916691 7 108.45TGTCCACAGAGTTTCATGTAGATTATGGACTATGGTGATAATCGGAAGAAAGAT[A/T]GTATTCTCTCTCTAGAAATATGCATATATAAGCAGACATTAAAAATCAATTATACAATTT A T 0.79 0.63 0.61 0.59 0.57 1.00 0.99 0.70 0.71 0.55 0.59 0.015 0.127 0.001 0.152 0.0001 1
rs1013920 7 109.43GCAGAGAATTGAAAGACTTCAAGTTTGGAATAGTTAACAGAAAGCCAGACAGAGA[A/C]AATAAATAGAAGGAAAAACACACAGAAGGGAAGTAGGGGAGGATGGTGTAAACAGG A C 0.74 0.53 0.56 0.54 0.54 0.73 0.54 0.73 0.36 0.64 0.52 0.016 0.001 0.009 0.011 0.0009 1
rs719530 7 109.45CTGAACTTTAATAAAGTTTTGTCA[A/G]ACAGTGCCTTTAGTAATTACAGCAAAACCTGGTGTTCACTTGCTATCTCAGAATCCTTTAAAGGCATCTATACCTAAGGCCTGATACGGA A G 0.47 0.53 0.47 0.46 0.39 0.40 0.25 0.51 0.57 0.37 0.43 0.002 0.013 0.005 0.000 0.0001
rs214459 7 110.41TCTTTATTCATCAGCTTAAAGTTTTCAAGCTGGGTTTATTTCACGTGTAAACTTACA[A/G]TTGCAAAAACTAACAAAATTCCTCAAAACTACTCTTGCTATTTCTAGGTAGAAGTCTT A G 0.52 0.51 0.48 0.50 0.52 0.70 0.54 0.79 0.36 0.61 0.53 0.000 0.001 0.041 0.019 0.0018 1
rs214468 7 110.42AAGGCCAAAGAGCCAAGAATAACAATGATAACTATGAAAAGATAGTACAAGGTAGAA[A/G]AACGTCTCCTGCCAGATACTGAAACTATCATTATTAGAATAGCATAGCATTAGGC A G 0.60 0.51 0.48 0.50 0.50 0.68 0.54 0.80 0.32 0.60 0.53 0.004 0.001 0.041 0.015 0.0018
rs37742 7 110.47CTCTGAATCTCACAATATTGCACGTGCACCTCCCTGCATCCTCAAGGTAGAAGTTT[A/G]TATGCTTTGTTCATGATGACCCCATACCCATGGCAGGATAACTGTTGTTCTATATCC A G 0.67 0.51 0.48 0.49 0.52 0.65 0.55 0.80 0.36 0.61 0.54 0.013 0.001 0.041 0.010 0.0018

rs1476517 7 111.06CAGACCCTGTTCCTGACCTCTCGCTATCACGCCCTAAACTATGTCTCTGCTACCC[A/G]CTACACTTCCTCCTTCCCCAACAACCTCTCTGCATCAAATCTACCCTTTTGTCATTGC A G 0.33 0.33 0.34 0.22 0.30 0.45 0.30 0.11 0.36 0.30 0.29 0.000 0.000 0.026 0.013 0.0039 1
rs7817 7 111.68TGTACATTAAATTATAAGCAATATAACCACTGGCTACAAAAGTTATCTAAGTTAATCCA[A/G]GATAAAAACTGTGTCTAGAGTTTAAATACATTGAAATAGAAAAAAAAATAGAAATT A G 0.45 0.53 0.50 0.46 0.54 0.09 0.21 0.48 0.31 0.51 0.53 0.002 0.045 0.006 0.119 0.0004 1
rs43077 7 111.80TTCATTTGAAAGCAGAGGATCCCAGAGCTGGACTGTCTTGGGGAAAAGAACTCCT[C/G]GCATTAAAAAAGAGGAGAACAACCTATCTGAGGGAAACAAAGAACATTGGAATACA C G 0.55 0.47 0.50 0.54 0.43 0.82 0.53 0.55 0.57 0.60 0.48 0.006 0.001 0.011 0.076 0.0001

rs2040587 7 114.23TATATATGCAACATGTCAACAACATTCCCTTAGTTTAAAAATTATGTTGATGTC[A/G]TTTTCCAGTTTGCATTTTGTATCTTCTGGTTGCTTCCAACTCAGCTAGAAGTACAGATTTT A G 0.60 0.70 0.66 0.60 0.61 0.59 0.44 0.58 0.71 0.61 0.60 0.005 0.030 0.011 0.010 0.0009 1
rs2056865 7 115.78GGTATTGTTTTAGTACTAGTTTTGGTAGCAAGTGAAGAGCACATAAAATTTTCTT[A/G]GTTGTTCCAAAATGTCCACCACTTTGTAATAAGAACAAAGTCTGCACAGATCTAAAAG A G 0.29 0.65 0.69 0.73 0.75 0.50 0.22 0.55 0.61 0.67 0.61 0.076 0.126 0.018 0.018 0.0052 1 1
rs41736 7 115.99GTTGTAGGAGTCTTCTCCCTTGCAACAAGTAAACAGTTATATCAAAGGTGTTTAC[A/G]TCAGGATAAGGTGGGGCTCCTCTTGTCATCAGCTCCCAGAGGAGCACGCCAAAGGA A G 0.10 0.45 0.45 0.41 0.39 0.50 0.59 0.46 0.57 0.43 0.48 0.092 0.008 0.000 0.000 0.0000
rs885993 7 116.68TTTCCAAAAAGAAGCACTACATTAACTATACACAGTTTTTAGAAATTAACAATATTAC[A/G]TACTTATTCATGCAATCACCTACCACTTTCTTCTTCAGCATCGTAATTAAAGTTTTAG A G 0.24 0.55 0.61 0.55 0.61 0.50 0.51 0.52 0.54 0.70 0.56 0.081 0.005 0.015 0.008 0.0050 1
rs1896887 7 116.75TAGGGCAGGGAATATGTTACTATGAAGTTTATTGACAGTATACTCCAAATAGTGTTT[C/G]TGATTCAAAAGCAATATCTTTGATAGTTGGCATTTGCAATTCCTTTATATAATCTTTT C G 0.21 0.19 0.19 0.20 0.21 0.50 0.47 0.42 0.29 0.18 0.22 0.002 0.036 0.041 0.051 0.0057 1
rs38831 7 117.27 GACATCACTATGTTTAGCATATGATTTTTTAGAGAACAGCAACATGGAAACCCTA[A/G]AGAGATTTGACATTTAATCATTTGAAACTCCACATAAGAGTTCTGGAAAAACATCAGT A G 0.29 0.35 0.32 0.36 0.43 0.68 0.67 0.34 0.46 0.43 0.49 0.002 0.058 0.001 0.056 0.0192 1 1 1

rs1510504 7 117.84ATTTGTCATTTTTGTTGGAATTTGGTAGGACACTGCACAGTTACTAGTGTTC[A/C]AAATTCAGAGACTCTGAGTTTGTTGAGATTAAGAAGAGCAGGATGGGGTTAGAGTCCAGTG A C 0.40 0.51 0.57 0.48 0.61 0.23 0.31 0.47 0.43 0.47 0.51 0.009 0.023 0.000 0.048 0.0018 1
rs846427 7 119.05 ATCGAATTTAATTCTGTTGTGGATCAGTGACTTGGAAACTTTCCCTAATCCAGC[A/G]GCTAGAAGAAGTATAAGCTTTGTTAAACCTTTTACTGAGCCACAAGTTATTCTCAGTGT A G 0.05 0.42 0.44 0.46 0.38 0.41 0.69 0.70 0.46 0.41 0.42 0.130 0.048 0.012 0.001 0.0005 1
rs868053 7 120.33AACTGCTCCATGCTCAGGCCACCTTACTTGGGAAAGTACCATAAAGTATAAGAAGGA[A/C]ATACTATCCTCTGCTCCATCCTGTCATAGAATCTAGAATATTACTTCATATCATTG A C 0.29 0.33 0.41 0.46 0.32 0.14 0.05 0.39 0.29 0.38 0.35 0.002 0.059 0.006 0.026 0.0019 1
rs12217 7 121.27ATTGCATATAAAAATTAACTCAAAGTTGACCTAAGATCTAAATGTAAGAGCTAATATT[A/G]TAAGTATCTTCAAAGAAAACATGGCGTAAATCTTTCTGACTTTGAATTAGGCAATGA A G 0.93 0.51 0.53 0.51 0.57 0.77 0.50 0.61 0.39 0.47 0.46 0.118 0.001 0.011 0.056 0.0057 1 1

rs1320393 7 122.33GCCAAGGTGTTTACCTCCAGAGATTTTAGATTGACAGACGGAAATTATCAGCC[A/G]CTCCCCTGGCAAACTAGCATACATTCTGATTAGTATGTTGGGTATTAACACAGTTAACTC A G 0.62 0.55 0.62 0.61 0.46 0.70 0.22 0.51 0.64 0.53 0.56 0.001 0.049 0.000 0.010 0.0002 1
rs1880180 7 122.39 CTCCACAGGTGGGGCAATTCCCAGCACTCCATTATGCACAGTCCCTCCTCTTA[A/G]TGGGCAAGAACCCTGCTGATGCTCTCCTCTAACAAGTACTAATCGAGGTTACACCAGT A G 0.60 0.59 0.67 0.55 0.52 0.68 0.23 0.63 0.50 0.57 0.67 0.006 0.118 0.007 0.001 0.0000
rs1121030 7 123.26TGAATTGTATTGACCACAGAACTCTTTCACTCCAAAACTGCAGATTTTTAATACTAT[A/C]CTCTCTGGCTACAAACTCTAACTTTCCACCAATATGTCCATATGGACAGCCAATAGA A C 0.93 0.70 0.78 0.81 0.71 0.68 0.91 0.82 0.69 0.73 0.69 0.034 0.024 0.002 0.003 0.0067 1 1 1
rs1860487 7 123.27TAGCTTTGTACAAAGACAGAGAAATTCATTCCGATGTTTCTAGGCAGGATTTTGACA[A/G]TAGTACTTTCAATATTCATCTCACTTTTCTTATTAATGCCTCAACGGCTCACACCTT A G 0.48 0.52 0.50 0.57 0.52 0.77 0.46 0.57 0.57 0.56 0.57 0.003 0.001 0.010 0.038 0.0016
rs648619 7 124.36 GGTGCAAAATGTTTGTCCTTAGAGATAAAGAAAAGAAAGGAAGGGAAGAAGGAA[A/G]GAAATACTCGGCAGGAGAAAAAATAGCTCTTACTTCTGTTAGCTTTACTACTTTTCTT A G 0.71 0.51 0.48 0.52 0.43 0.50 0.53 0.63 0.32 0.60 0.56 0.027 0.000 0.010 0.000 0.0018 1
rs1833083 7 124.77GTCTCCAACTGGAGGATAGGCCAAGAGATCCTAGATCTTTTGTCAATCTCCACCCA[A/G]ATTAATTTTGGGGGCAATCATTCTCAGCCATTCAAGCTCAGGTTTCTCCTTGATAT A G 0.83 0.61 0.65 0.66 0.71 0.82 0.88 0.65 0.46 0.65 0.60 0.022 0.053 0.003 0.026 0.0021
rs996867 7 124.80CACCAAATCCTACTTCTAACAACATGCACTGCCTACTTTTCCATGTTGAAAATC[A/G]TATTTTCAAGTAAAGCTTCAAAACTAAGCAGCAATAAGTAATCCCAGAAGAAGATTATAG A G 0.86 0.57 0.59 0.60 0.70 0.77 0.66 0.58 0.46 0.60 0.59 0.046 0.008 0.002 0.028 0.0000
rs1419607 7 124.95ATATGAATTTTACTAGCT[A/G]CTAACAACTTATACTATAGCAAGGGTAGTATTTGAGAGGTCTCACTTGTCCAAATTCTTGCCAACACTTGATATTGCAAGACTATAGTTTAGTACA A G 0.62 0.43 0.44 0.52 0.50 0.60 0.59 0.58 0.32 0.47 0.48 0.026 0.023 0.024 0.020 0.0009
rs719319 7 125.27AGCTACAAAGGAAATTTAATGGCTTTTGAGTTACAGACTTTCAGGTATAAATC[A/G]TACAATGACACCACAGAATTTATGTAGTAATAATATATCTGACATGCCTGAATAGAGAAA A G 0.79 0.62 0.66 0.62 0.66 0.55 0.35 0.57 0.71 0.58 0.56 0.007 0.054 0.001 0.007 0.0081
rs1419511 7 125.31TGTCAGTGTATGTGTGTGGTACATGCACTTGAATTTGTGTGTTTGGCTAAGGTGTA[C/G]TGGAAATGGCACATGGCAAGTTGGAGCTAATCAAACAATGGTGAGATACAACACCT C G 0.52 0.15 0.16 0.17 0.30 0.23 0.06 0.16 0.21 0.17 0.18 0.099 0.000 0.007 0.019 0.0006
rs766240 7 125.69 TGAGCTGATCTTTACACATTCGTTCTCAGTATAAGAATTTAACCAGATAGTTGCT[A/G]TCTTTACAAACAAAACTTTTGATACCCCTAATGATGAGGACCAGATGAAAAATAATAAT A G 0.25 0.39 0.42 0.40 0.46 0.50 0.23 0.42 0.25 0.41 0.28 0.027 0.035 0.001 0.000 0.0129 1 1
rs1419438 7 126.18TTTATGGACCTACTGGTCCTACCTAAATGCCAAAGCCAACTTGACTATTTGAGTG[A/G]ATTCACTGGTCAAATTGGACAGAAATGCAAAATGAACAGTTAATAAGAATATTCAGGT A G 0.69 0.64 0.65 0.66 0.73 0.77 0.92 0.63 0.75 0.63 0.66 0.001 0.045 0.003 0.006 0.0000 1
rs1419437 7 126.21AAGCTAGTAAAATTCATTCCTACAGAACAGATCCCAACCTAATTAAGTGTAACAC[A/G]AAAAGTGAGTTTCTACTTAAATTCTGAGGCAAAGATTATAAATACACAGAAGCCCAAA A G 0.83 0.60 0.58 0.65 0.64 0.68 0.64 0.64 0.61 0.61 0.59 0.040 0.001 0.000 0.005 0.0000
rs322812 7 127.30GGATTATTGAGTTGTGTGCAGTGTAGACTAACAGGAGATGGAGAGCAATCCG[A/G]TGACTGTATCACCGTTCCTGAGACAAGGGCGGGAAGTATGGGGGCAGGGGGAGAGTA A G 0.43 0.52 0.53 0.48 0.45 0.73 0.40 0.56 0.64 0.54 0.49 0.003 0.006 0.006 0.031 0.0013 1
rs691183 7 128.66GGGTGAACATTGCCAAGGGATGAGCTTGCCAAAAGAGAGACGGAAACAAAGAGA[A/T]CAGTGGAGCATTTCTTCAGATAGGCTCATAAGTGGGAACTCTGGAGGTTTCCCTGG A T 0.50 0.66 0.63 0.71 0.68 0.91 0.77 0.71 0.61 0.60 0.70 0.007 0.014 0.002 0.060 0.0025 1
rs1464890 7 129.22TTTTTCATTCCTATCTAGTTCCTCTTTGGAATCCATGCAGCTCTCCCTGATA[A/G]CATGTTCGCAATGTATGAGGAAGGTGGGGCTCTGGGGCTTCCAGCAGATTGAATCGTCCA A G 0.93 0.43 0.47 0.41 0.43 0.32 0.52 0.56 0.32 0.48 0.44 0.118 0.001 0.002 0.028 0.0012 1
rs2030974 7 129.46CAAATTTCTTTCTCTGCTTTCGAGTTTTTTTCTTAAACAAAGATTAGACCATATC[A/G]CGTATACTGTTCTTTAAACAAAGGTGATCTTTTCTTGTTCATAAACATAGATCTACATTAA A G 0.57 0.73 0.71 0.65 0.71 0.91 0.98 0.75 0.86 0.64 0.70 0.006 0.075 0.003 0.033 0.0000
rs729332 7 129.47ACCATGACCCCACATATATTCAAGATGAATGACAGCTTCAAGTTTATTTTTAGA[A/G]AGAGCTAACTACGGTAGCGTTTTCAAAGACATTTTCAAAGAAACTGATACTAATACTAGT A G 0.50 0.44 0.37 0.32 0.39 0.09 0.28 0.29 0.50 0.36 0.35 0.019 0.003 0.000 0.044 0.0002
rs1809627 7 129.52CAATTCAGCCTAGCTTTACCATTAACCTCGGCTTTGGGCTTATAAGCCCTTCATGG[A/G]CAGAGCCAAGGTTTTATTCATTTAGAATCCTCAGCACCTAAGGTGCATCATAAAGA A G 0.21 0.27 0.30 0.38 0.36 0.23 0.08 0.45 0.36 0.35 0.34 0.000 0.010 0.051 0.001 0.0018
rs1990790 7 129.59GGAATGAGAATTACAAACTTTTAATTATATTGTAGGGGGAAAAAAGTAGGCTGTTTTCCTGATAGGTCTAGCCATTCATTCA[A/G]TAAACCATATTGATATGATTTGTGCCTGATCT A G 0.79 0.47 0.50 0.46 0.48 0.59 0.32 0.50 0.46 0.48 0.47 0.051 0.014 0.001 0.007 0.0004
rs15956 7 130.60 CCCTGACCCCACATTGCCACAGAAGAGGGGGTAAGAGTAGAACCAAACAAGTTAGC[A/G]GTTTTCTCCACACATTGAGTCTCATCTGAAATACTACTGAGGTGCAAAATGTGTG A G 0.43 0.49 0.58 0.63 0.45 0.50 0.60 0.61 0.39 0.67 0.58 0.002 0.010 0.008 0.000 0.0001 1
rs541186 7 131.81CTAGGTGACCTTGGTTAGCCTCTCTGGCCACTGTTGACTCCTCTGTAAGAAT[C/G]ATGGCCACTCGATCTACTTGGAAGGCTTATTGTAAGAAACAAATGAGATTATTCTGTGTC C G 0.64 0.52 0.50 0.39 0.46 0.55 0.26 0.57 0.46 0.52 0.49 0.017 0.017 0.005 0.005 0.0000 1
rs1468974 7 132.00 GTTACTCAGGAATGCACAATCCAGGAGCAATCAGCAAGTATTCTTATTAGAAGCTC[A/G]AAAAGTAGGAGGCTACTAGAAGGGCTTCAGTCATCCATGTCTTAATCAACAGTGA A G 0.19 0.23 0.25 0.29 0.36 0.23 0.20 0.24 0.14 0.28 0.31 0.008 0.008 0.010 0.006 0.0005
rs889826 7 133.01TACCAAAAGGTACACCTATTTTCCTCTTCCTCTTGG[A/G]AACAGATACAAATAGTTACACAGTTGGCTCTGTCTGTGGCTCATTGAGCTGTGAATTAATGAGTACATTATGGTTCT A G 0.33 0.52 0.66 0.61 0.71 0.45 0.83 0.34 0.68 0.63 0.46 0.042 0.019 0.033 0.017 0.0150 1 1 1
rs1646656 7 133.45GCAGTAAAAGGACATCAGGTTCTTAGATTTAATATATACCCCGAGGTATGCTTC[A/G]GATATCTTTCTGATGGATTTACAAGAAGTCCACCTCACCCCATCAATAAAGTCAGGACA A G 0.45 0.54 0.56 0.49 0.61 0.18 0.08 0.33 0.68 0.52 0.51 0.004 0.133 0.024 0.076 0.0037
rs1962522 7 134.20GATGCCTTTCATCCTCACCACCACCCGCCAAGAAAATAAAAAGACATTCTGGT[A/C]ACTTCTGCTTCCTAGACATGGGGTTTTCAGTTGAAAACCATCTTTTACTTCATCACTCTT A C 0.43 0.48 0.56 0.46 0.68 0.18 0.45 0.71 0.43 0.53 0.49 0.012 0.009 0.005 0.090 0.0038 1
rs2059367 7 134.46ACAAATTTAGAAAGCAAAACCAAAAGGAAA[C/G]ACAGAAGAGATTACAATTTTAAACTCCTTCCAAATAAGACCTTTTAAACCAATCCTCCCCCAACAACAAAGAACTTATTGGCA C G 0.74 0.73 0.72 0.70 0.71 0.50 0.58 0.75 0.61 0.75 0.71 0.000 0.004 0.011 0.018 0.0000
rs1559534 7 134.46AAAAAAAAAAAAAAAAGAAGTATTTTCAAAGGCAGCTCTTCCTGCTGGAAAACTGCCT[A/G]TGACTGTCTGAACTAAATTAACAATTACTGAACAAGCACAAAAAATAGAGTACTG A G 0.31 0.14 0.12 0.07 0.13 0.14 0.01 0.06 0.18 0.15 0.16 0.027 0.041 0.003 0.001 0.0029
rs1863005 7 134.47TACTACATAGTTCTCCCCCTCCTCCCACACCAAACCTGAAAATCTCACAACAGGTTG[A/G]AACTATCTTTAGTATTTCTGCATAACACTGTACTAGTCCAACTGTTTACTAGGAAG A G 0.55 0.48 0.51 0.56 0.54 0.73 0.43 0.35 0.57 0.47 0.46 0.000 0.015 0.044 0.013 0.0037
rs959520 7 135.69 TAACCACAAACCCCCTTAATTTCCAACGGTGACTACCGACTACCTATTTCTAAATAATGCCATTGGATATAAAGGGTAGGGC[A/G]AATAAAGGTAAATGTTTCAGAATGACTCGT A G 0.40 0.45 0.47 0.46 0.45 0.88 0.63 0.29 0.57 0.43 0.38 0.000 0.020 0.010 0.112 0.0034 1
rs1424387 7 136.01TATACTCACTCTAAATTACAAATACAGAAGTGTAGTGAGTTAAAGTCCCTCTCACAACATGTGTGAAACTGTCAGAATTCAAA[C/G]CTAAGCTCCTTGATTCTAAACCCGTGCTCT C G 0.93 0.71 0.68 0.66 0.71 0.95 1.00 0.89 0.68 0.71 0.64 0.059 0.146 0.043 0.086 0.0028
rs748260 7 136.90GAGTTGGAAATGGGATCGGCTTTCCTGAATCTCATTAGCT[A/G]CTAGAAAGAGAAAAAAAAGATCAAGGTTTCAAAAGGAAGGAGCAAGGGGAAATGGATTTCATAAAACAACT A G 0.33 0.56 0.49 0.44 0.66 0.73 0.69 0.53 0.71 0.45 0.46 0.011 0.032 0.001 0.040 0.0001 1
rs273954 7 137.02AAAAAAAAAAGTGAATACAAAAAACAAAATGAAGATGGGTGATAGATAGAATCAGTT[A/C]TTCCAATCTAGTGAGGCCATTCTCAAAGTGTGCACATTCGTAAAACAAGTCAAGAC A C 0.36 0.33 0.43 0.28 0.36 0.00 0.10 0.28 0.43 0.36 0.36 0.001 0.087 0.011 0.176 0.0025
rs1424376 7 137.10AAAAATACTTGCCAAGGAAACAACACAATAGCTAATACCTGAATGT[A/G]CCATTGTAAGAAACTTCTAGAGCTAACTGGCAAAGACCTGCTTTTATATTTAAGATAGGTAAACTAT A G 0.45 0.70 0.61 0.60 0.73 0.32 0.36 0.54 0.61 0.67 0.59 0.022 0.054 0.003 0.065 0.0003
rs1371463 7 137.70AAAGTCTCCAACTATTTGTGGATGTCTATTTTTCCTTTTATTTCTAACAGTTTTGCT[A/G]AATGTATTTTGAAGCTCTTTTATTTGATGTATAACCTTCAGTATAGCTACGTCTTCTTG A G 0.05 0.25 0.26 0.32 0.30 0.64 0.57 0.38 0.36 0.22 0.21 0.042 0.078 0.027 0.086 0.0034 1
rs1015343 7 137.77 CTAGTCAGCGGGCAAGGTGAACCCGCTGGGCTGTTACATTCTTCCCAGTCAC[A/G]CCCTCAAGCTCTAGCTCAATAAACCTCAGATGACTGAGATTTTTGCCTCAATATCTCAT A G 0.38 0.52 0.54 0.51 0.68 0.41 0.58 0.53 0.71 0.52 0.43 0.008 0.000 0.000 0.008 0.0055 1
rs13068 7 138.52 GAGTGTGAGATAAGAGGCCTACAAATCACTCTGTCCTTTACAAACTCCCT[C/G]CTCATTCTCTGCATTTGCCTAGGATATTCACTCTATATGGAATATCTTTT C G 0.24 0.77 0.79 0.77 0.77 0.68 0.88 0.74 0.89 0.64 0.69 0.161 0.007 0.005 0.009 0.0040 1 1

rs1464798 7 138.75ACTGATCTCTGTACACCTCACAGCACCCAGCGTACAGCCTTGTCTACTGGGGT[A/G]AGAGGGTCGGTGTCTGCAGACATTGGGTGTCATTGTTCACACTCATGAGCTGGAAGA A G 0.52 0.43 0.48 0.43 0.46 0.05 0.03 0.42 0.54 0.48 0.48 0.001 0.158 0.001 0.135 0.0001
rs880290 7 139.33AGGGTTTTCTAAGTCTATGTTCTGGACTCTATTTCCAGAACTCCAGCCACTTCCT[A/G]AGCCTTCAAGCTGCTGTTTTCCCCTAACCCCAGAAAACCCCTGAGGTTGTGTAATTAT A G 0.19 0.26 0.25 0.26 0.21 0.00 0.00 0.29 0.21 0.36 0.26 0.003 0.101 0.000 0.101 0.0003 1



rs768055 7 140.82ACATTCTTTAATGAATCACGCAATCTGGCTTCTGCTTCTACACTAAAATATCATGGG[A/C]AGAGATGATCAGAACTGTAGAAGTCTTTTAGAAAGAGCCTCACAGTGCAATGCTTA A C 0.45 0.45 0.44 0.54 0.46 0.09 0.27 0.41 0.54 0.36 0.42 0.000 0.008 0.001 0.078 0.0001 1
rs1476640 7 140.82ATAGAATTATGAGTAACCCTTTCAAAATCTCAAATAACATAGTTTGAGATAAGAC[A/G]TATGAAAAGAACTTCTGCTTGGAAGCAGAGGAATTTGAAAATTTATTGAAAGATGACAC A G 0.40 0.43 0.39 0.38 0.39 0.64 0.47 0.39 0.43 0.49 0.41 0.001 0.004 0.000 0.035 0.0003
rs1859646 7 140.90GGGAAATTTAAAAGCAAAGCAATATGGCACACAGAAATAAAAGGACACTCATAGGT[A/G]TGATTGGAGCCCCAGAAGGAGATGGAAAAAATAAGCACAAGGAATGAAATATTTG A G 0.48 0.46 0.48 0.41 0.48 0.86 0.49 0.59 0.39 0.50 0.45 0.001 0.001 0.016 0.105 0.0002
rs17229 7 141.73 AATTGGCTGACATCTCATTGTTACTTCTTGTCCCATCTCTGTCACCTTGT[C/G]CCTTGGTGTCTGGGTGACTCTAGCATCTATAAGCTCTGTGAAAAGAGATA C G 0.26 0.57 0.51 0.49 0.55 0.64 0.06 0.40 0.64 0.50 0.45 0.024 0.148 0.011 0.008 0.0034 1
rs940864 7 142.51 ATTAGTTCAGATCTGATGGGGAGAGTGGGAGGTTCTGAGGCTGAGACTGAGCTTAG[A/G]GTTAAAGTTTGGAAACACTGTTTTAAATTATTATTATATTCTCATGCACCTAGTAG A G 0.40 0.58 0.55 0.68 0.57 0.86 0.91 0.60 0.64 0.58 0.59 0.019 0.075 0.002 0.050 0.0005 1
rs727714 7 143.49TATCTCCTAATTTGGGGGTACTCACCCCTTGTGAGTTCCCTTTTCCCAGACACCA[A/G]GGGTATGAGTTTGAGGGACTGTTCAGGTATCTCTAAGGGATCATGTTGGGGCTGCG A G 0.76 0.54 0.57 0.59 0.52 0.91 0.73 0.80 0.39 0.59 0.55 0.049 0.050 0.037 0.114 0.0005 1
rs969356 7 143.57AGAACTCTGAGGACGGGCTCACCATTGGAAAATAGAAATGGAAGGGTTTCCTTA[A/G]TTCAAGTGAATATGTTAAAAGATGGGAAAAACAGGAAAGCTAAAGATCTGGAAGGTC A G 0.55 0.57 0.64 0.56 0.63 0.23 0.07 0.32 0.57 0.65 0.66 0.016 0.229 0.075 0.117 0.0000
rs2056553 7 144.65CACACAAGCTGCTGAATATATATTTTTTTCAAATAACTACAGCAAAACTATAGAAAC[A/G]GGGGTTATACCAAATTAGGAAAATTACCTGAACCACAGGCCCTTCTAAAAGTTCAG A G 0.55 0.47 0.45 0.44 0.70 0.36 0.58 0.36 0.46 0.54 0.50 0.011 0.015 0.000 0.000 0.0006 1
rs850545 7 144.79ATGAGTCACTAACTTGCGTGTTTGGGCTAAGTAATAGGGAATGGAAGAATTGACCT[A/G]ATTAAAGTTGTATTGCCATTGGAATGTTGGTGTGAGATTAGTTTCGGTCATTTCACT A G 0.48 0.38 0.53 0.46 0.39 0.59 0.90 0.60 0.39 0.38 0.43 0.007 0.047 0.001 0.000 0.0099 1 1
rs1860482 7 144.81TTGCCTTTTTTGGTAAGTCTGGTATAGAGGAAGGTTTCTTGCTTTTCCCTGCA[A/G]GAGTAGGAAATCTCTAAGGTTACTTACAGAAGATCCTCAGCCCAGGATCCTTTCTTGCCT A G 0.50 0.23 0.32 0.33 0.23 0.23 0.20 0.35 0.14 0.28 0.24 0.006 0.015 0.003 0.015 0.0059
rs802200 7 145.50 GCAAAAAATGTACACAACAAGCAGCACTTATACATTCTTTAGCACA[A/G]AAGGGACTGCCTCAGAGACCTCTTTAAATTCTTAAGGCAAATTTAAAATCTTGGCAATTTCCTCGAA A G 0.81 0.40 0.44 0.33 0.41 0.18 0.50 0.22 0.43 0.43 0.51 0.064 0.003 0.014 0.036 0.0022 1
rs700273 7 145.57AAACCTTTTTCCTGATGAATTTAAGAGATGTGTTTATTGAACAGAAGCACAATT[A/C]ATAGATAACTCATCTTTATAGGGCGTCTGTTGCCATGGTAATAGTGATGTGACATCGTTC A C 0.83 0.41 0.43 0.34 0.45 0.15 0.59 0.23 0.39 0.42 0.51 0.079 0.009 0.016 0.051 0.0042 1
rs1524341 7 146.10GCCAGTGGACTTTTCAAGCTGTTTATTTTGAATTTGCAATTCAATTGAATGAAAG[A/G]AAATACATATAAATATGGATCATTTCAGATAAAAATAAGGCTTTTGTTTTAGTAGGGAAA A G 0.83 0.55 0.52 0.60 0.66 0.68 0.36 0.78 0.64 0.47 0.54 0.051 0.013 0.036 0.009 0.0002 1
rs1024676 7 146.11AGCAGGTTCATACACACTATCCTGTCTTTGGCTTATCAACATTTAGAACATAGCG[A/G]CTCTTTATTTAATCTCCTTAGTGCCTGGTTATCCAAATACTTTACTATTTGTTTAACTGG A G 0.43 0.34 0.35 0.37 0.45 0.50 0.14 0.46 0.50 0.29 0.35 0.005 0.035 0.007 0.010 0.0000
rs903898 7 146.24TCATATATTATGCTTAATTGTGTACAATATTGTCTCTATGAATATTCTTTACCAATGGCTCGTCTTCCATTTATAT[A/T]GGGCATTAAATCTTTAATTGTAAATAGTGCACTCTGTTAA A T 0.57 0.55 0.61 0.56 0.45 0.55 0.27 0.73 0.68 0.67 0.69 0.003 0.083 0.006 0.006 0.0032
rs1496542 7 146.30GACTTAACTTAGATGGTTTTATTTATGACTATTTATTTTGCTTCGGATTTTCTC[A/G]GAAGACCACAAACCCCTCTAGATATTTTAAATAGAATGAGATACAATACAGAGAATCAGA A G 0.60 0.46 0.40 0.45 0.57 0.45 0.67 0.25 0.32 0.36 0.30 0.032 0.059 0.009 0.007 0.0051 1
rs1861010 7 146.99 CGGGGCAGAACAAAAGCCAGCAAAGGGAT[C/G]GAAGAAACCCAAAATAGATCTTTCTTGAACTGATTTGTATCAGAGTTATAAACAATTCCAGGTATGAAAGAAAAGTAGACAG C G 0.31 0.43 0.35 0.37 0.43 0.50 0.53 0.38 0.43 0.28 0.34 0.000 0.039 0.007 0.024 0.0001 1
rs963314 7 147.25ATTCCAACTATGTGCTTCTATACAATGTGCCTATACTCAATAATAGCAATAATC[A/G]TAACAGCTACCAGTAACTAGAATTAGTGCAAAGAAGTGCATTATCTGTTATTAACACACT A G 0.83 0.43 0.44 0.44 0.52 0.91 0.54 0.58 0.57 0.48 0.49 0.079 0.002 0.007 0.125 0.0008
rs740136 7 148.81GCTCGGTCAGCGCTTGATAATTCTCAGGCTGGCTCTTAGAGGAGGAGCTGGAC[A/G]TTCTGAAAGGAAAGTGGGGAGGGAGCGAGATCAAGAAATAGAGGATGGAGCTCTAG A G 0.14 0.32 0.39 0.37 0.46 0.77 0.86 0.47 0.39 0.28 0.40 0.043 0.144 0.002 0.085 0.0000 1
rs757723 7 148.84GGGCTGGTGCAGAATCTGTAAGGGCTTCCTGAAGCCATGGCTGCAGCACTCACACA[A/G]TGTCACTTCAGCCATATTCTCTTGATCAAATCAAGTTACAAAGCCCCCCAAGGTT A G 0.57 0.21 0.22 0.24 0.32 0.68 0.83 0.43 0.11 0.25 0.30 0.071 0.230 0.021 0.123 0.0047 1
rs1104881 7 149.53CAGGCATCTGGCCCCTAACCCAATAGAATGGAGACTTCAGCCAGAACTTGGGACAG[A/C]GGAAACTGTCACCCATAGTCCCCATTCATGCAGGGTAATTAATTGGCTGGCTGCA A C 0.48 0.26 0.26 0.24 0.38 0.27 0.25 0.25 0.25 0.32 0.37 0.025 0.000 0.000 0.001 0.0063 1 1
rs1547958 7 150.03ATGGGGAGCAGTGAAGGTACACACGAAACTCAATGCTCTTCGCATGCTGGGCTGT[A/G]AGCTGAGCCAACTCCCCGCTCCCTGGTGCTGTTTCATCCTTGTCATGGTCTGCCC A G 0.10 0.18 0.24 0.23 0.13 0.05 0.00 0.21 0.14 0.26 0.26 0.022 0.101 0.003 0.049 0.0001 1
rs875588 7 150.56CAGGGTTGCTGAGTGTCAGATGTATGCACATGTGAATGGATTGCTAGGAAAAAACA[A/G]GAGTTCTTTGTGTTCATTTTATGTTATGTTAAAATGGTGAGTTTGTGACATTTTACT A G 0.64 0.40 0.48 0.51 0.57 0.41 0.33 0.55 0.64 0.48 0.53 0.012 0.005 0.005 0.001 0.0021 1
rs2014611 7 151.57AACTCTGAAATCCACAT[C/G]TCTATTTTGTTTTTTGTTTTTTGAGACGAGTCATGCTCTGTCACCCAGGCTGGAGAGCAGTGACACGATCTCAGCTCACTGCAACCTCCGCCTCC C G 0.57 0.32 0.31 0.44 0.34 0.27 0.54 0.46 0.21 0.36 0.28 0.051 0.041 0.026 0.000 0.0001 1
rs880310 7 151.59GCTC[A/G]GGGGGCACACTTAGTCCCTCCTGGAGGTTTCACGACCTGGCACCAGATGCAGACCCTGGTCAGCTCTGTTAAGGAAGGACTCTGTGAGCAGGTGCTGGTGTCAGCC A G 0.71 0.52 0.50 0.54 0.34 0.05 0.01 0.34 0.43 0.44 0.51 0.022 0.182 0.006 0.141 0.0000
rs1735093 7 152.39CGCCAGATCACAGAACTGTGAAGTGATCCTGGGCAGAGGTGAACAAGAATGGCTGA[A/C]GTTGACTTGTGTTTCATACCATTTCAGAAAGATGGGAGCTCATCATTGAAATTAAG A C 0.43 0.44 0.43 0.46 0.48 0.77 0.76 0.48 0.57 0.46 0.42 0.000 0.060 0.001 0.069 0.0001 1
rs38993 7 152.97GTGGTGATGTGATGAGATTTGTACTTCAGATATCTCTAGATGAATGCACTGGAGAA[A/G]GGAAAAAAGTAGATGTGAGTGGATGAAAAAAGAATGAACAGCAGTTGTCCAGCAG A G 0.69 0.56 0.60 0.54 0.68 0.45 0.43 0.58 0.50 0.65 0.54 0.001 0.023 0.002 0.020 0.0033 1
rs286833 7 153.49TGCATCTGCATCTTTTCTCAGGGTCAAAAAATCATAAATCAATAATTTGGGGTTGTA[C/G]TGAACAAAGTTAAGCCACGGGATTCTGGGTGCTATTTTCCAAAGTTGTCATTATTT C G 0.10 0.05 0.04 0.05 0.07 0.00 0.01 0.00 0.04 0.05 0.04 0.007 0.004 0.014 0.014 0.0000 1
rs7800754 7 153.77GTCACGGTGGGACACGGAGCCCAGCCCCTGATGGCACCATCCATGTGTTGCTCTC[A/G]ATCCCTGTTCTCTAGATTAGCTAAGCCAGAAAAATTAGCCTGATTTGTCTAAGCGT A G 0.17 0.07 0.08 0.02 0.13 0.14 0.01 0.07 0.18 0.05 0.08 0.005 0.020 0.000 0.002 0.0000
rs306278 7 154.18GGAAGAGACAGAGATACTGTCCCTAAAGCAGTACAAGGAAGCAAGCCAGAGAC[A/G]AAAACATGTTCCAAAGAAGAGGGTGCCCCAGCTCAGGACCTCATCCAAGGCAGTTTC A G 0.86 0.39 0.45 0.40 0.63 0.59 0.41 0.42 0.36 0.36 0.34 0.096 0.002 0.001 0.012 0.0106 1 1 1
rs1657290 7 154.35 CCAAAAGACAGGGCTTGTAAGCCTAGCCTTCACCCCATAGGAAAGATGTCCATGC[A/G]TGTGGAGAAAGCAGCCTACCTCAAACATGCAGAGCACAGGGCCGCGTGCAGGAT A G 0.57 0.42 0.48 0.39 0.54 0.86 0.57 0.48 0.50 0.58 0.48 0.001 0.001 0.003 0.071 0.0001
rs749539 7 154.64TTAAGTTTAAGGCTTCAGGTTATGTAAAACAAATTAGGTCTCTGCTTCATCAATTTAA[C/G]TCCCCAAACCTTGCCACTAAGTTTACGTAGGTTGTGATATTGTTCAGTCAAATAAC C G 0.31 0.07 0.06 0.12 0.16 0.68 0.08 0.20 0.11 0.07 0.12 0.056 0.000 0.035 0.230 0.0039
rs6953751 7 154.79 ACTTGGTGGAAACGTGGAGTCCTGGGGTCGTTGTGACTTGCTCCACGTCAGTCC[A/G]TTATTGATGTTTCAGAAACACTTTCTACTGGGTGTCCATTGTGTCCCAGACTGGAAG A G 0.45 0.34 0.34 0.27 0.29 0.41 0.47 0.39 0.46 0.26 0.19 0.005 0.016 0.005 0.003 0.0192 1 1
rs1920454 7 154.92CTCCAGGAACTCTGGTAAGCAAGGCAGGAGATGTGCACCAGTTACCCTGCTCC[A/G]GAACTGAGGCCTGAGAACAGGACAGGGCCACAAAGAGCCTCCAGGAGAGGCTGGG A G 0.33 0.28 0.28 0.33 0.18 0.32 0.86 0.20 0.57 0.35 0.19 0.002 0.233 0.000 0.006 0.0026
rs1343750 7 154.94CTGGGTTTACAGGTGTGAGTCACTGCATCTGGCCAAGAGAAATTATTTTAACTTGT[A/G]TTCTAACTATATAATATCATTAGAGAAGGACCATGCTGACTGGCTTCTTCACCCTGC A G 0.75 0.80 0.81 0.80 0.88 0.68 0.71 0.85 0.71 0.68 0.84 0.006 0.014 0.000 0.020 0.0000
rs1531381 7 155.11AGTGGCTTTTAACCTTTGGGTTGTGATCTGTGGGTTAAAACATCCTGAGATTCAGAT[A/G]ACTCGTTTATGGGTCACCGTGCCCTGTTCTTCTCTTACCAACCCTTGACAGTTTCA A G 0.14 0.20 0.21 0.17 0.21 0.23 0.49 0.25 0.14 0.19 0.15 0.001 0.067 0.004 0.003 0.0027
rs7784332 7 155.23GTGTCCTCAGCXTCTGTCCCTGTCCTCCTCCTGCTCAACCAAAATATCTCCCAGCCAA[C/G]TGACACATGGAAAGGAGCTAATAAATTCATGCCAGGATGTATGTGACAAATGAT C G 0.31 0.53 0.48 0.49 0.57 0.31 0.33 0.52 0.54 0.47 0.48 0.009 0.015 0.001 0.010 0.0000
rs1389240 7 155.47 AGAATAGACACAGAATTTGAGACATCACAGGTTGGAAGAAGGAGCCCGGGGTCTCATTAC[A/G]TCAGTGATTAATCACAAAGTGGGGTCCTGCTTCTGAACTCA A G 0.50 0.59 0.56 0.63 0.55 0.23 0.66 0.52 0.64 0.60 0.63 0.000 0.012 0.001 0.044 0.0037 1
rs1182378 7 156.47CACCAAAATGAATATAATATTTTAAACCTATTTACTGGCATAGCTGAGATTATT[A/G]AAGGTGCAAGCCCTCAGTGCAGATGGGTAATGAAAACAACCGAAGACAATCTCTTGGCA A G 0.79 0.35 0.38 0.43 0.41 0.41 0.46 0.34 0.29 0.37 0.31 0.076 0.002 0.004 0.000 0.0036 1
rs1182414 7 156.48GCCTCACCATTAATAGGCAAGATGAGCGAGACCCATTATCAGATGAGAAAAGCAC[A/G]GCACGGAATACTGTGTCCAATGTGCTCACCGTCTCAATTTTAAACCTAAAGGAGGGA A G 0.52 0.66 0.62 0.57 0.59 0.68 0.64 0.71 0.71 0.64 0.70 0.002 0.002 0.012 0.005 0.0041 1
rs1894811 7 156.72TCTTTTGGGTTTGGGGAACAA[A/C]AAAATTGCTTTTCATAAGTACTCAATTTAGAATTGTTTGCTAAAATTAAGCGCTTGTTCACCAGACATTTTTAGACTGAGTAATTTTTAACCC A C 0.79 0.51 0.53 0.55 0.61 0.86 0.86 0.73 0.65 0.60 0.60 0.032 0.066 0.010 0.058 0.0024
rs10772 7 157.84 TGCCTAGTGCCTGCGTAAATAATATATTTAATATAAAGGACTCCAGGTAT[A/G]AATGGTGTAGAAATCCATGATTCCAAGAAAAAACACTTTTCTAGCAAACC A G 0.52 0.62 0.57 0.63 0.45 0.50 0.49 0.49 0.75 0.55 0.55 0.005 0.006 0.007 0.004 0.0000 1
rs372746 7 158.37GGACACCAAGCACAGCTTCCCGAGGGTCCCCAAGCCACCACCCACAGCAACGCCCC[A/G]GAGCACAGCACTGTGATCTCTGGCTGGTGACTCAGAGCACTTCATTTTTCCATT A G 0.12 0.26 0.34 0.38 0.16 0.14 0.01 0.36 0.18 0.27 0.32 0.038 0.134 0.000 0.029 0.0021 1
rs455030 7 158.44CTTGCCTTCTCTGTGTATTGCAATAAAGACCATTCTCATTTCTCTAAATTTGCTCTT[A/G]ATAACCATTAGTGAAGGCTATATGGCACTTGACATCATAGCAGACACTCTTAGGTTG A G 0.31 0.68 0.67 0.50 0.70 0.82 0.75 0.78 0.64 0.69 0.68 0.043 0.009 0.029 0.029 0.0009
rs2003213 8 0.38AAACTAAAAATACAGTACCCCTGGAAGTATGTGACACTGGATGTGCTATCTAATTGGT[C/G]CACCACAGGCAGAGAATGAAGTACTTCAGATAATTTATCAAATAACCAAAATTAG C G 0.62 0.79 0.78 0.88 0.89 1.00 0.85 0.91 0.89 0.80 0.81 0.012 0.006 0.009 0.090 0.0015 1
rs13429 8 0.43GTCACAATTCTATGATTGACGTGAGTTGCAGGCACTT[A/G]GCGTTCCAACAGAGGCACGGCAACTGCAGCCATCACAGCCACAGAGCTCCCCACAACATGGGAAGCGTCCCCA A G 0.55 0.49 0.55 0.46 0.48 0.73 0.75 0.60 0.50 0.50 0.49 0.000 0.019 0.000 0.017 0.0026
rs935559 8 0.47 GGGAGGGGGATAGAAAATGAAGCAGTTGAACTGACACAGGAGGGCTGTACAGGG[A/G]AGAACTGGGAAAATCCCATTAAGGAGTGGAGGCTTCATTTCTTAGCTGAATGTTG A G 0.07 0.12 0.12 0.10 0.14 0.27 0.16 0.10 0.11 0.10 0.10 0.001 0.015 0.001 0.036 0.0009
rs2166842 8 0.51CAGACAGGCTGACTGAACAAATTTAAACGGATCCATTCACAAAGCAACTCACCTCA[A/C]CATGTCCCAAGGTCTTTTCGAAAGATCCTTGCCCATTAAAAATGAGATTCTCTTAG A C 0.67 0.90 0.84 0.84 0.89 0.86 0.61 0.91 0.82 0.84 0.82 0.037 0.061 0.000 0.001 0.0007
rs1669694 8 0.56CAGTTCCTCTTGACCTGGAATTGTCCAAGTCAGCACCACAGCTGGTTAAGGCAG[C/G]CCCTCTCTCTTTCCTCTTCTTATTTTCTTGGCTTTAAGTCTGCTTAGGACTCCTGGAAA C G 0.48 0.50 0.48 0.55 0.50 0.45 0.28 0.40 0.61 0.47 0.37 0.000 0.018 0.002 0.001 0.0106 1 1
rs763869 8 1.36TTACAAACATTTTAAAGAATAAATATGATGTGGCTACTCCCTCATAATGTAATGCA[A/G]TTGAGTTAGAAATAATATAAACAAACATCCTCATATACTTGAAAATAATCAAATGTCAA A G 0.45 0.56 0.53 0.39 0.57 0.45 0.82 0.74 0.46 0.57 0.48 0.013 0.042 0.004 0.013 0.0035 1
rs4242539 8 1.68GAAATGTCAAGAAAATAACACTACAGAGCACATATGGAGGAAAGGCAGACAGTGC[A/G]AAGATTGCAATAACTGTGTTCCTCCAAGTTATAAGATGTGGAAATAAGACAAGTGAT A G 0.38 0.24 0.23 0.20 0.23 0.23 0.70 0.18 0.38 0.22 0.20 0.010 0.106 0.006 0.000 0.0007
rs7833068 8 1.74CAAGCGCATAATGCCAGTATCTCACCTGAGATCATGTTAGCATATCATGAAAGTTC[A/C]TGACCTATTGCACATGTGCAGAATCACCCATGTAGCACACACACAGATTGGAAGAA A C 0.43 0.64 0.54 0.61 0.66 0.68 0.39 0.56 0.46 0.61 0.64 0.002 0.010 0.003 0.015 0.0042 1
rs2272711 8 1.82GGGTTAGGTCATGAGAAAGCTACAGCATAAAGAGACACAGTCTTTTCACAAAAA[C/G]GCTCTTTTTGGTTCTTTGGGACAATTTTACATTGAGAGGATGCTGGCAGCGTCTGCAG C G 0.10 0.09 0.19 0.05 0.09 0.45 0.22 0.42 0.18 0.17 0.11 0.006 0.002 0.036 0.052 0.0037
rs1478959 8 2.14GTACATTTCTTGACTTA[A/C]TACAATTCAAAAAAAATGAAACAAATTACATGAACACAGTGGCTATCATTTCCCCCTTGTGAATGGCATAGTAGCAGTCTATACAATTTTGGATGTT A C 0.31 0.18 0.21 0.26 0.21 0.09 0.16 0.07 0.07 0.18 0.19 0.002 0.006 0.020 0.023 0.0006 1
rs897445 8 2.28TCACAAAGTTCTGAACTTTATTAAGAACATGCCCCAGAGTTCTCAGATGGTTTTATAAATGAACGCATCAGACATGGTGATGTAGTCCCTTTTAC[A/G]TCATCCGCGCTGCCAAGA A G 0.35 0.36 0.41 0.45 0.39 0.36 0.51 0.51 0.36 0.45 0.45 0.005 0.000 0.003 0.005 0.0010
rs1016667 8 2.57GCAAGGTCCTAGACTGCAGCGGATGACATTCTCCAGTTGTGTGACATTTCTCCCC[A/G]TCAGAATATAGAGAGCTCGGAGTAATGCAGGTGAGACCCCTGGACCCTAACTTTCT A G 0.57 0.90 0.86 0.90 0.86 0.91 1.00 0.90 0.86 0.85 0.92 0.063 0.027 0.001 0.000 0.0049
rs2978328 8 2.63GTGTAAACATGTCTGAACCCAAAGATGAGAACAGGTTAGACTCAAAATGGGTTCGC[A/G]GCTGCAGAGTTAAGGACTGAATTACTTATCCTTCTGAAGTGGTGATTTTCCTCCCT A G 0.38 0.86 0.87 0.88 0.75 0.68 0.21 0.74 0.89 0.77 0.74 0.158 0.273 0.034 0.050 0.0106 1 1
rs2978315 8 2.69CTCCAGGACTGTGGAGGAGAGGTGGTATCAGTGTGACTCTCTTTTGTATTCTGTCT[A/G]CTTGTACAATCTGGCAGCGCATGTGATTCTGACTCCATCTTCAGGATTTTTGGGTA A G 0.12 0.36 0.32 0.18 0.30 0.64 0.10 0.42 0.29 0.21 0.23 0.016 0.018 0.005 0.067 0.0063

rs3112 8 2.94GTTAACTCAAGAATATATTCCAGTCTTTATGTTACTAAAACATTGTAATAGTGTTTTTATCAATGATGCCGAGGTCACTGCT[A/C]TACAAAGATTAAAGAAACTTACCATCAAACAC A C 0.81 0.63 0.65 0.54 0.57 0.68 0.49 0.67 0.75 0.57 0.57 0.016 0.021 0.000 0.000 0.0045 1
rs922798 8 3.47GTATTTTTATTATTAATTAAATTTTATGAAAGGAAGGCAACTTTTAAGAAATAAA[A/C]ATAAGTTTTTATTAACCAAAAGTGTCTCTTTAGTTTACAAAGCCCTTCAACGCATAATGTC A C 0.79 0.59 0.53 0.56 0.61 0.59 0.69 0.64 0.57 0.55 0.46 0.032 0.019 0.002 0.001 0.0016 1
rs972422 8 4.01 AGATTATGAAAAAATGAACAAATTTTGTTTCTTTTGCACAATTCAAAATATCTGATT[C/G]CTTGAAACTGGTTCCAGAATCAGTAAAAAATGATGGCAGCAATGGTTTTCTTATGAT C G 0.71 0.46 0.43 0.52 0.54 0.82 0.53 0.53 0.46 0.52 0.53 0.045 0.012 0.020 0.118 0.0032 1
rs899145 8 4.57TAGTTATTATCACCAAAAGCTTTCTCTTCTAATGACTAAAAATAGAGCACTCTAC[A/C]CTTTAGTGTAGTTCACAGAATTTGTTTTTAATACTCCAGCTCTTTGTGCTCCTTAAGTCT A C 0.24 0.66 0.63 0.63 0.57 0.77 0.74 0.59 0.61 0.60 0.54 0.059 0.025 0.000 0.031 0.0033 1
rs763630 8 5.45TCGGTGTGCCAAGGAAGAGTTCTTGTTTATGTGTATCTTGTTTAATTTTTTACC[A/G]ATTAGCCTACTAGGATGATCTATTCCCCTTTTTAACTTGGTTTAGATTAATTACAGTATAT A G 0.40 0.45 0.48 0.45 0.48 0.27 0.85 0.40 0.46 0.35 0.42 0.002 0.120 0.000 0.007 0.0003 1
rs1920469 8 5.82TCATAGAAACAGAGAGTAGAATGGTATTTGCCAGGGGCTTAGAGAGGGAAAAAAG[A/G]AGAGATGCTCTTCAACAGTTAGAAAGTTTCAGTTTCATAAAACGAGTATGTTTTTGA A G 0.36 0.68 0.66 0.70 0.61 0.90 0.85 0.43 0.68 0.68 0.68 0.072 0.008 0.060 0.026 0.0001
rs890016 8 5.97ATGTAGACTGGATTAATCGCCTTCCCTTTTATCCACACACAGAGGCACTGTAT[A/G]TCCTCATTCCCTCCCACATGTTGGCAGAGAAAATCTGGAAACGCACTTGGCCTTTCTCT A G 0.93 0.57 0.56 0.62 0.71 0.82 0.65 0.68 0.64 0.58 0.66 0.101 0.003 0.000 0.032 0.0072 1 1
rs2442475 8 6.34AATTTCAAGTGTATTCTGGGGACTTCTGAAAATATTAGCCAATGTTAGAAACAAAGTC[A/G]CAAGCCAAAGGGATTGCTTTTGAATTTAGGCTTGTGATCCATCTTCTTTTAATTCA A G 0.12 0.27 0.23 0.24 0.28 0.09 0.18 0.11 0.43 0.22 0.18 0.009 0.002 0.027 0.012 0.0027 1
rs2442567 8 6.45GATGAGTAGGTTTTGCAGATTTGACAGCAATGTCCTGGCCTAATCCTTTGGAAAAGG[A/G]CAAGAAATTCCAACCTGAAGATTTCTGTGTCTCCAGCAACTCAGCTCCAGATATT A G 0.23 0.00 0.02 0.04 0.00 0.50 0.06 0.01 0.07 0.01 0.01 0.035 0.000 0.002 0.155 0.0033
rs2911981 8 6.56TGACAAAAAGTATTCCATTTAAGGACGAGAATCTTGAGACTGAGAAGTTGACACTTA[A/C]TCCAGATGACATACGGAATGGCAGAGAAATAGGAATTACACCTAGGTTTCTCACT A C 0.93 0.95 0.95 0.98 0.98 1.00 0.98 0.98 1.00 0.96 0.96 0.001 0.002 0.005 0.018 0.0006
rs890232 8 6.65ATTTCACGGGTATCAGGCCCTCCCCAGAGGCTACTGCTGAGGGTTTTTCTTCT[C/G]CAAGCCCTACCTAATAGGCCCTTGGCTGTTCTTCCAAAACCTCTTCTCTATGCTGAAAA C G 0.67 0.55 0.55 0.54 0.50 0.80 0.72 0.74 0.68 0.56 0.50 0.003 0.013 0.019 0.027 0.0034
rs890230 8 6.65TAAGTTAACATCTCTCAGGGAGGAAATCTTCCATGGAAAAATACCATGGAAAAATCCACTACTTTGACC[A/G]CACACATACATTCATTATGGCACAACCGTAATTACAACCTTGCC A G 0.21 0.43 0.45 0.46 0.50 0.25 0.28 0.20 0.32 0.47 0.48 0.019 0.011 0.040 0.013 0.0020
rs751009 8 6.74ATCAAAGCAAACTGCTTGTGTTGTGTCCATAAGCGGCAAGCACTGCCAGACACTC[A/C]CAGCCATCTGGAAGAGCAAGCTGGATGCTCCCAGCAAGGCCCAACCAGAATCTTC A C 0.64 0.80 0.78 0.80 0.71 0.73 0.28 0.66 0.54 0.88 0.78 0.008 0.145 0.018 0.001 0.0002
rs4392921 8 6.90TTCCTCGGGCCCAAAGCTATTAAAGTGAGCATCAAGTCTCTGGTCAGGAGGACAGCA[A/G]GTTATGCAAAAACCAAGATAGACAGAAGATGTTCTTCACCCTTCCTTCAGGCAAC A G 0.48 0.50 0.47 0.56 0.50 0.36 0.29 0.48 0.50 0.54 0.56 0.000 0.014 0.001 0.004 0.0072 1 1 1
rs433960 8 8.81AGACCACATTAAAAGCAACTAAATGATGATACAGACGTTTAGCATCTTGCGGCTTT[A/G]GACACTAGCTAGAGATGTGTCGGGAAATTCTGTATGGAAGGAGCACTCTGGGAGC A G 0.36 0.68 0.65 0.70 0.61 0.86 0.96 0.84 0.75 0.67 0.56 0.044 0.100 0.047 0.032 0.0088 1 1 1
rs2028806 8 8.97CCAGAAAACCTGCTAGACAAATTCCAAAAGAGCTGTAACACGCGATTTCAGAAC[A/G]TTTAATCACCTCAAGAAGAAACCTGAAGGATCCTTCCGTCGCCGCCTCTATCTCTGTC A G 0.17 0.30 0.31 0.32 0.21 0.59 0.81 0.60 0.61 0.27 0.27 0.027 0.102 0.013 0.021 0.0010
rs753012 8 9.02 GTCTTGAGTTTTATTCCAATGTCATGCTGCCCATTAGGACCAAGATCAGGCCT[A/G]TGGGATTCACAAAGCTGCCACAGTTTCACTCATAACTGCACACAGTGGGTGGGTATCT A G 0.10 0.30 0.38 0.39 0.25 0.50 0.67 0.47 0.21 0.34 0.33 0.077 0.033 0.003 0.004 0.0019
rs735449 8 9.14CTGCAAGTAGTTTCTAATTCTTTGTTCATTCAATGACTGTTTATTGGACGGCTA[A/C]TATGTGCCAGATGCTATTCTGGGTGCTATACGGGTATCAGTGAATCACGTAGAGTTCCT A C 0.29 0.42 0.40 0.41 0.43 0.09 0.36 0.32 0.75 0.43 0.40 0.006 0.001 0.003 0.064 0.0001
rs718742 8 10.65TAACTGAACTGGAAGAGGGACAATCGGAGTGTATTCGGGAGACATGAGCCAGT[A/C]GGTCTTCCAAATCAGGGGACCCTTCCCAGCATTCATCCCTGAAACAAGCAGTCCTGC A C 0.52 0.75 0.68 0.78 0.73 0.41 0.54 0.79 0.82 0.73 0.68 0.010 0.007 0.016 0.033 0.0004 1
rs1544981 8 10.72GCATACTGACTGCAAGGAAAGCTAAATTCTACAGCTCACCCTACTCCCGCTATGCC[A/C]TCAAGATGCAATTCCTGGGTCTCTGGGTTCTTCATTTAAAAATAGATCTCATTTGC A C 0.17 0.18 0.29 0.18 0.29 0.45 0.03 0.20 0.14 0.26 0.29 0.018 0.018 0.001 0.001 0.0000
rs1047950 8 11.22TCTCATTGTTTAAAACCTTACTGATCTAATACCATCTACACAAAAAAATGTTGTA[C/G]TTGCAGAACTTAGTTTATAAAAACAAAGAATGTGTATTTCTTCAATAGCCGGGTATTTGG C G 0.55 0.53 0.54 0.59 0.38 0.91 0.90 0.70 0.64 0.51 0.55 0.005 0.051 0.000 0.056 0.0010 1
rs1390950 8 11.63GGAGAAGAATCTATACATGGATTTGTTTATATACAGAATGAACATTTTTAGGAGGACAGACAAGAAACTGATCAT[A/G]CTGGTTGTTTCCAGGGAGGTGTCTTGGTGGCTCACGG A G 0.90 0.61 0.58 0.51 0.84 0.95 0.52 0.60 0.58 0.70 0.74 0.077 0.000 0.001 0.123 0.0197 1 1
rs12898 8 11.74ATGTGGTTCCCCACGGGGTAGCATCTTGGTTATGTGAGATCACCAAGACACCAA[A/G]CCTGTTTTATGAGCTGAATCCTCAGCTTGTTGCTGGATTTGTGGCTGATAAAAAATAC A G 0.36 0.63 0.62 0.63 0.70 0.55 0.25 0.39 0.50 0.67 0.65 0.015 0.038 0.004 0.001 0.0019

rs2203837 8 12.83 AAGTAGACAAACTATCAGACAAGAGATCATAAATTATTTTGGCTGACAAAAATCGTT[A/G]AAATTATCTAACTCAACATTCTGCATGTAGGTTTCTACACATAATGTATATGTATGG A G 0.67 0.56 0.51 0.48 0.55 0.86 0.94 0.50 0.61 0.48 0.45 0.014 0.108 0.002 0.070 0.0027 1
rs721956 8 13.20TTCTTAAAATTTAAAAAAGTAGTTTATAGTTGAACTCTACTGTACTTTAGTCAA[A/G]TTCTCTACCCATTTGCCTGATTTCCTTCAATCCTGCTAGCTGCTATTTCTCACACTCCTTTG A G 0.21 0.38 0.39 0.33 0.36 0.59 0.13 0.21 0.32 0.46 0.36 0.011 0.045 0.013 0.026 0.0000
rs1478043 8 13.95GAGAGATCTTAAATTATATGAGCTCATTGCATGCTTCAAAAGGTCTCATTTCAGAGAA[A/C]AAAAGGTTTCCAATTGCCAAAACTTTGCTGCATTTTCTCTCCCCCAAAATATACCC A C 0.45 0.86 0.89 0.93 0.88 0.68 0.78 0.84 0.79 0.92 0.87 0.138 0.015 0.001 0.037 0.0018 1
rs7841810 8 14.03 CAAGCATTCAATTAGAACGGAGGCAAAGGACTGATAGTCTTGGCTTTCAAACAAAC[A/G]CTAGGGCACTGGGTAGATGCAGAGTTGGATTTCACGATTCTTTCAGGTTTTTAGT A G 0.50 0.32 0.35 0.27 0.45 0.18 0.33 0.32 0.46 0.41 0.29 0.007 0.000 0.000 0.012 0.0059 1
rs1125265 8 14.87ATTATCAAAAAAGTATCTGTTAGTTCAAGTTTGGTGGGAGAAGAATTTCTCATTCC[A/G]TTTTATGTTGTGCATGGCAATTAAAATAAAATAGCACAGCAATTATTCCTAAGAATCTG A G 0.38 0.51 0.51 0.61 0.52 0.41 0.44 0.49 0.64 0.46 0.52 0.002 0.001 0.001 0.000 0.0006 1
rs990544 8 15.32GGAGGAGGAAAAAAACTCAACGACAACTTGAAAACGCTTTAAAACATTTTGTTGTAT[A/G]TAGTTCAGATCTTGTAATAGAGAACTATTTCTTAAATAAAATACCAAAAGCATTGAC A G 0.64 0.24 0.26 0.20 0.16 0.35 0.05 0.42 0.25 0.30 0.22 0.072 0.055 0.009 0.002 0.0035
rs765262 8 15.91GTTCTTGATCTTCTAGGACACACACATGAGTAGTAAACATCCTCTCCTTCAAATC[A/G]TTCACAGAATTGTTTGGTTGAGAAATCGTGTTGTTAATCACCACATATTCTTTATCTGG A G 0.81 0.73 0.68 0.70 0.64 0.91 0.96 0.69 0.89 0.68 0.75 0.014 0.071 0.000 0.046 0.0018 1
rs1393045 8 16.63GTAATGATGTGCTTAATACGTAGAATATACAGGAGATGGTGGTTGATAGGATAT[C/G]GGGGATGAGGACTGTGACACTCAGGTTACTGAGATACAGAAAATGAACAGGTTTTTC C G 0.24 0.43 0.48 0.46 0.36 0.59 0.48 0.55 0.46 0.46 0.43 0.040 0.000 0.000 0.002 0.0001 1
rs1043883 8 17.51TCAGTCCTGCAGACCTGCATCAAAATGCTTTCAGAGAGTCTGTGGACTTTGGGGA[C/G]GTGTCATCTGGGTGAAATGCTGGGGCTAGGGAAGGAGCCCGAATTCCTTGGTGAC C G 0.33 0.53 0.62 0.56 0.63 0.50 0.25 0.44 0.54 0.72 0.70 0.036 0.079 0.015 0.008 0.0021 1
rs2979784 8 17.61AAACCCTGTCCCTTGGTGGTGAAGAAAAAGCTCTGGTCCTTACTGTAGTTGTCCA[A/G]TAAGGCTCATGGTGCTTGCAGAGAATGGGAAGCTCCCTTCCTCCTCTGTGAGGAAC A G 0.74 0.85 0.80 0.74 0.84 0.73 0.90 0.84 0.79 0.83 0.78 0.002 0.011 0.001 0.002 0.0001
rs450904 8 17.70 GAAGAAGAGGAAAAGATAGGAGTAAGAGGTCAAAGAGCTAAGAACTTCTCGGGCCAA[C/G]GGTCAGGAAGAACTTAGGAAAATTCATTTTTATCAGTGAGTAACTGGAAAGAG C G 0.10 0.17 0.19 0.26 0.14 0.41 0.67 0.52 0.11 0.17 0.12 0.004 0.143 0.079 0.038 0.0039
rs3739406 8 17.75GCAGCTTTTGCAGGAGAATGAAGTCCAGTTCCTTGATAAAGGAGATGAGAATACTGTC[A/G]TTGATCTTGGAAGCAAGAGGCAGTATGCAGGTCAGAATGGACTTTTCTTAAGTG A G 0.78 0.29 0.32 0.44 0.29 0.40 0.88 0.56 0.21 0.35 0.31 0.113 0.177 0.029 0.004 0.0000
rs208770 8 17.81AAGTAAAATGTGCCCCAGTTCACCAGTAGAGTGAATAAAGTAGCTGATTATTTTA[A/G]AAACTAGTGGCATTGGAGAAGAGCAAATAAACATGAAGCATAATAGGTAACCATTGGA A G 0.74 0.41 0.35 0.54 0.36 0.77 0.83 0.57 0.25 0.42 0.32 0.114 0.188 0.059 0.137 0.0001
rs208062 8 17.83CTGAATCTATGGCCAGCCAGCCCAGTAAGAATGAAAATAATGAGTCAATTCCTAT[A/G]TGCTGTCTTTTACACTGTAAACGTATAACCCCAACTCTTCATTAGTTCATCCACTTCA A G 0.33 0.61 0.66 0.45 0.64 0.23 0.17 0.40 0.75 0.61 0.70 0.086 0.196 0.083 0.144 0.0001
rs6991832 8 18.72TTATTCTTCAATCCCAGGCATCTTGAAAATGGACATAATATCAACGGACTAGGCTCA[A/C]TTCCCCTTCTTTAGCATCGTTGACCTCACTTATCCCCTGCCTGTTGAACATCACAA A C 0.31 0.47 0.47 0.43 0.52 0.09 0.66 0.33 0.61 0.42 0.48 0.021 0.008 0.032 0.114 0.0000 1
rs334206 8 18.92TTAGTCTGGAAACTGTTTCTTGTAGTTTCTCTAGCTGTGCTTTATTACCTAAACTCA[A/G]ATCTTGAGGAATGGGGTGGAGGCTTCATTGTTAATTCAGCTAATTCGGAAGTCCAA A G 0.07 0.35 0.37 0.33 0.23 0.55 0.31 0.26 0.39 0.29 0.36 0.056 0.000 0.003 0.032 0.0003
rs871667 8 19.16 CCTCCAGGTATCCTCACTCTTCTTCCCATTCCTCAAGTATTCTTTGTTCTGTTCCA[A/G]ACAGCCACCCGTCTTTCAATTCCAGGCCATGTCTACAAGAGAACTGAGTTTAGCTTG A G 0.55 0.58 0.56 0.63 0.57 0.17 0.34 0.38 0.68 0.53 0.60 0.000 0.025 0.024 0.083 0.0012
rs1552779 8 19.54TCCCACACATGGCAATTTTTTCCATCAAGCTCATGGAATTTCTTCGGCTTTCCCAT[C/G]TCTCCATCAGCTTCTCTGTATATCAAATACTCTATGTATCAGAGGAGAACTCTTCCTT C G 0.62 0.42 0.42 0.58 0.39 0.64 0.65 0.52 0.46 0.47 0.37 0.031 0.035 0.013 0.031 0.0008 1
rs966773 8 19.76 CAAAGCTATCAAAAGGTTT[A/G]CAAATATTCAGGTACTTGATGTCATATAGGTAACTTACCTCATAACTTCTATGTTGTCTTGGTGTAATACAGACAGACTCAAAGTCATGAGGCG A G 0.67 0.34 0.28 0.26 0.41 0.27 0.28 0.44 0.36 0.29 0.32 0.095 0.001 0.022 0.001 0.0032
rs7814176 8 19.93CAAAGCCACTTCCTGTCAAGGTTACAGTGATGGGAGGCAGATCCCACCTTAACCTC[A/G]CATGCTGTGGATACTCATACCTCGTATTAATACGACATTATCAGGCCAAGTGCCAG A G 0.17 0.31 0.36 0.48 0.45 0.09 0.16 0.23 0.21 0.40 0.38 0.020 0.036 0.011 0.051 0.0017
rs4922151 8 20.15AGGTGTGGAGGAAGAACTGAAGTAGAAACAGGCTGTCTGCTTGGAAATGGCTCTCC[A/G]TGTAAACTGCTGAAATTGTATCCCTCTCCGGGTTTCCAGAACAGACTCCAGTCTG A G 0.31 0.38 0.38 0.39 0.36 0.27 0.40 0.42 0.32 0.40 0.40 0.001 0.002 0.007 0.002 0.0007 1
rs1868660 8 20.50 CTCTATTCCATCCCTCACTGATCTATCCCTTTGGCCTTGAAGTTCTAATTATTTC[A/G]TGGTGACTCCTTGCAAGCTAGGCCCTTGTCTTGTAATTCTAGGTATTCCACGGAGTGC A G 0.48 0.29 0.22 0.18 0.23 0.00 0.33 0.30 0.21 0.20 0.21 0.034 0.002 0.006 0.090 0.0007
rs557838 8 20.84TTCAGGGAAGTCCCTCTAAGGAAGTGGCATCTAAACTGGAACTCCACTGCCTCT[A/T]GTATGTCTACTCTGGAGTTCCCACCTTTAAGGGTTTCTGGGAACATTAATATATATAGT A T 0.86 0.40 0.45 0.48 0.43 0.85 0.74 0.43 0.79 0.55 0.54 0.100 0.060 0.000 0.103 0.0046 1
rs898249 8 21.18CAAAGACCACTGCTAATCTACAACACCTGAGACCTGGGTGGACTATAAAGAAGA[A/C]CAAAGTGTGGCATGTTGCCAAGAATCTAGAACTAGGACTTTGAGGAAGGGTGGGTG A C 0.12 0.43 0.39 0.43 0.50 0.00 0.06 0.34 0.39 0.38 0.27 0.074 0.131 0.022 0.189 0.0096 1 1
rs1904899 8 21.47ACGCCACCCAGGCACAACCCGCTCCAGGGACAGTGCCAGGTGGAGAGTTTAACTGGG[A/G]CAGTACACTGTCAAACAGTAACGCAAGTGTCCTAAGGTGAGCTCAGGGAGCA A G 0.25 0.49 0.60 0.61 0.43 0.31 0.74 0.49 0.57 0.54 0.54 0.071 0.000 0.010 0.008 0.0033 1
rs7017274 8 21.71AGGAAACACGGCTGGGACTTAGGTGGGGATGAAGCTGTCACGGCTCTGAGAATGCA[A/T]GTATCTGAGGAATGAGCTTTAGAGAGACCTGTGGGAAGGAAAAGTGCCAGATG A T 0.25 0.11 0.12 0.17 0.18 0.09 0.09 0.02 0.04 0.12 0.12 0.027 0.000 0.014 0.000 0.0001
rs4427168 8 21.95ACTTGCTGAATTCTATTTTAGCCGATTCTCTCATTTATCATCTGACATTGTTCCA[A/T]GACTGGGATTCTTGCTCCCAAGAGAGCAGCCGTGCTTTGGGTCAGGGATTGCATCCT A T 0.38 0.80 0.81 0.87 0.84 0.95 0.66 0.77 0.68 0.83 0.84 0.129 0.027 0.000 0.016 0.0005
rs4871996 8 22.28GGGAAACTCAGGGTGATTTTAGCAGCTTTGCCTGGCTGGCACTCACCTAGAGGTG[A/G]GCATCTACGAAGCATTTACTTTTCCCAGACCCAGCGGCCCCTCGGCCCCTCAGGT A G 0.76 0.89 0.86 0.82 0.89 0.86 0.88 0.93 0.86 0.86 0.84 0.005 0.003 0.017 0.001 0.0005
rs2306518 8 22.49 TTCCTTTCAGTCTTCTAAAGTTGTTTTTGCAGTAGCTGAGGCCTACTGTGTATACA[A/G]TGTTGCAGAGTGTGCTTTTTGCTTAACAGGAATGTTTATTAAAACAGTAAATATCCA A G 0.33 0.64 0.64 0.61 0.52 0.68 0.78 0.48 0.82 0.63 0.60 0.051 0.026 0.007 0.001 0.0003 1
rs900267 8 22.51CCCCCACCTGGCCTCGGAGGCTGTTTCCTCACATGTGGAAAGAGA[A/G]AGCCAAACTGACTTCTCATAATGGGACAGTCAGCACCTAGGAGTGGGAGAGGAGGTTTTGGTGG A G 0.36 0.63 0.60 0.55 0.52 0.68 0.78 0.40 0.82 0.56 0.56 0.030 0.046 0.009 0.007 0.0001
rs2466216 8 22.80ACATAGTATTCTACTACTATGGAACTATAGTTTATGGAAATGTAACAGACCTATGAGA[A/C]GGCAGATTCAGAGAGATTTGCCAAAGTGGTCAGTGAGTGCCACCTTATTCCATTC A C 0.98 0.81 0.82 0.79 0.80 0.91 1.00 0.93 0.82 0.85 0.78 0.025 0.065 0.014 0.008 0.0023
rs3924018 8 23.17GAGGCTGAAGCGAAAATCGAGTAAGAATGTGTCTACTTGAACCACATGAAATCTCC[A/G]GAATTCAAATGCTTTTGGCCGTTAAAGCAGCACTTTGCTGTGGTTTCATTTAACACA A G 0.93 0.65 0.70 0.70 0.79 0.77 0.97 0.92 0.64 0.67 0.63 0.037 0.112 0.036 0.002 0.0030 1
rs310319 8 23.71GGAAGCCAATTCCAATTATGTGCCTGGTCAACTCTCTTTCCTAACTTACTACCC[A/G]CTTCCCGCATTCTCCTGGAAGAGCAACGAGTTATATAACTTCACAAGATGTCCGAACCA A G 0.50 0.45 0.45 0.34 0.48 0.14 0.04 0.24 0.54 0.46 0.49 0.000 0.137 0.034 0.066 0.0001 1
rs879958 8 24.99TTCAGCAAAAAAGGCCTCACAAATCATTGAGGGAGTGGTAACACATTTCAGAC[A/G]GTCACTTGTGGAAGTGCAATACTCATTAAACATCTTCATTGTCTTTACTAGACAGATGT A G 0.33 0.43 0.51 0.56 0.43 0.68 0.64 0.61 0.29 0.57 0.45 0.005 0.023 0.015 0.037 0.0002 1
rs901170 8 25.79 TTGGCCCCAAGGATCCCCCGACCAAACTATTCAAATAC[A/G]TTTCTCCAGATTCTGAAATGAGTCTGGAGACCCCTGAATCTATTACTGAATACCCTCCTTTCCAATCTCTAACA A G 0.29 0.67 0.67 0.68 0.61 0.73 0.80 0.42 0.68 0.66 0.67 0.080 0.014 0.025 0.005 0.0000 1
rs719587 8 26.38CCCATACAAAGGTGTCAGCCTCTGATCACGTTTGTGGAGCTTTGCGACCCTGCTC[A/G]CTATTCCAAGTACTGGTCAGTGGACATTTCTATGTTCAAAATAAAAATCTTCTGTATG A G 0.55 0.38 0.41 0.38 0.38 0.32 0.38 0.49 0.36 0.46 0.45 0.005 0.007 0.000 0.007 0.0015 1
rs385351 8 26.46ATTCCCCAGCAAATGACAAGGTGCAGGCTCTGCTCTCCCTAGGTGTGCATGAAA[A/T]CTCCCCCCGACATCCCTGGAAAATGGCACCCACTAGGTTAAAGGGCAACATGTACA A T 0.57 0.40 0.43 0.40 0.43 0.32 0.43 0.67 0.36 0.57 0.46 0.007 0.001 0.022 0.006 0.0006
rs388047 8 26.46TATTTTTGGACGCCAGAGGGTTAAGGAAGCTGAGTTCATCCCAGTATCTGCCT[A/G]CCCTTTCTACTGGGGTAGCTCCCGGGGCTCTGGAGAAATAGCACATCTGTTTGAAGAC A G 0.57 0.29 0.30 0.32 0.34 0.27 0.43 0.60 0.25 0.39 0.27 0.047 0.006 0.050 0.000 0.0001
rs1561817 8 26.56ATGACTGTGTAAATTGAATACATGCTTCACTAAACAGTGGCTTGAAATAAGCAAGG[A/G]AAACTATACTGCAATAGGATATTACTCACGAAAAATTTTGTTGAGATGGGAAGTCTT A G 0.69 0.48 0.44 0.35 0.48 0.41 0.80 0.56 0.46 0.62 0.58 0.023 0.063 0.004 0.001 0.0073 1 1

rs9797 8 27.61 CTCGCCTGCATGCTGATCAGAGTGTTGAAACTGAAGACGACATTGGCAAA[A/G]TGACTCAGACCCACAGCACAGATTTGATCAAGGGCACAGCTCATAAAAAT A G 0.40 0.44 0.54 0.46 0.50 0.09 0.27 0.38 0.50 0.54 0.48 0.006 0.040 0.011 0.131 0.0012 1
rs2015443 8 28.04GAAGAAAAGTAAACACTTAGGTCAAACAGTATCACCAGTTGTGACCTAAGTTAACAG[A/G]CATTCACAAAGCATAGGATTAACTACCTATGGGAAACTATCGCCATTTTCATCAG A G 0.14 0.29 0.31 0.28 0.36 0.41 0.47 0.38 0.21 0.24 0.29 0.023 0.004 0.000 0.001 0.0002
rs352436 8 28.43AAACCATCTGTCTACTTAGTCCTTTGATAGCAGTTAAAATTTTTTGTTCTTAAC[A/C]ATAATTTTTCCCCTAAATGTTTCCCTTTAAGCTTCTAATATGTCTGAGACTTAATTGTAACT A C 0.71 0.61 0.54 0.57 0.41 0.82 0.69 0.67 0.54 0.58 0.55 0.009 0.002 0.004 0.026 0.0010 1
rs189523 8 28.57 TTCTCATTTCTTGGTTCTTTGCTGACCCAGTTGTGGAGCTCAGCCCCTTGCA[A/G]TCTTTTTTCGTAATTCTCCCCCAAATCACTCACATAAGGCATTTGTGCATGTGACAGATAT A G 0.63 0.67 0.62 0.67 0.73 0.73 0.76 0.66 0.82 0.74 0.70 0.000 0.006 0.000 0.005 0.0051 1
rs241202 8 28.66GCCCAGAGACCGCTGGGAGCAGACACATGGAAGTTACCGTGAAACTTATGTAAA[C/G]AGTAAGAAAGATAAATTAAGCTGAGGCAGTTTAGGGGTTTCCGAGATGTTTCTTCTG C G 0.57 0.60 0.56 0.57 0.46 0.27 0.34 0.45 0.46 0.53 0.51 0.000 0.026 0.009 0.040 0.0051
rs1872923 8 28.92ATGGGCCCCTGTCAAATTCTAGCACCTACCATTTATTCAGGGGTTTCCCTTTC[C/G]CTGTAATCCAGCCTTTCTTATGCCTTCAGCACTCCTGTCTGCATTGGTGGAAATGCCATC C G 0.81 0.48 0.48 0.38 0.41 0.73 0.41 0.57 0.57 0.44 0.48 0.061 0.008 0.007 0.025 0.0007
rs1836851 8 31.28ATGGTTATGGGATTAGCAGTTATTGGTGTCTGCATATGTTAACCAAGATGAGGCAA[A/G]AGACCAGACTGCAACACTGTAAGACAAGGCATTGATTGGCATCTTAGGAATTGCAA A G 0.64 0.28 0.29 0.29 0.32 0.05 0.32 0.13 0.21 0.35 0.30 0.080 0.010 0.005 0.037 0.0001 1
rs1383895 8 31.76ATATCTTAAAAAGGCTTTATTACATTATGTTGATATCCATGGCAGAGAGTTCCAAAG[A/G]CATCCCCATGAAAGGGCTATAAATGTGAGGTTTGAAACCAAGGCAAGTCAAGCAGG A G 0.76 0.53 0.53 0.65 0.54 0.36 0.34 0.42 0.68 0.63 0.58 0.030 0.021 0.006 0.013 0.0029
rs1481747 8 32.12CAATATGAGTAACA[A/C]ATTATTCTAATGGGCTAGAGATGTGAGTTGCTCACCACTAAGATCCTATTCACCATAAATGATTGGCCTATAAACCATTCCCTGCTGTTCTCAGTCAAA A C 0.90 0.70 0.79 0.71 0.75 0.77 0.99 0.73 0.64 0.80 0.80 0.026 0.084 0.002 0.002 0.0006 1

rs7848 8 33.42CACGCATCTGTCCATAAATATGATTTATTGTACATTTCACATTGTATTTTCACATT[A/G]TAAGTTAAATTATTTTCCACCTTTCATTAAAGTTTTTTTAGGGTTTTTTGTTTATTGTGGT A G 0.74 0.64 0.64 0.68 0.71 0.68 0.25 0.58 0.57 0.66 0.64 0.021 0.062 0.001 0.009 0.0013 1
rs8685 8 33.42 ACACACCCTCTGCCACACTGCTCTCTTCCTTCCAGAAGCTTGGTTCTACT[A/G]TAAGCAACAGCTCCTTCATGGGCTGAGAAGGGGAAACCAGGATCTCCCCA A G 0.38 0.57 0.60 0.66 0.61 0.64 0.20 0.52 0.54 0.59 0.62 0.008 0.076 0.000 0.006 0.0019

rs1522845 8 34.71GATTGCCATTAAAATGCGAACCTGAGGGGAGAAATAACATATTAGAGTGTTTTTAG[A/C]CCATATATTTGAGGAGCTTTTGAATGATCTCTTAAGGGGCAGGCCATTTGGGAATA A C 0.26 0.86 0.83 0.82 0.88 0.82 0.76 0.77 0.82 0.85 0.84 0.173 0.006 0.002 0.000 0.0002 1
rs930706 8 35.04ATTTTACTAATGCTTCTCACCCC[A/G]AATTTTAAAAGCCTGATGAGTCACACTGAATGGCCAACTGCTTACATTTTCAAGCAGAACAGAAAAGCATTTACATACATAGGCACAATA A G 0.57 0.36 0.38 0.37 0.46 0.55 0.52 0.50 0.32 0.47 0.40 0.027 0.018 0.022 0.028 0.0007
rs23242 8 37.19GAGGAGCACATAAGAGAGAGCGATAAACTCCCTGCCTCCGAATCAGCCTCAGAG[A/C]AACAAGCCATACTCCTTTGGTGCTCATGGGCCTCTGTGTGCAGGAACTGGAGAATG A C 0.33 0.37 0.34 0.38 0.32 0.36 0.29 0.22 0.46 0.40 0.33 0.001 0.000 0.004 0.005 0.0000 1

rs1000236 8 38.49TGAACTACATATTCTCAAAAAATCCTTCCAGATCAGAAATGTTAGGATTCTGTC[A/G]ATCCATAAGGATGCCCATTAGAATGGAACACAGAGAGGTCTGGAAGAAGACAGGTGGG A G 0.33 0.39 0.47 0.43 0.46 0.41 0.54 0.51 0.50 0.53 0.53 0.013 0.000 0.003 0.003 0.0001 1
rs7295 8 38.85 AGCATTTTGGAAATTGAGTGTCCCCAAGTGAGCTTTGTTTATAAACTTTC[A/G]AAATGTCGGAAGTGGACAGGTTTGTTAAATCTTGTCTGCCAGCACCCTTT A G 0.24 0.29 0.36 0.34 0.39 0.14 0.34 0.31 0.29 0.36 0.25 0.000 0.005 0.000 0.010 0.0016

rs1901386 8 39.67CTCTATCAAACTATTTCTCTGACGAGGCTATTTCTGCCCATTGTTGGACATTATGG[A/G]CTGTATAGACTTTCCTTAGTCTGAGGAAATGTGACATGGCAGCTTTAGTTAATGTCC A G 0.26 0.43 0.50 0.54 0.45 0.59 0.59 0.75 0.46 0.52 0.49 0.028 0.008 0.063 0.008 0.0002 1
rs1481058 8 39.96AATAATTGATTAAATACAATAATGGAATAAATTGATCATTCAGTTGGATTCATTTGC[A/C]GGTTCCTGGTTTTAAAGCAAATCAGTCGGGAACCAGTGAAAAGCCTTAAAGCTCCAC A C 0.76 0.55 0.52 0.52 0.57 0.41 0.52 0.38 0.64 0.57 0.51 0.023 0.000 0.016 0.012 0.0002
rs1451687 8 40.46TCTGCGGCAAATGTTTAAGGCTATTTGGTTAAAGCTGTTTTCTAACATAAATTG[A/G]CTCTAGATCAGTCAAGATTTTTACTAAACTTCTGAAAGCAAAGAGCATCTTATCCATCTT A G 0.33 0.64 0.57 0.60 0.61 0.27 0.67 0.63 0.46 0.61 0.56 0.034 0.007 0.005 0.040 0.0000 1
rs868586 8 40.72 AGCCTCTCCCTCTAAAAAATGCGTAGAGTCATATTTGCCGTTGATTACACTAAG[A/G]TGTTAATGAGAATTAAACAACGTGTTACCCAGGAAAGCGCTCCTCAAACCACAATGTC A G 0.21 0.42 0.47 0.50 0.50 0.86 0.41 0.53 0.36 0.50 0.48 0.048 0.008 0.000 0.062 0.0000
rs1127379 8 41.14 TCCAGCGAGAGAGTTTCAAAAGCAAAACATCTCTGCAGTTTTTCCCAAGT[A/G]CCCTGAGATACTTCCCAAAGCCCTTATGTTTAATCAGCGATGTATATAAG A G 0.55 0.54 0.58 0.61 0.48 0.36 0.57 0.38 0.64 0.60 0.58 0.000 0.000 0.019 0.020 0.0000 1
rs749540 8 41.50ATAACTAGGGACTTGGCTAGATGACCTCAGAGACCTCGTCCACCTCTGAATTCTCT[A/G]TTTTTAAGCCCATAGTTCAAACTTTGGCTTTGATCTCTGAAGTCTTCTGGGTTTGGA A G 0.64 0.54 0.56 0.51 0.46 0.32 0.14 0.35 0.32 0.65 0.62 0.001 0.085 0.024 0.028 0.0039
rs474059 8 41.54GCCAGGGCTCCCAGGGCGTGGCGGCGCCCTGAGGGTCTGGGAGGCCTGAAGA[C/G]GAACGGTCGAGCTCACAATTGTGCACTTGGCCCTCACAACACCCCCTGGGAACCTG C G 0.47 0.42 0.42 0.38 0.36 0.23 0.20 0.35 0.36 0.57 0.54 0.000 0.020 0.003 0.020 0.0094 1 1
rs801100 8 41.57CAGAACGTCCTTGTCCATCGCCCTTGTTGATCTAATCCTCTCCACTCCCCAC[A/G]TCTCACCTCCTCCACAGATGCTCCCAGCCACCTTGGGGCTGGTTAGGGCCTCCCTGCTC A G 0.64 0.41 0.38 0.45 0.25 0.18 0.18 0.31 0.43 0.35 0.31 0.050 0.008 0.001 0.012 0.0005
rs1955185 8 42.57GGAAGAGGGTCTTTAGTGGTGGGCTGCGTGGATCTAACACATTTAACATCTTGAAG[A/G]CATGGAAGATACACTTAGTGGATTTGCAAATAACAAAAATAAGAGAGCCAGCCCA A G 0.19 0.77 0.78 0.78 0.73 0.73 0.74 0.71 0.68 0.76 0.74 0.179 0.004 0.001 0.002 0.0010 1
rs1548128 8 48.26CTTCCTGCTTTTTAAAAGTTTTGTGACCACAAAAGTTTTGTGACGAAAGCCCC[A/C]GTTATTTCATAGCATGCATCACATTGCAATATGTATTAATTTGTGGGCTACTTCAGGCTAG A C 0.90 0.39 0.30 0.32 0.32 0.27 0.01 0.54 0.36 0.42 0.28 0.197 0.100 0.033 0.001 0.0001 1
rs902619 8 48.30TGTTGTTGCCTTTTTCTTGGGTGAAAGTTAGGAAATCAGCCAGGAAAAGCAGATA[C/G]AACAATGAAGAACTTAGAGATGGTGCCTGGACACTTTGAAGAAAGTTCTTGTGCATG C G 0.90 0.39 0.31 0.32 0.32 0.32 0.01 0.54 0.36 0.42 0.28 0.191 0.100 0.033 0.000 0.0000
rs715906 8 50.17GATGCTCTCTTGAATGAAGAAAAGTCAATGATATTTCCTTTGGAGATTTCCACC[A/G]GAAAATTTTTGGATAGCTTGTCAGTCCTTACCAACAATAACTGTCCCTCTCTCAGTCCA A G 0.29 0.50 0.47 0.49 0.55 0.36 0.29 0.25 0.36 0.48 0.43 0.029 0.031 0.046 0.013 0.0010 1
rs898520 8 51.14 AGCTCCCAGTACTCTCAGACAGATTTGTGATTGAAGAATCATTG[A/G]CTTCACTTGGAAATCATCTCTATTTCTAGTGTTGTCTGTCACAGATAAAATGACAAATTGATCAAATGC A G 0.74 0.72 0.69 0.66 0.73 0.91 0.86 0.54 0.86 0.66 0.71 0.001 0.026 0.015 0.040 0.0003 1
rs718251 8 52.76CCATGCATGTAGGCAGGTGCCTCTTTTACTTATTCCTGGGGCTCACACTCCAGG[A/C]GACATGAGTACATGAATCTTAAGATCTGTGTTGTTACTCTTGGAAATCATTTGCACAAA A C 0.07 0.62 0.69 0.59 0.64 0.50 0.60 0.65 0.50 0.66 0.73 0.196 0.000 0.001 0.008 0.0021 1
rs185596 8 52.99TGTCCTTAGGTAGATGTGATTCCCCAGAACCCAGGACAGGACAGCCACACAGGA[A/G]GAAACTGACACACTTTTCTTAAATGATGGAATAAAGTACTGACTGTGTTTCAAGCAC A G 0.83 0.43 0.45 0.57 0.34 0.50 0.44 0.54 0.36 0.43 0.36 0.100 0.004 0.015 0.008 0.0037
rs716583 8 53.39CTCCCTGGAAGTAGGGTGGCCTAAGAAAAAGTGAGTGCTGCAAACAGC[A/G]GGCAGCTGAATGTCAGTCATGATGACAGGAGTTTGGAAGAGAAAGGATGGGACAGGAGAAT A G 0.67 0.71 0.67 0.74 0.61 0.64 0.59 0.72 0.57 0.68 0.66 0.000 0.001 0.017 0.000 0.0005 1
rs1837630 8 53.44TTTCACAATCAAGTTAACGAACATATTCATCACCACACAGTTACTATTTTGTGC[A/G]TGTGAGGGTGAGGACACAAGATCTACCGTCTTAGCAAATTTCAAGTGTATGATATAGTA A G 0.21 0.64 0.58 0.56 0.48 0.68 0.53 0.39 0.39 0.54 0.55 0.059 0.001 0.005 0.009 0.0003
rs731239 8 54.13 CCCAAAATGTACATTCAAAAACACATGCTCTTCCACTTACTGTTGAATAAAAAAAA[A/G]TCTCTTCAACACAGTAATAGAAGGGCATTATATAGAAAAAATAAAATCATTTTAATGA A G 0.33 0.57 0.49 0.51 0.45 0.27 0.15 0.41 0.57 0.58 0.46 0.007 0.060 0.005 0.020 0.0001 1
rs1425911 8 54.13ACAGTTTCCTTGATTGAAAAATGTCGTTGACCAAATAAAACTTGATGCACAGATT[A/G]AAAAACAAACAATGAACAAACGAAAACTAGTTTTTTGTTAGTACAGCTAAGACTGTCAA A G 0.86 0.45 0.52 0.49 0.57 0.91 0.99 0.64 0.43 0.45 0.58 0.059 0.196 0.009 0.092 0.0007
rs1437785 8 55.70GCATTCTTTAAACTACACAGCAAGGCTTTTAAGTGAGTATTATTACCCACCTTGT[A/G]CTAAGTAGGATACTGAGGATTAGTAAGGATAATCAGTCTATTTAACGTCACAGAACTAG A G 0.95 0.79 0.70 0.74 0.82 0.50 0.72 0.70 0.79 0.73 0.69 0.083 0.002 0.003 0.012 0.0001 1
rs1011925 8 56.10CACTCCAAATAGCATCCACTACTCTGATCTTCACCTGCTTTCTCTTCTAGAATTTC[A/G]GGTGAGCTCAGCTGACCTGGGCAGTTGCCATTTGGGAGCAAATATTAATATATGGTA A G 0.19 0.59 0.59 0.60 0.59 0.82 0.69 0.73 0.61 0.57 0.52 0.109 0.002 0.001 0.021 0.0027
rs1013087 8 56.23CAGTTATTAATCAATTCCCAGCCATTTGGGGCTGATTGTTTCAGCAGTTTTTGTTT[A/G]GCTTCCTGGACTGTCTCTAGAGAGCAATCTGACCTCCTGCAAGTCTCACTTACAGCA A G 0.93 0.48 0.55 0.56 0.59 0.64 0.63 0.77 0.61 0.54 0.56 0.114 0.005 0.021 0.005 0.0001
rs919023 8 57.61AGAGGTTTGGAGACTCTAAATTGAGTCAAGATATAGAGGCTTTCAATATTTTCAACC[A/G]TATCTTATGTAAGTACATTGATTATTAATGTCAGTTCTTCAAGGGTGAGGAACTAAG A G 0.50 0.66 0.62 0.60 0.59 0.55 0.94 0.52 0.64 0.57 0.65 0.009 0.068 0.017 0.006 0.0000 1
rs985942 8 57.87GTTTCCTGGAAGCCTCACAGAATTTTCTGAAGAGTCTGTGCAAGCAGCGGAAT[A/G]AATCCCAAGTGCCCAACAGTAGCAAAAGGTGGCCACAGAGAGTGCCATACCTGACGG A G 0.31 0.46 0.42 0.49 0.43 0.14 0.34 0.50 0.36 0.43 0.40 0.014 0.008 0.004 0.071 0.0010
rs1317890 8 58.34TGGAGGCCACTGAACCCATACCTTTCATGACCACCTTTGCAGTGGCTGGATATAAG[A/T]CTCTCCCCACTGAGAGTAAGACCATGCATTAGGTCTCTGTATCCTTAGCATCCTCT A T 0.10 0.70 0.75 0.72 0.71 0.64 0.90 0.61 0.64 0.71 0.73 0.250 0.019 0.013 0.006 0.0014 1
rs1873104 8 59.72TGATTAAGAAACATACATACAAAACCATGCACACAAGAACCAAGCTAACATAAAAATT[A/G]TGCTACAAAATGAATAGAAACTTCTGCTCTGTAAAATTTGCTGTGTTTGTAATTCA A G 0.76 0.60 0.63 0.69 0.55 0.64 0.52 0.53 0.43 0.64 0.66 0.015 0.007 0.007 0.000 0.0011 1
rs997493 8 61.05CCCTATGTACACTAAAACAGACCCAGTAGGTCTCCTGTCATCTCAGCAC[A/G]AGGTACCAGTGCCTTTGGTTCATGCATTTGTTTCTCTGGTGTACCTGCTGTAGGCTGATATTC A G 0.13 0.23 0.25 0.32 0.16 0.23 0.05 0.26 0.25 0.39 0.28 0.007 0.042 0.005 0.000 0.0005 1
rs595255 8 61.57GGTCCCTCAATGCAAATAAAGTCTACAGACTTTCAAGTACTGAGACAGAATGCA[A/G]GTATTAGCAAGGGGACTTGAAACTGGTAGTCTTCCTAGTTACTAATGTCTTAGTAAGT A G 0.86 0.37 0.40 0.38 0.34 0.59 0.41 0.58 0.54 0.39 0.33 0.105 0.001 0.005 0.008 0.0034 1
rs344278 8 62.92CCACGTACTATACATTCATACACACTAAATTAGGACAATGTTAGCATGCTTTTTAC[A/G]TGAATCACATCTTTCAAGTAACATTTGCCTTGGTTTCCTTTATTCTTTTCTTCCTCTTT A G 0.36 0.59 0.58 0.59 0.54 0.45 0.24 0.53 0.43 0.48 0.51 0.012 0.040 0.001 0.003 0.0008 1
rs718710 8 63.44 GCACCAGAGGGACAAACTCTTGGAGGTGAGACCAGTTCCTAAGACAGGGAGC[A/G]CAGGGAAGCCAGCTGCTAGAGAAGGGCAGTCTTTGTTGTGTCCAAAAGAAACCTGCA A G 0.88 0.54 0.58 0.66 0.48 0.55 0.73 0.61 0.71 0.61 0.62 0.060 0.014 0.001 0.000 0.0004 1
rs1351353 8 63.73AAATTTGCAAATTGACTCTTTATAACTCTAATATCTTTCCAACGCATGTATTT[A/T]AAAATGCACTTATTTCAAGCCTGGGGAACATATTGAGACCTTGTATCTACAAAAAATGAAAA A T 0.24 0.14 0.12 0.10 0.07 0.27 0.39 0.22 0.32 0.14 0.15 0.021 0.047 0.016 0.025 0.0015
rs1485506 8 65.12GAATGCCTCACACTTATTAAGGTTAAATATTGTTTCATGAAATCTTCTTTGAGTCCT[A/G]TAAATATATTTCTGAGCATACACTGTGTCACAATGTAAAATACATTTTTACTGTTTCT A G 0.36 0.36 0.40 0.46 0.48 0.68 0.58 0.44 0.46 0.45 0.38 0.004 0.015 0.002 0.031 0.0004 1
rs884839 8 67.07CTGCTGTTAACAAATTTAAGGGATTTCACCTTTGGATTTAGAGGTGAGAAGAGAATA[A/C]CCTTTAATAGATGAAACGCTTTTCTACTCCCAGAATGTCCATTTTCTGACCGTACTG A C 0.43 0.83 0.81 0.89 0.75 0.82 0.58 0.85 0.93 0.85 0.79 0.071 0.028 0.003 0.000 0.0010 1
rs1108 8 67.43ATATAATTTACACTTTTGATAGATACTGAGTTTTTGCTCATTTGCTACATGAA[A/G]CAGAGGCAGAGTATTCTGTGTGGGGTTTGGGACAGGAACACTGACCCCTGAAGTCGAGCC A G 0.36 0.53 0.53 0.55 0.52 0.73 0.25 0.29 0.46 0.43 0.51 0.009 0.048 0.025 0.020 0.0003
rs1172 8 68.18TGTTAGGGATAAGTGGGCATTGTGTTTACAAATTACTTCCAAAGAATTCAGAAAATTGTGTGT[C/G]TGGGAGGCAGGGTAGCAAGATAAAAAGAGGGAGGACAGCTGGGGTTGG C G 0.10 0.51 0.54 0.55 0.48 0.27 0.48 0.44 0.50 0.49 0.42 0.109 0.004 0.006 0.044 0.0100 1

rs1393901 8 68.48CATTTTGAGCCACTGCAAGCAGCCATCAGGGACTTAACCAAGCTTTGAGCCACCTC[A/G]CCTTACCTCGATTTCTAAAATGTTTTCAGTTTTAAAATCAAAAATTGAAACAAAAAAA A G 0.19 0.60 0.67 0.66 0.66 0.73 0.50 0.63 0.68 0.59 0.53 0.144 0.021 0.014 0.000 0.0122 1 1
rs1434929 8 69.60TAGCCTGGGTTGGACAATTCAAGTTCTTGGTTCTGAAGAACAAAGTCAGTCAC[C/G]CCATTGGCTCTGAAGAACCAGGTCAATATTAAATTGACTTAAATTGTTTTTGTTTTTATCA C G 0.70 0.68 0.66 0.67 0.63 0.36 0.72 0.54 0.58 0.70 0.70 0.001 0.002 0.004 0.054 0.0001 1
rs766871 8 69.63 TTATTTCTTATTAAATTAACACTAAAACTAATATAAGTCAATATGGGGCTTCTA[A/G]AGAACTATTTTCCTTTAACGAAAAGGGTTTCCTGAGGTTTGCAATTTAGGTAGATTAGTG A G 0.55 0.60 0.58 0.66 0.52 0.45 0.75 0.44 0.54 0.63 0.61 0.001 0.013 0.013 0.013 0.0000
rs933938 8 69.99GCATGGTCAAAAATGTCGATGATTTTTTTTCTTCCTGCTTCATGATAGGTCGT[A/G]TAGTTGTCTATTCTTCAGCTTTGTGATTAAAAGGGAAACATAAGTTGCAAGTCTGAAAATG A G 0.17 0.71 0.56 0.61 0.57 0.32 0.22 0.34 0.75 0.58 0.55 0.076 0.058 0.025 0.025 0.0000
rs695167 8 70.08AAATAAACAGGACTCCAGGCCTCACCAGTCAAAGTTACCCTTTGGAAACTAATTTCTCCCTCTTCCCTCTTTACTTCTGCTACCATTGAGAGAGAAC[A/G]AGAGAGAGAGAGAGA A G 0.86 0.53 0.49 0.50 0.52 1.00 0.77 0.71 0.68 0.48 0.49 0.065 0.048 0.013 0.202 0.0002
rs166537 8 71.54TGAAGTGTTTTAAATATGGTACATTTTAATGAGGTTATATACCAAAATAGCCTAA[A/T]CACCAACAATGACAGAAACATCCAGGATACAACTTGTGAAAGTAAAAATTTTTATTTTG A T 0.62 0.18 0.16 0.11 0.16 0.41 0.78 0.26 0.14 0.16 0.12 0.099 0.193 0.001 0.026 0.0049 1 1
rs1440369 8 73.62TTCAACAAGTATATAACATAACCCAGACACATATGCCATCAACATGTAGTTTTCTGTA[A/G]AGTGCCAGCTAGCACGTACTTTAGGCTTTGTGGGCTATATGGTCTCTGTCATGAC A G 0.79 0.48 0.49 0.48 0.50 0.91 0.32 0.69 0.46 0.53 0.45 0.037 0.030 0.026 0.103 0.0003 1
rs1007750 8 74.04AAACACAAACATCTAAAGGATTTA[A/C]TTCTCCCATACATTTTCATTTCTGTTCTTCAGACACACATATGTGTTTCTTCACTAAGTGAAGAATCAATTTACTGCTAAATCCATGCAGC A C 0.68 0.73 0.58 0.71 0.80 0.18 0.17 0.50 0.68 0.66 0.58 0.000 0.132 0.010 0.112 0.0005
rs1532577 8 75.16TTATAAGTTTTAAAAAGATTATATTGCATTCTTGAC[A/C]AAGGAAGTAGCATAAAATTAAATCCTGTATGTGAACAATACTCTATCATGGACAGAAATTGTCATAATCAACTTCTGTG A C 0.67 0.74 0.77 0.79 0.75 0.67 0.80 0.66 0.64 0.73 0.73 0.005 0.000 0.007 0.007 0.0017 1
rs2016354 8 75.61 GACTGAACCAGAGTCAAATATTGGAAAGCAACATAGCTTTTGCCTAAAACCTGGGT[A/G]TTTCTGTCCTCTTGTCCTGCAACCTCTCTGTAATGCCATATCACCTCTTTGCTGAA A G 0.21 0.44 0.48 0.44 0.61 0.64 0.22 0.33 0.29 0.60 0.58 0.040 0.041 0.014 0.008 0.0047 1
rs10701 8 75.82ATTACCTAATTCTGTGGCAAAAATGGTGCCTCTGATGTTGTGATATAGTATTGT[C/G]AGTGTGTACATATATAAAACCTGTGTAAACCTCTGTCCTTATGAACCATAACAAATGTAG C G 0.43 0.60 0.60 0.58 0.55 0.91 0.94 0.70 0.61 0.57 0.64 0.018 0.082 0.008 0.064 0.0011 1

rs1464092 8 76.53 AGATTAATAGGCACATACCTCACAATTGCAGCCATGTTAATTACTACGATTAGG[A/G]CTACTATTTAGTGGGAGTCTAGTATCAGTCTTCAACATCTATCTGCCCTTTTAAGACAT A G 0.88 0.57 0.60 0.55 0.59 0.32 0.11 0.60 0.61 0.63 0.62 0.047 0.139 0.000 0.041 0.0002 1
rs1380229 8 77.12AAAAACATTGCCACAACCTCCCCCTTCCATTCCTCTTTTCCTCATCAGATAAAAA[A/G]CATTTGAAGCAATTGTCAGTATACATATTTGTTCTTCCTCTCTTTGAACATCTTATATTT A G 0.74 0.41 0.40 0.33 0.46 0.50 0.64 0.30 0.46 0.43 0.46 0.086 0.036 0.001 0.012 0.0058 1 1
rs1483813 8 77.89 GAAGATCATGGTTGGAGATACAAATATGGGCTTTGTTGGCATTTTGATGACAGCC[A/G]AGGGACTAGATAAGATATTTTAGATAAAAAGTGTTCAAGGACCGAACTCTGAAACAT A G 0.85 0.51 0.52 0.44 0.46 0.50 0.73 0.45 0.54 0.48 0.45 0.096 0.031 0.001 0.000 0.0005 1
rs906998 8 78.58 GAAGTCAAGTCCTCAGTGTCCATGTCCTTTAACTTCACTGATACTTGAAAAGAT[A/G]GGGAGTCTTTCTTCAAAATGGAGAGAAAGGTTATTCCTTATTCCTTGAGAAGGCATTTG A G 0.43 0.48 0.49 0.55 0.45 0.45 0.68 0.42 0.61 0.47 0.48 0.003 0.024 0.004 0.001 0.0000 1
rs879256 8 78.94AGTTTCCACCCTAGCAGGGTCAGAAAACACAGCTAGCCAGTGAAAGTAAAGGA[A/G]GCAGAAAGACATGGTCCCCAATCTTACAGGAAGCAGCACATCCCTCCCTTCCTCTTGA A G 0.10 0.38 0.34 0.34 0.32 0.18 0.40 0.20 0.43 0.31 0.32 0.046 0.001 0.007 0.016 0.0003
rs603733 8 79.97ATTCACTAGAGCATAGACAGTAGCTGATTTATTTTATCTCTCAGGTAATGGGGCT[A/G]TTTCCACATGACATCAAAACAACCTTTGAAAGAGGGAGAAAAATGATCTAACATGTTT A G 0.68 0.67 0.67 0.61 0.70 0.56 0.81 0.67 0.79 0.67 0.64 0.001 0.011 0.002 0.006 0.0000 1
rs2098898 8 81.02 TCAACTATTCGTCTCTCTCACTCAGGAATCTAGTTTGAGAAGTGAGATGACATTGC[A/G]AGTAGAAGCTGAAAAAACTTGAAGAAGCCTTGAGGTATAGGTAGGCTACAGTGAG A G 0.65 0.34 0.39 0.59 0.41 0.36 0.51 0.41 0.36 0.36 0.38 0.043 0.006 0.000 0.000 0.0009 1
rs2162229 8 81.10GAGCCTAAGGTGGGGAGGGGAGGATGCGGTGAGCCACA[A/G]GTTCTCAATGTTCAGAGAGCCAGTGTCCTTAAATAGCGAGGTGAAGAGCTCAATTAGGAACCAAAGCCAAA A G 0.45 0.48 0.42 0.41 0.43 0.82 0.56 0.40 0.61 0.40 0.40 0.000 0.005 0.001 0.076 0.0012
rs717340 8 81.10GAGGCCTCAGTTCCTACTGTGTGGACCTCCACTTGGAGCTGCCTGAGTGTCTTCATGACACACTCTCTCTCGGATCAGAAAGGAGAC[A/G]TTAGTAATGCCAAGGATACTCCTT A G 0.79 0.53 0.58 0.59 0.57 0.14 0.36 0.60 0.39 0.60 0.59 0.037 0.013 0.001 0.100 0.0007

rs915 8 82.62 TAGACTTATTGTAGGTTCGTTTGAGCTTTGTGTTGTAAAATTAAAAATGCTTCT[A/G]TAAAGTTTTCAAGGTAGGGAGTGATTTTATTATTGTGTATATCTAATATATTAAGTATGTG A G 0.48 0.36 0.34 0.30 0.25 0.77 0.29 0.24 0.43 0.37 0.38 0.011 0.002 0.005 0.089 0.0031 1
rs1020490 8 83.89GAAAACTATAAGAAAAAAAAAAAAGACCTTAAGCAATCAGCACAATTA[C/G]GGTGGGGCAGTTAGCTGATTGAAAGAAACTGGGGAATGATTGGAAGCCAGGGAAATGGAGATG C G 0.62 0.40 0.40 0.41 0.41 0.09 0.10 0.41 0.57 0.47 0.44 0.018 0.082 0.000 0.087 0.0009 1
rs729336 8 85.35 TTTGTGAGCTTCTTTCGTAATAAAGACTCGTCAAATTTTCTACGTTATTTATCTTT[C/G]CCACCTTACGTGATTGTAGGCATCCAGAATTTTCCCACTGAGAGTGTTTATTAATTTG C G 0.17 0.43 0.46 0.41 0.29 0.55 0.22 0.67 0.29 0.40 0.42 0.051 0.029 0.042 0.005 0.0014 1
rs20571 8 86.43GACCACTGGCATGAACTTTTCCCAAATGCCAAGGGGGAAAACCAGTCGCCC[A/G]TTGAGCTGCATACTAAAGACATCAGGCATGACCCTTCTCTGCAGCCATGGTCTGTGTCT A G 0.19 0.63 0.57 0.61 0.66 0.50 0.25 0.46 0.79 0.63 0.60 0.108 0.097 0.029 0.012 0.0000 1

rs1458132 8 87.72ATTCCATTATATTTTAAAAGTTAAAAAAAAAGAAAAACAGGGTGTCTCAATCTTTATA[A/T]CTCTGATGCTCAATAAATAGGTTTTCAAAAGCAATAGAGCTTTGACATTAGAGTTCC A T 0.81 0.53 0.53 0.57 0.57 0.64 0.60 0.48 0.50 0.44 0.49 0.037 0.007 0.003 0.005 0.0014 1
rs1902866 8 87.81TCTATTTTAGAGTTTTTTCTAACTAATCTTGTAAGATGATCAGTGAAAATATATT[A/C]CATTGCTCCAGAAGAAAAAGAAATGGAAGAGATATCTCTATTAGAAGATGGCAAGGTTG A C 0.48 0.58 0.59 0.59 0.48 0.33 0.39 0.47 0.50 0.67 0.62 0.014 0.038 0.029 0.047 0.0014
rs1519938 8 89.13GTGGTACTGGTGGCTATGGGGAGAATTAATTCATTTGTACATCCTCGATTCTAACT[A/G]TGTGTGAAACTATTTTTGTATCACAAATATGCATGGCACAAATCTGACATCTTCATG A G 0.55 0.57 0.58 0.67 0.46 0.50 0.56 0.59 0.54 0.52 0.56 0.001 0.001 0.001 0.005 0.0005 1
rs1879202 8 89.25TGCAACATTAATTTTTAAAAAGGAAAAAAAGTCATTGGAAGGATTCAGTTGAGG[A/G]GGAGGGGTGAAATATATAAATAGAGACAAGATCATCAAAAGTTTTATCTCTTCAGTAAG A G 0.26 0.67 0.66 0.72 0.63 0.75 0.58 0.66 0.71 0.60 0.65 0.074 0.008 0.001 0.005 0.0003
rs999544 8 90.25 AAATAGTTATTGGGAAGGTACTAGAAATTTATAGAAAGCAGTGACATAGATTT[A/G]CAGTTTAGCAAAACAGGAGGATGTGGAGCAGGTGACGTGGAAAGAAGAATCTGTAGGT A G 0.55 0.65 0.70 0.71 0.64 0.59 0.67 0.57 0.61 0.60 0.70 0.016 0.000 0.003 0.004 0.0000 1
rs150615 8 90.59GCTTAAGGGAATCCCATGTGTCTGGGTCCTAGGCACTTCTTACCAATGACAGAT[A/G]ACACCCTAAGAAAAGGAGTTATGGCCAAAAACCATGCACCATATTCCTTGCTGAAAAA A G 0.50 0.49 0.46 0.58 0.41 0.27 0.32 0.14 0.61 0.47 0.42 0.000 0.014 0.076 0.020 0.0034
rs160437 8 90.64CTTTGGATTAGAGGGGAGGCAGGCAAAATAATTTATCTGACAACTTCTTGTAATCTCCTGTTCCTCCTT[A/G]GCTAATATTTTTCCTCCAGGGCCTTAACCAGACCAAACTCCTCT A G 0.55 0.42 0.41 0.52 0.50 0.27 0.39 0.28 0.54 0.41 0.40 0.015 0.000 0.016 0.009 0.0005
rs218902 8 90.69TTAAGGAAGCTAATAAGAGTCCAAGATTCTCTGAGTGCCTTTGTGAATTATTTC[A/G]TCTGATTCATGTATGTACCTTCATATAATGGCTTTTAATATTGAGGAATATTTGGAGATT A G 0.95 0.53 0.57 0.66 0.54 0.36 0.41 0.33 0.68 0.56 0.51 0.104 0.023 0.052 0.028 0.0028
rs40380 8 90.77ACAGAATGTGTAATTAGTTTACAGAAAAACAAAATCTGGAAACCTAATCACTAGA[C/G]TGTGAATTTAGAAAGCAGTGAGGTAAAAAGGAGAAAAAATCCTCTCTGTTATGAAAAG C G 0.64 0.52 0.55 0.50 0.55 0.59 0.71 0.71 0.39 0.60 0.55 0.008 0.024 0.022 0.003 0.0002
rs28144 8 90.78AAAATATGATGCTTTGAAAAGAATGCTCTTCAACAATATTTAAGCTGGCCATGC[A/G]TCAATAACATAATACTGCTCTTAAAATGGTAAACTCTTGCACAGGGATGAAATTAGTAGC A G 0.74 0.53 0.53 0.60 0.46 0.36 0.34 0.21 0.68 0.46 0.56 0.019 0.026 0.065 0.020 0.0000
rs997898 8 91.86AGTCTTTAATGCCCTGACTATCTTCTCCCATTTTTTTTATCTGAACTTTGAAGCTAT[A/G]CTTTACACCTATTGTTGTTACATAAGATTTCAAATTATACTTCATTACCACAAGGCAG A G 0.83 0.32 0.37 0.34 0.38 0.86 0.81 0.30 0.32 0.35 0.34 0.108 0.094 0.019 0.116 0.0001 1
rs997899 8 91.86GTTCAGATAAAAAAAATGGGAGAAGATAGTCAGGGCATTAAAGACTATATACAG[A/G]CTGGTCAACTTCCCTAAAAGAGAGATTAGGTGGGTTGTTTCTTACAGTGCAGAGGTTC A G 0.24 0.68 0.63 0.66 0.63 0.14 0.19 0.70 0.68 0.65 0.66 0.073 0.094 0.019 0.116 0.0001
rs1025908 8 92.86GTTACAACTAACAACGCTATTGTATGTAAGTAGATGGGGTTTGATGTACAGCCAG[A/G]TGTACCAATCCTGAGAAAAGACAATGCTGCATTGCATTATCAATTTAATAAAGCATGT A G 0.17 0.57 0.52 0.49 0.55 0.18 0.15 0.17 0.43 0.41 0.48 0.055 0.054 0.052 0.046 0.0002 1
rs536161 8 93.47CTTTGTTCTAATGTCGTTAATAAGGCGGCTCCACAAACAGGACTAAGTAGGGA[A/T]GTGATCAGGTTGCAGAGTTGGGAGTGTTGTTTTCTTCTGACCACAGGCAGAACTCATCA A T 0.57 0.26 0.27 0.26 0.23 0.45 0.65 0.47 0.18 0.21 0.27 0.058 0.085 0.008 0.020 0.0004 1
rs1449233 8 93.51GCAGTTCTTTTTGACTCCAGGTTCAACCCAACTCTTGGTTCCATTGTTTTAGAAAAT[A/G]CAAAAGGTTTGGTCCTAATCTACAGAATCCTTTAACTACATTTCCAGGTTTTGTTTTG A G 0.88 0.53 0.53 0.53 0.55 0.50 0.42 0.61 0.39 0.56 0.50 0.074 0.015 0.000 0.002 0.0025
rs1483457 8 94.10TCAGCGGTGGACTATTATAACATGGGACATCATGGCTGGCTTACTTGGCTGTTA[C/G]TCATATGATCTAGACAGTACTTTCATATGATAATAGCAAGAGCCATTGCGCTTCTGTC C G 0.81 0.70 0.68 0.70 0.66 0.59 0.75 0.80 0.50 0.65 0.56 0.003 0.001 0.001 0.010 0.0056 1 1
rs931476 8 94.35CAATGGGGCTGACATCTAAGCTGGAAGAAACCAGGAACTCAAAGCACAAAGAAAA[C/G]TATTCTTGGCTGAGGCAATGGTATGTAAGAAGTTTCTGAGGCAGGAAAGAACTTGG C G 0.43 0.43 0.40 0.51 0.48 0.50 0.77 0.47 0.42 0.38 0.44 0.001 0.051 0.002 0.003 0.0007

rs911 8 94.89 TGTGTGGCAAAATAGAAAAT[C/G]TTTCAATTACATTAGGAAATCGGGTGGATAACGGAGTATAGTTATTCCACTTAAGAAGCATTCCAGTCAAATAATCACAAAAACAAATTCAGA C G 0.38 0.58 0.58 0.54 0.64 0.23 0.06 0.47 0.61 0.45 0.57 0.008 0.149 0.001 0.052 0.0000 1
rs1051624 8 95.10CAGGTACTCATGCCCGACTGTCTACCAGGCACACAGACTTTGAGGAGAGGG[A/C]GTATGTCGTCTTGATCCGCATCAATGATGGGGGTCGGCCACCCTTGGAAGGCATTGTTT A C 0.67 0.39 0.47 0.41 0.38 0.59 0.66 0.45 0.25 0.48 0.46 0.014 0.014 0.000 0.003 0.0002
rs11785 8 95.67GCAAAGAGCCAGGTATGCTGCATGCTGCTTGCTGTAAGTTACGATTTGGCTTCACT[A/G]GCTCAAATTTTTTCACTCCACCAAAAGATAAGGCACAGGCCCGTTTGTCCAATCAA A G 0.07 0.39 0.37 0.43 0.36 0.82 0.45 0.50 0.36 0.42 0.40 0.061 0.013 0.005 0.140 0.0013 1

rs1441394 8 96.20ACAGGCTCAGAGCCCTCAATGGACATGCCTGCAGACACACAGCATTGGTATAAG[A/G]AACTTTTTAAAGGAATAAAAGAGTCTTGGAAGTTATCAAGTCCAGCCAGGGGTTGCT A G 0.69 0.51 0.49 0.49 0.43 0.77 0.89 0.41 0.57 0.54 0.55 0.040 0.012 0.002 0.100 0.0026 1
rs714552 8 97.14CTAATGTGTCCTGCAGAATGGGCGTATGTGGATCTGAAAGATAAAGAAGAAAAAT[A/T]AAACCCTTGAGTGAGTTTATCAGCTCTTCTGCCTTCCATGTTCTCCAACCACCTCTGC A T 0.74 0.66 0.66 0.56 0.66 0.32 0.08 0.55 0.50 0.61 0.60 0.014 0.142 0.001 0.037 0.0003 1
rs874643 8 97.50CCCAGAAAGATGTAAATAAGCAGAATAAAGCTGGGAGAGGGAAGGCGGTAATGCCT[A/G]AGGAACTAGATGGGCTGGCATATGAGGGACCAGTTAAAAATGGAATCTCTGTGG A G 0.86 0.80 0.84 0.77 0.77 0.36 0.36 0.55 0.75 0.84 0.88 0.001 0.132 0.050 0.131 0.0031
rs714046 8 97.59 CCTCTCCTCTTCTCAGGATATCGGGAACTACTGTCATTATCCATTCCCTCAAT[A/C]AACCTCACTCCTTTTCCTTCACTCCTTTAGCTTTTAACATTATACCTTGGCTGGCTTTGTG A C 0.17 0.21 0.22 0.20 0.27 0.14 0.09 0.35 0.32 0.20 0.17 0.001 0.016 0.015 0.005 0.0014
rs736191 8 99.15AAATTGACAGTTACATAAATATATCTCTAAAACTGTCAGGATGAAAACCATCCC[A/G]TTCTTGACAGGAAGTGAAGTCACAAAAAAAGCTAAACTGACACTGCTATCGGGGGCCTC A G 0.50 0.53 0.54 0.48 0.54 0.64 0.45 0.29 0.54 0.54 0.50 0.000 0.005 0.042 0.008 0.0010 1
rs2453628 8 101.10ACCACAAAAATAAAGTGCTAAATTTAATCATTCCTCTTGTTTTGGAACCTCCTTGGGA[A/G]CCCACAGTACATCCATCAATAAATGTTTGGTCAAYTTTTCTTATTGCTTTCCCTCAC A G 0.76 0.61 0.49 0.45 0.39 0.64 0.94 0.60 0.68 0.48 0.53 0.025 0.131 0.007 0.010 0.0002 1
rs2022922 8 101.43GAGCCCCATAAACCGCCTACCGCCTGGACTTGGCTTCTCTAACAGTTGCTCAAGAAC[A/G]CTGGCACACAGATTGAGAGGCTCAGCACAAAACGCCTCGGTTTTCTTCATTTTCT A G 0.64 0.84 0.79 0.87 0.70 0.41 0.69 0.48 0.79 0.70 0.72 0.016 0.014 0.056 0.083 0.0013

rs1609 8 101.54CAAGGTTTTTCCTTATCTAGCTTCATTTCTCTCATGGTAATTAATGTAATTATGT[A/G]TAGAATTAAGACCACAATAAGGGAGATGATCAGAGGAATCTGTATAGTGTAATTAGAAAA A G 0.74 0.51 0.60 0.55 0.63 0.90 0.75 0.76 0.61 0.61 0.64 0.011 0.009 0.015 0.068 0.0002
rs2155881 8 101.60ACCAGGAAAGCTTAATTTGAAATAAAGTGCTGGGATGGGACTTGCCCTAAAGGAG[A/G]CTTTAGTAATCTCATCAACCCTGAACTGGCGGCTCAYCTGCCTTAACTGTGTTTCCT A G 0.50 0.64 0.67 0.70 0.71 0.73 0.56 0.63 0.79 0.69 0.70 0.023 0.077 0.010 0.183 0.0000
rs614961 8 102.24TTGATGAAATTTTCAGTTAATGATTATTTTAATGGCCCATTGTCTCTGTGTCTTTGTG[A/G]ACTTCCTTATATCTTCAAAAACTTATAAATCATAAAAACAAAATTAAAAAGTTATGAT A G 0.57 0.63 0.64 0.73 0.66 0.68 0.77 0.78 0.75 0.64 0.68 0.008 0.008 0.002 0.000 0.0008 1
rs500318 8 102.25GTGAGGACACAGACAAACTGTATCAGTACATCTCACAACACCTAGAATCCAGAC[A/G]CCAAGGATGATGCACAACATTTCCCTGTTTTCCCCACCAATTCACCCTTAAGTCTATG A G 0.43 0.58 0.61 0.55 0.50 0.50 0.61 0.81 0.57 0.58 0.63 0.035 0.002 0.005 0.024 0.0000
rs718262 8 102.93ATTCAAATGAGGGCATCACAAAC[A/G]CAGCCTATCAGCCCTGCAATCTCAGGAAGAAGAGAAACCACCTGGAAAGATATTACTAAGAAGTCAATCATGATAATAGTGTGGTACAG A G 0.38 0.46 0.49 0.49 0.50 0.32 0.22 0.43 0.57 0.56 0.56 0.001 0.025 0.000 0.009 0.0065 1 1 1
rs930266 8 103.64CCAGCCACCCGGAGTCCCAGCAGACCACAAATGACTTTTGGAACTGAACACC[A/G]CTGCTGCTGTGCTGATGGGACCTTAGAGCCAGGCCCTAGATGAACCCGTTTCACCACC A G 0.43 0.54 0.47 0.55 0.50 0.45 0.40 0.50 0.79 0.60 0.51 0.005 0.008 0.001 0.003 0.0009 1
rs2131858 8 104.29CATGTGACAACTACAAATCTAGTCCAGAAGTAATCAGAACACATTTGACAGAAG[A/G]GCAGATGGCTGAAGAAGAAAGGTCTCCAAGGGAAAGGAGCGGGGATTGAGATTGAC A G 0.12 0.36 0.37 0.30 0.34 0.64 0.26 0.34 0.39 0.29 0.44 0.074 0.024 0.007 0.011 0.0020 1
rs1370009 8 104.31ATTATCAACACAGGGCTAAGAAGAAAGCAGAGCCTCTTCTTTTTCACTTTATTTACAAATAGATTTACCAAATACCTCTGTAGTTTGTCTGAGTGA[A/G]TGCTCATTTAGTTATACC A G 0.26 0.44 0.46 0.41 0.39 0.72 0.80 0.50 0.43 0.40 0.49 0.041 0.032 0.002 0.014 0.0004
rs1370008 8 104.31GGAAAAGATACAAGGAGGCAAAACATGAATTACTGCCAAAACTCTGGAAAGAAATAGAAAAGAATTGGAAGCAGCACAGAAAA[A/T]ACACATTTCCTATAACATGATAATGGACA A T 0.24 0.44 0.46 0.41 0.39 0.64 0.76 0.47 0.43 0.40 0.49 0.049 0.018 0.007 0.003 0.0004
rs1460239 8 105.77GTACATATAGAATATTTCCAATTACACGGAAGACAGCAAAATGTGATCCCTTAAT[A/G]TACTGTATGTGCAACGTGGGTAAGTTAATGCTGTTATGAGAATGTTAAATTTTACAACC A G 0.38 0.60 0.56 0.71 0.59 0.36 0.47 0.60 0.54 0.53 0.62 0.014 0.004 0.003 0.013 0.0027 1
rs169566 8 106.02AGAAGCAGTAAGGATAACTGGTATCACAGAAAATTGGGCTCATGATGTTGAAGAGA[A/T]CTGAAGCTGAGAATACATCTGTAATGCAGAAGAAAATAATACAGAAGAGAAAAGGG A T 0.81 0.59 0.61 0.55 0.61 0.73 0.51 0.49 0.79 0.49 0.58 0.016 0.005 0.005 0.003 0.0005
rs1375956 8 106.52GGGTATCATCTTGGAAGTAAGAGGACTTGGCTAGCAAGCACAGGAAACAGCAGTGG[A/G]ATGTGCAGCAGCTAAAAGTCAGTCTACCAGCTGGAGGGCCACAGAAAGGTCCGT A G 0.10 0.46 0.43 0.52 0.48 0.27 0.43 0.28 0.50 0.40 0.40 0.092 0.000 0.015 0.017 0.0006 1



rs1872283 8 107.77AAGTCCTGCATCTTGATTCATGCCTGTATTCTCACAACATCATGAGCTATTTGCT[A/G]TTTGGCAAAGGACAAATTAAGGCGGAGGATGGACATTTCTCAGGGAAAATTTCAGCTC A G 0.81 0.61 0.63 0.77 0.50 0.64 0.50 0.63 0.46 0.72 0.64 0.025 0.008 0.000 0.000 0.0000 1
rs1954728 8 108.08GGCAGTACTAAAATAATTGCTCCAAACTTCCAACTATGGTTCTAGGAGGATCAT[A/G]TGGAAACTTTTTACTCTCAGGCACCATGTTCTAGACTCTGATTCCTAACTGAGAAGTAG A G 0.90 0.60 0.64 0.57 0.59 0.95 0.51 0.86 0.57 0.67 0.68 0.040 0.008 0.043 0.076 0.0002
rs1370294 8 108.71ATAAATAGGGCTTCTAAAACATAGTCA[A/C]ATTTGGGCTCCAGATTAGGGTGGAGCTGAGCTTGTAACATCAAAGTTCTTTGTGACCTGCAGTTGAACAGAGTTTGGAAAGTCAG A C 0.21 0.52 0.47 0.39 0.41 0.59 0.06 0.39 0.43 0.41 0.47 0.015 0.087 0.006 0.018 0.0005 1
rs1457210 8 109.22CAATCATGTTTTTACCCTGGCTCTAGTTTTAATCACCTCCTTCTCTTACCACA[A/G]CTCTCAGCTAACTTGTTACTCTATCAGACTTTTCTCTAATTTCCTTAATTCCTATCTGAGTT A G 0.64 0.60 0.55 0.60 0.64 0.50 0.35 0.52 0.61 0.56 0.58 0.001 0.046 0.006 0.010 0.0002 1

rs5772 8 110.06AGGAGTGTAAATGTATTTCAGAGCAGCTCAGGTACTAGAGTTTCTGCAGAACTTA[C/G]ATGATAAGCAACGACAAAGCCAGCTGCTTCTAGACCCCTGGCTTATGATTTCAGCTT C G 0.45 0.57 0.62 0.63 0.48 0.50 0.83 0.72 0.61 0.53 0.61 0.011 0.022 0.012 0.008 0.0000 1
rs1783152 8 110.44 GGTACAAGGCTTCTAATTGAACCAGATTTGCCATTCCTTTTTCCTGTTTTTCTC[A/G]GCTTACTGACTTTGATATCAAACTTTTCAATTCTAGTTGGGACACTGAGCTATTCAAGTC A G 0.64 0.50 0.46 0.49 0.48 0.55 0.23 0.25 0.46 0.54 0.45 0.014 0.038 0.034 0.001 0.0002
rs1019603 8 113.70 CAAGCTGCAGGGATCAGCAAGTATTATTTGTCCTCTCTTTCACCTGGACTGTAA[A/G]TGTCTTGTGAGGAAGAATTGTGTCTTTATCTTTGTGTATTTCCAGTCTAGAACACAATA A G 0.62 0.25 0.28 0.28 0.34 0.41 0.24 0.32 0.29 0.24 0.27 0.052 0.000 0.001 0.012 0.0006 1
rs996252 8 113.97TGAAGAAAAAGCATAACTTTGGATTAAGTTTAAAACTAGGATTTGATTCCAGGGAAT[A/G]AGATTGCAGAAACATGATTCTACGATGCTATAGAAACCAGCATTGCTACTATCTTC A G 0.10 0.51 0.48 0.50 0.48 0.05 0.00 0.23 0.36 0.42 0.34 0.070 0.170 0.027 0.107 0.0079 1 1
rs727678 8 114.65CAATATACAAATTCACTAATCAGTTGTTGAGTAGAGTAATTAAACTTTTGGGAAATTG[A/C]TAAATAATATTAGTGGTTAATTAATACTTACAAATGTAAAAATTTTGCCATATGCTTT A C 0.29 0.65 0.64 0.68 0.63 0.32 0.16 0.49 0.54 0.58 0.59 0.076 0.151 0.013 0.065 0.0003 1
rs925760 8 115.18TCATACAAATTGTAAGTGGCTTCTTATTGCTCAAAGTAACACACAGGTGTCTTA[A/C]CATGTGTCTTCAATGTACATGTTTAGTTTAATTTTCCATTACTTCCTCCTACGCATGCTAA A C 0.05 0.49 0.46 0.49 0.46 0.18 0.27 0.37 0.46 0.46 0.45 0.160 0.023 0.019 0.067 0.0000 1
rs1353277 8 116.04TCCCACTATGTCCCATAATCAGCAGTTTTGTCAACTATCTTTTATGAATGAAGCCCC[A/G]ACTAGCTCTCCGACAAAATAACTTACATAATTTTGTCCTCATTGCCAAAAGATATGG A G 0.50 0.79 0.75 0.79 0.77 0.32 0.29 0.54 0.75 0.72 0.77 0.019 0.063 0.011 0.065 0.0003 1
rs1494754 8 116.12CAGTCCCAAATGTGACTTCAATTATAAAAGGACCATCCAGCTTGTTCCAGTCAACTC[A/G]GAAGAATCATGAGCAATAATACATTTTTGTTGTTTGTACCCACTACATTTTGGTTTG A G 0.40 0.42 0.50 0.32 0.52 0.45 0.63 0.41 0.38 0.40 0.45 0.010 0.008 0.002 0.002 0.0014
rs1384810 8 116.44ACTCCTTAGGGCATAAAGTCAGAGAACAGCAGCTTATTCCAGACCACTCCTCTAAAT[A/G]TTAATGAAACTTACATAAATCATACATAACATATACTATCCCTTTGTGCTGGAAAA A G 0.88 0.55 0.53 0.54 0.64 0.95 0.84 0.67 0.79 0.57 0.60 0.086 0.050 0.002 0.123 0.0028
rs1628373 8 118.25TGGCATATTCTCCTGTTCAGGAGAATGTACCAACCTTACCATTTAATGTCATTTACT[A/G]TACATTATGACTTACCTTGTGCATCACTTTGTCTAAGAAGTCTAACTGATCCCTTTCT A G 0.69 0.58 0.52 0.54 0.48 0.36 0.53 0.32 0.71 0.54 0.47 0.035 0.002 0.007 0.005 0.0018 1
rs963014 8 118.29CCATTTCTTGAACTCTGAGAGACTTTTTCTAGTATCAGTTCTGAGGAGCATTGCT[A/G]TTTTCCTTCCTATCATCTGGAAGACCTAGACTTTAAAACTCAAAACCTGAGAAAAACTT A G 0.45 0.51 0.55 0.65 0.61 0.95 0.68 0.54 0.68 0.56 0.59 0.007 0.000 0.002 0.086 0.0014
rs769322 8 119.63TAAAGACACATCCTTTTTATAGGAAATAGGCATGAGATAAATGCTCACCCACTTTAAA[A/G]AAGAAATCGATAATTGTAATTCACTTGAAAGAAAGCAGTCTTAATTTATAAGCTTT A G 0.79 0.34 0.36 0.37 0.32 0.59 0.25 0.46 0.25 0.45 0.33 0.105 0.009 0.001 0.024 0.0010 1
rs715954 8 119.78AATTCAAGGAGAAAAATATTTCTTAAACCAAGTGCCAATCAACACCATTTATGGT[A/G]AAGTATTGTAATCACCATATGAAGTCTGGATTACTTAAATATATCTAGCAGTATAAATG A G 0.29 0.34 0.27 0.30 0.21 0.45 0.44 0.26 0.39 0.28 0.20 0.000 0.024 0.002 0.034 0.0043 1
rs1346014 8 120.18 CAGAACAGGCAGCTTTAATGAGGTGGGGACATTTGAGGTTAGCCTTCAATAATGAGCCAT[C/G]GTTCATTAGAAAATGGGAAAGAGAATTC C G 0.07 0.26 0.25 0.26 0.23 0.55 0.33 0.27 0.25 0.27 0.23 0.049 0.000 0.000 0.032 0.0015 1
rs2034843 8 121.30AACATAAAAATAACACACATACCTATATATTCTATAATTGAGGAAGATGTTTTT[A/G]TAAAGAACATCACTTGCTTTCTGCCTTAAATCCTTCCACCAGGGAATGAGGAGCAAACAC A G 0.33 0.62 0.56 0.55 0.68 0.64 0.54 0.51 0.61 0.61 0.62 0.014 0.005 0.003 0.018 0.0047 1 1
rs2034844 8 121.30AATGAAAGACAGATCCCTCTGATAGAGATTCCCTGCCCAAGACTCTCTTAGGTC[A/G]TGAAAGATACTAATTCATCTTTTCATCTGGTCCTTAATGACCAATAATGGATCCTCTTTC A G 0.21 0.57 0.52 0.54 0.64 0.64 0.54 0.49 0.61 0.57 0.56 0.034 0.009 0.005 0.025 0.0036
rs1433396 8 121.96ATTATTGTGATACAGTATGGAAAATGTATAGTTCCTTAGAGAATAATTGCATTTT[A/G]TGCTGCTTATGGCTATGGTGGTAATAACAAGGAAGAAATGAAATGAAGGAAAGACAAA A G 0.05 0.31 0.35 0.35 0.16 0.00 0.04 0.08 0.18 0.34 0.35 0.064 0.073 0.036 0.123 0.0002 1
rs1021898 8 122.20ACGATCACTTAATTACTTGGACCATGTAGGTGGTTTTTCAGTCCTGCTTCTCT[A/G]ATTAAATGTGGTGCTTTCTTTCTGTGTGTGTGCAGAAATAGAGTTCTAGAATCAGGGGAA A G 0.12 0.53 0.44 0.50 0.64 0.09 0.26 0.17 0.29 0.46 0.40 0.064 0.023 0.051 0.082 0.0015
rs755649 8 123.71ACAGGCAGCCAATCCTTTCATTGCCTGAGGCCCCTTCTAGGCTGCACCCTGT[A/G]TGAGGTAGAACAAAGAACACTCCACTAGGATGCAGCAGATTCTCCTTCTGGTTTGACGT A G 0.62 0.39 0.45 0.56 0.43 0.32 0.59 0.34 0.36 0.47 0.54 0.029 0.012 0.000 0.004 0.0080 1 1 1
rs748856 8 123.77 AGCTTGGACTAGCAGGGGCCATGCAGGCAGCCTGCTTGCTCAACACCATGC[A/G]GGCTTTCCACGGAAACGTCATGACAGTTCTGTGGGGGCAATCTGGGTGGAAAGGCAAG A G 0.48 0.45 0.53 0.60 0.45 0.36 0.75 0.46 0.61 0.52 0.52 0.008 0.006 0.026 0.035 0.0002
rs2833 8 123.94TATCTGGTGTACGTGTTGCAGTATGAACTCTGGTTGCAATCCCTCCCCCTCCCACACTGCCCCCCATTTGAGTAC[A/G]CCGCACAAGTCAAACGCTAGGAAGTTTGAATAAAAC A G 0.33 0.54 0.57 0.39 0.61 0.73 0.52 0.55 0.54 0.45 0.53 0.036 0.008 0.005 0.007 0.0002

rs2001945 8 126.43TTCACACAGGCTCTCAACCAAGCCTTTCACCAACCCAGCAAGGAAAATTCAGAA[C/G]GCTTTACTGAGACTGGGAAACTGATGCCCAGAAAGAGGCCCCAAGACACACAGTTAG C G 0.29 0.41 0.52 0.45 0.39 0.35 0.55 0.47 0.32 0.46 0.47 0.031 0.000 0.003 0.020 0.0018 1
rs921720 8 126.49TCTGCAGAAGCCTAAGTTGTCTTAGTTTGGAAAACTCAGTGTCCTCCCTTCTTGC[A/G]TGGAGCTATGGTGTGTGGAAATTCCAAACTGTAGCTTAGTTGCCTTGCCCTGAAACT A G 0.71 0.35 0.40 0.37 0.34 0.77 0.27 0.66 0.31 0.46 0.40 0.058 0.014 0.024 0.056 0.0000
rs2124036 8 126.60CATGCTTTTGCAGAATCCTTTGCTCTTCTTAGGGCACGTTCACATGATAACTCTGC[A/G]AAGTGAGTGGTGTTTGTCTCCTCATGCCCATTTTACAGATGAAGGAGTGAAGATAGA A G 0.24 0.79 0.83 0.73 0.80 0.55 0.66 0.56 0.82 0.76 0.75 0.228 0.031 0.074 0.076 0.0090 1 1
rs1488019 8 127.20GTTTCATAAAGAACAGATGAAGGCATAGGGTTGATCCGTCTCCTATCCCTCTTGCC[A/C]GTTCATGAGAGAAAGAACATTCCTTTGATTAGTTCACATTCCGAGGTGCACATTTTT A C 0.45 0.27 0.27 0.26 0.21 0.50 0.30 0.31 0.18 0.27 0.27 0.037 0.006 0.011 0.051 0.0005 1
rs7814955 8 127.38AACACACCTAATGTGTGTCAGTAACTGTGCTCTGAAAATGCAAAGGTAAGTAAGAC[A/G]TCCATCAAGGAGCTTGAACCTGAGTGGAGAAGATCAAGAAACAGACTCAGTTTTAA A G 0.90 0.60 0.64 0.63 0.61 0.41 0.40 0.67 0.64 0.67 0.66 0.056 0.026 0.001 0.024 0.0011
rs974450 8 127.66GCCATGTTAAGAGGTTTGGGCTTATCCTAGAGACAAAAAGCAATCTCTGAAGAATTTT[A/C]AGCAGAAATGATGTTGCCATCGGATTTGTTGTTTCAGAAACATCGCCCTGGTAAC A C 0.38 0.34 0.38 0.33 0.32 0.45 0.16 0.27 0.21 0.40 0.45 0.000 0.032 0.010 0.002 0.0021
rs901592 8 127.95CTCTTTGAGTGACACATGGGTAACTGTTAAACATGACTGTAATGTGAGAATATG[A/C]GTTAAATTAGTGTAAAAACTGTATGCCTCACAATTTCCAGATGTTAGTATTTCGTAATGT A C 0.75 0.45 0.42 0.39 0.52 0.45 0.27 0.40 0.36 0.35 0.32 0.054 0.045 0.004 0.001 0.0030 1
rs283710 8 128.25 GAGTTCCTTGGATATTGTGCATAAGGTTGATGGCTTGAAGAGGTGGCTAATTGCCT[A/G]AAGACAGGCTTGATTATTTTTACCAACACAAAAAGAGATCAAGTGATCCAGGAAG A G 0.79 0.78 0.74 0.80 0.79 0.32 0.33 0.52 0.64 0.77 0.74 0.000 0.095 0.037 0.109 0.0009
rs1562435 8 128.46GAGAAAAGAGAGAAAGTGTACTACATATAAATGAGTAATTAGGTTTCCGCTAAATTA[A/G]AAATTTTCCCAAGTCATGGTCTGCACTTAGATGATCTGTTTCTATTCTGCTAATTTC A G 0.64 0.65 0.66 0.50 0.73 0.95 0.70 0.66 0.75 0.65 0.58 0.002 0.000 0.001 0.058 0.0016 1
rs4517084 8 128.62ACCCAGATTCAGAGCTGGCTGGGAAGACCCACTCATTGAGTTTGGAAGTACTGAT[A/T]AGCAGGTGGTTAGAGTGTGGCCTTTAGAGACAGGTGGACAGAGTTGTCTTTGGAA A T 0.58 0.54 0.54 0.58 0.71 0.59 0.65 0.61 0.43 0.49 0.59 0.001 0.004 0.000 0.000 0.0031
rs755520 8 128.93TTGCCAGAGGCACATGGAGGGGGTAGCTGCTTGGTTTGCATTAAATTAAATTGC[A/G]TTACTTAGAGTCCCTATAAATGCTGGTGGATCAATGTAGCTGATGGTTTCATAACAAA A G 0.67 0.54 0.63 0.65 0.54 0.59 0.41 0.52 0.50 0.52 0.62 0.001 0.032 0.006 0.001 0.0006
rs766811 8 129.96CCAAATTACCACTACTTACGACCAGGCAGAATCCAACTCTTCCTTTCCTATTCT[A/G]GAATACCATTTCACTTGGGATGAGAGCATAGTGATTTGAAATGTGCAGGAGACCTACAT A G 0.48 0.70 0.68 0.70 0.64 0.55 0.77 0.53 0.71 0.67 0.67 0.024 0.001 0.014 0.015 0.0000 1
rs384752 8 130.83GAAATGGTGGCATTTTTGGAAACTTTTCTCTCAGAAGCAGGAGTCATACAAATG[A/G]AACAATAGATTAAATTCAAAAATGTGGATTCTATTTGAGTCCATGTTTTTCTACGTATGA A G 0.36 0.52 0.51 0.44 0.59 0.55 0.33 0.38 0.61 0.42 0.51 0.017 0.026 0.013 0.000 0.0003 1
rs298609 8 130.84ACGACTTCAATTTTAGCAGTTATATTGACTCTTTTTCTACCCTCCACCCTATA[A/G]GAAATTAGTGTGAAGTTAATAAAATTTTTAATTTACCTTCAATAAGAACAATTGAAACATGCC A G 0.38 0.52 0.51 0.45 0.57 0.55 0.33 0.39 0.64 0.41 0.51 0.013 0.026 0.012 0.000 0.0003
rs3057 8 131.29GCACTAAACTGTGTGGAAGGTGTTATGATAGTACCTCTACAGGTTCTGATGGAAGCATCA[A/G]TGATGGATTTGGCTTTTCCATTTGGGAGAGGAGGCTATAAAAAACCTTCCTG A G 0.67 0.42 0.54 0.51 0.52 0.55 0.58 0.72 0.54 0.71 0.62 0.010 0.005 0.022 0.001 0.0048 1

rs925688 8 132.69GATACCACCTTTCCCAAGGGTGTCAACCTTAAAAATTCCCATACTTGTGTCCTTA[A/C]TAGTTTGAGAATAAGAAACCTCCAGAACCAAAAGGTAAGTCTCGAATGGTGAAGTTTC A C 0.74 0.51 0.54 0.52 0.59 0.73 0.57 0.71 0.79 0.61 0.46 0.030 0.003 0.026 0.025 0.0029 1
rs1062064 8 132.97 AGAGTACTCCTGCCCTCCTGTCCCTCTTTGTTACCTCCAGCCTGGCTACT[A/C]TAGATCCTCATTCCATCAACTGTGGATTATTACAAGGATCTCCTAACTGG A C 0.18 0.30 0.36 0.30 0.41 0.73 0.53 0.43 0.46 0.40 0.29 0.032 0.010 0.000 0.056 0.0019
rs977939 8 133.10GGAACCTATCTCTGAGGAAGTGATTCCTCTCTCCAACATAGTGCCAGACTCTC[A/G]TATTAGGAAATGATGAAACCATCAACCAAATGTCTGCCATAGCTACTGTGGCTCTTGAC A G 0.26 0.43 0.48 0.45 0.39 0.05 0.11 0.33 0.32 0.44 0.45 0.041 0.102 0.021 0.166 0.0019
rs2138248 8 133.49TCAAAATGTTCTTATTCATGTTTTCACTAATATAATCCCATTTATATAAAATTACAC[A/C]TACGCAGGTGTGGCTAGTACATAGCTCCCTTAGCTATGAGTGGAAGATCAAAGGGAA A C 0.83 0.64 0.65 0.65 0.55 0.86 0.38 0.60 0.57 0.69 0.73 0.029 0.026 0.000 0.054 0.0029 1
rs760327 8 134.46GAGGCACTAAGGTGCAAAGAGGAAGATTTGCAAGCACATCGAAGGGTTCTCCCAA[C/G]CTGCTGGCACTGCTGGGCTGTGGGGCAAATGGGCAGGCGCCGATGCAGAAAGGA C G 0.45 0.42 0.44 0.34 0.50 0.32 0.53 0.30 0.39 0.35 0.39 0.001 0.013 0.007 0.005 0.0010 1
rs1375432 8 134.62TGGGCAGCCCTGCAGGTAAGCTGGCCAGGAATCCACCCATTATGAGTAGGTAGA[A/T]GCTGGCATCAGAGAGACCTGGACACGAATTACTGCTCCACTGTGTATGAGCTACAT A T 0.12 0.41 0.40 0.37 0.54 0.36 0.49 0.30 0.46 0.47 0.42 0.033 0.030 0.002 0.005 0.0008
rs894358 8 135.57AATCCTGTCTCTGGACACCATGAGGCACACCTTGATTCCTCCTGTGGGTGCT[C/G]CTTAGCAATGAGGTTTATTTATGTCTAACTTCCCCTGAGGTGCTCTGACTCCTTTTGACAT C G 0.31 0.43 0.33 0.28 0.29 0.64 0.89 0.54 0.61 0.38 0.34 0.009 0.136 0.008 0.023 0.0006 1
rs1563322 8 136.45TCTAACCTCCACTTCTTACCTGTAAAATGAGAACAACAAAACTAAATTCACGTG[A/G]AAGTCATGGATTAAATGAAGAAATGTGTGAAGAACCTAGCTACAGTGCCAGGCATACC A G 0.60 0.37 0.37 0.30 0.43 0.27 0.21 0.34 0.32 0.51 0.38 0.011 0.033 0.013 0.015 0.0004 1
rs1470615 8 136.96ACCTATTAGAAAATTAGTAGTTGCAACCCCAAGGAAATGAAAAGTTTAACTAGTGTG[A/C]AGGCAGAGCTGGTGTTTAAATGGGGGAAAAGCATTCACACAGAACCCTTAATTGG A C 0.14 0.28 0.29 0.30 0.30 0.14 0.11 0.26 0.18 0.40 0.29 0.016 0.029 0.002 0.017 0.0004 1

rs2282 8 137.09GTTAGAAATGCAGGTGGCATCCTAGAAAGGTCTCAGGCTTTAGAATAAGTTGTTACTTTGATTCTTTGCTCTGAC[A/G]CCAGTTAGCTGTGTGATTTGCAGAAGGTTACATTTGTT A G 0.67 0.43 0.43 0.50 0.46 0.73 0.84 0.72 0.50 0.54 0.53 0.020 0.077 0.034 0.031 0.0079 1 1
rs1399173 8 138.44GAATAAAGTAAGATGTCATGAGAAACTTGATTTAATAGAGGACACTGGATGTGA[A/G]AGGCAGAAAGTAATAAAGAGAAAAGGCTACATAGAGACCAGAGGGCCAAATCCAAAA A G 0.36 0.60 0.59 0.46 0.59 0.45 0.76 0.38 0.57 0.54 0.45 0.010 0.049 0.002 0.000 0.0053 1 1
rs1398296 8 139.26AAGATCAGTCTGAGTCAGAGCCTGTGCAGCTTATAAGTGCTAAATTCTGCCTTCCA[A/G]TTGGGAAGATCTTCATAGAAGAGGTAGCATTTAAGAGGTCACTGAGAAACAGGCA A G 0.29 0.36 0.29 0.35 0.29 0.23 0.58 0.41 0.32 0.22 0.23 0.001 0.026 0.000 0.006 0.0036 1
rs1398297 8 139.26ATTTTTAGTCCACATTATACTTGGATTCTTTGCAGTATTCTCCAATGTTGTTCC[A/G]CTCCTCCCCCTTGAAATACCCTCCCTTGGCCGCCGTGAAATGAAGCTTCACTATTTTTCC A G 0.36 0.15 0.12 0.12 0.20 0.05 0.01 0.07 0.17 0.11 0.10 0.023 0.070 0.024 0.026 0.0004
rs741465 8 140.54ATGACCACACCATGAGCTCTCTAGCCTCCACACCAGTGAGTGTTGCCTGTTTTGGTGCTAAACCCATGGCTGC[A/G]GATATGCTAGGCACATCAGCTAGTCACTGTGGGAATCG A G 0.31 0.42 0.46 0.37 0.45 0.18 0.48 0.50 0.43 0.51 0.50 0.012 0.000 0.003 0.046 0.0000 1
rs983740 8 140.66CCATGCCCAGAGCTCCAGGGGAAGGAGTGAGAAGCTGGGAGAGCAGGGCGGAGCC[A/C]GGTGGGTGAGGTCCACACATCTCCTTACTTTGAACTTGACCCGGCAGACTTCCT A C 0.50 0.61 0.56 0.59 0.61 0.20 0.78 0.66 0.61 0.58 0.46 0.000 0.057 0.032 0.036 0.0019
rs1868280 8 141.87TGAAGATAATGTGGACAGGATTAGCTAATGTATTCGATATGGCTTGAGAGCAAAA[A/G]AGGAATAAAAGACGATTGCAAATGGATCTGAGTAACTAAAAGATGAGGTAACCCTTT A G 0.19 0.49 0.54 0.63 0.52 0.32 0.07 0.42 0.43 0.58 0.61 0.064 0.128 0.004 0.025 0.0056 1
rs1375062 8 141.94TTGCTATGCTTCCGATCTTTTAT[A/C]GTTCATTTCCCCCAAGTTTTTCTGTTTTCCTGTTTGTTCGGTTTCTATCTTCAGTGTTAGAGGCTTTTCTTATAGCTTCAAAAATTCAGTTA A C 0.19 0.49 0.54 0.63 0.52 0.32 0.07 0.41 0.43 0.60 0.62 0.064 0.128 0.005 0.025 0.0066 1 1
rs879429 8 143.01ATTCCAGCCCTTCATTCAGACTAGGGGCTTGTGAAAGGTAGGGAAT[C/G]GGGAGGGCCCTGATCTCTCTTCCCCATCCCTGGCCTGGGCTGGCCTCCCTAGGTCTGGATGAAG C G 0.62 0.60 0.65 0.61 0.50 0.45 0.26 0.57 0.68 0.66 0.61 0.000 0.073 0.006 0.017 0.0002 1
rs4246828 8 144.27CCTGCGAGATGCACCTGGAGCCTTGAGCCATTGTAAAGCTGTTCCTTGTTCTCTAAC[A/G]GCACCAATGCCATTAGACATCAGTCCTCCCTAATTTATGAAATGTTTTCATTTAAT A G 0.45 0.71 0.71 0.72 0.75 1.00 0.95 0.79 0.79 0.79 0.77 0.040 0.055 0.000 0.112 0.0008 1
rs7386971 8 144.42CAGAGGGGAGGGTACCCAGGTTTTCCCACACTAGTTGAAACCAGTCAGTACATACCT[A/G]TCTTCTGTTTTCTGCAGGGTTTGAGCAAGGGCTGTGCCAAAACACACAATAAAAC A G 0.79 0.58 0.53 0.56 0.54 0.41 0.08 0.28 0.61 0.63 0.58 0.055 0.083 0.012 0.000 0.0022
rs380904 8 144.67 ACGTGGTGGCCACGCAGGCCTCACGATGGCTATGGCCACCTCATCTCACAGAAAG[A/G]ACCCTCTTCTAACTTACTCCTCACAAGTCTGGCCCCCTATCCTCCAAACCCCTAT A G 0.38 0.33 0.29 0.34 0.20 0.18 0.18 0.26 0.11 0.23 0.26 0.002 0.023 0.011 0.018 0.0001
rs3750203 8 144.84ACTTTCCACCTCTTGGATATGGATTTTATCCTGCCCTGATTCAGGAGATCCCCATCT[A/G]TTAAGTAAGGGGAAAGATGATTTTGTTGTCTTTTGTTTCAGATTCTAATGTAGGAA A G 0.12 0.70 0.69 0.58 0.71 0.05 0.35 0.47 0.61 0.67 0.67 0.155 0.050 0.014 0.238 0.0001
rs4874100 8 144.99TTCTATTTATAACCTGTAAGAATTGTTATCTGAAGCGGGTGTTGAGTTTTCTGA[A/G]GTCCTCTTATCTGCTAAGTAGGGTTGGTTCAGCCCATGGAGGTTTCATCAGCGGGCTTG A G 0.14 0.13 0.08 0.09 0.11 0.00 0.03 0.08 0.11 0.10 0.10 0.007 0.010 0.003 0.031 0.0003
rs4557742 8 145.51 TACAGTTGACCTGACAGTAACATGCTGTTTCTCACATGTGCACACCATTCTTGGGG[A/C]AAATTCCAAGAGAATTTCTAGGTCAAAGGATAAATGCTTTTTTTTGTTTGAGACAGG A C 0.43 0.52 0.56 0.49 0.45 0.72 0.02 0.40 0.43 0.47 0.56 0.010 0.211 0.015 0.012 0.0001 1
rs748195 8 145.69CATGACATCATTCCCCTGTGATGTCATACATGTGACGTCATTCCCGTGCTGTC[A/G]CCACATGATGTCATCCCCTGTGGTATCACCTCTGTGATGTCAATACCTCTTTTAATGTC A G 0.88 0.63 0.50 0.60 0.48 0.50 0.33 0.49 0.75 0.53 0.53 0.086 0.020 0.000 0.002 0.0001
rs1735169 8 146.07 GCGGCCTGGATTGTCAGCCTCTTGAAAGTCAG[A/G]GAGAGAGTGCGGAAGGGATGTCCCAGAGATGCGAGGAGTGTGGCAAAGGCATCAGAGCCA A G 0.67 0.32 0.35 0.43 0.46 0.68 0.41 0.50 0.57 0.40 0.40 0.061 0.006 0.017 0.080 0.0053 1
rs1618523 8 146.07 CCCTGGGGCTGCAAGTTTCTGGAGGCCCCCAGGAGGCCTTCCAGACATCTGC[A/G]TTCCTTCTGGACTCTCCAAGTAAGCACAGGCTTCTGTCCTACTCTGTAACCCTAGAGG A G 0.45 0.27 0.32 0.43 0.45 0.55 0.05 0.46 0.46 0.36 0.37 0.012 0.043 0.017 0.038 0.0039
rs1735173 8 146.08CACACCGGAACTTCTGTGCACGTGGAGTATGTGTGCAGTGTCCCTGCCTTG[C/G]GTCACGTGGCTGCTGAGAAGGGTCTTGGCAGGTAATGTGCTTAGCCAGGTGGTCACCT C G 0.33 0.70 0.66 0.57 0.54 0.32 0.58 0.50 0.43 0.62 0.59 0.061 0.007 0.017 0.080 0.0064 1 1
rs572098 9 0.25TTGTCTGCTTTCCTCATTGCAGTATCCCCAGAACTTTGAGCAAGTGCACACTCGAT[A/G]AATACTTGAAAGAATAAATCAATGTCAGACATCTGGGCTTATGTCTCATCTTTCTAC A G 0.34 0.48 0.49 0.50 0.50 0.64 0.78 0.51 0.54 0.51 0.44 0.020 0.035 0.002 0.003 0.0032 1
rs1532309 9 0.59AGGGATGGGATGAGTAGGG[A/C]AATTTCTTACACAATGCCACGGTCCAGAGGAAAAACATCCTTGAAAAAGATTCATCTTTCAAATCCCGATATAAATCTACTCTTAGATCTATAT A C 0.90 0.50 0.53 0.50 0.48 0.91 0.97 0.47 0.71 0.52 0.50 0.077 0.134 0.001 0.078 0.0008
rs1532310 9 0.59AAGGCACATTCCACGTGTGGCTGATGGGGTTATCATAGTTACAAATCATATTT[A/G]TCCACAGTGATAATTATCTTCCTTAGCGTTTTGTTCTACTTCAGAGCTCATTTGTGGGCC A G 0.90 0.52 0.56 0.54 0.48 0.91 0.97 0.48 0.71 0.52 0.52 0.073 0.128 0.001 0.073 0.0009
rs999924 9 1.32TAAACTTGAAACTGTCAAGGTTAGTTGGAATGTCCTACATTCAACATTCCTTTTTC[A/G]TGACCACAGCACTAAGCCAAGGCATTAAGAAAGACAGCCTGCCTTCTACAAGAGTG A G 0.30 0.30 0.27 0.30 0.36 0.50 0.77 0.40 0.46 0.24 0.25 0.002 0.036 0.000 0.002 0.0001 1
rs6474795 9 1.39 AAGTTCTTTTTTATTCTCTAAATGTAAATATGACCTATTTCCACAGCACCTTTAGAA[A/T]GTACAATGTTTTCCTGCCCCCTGTAGCAACACAAGCTTTTGAAATCTATTTATATAGA A T 0.43 0.73 0.77 0.77 0.80 0.91 1.00 0.84 0.86 0.81 0.77 0.054 0.096 0.008 0.023 0.0014
rs1412256 9 1.45AGTTTTCCTTAAGAATCTGTAATGTACATTGAACCCTGAGTGCAGCATGCTGAAA[C/G]GGAGTCTTTTTGGAATGTAGTGAAGTCAGGGCTATTGAGACATGTGTTTACGTATAT C G 0.67 0.98 0.92 0.93 0.95 0.90 1.00 0.91 0.96 0.92 0.98 0.037 0.045 0.001 0.001 0.0130 1 1
rs1535842 9 2.20CAATATTATTTTAGAGACCCTTGGAAAAAGTTTAGAGGGGCAGGGGAGATGAAATAA[A/G]GGAAAGAAATTGAGATTCTATGTCCACACTAACATAGTCAGTGTACTAAGCACTTA A G 0.71 0.39 0.46 0.46 0.50 0.55 0.33 0.53 0.43 0.48 0.53 0.036 0.014 0.000 0.002 0.0041 1 1
rs1331829 9 2.37AGTTCAAAGAACTTTTTTGGTAGGGCTGTAGTGTTCAGTTGTGCAGACTGGGC[A/C]CTGCACAAAGGTGCAATGTGACTTCAGTGTTTTGCCTACCCACAGTTCTTTCTTTCTTC A C 0.76 0.45 0.45 0.45 0.38 0.68 0.49 0.50 0.29 0.45 0.46 0.065 0.002 0.002 0.031 0.0004
rs729367 9 2.59AGTCCTTCTAGGAAGTACTACCAGAGGCTCCAAAGGAGAGAAGAGAAGTATAGTC[A/G]ATGGGTAAATTCCACCCATGTTCCCAGAATTCCAGGGACCTGGTCAACACCAGAA A G 0.52 0.30 0.24 0.23 0.23 0.50 0.53 0.39 0.39 0.17 0.26 0.037 0.052 0.006 0.034 0.0004
rs1455175 9 3.79TTTAACAGACCCGATGTAAACATGCAAATGTGCCTGCATCTCTAGTACCATCCTA[C/G]TGCTACCCAAAGATGTTTAATGATTTTCCCAGAGTTTTGAGAGCCCATTGGGTTATG C G 0.50 0.77 0.73 0.80 0.84 0.77 0.75 0.86 0.75 0.80 0.77 0.031 0.000 0.018 0.002 0.0006 1
rs4131424 9 4.33CATCTCACCTGTAGTACCCTAAGTAGCCCGGGGTTAAACAAGGGCACTTTCAACAC[A/G]GCTTAGGGTTTTAGTTTAAACCTGAAACATCAGGATCTATTTAGACCTCTCTTAGA A G 0.21 0.15 0.13 0.15 0.18 0.09 0.02 0.13 0.07 0.17 0.22 0.003 0.020 0.000 0.000 0.0074 1 1 1
rs7851353 9 4.40 TAGTCCACACGACCTCCCAACTGTAAAAAGAAATACAACCTCAGGCACAAAATATT[A/G]CCGGCAGTACTGGGTTATGAGGTCGTGATACAGATGACCCATAATGTTCTTGTAC A G 0.33 0.54 0.48 0.49 0.52 0.36 0.16 0.40 0.64 0.53 0.44 0.008 0.050 0.005 0.004 0.0010
rs913258 9 4.87TGCTGGGATCAGAGGGAGAGAATAAATGACCCTGATACTCTTACTTAGGAAGGCAT[C/G]CTCCCCCCTCCCTCCCCTCCCTCGAGAATCATGGCTTTAAAGACACAGAGATGAG C G 0.24 0.81 0.83 0.79 0.89 0.18 0.65 0.67 0.79 0.87 0.87 0.211 0.042 0.020 0.255 0.0002 1
rs958480 9 5.72GGGTACACGAAAGGCTTGGGAATTCAGGGGTCTTTGAAAGGCTAAATTAAATGT[A/T]GTAGAAGTGGTTCAAAACCTACTTAAAGAAGCAACCAGGTCCTCCCAGAGCACTTCC A T 0.79 0.51 0.57 0.61 0.54 0.18 0.47 0.45 0.57 0.54 0.50 0.029 0.004 0.013 0.080 0.0010 1
rs1028702 9 5.78ATTAACAATGCTCTGACAGTGTACATCTTTCTTGATCCTAAAGGGGCAGCTATTGAAGT[A/G]GATTGTTGGCTTTGTCCTTAAGGTCATATAAAATGACGTGTGTGTAGTGGCAG A G 0.14 0.36 0.31 0.22 0.32 0.64 0.43 0.29 0.32 0.23 0.35 0.018 0.012 0.000 0.058 0.0011
rs695013 9 6.08AAAAAAGCAAACAAAAAATATTTATGATATATCTGAAAAATTTTGAGCACTGCAATTG[A/G]AAATTGATAATATTCAGGAAATGGTACTCATTTTTAGATGTGACATATTTCAGTTGT A G 0.69 0.79 0.81 0.87 0.80 1.00 0.98 0.74 0.93 0.79 0.81 0.001 0.084 0.000 0.106 0.0001
rs1407862 9 7.02CCAGGCCTTGCCTCCTCTGCTCAGCTTTTGTTTTTGGAGGGGAAAGAAGGCCAA[A/G]CCACTGACCTAATCCTGAACAATGTATTTGACTAGTTTTTGTTTGTTTACATTGAAAAT A G 0.45 0.53 0.49 0.40 0.50 0.32 0.68 0.54 0.43 0.38 0.31 0.005 0.008 0.000 0.034 0.0313 1 1 1
rs1156793 9 8.37 TAACAGTCTCAGCTGGAGAGCAACCCTTTCGGTTTAAAATAAACTAATGAAATCCCT[A/G]AGGACAAATATCACTATGATATGCACAAAAACAGCACATTAATGCAACAAAATGAT A G 0.31 0.75 0.83 0.79 0.77 0.45 0.31 0.43 0.82 0.83 0.83 0.153 0.172 0.092 0.090 0.0000 1
rs765800 9 8.78 GAGATTTTAAGTTCACTGACTTGCCTCAGAGGAACTTAACAAGAAAGAGCAAACC[A/G]AGGAGTAAGTTATTTTAGATAATTGCAGCAACAATGCAATGACTCAGGATTTAGGGA A G 0.38 0.40 0.42 0.45 0.32 0.50 0.71 0.45 0.43 0.44 0.37 0.000 0.039 0.000 0.003 0.0010
rs768224 9 9.76TACATTAAATGGTGACAAAAAATAATACTGTGTTCAAGGATTAGTTTTATTTCAAG[A/G]CACTGAACATATTGCATCTTTATATAACTAATACCAATACAAATGTATCTTAGTTTTGC A G 0.45 0.41 0.34 0.41 0.30 0.59 0.61 0.52 0.57 0.34 0.34 0.005 0.032 0.007 0.026 0.0001 1
rs1322304 9 10.51AGGCGTGTGTATTTCCTGCATGCCTTGATATATTAGGTGTCTATGACAAAGCA[A/T]CTGTCCCAAGCAACACTTCTCCTAGCTCAGCAAGTCTCCTACTGTTCCCACTTCAGTCT A T 0.83 0.51 0.48 0.51 0.59 0.86 0.90 0.63 0.46 0.50 0.48 0.058 0.105 0.001 0.075 0.0002 1
rs1334022 9 11.01TTGATTATTTAAAATAATGCTGTTATAGAAACATTAAGATTAGACAAAACAGAT[A/G]AAATAAATTAATATTTAATGAGGAGGGCAGAAGGATATTCACTAGGAGCCAACATTTGTG A G 0.55 0.71 0.62 0.63 0.59 1.00 0.98 0.89 0.82 0.66 0.65 0.004 0.110 0.043 0.134 0.0017 1
rs901986 9 11.19TGTTAGCCTTTTAGAAGTGAATATAACTTGAATTTATTTTTATGTGAACTTAGA[A/G]GGAAATGTTTTAAGCTGTTTTTTCAAACGTGAGTTCAAATCCATATCAAGCTTTACTATTC A G 0.21 0.24 0.24 0.24 0.21 0.00 0.02 0.11 0.43 0.24 0.29 0.000 0.052 0.020 0.085 0.0031
rs1854908 9 13.13ATAAATTACTGTTTTTTTAATTTAAAAAATACAATTGCTCTGAAGCACTTTAATATC[A/C]AGTCAAAATATGGAAAGTTTCCTTACTAGGATGCAAAATAAAAGAATAATGAAGGTTG A C 0.81 0.28 0.32 0.40 0.25 0.50 0.39 0.47 0.14 0.38 0.44 0.123 0.002 0.016 0.016 0.0061 1 1
rs1556031 9 14.43TTGTTCCACGTGAGAGAGCCTGGCTTTCCTGCCTCTCCTCAGGCTTCCTGG[A/C]GCTGCTCTTCTGATGGAGTTGTTCCTCTCCCTGGTTGTTTATAATGGATTCTAACAGAGGA A C 0.74 0.46 0.44 0.43 0.41 0.45 0.20 0.50 0.46 0.46 0.49 0.047 0.041 0.002 0.000 0.0032 1
rs1143025 9 14.60 TGCAGTCAATTCTGAATGGAAAAAAAGAATCAAGTCTGAAATTTATGTGA[A/C]ATGTGGCTTCAGATCATTTGAACGATATGTAGAAATCTAGATGAACATAT A C 0.74 0.62 0.57 0.60 0.57 0.64 0.85 0.68 0.54 0.63 0.56 0.016 0.046 0.004 0.003 0.0001
rs1328273 9 16.01TCATGTTAGTAGAGCAAAATGATTAACATCTCAAGAAATAATGAACATTGCC[A/G]CACTGACTTAAGAATCACCACCCTGATTTATTCCTATAGCTTGAGGCAGCACCACCTCTTG A G 0.07 0.39 0.36 0.45 0.34 0.45 0.82 0.36 0.54 0.43 0.34 0.077 0.118 0.000 0.003 0.0008 1
rs2151065 9 16.24 AACCTCCTTTAAGCACTTTCAAGTAACTTGCCTTGACCAGAGAGCTAAGAAGTA[A/G]GCATTTCACTACCTTTTCAGCAAATGGTGATTTTCTTTGTCAGCCCCATAAAGTGAAAG A G 0.40 0.45 0.53 0.51 0.52 1.00 0.81 0.49 0.71 0.52 0.53 0.023 0.035 0.009 0.170 0.0001
rs1888952 9 16.25CTGTGACCCTCAGCGGTTAGCCTGAAATCACAGGCAGGTCTGTAGCAGAGTCGTG[A/G]CTTGAACCCAGGTCTTCTGTCTATGATCTGGGAAGGAGAGTGAACTTCTGCCCAA A G 0.76 0.46 0.40 0.41 0.48 0.00 0.21 0.45 0.18 0.43 0.39 0.089 0.024 0.009 0.164 0.0001
rs1029015 9 16.65CTTAAAGGTGGAGCAAAAGTGGTCAGTGGCATCAAATGTCACAGAGAAATAAGTAAAAAAA[A/C]CAGAAACGCTTCTACAATATGCTTCAGATGAGAGGTCAGCGCTCCAGAGCT A C 0.74 0.44 0.45 0.45 0.34 0.18 0.28 0.57 0.43 0.39 0.39 0.047 0.029 0.014 0.043 0.0018 1
rs263645 9 17.01TCTCTGGGAGATCAATGATCACCTTCTGAACGTCCTTCCTCCTTTGCTCTCATT[A/T]TCCATCATTCGGCTTAGAGACTTGGGGAATGGAGAACCATGAGTATTATTTTAAAAATC A T 0.24 0.53 0.48 0.60 0.61 0.55 0.31 0.36 0.50 0.55 0.56 0.049 0.014 0.017 0.001 0.0040 1g

rs960232 9 18.16GGTGAAACGTGTGCATAAATGTCTTTGGGATACTAGGGAAGACATACTTAAAATC[A/G]AATAGGTTTGTACAAACAGAGTATGCTGCTCAACCTTTTTCATCTCTCACTGACTTGC A G 0.67 0.61 0.62 0.48 0.54 0.68 0.30 0.74 0.68 0.68 0.67 0.002 0.078 0.013 0.001 0.0016 1
rs2076902 9 18.88 AGGGTGACTATGATTCATTCAATTAAGTAAAATTACTGGATAACAAAAGTACCT[A/G]TTTCTTTCTGTTTATGTCCCTATACTAACTTTAAAAAAAGATACAATTAATCTTCATTCAT A G 0.52 0.55 0.51 0.54 0.59 0.41 0.30 0.52 0.61 0.60 0.58 0.000 0.024 0.000 0.005 0.0002 1
rs748530 9 19.63TCTTAGCCAAGCTTTTATACTAGAGGAGATGTGTCTGTCTCAGTTTCCCTATGTGA[A/G]ACTTGAGAATTGCTAAGGCAAAATGCTGTCATCATTACAGATGGAAATAGGTTATCC A G 0.29 0.21 0.30 0.26 0.20 0.09 0.03 0.27 0.32 0.30 0.19 0.000 0.069 0.002 0.036 0.0059 1 1
rs717081 9 20.28AAGTTGAATAAATGTCATTTTTCTCCTAGTGAAAGCATGGTGGAGGATTTGTGCTTATTT[A/G]TACAGGTTTGGTTGTCTTAAAACAATGTTTCCCGGAATGCAGCTCACTGCATCA A G 0.52 0.58 0.59 0.57 0.59 0.45 0.22 0.40 0.50 0.58 0.55 0.021 0.153 0.064 0.046 0.0021 1
rs1332184 9 21.49TAACCAGAATAGCTTATATAATAAAGCACTGCTGGAAAGCCTGAGCAGAGAAAT[A/G]TGTCCTCATTTATTGAAAGCAACTGCAGCATTGTGTGTGTGTGTGTGCGTGTGTGTCT A G 0.50 0.40 0.36 0.49 0.45 0.36 0.61 0.44 0.36 0.44 0.34 0.005 0.031 0.024 0.031 0.0005 1
rs720974 9 21.51ACAAAACATTTATATTATCAGGCTAATGGTTGCCTGTGACCCAACTAAGACCAAAGT[A/C]AGACATAATGCACACATTTCAGAGGAATTTCCCAACTAATCCAAAAGTCAAGGGCT A C 0.33 0.53 0.60 0.48 0.55 0.68 0.49 0.54 0.57 0.58 0.59 0.029 0.008 0.001 0.005 0.0001
rs1414237 9 21.72CTATAAGGAAAGTACCAAGAACATTGCAGAAATCTCTGTTCTGATCTCCCAAGGTATAAAGCAAAT[A/G]CTAATATAGCACACGACTGGACTTACTATGTGAGGAAAATAAATGT A G 0.93 0.57 0.48 0.54 0.61 0.73 0.79 0.32 0.54 0.40 0.52 0.123 0.042 0.014 0.028 0.0004
rs1360590 9 22.03ACTAGACAAAGTTTAATGTTCCCTTTTATATGTTTTCCTGGTAAACAAAAATTGTCTCAGGGTTATTATGCATATATGATATTGTCAAGAAACTTTCTGGGT[A/G]CTGTGGGGCAAA A G 0.29 0.64 0.49 0.55 0.54 0.23 0.08 0.41 0.46 0.44 0.49 0.007 0.043 0.002 0.008 0.0003 1
rs1333050 9 22.12GAATTTTCTTTGGCTATAGTATGAAAGAGAACTATAAACAATTTTGTATCTAGATTTTTC[A/G]TTTAACAATATGTCTGGCAGATCTTGGAATATCTGCTTATATCAACTATTTTATTT A G 0.24 0.61 0.67 0.52 0.57 0.59 0.24 0.46 0.50 0.77 0.69 0.107 0.103 0.018 0.005 0.0000
rs1327063 9 22.35 AGCAACTAATGTGAGTAGGCTTTTGTATGTCTGTAGCT[C/G]CTGGAAGTCCTTTAATCATCAGGAAATGCCCTACGTATCCATCAATATTCCTTGAAAAGTTTGATTTTCAAGATC C G 0.67 0.52 0.50 0.54 0.52 0.05 0.55 0.30 0.61 0.43 0.58 0.010 0.001 0.028 0.153 0.0019
rs702223 9 23.80ATGTAAGGAGCAGTTTAACATGATTCAAACATTATCTGTAAATACAAGAGATCAAA[A/C]GAATATAAAACCTTTAGAACTACTGCCTTTGTCTTTACACTTAACTTTTTAATTCACGT A C 0.29 0.36 0.35 0.34 0.45 0.45 0.79 0.46 0.39 0.28 0.33 0.003 0.096 0.007 0.004 0.0022 1
rs1332677 9 24.66GTGGTTTCAAATACAACCCAAGTTTACTTCTGCCTTCTGCTATGTTTTCATTGCGG[A/C]GGTTGTGAGTTCTTTCCTTTATAGGCATCCAGGGATAAAGACTGATAGAGCAGGCAA A C 0.62 0.56 0.49 0.59 0.50 0.36 0.27 0.28 0.71 0.44 0.47 0.003 0.048 0.042 0.018 0.0010 1
rs2169325 9 24.90GAAGAAGTCATATTTTCCACCAGGTAGATGTGGTCTATAGGCCAAGATCAAAGCTT[A/G]GGTAGTGGGTTTCAGCTGCCGCTGACCCTTTTGCTGACATTTTGTGCAATGCACAG A G 0.14 0.29 0.30 0.34 0.29 0.59 0.30 0.36 0.29 0.36 0.28 0.003 0.005 0.014 0.089 0.0011
rs1128957 9 25.67 TTTTTTTTCCTGTATTTTGGTTCTGAGGGATGAGTAATGTGTTTTTAGTT[C/G]GTTGAGTTTATCCATTCTTCAATCCCCTAAAGCCTTCAGCTATTCTTTCA C G 0.45 0.60 0.59 0.59 0.52 0.85 0.71 0.66 0.57 0.43 0.51 0.011 0.005 0.005 0.044 0.0018 1
rs757099 9 25.73TTAGTGTTATTTCAAAGCAGAAAATGACCTAGTCTGCTGAAGAAGTTTTAAAGTAGT[A/G]CTTCCATTACTACAATTCACAAGAGAATGTTAATCCCATAGGGGGTACATGTCTAC A G 0.76 0.63 0.53 0.54 0.63 0.64 0.66 0.48 0.61 0.52 0.43 0.025 0.008 0.000 0.010 0.0041 1
rs1220087 9 25.78TACCAAGGTGAGGTTATCAGTGGTATCATGTCTTCCTGAGGAACATCATAAGCACAA[A/G]TTTGAAATGGACTGATGTTTCTGTTGTATTGACTTCAAGTATTGGTTGAAAATAAG A G 0.18 0.48 0.55 0.59 0.46 0.35 0.49 0.45 0.39 0.43 0.56 0.095 0.015 0.005 0.021 0.0001
rs666478 9 27.16TGTGCAGTTCACAAGCTTTGGGAGGAAAAGAAAAGATGATTCAGAGTCAAATAT[A/G]CAACCCCTTGAAATACATAATTCTTTAGATTCATTTCTCCTAGTCTAGTGAATATGGGA A G 0.43 0.52 0.49 0.59 0.63 0.20 0.52 0.44 0.43 0.52 0.56 0.003 0.001 0.001 0.051 0.0024 1
rs1555454 9 27.22 CATCTCTAGTTGAATTACCACTTGGGTTTTGATGACTATTTCTTTAAACTGT[A/G]TTTACTTTTATTTTGACTCCCAGATCGGTACAGCCAACTTACTTCTAGAAATTTTTATGGAG A G 0.74 0.74 0.86 0.83 0.80 0.68 0.80 0.90 0.82 0.77 0.78 0.023 0.013 0.003 0.043 0.0070 1 1

rs9103 9 27.54 CAGTACAACAGTCATCTAGTTCAGTGGTTGTCTAAAACATCAAGCTGTCC[A/G]CATCTTTCTGATTCATGATGGGAAAGCTATTATGACCTTTCACATTCGAA A G 0.83 0.79 0.76 0.73 0.84 0.77 0.97 0.86 0.71 0.83 0.78 0.003 0.042 0.007 0.000 0.0004
rs994367 9 28.08ACTTAGGGTGAGATTCTTTCATTCTTCATTCATTCTTGGTCCTATCTGGGGAA[A/T]CTTTTCCTGGAATGATCATGAAATAGATCCCTATGTGTGGTGTTCAGCACCCAGATACAG A T 0.45 0.45 0.47 0.48 0.54 0.68 0.40 0.53 0.50 0.42 0.49 0.000 0.004 0.000 0.017 0.0006 1
rs560764 9 29.58AATGACCTTTAGATAGTCCTGTTACAGTGCTTCCCAGATTATTCTCCAGTGTATGATTTTTAGGGTGTA[A/C]TTGTCACATCACTGAGAAGTTTGCTAGTAAGAAATATGTTTTTCA A C 0.12 0.49 0.49 0.44 0.45 0.50 0.61 0.39 0.61 0.45 0.54 0.074 0.018 0.000 0.005 0.0013 1
rs1018254 9 30.13AACCAGAGCTCTACATGTGCTACGCTTTTAGTCAGCAACCTGATGTCACCAAAAAC[A/G]CATGCACCTGTGCATCTAAAATTAAAATATATAATATATATTTTTAATAATTTTGGTC A G 0.15 0.35 0.33 0.37 0.18 0.09 0.10 0.20 0.29 0.29 0.32 0.018 0.038 0.009 0.047 0.0000 1
rs1475656 9 30.90TTTCTATTTTTTTTTTTCATCTTTAAAAAGTTCCAAGAAGGGTTTTGTGGATA[A/T]GGTCCTCAATGAGCTTTTAGTCAAAAATTCTCTGCTAAAAAGTGTGCGGAATATCAGACCA A T 0.29 0.32 0.38 0.48 0.43 0.55 0.48 0.43 0.29 0.46 0.41 0.005 0.001 0.001 0.011 0.0000 1
rs1412340 9 31.61ACTTTTCTTTCCTAGTGCATATATGTATTCTTCAGAGCTTTCAAGCTGGAACCACAC[A/G]AAAAGCTTAGCAAATGGTTTTAAAATACCATTATTGAACAAGTACTTTGTGGCAAGA A G 0.43 0.30 0.27 0.28 0.34 0.05 0.45 0.14 0.36 0.28 0.34 0.010 0.017 0.023 0.049 0.0007 1
rs288886 9 31.73GTTTTTCCTGATATCCTCATGTCTAAATGGTGAGATCCCATTCTGTAGGTATGATAA[A/G]CCATACTGTAGGTTAACATTCATGGAATGTAGAGTCAAGCTTTACCCTTTTCCAGAA A G 0.55 0.34 0.36 0.52 0.41 0.32 0.39 0.21 0.43 0.36 0.43 0.022 0.002 0.009 0.000 0.0028
rs671018 9 32.55TAGAAACTGGAAGCTGTTCAGTGCACTGGCAGCTGAACCCTGCTCCTGCTCC[A/G]TTTATCAGAGTTACTATCATCTCAGATAATATGGAGCTCATGTCAGCAGTGCAGGTGGT A G 0.60 0.40 0.40 0.37 0.32 0.80 0.73 0.43 0.46 0.33 0.36 0.023 0.063 0.003 0.102 0.0002 1
rs855543 9 33.63ATGGAGGCTTTTCCTATGCATTTGCTGCTAAGTTTTTGACCAAAGAGTTAAGG[A/G]GACTTCATACAATATTTGGAGGTCTTATTCTGCATAGCTTCCTTCTCTGCAGTAGCTTAT A G 0.26 0.47 0.46 0.48 0.48 0.65 0.76 0.54 0.57 0.46 0.47 0.018 0.054 0.001 0.016 0.0000 1
rs471371 9 33.86TGGGATTGAGGAGAAAGAAAAATTCAAGGACAACTCTCAGTTTTCTATATTGAGG[A/G]AATAAGTGAACAATGACAGATCCAAGTAGTGATAAATAATACTCATTAAGTGCTTACT A G 0.43 0.36 0.40 0.39 0.43 0.09 0.26 0.23 0.29 0.38 0.43 0.001 0.013 0.011 0.064 0.0001
rs2781 9 33.91 CATCTGTCATGGTCTCCTTCCACCAAATCTT[C/G]ATCTGGGAATAGCAGCGGTATCCCTCCACCCAAGTATGGCCACCTGTTTGTCTTCATATAGAACAGGGGCTTCTGGTCTG C G 0.52 0.60 0.64 0.67 0.64 0.77 0.69 0.50 0.39 0.65 0.70 0.013 0.000 0.033 0.005 0.0001

rs885451 9 34.99CTGGTATTAGCAAAGCTGAGGGGAGGAGGACATGCTATGTACAGGCATGGATAA[C/G]GAATCTCTACATATCTTCAAGTAGCACTCAGGTCACTCTCCAGCCACTGCAGTGGAA C G 0.12 0.53 0.52 0.46 0.48 0.00 0.41 0.27 0.39 0.49 0.51 0.090 0.008 0.025 0.216 0.0001 1
rs944700 9 35.10CCCCTCCATCCAACCCCAAGTACAGGGGTAAGCACACAGCAGGGCTCAAAAAAAGTAGAATGCAAGTCCCAGACATCTG[A/G]GCAGCAGTCCTGAGAGTGGAGAGAAAAATTT A G 0.71 0.46 0.45 0.52 0.45 0.41 0.45 0.58 0.54 0.51 0.48 0.029 0.001 0.001 0.005 0.0000
rs1359885 9 36.12 GCCCCAAGATTGCTGGACTGCTGGAAGGACTGGCTCATCCCTGGGAATGAC[C/G]CCTCTGCCTTCACTTTCTCTCAGCTTGCAAAGTGCACAACTCAAGCCTCTTCTGCAGCT C G 0.83 0.58 0.59 0.60 0.57 0.77 0.50 0.68 0.71 0.67 0.68 0.037 0.006 0.001 0.017 0.0054 1 1
rs954779 9 36.41AGAACTCTGAAAAAATATATAATTGAGGCTACAAGTTAATTCACCTCAACTGAG[A/G]GAATAGTCTTATCAAATTCTTCAATATTTTATCTCATTCTCAGGTCAGACCTAGTTCCCC A G 0.33 0.21 0.21 0.22 0.16 0.32 0.28 0.27 0.18 0.26 0.21 0.030 0.019 0.008 0.020 0.0002
rs735741 9 37.93CTAGAGTAAATGGGTCTCAAACACTTCTAGGTCTGACGTCAGAAGACCTTTC[A/G]ACTGAGTGTAAGGAATGCCGGGGAGGAGATGGGAGGACATGGCTGGGAGTCCCATGG A G 0.38 0.52 0.40 0.53 0.50 0.05 0.30 0.34 0.46 0.51 0.51 0.000 0.001 0.001 0.081 0.0052 1 1
rs1138374 9 37.96 ATCCAGTTATATGACACCCCTTACGAACCTGAAGGCCAAAGTGTTGACTC[A/G]GACTCGGAGAGCACAGTCAGCCCCCGACTGCGGGAGAGCAAGCTGCCCCA A G 0.24 0.53 0.41 0.55 0.54 0.10 0.51 0.48 0.50 0.53 0.49 0.012 0.013 0.018 0.051 0.0037
rs716933 9 38.32ACACAGAACAAATGCTGTACCTGGTATTCAAGGCCTTCATTATCTGACTGCAAACC[A/T]GCTTTCCCCTCCTCCCGCACCTCAGCCCCCACCACCTGTTCTCCTACCATGGAATG A T 0.40 0.48 0.42 0.50 0.38 0.41 0.72 0.34 0.50 0.50 0.39 0.002 0.048 0.005 0.001 0.0000
rs1004604 9 38.35AGAAAACAATGGAAATGTCAACTTCATTGTCCCTATAGAACTGTTTTATTTGTTA[A/G]ATGTTAGTGAAAGGCATTTCTAATAATGTACTGAGTCTTTTAAGAGAAAAATAGTAGCC A G 0.57 0.71 0.69 0.70 0.54 0.90 0.74 0.59 0.68 0.79 0.66 0.009 0.000 0.009 0.029 0.0002
rs987187 9 38.37AGGTGAGTGAGTAATAAATGCAACTTAAGAGGCAGACAAAATATATTCCAGCAACA[A/G]GCCCAAGGGGGTGGGTAAGGAAAAGGTCTCTGAGGGTGAAAAGGATAAGGACTTC A G 0.60 0.26 0.23 0.24 0.18 0.18 0.03 0.25 0.21 0.23 0.18 0.080 0.042 0.000 0.001 0.0034
rs923784 9 66.57GGGACAAGGGAAGAAGGTCAACAAGAAGCTAATAATAGCAGCCCTGCTAATAAATTGGATGGGAAAGAAAACGGAAACAATTGT[A/G]CTGTTTCTGGTTACCTGTGATTTTAAAC A G 0.93 0.40 0.49 0.52 0.38 0.41 0.35 0.58 0.39 0.54 0.59 0.118 0.016 0.018 0.004 0.0039 1 1
rs2026349 9 66.65CACACTGCAGCATCTCAGCCTTCCAGAGTGCCTTTATTCCATTCTCAACCCTGGG[A/C]CCATAGTTGAGAATCAGAATGTACTACTTTTTGTTTCCTTGTTTGTTTTTAAGACTTCA A C 0.67 0.40 0.41 0.37 0.43 0.18 0.24 0.53 0.50 0.46 0.44 0.048 0.006 0.040 0.016 0.0017
rs1414944 9 66.91CCAGAAGAAGGAAATGATATATGGAAAATCTCTAC[A/G]TGGGGTATAGAGTCAAGTGATCCCTAGGTTACAGTTGAGAGCTATAAATAGGCCAGTGACTTCATGTGTACCATGGG A G 0.40 0.28 0.31 0.34 0.36 0.68 0.48 0.28 0.19 0.29 0.35 0.002 0.014 0.003 0.065 0.0001
rs1889915 9 68.62AAGAAGACAGTGATGCAAGTTGCCTAATTGGATTTGGATTTCATTTGAGACTTA[A/G]CAAGGAATCTAGGCCCCTTTTCCCACCTAGATTTATACTGAGAATGTCACTAGGCCCA A G 0.60 0.44 0.45 0.50 0.48 0.00 0.32 0.63 0.50 0.48 0.51 0.008 0.017 0.008 0.202 0.0013 1
rs1074670 9 69.47ATTTCTAAGCCTATGTCAAAATAAAGCTATGCTCAGATTTGACTACGGACTACTCA[A/G]TAATTTATCCAGCTGAGCAGCCTTCAAGCAGAGACAAAAATTGAAATTCTAAAAGTTC A G 0.62 0.52 0.52 0.60 0.61 0.86 0.57 0.40 0.57 0.53 0.52 0.008 0.008 0.001 0.090 0.0002 1
rs1404195 9 69.84GGGGATTCTTATCATCAGCCAAGATTTGGAAACAGTAATTTCTTATACAAAGTCCT[A/G]AACTAATACCCTTGAAATAGGGGATTCCCCTTCACTGCCGGGTGTGTCGCGGTTAC A G 0.07 0.57 0.56 0.63 0.57 0.55 0.47 0.48 0.46 0.55 0.51 0.147 0.006 0.005 0.001 0.0024
rs1570637 9 70.06CTATAGGCCATAAGCAGGTCATGAAACTGACTCAAACAAGATTGTGCATCAGA[A/G]TCCCCTGGAAAGCTTGTGAAAACACAGATTCCTGCCCCCTACCCCATAACTCTGATTCG A G 0.81 0.35 0.29 0.28 0.29 0.73 0.68 0.54 0.46 0.30 0.31 0.144 0.074 0.033 0.089 0.0000 1
rs2031197 9 72.63ATTGGGATCTTATGATTTCCTACAAAAACCAGAGTAGGCTGAGCTATGGAGCCA[A/G]TTTTAGTTTTCTTGACCCAGGCGTAAACAATATGCAACCATCTAGAACTGACATGAAAT A G 0.74 0.54 0.54 0.52 0.54 0.23 0.66 0.59 0.61 0.56 0.53 0.014 0.002 0.002 0.069 0.0000 1
rs1333342 9 72.96 GTTGGGGAAGGAAGCGGACTGCGGCGGGGCGGGTGTTTACCGTAACCGGCGCT[A/G]TCATCGCTCCGGGACTCCTGCACGGGGAACACTGGGCGCACGGGGACGCGCAG A G 0.12 0.42 0.52 0.50 0.50 0.45 0.63 0.47 0.32 0.37 0.40 0.078 0.004 0.002 0.003 0.0073 1 1
rs2026406 9 73.53ATCCTTGGATGTCAGCAGCTCATTTAATATGCATAGCACTTGACAATTTACAAAA[C/G]AGTTTTACACGTCTTTCTTCATTTGGCCTCCACAATTAGTTCCAGAAATCAGTAGAAGA C G 0.43 0.54 0.60 0.59 0.54 0.59 0.53 0.30 0.61 0.47 0.57 0.013 0.001 0.021 0.000 0.0014 1
rs927632 9 74.62 CTTACTCTATTCTCTGCAACAGGAAGAGAAGGATGACTAAAAATCACTGGAGG[A/C]TCTAATCAATGGAGAAGGCACTTAGACTTACATCTGCAAAACACCTTGCTCTTGTTTAC A C 0.26 0.37 0.36 0.39 0.36 0.14 0.06 0.26 0.46 0.40 0.40 0.004 0.078 0.008 0.046 0.0002 1
rs1891835 9 74.88AGAGTTATTTTGCTGATTTGGGGACCTGACCTTGGTTTAAATTAGTTTGTCTGTAAC[A/G]CTCCTGAGAATCATATGCAATATTTTAATGGTTAATTACTACATTGTATCAACCTGTC A G 0.90 0.63 0.63 0.66 0.70 0.65 0.54 0.72 0.71 0.69 0.68 0.043 0.028 0.001 0.006 0.0005
rs2839899 9 75.81 TTAGGCAATTTGCTCCTCTCAAATCTCTGACCAAACTAAACCCAGTGAAATATTTCC[A/G]TTCCCTGGAACTGCACCTAGTTAATTTATCCACGTTATCAAATCCAGGCACATCTG A G 0.21 0.75 0.69 0.72 0.66 0.55 0.35 0.66 0.71 0.70 0.72 0.119 0.042 0.000 0.009 0.0017 1
rs1887773 9 75.89AGAGAGGAGTTAAGAGAGAGCCAGAGAGATTCAAAACTGAGGGTGGAGGGTAAATAA[A/G]CAGACAGGAGAGACATAATGAATGGGAACAGGGAATGATGGATGAGACAGCA A G 0.10 0.12 0.09 0.09 0.11 0.23 0.15 0.21 0.18 0.14 0.14 0.000 0.007 0.029 0.019 0.0047 1
rs722642 9 76.75CAGCTTAGGTCAGATGTCTGAACAAATCAATGTGTGCAGCATAACTGAACATACCA[A/G]TGGGCCAGTTCTGAAATACACACCTACCCTTGGAATTGCAAGTGGTGTCAACTACA A G 0.12 0.33 0.33 0.41 0.34 0.41 0.06 0.49 0.33 0.34 0.30 0.028 0.056 0.027 0.003 0.0006 1
rs713478 9 76.77CAGAATTACAGAAGAGCCTGGTGTTGATTAGGGGAGGAATAACAGGACACCAGC[A/C]ACCTTAAAACCTGTCATTGTGCAACAGAATGGCAAATAGCCATCTATTTCCTGGTTCA A C 0.07 0.30 0.31 0.39 0.30 0.32 0.68 0.20 0.31 0.28 0.25 0.052 0.058 0.011 0.000 0.0037
rs735914 9 77.27 AGGAACTCAGCCACCTACCTGGTTTCCAGAATGTCCACC[A/G]TAGTTGTGCCACTTGATACAGAGAAAATCCTTTTAGCTATATGCTCAAGGACAGACTGCCATCAGATGGGAT A G 0.76 0.52 0.53 0.43 0.43 0.64 0.81 0.46 0.61 0.51 0.55 0.025 0.036 0.001 0.005 0.0001 1
rs1417080 9 77.59AAGTAGACTAGAACCTTCAAAAAGTTAAATTCAAATGGAAGGATTCACAAAGTAATAT[A/G]ATAATTTCTGCTTGCAAAATATGGTGGAAAAACTGTTTCTTAGGGTACAGCACATC A G 0.31 0.74 0.76 0.79 0.73 0.86 0.73 0.79 0.75 0.80 0.76 0.122 0.002 0.000 0.002 0.0002
rs870713 9 79.68TTTTCTCATTTGTGTAAATGGCAGCACCAGGAAGCCAGGGGAATTAAGAGTATTCC[A/C]TACCCAATTTACAGAGGGCAAACCAAGGCACAGGCACCAAGTGTTTACCTGACTTA A C 0.83 0.61 0.51 0.55 0.59 1.00 0.74 0.50 0.64 0.46 0.55 0.068 0.032 0.002 0.216 0.0001 1
rs2378592 9 79.95AAGGAAGCAGTGAGCAGAGGAGCGGGCACAGGGTGACTTCCAGTGCTTAGGAAAC[A/G]TTTAAGAAAGCTTGAAAACCTTTTCAGACTTATTTTCTTTCTTTTAGCATACATTAT A G 0.17 0.22 0.19 0.17 0.38 0.14 0.13 0.07 0.21 0.23 0.24 0.002 0.010 0.033 0.010 0.0010
rs485522 9 80.80TATCAAAAGGCATATGTCCTGGGTTTTAGAAAGGGTGTTTCATTTCAGGCAGTG[A/G]GAAATCATACACTATAATTTCTGACTCAGATTAGCATCACAAAGTCCAGGATCTATTTC A G 0.55 0.46 0.48 0.62 0.45 0.73 0.71 0.35 0.64 0.42 0.39 0.001 0.022 0.017 0.025 0.0037 1
rs7846911 9 81.22CCATGCATGAAGAAAGGCAGTGGATTAAGGCAATGGATTTTTAGGCTTAAGCAGA[A/G]GCTTGGGAGGGAGAAGATGTGTATCAAATCCTAACTCACCTTCACCAAGATGTGGT A G 0.10 0.19 0.21 0.21 0.21 0.05 0.26 0.13 0.04 0.16 0.16 0.006 0.013 0.001 0.019 0.0013
rs4877742 9 81.32AGGATGACTTAGAAGTCGTATGAGAAAAGAAGGAGAAAAACACAAATTTCAATTTCAAA[C/G]CTAGCCATCTGCAAGCTTCCAAAATAAATTGTTGAGGATTCCAATCACAGAAAA C G 0.10 0.20 0.19 0.20 0.18 0.00 0.15 0.04 0.18 0.21 0.27 0.007 0.001 0.017 0.060 0.0093 1 1g

rs1359168 9 81.37TTTTACTGCAAGAAAGAAATGTAATTTACCTTGTGACTCAGCCTGCATTGTGCACACA[A/C]AATATAAGAAAAGCTTCACAAAAGAATAGTTACTTTCACTATGTGTATTGCATTCT A C 0.76 0.40 0.43 0.34 0.48 0.41 0.46 0.39 0.25 0.33 0.44 0.040 0.000 0.008 0.002 0.0000
rs944947 9 81.76GCTGTTGTTTACCAACAGCAAATACTTGCTTTACTCATTCAACATATTCCTTCT[A/G]TTTTGGTGCTATTCTGAATACATGGTAACTTCTGTCAGTGCCAATTAATAGTGTAATTATT A G 0.69 0.78 0.83 0.83 0.88 1.00 0.99 0.73 0.82 0.81 0.79 0.018 0.033 0.022 0.050 0.0021 1
rs918223 9 81.87TTGACTTTTACAAAACGTTCTAGCCTCTTGATTTTTATTAAAGCAAAACATAG[A/G]TGCTATCTAAAATAAACTTCCATTTCCTGCAGCAAATCTTTTTCGAGGTGTGCTTTCACTCC A G 0.67 0.45 0.39 0.35 0.38 0.27 0.05 0.53 0.54 0.40 0.40 0.036 0.078 0.029 0.006 0.0012
rs1187356 9 82.76AGCAGAACACAGTTTTGAAAGCTCTTGGCCTCCAGTCAGGACAAATCATTTCACA[A/T]GAAGAAAATTTTTGGAACTAATACTTCTTCTCCAGCTTCAGGATAGGTCAAGCATGGC A T 0.57 0.48 0.45 0.41 0.54 0.27 0.19 0.35 0.50 0.53 0.42 0.000 0.093 0.036 0.056 0.0018 1
rs1778970 9 82.85AAGAAAGCTATGAGCTATGAAGTTTTCTGGCTTGGATGGGTCAGTGATAATTTC[A/G]GGGGTATGGCAGACTTTGTGATATTTTCTTGGGAAGTAAAAGAAAAAAGGTATGGTTC A G 0.71 0.31 0.35 0.33 0.32 0.32 0.26 0.29 0.36 0.42 0.34 0.058 0.014 0.006 0.004 0.0001
rs675837 9 83.73GTGATTTTCTTTTTATTTATGTCTAACTCCTCAGCAAAGGAAGGCCTTACTTAAC[A/G]TGATAAACATTCACATTTTATTTTAGTTAAGCATTTCTTTAAATGTAAGAAATTGGAGGC A G 0.76 0.34 0.34 0.32 0.41 0.86 0.55 0.58 0.36 0.43 0.37 0.102 0.026 0.027 0.154 0.0000 1
rs88644 9 84.56GGTCTAACAGAACCCTAAGATGGCTGCCTCCACCACACTCCTCTCCC[A/C]GGAATCCTAGTTGGCGTGGAAGGAGGATAGCTGTTGGGAATTTCCTCTTCCCAGCTCCCTTGAA A C 0.55 0.53 0.51 0.56 0.50 0.82 0.90 0.82 0.58 0.57 0.48 0.008 0.155 0.103 0.085 0.0007 1
rs912067 9 85.42 GGTGATAGTAAGTGGGAAATGATACAACTGTTCCTGTGATTATTTATCAGGAG[A/G]CTTAGTGAAATCACCTGGTGATGGATATTGAGAGATGGCTTTCCTCTGCCAACAGATGT A G 0.69 0.66 0.63 0.66 0.70 0.59 0.69 0.59 0.68 0.66 0.65 0.001 0.000 0.008 0.005 0.0001 1
rs729958 9 85.74CAGGTTTCCTGCAGCAACATTCCCCTCTGTAAACCTTTACAAACTGTGTGTTGTAAAATCACAGTGCCCACC[A/G]CACACACTGAGCGCTCAATGGTGGCTGTCATCACAAATGA A G 0.79 0.41 0.44 0.48 0.46 0.50 0.23 0.40 0.27 0.42 0.48 0.083 0.010 0.004 0.012 0.0009
rs560019 9 86.04 GGGGTCAAGCAAAGCTTCCTGGTGGAGGGCAGGTTTAAGCATGAGATGTTTGAG[A/G]AGGTGTTCGCTGAAGAGAGAAATGGTGGGCAGAGGCCTGGAAGAGAGGACCCAG A G 0.57 0.60 0.56 0.65 0.71 0.32 0.24 0.78 0.64 0.66 0.57 0.000 0.064 0.013 0.041 0.0001 1
rs4077800 9 87.79AAATCATAGCTAAATTCCTACTCTGAAACCTTTCTCTTTTGCTAAATTATCTGGAA[A/G]TCGTAACTTCAGATGCCCCATGTTTTTGGTTTTTTTTTTTTTTTTTAGACAGAGTCTTG A G 0.02 0.26 0.22 0.27 0.13 0.00 0.04 0.15 0.32 0.25 0.22 0.028 0.021 0.001 0.065 0.0019 1
rs7037744 9 88.25CACTTTTTGCTGGGGTGCCTGGCCTTCTTCACATCTCCTTTAAATATCCTGCTGCCC[A/G]AATGAGTTTTCTTTTGAGAGTTCTCTGTGCCCTTAAAAAGATCAAATCTATATTCTA A G 0.76 0.40 0.39 0.30 0.41 0.60 0.30 0.63 0.39 0.41 0.41 0.077 0.003 0.035 0.023 0.0000
rs890427 9 88.55CATATCTCCTTTCATTTCTCAGACTTCAGGGAACATGAAAATTCTGATGTCTTCT[C/G]CCTCCAGATACCCTTCGCTGAAGAGTCATGAACAACCCATGGGGTGAGCAGGCCTCC C G 0.95 0.80 0.84 0.85 0.86 0.77 0.91 0.78 0.82 0.76 0.84 0.023 0.008 0.000 0.001 0.0001
rs2780701 9 88.91TATCAATTTGAGGTTTTTTTTTCCTTTATGAATCAATTGTGCAAGGTTTGCCCTAC[A/G]TCTCTTAAAAGGTGGTTAAACTGGAATCTTAAAGACAGTTGAATTTAGCCAAGACCAA A G 0.79 0.53 0.58 0.72 0.61 0.50 0.56 0.55 0.25 0.49 0.51 0.042 0.002 0.000 0.000 0.0021 1
rs751279 9 89.14CGATACCTGGCTGTGTCCAGCAGAGGGGAAGTCTCCTGGGAAGAGGCCTTTGAG[A/T]GGTTTATACACATGTGCGATGTGGGCCAGCGGGCGGCCCCGGGAGCCAGCAAAG A T 0.62 1.00 1.00 1.00 1.00 0.86 1.00 0.86 1.00 0.99 0.99 0.155 0.000 0.049 0.050 0.0020
rs4744070 9 89.71CAAGGATACTACCAGACTACAACCACACTGCTTCTTTAAGAGCTTGAGTTCAGAT[A/C]TCCAATCCTGCAGTGGGTCCAAAGTTTGACTTCTTTGCAGTGCAATTCTAAGAATTTG A C 0.55 0.14 0.14 0.10 0.13 0.36 0.04 0.17 0.25 0.19 0.16 0.091 0.020 0.000 0.040 0.0007 1
rs1316268 9 90.08TGAAAAAAAGCAGGGCGGGTGACAGACCACCCAGGAGTGGCACGGAGCCAAAGAAACCCCCAATCCCAGCCAGGGGAAGCAGTGAGTGATTGTGTGACACC[A/G]CCTGAAAA A G 0.19 0.56 0.63 0.61 0.73 0.50 0.21 0.56 0.57 0.58 0.63 0.123 0.127 0.011 0.016 0.0003
rs3780346 9 90.32AGAATTTACCAAAGACAAAGGATCATGTTAAAGAATACAGGATCCAATATGGCCAATGAC[A/G]AAAACTCTGAGCATCCAAAAATATAACCCAAATGCAATTGATTGAAATATACTG A G 0.90 0.47 0.42 0.50 0.36 0.23 0.36 0.41 0.46 0.49 0.47 0.157 0.000 0.000 0.020 0.0005 1
rs715846 9 90.61 GTTTTAGTAAAGTCCCATGGAATGATTCACTTCTCCAGTGATCATATTCAAATTTCA[A/G]CAGTTTCGGAATGGGACAGAGAATTCCAAAGCAAGAAAAGGAGGTAATCTCTTAC A G 0.98 0.97 0.98 1.00 1.00 0.73 0.57 0.96 0.93 0.97 0.98 0.002 0.143 0.000 0.083 0.0014
rs1048510 9 92.66TGCACCTTGTCTAAGGACCCTAAATGAACGATAAACAGAGATGGTAGCTATGAGTAT[A/G]CAAAAGGTAAATCCACTTAATCACATACAGAAGAGCAACAACAAACTGCTTACGA A G 0.62 0.51 0.50 0.48 0.43 0.86 0.23 0.74 0.46 0.40 0.49 0.002 0.066 0.014 0.054 0.0003 1
rs1027710 9 93.44CTATGCCCTTGTGAAGTTTAGCAGAGTGAAGGGAATTTTCCTTTAATTTATTGAAGT[C/G]TGCTCTTCCTGAAGCATAAATCAATAGATACATAGTTGTCAAAATGAGGTAAGCTCA C G 0.36 0.44 0.37 0.48 0.41 0.50 0.85 0.49 0.36 0.32 0.47 0.000 0.136 0.000 0.006 0.0034 1
rs1335049 9 93.83TCTGTAGAACGGGCACATTTTAGTTTGCAAGAACTCACCAGTAAAGCCCAAACTAAT[A/G]AACCAGGTCCTTCACATTTCCTTTAATTATATAAGGATTTTCTTTGTGTTTCTGTCT A G 0.64 0.64 0.55 0.56 0.63 0.55 0.71 0.56 0.64 0.64 0.55 0.012 0.016 0.000 0.000 0.0000
rs700962 9 93.96TCCCTAAGTACCAAGTGGGAAGTAATAGGATATGGACTTATTCATGCTGTCGTGGT[A/G]CAATGTAAGGACGCTGAGTCTGCAAGGATAGATAACTCATTTCCAAATAGGGTCCC A G 0.83 0.77 0.70 0.70 0.71 0.45 0.69 0.68 0.68 0.63 0.63 0.016 0.000 0.002 0.025 0.0022
rs734631 9 94.20GCAGGTCTGTGTAAGCCAGCCCTGTGTGCCATGACCTTTTCTCTATGGCTTTA[C/G]ATTCTTCCCTTCTGTGCCCTCTCCCTTACCTCTAAGGGTGGGGCTAGTGGTGATAGTG C G 0.98 0.76 0.74 0.79 0.73 0.45 0.94 0.72 0.71 0.66 0.68 0.081 0.043 0.000 0.038 0.0018 1
rs1020884 9 95.54CTCCACCTGCAAATTGGTAAGGTGGAAAGACACTTCACACACTTGTAGGAATATC[A/G]GAGAAAAGACTTTTTCATTGTTTTCATATCACACCAGGCCATGAGCATTTTTGCATGT A G 0.79 0.49 0.59 0.54 0.68 0.68 0.23 0.50 0.71 0.56 0.66 0.020 0.066 0.000 0.008 0.0019 1
rs952765 9 95.75CAAGATCTGGCCAGTTGGTGCCTTGACCCCTTGGTCAGCA[A/G]TTCCTCAGTGTCCCGCAGTGGGAGCCAGGAGCCCCTGACTGATAGCAGCGGCCATGAGTCCTCTACGTCA A G 0.81 0.66 0.64 0.71 0.64 1.00 0.89 0.79 0.68 0.75 0.66 0.016 0.046 0.014 0.140 0.0010
rs894673 9 95.99GAGAGGGGTCCAAGGAGTCAAGGAAAATTCC[A/T]CCAGATTCCTTGACGGAGATTCCCCTGCATGCAGACGCAGAGGTAACCAGTTCTTCTATTAAAGAAACCATGGAAATTCAA A T 0.62 0.65 0.60 0.66 0.63 0.91 0.60 0.66 0.54 0.55 0.62 0.001 0.000 0.000 0.073 0.0010
rs814027 9 96.29 GCCTCACATATTCCTATATAGCAATGCAAAATGGACTAACACACCCAGGAGCCACT[A/G]ATCAGAGCTTCTCATACTTTAGTGTTACAACACAGATTCTGATGTAGTGGGTCTGA A G 0.52 0.52 0.53 0.52 0.43 0.68 0.88 0.65 0.57 0.60 0.56 0.002 0.053 0.011 0.006 0.0000 1
rs879354 9 96.47ACTACCCTGCCAACCTCCCAGGTCCTGAGGTGCACTGCTGCCAAGAGCAAAC[A/G]TGCAGGATAGATTTACACCTTCCAGTGCACTTCCATGGCCATCCACTCATTTAATCCTG A G 0.38 0.42 0.43 0.52 0.55 0.50 0.24 0.44 0.46 0.49 0.42 0.001 0.017 0.003 0.003 0.0002
rs1167768 9 96.71AATGTGCTAAATGGCCCCCCTGGAGACCAGTGCAAAGAAATGGCTCCAACCC[A/G]TGCTGGATTACTGGCCTCTATTCTCTTTCTTAGAGAGCAGCAGCAACAGTTTCCAGCTG A G 0.19 0.34 0.29 0.32 0.21 0.73 0.47 0.30 0.61 0.34 0.27 0.006 0.021 0.000 0.100 0.0002
rs1555519 9 96.95TCAACACACATAATGCCTAGCACACAGAAGGTATTTAGTAAATGCTGGCTGAGCCT[A/G]GTACCGTGGCACACACCTATAGTCCCAGCTACTCAGGAGGCTGAGGCAGAAAGAT A G 0.33 0.63 0.64 0.63 0.55 0.45 0.40 0.54 0.46 0.59 0.72 0.051 0.035 0.016 0.025 0.0039 1
rs1529191 9 98.23TGCAGTCACAGATCTACTTCAATTTCACTAGTACATGCCTTGCTCCAGTCAATGG[A/G]AAAATAGCTGTCAGAAGATGAGACACCTTCTACCAATTAGCATGGGAAATTTGGAAAT A G 0.19 0.39 0.44 0.40 0.45 0.95 0.96 0.74 0.54 0.47 0.47 0.032 0.234 0.069 0.207 0.0005 1
rs1338121 9 98.39AACAATAACAATTGTTCCTTTAATGCTTTATTCTTATGGAAATGCTTCCACATAC[A/G]TTGTCTACATCAGATTTTTACAATAAGCTTGTAAATTGGACTGGCTAGGAATCAGTCCC A G 0.67 0.63 0.59 0.63 0.57 0.05 0.04 0.24 0.43 0.57 0.55 0.004 0.241 0.081 0.215 0.0004
rs1930243 9 98.50TCGACCATAACCATAAATATTTGGGAGTCATTGGCATTATGTGGCATTATATTCT[A/G]TTTAAAGCTATGAGACTAGATCAGAAGAGGAAAGATTTATTGCCAACCAGACAAGTCC A G 0.81 0.46 0.50 0.45 0.52 0.95 0.96 0.80 0.43 0.50 0.49 0.037 0.158 0.049 0.135 0.0000
rs2026999 9 98.52AGTTGACTCCCTCTACCAATG[A/G]GAGTTCCTGTTTCCCTAAATCCTTACCATTCTCACATGTTTAATGTGTTTGTGTTCCATGTTTTATGTGAACTGTAAATGGTAACAAGTGAAT A G 0.50 0.73 0.68 0.67 0.64 0.05 0.05 0.24 0.64 0.65 0.64 0.009 0.256 0.102 0.246 0.0004
rs1338740 9 99.00AGAGAGAAAAGCTGTACAGCGCTGGCCACCTCCCAGGAGTTGTGGCATTTTGAA[A/G]ACTGGTAGATACCTAACCTGTAGAGACCCAGAAGGAAGGAGACTAGAATAATAAAG A G 0.21 0.58 0.52 0.49 0.41 0.00 0.24 0.36 0.43 0.52 0.52 0.042 0.043 0.016 0.230 0.0000 1
rs1329088 9 99.26CCCAACCAGGCAACACCTATGTCCCATCTGTGAAGTGGCACCTGAGATCCTGA[A/G]ACATTATTGCCCACAGCAGGTCATAGCCTCTGTTTATCAGCTTCCTCCCCATCTCTGTC A G 0.64 0.49 0.48 0.44 0.50 0.77 0.76 0.49 0.36 0.42 0.41 0.019 0.052 0.000 0.056 0.0026
rs1323421 9 99.80GCTAAAATTATAATCCTGAAAACCTTCGCTGCCTATTAGTCATTTGGTACATGAC[A/C]TAAAGCAAAATATATTCTGCAATTTTGGACTTCAGTTTGGCTCTCAGTAGACTGACTAC A C 0.52 0.49 0.48 0.51 0.63 0.35 0.52 0.42 0.38 0.47 0.56 0.000 0.001 0.001 0.018 0.0012 1
rs2000182 9 100.17GGGGTACATGTGATATTGTATAATAATGAAATGTGGAATGATAAAATCAAGGT[A/G]ATTGGGATATTTATCACTGCATGCATTTGTCATTTCTTTGTGTTAGGAACATTCCAGTTTA A G 0.29 0.52 0.52 0.48 0.55 0.45 0.40 0.29 0.39 0.49 0.51 0.024 0.001 0.010 0.000 0.0001
rs884416 9 100.70 TCCAGAGGAGTTAATTTGCAGAGAAGAGACAAAATTCAAAAGCAAGTTATAACTC[A/C]ATTCTTAGAAGTGACTGAGATTTTCTACTTGTTATTAATGGATATATCTTCTTTTAAAT A C 0.33 0.55 0.57 0.55 0.61 0.35 0.84 0.65 0.46 0.55 0.51 0.020 0.076 0.013 0.008 0.0006 1
rs949471 9 101.75ATTTATTATTTTACAAGCCCCATTAGATACATTTTAAATGAGTATTGATGCAATA[A/G]TTGTTATGGAATATATTAAGGAACTTAGGCAAATGTGTTATTGAAAATTATGCTTATGGA A G 0.55 0.41 0.40 0.46 0.54 0.41 0.00 0.55 0.36 0.50 0.54 0.014 0.164 0.028 0.000 0.0094 1 1 1
rs363717 9 102.92TATGAGAGAACTATTGTTTGGGGAAGTTCAAGTGATCTTTCAATATCATTACTAACTTCTTCCACTTTTTCCA[A/G]AATTTGAATATTAACGCTAAAGGTGTAAGACTTCAGATTTC A G 0.95 0.85 0.85 0.83 0.71 0.91 0.99 0.82 0.75 0.78 0.86 0.011 0.037 0.000 0.004 0.0000 1
rs6477450 9 103.82ATTTACAAATTGATTAGCCAAGAGGTGAAAGTAAGTAAACTGGGAAGAGGAAGAAG[A/T]GGGGCCTTACTTTTTCACAGGGAGAAACAGCCTTGCCATTGTGGTCTTTATTGTGC A T 0.79 0.36 0.36 0.30 0.39 0.64 0.45 0.52 0.36 0.47 0.41 0.061 0.001 0.001 0.018 0.0003 1
rs1961970 9 104.06AGGAAGTCATTTTGGTCTCTGCTCTCCCTTTTAGGCAGGGGATAAGTGAGCATCA[A/G]GGAGAAGCAATGATTCATCACCCTTGTGGCTAGCACAAATATTGAGAACAGGTAAA A G 0.69 0.26 0.27 0.23 0.27 0.55 0.35 0.28 0.14 0.32 0.27 0.096 0.072 0.000 0.044 0.0001
rs1516882 9 104.29TAAGTGCTTTTAATTGTAGTTAACACAAAGGTACATCATTTTGAGGAGGGCACAGATT[A/G]CTTTCATTGCACCTCATATTCTAGGCTCTATCTTTGGGCTATCTTAAATTTTCTTAA A G 0.79 0.64 0.72 0.70 0.61 0.45 0.79 0.86 0.75 0.64 0.65 0.000 0.000 0.000 0.066 0.0062 1
rs7850024 9 104.48CCTATGGCACACACATGGAGTGAGAACACAGTACCATAGTAATGGCAACAGTAAG[C/G]GGGGTAGGCAGGGAGTAAGGAGAGTAAATTCACAAGGGCAACATGCCCTTGTTTG C G 0.60 0.67 0.71 0.73 0.75 0.41 0.56 0.80 0.75 0.67 0.66 0.017 0.023 0.000 0.071 0.0033
rs1491100 9 104.73TAGGTTTAAAATTAATTGATTTAAAGAGAAATATTAAGTTCAAAAAACACTGGTGT[A/G]TGGCAAAACCTGTGAAGTGGTGCCTGAATGATTGATGGTAGAAAAATAACTGATTTCA A G 0.19 0.69 0.60 0.60 0.64 0.77 0.97 0.36 0.64 0.62 0.59 0.068 0.131 0.024 0.028 0.0000 1
rs1819730 9 105.61TTGGGCAGAGAGAATGGGATATATATAAACCTAGCAGATGACGTGAATGAGCTAAAGGAGAAAAGTGAAACAACAACTAAACAAAAT[A/G]AACAAAACCCAACACATGTAGAAAA A G 0.74 0.84 0.82 0.84 0.84 1.00 0.97 0.90 0.75 0.83 0.88 0.002 0.039 0.001 0.070 0.0012 1
rs940287 9 105.82 GACAGGAGTTTCATTTCCAGAGTCAAGAAAGAAGACCTATCCTGAAACATCCTCA[A/G]TGACCCTACCTGAGCAGATGGGGCGGGAGCAGCAGGGAGGCCCTGGCATTCCTA A G 0.55 0.28 0.31 0.28 0.45 0.19 0.22 0.36 0.32 0.32 0.37 0.029 0.002 0.003 0.007 0.0006
rs1407392 9 107.77AAACTCTACCTCATTGGACTTCA[A/G]TTATGCAACTAGTGAGATTCATCATATTTTTTGGGTTTCTTGGGATTCTCACCTTGTACCGGCTCAAGTTTGCTGGCTGTGACCTCAGGC A G 0.55 0.46 0.51 0.55 0.57 1.00 0.92 0.54 0.79 0.57 0.47 0.001 0.071 0.007 0.164 0.0018 1
rs1923433 9 107.78GTGTGGTACTGTGTTGTCACAGAAGACTGTTTCAAGATGGAAGGGATGACTCTAAATATTTACCCCAAA[A/G]AGAATACATTTATTCACATAAAGACCTGTACATGAATGTTTATA A G 0.21 0.34 0.43 0.45 0.48 0.59 0.75 0.41 0.50 0.40 0.44 0.029 0.045 0.010 0.005 0.0003
rs1327532 9 108.51AATACCATCTGCCTGTCAAGTATTGTTTTAAAACATTA[A/C]ATTTGCTAAATATTACCTAGTGTTAGATGTAGGCCAAAAAGGCAGCAACAGTGGAGTAGGAAGTTCATGAGTTTT A C 0.31 0.32 0.29 0.38 0.38 0.68 0.78 0.36 0.36 0.29 0.29 0.000 0.119 0.001 0.070 0.0000 1
rs984071 9 108.52TAGAAACAATTT[A/G]AAATTCCAGGGAGGTATGGATAGTGATGTTAAATTTTTAAATATCTCAACTACACTTTATTTCAATATCTTAAAATATATATAAGGATAAAATGGTTTCATATT A G 0.14 0.30 0.37 0.24 0.39 0.27 0.00 0.36 0.25 0.33 0.36 0.030 0.117 0.003 0.000 0.0002
rs1410049 9 108.55 CTCCTGCAGTCCTAAAAAATGTCCTCTCCCGGAAAACATAACACATATACTTGT[A/T]CATGGGGACGATTTCAGTGTGAATAGGCAAGTTTCTGTGTCATGTGCAGAAGGGTATA A T 0.19 0.46 0.44 0.57 0.43 0.65 0.53 0.36 0.61 0.49 0.36 0.054 0.000 0.032 0.005 0.0067 1 1
rs1413219 9 110.04GTATTGGATGGCAGTCTTAGGGAATTTCAATATCAACTGATTCTTTAATTCTGA[A/G]TTTGAGAATTTCTTTTTATAATACACACGGTCGCTAAGGCGCTTAGAGATCTGTGAGGC A G 0.36 0.32 0.43 0.35 0.41 0.36 0.04 0.36 0.32 0.44 0.51 0.000 0.088 0.001 0.000 0.0065 1 1 1
rs1324935 9 111.14AGTTGGAAGATAATATCAATGGATCCTAGAATTATGTCCTAAGTAGTCTTCAG[A/G]AATTCTGCGATAGAGAAATGTTGATACTTCTAAGGTAACAAAGTAAGACTATTTACAAAGT A G 0.64 0.30 0.35 0.46 0.25 0.77 0.39 0.52 0.43 0.41 0.38 0.053 0.003 0.021 0.117 0.0006 1
rs1128786 9 111.30 GATTTTCTCTCTTTCCTTTTTTATAAAGTGAAGAGGTTCAACTATCCAGA[C/G]AGTCCCATCTAACTCAAAAAATGTAATGGCTTTGGTTGGATTGCATCTTC C G 0.19 0.30 0.32 0.33 0.39 0.14 0.17 0.32 0.39 0.37 0.34 0.014 0.015 0.000 0.026 0.0000
rs1040989 9 111.51ATCCTTACGGTATCTATTGACTTCATTATATTTAAGTGTTTGTATAGTTCTTTGCCTAATATCCGTATCCCTGTTCTTCAGTGCCTGTA[A/T]ATGCCCTAAGGGCTGGAAATCTATC A T 0.48 0.60 0.72 0.61 0.54 0.30 0.58 0.73 0.69 0.65 0.69 0.051 0.026 0.003 0.125 0.0009
rs14419 9 111.55TGGGCCAAGTGGGTCTATGAAAAACAAAATTCAGTTAATGCTTCTGTCAAGTGAAGAGAGAGAAC[A/G]GATTTTGTTATTCTCCCACAGCATTTTAGTAGTTTCCTAAAGCTTACT A G 0.38 0.44 0.34 0.38 0.43 0.06 0.02 0.19 0.32 0.39 0.30 0.005 0.066 0.003 0.039 0.0001

rs1871692 9 111.88TCTCATCTATTCCTCTTTCCCTAGTTGAGCAAGCATGAAGCATTGTGTTGGTG[A/C]TTGTGTCTGCCACATCTGTCCCCTGAGTGGTCTTTCACTATCATGCAGAGTAACTTCTTT A C 0.40 0.66 0.73 0.71 0.73 0.27 0.17 0.66 0.73 0.72 0.71 0.080 0.173 0.004 0.125 0.0029 1
rs1000709 9 112.61CTGGAGCTGGTTATAGTTTTATAGCCCTTTTCAGGAGTGTCCTTCTCTGTGCC[A/G]TGGTATGAGACCTGTCCCGTGAGGCTGAAGACAAAGTACAGAGGGAAGAACAGATGTA A G 0.33 0.45 0.51 0.50 0.61 0.59 0.39 0.56 0.57 0.48 0.49 0.018 0.013 0.002 0.001 0.0001 1
rs726657 9 113.07TCTTCTAGAACTTTCTCTTTCCATAAACATGAAGCATAGATTGAAGGTCAACCCT[A/G]CATATATGACCAGCAGCAAGAAACGCAAGGTGGGATGCAAGGACTTAGAAGACTAGG A G 0.74 0.52 0.40 0.49 0.48 0.36 0.49 0.41 0.42 0.42 0.50 0.038 0.002 0.008 0.006 0.0042
rs1060545 9 113.20CTTGAGGGATTTAGAGATAGAAAAGCACCATTTCCAACTAGCAAAAGACTCTCAG[A/C]AGTAAATAATCTGTGTTCCACCAGAACTCATATATAGGGAGGGAAGCTTTTAGTTATC A C 0.38 0.54 0.49 0.59 0.57 0.82 0.75 0.67 0.46 0.59 0.71 0.016 0.017 0.014 0.036 0.0226 1 1
rs944510 9 113.23AAAGACCTGGCACCGCCTTCAGAGCCCAGCGAAAGCTTTCAGGAGCACACAGT[A/G]GATGGGGAAAACCAGATTGTCTTCACACATCGCATCAACATCCCCCGCCGGGCCTGT A G 0.60 0.39 0.40 0.43 0.54 0.27 0.59 0.29 0.46 0.49 0.38 0.030 0.039 0.000 0.002 0.0002
rs1250019 9 113.23CCTTTGTTATATATGAGGTCATGGTTTAGAGAGGATAAGTAGCTTGTCAAAGTT[A/G]CAGGGCTAGTGAGTGACATTTGAACCCAGGTATGCCTAATTCCAAAGCCTAACCATTTT A G 0.64 0.52 0.50 0.61 0.57 0.41 0.63 0.40 0.50 0.65 0.65 0.015 0.013 0.003 0.001 0.0157
rs1757096 9 113.23TACAACAAATGGTTCTCAAGCCAGATGGAGCCTGAGGGTGCAACCGTCCTTC[A/C]GCTGAATTTGAATCTGGGTGCCCTGGGTAGATACAGAAAAATGTGGCTGCTTAAGCCTG A C 0.55 0.61 0.60 0.59 0.46 0.73 0.38 0.71 0.57 0.51 0.62 0.005 0.046 0.000 0.002 0.0003
rs1250288 9 113.38TGTAATTAAATTGAAGCTGTCAAGATTAAGAGATCATTCTAGATTATCTGACTGGAC[A/G]CTTAATACAGTGACAAGTGTCTTTATAAAAGGCACACAGAGAAAAAAAGGAGGAAG A G 0.55 0.40 0.35 0.39 0.36 0.82 0.96 0.34 0.54 0.34 0.38 0.040 0.309 0.004 0.173 0.0019

rs1405 9 114.33CCAGGCAGTGGAGAGGGTGAGGAGTGGTGTATAGAAGAGAGC[A/G]TGGAGTTTAAGGGGTTATTATGGCTGAGATCCAGACCATGAGCAGAGAAAAGTTCAGTTTATCTCACG A G 0.90 0.33 0.44 0.41 0.45 0.82 0.86 0.65 0.54 0.55 0.41 0.132 0.102 0.012 0.071 0.0004 1
rs1334071 9 115.19 CATCAAGGGCCCTTGCAGGTTTAAGCAACTCTAAGGAGGTCTGGCCTAAGGAAGC[A/G]GGACCCAAGGTTCTTGCTCAGCACCCAAACCCTCATTCTGGTAAAGAAAAGAATT A G 0.38 0.58 0.53 0.56 0.46 0.64 0.10 0.57 0.43 0.51 0.49 0.011 0.107 0.001 0.008 0.0003 1
rs1572306 9 115.45 GTACTTCTGGGTCCTTGGCCTAAGCCATTCCTTTTACTGCCCCTTCTGCCACTG[A/G]CTGCATCTACTACTTATGGTAGCTGACACAAAATCAGTTATTTAGCCTAAGACAGCAG A G 0.07 0.21 0.23 0.21 0.25 0.14 0.32 0.14 0.29 0.23 0.24 0.028 0.007 0.006 0.008 0.0000
rs734096 9 116.10AGTCCAGTGGTTTCACATATATATCTGCATAGGATGGTGTTCTATATCTGGTTAT[A/G]TTTTGGTTCCATGACTTGGCACATCATAAATACTAATTCTTTTTTAAAATTTATTACCTT A G 0.63 0.65 0.56 0.60 0.57 0.65 0.48 0.66 0.75 0.58 0.58 0.002 0.003 0.010 0.004 0.0003 1
rs724975 9 117.16AGTTGGCTAAATCAGGGCTCTGTGGTTTGAGACAGAATCCCAATTATTTCCAATTA[A/G]GAGATAGCAGCGACAGCTGCTCTTAACCCAACCACTCCTCACTGCTGCTAACCTG A G 0.02 0.15 0.14 0.20 0.16 0.36 0.26 0.16 0.11 0.14 0.16 0.025 0.015 0.000 0.040 0.0000 1
rs230146 9 117.25AGCATCTCTTTTTCATAGTTGGGTTGTAGTAACAGATGGTCATGTTCACTCAGCAA[A/G]GACAAATAGCTCGAATGATAAACACAACAGGGTTGAGAGGTGCAGGAGGGAGATT A G 0.86 0.73 0.76 0.73 0.75 0.55 0.55 0.61 0.82 0.78 0.82 0.002 0.046 0.040 0.052 0.0016
rs914652 9 117.34ACTGGGTTTGGGACGCCCTGGTTTAGTGTATGGTAAAGCCAAAGGCAGGGTTTGCTC[A/G]TCAAGGTTGAGGGTAGTAGACCAACATTGAAATATATATACTGTAGTGTGCTGA A G 0.40 0.18 0.17 0.24 0.27 0.23 0.47 0.26 0.21 0.24 0.17 0.031 0.074 0.003 0.007 0.0000



rs1013324 9 118.39ATCAAGGTAGTCATTCATTGCAGCTACAGGTGAGATCAATTTGTCCTCTAGGAGAT[A/G]ACCTCCTCCCTCCCCAAACTGCTGCTTTGTTTTAGTTTGTATTGTTTTATTTTATTAT A G 0.57 0.19 0.14 0.21 0.21 0.00 0.04 0.11 0.18 0.15 0.15 0.127 0.005 0.001 0.031 0.0002 1
rs769012 9 119.61CCCTGAGATGACGAGTTTGCTGGGTANAGATAGTCTCAGGCCTCTTCCCTCTAA[A/G]TACCATATGAGCCAGCACATACAGCCCCAGACCCGTGGCAAAGTCAGAAAAGGCAG A G 0.45 0.60 0.62 0.57 0.69 0.55 0.61 0.76 0.68 0.57 0.48 0.018 0.000 0.003 0.003 0.0130 1 1 1
rs656328 9 119.71AGGCTGACCTGACCCAAGCTGGGATGAGGTCGCCCTGCAATTACCACCTCTTCCG[A/T]GGCCAACAGGACTTCTCCCTGCTGAGTCCCAAAACCTGCTGCCCCACCCCCCCAT A T 0.69 0.76 0.74 0.70 0.75 1.00 1.00 0.91 0.75 0.75 0.64 0.001 0.106 0.020 0.106 0.0043
rs4679 9 120.29 CTGCGGCCCATCACTATGGAGCTCAATGTGATAAGCCCAACAAGGA[A/G]TTTATGCTCTGCCGCTGGGAAGAGAAAGATCCGAGGCGGTGTTTAGAGGAAGGCAAACTGGTC A G 0.14 0.63 0.65 0.61 0.46 0.27 0.24 0.49 0.61 0.61 0.59 0.123 0.083 0.012 0.073 0.0015 1

rs913932 9 120.33GTGGGGGCCAGGCCCTGGGTCTGATCCCCAAGTGAAACCCTGGTGGATGCAGGG[A/G]CTCAACAAAGGCCTGTGTCTAGGGGGAGCTTAGGGGGCCTAAGGCTCTAGGTGC A G 0.48 0.57 0.51 0.50 0.61 0.77 0.97 0.54 0.57 0.46 0.54 0.000 0.181 0.002 0.056 0.0001
rs917783 9 122.17TACCGCGCACCAGGCTGGGGCACCCCGGCCTGGTGTTAGTTGTGTCCTGATG[A/C]TTCTCTGTCTGAACTTCGCCTTCTTGTCCCAGACACACAGTCCAGAGAACTTGAGGCA A C 0.67 0.60 0.58 0.51 0.63 0.59 0.28 0.74 0.54 0.66 0.58 0.006 0.050 0.008 0.000 0.0000 1
rs2148742 9 122.25GAGAATCCCAACCTAAGATATGAGATAAAGATTCCCAGAGACCTGGCCTCAGCAAC[A/C]ACAGGACATGCTCCCTGTATGTCTTCCCCCTATACATGAGGTACACTAGGTGGGC A C 0.38 0.67 0.73 0.67 0.71 0.64 0.71 0.60 0.71 0.73 0.73 0.099 0.005 0.021 0.014 0.0004
rs1984001 9 122.51GGTTATATTTGGTTGTTACATCTGTTTCGGTATCTCGTTTGTCTGGGGGGAA[A/G]AATGTGTATTTAGACCCCAAATTATTTTCTCATTAAATGCTTTTAAGGATTTATGCTAGGCC A G 0.62 0.40 0.42 0.49 0.38 0.77 0.59 0.66 0.46 0.45 0.42 0.020 0.015 0.058 0.074 0.0006
rs12009 9 123.37 TAACCCTATTGCCCCAGGGTACACAGCACTGTAGGTCATCTTTAATGGCT[A/G]TATTGGGCTTGGCCTGAGACCAGTATTCTGCTCAGGGTCTGCCCAAATGC A G 0.40 0.56 0.56 0.50 0.57 0.45 0.98 0.52 0.71 0.54 0.61 0.015 0.140 0.000 0.006 0.0013 1

rs1055352 9 124.29 GCCTGGGACCAGAGAGGAAAGTGGGGTGAAACCAGGTGGGACAAATCTGT[A/G]TTTTTACACCATCTTCGGGCACCTTGTTGGTTTGCAGGGGACCCAGGAGA A G 0.12 0.46 0.50 0.35 0.54 0.23 0.35 0.34 0.43 0.42 0.46 0.094 0.010 0.014 0.041 0.0022 1
rs741028 9 124.56 AGTAGATTCCTTTTCCTGTATCTTTCACTAAGACAGTTGGCTCCCATCATG[C/G]CTGCTAAGGGTGAGACGTGGCACAGAGTTGCAAGAGACACCAGTGGAGACGATATGTAGT C G 0.65 0.56 0.54 0.60 0.55 0.77 0.38 0.51 0.50 0.53 0.61 0.007 0.010 0.003 0.034 0.0025
rs1336980 9 124.75GCCGGCGGCAGAGCGGGCGCGGGCCGGGCCCGGCAGGGGGCTGACCGGGCTCGAGTGCCGGGCGGTGGCGGGGAAGGAGGACGAGAAG[C/G]GCTTACTGTTGGTAGTC C G 0.88 0.56 0.61 0.69 0.73 0.80 0.98 0.67 0.73 0.61 0.61 0.036 0.110 0.001 0.012 0.0000
rs624903 9 125.02TCATATATAAAATTTAATAAATAACCCTGACCAGTCTAGAAGCACCATTCAAGG[A/G]GCATGTGCCCTTGGAAAATAGTTTAGGTGTTGCATATTTGAGTCCCTTTCAGTGGAGGC A G 0.17 0.08 0.14 0.16 0.02 0.00 0.01 0.01 0.07 0.18 0.14 0.001 0.024 0.021 0.041 0.0001 1
rs947626 9 126.15CCACAGTCCTGCCTGAGCCTCCTTCCAGCACGGGGGTTTGATCCCAAGAGTGAGTA[A/C]TGTATTTCAAGAAAACAAGCCTCCAAGTGTAAACCCTTATTGAAACTCTGCAGCAG A C 0.45 0.18 0.15 0.15 0.20 0.59 0.12 0.47 0.07 0.27 0.21 0.089 0.000 0.102 0.144 0.0040 1
rs878400 9 126.28GTACCTGGCTCCTAGAAGCCTAGCCAGTCACCTCCTGCCCAGCCTTCAAACAC[A/G]TCAGAGGGTTAACCATTCATGGCCACGCTGAACACTACTCACAAGATCCGGAAACCAG A G 0.21 0.51 0.58 0.62 0.59 0.59 0.77 0.63 0.57 0.54 0.65 0.076 0.032 0.001 0.001 0.0053 1
rs751340 9 127.07CCTGCAGTTCCAACAGGATGGATTCCTGGTGCTGGAAGGATTCTTGTCTGC[A/G]GAAGAGTGTGTGGCCATGCAACAAAGGATTGGCGAGATAGTGGCTGAAATGGATGTTCC A G 0.52 0.39 0.35 0.33 0.43 0.14 0.42 0.43 0.39 0.38 0.43 0.014 0.001 0.001 0.039 0.0023 1
rs913275 9 127.29TGGGGCCCATTGTATCTGGAGAGCCTGGATTCCTCTTGGCAGTCTTAGGCCC[A/G]GCCACTTCTGCTACCTTTGCGCTGCTGTGAGCCTCACCCTGGGCCCCTGGGCCCTGCT A G 0.38 0.71 0.70 0.68 0.75 0.68 0.57 0.66 0.71 0.69 0.69 0.056 0.010 0.000 0.000 0.0002
rs1220789 9 127.63AGAGCTGGGATTTGACCCCGAGTCTGCGGGTTCTGAGCTGTACTCCTCCCCAG[A/G]GCAAGATTCTGCTTCTGCTGGGAGGCGCTGCTTCTAGGAGCTCTCCGTCTCTCCGGA A G 0.07 0.40 0.42 0.44 0.39 0.18 0.26 0.48 0.57 0.45 0.42 0.072 0.009 0.006 0.023 0.0004 1
rs1054879 9 128.37 TTCGGCAGCCGGAGAGGCTGTGGGTGGGCCGAGGGTGTCTAGGGGTTCTGCCT[A/G]GTCAACGTTATTTGTCGTCCCATCTTTTGGCAGCAAAACCACCTGCGTGG A G 0.26 0.50 0.50 0.55 0.41 0.09 0.30 0.60 0.64 0.55 0.49 0.026 0.019 0.010 0.097 0.0001 1
rs818053 9 129.24GGGTGCGGAGAGGCCCTCAGCTGACCTCTGGTTCAGGCTCGAGACGAACTC[A/T]CAGCCAAGTGTCCGAGGATGGTGAGGAGCAGGGAGGGGCGCCATCCAGGAGGGGGAT A T 0.74 0.49 0.48 0.50 0.64 0.71 0.33 0.67 0.54 0.61 0.53 0.030 0.012 0.014 0.027 0.0015 1
rs818052 9 129.25CAGCTTCTCAGCTTAGGTGAAGTCCCACCAACCCCCGTTCAGGATAATGAGGA[A/T]CTCTGGATCTAAGGCCAATAATGGATGACCGGTGCCACCCCCCAACCTAATGGGAGAT A T 0.26 0.52 0.53 0.50 0.36 0.55 0.67 0.34 0.50 0.41 0.47 0.035 0.012 0.011 0.001 0.0025
rs735107 9 129.47CTATAGAATATAATTGCTTTTTTTTCCTCCAAAATATGTCTACATTTTTACAAAC[A/G]TGTCGAAAAACATCCGAAAGGAATAACTAAAATATTTTTGCTTTTGTTTTCCTTGTATGTT A G 0.45 0.60 0.61 0.62 0.73 0.50 0.48 0.61 0.54 0.67 0.65 0.022 0.024 0.004 0.018 0.0022
rs565325 9 130.63CAAGAGGAGGGTGGGTCACTAGGGGAAGGTTTCTCAGAGCATGCGGTATGGGAC[A/G]CAGTGAGTAAGGGTTGAGTTAGACTTTTCTGATAGTCAATCTTGAGGGTGTTCCTG A G 0.29 0.57 0.55 0.51 0.59 0.45 0.17 0.50 0.57 0.59 0.60 0.027 0.074 0.000 0.003 0.0032 1
rs456396 9 130.84GAGGGCCAGCGCCCCAGAATAACAGTTCTAGTCAC[A/G]CTCTACACTTCTTGGTATTGTGTTGTCGGGGGTGGGGGGTGGGGAGTAGGCCCCTGCTGCTCTTTACGGTGTTAC A G 0.57 0.41 0.38 0.48 0.34 0.59 0.78 0.43 0.39 0.33 0.43 0.027 0.079 0.004 0.024 0.0034
rs215156 9 130.94TTTTCCTGAAGTTAATAATCATCTTGCTTTTTCACTTGTCTAGTTTTCTTTGTACCT[A/G]TTAGTTAATTATTTCCACATCTCATAATAGCCTTTCAGAACAATTTCCCACAAAGTCCA A G 0.45 0.33 0.33 0.40 0.27 0.23 0.25 0.21 0.36 0.41 0.37 0.001 0.013 0.019 0.020 0.0002
rs886017 9 131.25 CTTCACTCCCTTGGTGAAGGTCCGCTTCTTCAGGACAAAGTCATAGTTGGC[A/G]GTAGAGTTCATGGCATAGAAGACGTTGGCGTTTTCAGGGATCTTCAGCTCTGGTGGGGA A G 0.43 0.51 0.52 0.61 0.55 0.64 0.71 0.66 0.54 0.49 0.47 0.003 0.024 0.004 0.008 0.0032 1
rs12335 9 131.47GCCTCTGTCTGGTAACAGTCACACCAGCTCCTGTTCAGTTACAGTCTTTGTCTC[A/G]TAACCGGAGAGTTTCATCAAAAGAATTTTATTTACAGCTTTATCATCCATATGCCACTAA A G 0.43 0.46 0.46 0.50 0.43 0.55 0.60 0.58 0.36 0.58 0.56 0.000 0.012 0.010 0.007 0.0027

rs1611122 9 131.85CCTGACTCCAGTTGGGAAACAGAATCAGGACCCACTGAGGGCATAAGGTCCTG[C/G]GGCACTTGCGTTTCTGTGGAAAATAAAAAAAAGGCTTGAAGCATTTCAGACATCACAG C G 0.55 0.55 0.46 0.45 0.48 0.91 0.94 0.72 0.77 0.55 0.44 0.010 0.209 0.041 0.156 0.0000 1
rs877954 9 132.77CCTACCAAGCAGAACCACCAGAGGCCAGGCGACACCAGCACATAGTAGGTACTTC[A/G]CAAGCATGTGTAGAATGGATGGCCAGATGCCCACACATACTAAACACTCTCTACAA A G 0.79 0.35 0.37 0.29 0.36 0.41 0.34 0.51 0.18 0.35 0.41 0.124 0.002 0.028 0.007 0.0029 1
rs914400 9 133.73GAGTCGGGGCTGAGACACATGTTCCAGAAGAAATGCCCTTCTCTGCAGAAAGAGTGGGACCCTCGG[A/G]CTGTGTCGGGAAGACAGAGAGAGGAAAGCAGGTAGCTGTGCGG A G 0.24 0.45 0.45 0.41 0.43 0.36 0.23 0.52 0.46 0.42 0.41 0.025 0.025 0.008 0.002 0.0003 1
rs705670 9 133.91CCTCACAAGAGGGCCCCTGTCCCAGCCTCTGGCCTGGCTCCCCTTCTGCTGA[C/G]GGATGTGGGGCTATCAGGGACCAGGACTCCTGACTGCCCCTTGAATATCTCTGTCTAG C G 0.57 0.65 0.78 0.76 0.64 0.41 0.44 0.59 0.68 0.72 0.74 0.028 0.063 0.032 0.083 0.0012
rs710411 9 134.80AGTAGGGCCCCTTCACC[A/G]TTTGAAGCTGACTGTAAAAAACATCTGACCTGTGTGCAAAGCTCAAGCCCAGAGGCCTCCAGGGTGTCCAGCCTCCAGGGTGCCTCCTACGCA A G 0.38 0.62 0.59 0.61 0.73 0.65 0.17 0.58 0.62 0.58 0.67 0.035 0.120 0.004 0.000 0.0023 1
rs945383 9 134.98AAACAGATATATGCGGTATTTTAAAAACTGATTTTACAAAAT[A/C]CAGCCATGAGATGTACAACTCATTCCCTAGGAAACAGCCCAGGAATGGCCATCTTCTCCAGCCCCGTACG A C 0.33 0.27 0.22 0.28 0.32 0.23 0.47 0.18 0.25 0.18 0.17 0.005 0.032 0.000 0.000 0.0027
rs908831 9 135.18TATAGAAGCCCAGTATGTTAAAGACAAAACTTCACAATCATTAGACGAAAACATGACAGTGGTTTCCAGCCTCAGGGAAGGTCAGGATGTTCTGAGTC[A/G]GTCGGAAATAGCA A G 0.57 0.61 0.61 0.59 0.66 0.86 0.40 0.74 0.71 0.61 0.55 0.000 0.010 0.038 0.071 0.0009
rs1018330 9 135.34CAGCAAGTGTCACAGGGGGCAGAGACCAGCAGAAACCTAAAGATGACCCCTAGAAGAGCAGGAGGCCAGGGGAACAGAGTTAGACGAGCCA[A/C]GTGCTAAGCAGGACGTCG A C 0.29 0.64 0.73 0.74 0.75 0.32 0.35 0.77 0.61 0.73 0.76 0.093 0.054 0.003 0.065 0.0004
rs7028989 9 136.13TAGGAGTGGAAGGAAGGTGTCTGCATGTAGTTATCATGAAGCCATGGATGGAATATC[A/G]TAGCAGAGCGACTCACGGTGAGTTCACGCTGGAGACAGATGAGCTGCGAGATA A G 0.60 0.12 0.13 0.20 0.07 0.55 0.06 0.29 0.18 0.14 0.16 0.118 0.007 0.036 0.113 0.0001 1
rs7860423 9 136.17TTCCAACCCTGGCTGCCGTGGTAATCCAGTCGCAGTGAAGACTGCGCACAGGAGC[A/G]TGTTCATAGGAGCATGGAGAAAGGCCCAGTGAAGCCCCTGATTCCCAGAATTATG A G 0.74 0.14 0.15 0.14 0.13 0.59 0.06 0.27 0.21 0.14 0.17 0.196 0.007 0.028 0.134 0.0003
rs766374 9 136.22GCCTAGCA[C/G]CACCGTCAAGGTGTGCAACAGCTGATCACTCCCAAATTCCTCTGTGCTCCCTTGAGTCGACCCCTCGTCCTACTGGCAGCCTCTGCCACCAXTGATGTGTTTT C G 0.12 0.54 0.51 0.62 0.54 0.30 0.71 0.52 0.61 0.45 0.45 0.107 0.021 0.000 0.024 0.0026
rs7909028 10 0.13GAAAAGAAAGTAAAAAAATTCCCGCACAGATTCTCATTTGCCATTGCCACAAATAGGT[A/G]GCAATGAGAAGGGAATTTCTGTAAAATGTAACATGGAAGAGGCATGTTCACAGC A G 0.62 0.70 0.65 0.73 0.55 0.86 0.77 0.74 0.71 0.57 0.56 0.003 0.008 0.005 0.017 0.0027 1
rs1476130 10 0.23 TTATGGAACACAGGTTTGGTATCTACTTGTTCCTTTCCCCTTCTACATAACACT[A/T]GTCTCTAAAGGAAGAACAAGACTGAACGGCAGAGGCAGAATGCGTTCTTCAGCGGAAT A T 0.36 0.30 0.35 0.24 0.45 0.23 0.23 0.26 0.36 0.41 0.42 0.002 0.007 0.004 0.002 0.0013
rs2018975 10 0.27CCCACGACAGTGCATCCTGCTGTCTCTGCTCTGAGCTAAACTGCAGGAGAACCCC[A/G]CCTTTAGGGACCTTTTCATCCCAGGAACCCCAGCAACACCTAGGCTCCAGTACTG A G 0.36 0.38 0.31 0.32 0.21 0.55 0.64 0.42 0.32 0.28 0.23 0.000 0.050 0.002 0.019 0.0042 1
rs6560842 10 0.45TGGGGCCCTCGTCAATGAAGTGAGTCAGGAGAACTAAAAGGCACAGACTTGGAAGGC[A/G]TGAGACACTTGATTTACCGAAGACACAGGGCCTTATTTAGAAAATTTTAGGAAA A G 0.45 0.96 0.98 0.94 0.96 0.95 1.00 0.98 1.00 0.94 0.95 0.220 0.000 0.000 0.016 0.0009
rs816570 10 0.63TTTAGTAGAGACAGGGTTTCACTCTTAAGGACGTTGTTCAGTAAGTACTAATTGGT[A/G]GCCTGCCGTTGAACTAATTTCAGTGTAGTACTGACATCATCAGCCAAGGCAGAAAC A G 0.07 0.26 0.35 0.26 0.41 0.05 0.18 0.24 0.35 0.30 0.45 0.077 0.023 0.010 0.086 0.0046
rs1057304 10 0.81ACTCCACGCATGCACATTTAGGATCACCGTGTCTTCTCGTTGGACTGATCTGTC[A/G]TTAGGACCCTGGACCCAAGTAATTGTCTTTGCTCTGAAGTTTTGACAGTAACAAAGGC A G 0.79 0.55 0.52 0.52 0.57 0.77 0.56 0.49 0.38 0.60 0.62 0.055 0.018 0.005 0.060 0.0076 1 1
rs1029182 10 1.92ATCTCTGCTTTGTCGAGGAGTCTGAATTGACTTCCTGCAGAGAGAAATCCCC[A/G]CACCCCGTTTCAAATAACGTTGGTTCCTCTGGGGAGAGCTGTGGGTCTGTCTGTTCTCAC A G 0.50 0.66 0.68 0.70 0.61 0.59 0.50 0.57 0.75 0.71 0.67 0.019 0.014 0.005 0.004 0.0000 1
rs729397 10 2.49ATGAACAGAGATGAGGTTTCCCCAAGAAGGTTCCCGGTGTGGATACGCTTCCCCA[C/G]GATAGGACTGCAGGGATCTGGGGCAGCGCCTTCTCATGGCGCAGGGTCTGCATG C G 0.24 0.21 0.30 0.34 0.21 0.09 0.02 0.16 0.25 0.28 0.30 0.005 0.105 0.017 0.044 0.0000 1
rs729260 10 2.49GAGAAAATTCCAGACTAAAGACTGTGGAAATGTATTCCAGTTTTACCATCTATAC[A/G]TCAGTAATTTGGTATTAAAAACAAAGGTTTGCTCATATCGTATTTAGTTATTCTTTTGCA A G 0.79 0.60 0.67 0.67 0.52 0.64 0.83 0.74 0.50 0.62 0.73 0.008 0.005 0.016 0.005 0.0014
rs4328141 10 2.84 GATGGAGAAACCCAGCTGACCATTTTCAGATGGGAAACATTTACTTGATAATTGCTC[A/G]ACTTTCCCCAAGGAAAGGATGGGCCTATTTGAAAGATTGTTTCTATCTTCCGTXC A G 0.12 0.58 0.55 0.54 0.55 0.68 0.84 0.43 0.69 0.50 0.55 0.111 0.060 0.015 0.011 0.0002
rs7084192 10 3.01GAAGGGGTAGAACCTTACAACCTTGGGTAGGGATGTTAAGGTTCATGAAGTTGAG[A/G]ACCTCCAGTGCCAGACTTCCCTGAACCCCCAGGGCCTGCAGTCATGCCCCCACCT A G 0.69 0.14 0.13 0.09 0.13 0.09 0.02 0.20 0.04 0.16 0.18 0.197 0.013 0.020 0.000 0.0023
rs3814595 10 3.16GGGCATGGTTCCGACCTAGTCTCGTGAAACCACCGGAATTACAAAGTTTTGTATGTG[A/G]TATATTTTGCCGAGGTGCATGTTCATAGTACCATTCTCACACTCAAAGGGACCTG A G 0.33 0.37 0.26 0.28 0.21 0.32 0.64 0.20 0.29 0.30 0.25 0.008 0.114 0.004 0.009 0.0000
rs735155 10 3.33GCTGAAGGGTCGGGAGAGGCCTGCTGGGCCGCGCTGGAGAGGGAGACCTGCTG[A/G]CTTCCCGTTGAATTCGGTGACACTCTCACACAGACCGTTCATTCTCCCGACTAGC A G 0.40 0.47 0.43 0.49 0.57 0.86 0.52 0.59 0.39 0.45 0.48 0.000 0.002 0.021 0.124 0.0009
rs705466 10 3.60GGTCAGAAGATGGGCTACTCCCCTCTCCACAGGCAGGTGAAGCTCACTTCCGATCT[A/G]TTTTTCTCAGTTAATGTGGAAAAGGTCATCCTTGGAGGAACCTCTAACAGTCCTT A G 0.93 0.81 0.74 0.76 0.84 0.18 0.43 0.76 0.65 0.73 0.74 0.029 0.043 0.000 0.158 0.0002 1
rs3750858 10 3.76 TAGCAGAATGCGTGGTCCAAGAGAAGCTCTCCACAGGTGGTGGCTATTATTATT[A/G]GCTTTTTATTCAGCCCCATCCTGGGCATTTATCTCTCTGCAAGGTGTGAGATGAACA A G 1.00 0.78 0.84 0.85 0.91 0.95 0.91 0.95 0.86 0.90 0.91 0.063 0.004 0.017 0.019 0.0076 1 1
rs2031573 10 3.96 ATTGTCTTCTCCTCCTCCTTTTCTTTTTCCTTTTCTAGGAGCATTGTGTCTATC[A/G]TTGGCTGTGTGGGGGTTTTTTGAGGTGACGGGGAGAAAAGGGAGATGAAGTTGTGGCA A G 0.00 0.15 0.18 0.21 0.20 0.00 0.06 0.09 0.11 0.25 0.22 0.067 0.019 0.005 0.070 0.0009
rs313476 10 4.54CACTGTCAAGAATAATTCACAGAGTATCAGGTGAGTCTGCTTAGAAGAGGGAACCTACGTTAATCTTTTCTGACATTAATAGAATT[A/G]GACCTTATTAATTCTGACATGATTTATT A G 0.73 0.60 0.56 0.43 0.61 0.91 0.86 0.78 0.63 0.60 0.56 0.027 0.074 0.031 0.103 0.0002 1
rs1993181 10 4.85GCCAAGCTAGAAGGTTTCTACACGTCCCTGCACATCTGGAAGGCTGGGCAGGGAGGTGGATGAGAAACTGAGGAAT[A/G]AGGCAATGGCAATGATACTGGTCGCAGTAACAAT A G 0.26 0.22 0.22 0.21 0.20 0.23 0.10 0.25 0.07 0.27 0.27 0.001 0.015 0.004 0.000 0.0011
rs4750217 10 5.71CTCCCCGCTCTGACACTGAAATCAAGAGCGATAGAGCTGTGTTTCTGATTAAACAC[A/G]GAGGATCTTCTCTGCCCCTCAGCAAAGATCTCACTCAACTGAGAGTACCTGGATG A G 0.45 0.61 0.58 0.56 0.48 0.55 0.36 0.57 0.54 0.61 0.65 0.005 0.032 0.000 0.001 0.0033 1
rs713588 10 5.89CACTTCGTCTTTGGGTGAAAAGAGGAAATTATTATTTACCCCTAAGGCCTGGGA[A/G]GAGTTTTTATTTCAGCTTGTCTCATTTTTGGATGCTGGCAGATGGGAAAAGCCAACAA A G 0.31 0.61 0.54 0.61 0.45 0.91 0.88 0.78 0.64 0.57 0.55 0.032 0.062 0.025 0.078 0.0000
rs591510 10 5.95 TGTGAATAAGATGATTTGCTGTTGTTTTCCTCTAAATAAACTGGTCAGCAACATT[A/G]CAGAACCAGCACAAACCAGCACAAAACCATCAAAGTGGAGGGGGTGTTTGCTTTTCT A G 0.90 0.61 0.60 0.62 0.70 0.23 0.11 0.44 0.55 0.59 0.64 0.070 0.133 0.009 0.069 0.0009
rs1887027 10 6.12GGACAAGAAGTTCATCCAGTACCAGTCAGGCCAATATCCCAAAATTAGCATAACTG[A/G]CAGAAATGCAGAGGCATCAACAACTCCTCTTGACAACAGGGTTGGTAGAAGAATC A G 0.31 0.18 0.23 0.20 0.21 0.18 0.19 0.35 0.11 0.20 0.26 0.003 0.000 0.008 0.000 0.0006
rs2031220 10 6.39GCCATTTCTAGATAATTCAGGAGACTAGGCAATACAGACTAGCCTGCTTGCAAGACA[A/G]GCTTTCTTAGTCAAGCCTAGGTCTTCACATAGGACTCTTATTCAAGGAATTAGACT A G 0.57 0.27 0.35 0.33 0.32 0.59 0.72 0.44 0.19 0.28 0.25 0.049 0.079 0.003 0.041 0.0031 1
rs3793730 10 6.53TACATGTTCAGGGCTGTTGTCACATCATTGACTTCGGCCTTTCCCAAAAGTCAATAA[C/G]AGAAACAAATGACAAATGACTGAATTTTAGCAACTGTGATTCAGAGATCATTTTAG C G 0.90 0.84 0.87 0.84 0.96 0.95 0.75 0.97 0.77 0.94 0.88 0.002 0.019 0.021 0.008 0.0001
rs1041226 10 6.65AGGAAGCCTTTAATTAGAGACAGAGATATATTCAGCCACCGGTGTTGATCTTATC[A/G]TTCTGGGGAAAGCTCGTGGCAGTCACAAAATGTTGAAGACCCTGAGGCTGATGTGA A G 0.02 0.18 0.19 0.18 0.13 0.32 0.80 0.28 0.23 0.08 0.17 0.041 0.184 0.009 0.009 0.0001
rs2439903 10 6.84TGAATTCTGAAGCTGCAAGGGAAGGACATAGGAAAGCTAAGCTGAGTACATCAGAA[A/G]AGCTGGGTCGAGTTTTCTGCAGTGTGACGATGCCTTGGAGACCCAGGTTAGAGTT A G 0.21 0.02 0.02 0.04 0.02 0.00 0.07 0.09 0.04 0.04 0.05 0.052 0.007 0.017 0.009 0.0017
rs4747368 10 7.00TCCTTTCTTTCCTCTCCATAGAAAAGCATAGAAAAATAAGTGCTTTGCACATTATGG[A/G]CACCTGGAGAGGCTTTTGCTTTGTGGTTTGCAAAGGAAATGTTCTGAGTTGTTGCT A G 0.26 0.33 0.32 0.28 0.30 0.20 0.16 0.26 0.23 0.37 0.43 0.004 0.027 0.020 0.020 0.0040 1
rs942432 10 7.17AAACGTTGTTTGCTCCTACCCTGTTCCTTCCCTTTATGAGCAAATAATTCTTCTAAA[A/G]GCCAATGGGGATTCTATGTTGCAGAAACAAACATACAAAAAACCATATTCCTTGATC A G 0.26 0.39 0.43 0.34 0.36 0.77 0.53 0.35 0.38 0.29 0.34 0.012 0.010 0.002 0.074 0.0027
rs1969825 10 7.23 TAGAGACTTCCCTCTCCGTGCCTTTGAAGAGGGACTCCAGGACCCACGTTGGG[A/G]CGGTTCTTGCTTATTGCTTTTGTTGCATTTTCGAAAAAAAAAAAAAAAAAAAAAAAAAC A G 0.43 0.93 0.87 0.87 0.98 0.77 0.83 0.92 0.82 0.92 0.92 0.134 0.004 0.001 0.012 0.0030
rs942434 10 7.24CTGCCTGTTTTTGTTGTGAGTGATAGGATGAGGACACAACAACTGACAAAAATAC[A/G]GAGAGCTGATGGGCTTCTTCGAAGCTGCCTGCAAGCCTGTTTCACGTGACGTGTTC A G 0.07 0.35 0.39 0.41 0.36 0.09 0.21 0.56 0.46 0.46 0.48 0.059 0.010 0.027 0.047 0.0039
rs1537626 10 7.66GCAACCACACTTTTACTTGCACGGTACATGGCTTAGTTCTCAGACTTCAGACCTGG[A/G]AGTAAAGGCTGCCACCACCATTTATTAGCCAACTTATCTACCTTTGCAAAGCCTCA A G 0.26 0.23 0.21 0.18 0.25 0.23 0.16 0.16 0.18 0.21 0.31 0.004 0.001 0.000 0.001 0.0067 1 1 1
rs3858256 10 7.77AGCAGTACCTTTGGAGGCCACAGTAGCATATTCCCTATTATTCTCCACACTTCTCCC[A/G]GTTGCACCTGGAGAAATGACTGCTCTCTGACACAACCTTGAAGTTAAACATTTTTC A G 0.60 0.21 0.23 0.20 0.27 0.45 0.46 0.31 0.29 0.22 0.23 0.089 0.030 0.011 0.038 0.0003
rs1244459 10 7.93AGGACCAGGTCATGCCAGTCCTTCAGAAGGGAATGAAACACTTGGTAAACATTAGGG[A/G]GCGGCTGGTTATGTCTAATGTGGCTGACTCATCTCAAAGTGTCAACAGGGCCAG A G 0.90 0.84 0.81 0.83 0.80 0.86 0.97 0.83 0.85 0.85 0.76 0.017 0.065 0.003 0.013 0.0010
rs2671303 10 8.08CTTCGATATTTTCTTTGGTGCACATGGGAGGAGAGAGAGCTGAAATCTTCTCATCT[A/G]GCCGAAAGCCAGACATGTTTTCTGTCATGAATATATTAACAGAGGAGAGACCTGTA A G 0.83 0.63 0.64 0.68 0.63 0.86 0.72 0.59 0.77 0.65 0.55 0.037 0.015 0.000 0.050 0.0024
rs516769 10 8.22AGTAAAATTTTTTTTAAAGTTTTAATGCCTATCTCCAATACTAGATTTGGAGCTTCTG[A/G]AGGGCAGGAATGATGCCATTCATCTGTCTTCAGCACACCCCAGTCACAAGTACAG A G 0.52 0.51 0.43 0.57 0.50 0.59 0.44 0.38 0.57 0.52 0.51 0.004 0.000 0.000 0.019 0.0054 1
rs827626 10 9.03TGCAAGGTGTACAGTGAAAGTTAGCTGAACTGATGGAAAGATGGACTATCAGAATA[C/G]TGCCCATTTTTCACTTTTGAGAAAGCCATTCAGCGTCCAGGCTGCTTAGAAAGCAG C G 0.36 0.18 0.22 0.23 0.18 0.40 0.42 0.30 0.14 0.21 0.29 0.020 0.044 0.014 0.032 0.0100 1 1 1
rs1623807 10 9.08 GAGGAGATGTAAGATTATGGAGAAATCCAGTTGTGAGTAGAACCTTGAAAGAA[A/T]TCTAGGACATCCAGGATGATGTTGAAAAGCTATGGTCACAGGGAGCCATCCTTGCCTT A T 0.73 0.77 0.71 0.68 0.84 0.95 0.94 0.74 0.75 0.74 0.70 0.001 0.028 0.002 0.043 0.0003
rs1033912 10 9.60ACAGTCCTGCACTGCTTGTTGTTCAATATCTGAAAGCCATTGTATCTATTTT[A/G]CTGTTTCTACTTGTGTTTTGTGGGAGGATGGTGTGTGGTCCTTGTTATTCCACCTTGTCTA A G 0.79 0.43 0.45 0.44 0.48 0.27 0.69 0.43 0.42 0.45 0.36 0.065 0.027 0.001 0.025 0.0029 1
rs913375 10 10.74 AATCATGAAAGACAGTACAAAAATTAAAGACCCATCCTTACAC[A/G]CCAACACAAAAGGAAGGGTGTCTAGAGGCAGTCTTTTCAACAACACCCACACACTGTCATCACCATCTT A G 0.50 0.52 0.52 0.48 0.43 0.50 0.10 0.44 0.58 0.53 0.63 0.002 0.139 0.020 0.005 0.0085 1 1 1
rs725024 10 10.87TTAACACACTGTGTGACCTTTCAAGTTCAAGGATTCCCTCAAA[C/G]TGGCATACAATGCTTTCTAAACTGTAGGTGACAGAAATAACATAAGGGCTTTTGTTATCTGAGCTATGTC C G 0.50 0.59 0.57 0.66 0.57 0.36 0.22 0.68 0.46 0.63 0.57 0.007 0.079 0.006 0.031 0.0008
rs1892302 10 12.45 TAAAACTCTATCATTCTAACTTTCAAAGGAAGTTATTCATACCAAGAATAACTCAATCTCAGCATC[A/G]CCCTGTACAATACATAATGAACAGTAACAAACAGCTTTCTCTCCTAGC A G 0.36 0.32 0.27 0.34 0.29 0.23 0.14 0.23 0.39 0.24 0.30 0.008 0.008 0.000 0.000 0.0031 1
rs1111060 10 12.58ATGGGGACTGAGACCTGAGCTCCTTGTATCTTGTGGACTGTCCTCCTCCAG[A/G]ACCTTGGAGTCCTCTGCATTTAGCAAGCAGGCGGTGAACTAGAATGGCGAGTCATGTGT A G 0.33 0.38 0.39 0.32 0.29 0.59 0.42 0.28 0.43 0.40 0.47 0.001 0.000 0.006 0.030 0.0039 1
rs652029 10 13.07TATACTAGAGTGTGTTGGTGCCAAAATTTTGATTCAGGGTGAAAAGCAGGAAGTCC[A/G]TCTTAGATCAGGAGCCTAAATCACATGCTTCAACTCAGCATTTACCAGAAAGCCCA A G 0.45 0.09 0.13 0.16 0.20 0.18 0.00 0.20 0.15 0.19 0.17 0.059 0.062 0.005 0.000 0.0011 1
rs7899305 10 13.20AAAAAAAAAAAAAAAAAAAGACCTCTGGCCCTGCTACCTTCAAAAAGAACTTAATTAA[A/G]CCTCGAAAATCTGATAGGTCTGCCGATCATGCCAAGCAGATGCGAGAACTCCTC A G 0.29 0.28 0.30 0.25 0.21 0.45 0.65 0.22 0.08 0.36 0.35 0.000 0.073 0.002 0.018 0.0001
rs4615920 10 13.35CTCACTCTCCTAACGTCATGGCTTCCATCTGTTTAACCCTACGTGACTGCTCCTTCC[A/G]CTGACAGCTGAAAGAATAAAATCTCCGATTTAAACAAAAAGTTTGCCGGGCGCGG A G 0.74 0.74 0.79 0.79 0.80 0.82 1.00 0.72 0.93 0.71 0.74 0.002 0.075 0.007 0.000 0.0011
rs1890876 10 13.49GGGAAGCGAGCGATTCTGCGGCTGCAGCCGCTCAGCATCGGAGAAGATTGATTTGTCC[A/G]TCTGATGTGTTGTTTCCATAGAAGCAGGGCTTAACCTTTTAAGTGAAGATTAT A G 0.07 0.35 0.35 0.26 0.32 0.77 0.42 0.33 0.71 0.39 0.31 0.080 0.000 0.001 0.070 0.0011
rs13005 10 13.69 TTGAAAATGCTTTAATAAGTGTTGACAACACTGTTTTGCAAAATGTAAAG[A/G]TACTATACAAATTCTTAATACAAAAAGAATAAATTAAAAGCAGATTTCTT A G 0.55 0.55 0.61 0.55 0.52 0.68 0.72 0.52 0.68 0.59 0.53 0.003 0.001 0.018 0.000 0.0034 1

rs1001201 10 14.05GGTACCACTCCAGAGTTTTCATTCCTCAAGCTGGTGTGGAAAGCAGGATTGCAAAT[A/C]TCTATGCAAATGGTCAGGACTCCCAGGCGTTTCAGCATCCTATGCAAAATGGCAGC A C 0.60 0.71 0.70 0.67 0.70 0.23 0.44 0.41 0.71 0.64 0.72 0.005 0.026 0.028 0.094 0.0001
rs873849 10 14.51 AGAGAAGTGTTGATTCTCCTTCATCCTGCCCCAGACCACGACACAGTATTGGCAC[A/C]AGGAGGGCCCAGTGAATGAGAAGCAATGCCCAGAGGAAGATGTGAAGGTACGTG A C 0.14 0.40 0.39 0.39 0.46 0.32 0.62 0.21 0.25 0.35 0.39 0.065 0.012 0.039 0.008 0.0003 1
rs2298033 10 15.65AGAAGTCTTTCTGGAATACTTACTCGAAGGTAAACGATGAAATCCTGGCACTGGTGG[A/G]ATTTCTGCCTTTTTATCACAAGAGGGAAGACGCGATGAGCCTGATGGTTATCAAG A G 0.07 0.02 0.02 0.00 0.05 0.09 0.07 0.01 0.25 0.01 0.00 0.008 0.010 0.009 0.011 0.0035 1
rs1341106 10 15.71TAATTGCTCTCAGTATTCTTGAATTCAACTTTTATTTCTCCAGTTCAGATTAATAAGC[A/G]TGCGTTTTTTCTGAAAGCATCCCAGACTTAACCATAAACAAAAACTTTAATCGGCTT A G 0.45 0.23 0.17 0.21 0.30 0.41 0.46 0.17 0.29 0.24 0.22 0.044 0.054 0.000 0.038 0.0034
rs1341100 10 15.76AAAGAAAGGGTAAATAATCACTTTCTTCAGTGTTTATGGGTCTAGGAAAGTTTCTC[A/C]ATTTGCAGACCTTCAGGCCAATACACTAAACACCACAGACCTAAACTCTGGCCTTTC A C 0.81 0.79 0.79 0.86 0.75 0.91 0.73 0.77 0.77 0.73 0.78 0.004 0.000 0.014 0.033 0.0002
rs811912 10 16.86CACGCGCCAACTTCGGCCCAATCAGCGTCCCAAACCGTGGGGTGGACGCCAC[C/G]GGGATAAACTATCCTCAGCGTGGGGCGGGGTCTCGAAGCCGAATAACGAACGTGATT C G 0.12 0.45 0.57 0.60 0.52 0.14 0.16 0.51 0.50 0.63 0.64 0.120 0.098 0.005 0.116 0.0002 1
rs780838 10 16.93TGATGTGGATCATTAGATATATGTTCAAGTTAGCATCGCCATGAAAT[A/G]AAAGCATTTTGTTCTTGTGGCTTGTAAATGAAAATGGGAAAATATTTCACATTGTTAATCATCAGAG A G 0.81 0.41 0.43 0.33 0.39 0.41 0.76 0.50 0.50 0.38 0.43 0.075 0.044 0.001 0.001 0.0000
rs1810205 10 16.97 TCCTTTACCACACTGTGAACTCCTTGGCAGAACTCGGTGGTTTGCATGATGTG[A/G]AACACCTTGTAAATGTTTGACTAATTAATTAACAGGCCTATTAATCAGGTGAGAATAAAA A G 0.36 0.62 0.60 0.70 0.64 0.59 0.24 0.59 0.42 0.65 0.60 0.030 0.073 0.006 0.001 0.0003
rs1276709 10 17.04GGCACGGAACTAACAATGTTGAATGCTGCCCTCATTACTGTCCTGTCCCTCCACT[A/G]AAGACAATCACCATAGCAACCTGGAAAACGTAAACAAAGCAAAAATCTTTTAATTGAC A G 0.29 0.53 0.55 0.52 0.52 0.32 0.29 0.55 0.42 0.53 0.65 0.042 0.033 0.000 0.025 0.0022
rs359280 10 17.32TATACTGTTGGGAATAGAACTGGTAAGGGAAGAAAAAGCTCTCTAAAAAATAGGA[A/G]AACAGGCACAGTGTGGTGGATTCATTATCACAAGGCCAGAAAGTTCACATCCTGAGT A G 0.38 0.52 0.56 0.56 0.52 0.14 0.20 0.28 0.46 0.53 0.49 0.008 0.042 0.008 0.058 0.0013
rs359327 10 17.40 TCTTCCTTTCCTTTCTTTTTTTTGGACAAAAATCAGTCTCTTCAAATCCAGAG[A/C]TGTATGAAAGTCACTGCTGCAGATTATGAGGTATAGAATCTGTATAGATGGCTGGTCCAT A C 0.10 0.36 0.39 0.35 0.29 0.00 0.07 0.32 0.39 0.53 0.53 0.056 0.065 0.007 0.146 0.0093 1 1
rs729245 10 18.74AACCAGGTCTGCTATCAAGCGTGGGATATTCTAATATCCTTCTGCACTAAGGT[A/G]TAGTCCAGTAAGAATCTACCAGGTATACTCATTAAGGAATGACTAGAGTCAGCAAAAGC A G 0.45 0.27 0.30 0.30 0.34 0.41 0.36 0.29 0.29 0.27 0.27 0.005 0.000 0.009 0.001 0.0008 1
rs1339048 10 19.23CAACCAACAGAGAAAACTACATTTATTCTTATATTCTAGAGTTTGGTGGGGAAA[A/T]GCTTCCAAGTTCGATTAAGTTGAACATTTCCTTTGAAGATATCCAAATCAATGCAATCCT A T 0.40 0.68 0.65 0.62 0.66 0.68 0.85 0.50 0.65 0.56 0.60 0.060 0.003 0.052 0.006 0.0029
rs949857 10 20.53CTAGTCTCATTCAATGATCGGTGCTTTTAGGCATGTGTATGTGCAGATATCTTA[A/C]AGGGAAAGTTTTAAGAGATCAAGGCTGCAGTGAGCTTTGATCCTACTACCACACTCCAG A C 0.57 0.46 0.39 0.34 0.52 0.73 0.93 0.38 0.61 0.36 0.41 0.013 0.195 0.004 0.056 0.0009 1
rs2038915 10 21.08AGGGTCTTGGGCACCTGGCCTTTTACCCAATTAACAAAATGGCACTGGCTACTCA[C/G]GGTATTTCCAATTAAATGATTCAGCCTGCATACTCCAGACTGTTAGTCTTGCACTGG C G 0.31 0.54 0.56 0.65 0.50 0.23 0.49 0.29 0.68 0.46 0.50 0.038 0.001 0.058 0.060 0.0037 1
rs893882 10 21.35GAGAGCTACCACTCCCCACAGCACA[A/T]CTGCCTGTAATACATGTGGTCACATTCCATCTCGACTCATTCTTCATATACATTAGGCAGTATCAACATTCAAAACAAAAGAGGGGG A T 0.43 0.35 0.41 0.37 0.32 0.27 0.20 0.46 0.43 0.40 0.42 0.001 0.011 0.003 0.005 0.0002
rs8341 10 22.83CATCTCCCACTGTGGGAAAACCAGCAAAGCATCAAAACTCTCAATTCTCCTGTTACC[A/G]AATGCAGATCTGAATTATAAGATGTTTATGTTTGACCATTGTTTCAACAATGGGATT A G 0.14 0.37 0.36 0.41 0.50 0.41 0.06 0.21 0.43 0.29 0.35 0.030 0.067 0.000 0.004 0.0009 1

rs927751 10 23.51CTCTTAAATGAACACAATATCAGTCTGCAACCAGGCAGCAAGGTTTGGGATGA[A/G]ATCATTGTCACAGGGTAGAGAGGCTGCTGGAATCCAACTCATGGCTCAACTGGACTAAC A G 0.74 0.51 0.47 0.45 0.52 0.91 0.83 0.57 0.54 0.58 0.56 0.024 0.045 0.001 0.087 0.0077 1 1 1
rs1928365 10 25.79ACAAAATCACCTCAACTACTTTTTGTAAATAAAGCAGAAAGGTCATCTGTTTTGTT[A/G]AGTCTAATTAAACAATCTGGATCTGACTAAGCTGTCACAAAATATACACTTTCACAGC A G 0.48 0.46 0.50 0.44 0.43 0.09 0.58 0.48 0.54 0.35 0.46 0.000 0.008 0.000 0.087 0.0013 1
rs1339812 10 26.32 GAATTTTTAACAGGATAAACAAGACTACATCTTGT[A/G]TCTCAGAATCAGAAAGTGTTGAGCATAACACTGTGCCCAATAATCACTGAAACTTACAGCACAAGCATGAGAATCTA A G 0.17 0.38 0.36 0.37 0.43 0.18 0.21 0.41 0.32 0.38 0.30 0.013 0.003 0.005 0.008 0.0000 1
rs1521034 10 26.41AGGTTCAATTCTGCAGACACTTAAAGCAATAAAACAGCATGAGCAATCTGCAGA[A/G]ACTAGAAGGAAATTAAATGCCCCTCAATTTTAGTCATGGAATCATAGAGTTCGAAGTG A G 0.60 0.40 0.43 0.41 0.48 0.82 0.79 0.51 0.46 0.41 0.40 0.008 0.049 0.001 0.067 0.0025
rs1935484 10 26.46 TTTCCTTCCCTCGATTATGGATAGATTAACCAATAGAGCAAAACTCTAGCAGG[A/C]GACATAGTGTCCCTCAAGGAAAAACAATGATGGAAGGCATGTATACAGTGATGGGAAG A C 0.60 0.55 0.56 0.56 0.57 0.68 0.73 0.54 0.61 0.49 0.57 0.000 0.004 0.002 0.002 0.0002
rs1999240 10 26.47TTTATCAAAATGCAAACAGCATGGAAAAAGAAAAGAAGACATCTGTAGTTACCCAG[A/C]GTGCACCGATATGCAGCCAGGAGGAAGGCAGAGGCCGTCTGAGGCATGAGACAG A C 0.40 0.56 0.57 0.56 0.55 0.45 0.72 0.58 0.65 0.62 0.56 0.007 0.027 0.000 0.001 0.0003
rs994502 10 26.50ATTGCTGAGAACCCCTGCCAATGTTTACCTTCAGATTCTGCAGCTTGTCTGG[A/G]AAGTGGGGTATTCCCTAAAAATGCAGCTACATAGATTCATTCACTCCCCATTGATTCATT A G 0.55 0.83 0.83 0.87 0.84 0.64 0.78 0.72 0.86 0.74 0.83 0.052 0.002 0.003 0.023 0.0000
rs638324 10 27.73TCCACAGCCTCTGTAGTCAGATGACTGCTCCTCCTCTATCCCGGTAGGAAACA[A/C]TATCTTCCCTTGAAGCAGTCAAGCTAAGGATGCCTGGGTTCAGGAGCACCAGACCCAG A C 0.57 0.66 0.69 0.68 0.70 1.00 0.72 0.85 0.79 0.71 0.71 0.003 0.008 0.027 0.140 0.0003 1
rs1979720 10 27.88AGCATCTCTCTGGGGAAGCAGTGATGCTTTTAGATGATCTGAGTGTGGCACCAAAG[A/G]GGACAAATATGTCACCTTGAGCAAATGGCATCTACTTGGGTGAATGGTGAAGTTA A G 0.31 0.20 0.21 0.20 0.18 0.14 0.10 0.25 0.18 0.27 0.30 0.016 0.001 0.011 0.001 0.0105 1 1
rs1494201 10 27.89CAGCCTTTATCGTTGCCCTTCTCACTGCAGCCTGTACACTTGCTGTACCGCTC[A/G]GGCACATCTGACCCACACACCCCATTTTACTAGGTAATCTCAGCCCTGAAAGACATTGT A G 0.88 0.59 0.49 0.52 0.50 0.86 0.70 0.55 0.50 0.57 0.56 0.111 0.036 0.012 0.095 0.0055
rs997750 10 27.92GCTTAATGTGCCAGTCAGGTTTTGCATCTACAGAGGTAGATAGAATTGAATAGAAGT[A/G]AAGAGCTAAAAGGCTGCCTACACAAAATTCGAAGTCTGTTGAGAGAAAGAGGTCA A G 0.45 0.62 0.52 0.59 0.57 0.36 0.64 0.43 0.58 0.60 0.45 0.001 0.005 0.001 0.010 0.0031
rs997462 10 27.92GTTTCAGTCTTTCCTTCCAAATTATCTCTGTATTAATAGAAACAATCAATAGAAACACTGCTTTTTCCCACTGACTTGATTTA[A/T]GGTATAATTCTTTTCTCTCTATTCCTTTGTTTG A T 0.45 0.62 0.52 0.59 0.57 0.36 0.64 0.43 0.57 0.60 0.45 0.001 0.005 0.001 0.010 0.0031
rs332188 10 28.92TTTTGCCCCACATTTTGATGCCTTGACATTTTATTACCTTTATGAACTAAAAAA[C/G]TGATAAGCTGAAAATACTACCATGGTTGGTGAGGGCTCTCACTTTTAAGATGTCAAGAG C G 0.74 0.54 0.55 0.49 0.59 0.50 0.81 0.59 0.29 0.63 0.53 0.016 0.028 0.000 0.006 0.0003 1
rs788065 10 29.26TATCTGGTGCCCTGTAAGACAAACAGAACAATGGCCTGGGCTCCCAGAATGCTAAA[A/G]GTGATGCCTGGCCTCTTCTCCTGCTAACTGTTGACTTATTTGCTTACTCGGAGTTA A G 0.29 0.49 0.44 0.40 0.41 0.45 0.47 0.46 0.36 0.44 0.42 0.015 0.001 0.007 0.001 0.0001
rs1889735 10 29.37ATGTAAGACAAATGTGCATTAGAGCTCAGGACTGCTGAACATCAAATCTTTCCAAAAA[A/G]CCATTTCTGGAAAACATAAATCCTCCCATTGGCTTTAATAATGGATGTTAACATG A G 0.31 0.63 0.63 0.66 0.64 0.50 0.92 0.50 0.61 0.65 0.67 0.056 0.052 0.043 0.016 0.0006
rs950000 10 29.42AAAGCTATTTCTGCAAGGTAGCAAATGAACCATCTTGTAACCGCATCAAAAG[A/G]AAGGTGAGGCCTTCCTACAGTCAGCTGAACCTTGGCCTGACTCTGACCTGTGCTTCATG A G 0.50 0.45 0.48 0.39 0.48 0.55 0.53 0.55 0.39 0.51 0.51 0.002 0.003 0.005 0.006 0.0016
rs913034 10 29.77GACTCTTTGTTATTAATTGTTATTGTTATTGTTTTGGGGAGATCCACATTATCTT[A/G]TCTTCAAGTTAAAAACAGTAATTACGCTGTTCCTGCTGACAATGTCAGTGATGAGTATTT A G 0.38 0.56 0.56 0.55 0.39 0.75 0.90 0.69 0.75 0.52 0.44 0.026 0.074 0.001 0.015 0.0071 1 1 1
rs1328327 10 29.87AAGTGTGCAAAACAAGTTTCACAGAAATATTTCATTGCCAGAATCCTGAAATAAA[A/G]TCTCCACAGAAGGAAACTAAGAAATCCAAACTTCTTGTCTCACAATTGTTACCTAGGC A G 0.64 0.45 0.52 0.38 0.38 0.50 0.73 0.43 0.46 0.41 0.48 0.010 0.027 0.002 0.000 0.0011
rs867992 10 31.39TCAAATATGTCAATCATTAACATTTTCTCTAAAAATTAACAAGTGCAATTAGCATGTA[A/T]CAATGAAATAATTGCTTGAGTTCACTATTTTTTTAAGCTGAATCTCCCTTTGAGTCAC A T 0.21 0.57 0.52 0.54 0.59 0.36 0.65 0.32 0.57 0.41 0.38 0.045 0.018 0.026 0.004 0.0103 1 1 1g

rs1272045 10 31.43GGCAAACCCAAGAAGGAAAGGCAGGGACTGGTTTAAAAATGGGCTGGATTCAG[A/G]CGGCAGATGATCAAGGGAGAGCCAGGTATTCAGTCCCAGGCCTGAGGGGCCAGAGA A G 0.38 0.59 0.66 0.66 0.57 0.73 0.54 0.58 0.79 0.71 0.66 0.049 0.008 0.001 0.002 0.0000
rs727345 10 31.90AACCCTCCCTTGAAGAATAAATCCTAAAACAACTGGTGATGTTTATTGCTTCT[A/G]TTAGCTTGATAATCTTAAGACAATCTTGATGCCATTTACACAACTTTTTCATTCCTCCATG A G 0.74 0.37 0.31 0.32 0.29 0.64 0.27 0.57 0.54 0.41 0.41 0.082 0.000 0.029 0.054 0.0066 1 1 1
rs944824 10 32.77ACAGTGGTATTCAGAAATTGGAAAACAGTGAATGCAGTACATATGGAAATAAA[C/G]TGGAAAGGCCCTGTGATGACCCCAGTTTGCTGTCTAGAATTGCCAGTCCACAGTGTAG C G 0.19 0.48 0.44 0.51 0.50 0.09 0.21 0.35 0.54 0.45 0.46 0.037 0.051 0.000 0.082 0.0006 1
rs1335066 10 32.98TCCCTCAGGCAATTTTTGGAGACCAATCTCTAGACACTTGTGGTTTAGTAAGTT[A/T]ACAGTCTTCCACATGCTTCACTAAAATGACCTTAACCACAGTAGTTCCCCTTAGGGCTT A T 0.19 0.48 0.44 0.51 0.50 0.09 0.21 0.35 0.54 0.44 0.44 0.037 0.051 0.000 0.082 0.0001
rs1360456 10 33.51 ATATCCAGAGGTACTTTCTGAGTCATCAAGGA[A/G]AGATTAAATTATGCTCATTCAGGGTCTCCCATCGAATGCAGTTATTACTTTCTCATTCGT A G 0.17 0.28 0.25 0.27 0.29 0.50 0.56 0.35 0.29 0.23 0.26 0.002 0.067 0.009 0.051 0.0001 1
rs927099 10 33.53CTTAATTGCGCTACGTCTCAGCTTCATTATCTATAAAACCTGTCTGCGGGACAGTT[A/G]AGAAAATGGAAGATGAGGTACAGGAAGTTAGCACTTAGTACAATACCTGACACATA A G 0.19 0.43 0.50 0.49 0.55 0.36 0.43 0.51 0.50 0.45 0.53 0.061 0.008 0.003 0.020 0.0004
rs1441027 10 34.59 TAAGAATTGGAAACTAAACCTAATTCTTAGAACAGGAAAGAAAAGATTCCCACA[A/G]AGGGAGCAGGTTCAAGTCAAGAGGCAAACACCCGCCATCTACCTGTGTCACAATGCC A G 0.48 0.43 0.52 0.57 0.52 0.32 0.24 0.57 0.46 0.49 0.51 0.000 0.043 0.003 0.022 0.0000 1
rs731544 10 35.66 TTTGCCATTCTTTATCTGCTACCAAGTGCTCATGTT[A/G]TTATTCTCATGTATGTGGTACATGGCGGTTGTCATTTTATACTCTGTTCAGATGTCACAGGCACACCTCTGCTAGTG A G 0.17 0.59 0.52 0.44 0.52 0.23 0.39 0.34 0.64 0.39 0.41 0.068 0.001 0.000 0.025 0.0059 1
rs1345561 10 35.77AATGAGGGCAAATATAAAATCCTAACCAGGATGGATGCTTTTAATGTCCAAGAA[A/C]CTTAACACATAGTCCCCTAGAAAAGCAGCAGTGGAAACACATCATGCATGCAGTTCCC A C 0.52 0.74 0.69 0.62 0.64 0.41 0.59 0.68 0.82 0.61 0.56 0.013 0.001 0.000 0.026 0.0075 1 1
rs913167 10 36.24GATAAAAGAACGGTCCACCTTGAAGGCGGAAACGTGAGCATGGGCTTTGAGGTA[A/G]CGTCCTCTAGGCATTAAGAGAATGCCCAGTTTTCCCAGTCCCTGCATTTTGCAAGC A G 0.45 0.62 0.53 0.55 0.52 0.45 0.51 0.35 0.54 0.58 0.54 0.002 0.000 0.028 0.002 0.0000 1
rs1208789 10 37.73AATTTCCACAATGTGAAGACAGTTAGCAGCCTTAAGGATGAAAGGATGGTGCAA[A/G]TACCATGCCCAGTGAGTGACAGAGTATCAAGGCTGGTAGAGCCTGATGAAAGCACAA A G 0.48 0.48 0.42 0.50 0.54 0.55 0.38 0.75 0.50 0.46 0.40 0.000 0.003 0.046 0.002 0.0000 1
rs1892143 10 38.61CCACTGCATGTTTTGGCCCATAATACCTCTTACCTGTCCTAAGGAAGTCC[A/G]CAGCCTGGTGGAGTCCTCTATGGCCCCCTGCCTCCAGCACCTCTTGTTCCCAGGCTCCGC A G 0.36 0.37 0.47 0.45 0.54 0.68 0.59 0.32 0.19 0.45 0.53 0.008 0.005 0.007 0.025 0.0018 1
rs1892144 10 38.68AATTTCCATGAAAATTACAGGAAAAAAATGCTGCAATGAATTGTTCTTGTACAGATCTAAAATCCTTTACCCACTATTCTAAAGTCCAAACA[A/G]CTATGAAAATTTAGTCTTTTCAA A G 0.36 0.37 0.47 0.45 0.54 0.68 0.59 0.32 0.18 0.45 0.53 0.008 0.005 0.010 0.025 0.0018
rs1937988 10 42.24TTTATGGCTCCAAAGTAAACTAATTCATCCATTCATTCAATACCTATTTAGTACCT[A/G]AGCCCTTAGCAAACATGCCGCACACTGTATGTAAGTTCTGGGGCTATTGCTTGGACC A G 0.50 0.46 0.35 0.35 0.29 0.23 0.31 0.48 0.54 0.34 0.27 0.012 0.001 0.001 0.017 0.0030 1
rs1255411 10 42.25TACATCATGGAGGTGATGACATCAGTGCCAGCTCCATGCATACCCAGAGCCC[A/G]GAGAGATTTACTAGTGCTAGTGAGCTTGGCACCAACAATGTCTCAGCCTTTCAGTCTGA A G 0.86 0.55 0.62 0.57 0.57 0.64 0.81 0.49 0.68 0.59 0.61 0.062 0.032 0.001 0.004 0.0000
rs210284 10 42.37GGATTTTGTCAAATGCTTTTTCTGTACCTATTGATATGATCATATTTAATCTTT[C/G]AACTGCTAATGCATGCAATGGATTGCACTGAATATCAAATGTTGAACAAGGCTTGCATTCC C G 0.12 0.42 0.36 0.38 0.29 0.41 0.16 0.43 0.29 0.40 0.40 0.064 0.035 0.000 0.000 0.0002
rs624804 10 42.54 GCCAGAGGTTTGAAGTCAGGACTACAGCTTCCCATCTTACTCTTGGGATACAA[A/G]TCAGCTGTTTTCAGATGAGAGAGTCTGAGGTTCCAATTTTATAAGATGAGAAGGGCTG A G 0.45 0.59 0.60 0.54 0.64 0.50 0.38 0.55 0.61 0.60 0.56 0.018 0.032 0.001 0.005 0.0014
rs1126487 10 43.17 TTGACCACAAAGCCTTCACCTCCCTCAGGGCCCAGCATCATGGACACTTG[A/T]CAGGGTGGGTGTCAGGTGATCTTGGGTGTGGCTTTTTTGTGGCTTAAAAA A T 0.83 0.41 0.42 0.48 0.45 0.18 0.32 0.48 0.36 0.44 0.41 0.075 0.014 0.000 0.050 0.0007 1
rs1009769 10 43.65 TGTCAAGGGCAGCTGTTTCAGGTTCCAGCAGAAT[A/G]TCACAATGTGGAGACACCCATCAGTCACTGTTACCTGCAGACCTGTGCTCAGGACACAGGGCAAGTCGGTGTGGG A G 0.81 0.57 0.54 0.54 0.59 0.82 0.94 0.41 0.61 0.53 0.61 0.045 0.109 0.026 0.050 0.0037
rs77839 10 44.12AGAAGAACTCGTGGTTCACCTGCGTCCTTCTCTGGGAACGAATATTTGGGAAAT[A/G]AGAACCTTGGCACACCTCTAACATGTAGAAACATCCACGGACTGAAAGGCGGGACAC A G 0.38 0.65 0.62 0.54 0.57 0.82 0.58 0.78 0.39 0.58 0.61 0.020 0.000 0.040 0.046 0.0000 1

rs1011388 10 45.04CAGAAATATAATTTGAGAATGGCAGAGAGAAGATGATGAGATGTTTTAATGGAAG[A/C]ACTTATGCTACAACTGAAATTTAGTTATTCAAGATTTTGATAGGAAATGAATTAGAGAC A C 0.52 0.40 0.44 0.50 0.54 0.77 0.88 0.60 0.50 0.48 0.38 0.002 0.110 0.010 0.052 0.0019 1
rs733488 10 48.04 GCAAGAGGCCAGAGTCACCCAGCTTACCTGGCAGGTACACTTAAGGGCATCA[C/G]AGGGCCACTGAGGGAGGCTGTCAGGGGTGTAGGCAGGTGTGCCTGCCTTCTTCGAA C G 0.17 0.42 0.45 0.45 0.36 0.00 0.56 0.06 0.39 0.41 0.44 0.048 0.004 0.105 0.189 0.0008 1
rs1822861 10 49.18CCTGGGGACATCAGAATTCACAATTCACACTCAGCATGTTTCTTGACAACACCT[A/C]TCCAGTTTCCATGCCGGGCTCCTGGTCTGGAATCAGGACAAGAAAAAGACAAAATCAA A C 0.38 0.53 0.48 0.54 0.45 0.50 0.65 0.55 0.50 0.57 0.41 0.004 0.010 0.001 0.000 0.0016 1
rs1917810 10 50.21 CTCTTTCCCCTTGAAAATGTCAGTTGAGCCTGCTAAGGGGTCTAGTTCCTGTCTCA[A/G]AACGATTTCTTAGATTATGGATCCAGTTTAAATGAATTGATCCTGAGCCATGAAATA A G 0.60 0.58 0.53 0.51 0.57 0.23 0.76 0.50 0.82 0.54 0.59 0.007 0.041 0.000 0.034 0.0034 1
rs1268722 10 50.30AGGAGGGCCCAGGGCCAGGCACCCCTCCTCCAGCTGAGACAAGGGGCTACCCC[A/G]AGCCTGTGGAGGGGTGGAGCAGGTACCACTTGGCAAGCATTGGCCACGCTGCAGA A G 0.24 0.51 0.45 0.51 0.46 0.86 0.70 0.48 0.46 0.41 0.41 0.040 0.014 0.002 0.075 0.0039 1
rs1203406 10 51.54TAATTCCCTCGCCCTTTCAGGACAGGTTCTGTGACTTGCTTGTAGCCAATAGA[A/G]TAAGGCAAAAATGACAGGATGTATGTGGGTACATTACATAAGATTGTAACATCTACTCTG A G 0.60 0.43 0.39 0.46 0.41 0.55 0.64 0.71 0.54 0.36 0.35 0.019 0.018 0.062 0.007 0.0003 1
rs957717 10 52.14ATCTTTATTCCTCAGGCAATGAATAATAAGTAGTTTGTTGGTAATTTCCATTAATC[A/T]GTGAGACAGACAGAATATTATCATGCACTTCACAGTGTGTGTCAGCAATTCTGCCATT A T 0.57 0.65 0.59 0.59 0.66 0.73 0.81 0.63 0.61 0.61 0.63 0.001 0.054 0.001 0.028 0.0024 1
rs1912607 10 53.73CTGCAGTGAGTTGTTGGAGCAAGATATAC[A/G]GCAACTGAACAAGGAGGAGAAACTCTCTTCTCTTGCAGTGTCCTCTATTCTCCCACATATTCTACTGACAATGGCTGACTCAC A G 0.29 0.39 0.41 0.37 0.45 0.27 0.50 0.57 0.46 0.42 0.41 0.009 0.008 0.032 0.009 0.0001 1
rs1000218 10 53.79 GTGTGAAGAATAAATTTAAGGAATAGAAAAGCAAACCATCCATACATCTTGGGGG[A/G]ATGCTAAATAGAATCTTTAAATTTGCATTAAGTTTGAAGTTAAATACTTCATTACACT A G 0.55 0.57 0.58 0.65 0.54 0.45 0.48 0.58 0.50 0.62 0.65 0.001 0.000 0.011 0.001 0.0030
rs1443138 10 53.85CCAAACCTGCACTGGGAAACCAGGGCAAATCATGTCTGCTGAGGGTGGGT[C/G]GGCAGGCTCAAAGCAATCAAGAACTCTCATATCCTCCCTCATATCCTTGGCTCTTTTACTT C G 0.26 0.54 0.60 0.56 0.64 0.82 0.76 0.52 0.54 0.58 0.68 0.099 0.002 0.008 0.012 0.0036
rs1900423 10 55.03 TTGTCATTCTTTTTAATCATTATTCAGAACACAAGTCTCGTAGTCA[A/G]TTCTTCCCAATCTAATTCATTTTTTATTCCCAGGAACTTTCGTAAGTTCAATTAATCAAT A G 0.88 0.66 0.68 0.74 0.88 1.00 0.97 0.81 0.68 0.76 0.72 0.015 0.065 0.001 0.101 0.0001 1
rs996320 10 55.35CATTTCTCCTAGTTTTTGACTTTACTGCCTATATTACAGAGGAAGTACGGTATGT[A/G]TTGAAGAAATTAGAAGTCCACCCATAGCTCAAATATGCTTCAGTATCCTTTATGGAAAG A G 0.33 0.59 0.71 0.68 0.80 0.25 0.51 0.47 0.65 0.75 0.79 0.042 0.020 0.009 0.083 0.0041 1
rs1338799 10 56.97GGACAAAGATGTAATTTGGTCTACTGTACACTAATTTTTGGCTTCTCCAGCTT[A/G]TGATTCTTTTCTGAGGCTGAACCTCTCTATAATCAATTTGTTAGACTAAACTACTCAGACT A G 0.86 0.60 0.59 0.63 0.59 0.50 0.72 0.58 0.57 0.68 0.67 0.040 0.010 0.000 0.006 0.0038 1
rs1904764 10 58.49TGATTATCCATTGCTTCTTTTGAAGATGAAGGAAAGGGCCCATGAGCCAAGAAATG[A/C]GGTGGCCTCTAGGAGCTAGAAATGCATCTCAGTTTATGACCAGCAAGAAAATAGG A C 0.19 0.29 0.32 0.35 0.27 0.00 0.00 0.29 0.35 0.30 0.34 0.018 0.164 0.013 0.164 0.0002 1
rs1427209 10 59.61CGAAAGCCTCCTTCAATTCCTTCTACCTGAGTCTCTCCATAGAGCAACACACA[A/G]CATAGCAGCTGGCTTCCATCAGAGTGAGCTGGCAAGAAAGCAAGAGAGAGTGAGTAC A G 0.55 0.39 0.33 0.58 0.48 0.50 0.63 0.59 0.39 0.40 0.42 0.027 0.050 0.042 0.018 0.0067 1
rs1346300 10 59.63 AGCTTGGTGTCAGGCTCGGGTGGGTTAGAATTCTCAGTGAGAATGCAGGTGTT[C/G]CAAAGCTCTGCCTTCTACTAGCTTTGGTTATGCTTTCTCAGTTTCTCCCTTTACAAAAC C G 0.35 0.50 0.55 0.56 0.41 0.77 0.79 0.38 0.50 0.49 0.66 0.007 0.046 0.008 0.034 0.0071 1 1
rs1897620 10 60.24ACATGTGGATTCCCGGGAAAAAACTGCCTCAGATCATTTGTAAGAGGAAGAAATAGTAAGTGACCTCTCTAACCAAAACTG[A/G]CTAGTAGATACTACATCTTTCCCGTGGCATT A G 0.81 0.63 0.60 0.63 0.66 0.82 0.91 0.75 0.61 0.60 0.59 0.027 0.063 0.024 0.029 0.0004 1
rs1999668 10 60.43TTTCCCACAGCTCTGCCCAGCTGTTCCCATTTTACCCCTTTTGTATGAAGGCATTCATATGATTTTGTTGTAGAGGCTTGTGAT[A/G]ATGACTTCTTGGCAAAAAGCCTCACCATG A G 0.31 0.66 0.64 0.64 0.68 0.55 0.69 0.48 0.50 0.57 0.61 0.078 0.000 0.016 0.009 0.0017
rs284642 10 60.43ATATTAATAGCATTCTCCCCAGCCCACTGCCCCAAAGAAGGTGGTATTTTACA[A/C]CTGCTGAGACTTAGCCTGGCTTATTCTTTCACTCTGAACCAGACCTAGGTCTGGAGTGT A C 0.38 0.66 0.64 0.65 0.68 0.55 0.70 0.57 0.50 0.57 0.62 0.052 0.000 0.006 0.009 0.0014
rs579142 10 60.47 TAGGGTGTTCTAGGTTGGCAATTCCACCAACATGCCCACATTCTGCTTCCAC[A/T]GCAAACATTGCTGAACAGTCAATCCCAGTACCCTTTCTGGCTGGACTGGGACCACACCT A T 0.71 0.44 0.49 0.45 0.50 0.32 0.79 0.54 0.61 0.52 0.47 0.029 0.056 0.001 0.017 0.0002
rs284604 10 60.48TTGAGTGATTGGCTCTTTCAGTGAAGAAACCCTTTTGGAAGGTGGTCCTCTGGTT[C/G]CACCTGTCCCAGATGTCACCACATGGATCAGAGATGAGGTGTCCAGCTGAACTCTC C G 0.65 0.41 0.46 0.41 0.46 0.35 0.67 0.42 0.58 0.51 0.45 0.020 0.022 0.004 0.010 0.0000
rs1906457 10 62.28TCAGAAATAAATAACACATGATCTCTGTCCTCAGTTTAGGAGGTTAACTCTAGTT[A/C]TCACCATTATATTAGAAGGCAGACTGAAATGAGTGTTTAAAAAAGATATTGTAGAAATA A C 0.14 0.49 0.42 0.44 0.46 0.32 0.31 0.40 0.46 0.46 0.35 0.055 0.010 0.000 0.008 0.0007 1
rs1906455 10 62.28AGCTATTTGCAGTATTTCAAAAAGCCTAATGCAAATGGCACACTTATCTGTGTAACTGTTATGA[A/G]TTCTGAGCCTACATGATCCAATATCTACATTGAATCACATTCAAGCAAA A G 0.53 0.43 0.51 0.50 0.48 0.68 0.70 0.40 0.32 0.46 0.56 0.000 0.024 0.012 0.017 0.0000
rs224136 10 63.82TTTTCTTCTATCACTATCATTCATCCAAGTGCCCAAGTGAAGAACTTGAGTGC[A/G]ACTTCAACTCTGCCTTCTCTTTCTCTCATTTTCCACATCCAGTTGTGAACAGCCCTATTAA A G 0.67 0.18 0.16 0.20 0.18 0.36 0.20 0.23 0.36 0.18 0.20 0.127 0.001 0.002 0.020 0.0008 1
rs377859 10 63.86TAAACGCCTTTGAAGATCATGGGTTTGATAAATAAACAAGATATAACAACTTTTGAGAAGTAGAATTTTCT[A/C]AGAGCATCCCAAGTCAAGTTTAAAGTTTTTAAGAGGATGCTAC A C 0.88 0.63 0.65 0.54 0.64 0.59 0.34 0.60 0.69 0.63 0.62 0.030 0.064 0.012 0.007 0.0036
rs911610 10 63.96AAAAAGTCAGGAGGTCAGGTTTGAGTCAGTCCCAGGTACCTAAATGGAAGACCAA[A/G]ATTGGGGCAGGCAAAGCAGCAAAACCACAGAAGCCAAGGACGTGCATAGGAAATA A G 0.12 0.41 0.42 0.32 0.45 0.14 0.15 0.28 0.46 0.40 0.33 0.078 0.094 0.034 0.080 0.0046

rs907 10 64.28TTTTTTGAGGTAAGTATAAATACCTTTACATGGCTAACCTTCTAAC[A/G]CTTGAAAAATCAATTTCAAGGGACTCTTTAATCAGTTAAATAATCTGCTTTAGAAGGCACAAATGATC A G 0.53 0.24 0.16 0.22 0.18 0.32 0.72 0.22 0.14 0.25 0.26 0.106 0.237 0.034 0.050 0.0151 1 1
rs1866311 10 65.17CTGGGTTCAGCCTCACCCTCCAGCCAGTGTGATATACTTGAAAATGGCAAGCAG[A/G]GATTTGGGTGATGGCAATCCTCAACTTCAGAATTACTCTTCACCTACCTGTTCTAACC A G 0.26 0.78 0.77 0.82 0.80 0.86 0.79 0.56 0.89 0.76 0.77 0.167 0.005 0.073 0.000 0.0000 1
rs1544237 10 66.63CAAAAACATTACAGGACCTAATTGGAGATCTTTTTTTTAGCAAGTAATTAATGAA[C/G]TCCTATGTGTCTGGTACTATGTCGTGTTCTGATGATAAATGGTTAATAAGCAAACTTAC C G 0.57 0.65 0.55 0.50 0.59 0.86 0.96 0.50 0.64 0.61 0.56 0.001 0.131 0.007 0.062 0.0002 1
rs1925622 10 68.11TGGCTAAAAACATATCCTTTTGCATCAGAGACTTTCTATGTTATGGTTTGTAC[A/G]TACTGTCTCTTCTTCCTTCTTCACTCCTCTTCATCTCTGGCATTCTCTGGTTCTGAAACTTG A G 0.36 0.57 0.55 0.70 0.45 0.27 0.16 0.54 0.57 0.71 0.64 0.019 0.085 0.000 0.040 0.0034 1
rs1904645 10 68.31 TTGGACTCTGCTTAGTTCCCATCACCTGATAAGAACTC[A/G]CCTTTAAACATGTGAAATGGAGGATATAATTGCAATTAAAGTAAAGCCTGATAATTTAGGTTGATTATTGACATC A G 0.29 0.71 0.79 0.80 0.80 0.77 0.66 0.59 0.65 0.77 0.81 0.146 0.009 0.032 0.001 0.0002
rs876489 10 69.32AACACTTGATATTGCACAGTGCACTTATTTTGTGGCCAAAGCATGGCCTTACCA[C/G]CTTGTCTGCACTATTTTCTTTTGGGTGGTGACTGTTTTTTTCTGACTTTGCATATCCCTA C G 0.17 0.31 0.32 0.28 0.30 0.59 0.28 0.43 0.36 0.41 0.32 0.018 0.003 0.006 0.026 0.0000 1
rs1227938 10 70.50 GATGAAGCAGGACCCACAAGAGCAGCCTGGAGACCACGTCCAAAGGACGCCCCCC[A/G]CCCCCAATCACTGTACTCATCCACAGACAGAGTCAAGGGCAAGTGTTACATGTT A G 0.28 0.33 0.37 0.44 0.27 0.09 0.08 0.43 0.54 0.33 0.43 0.009 0.059 0.000 0.064 0.0014 1
rs736594 10 70.57AGAAAATCAGGACAAGAGAAGATGCATGCGACAAGCCAACATGACCATGAAACCCTGTGCAGAAAGTGGCAGCC[A/G]GGAAAGGAGGTAAAGGTCAGGAACGGGCTCCCAGA A G 0.21 0.48 0.47 0.45 0.36 0.14 0.38 0.49 0.54 0.43 0.45 0.034 0.004 0.001 0.058 0.0001
rs7463 10 71.53 CTCGCTCAAGGGGAATGCAAAGGGCTAAGAGCCCTGGCTTCAAGCAGCTGTTAT[C/G]CTAGATGAGGAAAATGCAAACAGATTCAATCTCTGGGATATTGCTGCCAACATGCT C G 0.88 0.53 0.53 0.56 0.64 0.36 0.60 0.75 0.46 0.61 0.62 0.090 0.007 0.052 0.006 0.0064 1 1 1

rs877783 10 72.66GTGGAGCAGTAGTGAAAGAAGAGTTTAAAGAGAGAAAGTTTGTTGAGACTATC[A/G]TGATGGTCAAGGCTTGGGAGACTTTGCCTTGGAGCAGATGATGGTGATTTGGGGGGA A G 0.50 0.74 0.71 0.73 0.75 0.36 0.52 0.73 0.71 0.73 0.77 0.012 0.006 0.003 0.042 0.0063 1 1 1
rs1867998 10 72.68CTGGCACATGGTGAATGCTATAAACGTGATTGTTACTTTATTTGGGCCTGGAATC[A/G]CTGTGTGCATCTGATGACAACTCAGGGGCCTCTTTCCAGAAAATGCACATCCACGTG A G 0.13 0.52 0.48 0.46 0.43 0.09 0.40 0.35 0.25 0.40 0.42 0.082 0.005 0.015 0.103 0.0011
rs2227551 10 75.01AGAGACTTCTGTGCTTGCTGAGCTGCCAGCCTTCCAGGGGACAGACTGAGTCAG[A/C]GATGCTATAGGCTTCAGAGCCAACCTTGCTACTTCCTCTAGAAGACTGTGGTCAGTT A C 0.50 0.66 0.71 0.76 0.79 0.14 0.13 0.46 0.75 0.77 0.83 0.023 0.168 0.042 0.168 0.0056 1 1

rs4065 10 75.02GTCTGGGCAGCCAGCACCCAGGCCTATGCCTGAGGGTAAAGCTATTGTCGTTC[A/G]CCCTGGTGGGTGGCACAGGCAAATCCATCTGTGCAGAGCCTATCTTCCCAGTCTCTT A G 0.43 0.51 0.55 0.63 0.63 0.14 0.04 0.25 0.61 0.61 0.64 0.007 0.162 0.048 0.085 0.0025
rs1040934 10 77.41TGAGGACAATGTGTCCTGGACAGCTTAGGTAAGCCCCTGAAGATCCATGCCCC[A/G]TGTCATGTGTGACTTAGGATGTGGAACTGAAGACCTACAGACTTAGGACTAGCTGCT A G 0.36 0.74 0.86 0.85 0.86 0.15 0.24 0.31 0.79 0.75 0.83 0.122 0.208 0.175 0.270 0.0010 1
rs1907308 10 77.64TGAAACATGAATAGGATGGAGCAAAGTGAAAACACATTAAAAATTATGTCAGAT[A/G]CCCAAATGCAGTAAAGCAACTGCATCTCTGACAGGTAATCAAGAATTGGGTGACTCTG A G 0.71 0.65 0.60 0.62 0.63 0.95 1.00 0.75 0.61 0.78 0.74 0.004 0.170 0.027 0.107 0.0086 1 1
rs1655630 10 79.75TTCCTGCAGCTCCACCAAACTGGGTCGGCTCCATCTTTCTCCTGCTTCACAAGCCC[A/G]GAGAAAAACAAAATAGCACAGGTGCATCCATCAGAGCAGAACAGCAAAGGGCTGT A G 0.30 0.16 0.17 0.16 0.16 0.14 0.00 0.11 0.15 0.13 0.16 0.010 0.065 0.001 0.001 0.0001 1
rs703990 10 80.28 GAGGGCTCTGCGGGGTCATTCTGCAGTTCCAATGCTGCAGGCTTTCATGTGT[A/G]TTAACTATTAAGGCTCCCAGATGCCTCAGAGGAGCTGCAGGACTGCCCCCACCCACTC A G 0.07 0.17 0.17 0.29 0.14 0.23 0.69 0.50 0.14 0.18 0.16 0.008 0.176 0.067 0.005 0.0000 1
rs720262 10 82.14CCATGATTAATATTTCCATCTAAGAAGCAATTAAGGAATTATTATCCAGGGAGATTGTGACAAAAGGAATTAAGCCATGCC[A/G]GCTCTGTTCAGGCAGAATGAGGCTTAGCTTTA A G 0.55 0.42 0.44 0.46 0.38 0.77 0.55 0.46 0.46 0.43 0.35 0.011 0.010 0.003 0.078 0.0033 1
rs1336439 10 82.50TGATAAAGAATTTTTAAGTCTTCTCTAGAGAAAAATTTAAAACCCTATTAGAGA[A/G]CGGAAAATAAGACCTGATTAAATGGGGGAGGCACTCCATCAACCTGGATAGGAAATCAT A G 0.38 0.69 0.65 0.51 0.66 0.64 0.66 0.73 0.57 0.60 0.63 0.052 0.001 0.001 0.003 0.0004
rs989422 10 83.47AATATATAATATAAAGCAAAGCAACTGCCCAGAAATGGACCAGAGTGTTATACCT[A/T]CCTATGTTATTCCATGTGTGGAGGTGACAGGATGATTCTCCAGTGTGCAAAAATACTC A T 0.86 0.55 0.62 0.62 0.52 0.73 0.56 0.42 0.64 0.59 0.53 0.025 0.016 0.037 0.000 0.0059 1 1
rs342367 10 84.23TCCATCCTCCATACACCTCCCCACCTTCCAGCAGATTTCCTCCCAGGGCCTCA[A/T]GATCTGGCAATGACACCTCTCCCCTTCAAGCCAGTTTCTAAACGGAGGAGGAAAGATT A T 0.24 0.39 0.37 0.37 0.39 0.41 0.16 0.27 0.43 0.43 0.39 0.008 0.017 0.000 0.004 0.0001 1
rs526353 10 84.31GTGGAGGGAATGGAAGGCACTGTCCAGTGGAAGAATCGCTGGTCCATAGCAATA[A/T]TGTCACCAAATAAGGCAAATGTTGTAAGTTCCTTGTTTAGGTCTCAAAAGTGATATC A T 0.26 0.47 0.47 0.57 0.48 0.36 0.05 0.33 0.46 0.49 0.53 0.021 0.108 0.002 0.004 0.0010
rs8421 10 84.41 ATCATTCTCATTACCATTTATTTTATAGCAAGTCTGCTATGTGTGGACCA[A/G]GGCTTCGGCTTCTGTGGTTAGTATGGGAAGAATAAATTGTTGAAATAAAA A G 0.76 0.46 0.46 0.43 0.43 0.86 0.91 0.58 0.46 0.40 0.49 0.046 0.128 0.003 0.095 0.0021

rs1188786 10 85.99 GTTTTGGAAGACAGGTGATACAGAGAGCTTCTGCCTTAGTCCATTTTCACAGTT[A/G]GCCAGTGTCCATAAACCCACTCTGTAGATATTTACCCAGTTACTGAATACAAAATATA A G 0.33 0.43 0.43 0.43 0.34 0.55 0.50 0.45 0.39 0.47 0.46 0.005 0.001 0.003 0.006 0.0000 1
rs1339910 10 86.62CTCATATTGGGAATCCCCTTTTCTGAAGTGGCCTGACAGGGCTTTGATAATCTGAGAATCTTTGGCATAGTGACTGTTCCACTGT[C/G]AGCTTCCTGCATTTATCATTTAATCAGA C G 0.50 0.63 0.74 0.52 0.75 0.95 0.84 0.90 0.79 0.68 0.65 0.028 0.006 0.008 0.045 0.0050 1 1

rs4869 10 88.39 AGGAGGCCGACCCAAGTCTCCCTGCTGTCATTTCAGGAGGCCGAATTTTTTCCC[A/G]ATCCCAGAGAAGGTGTCAGAGGCCTGGTTAGCAGTCTTGTCGATGGTTTCCTGGGT A G 0.76 0.46 0.44 0.43 0.46 0.15 0.70 0.57 0.23 0.41 0.40 0.055 0.041 0.006 0.051 0.0003 1
rs2039305 10 89.65 AGACATAATAACTAAATTTACTCCTCTGATTCTCCAGCAGCTTATCTAATAACA[A/G]TATGCTATGGTAGCGATGAACCCAGCATCCTCAGCTAATGTCAGCCATTTGGGAATAAG A G 0.43 0.57 0.52 0.46 0.52 0.27 0.52 0.57 0.43 0.53 0.45 0.000 0.003 0.014 0.017 0.0019 1
rs1556611 10 90.87GCATTTGGAAGAGAGAAGCCAAGCATATACTATAAATTGCTTCCAAAATCAGGAC[A/G]TGTTCTAGAATGCTCAGCGTCCTATCTCTATATGGAAGAACCAAATCTTACGTGTTCT A G 0.57 0.35 0.36 0.35 0.25 0.30 0.05 0.40 0.29 0.38 0.34 0.032 0.068 0.009 0.001 0.0004 1
rs1001065 10 91.76TTGTTTAAAGGCCATGTTTCACGAAAAAGTAAAAATCCTTAAATACAAGAATCAT[A/G]CTCAGAGAGGCCAGTTGGCAGTAAGTAAAATGTACTTGATAACTAAGACTCCAAAAAT A G 0.43 0.61 0.62 0.69 0.54 0.64 0.82 0.48 0.79 0.65 0.58 0.015 0.026 0.019 0.000 0.0003 1
rs1113910 10 92.01AATTCCTCAACCTTTGGCAACTGTCTCTAATAGGCTAGTGACATGGTCTATTAA[C/G]GCACATCAAAACAAATTCTGACATCTTTTTCCAACCACATTCCCACTCCTCTCCTTTAGG C G 0.64 0.52 0.51 0.54 0.48 1.00 0.72 0.81 0.71 0.57 0.56 0.017 0.031 0.070 0.237 0.0009
rs1857586 10 92.14GCATCCTTTTCCCCAGAAGGAAAAATATGCAACACTTCCCTGTAGTTCTATTCC[A/G]CAAATGTATCAATGACAGGTAGTACCAACCCTTTATAAAAGTATGGCACTTTATAAGTC A G 0.50 0.65 0.57 0.56 0.55 0.73 0.89 0.68 0.64 0.54 0.55 0.009 0.045 0.004 0.005 0.0003
rs1329656 10 93.02 CAGGAAGATTACTGAGAAAGGATGTCCAAAGTTGTGCTTAGCAGAGAAACACT[A/T]GTCCTGAAGCAGGAACTTATGGAAATACAGAGAAAAGACTTAGTTTCTAAAAAGGCCA A T 0.81 0.65 0.57 0.60 0.64 0.91 0.74 0.83 0.79 0.53 0.53 0.040 0.024 0.053 0.103 0.0013 1
rs1111875 10 94.13ATCATCATAACTTCTCACTCCCTTCCACCTCCGTACCATCAAGTCATTTCCTCT[A/G]GACGTCTGAACCTGCACTCAGGGTCCATTTTTTAAACATTTATTGAATTAGTCTGGTCTA A G 0.31 0.45 0.41 0.45 0.36 0.68 0.47 0.59 0.29 0.33 0.40 0.004 0.004 0.023 0.044 0.0003 1
rs787652 10 94.70AGAAATTCGCAGAGCATGTCTCAATGGAAATGTACATAAACCCAGAACTGAAGAGC[A/G]TTCAAGGAGAGTCAGTCTTATGGGGTAAAGAGTGACATCTGTTTAAGAGGCTTTT A G 0.19 0.55 0.52 0.59 0.50 0.18 0.14 0.22 0.31 0.49 0.45 0.054 0.068 0.041 0.054 0.0007 1
rs701873 10 94.86AAACTGGGCCCGTTTGCAAACGACATGGACCTTATTTTATACTTTCAATCACA[A/G]AACTAGCAAATTTGATAGATTTGATTTTCTATGAGATAATTCTATAGAGTGAGGGTGACCC A G 0.10 0.66 0.55 0.65 0.52 0.00 0.20 0.50 0.89 0.46 0.46 0.109 0.060 0.001 0.223 0.0029
rs1547173 10 95.09CACTATAGCAAAGTTTGAGATAGGTGTGTAGGAGAATTACTTTTTAAACTCATCAT[A/G]TTAGAGGCCTTTTCAAGACTCCTTAAAAACATAACTCCCATTATCTGTCACTGTGTAT A G 0.86 0.46 0.48 0.41 0.54 0.41 0.57 0.51 0.50 0.49 0.51 0.092 0.005 0.000 0.005 0.0023

rs1505 10 96.42AAGGTGATAGAAACATAGGGAAATGATT[C/G]AGAGAGATAATAGAAGAGAAAGTGGAAATGAGTATTACATTAATGGGAAGATCCAAATGGAAATTATACATTATACCTTTCAACC C G 0.31 0.35 0.41 0.40 0.36 0.36 0.03 0.53 0.25 0.35 0.39 0.004 0.109 0.011 0.001 0.0005 1
rs1536556 10 96.80AGGTCTTTAATGCTAGTGCTTCACAAAGCAGCTCTTCTTGTACTTTACTTACAAC[A/G]CAGTTAACATCCCCTTTGCAGCTTGTAGAAAAATGGCTGCTAACTTTCTTAGTGACCT A G 0.64 0.45 0.47 0.51 0.48 0.68 0.13 0.39 0.61 0.41 0.48 0.015 0.072 0.001 0.025 0.0000

rs9093 10 97.94 TTTGGAAGAACTGGATTTTGCAGCAACCAACTTTATAAAGAGGTCCATCC[A/G]CTCTCAATGGAAAACACCCAAGCATACCATTCACTAGGTTCGGATATCAC A G 0.62 0.52 0.47 0.54 0.50 0.55 0.74 0.49 0.58 0.51 0.43 0.007 0.019 0.001 0.000 0.0004 1
rs713251 10 97.95AATATTTTTTGAGAGAATTCTAGTGGATTTAATTGATGAAGACATGGTAAGAGAA[A/G]CTGTTGGAAGATACTTGAAAGAAAGTCATTAAGTGAGAAAAAAATGAGAACTAAAATG A G 0.25 0.17 0.16 0.20 0.13 0.05 0.47 0.15 0.14 0.21 0.19 0.002 0.042 0.002 0.033 0.0003
rs531676 10 99.30CATGACACAGATATACCCTGTTATATAAAACTCATTGTGAAGGCATTCATGGTT[A/G]TCACTTATAAGGCATCATCTGAAGTCTGCTGTCACCCTGAACCCCCTGATGTCCTTGGC A G 0.48 0.42 0.43 0.44 0.43 0.45 0.52 0.54 0.54 0.45 0.51 0.001 0.000 0.002 0.000 0.0043 1 1
rs489062 10 99.38TAATCACACAGATTTATTTATTGACATTTGTGGGCCTCTGAATAACCTTGTAGT[A/G]AGCAACTAATGCTTCAGTGGCCAAGCACAACTCACCATAAAGGCCACGTAAGAGGCAA A G 0.64 0.43 0.41 0.39 0.43 0.23 0.04 0.43 0.54 0.40 0.43 0.027 0.103 0.001 0.020 0.0002
rs1998756 10 99.89TGGAGCTGGAAGGATGTGCCATACTTCTAGGAAAGGCTGTAGGAAAGGCAACTTCCAGCAACAGGATGAGATCACTAA[A/G]GGTTTGGAAGTACAGAAGTTCAAGGCTCATTTT A G 0.64 0.39 0.33 0.30 0.32 0.55 0.28 0.25 0.43 0.30 0.41 0.060 0.001 0.000 0.038 0.0053 1 1
rs1889974 10 99.93 TGAGGAAAAGAAGGGAGGGGACATAAAGTGTTTGGGGCAACAGAAAGAGCATACGCAAAT[A/G]CTGTGAGATGGGAAGGAGTTTGGTGTGTTTGAGAATTTGAAAGC A G 0.93 0.33 0.36 0.39 0.38 0.45 0.42 0.41 0.25 0.34 0.44 0.190 0.001 0.002 0.006 0.0027
rs2862928 10 101.46CCTAGGGCTTCTCTGCTGCTTTTGGACTTCCAGTCTGACTCAGATCCACCCTGCCC[A/G]CCACCTGAGGATTTTAAGTACTAAAGGAGATGCAGATTTTTAAACCAAGCCCTAAA A G 0.26 0.59 0.53 0.65 0.54 0.73 0.70 0.78 0.57 0.49 0.52 0.041 0.034 0.051 0.028 0.0001 1
rs1410079 10 101.51ATCTACAACAAAACCAACAAAGATCCTGCCCATGTGGTGCTTATATTCCAGTGAAGA[A/C]ACAGACACAATTAAGAGTGAAAAAGCAGTCTCTCTCCTCACAGATACAGAAAAGG A C 0.17 0.51 0.48 0.56 0.57 0.41 0.59 0.63 0.54 0.51 0.52 0.043 0.032 0.047 0.001 0.0009
rs1045232 10 102.98CCAAAAAGAGTCCCTGTCTCTGAAGTTAGGAGACACCAGAAAGAATTTTGCCAA[A/G]GGACATGTACAAATGGCCTTCCATCCATGATTCACATCCTTTCAAATTGCACACCAAGT A G 0.81 0.53 0.53 0.55 0.50 0.91 0.74 0.72 0.46 0.53 0.52 0.042 0.025 0.012 0.087 0.0000 1
rs749694 10 103.18 CAGTGCAGGAAGAGTCAGGAGCCTCTCTGGGAGGCAGTGGGAACAACCCC[A/G]CTAGTCCAGGTGCTCTGAGAGGGAGCAGAGCTGGGCTCCTTGTCCTGGAAGCACCTTC A G 0.79 0.44 0.47 0.45 0.48 0.05 0.47 0.71 0.46 0.51 0.47 0.051 0.000 0.020 0.141 0.0000
rs6580 10 104.87GATGGCCCTGCTTCCCCTCCTAAGGAGGTGCTTCCCATGCTCTTTGTAAATGGCACT[A/G]CTTGGTCCCAAACTGAACCCCACTGCTTGCTCACATCCATATCAGAAGGGGATTT A G 0.79 0.64 0.63 0.63 0.63 0.59 0.73 0.41 0.71 0.57 0.58 0.037 0.021 0.011 0.001 0.0007 1

rs276219 10 105.75GGCACACAGCAGGCACCCAACTGAGGCTGGTCCCATGTGTCTCTATCCTTGA[A/G]TTATTGCATTTAACCCACGCAGCAACCCCGGGGGAGGGGGCCATCAGCCTCATGTCC A G 0.45 0.69 0.65 0.72 0.64 0.82 0.95 0.84 0.82 0.58 0.65 0.027 0.087 0.056 0.018 0.0001 1
rs1361800 10 106.48CATAATCATCTGGGTGGAATAAGTATTTGGAAGCCATGTGCCTCTAACTAAGG[A/C]ATCACTGGCCACAAAGCCAGAGAAAGAGAAAACAACAGTGTTTCCGGTGTTGCCATGT A C 0.98 0.81 0.82 0.78 0.84 0.95 0.81 0.84 0.75 0.88 0.82 0.031 0.004 0.001 0.016 0.0000 1
rs1034178 10 106.56GACCTTTGAGTTACAGGAAATCAAAGCTCTTGGCTGGTACCCAGCTGAGACAG[A/G]AATACAGAATCCAGGTTGTGCACCACTAAGGGAGGCCAAACGACTTGGTGGTGAGTG A G 0.48 0.40 0.45 0.45 0.50 0.64 0.43 0.57 0.54 0.51 0.42 0.001 0.001 0.010 0.015 0.0007
rs1572456 10 108.23GGCCCTGACTACTCAGTCATTTAAGGAAGACTCCCTGGAAACTTTCTGCAAAA[C/G]GTAGTAATATTAACAGCAATTGCCCTGGCCAGAATCCATTGCAAGTAATTGCATTCCAC C G 0.43 0.33 0.31 0.35 0.20 0.09 0.24 0.28 0.25 0.37 0.37 0.009 0.005 0.000 0.044 0.0002 1
rs1887984 10 109.78CCCATTCATTTGTTTTATATCTTCCTAGATGAATATAACCCTAGAGTTGCTTAT[A/G]TTTCATTGCAGTTAATAAACATAGGTTTGGGGAGTCAATTTCTTAAAGTTGAAACATACCA A G 0.68 0.41 0.53 0.59 0.45 0.45 0.06 0.34 0.54 0.48 0.43 0.014 0.142 0.021 0.001 0.0041 1 1
rs1324288 10 110.66CTCAGCTCAGTTTTTCTCTAGGCTAAATTCTGTAACTCCTGCTGAAATCAGCTCT[A/C]TCTATAGTCAGCAAGTTTCACTACTCTACTGTGGCAAAATTCATCAGAAATTAGAACAA A C 0.31 0.32 0.40 0.35 0.32 0.32 0.27 0.25 0.21 0.39 0.38 0.005 0.019 0.025 0.011 0.0000 1
rs1050755 10 111.72 CACTTAGATGAATTATTGATCTTCCTAATATCAGGCGCCTACTTAACCTATGGT[A/G]TGTACTTTTTGTAAGTTGTAACTTGAAATTTTCAGATGCTTTGAACTTGACACATACTCT A G 0.12 0.52 0.58 0.68 0.57 0.77 0.84 0.71 0.62 0.63 0.55 0.111 0.060 0.021 0.031 0.0002 1
rs884587 10 112.04TCTGCACACATTTCTAGACAAAGTTCTGGCAAGGCTATTCCAGAATCTTACCTCACCACTAGGTTCACCCC[A/G]GGGTGGGGAGATCGGGGGCAGATGAACTGGGCTCCACAG A G 0.10 0.28 0.32 0.27 0.36 0.05 0.08 0.18 0.21 0.21 0.26 0.049 0.065 0.025 0.086 0.0058 1
rs1327551 10 112.43TTCACAGCTTAAGAAACTGAAGCTTGGGCAAGTTAAGTACATAAATATACAGAGATA[A/T]TTACACTCAGCTTTGTTTGACTTCAAAGCCCATGTTTTTAGCCATTAAACCATACTA A T 0.71 0.27 0.34 0.22 0.27 0.73 0.61 0.55 0.27 0.36 0.34 0.068 0.028 0.015 0.064 0.0007 1
rs618120 10 113.33TGTTTCCTGAATGCACAGACATACTCCCTAAAAGGCATTTCCTCCTCAAAGCAAAA[A/C]GGAGCATGTCCTGTGGGGCTTGTAGAGAGTCAAATAAAAGCTGGAGTGATGGTGG A C 0.83 0.45 0.49 0.39 0.45 0.45 0.89 0.57 0.43 0.45 0.45 0.072 0.084 0.002 0.002 0.0002 1
rs1408817 10 114.16ATTCTTTCCTCTGTGCTTCCTCACTCTCCTCTATAACGCATTTGTCAGTTTAT[A/G]TTATGGATTGTTCTGTACAGACTTGGCTCTCCTCTGAGGCTAGGAGATCCTTGAGGACGG A G 0.14 0.35 0.32 0.37 0.38 0.18 0.13 0.54 0.36 0.33 0.26 0.014 0.019 0.065 0.005 0.0027 1
rs1891760 10 114.92 CTCAAGGAGGGCTGGAGTACCTGTATAGTGCTGGATTGTGCAATGCCAGAC[A/G]GATGGCTTTTTTTTACCCCTGGCAAGATAAGACTCTATGAAGTATGATTTTGTTAATAGTC A G 0.24 0.48 0.43 0.45 0.36 0.59 0.93 0.64 0.46 0.29 0.31 0.015 0.182 0.024 0.018 0.0078 1 1 1
rs932652 10 115.01TTTGTTCAGATATGTGGAATTTCTGCAGACTTATTTATCGTGATTCTCGCTATT[A/C]ATTATTAAGGACAGGATTTGCGAAGGAAGAGAAATATATTTTGAGTATTTGGAAAAGACA A C 0.33 0.46 0.47 0.38 0.32 0.18 0.67 0.32 0.25 0.33 0.40 0.008 0.018 0.016 0.050 0.0017
rs151603 10 115.39CTCTTGAGGCAAATGCAAGAATATTCTACTGGCAAGTTTCAACCGTCTAGACACA[A/G]TCAAGATTCCTAGGCTAAACAATTAAGTGGATATTAGGCCCAAATGGTAACCCAGAAG A G 0.33 0.67 0.65 0.69 0.68 0.45 0.91 0.59 0.50 0.51 0.58 0.036 0.065 0.001 0.007 0.0035
rs180922 10 115.40TGTTAGGGAGATAAGACGTAAAAGCAGATCAATATGAATCAGTGTGGAATTAG[A/G]TGATGCACTGAATATGTTCTTGTTGCCTATCTAGCAACCCTTCTTCCCATCTTTCCTGGC A G 0.33 0.67 0.65 0.70 0.70 0.45 0.91 0.59 0.54 0.51 0.59 0.036 0.065 0.001 0.007 0.0026
rs180910 10 115.41CAGAGTGGGAGGGGCTGGAGCACCCGGTCCTGTGGACTCAGTTCAGGCAGTGAAA[A/G]GGCAAAAGCATTGCCAGCCAGATCCTGAGCAATATCTTCACACTTATTTATTATAT A G 0.67 0.33 0.35 0.30 0.30 0.55 0.09 0.41 0.50 0.49 0.42 0.037 0.065 0.001 0.008 0.0038
rs765173 10 116.27CCCTCCCCCAATCCACATACCAAAACACAAAAAGACTCTTAACTGAAGCAAATTAGCAAATT[A/G]TTAGCTTCAAGGCAAAAGTATCTTGCTTTCCATTTGAACATAAGAGCAGAA A G 0.71 0.54 0.47 0.46 0.50 0.18 0.79 0.56 0.68 0.42 0.44 0.018 0.051 0.001 0.067 0.0028 1
rs1157117 10 117.20TGCAGGCTAAATCAGACCTGCATGATTCAGCTGTACTGAGATTCATAATGCTGT[A/G]AGCAGAGAAATTTGGGGGTGGTATAAAAGAGCATGGAGGGAAATTGTCTTGGAAATTG A G 0.21 0.53 0.53 0.55 0.46 0.55 0.82 0.43 0.54 0.47 0.61 0.065 0.051 0.006 0.000 0.0046 1 1



rs1900500 10 118.11CTTAACTGATCTGGCTATTTTTTCTCAGCT[A/G]TGGACACAGTCCCTTGGCAGATTCTCCTGGCTGACTGCAAGGCAGAGGAGCAGAGTAGTTGGTGTAAACACCACCTCCTCA A G 0.60 0.43 0.51 0.46 0.57 0.25 0.40 0.50 0.50 0.53 0.48 0.003 0.008 0.002 0.041 0.0003 1
rs1638432 10 118.13GGAGGCCGGAGCTCCATCTGGACTGAGATGGTCCTACTGATGCTTAATGTC[A/G]TGGGGTCGGGAGCAGGTCCGGGCTCAGCTGGGAGCGTGGCCACCTCTCCAGTGGGTG A G 0.33 0.51 0.43 0.51 0.39 0.41 0.33 0.42 0.43 0.40 0.44 0.003 0.001 0.002 0.000 0.0001
rs758367 10 118.15ACCCTGGCAGTGGGATATCCCTCTCACCCTGTGACTCGCTGGGAGTAGTTCTG[A/G]GTTTTGTGTCCCAAGATAGCGCCCCTTCTGCCACCCCCACTCCTTCTGCCAGCAAAG A G 0.69 0.61 0.50 0.56 0.59 0.68 0.57 0.73 0.57 0.54 0.52 0.011 0.000 0.021 0.006 0.0002
rs14240 10 118.70ATTTTTGCCCAAATGTTTGTTAATGTAAGTTAAAAAATTATATTTGGTTTGGATTCAA[A/G]TATTTATAGATTTACACAATACCTATTTCATCAAAATATATTGTATGATATTTAATAAA A G 0.64 0.51 0.44 0.46 0.61 0.41 0.28 0.48 0.61 0.56 0.48 0.023 0.015 0.003 0.002 0.0006 1
rs703422 10 119.49 GTCGTTCTTTCCCTTTCTTCACTTTTTCCTTTTGCTCATCATTTATGTAATCC[A/G]TACAATGAGGTACTACTTTTTTTTTAGGGTATTGACTAAGGATTCAGCTTTAAAAAATGTAT A G 0.81 0.38 0.40 0.49 0.34 0.73 0.83 0.49 0.23 0.47 0.50 0.087 0.122 0.007 0.073 0.0052 1 1
rs853617 10 119.61 TACAGAGGCACATGTCATCACATATCTTGGTACATACATTAAACTGGGATGTAAT[A/G]GTACATTCCAAAGATTTGAAGAACTGCCCTAAATCCCTTTTTTAAGTGACATTTAAAA A G 0.31 0.59 0.60 0.50 0.66 0.27 0.18 0.51 0.69 0.57 0.52 0.038 0.103 0.004 0.064 0.0027
rs915272 10 120.56TGGCAACAGTCACTAAGTGGGACAGGAGTCTGACTGC[A/G]TGATTTCTGTTGTCCTGGAGACAAGCAAAGCAAAATTTTGACAATCTAGTTCCCCATGCTCAGCAACAACCTCC A G 0.29 0.43 0.41 0.32 0.41 0.36 0.22 0.31 0.50 0.37 0.33 0.006 0.018 0.003 0.000 0.0043 1 1
rs1467813 10 120.95 TACAAAGAGGAAGGA[A/G]GTTCACCATGTGTCAGGCATGGGTCTAGACCCTCGGAGACAGTGGGGAAGAAGAGGCCCCCCACTCCCAGATTCCAGAAGACAAACCACACAGA A G 0.45 0.24 0.31 0.32 0.21 0.09 0.20 0.27 0.38 0.36 0.30 0.012 0.006 0.000 0.033 0.0004
rs1041517 10 121.57GACTTCTGATTCCAAAACGACTGTGTCAACGTGAAACCTTATGTTCCGAAGTTTACC[A/G]CATTCCCCAGGCAAAACACTGCACTGACTTCTACAGCCTGTAATGTCAAATCAGCA A G 0.66 0.78 0.76 0.76 0.68 0.86 0.97 0.60 0.82 0.76 0.72 0.006 0.056 0.015 0.008 0.0004 1
rs934321 10 122.38CCTTGTAGCCACATTGCACTTTTCTTTGGTAACCATCAAAATATTTTGCATTGT[A/G]TCAGGCACATGATGGAAACAAAGTAAATATCTGAGTGACTGATTGATATAGCTAAGCCAG A G 0.33 0.18 0.23 0.23 0.30 0.23 0.25 0.43 0.29 0.27 0.30 0.002 0.000 0.019 0.000 0.0027 1
rs1649183 10 123.04CCCGGAAGAAAAACTGGTGGTGCAGGGCTTATGGGAAACAGCACATAGTCTCCAAGC[A/G]TCTCTCCAGAGAGTTCCAAGGGGAATTCTGACTAAACAAGGTTTTCGCCTTCAG A G 0.67 1.00 1.00 1.00 1.00 1.00 0.99 1.00 1.00 1.00 1.00 0.132 0.004 0.000 0.000 0.0000 1
rs1696837 10 123.09TGATTGACAAGCTGCAGAACTAGTCAGGTTGCAGCACGCTATGAAGCTGTGAAATTG[A/G]GTCATCTACAATGTATCTCTCCAAGTTTTCAAGTGAAACCTCTTGCTACATGCCTA A G 0.38 0.69 0.69 0.66 0.55 0.45 0.51 0.71 0.54 0.65 0.64 0.056 0.044 0.002 0.046 0.0006
rs2901297 10 123.19CAAGATACACTTTAAAATAGATTGTAGAGTGAGTGGGAGATGAGGGAATGGCCATTA[A/G]GTAAATGCTCTTTAGAGAAGGAAAGAAAAATAGAATTAAGATAACTGGAGGATGA A G 0.38 0.13 0.17 0.10 0.14 0.41 0.28 0.16 0.19 0.11 0.08 0.032 0.017 0.000 0.048 0.0103 1 1
rs911788 10 123.61GGCAGGACCCTGAGAACTATCAATTTTTGGATGCGTGAAATAGACCAAACATGAAACCT[A/G]CTCTGGACGCAGGTTCTCTCTGAATCAGGCAAAGCTTCAGGCCTCTGAAGGC A G 0.74 0.65 0.59 0.65 0.57 0.77 0.64 0.63 0.65 0.57 0.65 0.008 0.001 0.001 0.017 0.0007 1
rs11190 10 124.29 ATGAACAAGTGCTTCCTCACAACTTGAAGCTTCTAGCAGAAGAACTTAAC[A/C]AGCTCAAAGCAGAGTTTTTGGAAGACCTAAAACAAGGAAACAAAAAATAT A C 0.93 0.57 0.61 0.61 0.66 0.91 0.79 0.78 0.57 0.69 0.64 0.046 0.001 0.009 0.029 0.0002 1

rs1571423 10 124.79AACACAAACCTTGCAATAATTTCAGCCACTAAACAGTGAAGCAGATTAGGCGTGA[A/G]TTTTTTACAGAAAGAACAAGCTTGTATTTTCAATAATTATCCCAAAGTGAAGAAAATG A G 0.10 0.26 0.21 0.20 0.18 0.41 0.45 0.14 0.39 0.27 0.23 0.017 0.010 0.004 0.010 0.0000 1
rs870577 10 125.20 CCTGTCACTTCTGCTATTCATGAATCTCCTTTTCTGGCCAAGTTCAGTATCAC[A/C]CTCTTGTGCATTCACACATCCAGCACTCCTACCTTCTCATCAGGCATTCCCCTCTGCCAG A C 0.14 0.35 0.34 0.35 0.20 0.59 0.26 0.40 0.54 0.26 0.32 0.023 0.006 0.000 0.029 0.0002
rs10899 10 125.38AGATCCTCCTACCCCCGAAGCCTGGTCTGTCTCACACATACAAGTTAGAGCTGGGT[A/G]GACGGGTGCTTGCACTTTCTGGCTTTGGTGGGCGAGACCTTGGCCTGAGAACTT A G 0.60 0.48 0.55 0.52 0.45 0.41 0.73 0.53 0.57 0.68 0.63 0.001 0.020 0.001 0.012 0.0007
rs876352 10 125.91CGGCTTCCCACAATTGCTAATCCCGGCCAGACCCCTTAGCAGCAAAAGGAGCCCC[A/G]AACAGGCGGGACAGGTGGACTAGCTCTGAGTTCTGTTTCATCTGTAGGACCTTGG A G 0.07 0.29 0.27 0.23 0.25 0.27 0.41 0.35 0.39 0.32 0.28 0.026 0.009 0.013 0.000 0.0002 1
rs4962424 10 126.30CAAAAATTAACTGATTAATTCTCTTCCCCCCTTGGATGACGCAGCTGATGTGGAA[A/T]TCTGTTTTTACAACAGAGTCAAGGAGGGGCCAGACTGCAGTTTGACCATCAGAGCTT A T 0.69 0.65 0.71 0.63 0.68 0.73 0.66 0.76 0.79 0.68 0.71 0.001 0.000 0.009 0.006 0.0000
rs1152690 10 126.37 TGGTAGAATAGTTGCAGCTGTGGTTTTGCAAAGATAGGACTGTTTCCGGCTGCC[A/G]TGCATGCTGTATTATGTATTTTGACAGATCTCCAGGATGATGTAGAAGCTTGGCCTG A G 0.64 0.92 0.94 0.91 0.95 0.82 0.57 0.82 0.86 0.92 0.89 0.066 0.080 0.007 0.010 0.0032
rs7919596 10 126.47 GTGCAGCAGCCTCCAACAGGTCTGGAGTCAAGACCTGCATGTGCCACTGGACTTG[A/G]GGTACCATGGGAAAATTGCTTATACTCTCTCAGCCTCCATATTTGTTTTTGTAAAA A G 0.55 0.66 0.69 0.63 0.59 0.82 0.93 0.89 0.82 0.76 0.70 0.004 0.057 0.030 0.021 0.0001
rs1278305 10 127.39TACAGTTAAGTGTTCAGCTTATTTAGATCCGATGTAAAATAGAAAATGTTGCA[A/G]TACAAAATGAAATGTTACTGCCATTTTCTTTTTAGGGCAGAATTGATGGTATTCATTTCCA A G 0.45 0.39 0.36 0.27 0.41 0.27 0.52 0.44 0.36 0.43 0.47 0.008 0.018 0.006 0.002 0.0022 1
rs728104 10 127.56 CAGCTTTTTTTTTTTCCCGTTGAAACATTAGAAAAATCAGCCAGTCATGAAGCCCAGAC[A/G]TACTTATGAAAAACTTGGTCCTCTATGTAGAAGATGCTCGACGCCAAATCTCCA A G 0.38 0.14 0.14 0.15 0.20 0.14 0.28 0.17 0.18 0.27 0.19 0.043 0.021 0.001 0.000 0.0018
rs873957 10 127.58AAATGAGACACACTCAAATCAATCAAGAGATACGACATGGACATTTTCAGGAAAA[A/G]AAGATTTGTCTGAGAGCCCATTGTCTATATAAAATTTTCAATACTCTATTTTCAAACCT A G 0.43 0.65 0.65 0.63 0.64 0.68 0.45 0.72 0.64 0.59 0.67 0.030 0.029 0.000 0.000 0.0013
rs1936875 10 128.93ATTAAAATTGCAATCCACACCTCTCACCACCCCTTCCTCTCTTCTACTTAAAAAA[A/T]TAGTACTTAGCATCTTCTAACATACTTCAATTTACTCATTATATTTATAGTTCATTTTAAG A T 0.48 0.41 0.36 0.37 0.32 0.68 0.32 0.65 0.50 0.39 0.45 0.002 0.027 0.029 0.025 0.0032 1
rs1926143 10 129.05ATTGTCTAATGACATGGCTCTCAGAATGTGTTTCAATCATTAAGGTACACATGAC[A/G]GTACTTAAAAATGTCTCTGGCAGTTTCTGATGCAAATACAGGGAGGTTCAACTTTTCTC A G 0.71 0.70 0.63 0.62 0.63 0.64 0.61 0.50 0.75 0.61 0.71 0.001 0.005 0.011 0.000 0.0039
rs1255135 10 129.59CAAGACTGGAAATTAGGATAAAGCAGATTTCAACATGAAAATGCTGGAGACACTGTCA[A/C]AGTCTATCACCCTCAGGTAGTGTGGGTCACACATATTCCCAGCTTCCCAAATCC A C 0.38 0.58 0.60 0.54 0.45 0.50 0.32 0.41 0.36 0.56 0.55 0.018 0.032 0.011 0.001 0.0008 1
rs765934 10 130.22GGGGATGACAGGAAGCCCACCTTGACTGCCCCCCAGACTGAACTGCCTGCGTC[A/G]AGATAAGAAATGACTCAATGTCCAGTGACTCAGATGGTCGTGGGAAAGCAGCGTAT A G 0.67 0.58 0.65 0.60 0.52 0.50 0.72 0.57 0.64 0.70 0.61 0.000 0.001 0.002 0.014 0.0017 1
rs1869251 10 130.29TCTCAGTATGCTGCCTACAATTGTTCAAGTTCACAGTTACTTGTAAATATTCT[A/G]TGCAAGTCTCCCCAAGTGTAGCAGCAGCCTAGATTTTTGTAATTTCCCCTAGTCTTTTAGA A G 0.52 0.53 0.48 0.59 0.63 0.59 0.66 0.71 0.57 0.50 0.62 0.002 0.021 0.032 0.010 0.0069 1 1
rs1998825 10 130.48GCATTTTAGTCCTGGTAGTCTGTTAAAT[C/G]GACATTTGAAATTAACCCCACCCCTCAACTGCAAAAGAACCCCCAAAACAATAGGGGGAAGGGCAGGCACTCAGAGGGACTCA C G 0.57 0.72 0.68 0.66 0.68 0.95 0.65 0.64 0.68 0.68 0.65 0.008 0.000 0.003 0.062 0.0014
rs570967 10 130.90GCACCCTACACTACGCAGAGTAATCAGCCACTAAGGAGTAGTGAAGGATCTGACA[A/C]CCAGAGAGCTCGGTAAGGACGATGCCATCCGGCTGGCTCCTCTGCAGGTGGCCA A C 0.60 0.42 0.41 0.51 0.57 0.18 0.63 0.40 0.39 0.47 0.46 0.021 0.038 0.002 0.021 0.0010 1
rs6482747 10 130.97 AGCAGGCCCTGTCTGTAGGCATGCCTTCTCATCTACTGGAAACATACCGTAAGACC[A/G]CGAGGACAAAGCCACTCCTGGGAAATGGAAGCCAGTGGTCACCCCGAATCATG A G 0.57 0.62 0.66 0.65 0.66 0.64 0.20 0.73 0.71 0.63 0.61 0.003 0.113 0.001 0.001 0.0007
rs1980849 10 131.01GACCATGGCGGGCACTCTGGAATGCTCTGTTTTGGCAAACTTTCTTCCCCAAGAAC[A/G]GATTTGACTTTTGAAAAGTGGTCTGAAAGTCAGCCTCCCCAGCCCTGGTCACAGCA A G 0.12 0.49 0.46 0.39 0.45 0.41 0.19 0.44 0.38 0.46 0.49 0.074 0.045 0.002 0.001 0.0002
rs1536087 10 131.39 CATCCCCTGGCCTCGAGCAGGCACCCACTCTGGGCCCTGCCTGTGCCGGGCGCC[A/G]GGACACACAGATAAGCACACACAGGGCACCCGAGCTCCCTCAGCAAGTCCAGG A G 0.50 0.52 0.38 0.39 0.45 0.68 0.57 0.46 0.46 0.38 0.45 0.013 0.036 0.012 0.075 0.0041 1
rs1703711 10 132.12CCGCGAGGCCCTGGTGGCAGGTGTCCCTGGTCTTGGAGCCAGCACTGGGATCAAA[A/C]CTCCTTCTCCAGCCTGGGATTCCTGAGCTAGTTGTGTCACTTGGTACAGATGCCC A C 0.67 0.55 0.56 0.52 0.63 0.59 0.45 0.72 0.46 0.62 0.58 0.007 0.008 0.014 0.000 0.0001 1
rs1036268 10 132.16TATGAGAAGTAATATCTCAGGCTAGAATACTCATAAGTAGAAACTGAGTTTACACTG[A/C]GCAGCAATACTTTTTATTGCCTCTACTTTCTCCTTTGGTTTTCTGCAAAAGTTATGA A C 0.52 0.60 0.65 0.68 0.68 0.18 0.28 0.67 0.61 0.72 0.69 0.003 0.039 0.003 0.090 0.0040 1
rs893509 10 132.49GTGTCGGGCTTGGGGTGAGCCTTGGATAACTTATAGTCTGGAGGCTTTCAAAT[A/G]AAGGGAAATCATTGGCAGGTAAGGACCAGCACTGCTTTCACATAAAGTGGCATTGAGT A G 0.33 0.56 0.56 0.55 0.70 0.45 0.55 0.66 0.54 0.54 0.49 0.020 0.001 0.009 0.003 0.0029
rs754575 10 132.51GAACACGAAGACTTGCAACCCATTAGGTGTTACCGGGTTCAAGGCCCTCGCTGCCT[A/G]CAGGGAAATATTTAGGAGAGAAGCGATTGGACTGGCTGAACCATGGAGTTGACAT A G 0.43 0.79 0.71 0.70 0.73 0.73 0.79 0.81 0.79 0.70 0.69 0.030 0.006 0.012 0.002 0.0000
rs1530064 10 132.52GTGACAGCCAGGACTCGGTTCACAACCCATGTGTGTCTCCTCAGGATTCCCTG[A/C]GTTCGTGGAATGAGATTCCCCAAGTAGGATATACCGGCCACCGTTCCCTGTGGAGGG A C 0.21 0.35 0.29 0.28 0.39 0.50 0.45 0.52 0.39 0.34 0.34 0.001 0.022 0.072 0.040 0.0031

rs7894 10 133.20CATATTCCAGGACAAAATCAACTAGAGACGCGAACGTGA[C/G]GACCAAGTCTTGTCTTGCATAGTTAAGCCGGACATTTTTCTGTCAGAGAAAAGGCATCATTGTCCGCTCCATT C G 0.19 0.32 0.24 0.20 0.32 0.55 0.30 0.21 0.15 0.28 0.26 0.002 0.001 0.002 0.046 0.0011 1
rs1888120 10 133.30TGCCTTGTATGGGAATGATCAGGGTGGAAGCTAATGTAGGCTGTTACCATAATCAAC[A/C]CCCCCCAAATCTCCTTCCTAAATTATGTAAAATAATTTTACAACCTCAAGAAATCC A C 0.55 0.58 0.55 0.54 0.43 0.82 0.94 0.72 0.39 0.45 0.56 0.000 0.088 0.004 0.036 0.0000
rs954042 10 133.57 GGCTAATTCTTGAGGGAGTGAGTGGCTTCCCGCTCTCTCCGGACAGCATTAA[C/G]TGCCACAGGTTGGGTTATTATAACATGAGGCCACCCCTCATGTTTTGTCCCACTCCCC C G 0.81 0.68 0.69 0.73 0.66 0.45 0.96 0.84 0.69 0.69 0.62 0.018 0.077 0.022 0.019 0.0041
rs3793670 10 133.97AAATATGAGGAAGAATTTTTCTTGAGTACAGCTGTACCTGGCTAAAAACATACACA[A/C]ACGTATGCAGCCACTGTTACCCTCTCACTTTGAAACGTCCGAGTGGAGATCATATGT A C 0.05 0.23 0.26 0.23 0.23 0.45 0.09 0.21 0.18 0.20 0.33 0.031 0.002 0.003 0.063 0.0043 1
rs761774 10 134.40GTTATCGAATGCCGAGGAGCCCAGGATGCACTTCCGAGGCTCACTGGTGACTTTCC[A/G]GAGATACTTAGGCAAATGGACATAAATAGCTCTTGGATCCTAGCAGGAATTCTCA A G 0.17 0.13 0.14 0.19 0.09 0.45 0.47 0.34 0.18 0.18 0.17 0.000 0.048 0.020 0.057 0.0005 1
rs880340 10 134.53AAGATCTGCCCTGCCCAGCCCCCAGCATGGCTGTCTTCACCTGTTACCCGTGGGC[A/G]CGAGCTTGCCCCATGGGGTGGCATGTTGAGCCAAATGCCCTTACCCTCTATGTCA A G 0.33 0.60 0.52 0.43 0.45 0.64 0.41 0.73 0.50 0.38 0.35 0.018 0.000 0.048 0.011 0.0153 1 1
rs741737 11 0.28 AAGGGGACTTCAGGGAACCCCGGCCCCCGCCGCGCCTGCCCCTTCTCCCTTATTGGGCGTTTTGCCGGGAAGGCTC[A/G]TGGACGTCTCACTCGCACGGGTGTTTGGCCGT A G 0.98 0.74 0.75 0.75 0.70 1.00 0.96 0.83 0.68 0.80 0.80 0.037 0.035 0.000 0.065 0.0000 1
rs7481525 11 0.37GGAATTCCTGCTCTGCTCGCAACCTTCCATCATGCACACAAGAAACAGTCACATGC[A/G]GCTGTGCCTCCATCCTCTGCCCCTGCCTTTGCTCTGCTCGCAACCTTCCATCACAC A G 0.33 0.61 0.61 0.52 0.63 0.55 0.51 0.61 0.61 0.62 0.62 0.024 0.002 0.002 0.000 0.0007
rs885454 11 1.21TGTAGATGACGCTCGTCAAGGAGGTTTACCACATAGCCCCCCGGAAGCCCACCC[A/G]ACACCAGCCGGAGGTGCTAGGCTTCTGCGGCTCCCACCTGGGGCAGGCGGAGGA A G 0.05 0.08 0.07 0.06 0.09 0.22 0.50 0.15 0.21 0.09 0.08 0.000 0.143 0.018 0.027 0.0008 1
rs1105350 11 1.47CCAAATTTGTGTCTAGCAGGGATTGCCTCACTTCCCAGTAGGGATCAGTTAC[A/G]TGCTGGGTGCCAAGGAGGCCGACTGGCACGTCATGGGTACCACTGGCGAGAATGGGGA A G 0.64 0.60 0.60 0.52 0.50 0.45 0.57 0.53 0.68 0.60 0.48 0.008 0.003 0.001 0.003 0.0049 1
rs2029463 11 1.63ATGCGAGATGAAAGCTGCCCACCGCTGGCACAGGACTAAGGGCTGTGCACAGCAC[A/G]GGAAGACCCTCCCTTTAAGAGTTTCTCCCGATGCCCTCTTCCCCCTGCAGCCCTC A G 0.12 0.13 0.14 0.17 0.14 0.41 0.28 0.11 0.11 0.05 0.13 0.001 0.050 0.010 0.100 0.0008
rs1004446 11 2.13CAAGGAAAACCTATTTTCCTTGCAAAAGCCTCAGTGGCTTTGTGCAGCCCTAAAG[A/G]AGAACCCTCTCCACAATGGCCTTTCCTGCACACCCCATCCCCTGAAGTTGAGGCTGC A G 0.52 0.41 0.37 0.33 0.36 0.23 0.16 0.25 0.38 0.29 0.22 0.017 0.024 0.005 0.013 0.0103 1 1 1
rs451041 11 3.03AATAGAAACACCACCCTCCATCTCCCACCTGCCAAGTAGTGCCCAAGGCCTAAC[A/G]TGATCTTTCTGACGCTTAATGAAATGAGCCCTGGGGGCCCCAGCTTCCCCTGCAAGC A G 0.62 0.53 0.52 0.54 0.61 0.32 0.13 0.48 0.68 0.45 0.55 0.013 0.081 0.000 0.015 0.0016 1
rs956453 11 3.37TTTCTCCATCAGTCCCTACTTCTGATCCCAGTCCCAGTGAGGTATCCTCCAGATTG[A/G]CAAATTATATGCTAATCTCTGCAGAGATGCACCTTGCTTCTCATAAAGGCAGACTTT A G 0.36 0.64 0.63 0.66 0.55 1.00 0.95 0.70 0.71 0.64 0.63 0.047 0.105 0.000 0.146 0.0001
rs879114 11 3.61GTAGCACATTCTCAATATATGTCTGAATAGTGCGTGACTGAATCTGAGAAAGG[A/G]GAGTCACATGTGGGTGGAGCAGTCTAGGAAGGGCTCACAGGAGGGAGAGACACCCAG A G 0.26 0.18 0.18 0.22 0.18 0.18 0.10 0.29 0.21 0.26 0.19 0.014 0.004 0.020 0.000 0.0003 1
rs1451724 11 3.82CCCAGCATTGACCGTACTTTTCATTGTGCTGAACTAACTGGATGCTTCAGGGG[A/G]AGGGTAGTCTGACCTTCTGTTTATTTCCAGAAGCCCAGGGAAGGGCTGAGCAAAAGCT A G 0.15 0.47 0.48 0.44 0.52 0.50 0.54 0.48 0.36 0.39 0.41 0.059 0.003 0.003 0.001 0.0012
rs1609812 11 5.21AATATGAAACCTCTTACATCAGTTACAATTTATATGCAGAAATATTTATATGCAGA[A/G]ATATTGCTATTGCCTTAACCCAGAAATTATCACTGTTATTCTTTAGAATGGTGCAAAGA A G 0.86 0.79 0.86 0.84 0.70 0.55 0.53 0.59 0.57 0.84 0.88 0.001 0.064 0.036 0.057 0.0012 1
rs892336 11 5.57 GGCAATGCCCATGTGCTCACAAAATGTGTGTGCAATGAT[A/G]TTGATCTGGCAATAGTGCAGGTGCTCAAGGAGAAAGATGGATGGAAACATAATGATGAAGCTGCGGCTCAG A G 0.19 0.55 0.51 0.56 0.54 0.00 0.17 0.21 0.43 0.52 0.48 0.072 0.080 0.039 0.237 0.0012
rs906895 11 6.24 GGAAAAGGGCTCCCGGGAGGAAGCTTCTGACTTGAGTGTTGAGGGCAGTTGGG[A/G]GTGGTGGCAAGCACTGACAAGGATAAACCAGAGTAAGGTGAGGATGGGATATAAT A G 0.21 0.48 0.58 0.50 0.52 0.73 0.77 0.61 0.57 0.59 0.53 0.088 0.022 0.000 0.006 0.0026 1
rs960647 11 7.26 TGCTCATGTCTTACTTTCCCTGTTGTCCTATTAAGTTCAAAAGTCGACTTAACAAAA[A/T]CTAAACAGAAAAAAGAGAATGGGGGAATAGGAACAAGAGAAGATTACATCCATTTT A T 0.12 0.28 0.33 0.29 0.23 0.32 0.41 0.47 0.25 0.38 0.37 0.033 0.005 0.001 0.000 0.0006 1
rs2200650 11 7.29TATTTGGTTCTACTCTGCATGTAACTTTTCTGGTCTGAGTTCCTCCAATATATGGT[A/G]GTAGTACTGTGATCTTGCTAGATTTGATCTGGGGACTCTGCCATAATTCTAACAAAC A G 0.17 0.34 0.28 0.40 0.38 0.50 0.57 0.43 0.39 0.34 0.30 0.016 0.039 0.032 0.024 0.0001
rs905290 11 8.72GCCAACTCCTTAGGCAGCTCCACCCTCCAGCAGTGGCATCACATCCAATAATTGGC[A/G]TCTACCATGTCCCAGCTCCAAATCCATATGCAGATCTTGGCAACTACAAGGAACA A G 0.90 0.55 0.54 0.62 0.59 0.59 0.46 0.67 0.50 0.69 0.66 0.052 0.013 0.000 0.001 0.0052 1 1
rs10279 11 8.93 CCAGCCTCATCAAAGAGCTGACTTACTCATTTGACTTTTGCACTGACTGT[A/G]TTATCTGGGTATCTGCTGTGTCTGCACTTCATGGTAAACGGGATCTAAAA A G 0.76 0.77 0.81 0.76 0.82 0.68 0.67 0.72 0.68 0.75 0.76 0.001 0.008 0.000 0.006 0.0034

rs1425151 11 10.65 TTATACATGCAATAGCTCTGCTTAAGTTAACTGGTAAATAGCATAGAGTTTATCCA[A/G]CGGGTTAAGCTGAGTCATTCTCGTGAAGTATTTTCTTGTTTTTAGAAAAGACTGAGT A G 0.83 0.74 0.78 0.83 0.82 0.23 0.56 0.53 0.93 0.79 0.85 0.001 0.048 0.073 0.211 0.0015 1
rs2018368 11 10.70 GGATGTGACCCAGTGGCAGGTCACACCAAGGATTCTGGCTGGTATATGCAGTGAT[C/G]TACTGGTAAGCAACAATTATTTCATGTCCCTCACCTGCATGAACTAAGTTGGTAGA C G 0.79 0.49 0.52 0.52 0.39 0.86 0.93 0.61 0.57 0.59 0.48 0.042 0.111 0.001 0.080 0.0012
rs4910014 11 11.53 TAGATAACACTAGGTAGGTTGGCTGGATCTGGGTTGGGAAAGGCTTCGAAGGCAC[A/G]GTCAAGATTTTGTGTTTATCCAGTGAGCAATGGGAGCCGTGATACCTTTTACAGC A G 0.81 0.88 0.85 0.83 0.86 0.68 0.75 0.69 0.86 0.87 0.83 0.000 0.000 0.009 0.009 0.0003 1
rs7484014 11 11.62CGGCCATCTTGGGWTCATTCCCACTCACACCCTGAAGGGCCACTGGAAATGTGGAGTC[A/G]CTCTTTTTCGTTCCTGTCTTTTTAAACAGAGGTTATTGAACATCACAYTTTGTC A G 0.14 0.27 0.24 0.22 0.21 0.18 0.16 0.09 0.32 0.16 0.17 0.003 0.001 0.037 0.000 0.0007
rs1455259 11 11.69GAATTTAATTTTCCAAGGAGTGGCAGCTCCCAGGGCCTCTAGGTGCTAGTCAGCTG[A/G]CATTTATCAGCAATCCCCTATACACCCGCCACTTCAGCCTAGAGCCCTTGGTGCC A G 0.02 0.15 0.17 0.12 0.21 0.45 0.22 0.21 0.11 0.12 0.19 0.037 0.002 0.004 0.046 0.0000
rs1365406 11 12.53CAATCCTGCTAAGTCATAGATGCTTTGAATTCCTTAGCTTTTGCCTTCAGAATTCCTGGCAGCTGCAG[A/G]CAGTGGATGAGTATTCGTGGACAGACACTGATTTCTCCCCTGCT A G 0.24 0.40 0.43 0.35 0.39 0.64 0.85 0.57 0.18 0.41 0.43 0.021 0.138 0.013 0.020 0.0002 1
rs730414 11 13.42 GATGGGAAGCCATATGATACTTTTGTCTTATATCTAGTTTACTGCCAACAGCCA[A/C]CCTCAGGTCTTTTTCATATGTGATGCTGTAGAGCGATGCTACCTTAATGTATCCTGGTG A C 0.57 0.68 0.68 0.82 0.57 0.32 0.15 0.73 0.64 0.68 0.77 0.004 0.184 0.005 0.075 0.0059 1 1
rs2076837 11 14.94ATCCAAACTCCTCAGTCCCACTCTCCTGAGGACCTCAGAAATCTGAGTAAAGACTGG[A/G]TTACAAAAGATAAGTCCATTTTTTTTTTAACAAAAATACTGATAGGTAGGCCCTAC A G 0.21 0.38 0.42 0.33 0.50 0.05 0.76 0.23 0.31 0.44 0.46 0.017 0.070 0.023 0.107 0.0016 1
rs900865 11 15.69AATTAAAATGGAGGCTATCAGCATGTGCCTGAAGTCCTGCTGCTGCTGCAGAGGAAGTAAGGAGGGGTT[C/G]TCAAATCCACAGCCAAGCCTCTAGGCAGCATCCTGACTCCA C G 0.50 0.43 0.43 0.51 0.43 0.68 0.82 0.50 0.57 0.47 0.40 0.001 0.108 0.007 0.037 0.0010 1
rs722317 11 15.89GAGACTCAGAAATCCTGCTAGAGCCAGAGTTTAAGGACAAGGTGACATGCGCCAGT[A/G]GGCCATTTATTCAGCAAATATTTATTCAGTGTCTCATGGGGAAGAAACCAGTGAG A G 0.19 0.47 0.49 0.38 0.46 0.00 0.03 0.38 0.57 0.43 0.53 0.054 0.169 0.005 0.196 0.0004
rs214101 11 17.25GCTGTCTTTCAACCTGAGGCAATAAGCTTGAAGATGAAAAGTCAGAGCTGAGG[A/G]ATGCAGAGAGGCTATGATGATATTACTTAGCAGCTGAACACAGGGCAAAAACTGCCTC A G 0.43 0.61 0.55 0.48 0.59 0.41 0.53 0.48 0.61 0.57 0.64 0.012 0.000 0.002 0.012 0.0013 1
rs1487181 11 19.51 GCTCCCTCTGCCACCTAACAGAGAGTGCGTGCTCTGTAACTAGTTGCTGAATGAA[A/T]GAAGGAATGACAGAATCCCCCTTTTCCAGGTTTGACATTCAGGAAGGCTGCCCCTG A T 0.40 0.55 0.64 0.56 0.70 0.55 0.41 0.64 0.75 0.63 0.62 0.028 0.015 0.000 0.002 0.0017 1
rs1470251 11 20.09 CTGTTTTATAATAGCATATTCCTTCTACGTACTC[A/G]GTCACTGCTAGCAGATCCCCCCAATGCATCTATATCTAAGTGTACAATGACTCTTCCAGA A G 0.36 0.26 0.28 0.28 0.25 0.86 0.71 0.46 0.21 0.25 0.16 0.008 0.145 0.033 0.223 0.0097 1 1 1
rs961746 11 20.13 TCCGCCTCCTTTTTTCCTATTAAATTTTTTGGCATTAAGAAATGTTTAAATATGTTA[A/G]AGGTCAAAGGGTAGTATAATAAAATTTGTTCTTACTACTTAGAATTTACAAATGTTAA A G 0.50 0.34 0.40 0.34 0.34 0.45 0.61 0.56 0.36 0.33 0.37 0.013 0.013 0.011 0.002 0.0000
rs4278510 11 21.68AGAGATGCAGACAGTGATTGGACTACACTTGTTAGTTGGGTGTTATCCTAGTGTG[A/C]GACTCTGTTGCTTTAAATATTTGGGGCATTGTAATGCTGCATTAATATTATTAAAATC A C 0.14 0.42 0.50 0.41 0.46 0.27 0.31 0.41 0.32 0.40 0.40 0.055 0.012 0.000 0.020 0.0008 1
rs1009807 11 21.83ATTTGATATATAAATGGATAAAAAAAGAATTGATCTTATTTAGGTGCAGGTAGAAT[A/C]CAAGGTGATTTCACTAGCCAGCCAGCTGGGCCCTCAGCCCTTTGGGATCCCCTCAGT A C 0.05 0.33 0.39 0.39 0.41 0.14 0.04 0.10 0.33 0.33 0.31 0.085 0.114 0.078 0.050 0.0060 1
rs1374719 11 22.36AATCTGACCTTTGAAAGTGCTGGTTAATCCTAGCACTGACCCGCTGATATGCCATTTT[C/G]AAGGGCCTGAATATGTTACATATAAGCATAGGCTGATATAATATATTAAATTATAT C G 0.76 0.85 0.78 0.74 0.79 0.73 0.73 0.70 0.75 0.79 0.84 0.002 0.004 0.023 0.009 0.0008 1
rs2928345 11 22.67GTGTTTCTACATAGAAAAAGACAGCGGCATGAGGGAGAATGCACTGTCATGGAAA[A/G]TAGTCATTTGTGTATTCAGCAAACATTTAAGTAGTCAAGCATAGTGGCTAAAAGCAT A G 0.52 0.67 0.70 0.68 0.71 0.85 0.74 0.54 0.71 0.68 0.76 0.008 0.009 0.004 0.034 0.0049 1
rs4486627 11 22.86TGCTGGCGGATGATGGTGCCTCATAAATTATGGGTCTTGGTAGATGAACAGAAACT[A/G]AGGCCAGAAGTCCTAAGTCGGCTGCCAGAAAGGATAAGACAGAACAAGTATGTT A G 0.64 0.89 0.83 0.82 0.89 0.75 0.95 0.74 0.93 0.91 0.85 0.013 0.024 0.001 0.003 0.0008
rs4584574 11 23.04ATGCATAAAATATAGAGAAATCACTTTTGGGGACAAAGGCCATATGAATTGGGCTCA[A/G]CTGAATCTAAAGACCCTCAAAGACTTGAATTACACTTGTGATAAAGAAAAGAGGCA A G 0.36 0.42 0.41 0.41 0.36 0.23 0.27 0.31 0.39 0.41 0.44 0.004 0.026 0.013 0.034 0.0004
rs1462558 11 23.40TTTCATTCCTGACAATTCTTCCTTATAATGAAAGGAAATAAAATGAGGTGGGGAC[A/G]AATAAGAATGGGAAGTAAGACCAAAAAGGTTGAAAAAATAGTTGTGGTTTTCTGAAAC A G 0.52 0.40 0.37 0.44 0.34 0.00 0.26 0.34 0.25 0.40 0.42 0.005 0.017 0.001 0.183 0.0009 1
rs4131590 11 23.78TGCGTGCAGGGAGTGTGGGCGAGGCTTTAGGGATAAATCCAACCTTATCACACACA[A/T]GAGGACTCACTCCTGGGAGAAGCCTTATGTGTGCAGGGATTGTGGGAGACTCTA A T 0.64 0.13 0.14 0.06 0.04 0.45 0.61 0.18 0.08 0.11 0.17 0.128 0.138 0.003 0.057 0.0010
rs731365 11 24.30TCACATCCCTGATAGAGCCCATGGCTGCCTGCTGTTGCTAAAGGAAATACTTCTGC[A/C]TCCCACATTTCCTTGTGAAACCGCCTATCATTGGTGCACTCTAACTTGAAACTCCG A C 0.52 0.36 0.47 0.38 0.32 0.35 0.33 0.29 0.54 0.46 0.39 0.009 0.008 0.017 0.003 0.0016 1
rs1157659 11 27.72TCAGCAAAAGGGCCATAGGTATGGTGTTTGTTAAAAAATAAAGTAGGCATATGTACT[A/G]CTAAGCAGACAATTTTGAGCCTCATTGTTTTCTAGCTCATTTTTTTCCTTTGAGGGA A G 0.86 0.39 0.51 0.45 0.55 0.82 0.81 0.74 0.32 0.67 0.59 0.065 0.068 0.031 0.054 0.0019 1
rs1491846 11 27.86 AACTATGCTGATATTTGACATGAATATCTTATTTTTAGTTC[A/G]TCCTCATAACAATCTAATAAGTACTGCTGCATACCCTTTTTGCATTTGAGAAAATTGAGG A G 0.07 0.09 0.15 0.11 0.14 0.23 0.40 0.32 0.00 0.09 0.13 0.003 0.051 0.046 0.009 0.0011
rs1032090 11 28.14AGAAGAAATTTACATTTATTCAGTCTTCAACTTCAGTCGTATTAGTTTCTGCTAA[C/G]TCACGTTTACCACACAAAATGAAGATCGCGCTATTAATTACTATACTTACTCTCAAGTG C G 0.21 0.64 0.56 0.54 0.52 0.09 0.49 0.45 0.67 0.61 0.57 0.048 0.000 0.001 0.103 0.0004
rs1564745 11 28.26CAAACCCTGTATAAAAACATTGCTAAACTTGTGTTTATGGAATAACTAACTTCA[A/G]TCAGTTTAGGAGATGCCTGTGTATAAGGAGAGAATGTTAATTCTCTCAAATTCCTGAGT A G 0.21 0.64 0.55 0.55 0.52 0.09 0.50 0.45 0.65 0.62 0.57 0.045 0.000 0.002 0.103 0.0006
rs973556 11 28.82 TTACAGAGCCATGAACAAAAAGGTGGACCCAGTTTGAAAGCCAGAATCAGAGGAGA[A/G]GAACAAATCTGACTGCAATAAGCTGTTTCTTAGATTGATCTCCAAGTACAGCCAC A G 0.81 0.38 0.47 0.52 0.52 0.59 0.70 0.31 0.36 0.48 0.52 0.054 0.012 0.058 0.000 0.0020 1
rs524373 11 29.99CAAGACAATAGGCTTCTGAGCCTGAGTAAAGCCAGCCTCAGGTGAGAAACCA[A/G]CTACAGATAACCTACAAAACAGATTGCTTACAGGTAGGAAGAAAGAATGGACTATTTGT A G 0.95 0.81 0.74 0.79 0.71 0.73 0.99 0.78 0.89 0.78 0.62 0.047 0.094 0.001 0.000 0.0077 1 1 1
rs509628 11 31.50TAATGTAATTGTCTTACTACTGCATGAATTGAAATAACAACAAAAGCCCTTTCGTTGTCTTATGATTTT[A/G]AAAATCGTGGAAGATACTGGCATTTGCAAGATCTTAAATTTTCTA A G 0.83 0.59 0.50 0.52 0.61 0.41 0.72 0.54 0.65 0.60 0.61 0.068 0.038 0.001 0.002 0.0037 1
rs1003715 11 31.98AATGGGGAAGGCGTTTGAGAGTCATTTCATCACCAACTTGCTTCATGAAAAACCT[A/G]CAAGAAAAATGTGAATAATTTCATATTTGCCTGATGGGGGAATTTTAAGCTGCAGAGT A G 0.38 0.54 0.53 0.51 0.52 0.36 0.08 0.55 0.50 0.57 0.55 0.018 0.136 0.002 0.023 0.0001
rs2273544 11 33.04TTAATCTGAAAGTCTCCATTTACTACAATTTCATGGGCTAGAGCCATGTTGGTGAC[A/G]CCTCTCGCTGTCTCTAGAAGTTCTTCTACTGTCACAAAGCGAGGAGGACTAGCTGT A G 0.29 0.29 0.28 0.24 0.34 0.05 0.64 0.41 0.25 0.24 0.26 0.000 0.069 0.013 0.045 0.0002 1
rs373499 11 33.11TAATCATTTTTGCCCTGAAAAAAGTGAAGCTAAAAACAGACCACCAATTCAAATTCCA[A/G]TAAGAGTCCTTTCACTTATGAAAACTTTCATTGGAACAGAGTGACTTTAGGCTAG A G 0.36 0.76 0.65 0.67 0.63 0.64 0.56 0.60 0.61 0.67 0.67 0.050 0.007 0.000 0.000 0.0000
rs4756144 11 33.18TYTACTCCCTYTCCCTCATGAAGCCCCGGGCCCAGCCCCTGCCTGCCAAGATAATA[C/G]AAAATCATATACATTTTGGGGGTAACGACAAAGATTGGTGCTATTTATATAAAGCC C G 0.38 0.23 0.31 0.32 0.34 0.41 0.44 0.39 0.42 0.30 0.30 0.006 0.014 0.001 0.007 0.0000
rs990338 11 34.23GCTGTCTCCAGCATTCCTCCTTCGCAGCTTTGGGAGGGGGTGGTGCTGGCATGAGAACTAAGCTGAGGAACCTGTAGC[A/G]GTGGCTCCACCAGCCAACAGGCCAAGACAAC A G 0.48 0.42 0.41 0.43 0.50 0.82 0.95 0.44 0.57 0.40 0.41 0.000 0.137 0.000 0.062 0.0002 1
rs910090 11 34.40TAAATGACAGGTTCTAAGATGTAGAATTAGCTGAACTGAGGTGATGTGGAATACATT[A/C]AACCCACCTAAACTACACTACTACTATTTTTGATAGGAAACACACAGGATGTTAGA A C 0.74 0.66 0.63 0.68 0.66 0.68 0.36 0.73 0.64 0.67 0.73 0.011 0.040 0.020 0.004 0.0064
rs1530966 11 34.56CAAAACCTGTAGATGATTAAGATCTCTGTTCACTGCAGGGCCATTCATCTCCCAGC[A/G]ACTATTTTATCCTTAAGTCAAGAGACTTGCCTCTCAGCCCCTGGGGACCATGGAAA A G 0.43 0.35 0.26 0.26 0.30 0.05 0.04 0.16 0.32 0.22 0.36 0.018 0.041 0.011 0.037 0.0117 1 1
rs2045040 11 34.58TAAGCTGCCCAGTAAGTGAACAGTTTTCCAAACAAGCCCACAGCACCACCTCT[A/G]TATACAGCAACTCTCTGTTTATCAGCACTGCATTAACCAGGACTCTCTATTAACTGGGA A G 0.83 0.51 0.49 0.45 0.54 0.59 0.78 0.39 0.54 0.54 0.52 0.079 0.071 0.004 0.014 0.0014
rs179801 11 37.07TAAAAGGTTATGAAATAAAATATTTTCAAACAAAATTTAAGGGGAGACGATACAGACAGAGACTATTGTTGCCTAAACCACCA[A/G]CTGATTGACACTTTACAAGTGTCACTTTTAG A G 0.45 0.34 0.37 0.48 0.34 0.77 0.61 0.36 0.29 0.29 0.28 0.001 0.023 0.004 0.074 0.0058 1 1
rs1488943 11 39.18AGTGGAAGGAGAGTGTCCTCCTTCACTTTCTTATTTGGGCTTACTAATGCTACAGG[A/G]TGGTATTTAAGCACTGGTTTTCTTCCCTGATAAACACCTAGCAGTGAGAACCAAGT A G 0.43 0.43 0.36 0.35 0.39 0.23 0.26 0.32 0.32 0.35 0.32 0.006 0.004 0.000 0.008 0.0006 1
rs2035693 11 39.20CTAGTTATAAAATAGTTTGATAGTTAAGAATGTAGGTGTCAGTTCTCTGGAATGCGA[A/G]TCAATTGATTGTATAATTATTTAGAGAAATAGGGATTCTATTCAACTATTGTGGACA A G 0.43 0.43 0.36 0.34 0.39 0.23 0.27 0.32 0.38 0.35 0.32 0.006 0.003 0.000 0.008 0.0006
rs920443 11 40.39TGACAGAAGCAGCCAACATTCTGTATTAGAAGTTCCAGTGGGTGCATCATATGTCG[A/C]TTGCTTTCTCTGTCAATTCATTCTGGTTGCCCAGTAATGAAATCCAAAGGAAACTAT A C 0.71 0.57 0.54 0.56 0.54 0.45 0.59 0.74 0.77 0.57 0.57 0.013 0.001 0.012 0.009 0.0001 1
rs1027388 11 40.58TGTTCTAGGAACAGAATCAGTTTTGAGGCTCTTTGTTTGTTTGGTTGGTTTAAA[A/C]CCTAATGTGACTGAGTAGAAGAAAGCTTAAAAAGCAGAGGTGCTACAGAAATGTTTTTTC A C 0.30 0.48 0.53 0.57 0.50 0.18 0.39 0.38 0.46 0.49 0.59 0.023 0.016 0.006 0.067 0.0039 1
rs1462224 11 41.02CAGGCAGGCAAGCCTCCTCAGGTGCGCCTCTGGACATAGGTGGCACATTTAGGTAC[A/G]CAGAGCAAATATAGTCTCTGAGAACAATTTGTCATTGCTGCTCCAATACCTTCAA A G 0.55 0.61 0.62 0.71 0.66 0.59 0.57 0.73 0.64 0.68 0.69 0.004 0.000 0.008 0.000 0.0028 1
rs1488618 11 42.17 GATACAGTAACTACAAAAATATGGAAGCATTATCAGCTTAGATTCTGAGTAGAA[A/C]AGAACTCTAGCCAATCTGTGAGGTTTATTTGAGAAAGAAACACATTTTCAGTGTACGAA A C 0.74 0.76 0.75 0.78 0.91 0.55 0.48 0.74 0.71 0.82 0.74 0.000 0.030 0.002 0.018 0.0004 1
rs1000540 11 42.96CAAGTGCTGGTTCTTGGACTAGAGGCTGGATGGCTGTATAAGTATCATGTAC[A/T]GAGTTTTTGTTGTTGATGATGTTGTTCCTGTGATTCCTGGGCTCTAACCACCAAAGAGTAG A T 0.81 0.70 0.71 0.71 0.71 0.82 0.56 0.75 0.75 0.75 0.73 0.007 0.012 0.000 0.006 0.0008 1
rs4755782 11 44.13CTGGCCTTACACCATGACTACTGCTTATACTTGATAAGGTGTTGAGAATGGAGTTAG[A/G]AGAAAACACCACAGAGGTGCACTCCAGTCAGAAGCAAAACCCTTTCTCAACTGAG A G 0.52 0.66 0.60 0.68 0.64 0.45 0.28 0.47 0.77 0.62 0.74 0.003 0.075 0.021 0.017 0.0150 1 1 1
rs4755809 11 44.29AAAGTGTTGGGGAATCCAATCCACTCACCCGCTCTCTTGTTGGATGCGACTCCTGC[A/G]ATAAGTCCAGTAAGTTGCACTCTCTCTGTGCATCAAATAGGGCAGATGCTTGCAG A G 0.67 0.49 0.49 0.50 0.50 0.55 0.61 0.21 0.58 0.54 0.51 0.018 0.005 0.028 0.002 0.0000
rs919445 11 44.60GTTCAGAGATGGGCTTGAGACCCATGCTCACATACCCGGCCCTCTTTCCATCA[A/G]TGTGGTAGGATGAGGACCTGGGCTACCCTCAGGCTCCACTGGGGACAGCCTGCCCGA A G 0.95 0.83 0.86 0.87 0.88 0.50 0.39 0.64 0.89 0.90 0.89 0.013 0.130 0.041 0.086 0.0003
rs1487718 11 45.13AAGTAAGAAATATAGGAATCACTGGGCTTAATGATTCCAAATAACCTTCAACATT[A/G]TTTCTCTCTCTTTCCCTGAACTCATCCCTCCATTTCTAAAACACTGATTGACACGTCAG A G 0.12 0.57 0.62 0.63 0.55 0.27 0.41 0.60 0.50 0.57 0.53 0.144 0.028 0.003 0.064 0.0038 1

rs8929 11 45.23GATTTGAGATACAACTTTTTGTGTGGGTTGAATGACAAATCACTCCAAACAAA[A/G]CTGGGCACAGAGAATCAGCTAGGAGACCAGTTATTCAGGGTCCATTTCTCTTGGATGTAA A G 0.50 0.46 0.52 0.45 0.48 0.41 0.09 0.42 0.64 0.52 0.54 0.001 0.133 0.011 0.010 0.0001
rs1139266 11 45.80 GAGCACCACAGGCACCCTGGATGGCCCGGCCCCGGGGCCCGTACACAGGC[A/G]GGGCCAGCACAGTAGTGAAGGCGGTCTCCTGGACCCCAGAAGCGTGCTGT A G 0.19 0.76 0.75 0.82 0.82 0.45 0.61 0.68 0.54 0.78 0.73 0.167 0.004 0.000 0.038 0.0011 1
rs11988 11 47.23 GTACCCCTGGTATTAGCTGTTTTTCCCACTAAAATAAGCACTGAGAGGCAAGACC[A/G]TGTCCCTCTGAGCTATTTGCCGAAGACTTCAGGCTGGAGGAAAAAGAACAGGGCT A G 0.10 0.35 0.41 0.43 0.46 0.00 0.02 0.30 0.12 0.45 0.44 0.101 0.171 0.039 0.216 0.0001 1
rs9909 11 47.76 CTTCTGAAAAACTCAAGAAGGGTCAAAAGGCTATACAAGCAAGTAGTATA[C/G]AGATTGTTTCCTTAAAAGATAAATTTTAATATACAGAATAAAATCCAAGA C G 0.98 0.66 0.63 0.50 0.66 0.59 0.59 0.69 0.64 0.71 0.62 0.093 0.001 0.000 0.004 0.0000 1

rs1851991 11 49.41TAGACATATTGGTCAATTTTTAGGTCCTTGAATTTGTCGCATACTTCCGATCAA[A/T]GATTCTTTCCAAATTCCATTCTATCCTTCAGAAATATTCTTCTACCATTTCTCTAAACAGT A T 0.86 0.90 0.85 0.89 0.89 0.95 1.00 0.94 0.86 0.88 0.87 0.000 0.055 0.009 0.016 0.0002 1
rs868997 11 55.39 TGGCCATGAATGCTTCCCAAAATACACTGGATGCAAAGACAGAGACCCATCAAGAA[C/G]AGGAGAGGTTGGATCCCTACAGAAAAATTAAGGTGCTATTAGTGACTGATAGCTT C G 0.29 0.17 0.19 0.17 0.16 0.09 0.01 0.09 0.15 0.15 0.22 0.006 0.055 0.010 0.012 0.0006 1
rs1026866 11 55.74ATATTGGGAAAGAGATATTAAGAGTTACAAGAAAAAAAGTTATGTCCTACAGATA[C/G]AAGTTTTGATTCCAGATCTCTGTGTTGCAGTAGAGAAAATATAACCAAGAATAGTGGT C G 0.69 0.89 0.87 0.80 0.82 1.00 0.99 0.98 0.93 0.87 0.88 0.016 0.046 0.029 0.065 0.0013
rs1397050 11 56.15TCTGAAAACTACTATCACTTCTGAATGTTTATTAAATAACAGCCATAGGTGTGC[A/G]AAGGATTTACAAATGGATAGCCACATTTACTGCCAATGAAAAACAAAGTTTATTTAACAT A G 0.55 0.59 0.58 0.63 0.61 0.27 0.28 0.42 0.50 0.59 0.46 0.003 0.058 0.036 0.073 0.0074 1 1 1
rs764855 11 56.39AATATTTCATGTGACCATGAATACAT[A/C]ATTCAACCAGATACACTTAACTAGAAAGAAGTGCTTTGTGTGAAATCAGTGAGATCAGTCACCTTTCACTGTCTTGGCAAATGGAAG A C 0.60 0.43 0.46 0.34 0.39 0.59 0.56 0.65 0.64 0.40 0.48 0.011 0.008 0.048 0.016 0.0004
rs526572 11 56.94CCATCATCTCCGTTTAATCCTCAGCCCTGCCTCCTTCCCCAAGAAATGTTGACTCA[A/T]CACTGCAGGATCCTGAATCTTAGGCATCCTCCTTTCTAGCCCTAAAGTTACTACAGA A T 0.62 0.76 0.77 0.77 0.80 0.77 0.98 0.82 0.86 0.71 0.77 0.016 0.047 0.002 0.000 0.0000 1
rs1447168 11 57.66GTGGCCATTAAATTCTAGCAAGGGTCCAGGGTTGACATCAGAAAGTGAGGGAAAGG[A/G]AAGAGAAGATAAGAGAGCAATCTATATTGAACATCTGATTAGTGCTTGGCTATTT A G 0.21 0.39 0.43 0.45 0.43 0.73 0.18 0.65 0.50 0.49 0.45 0.010 0.013 0.060 0.084 0.0015 1
rs1451327 11 57.77TTTTAAAGAAGTGGTGAACCTGCAGGGGAGGAAAGCTAAGCTACTCTT[A/G]CGAGTTCTGTCTTCTACTTATGCTACCTACAGGCTACCTTGATATGAGGGGATCATCATTTCCC A G 0.24 0.40 0.42 0.53 0.46 0.18 0.27 0.39 0.39 0.38 0.40 0.023 0.010 0.004 0.036 0.0012
rs1009172 11 58.20TGGCTTATGGATAATTCCTTTGCTAGAACATTTTGCTATCTCTCTTAGT[C/G]TGTGTAAGTTCTGTTCATTCTTCAAGTTTTAGCTGCAAGATCTTTCTAAGAAAGACCCCTTCAGT C G 0.57 0.60 0.62 0.61 0.52 0.68 0.68 0.48 0.64 0.61 0.62 0.001 0.000 0.005 0.001 0.0000 1
rs1530354 11 59.98TGTCTTCATACATAAAATAAGAGCTAAACTAGATGACCTAGAGAAACTTTCTCCTCT[A/G]GCATAATGGGTTATAATTCTAGGAAAACAGGAAGCAAATGCTGTTTATTGGTATTA A G 0.52 0.31 0.37 0.36 0.55 0.27 0.23 0.44 0.29 0.31 0.47 0.024 0.004 0.004 0.000 0.0086 1 1 1
rs612415 11 60.64 CAGGCTGGGTTTTCCAGGCAGCG[A/C]GGCCCAGTAGAGGCTGAAGGTGGGGGAAGGGGTTGCTGAGCCCCCAGGGCCGGGTGTCAG A C 0.76 0.55 0.61 0.60 0.59 0.14 0.17 0.36 0.54 0.67 0.63 0.009 0.135 0.051 0.147 0.0000 1
rs1675090 11 61.72ACAGTTGCTTAAAAAAAAAAAAACCCCTGCCCTTTGCCATCACAAGCCCATGATC[A/G]TCACAGTTATCTGTCAGTCAAGCACCTGACCGTAATGGAAGTCAACAAATAAAACGC A G 0.50 0.49 0.52 0.57 0.57 0.41 0.44 0.51 0.46 0.51 0.53 0.001 0.001 0.000 0.005 0.0000 1
rs1525064 11 62.74CAATGGTGATCTTGCAAGATTGGGTGTCTGGCACGC[A/G]GGCACATCCAGCACAGTATCAACAAGCAATTTATCCCATAGTGTGCAAGTCCCTCCCCTGGTTCCTCATAGGCTG A G 0.76 0.42 0.45 0.32 0.39 0.36 0.48 0.41 0.25 0.45 0.35 0.062 0.000 0.002 0.004 0.0048 1
rs630759 11 62.95GTTGAAGGTATTTTACAAATATGCAGAGATCCAAACACCAGATTTTCATCCCTGGG[A/G]AACCCTCAAACAAGTGGGTACCTGTAAGCTGTCTGAGATTGCCAGTGCTTACAGGC A G 0.24 0.77 0.72 0.77 0.89 0.09 0.22 0.46 0.61 0.75 0.63 0.107 0.106 0.038 0.206 0.0076 1 1
rs626333 11 63.37TTCTCAGTTTCTCTTGCCGCTCACTCTCAGCTCCCAGAGTTGGAACACGTC[A/G]TATCATTGTCTGCCTTTCCCTTTCTAGAATGTAAGGGCCTGCAGGTTAGGGTGTTTGCGTC A G 0.21 0.59 0.55 0.45 0.46 0.59 0.85 0.28 0.46 0.49 0.57 0.065 0.057 0.027 0.000 0.0005
rs728919 11 63.48GGTCTCATGTGAGAAACACATCTGTAAAGTATAAGATTGAGGCCCTAAAGGAA[A/G]CAAGGATCGCAGAATCTCTGGGGCATATTTCTTTTTTCCTTCACCCTGTCTTATGGTGT A G 0.24 0.60 0.55 0.50 0.48 0.82 0.96 0.59 0.54 0.59 0.60 0.062 0.108 0.001 0.036 0.0021
rs562865 11 63.55GCAGGCTCGGCTCCTGCAGTTTGAGCGGGGTCGCTAACCTCAGGAAGGCCCC[A/G]GACAGAATGTGGGGAGGTTGGGGATGGGGTTCCATCCTCTCCTGCCCGCCTGCCAG A G 0.21 0.59 0.55 0.50 0.48 0.82 0.96 0.50 0.54 0.59 0.60 0.065 0.119 0.001 0.043 0.0024
rs477138 11 64.24AGTGGCCTCAGACTCAGAGGTGGGGAGAAACCAGTGCCACCCTAGAGACATG[C/G]GGCAAAGAGGGCAATGTGAACCATCTGCCACGGGGTCCAGGCCTTTGGCCCCTGGC C G 0.10 0.29 0.21 0.30 0.30 0.18 0.15 0.18 0.25 0.23 0.30 0.026 0.008 0.005 0.008 0.0031 1
rs931127 11 65.18 AGAGCGCGCTAGTGGAATGGTTGCCCAGGGCCCAGT[A/G]CTTAGCAAGTGCTCCATAAAATAGTGGCAGACTCTTGAGCACCTGCTGGCCGGGAGCTGGACGCTAGGTGGC A G 0.38 0.53 0.57 0.61 0.55 0.50 0.19 0.65 0.64 0.57 0.56 0.014 0.068 0.000 0.000 0.0000 1
rs1671063 11 66.05AAGTCCACAGGGGATGTGGCCGGAGGCGGGCCCTGTACGAGGGGTATGCAAC[A/G]GTCACTGATGCGCCCCCCGAGTGCTTCCTCACCCTCAGGGACACGGTGCTGCTGCG A G 0.14 0.42 0.42 0.41 0.23 0.50 0.85 0.58 0.25 0.47 0.37 0.046 0.116 0.015 0.004 0.0020 1
rs1530891 11 66.49AATGGGCTCATGGTGGGAATGGCCGTAACGTGGAAGAACTCCACCCTCCACGA[A/G]TTTCACCCCCTTGTTCTCTCTCTGCTTGCTCTGTCCTCTTATTCTTGGCTGCTAGAGTT A G 0.15 0.40 0.46 0.46 0.36 0.45 0.79 0.69 0.36 0.55 0.48 0.073 0.054 0.046 0.000 0.0000
rs614080 11 67.12TCCCCAGCGCTGCTTCCCAAGGTTCGGAAGGGGAAACTCTGACCTCAAGCTCT[A/G]TTTGAAGAGCGATAGCAAAGGGGAGAGGTTGGCTGTGGTTTGGTGGTGCTTATCTCC A G 0.18 0.48 0.53 0.48 0.55 0.73 0.23 0.68 0.50 0.52 0.49 0.061 0.014 0.009 0.003 0.0002 1
rs947894 11 67.13CAGCCCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTCCGCTGCAAATAC[A/G]TCTCCCTCATCTACACCAACTATGTGAGCATCTGCACCAGGGTTGGGCACTGGGGG A G 0.57 0.67 0.70 0.67 0.59 0.86 0.43 0.73 0.65 0.72 0.65 0.008 0.036 0.000 0.017 0.0003
rs1531514 11 67.17 AATGTTAGGGGGAAGGGAGAGGTAAGGCAGGGTTTTCGGGAGTTACCCCCAAAGCAAGAGGGCACAGTATTC[A/T]GGCTGCTGGGGTTGGGAGATAGAAGTCCTGGTTCCAA A T 0.79 0.41 0.38 0.50 0.46 0.27 0.77 0.27 0.46 0.41 0.46 0.072 0.060 0.015 0.011 0.0022
rs4255548 11 68.75 GTTTTAATAACACAGGGAAACACATGTTGATGGGTGGGTCTTTAGCTCATTCTG[A/G]TTTCTCTAACTCCCTCTCTTTCTCCTCCTTTCTTTCCGTCTTTCTGCCTGCCTGCCTGC A G 0.21 0.42 0.40 0.30 0.34 0.59 0.60 0.48 0.39 0.30 0.38 0.015 0.050 0.014 0.033 0.0001 1
rs7122786 11 68.80TCCTCAACACCTTCATGGATTAACAAACAGTCTCATGCTCAGTAAATGGAAAGTCC[A/C]GTCCAGTCTAAGTCAGAGCTTCAGTCYTTTTTTTTTTTTTTTTTTTTTTTTGAGACGTA A C 0.69 0.83 0.80 0.74 0.86 1.00 0.98 0.97 0.89 0.73 0.83 0.008 0.047 0.041 0.080 0.0003
rs4077638 11 68.86GGGGCCCTGCCTGCTGGTGAGACCACCTCAGGCTTAATGAAGAATGACTCCTATAAC[A/G]TTGAGAGTGAAACAGAGATTCCAGATGTCAAGCAGTGCTCGGGGACTTTGGAG A G 0.14 0.00 0.00 0.00 0.00 0.18 0.42 0.07 0.00 0.00 0.01 0.052 0.164 0.030 0.068 0.0020
rs1562194 11 70.37 TCAGGCATCCTGTTGCCTCAAGATAAGCAGAGTTGAACCAGGTAGACCACACGGG[A/C]TTTACACTGGGCAGCAATCACACTGAGCACTGGCACAGGCCAGACCTCCAAGCC A C 0.40 0.64 0.75 0.74 0.70 0.73 0.31 0.76 0.61 0.79 0.73 0.050 0.099 0.002 0.000 0.0001 1
rs749811 11 70.66TGCTTCTGCACAAGGGACAAGTATGCAGCATCGGCCACAGACGAGGGGGACTGTG[A/G]AGGATACAGACCCAGCCCTCAGCCAAGACAGCCAGGGAAGGCAGGAGCACCCT A G 0.38 0.32 0.25 0.29 0.36 0.36 0.43 0.42 0.32 0.33 0.27 0.004 0.012 0.007 0.005 0.0011
rs1660861 11 70.75CCACCTGCTGCTCAGGGGTCAAAGTTTAGGAGTTAAGGTGCATGTCTTCAGAAAG[A/G]GATGCTGTCAGGGAGCCCTGACACCAACTATCTCCTTGGCTTCACTCTGTGGACAG A G 0.31 0.59 0.63 0.60 0.66 0.50 0.65 0.51 0.46 0.65 0.63 0.038 0.001 0.018 0.004 0.0000
rs514933 11 71.66ATGGAAATGGCACTTAGTGAGGGTGGGAAAAGCCAGCGACTCCCTAGTCTGTC[A/G]CCCACCAAAGGAGGAGCCTAACCCACTCCTATTCCTACCCCTCCACAGGGGCCATTC A G 0.33 0.65 0.67 0.57 0.63 0.64 0.94 0.70 0.71 0.64 0.55 0.058 0.052 0.000 0.001 0.0096 1 1 1
rs593753 11 72.42ATTCTTATCTTTGCCCTTCTTCAAATGAAATGAAATTGTAACTCTGATGAGCCCCC[A/G]TAACTGGATAATCTGTATCTAAGCAGCCAAGTACTGCTGAAGAAAAGTTTCGACGGA A G 0.14 0.24 0.24 0.18 0.14 0.23 0.33 0.05 0.19 0.28 0.21 0.005 0.029 0.026 0.003 0.0004 1
rs591804 11 73.09GCTGAGGGGGAGGTGTGCACACCTGCCTCAGGTATCTGGTTCCTGGTCTTTAGC[A/G]GCCTCTGAGGTGAGCCCTCACCTGAGGGTGATGCAAAGCAGCAGAGCAGCCTAGT A G 0.50 0.74 0.63 0.60 0.64 0.86 0.85 0.66 0.71 0.68 0.58 0.010 0.028 0.000 0.029 0.0013 1
rs539343 11 73.88CCCCTTTAAATCTGCATTCGCAGTTTGTTTTCACCTAGATAAGAATGCTGGGA[A/G]GGGAGAGCATACTGTTTTTTTTTCCCCCAGTCCTACTATTTTAGGATTCTAACAACAACA A G 0.43 0.48 0.50 0.43 0.38 0.45 0.78 0.41 0.50 0.40 0.31 0.003 0.060 0.007 0.001 0.0267 1 1 1
rs589149 11 75.61ACTCCACCCTCACAGCTGCTCCCACTGGAGCCAGGCTCTTGCCTGGAAGAACTGC[A/G]GGTTCCCTGGGAGACTCCCCAGAGCCCCTCCTTAGTGGACCCAGGCCCACCCTG A G 0.71 0.77 0.71 0.74 0.75 0.55 0.94 0.67 0.86 0.67 0.77 0.000 0.052 0.000 0.009 0.0027 1
rs1945085 11 76.46CTCAGCTTTTGAGTTGACTTCCAGAAAGTTGAGATCTTTTGACCATTTTTTCTC[A/G]TGTCATATAAAATGTGCCACATGGTAGTTGTCAAGCTGTGGTAGTCATGTACACTTTTTT A G 0.81 0.41 0.41 0.35 0.32 0.68 0.84 0.56 0.50 0.49 0.47 0.079 0.099 0.003 0.028 0.0005 1
rs1945465 11 78.08CTAGCCTCTTGCAGCAAAAAC[A/G]GAACTAGCTCTTCCTGGGTCCAAGGCTCCAGATAAACTGGCCTGAGCTGCCATCTACCGGCCAACTGTGCACACTGCAGCAGATACTGC A G 0.50 0.20 0.23 0.26 0.27 0.82 0.48 0.58 0.25 0.20 0.33 0.068 0.040 0.085 0.224 0.0082 1 1 1
rs1783953 11 78.18TAGAATTCAACATATGTTTAAGAATTTATAACTGTTTTAATCTCATACTACCCA[A/G]TCCAGCTAAAGCAGCCCTACTGCACGTGGCTTCAGAATCTTAATGGAGCTCATGCAATA A G 0.79 0.24 0.32 0.17 0.41 0.45 0.76 0.28 0.36 0.31 0.30 0.140 0.138 0.002 0.018 0.0001
rs1247726 11 79.69ATTTTCCATTAGCTCCCTAATTACTGATGCACTCCAGGAGACATTCTCTTAGACAG[A/T]CACCCACCTGATTATGAGAGACTTCAGCTGATTTATGGTGTTTGTGAATGTCCTCTG A T 0.33 0.38 0.38 0.34 0.50 0.64 0.65 0.53 0.36 0.36 0.36 0.006 0.020 0.001 0.015 0.0002 1
rs1459937 11 81.25TTTGCCTTTATAACAAACCTGCACATGTACCCTTGACCCTAAAATAAAAGTTAAAAA[A/G]TATCTTTTGGGGAAAGGAAGACATTAGAGAAAAGAGCAGTTCATAAAGACATGCAG A G 0.31 0.34 0.36 0.30 0.26 0.23 0.03 0.55 0.25 0.34 0.33 0.001 0.106 0.042 0.011 0.0004 1
rs1945906 11 81.29GGCATTTCATCATTAGTCAGTGTTCTTGACTTTGAACAGAA[A/C]TATATTACCAGAATGACCTATAGCACTTATTTTACAATTACTTCTAGTGCCACTATAAATTAATAGAATATTGA A C 0.69 0.71 0.71 0.67 0.66 0.55 0.27 0.77 0.46 0.70 0.68 0.000 0.081 0.030 0.004 0.0004
rs1459952 11 81.31TTTGGCTTTGGACCGGAGCATTTTCACATTAAAGAAAATCCATGAAATTTCTCC[A/G]TCTTTGGCAGAGTTTCTCATGCATGTGTTTAATATATGAACACCTCATGACCTTTTCAAT A G 0.07 0.33 0.29 0.29 0.32 0.36 0.56 0.15 0.32 0.25 0.27 0.059 0.020 0.034 0.000 0.0006
rs2077889 11 82.08CCCATGAAGACCAGAAGATGTG[C/G]GGTTGAGAGTATATGCAGAAGAAAGAGAAAATCACCACCTCTTGCCTGAGAAACAAAAGAAAGAATAGCTGCTTTTGTTTAAATTTGACC C G 0.29 0.18 0.25 0.24 0.18 0.36 0.24 0.31 0.14 0.29 0.30 0.002 0.000 0.004 0.012 0.0015 1
rs1278402 11 82.70ATCAAATATTTAAAAAATACATGTAATAATCAGAGCTCAATATTTAGCAACTCTACAG[A/G]TTTCATATTAAGTGTTGTAATTTGCACTAAAGCACACATTTATTTATTTAGGTAATGG A G 0.93 0.76 0.73 0.68 0.70 0.95 0.98 0.89 0.75 0.74 0.74 0.046 0.084 0.033 0.054 0.0002 1
rs948142 11 84.00 TCAAAAATGCCAGGGTTTTTGAAAAAAAGAAATATCAACATTTATGGTAAACATAAA[A/C]AACATAAATCACAATAGTACTATGCATAGTGTTCCTTGCAAATGTGGATGTGTTGT A C 0.43 0.30 0.34 0.30 0.36 0.36 0.02 0.57 0.21 0.33 0.35 0.009 0.095 0.027 0.000 0.0002 1
rs1914375 11 84.64AAATAAAGCAAACCTTTATTACTTATATACCATGTATTTGGTGCTTTCATATTC[A/G]TTATATCAAAGAAATATCAATAACTCAATTTTTTGCCAAAAAGGAGTTTGAGACTTCAAGTG A G 0.35 0.34 0.35 0.32 0.37 0.32 0.64 0.47 0.25 0.24 0.32 0.001 0.046 0.016 0.000 0.0002 1
rs561646 11 85.47CGAGAACGTGTATTAAATTGGCTAGTTGAGCATTTACTTGCTGTATGTTTTA[A/G]TGGATCCTTATCCTTTGCAAAAATTTAATTCTAGTCATTAATCTGTCACTTAGCTCCTGTGA A G 0.69 0.68 0.72 0.65 0.70 0.59 0.58 0.55 0.68 0.68 0.69 0.001 0.011 0.009 0.010 0.0006 1
rs1986778 11 86.95 TGATGAATATAGTATATGTTTTTCCA[A/G]TTTCCAACTCTTCATCTAGTGGTGCTATGTGTCCTAACCTCCTTCCCCCTCCCTTCTTCCTTTTCTTTTTTATTTCTCCTCCTCCTTTT A G 0.36 0.45 0.47 0.54 0.41 0.18 0.27 0.29 0.50 0.51 0.54 0.002 0.021 0.004 0.029 0.0042 1 1
rs1880116 11 87.02 AGCTTTGGTTGGTACAGATTCCCTGCCTGGAATTTAATAAATATTGTGGGCTCTGT[A/G]TACCCCAACATTTTAGGAAAATCTTTTTGTTTAGAAAACTGTTAGTTGAAGGTCAAA A G 0.69 0.76 0.81 0.79 0.73 1.00 0.96 0.85 0.81 0.77 0.78 0.005 0.030 0.005 0.070 0.0006
rs160195 11 87.98 CCACGTTAGAATTGTCTGTTTAATTGAAAGACTCTTTTGCACCATCATCTCTAG[A/C]CTCGCCACAGACACACACTATACCATGAACTTATTAAAGAGAGGAGCTTACTCATTTTC A C 0.26 0.60 0.69 0.60 0.75 0.64 0.44 0.63 0.75 0.65 0.60 0.114 0.055 0.005 0.005 0.0052 1 1
rs496972 11 88.92AAAAAACAAAATACATGACATTAGTTTAGCACATTAGGGGGCAGGTAGAAAGGACCT[A/G]CAGGCTAGAAAGTGATGTCCTTTGATATGCCATTACAAAACATATGCCAACTTGG A G 0.52 0.81 0.80 0.87 0.88 0.64 0.33 0.50 0.57 0.80 0.88 0.040 0.107 0.041 0.014 0.0037 1
rs1404532 11 90.23TGCGTGTGTGCAAGTGTGTGTGTGCATGTGTGTGTGTTTGATAGCACAGGTCT[A/T]CTTGTGACAAATTCTTTCAGCTCTCAGTTTTCCCAAAAATGTCCTTATTTTGTATGTATT A T 0.48 0.48 0.46 0.40 0.38 0.32 0.17 0.25 0.31 0.50 0.56 0.000 0.057 0.047 0.015 0.0027 1
rs1388472 11 91.33 CTTGCACCAGAAAAGAAACCTATCTTTGCCCAAAGACTTTTATAAGGAAAAGT[A/G]CAAACTAACCACCTAGCTGTTGTCTCCTCCAGCTCCATTTCTTACAGATGCTCACATCAC A G 0.50 0.50 0.42 0.40 0.46 0.14 0.28 0.19 0.42 0.42 0.45 0.005 0.007 0.017 0.042 0.0002 1
rs1027454 11 91.52GAGTCTTACAGATGAAATGTGCCTCACCAAAAGACTGGCCTACGTAAAATACAC[A/C]TGATGTTATAGCTACCTGTTCAACTTTAGTGCCTTTGTAGAAATGAGTTAAATCAGTCTG A C 0.60 0.54 0.54 0.54 0.43 0.27 0.38 0.38 0.50 0.54 0.59 0.006 0.002 0.003 0.022 0.0023
rs543704 11 91.92ACCTTTCCCAGGTCTGGGGTGTTGCCTTCAGTGCCTCTTCTGGCACTCTCCAAT[A/C]AAACCAGAGAGTCTCTTAAAACTCAACTCTCATATTATAAAACATAACCCCTTTCCTCC A C 0.33 0.54 0.52 0.60 0.52 0.18 0.11 0.34 0.50 0.51 0.51 0.029 0.140 0.021 0.090 0.0003 1
rs536417 11 91.96GCTCATGCTTTGCATCCATTTCAACCTAACCCTGAGCGGGAGCTGGTTTTGC[A/G]AAATGACATTTATTTGCCATTGAGGGCCCTGAGACCGTCTCTATCTCTGACAGTCTTTGA A G 0.33 0.43 0.43 0.44 0.41 0.64 0.68 0.51 0.38 0.47 0.44 0.001 0.041 0.003 0.023 0.0009
rs586699 11 91.98CATGCCTCCCTACCCATTGAAAAGCTGTGGTGATTTGTTAATTAATTCATGT[A/G]TTCATCTTCTGATATCAGAAATATCTGTGAGGCCCTACACTGAGCGTGGTACTCTCCAAGG A G 0.50 0.57 0.52 0.54 0.48 0.82 0.90 0.72 0.57 0.59 0.53 0.000 0.074 0.018 0.043 0.0010
rs1944108 11 93.15TGTATTGCATTTCTATTACAGTTAATCAACTGTTCCCAATAAGCTGATTGCTAGCAA[A/C]GTAGCAGATAGAAAACCTACTGGGAAATTTTTTTATGGTCATGTCCACAGCAAATGA A C 0.57 0.57 0.65 0.66 0.59 0.64 0.54 0.49 0.71 0.58 0.60 0.000 0.001 0.015 0.001 0.0025 1
rs584109 11 93.70ACATTTCATTCATTAGACAGACCATATAATGGCCATGAATGGAGGCTCCAAATCC[A/C]AGCTCTCTCTCATATTAGCTGTGTGAAAAACTAGCATTTTAATAGTGCCTGTTTCATCA A C 0.31 0.51 0.52 0.51 0.50 0.23 0.67 0.20 0.57 0.55 0.52 0.025 0.014 0.057 0.041 0.0007 1
rs541821 11 94.85CTTCTGTAACACAACTACATAATATCCAAAGACAAAGTAGAATGGCAAGAACTTC[A/G]CAGAGCGGAATAAGCCTTGATGGTAAAGGGAAACATCCAAATAAGCAAGCCCTATGG A G 0.55 0.25 0.27 0.33 0.38 0.55 0.32 0.21 0.23 0.31 0.28 0.024 0.002 0.003 0.022 0.0000 1
rs1255182 11 95.16TGAGTTGCCCTCAGCTAAATTCACAGACCTGTGGTAGTGTGGCCCAAAGTGTTC[A/G]TCTTGATGTTAAGAATAATTTTAAAACCCCTTAAAAAAGAGCTTTTGGTGAAATTCATC A G 0.71 0.47 0.51 0.52 0.46 0.41 0.39 0.40 0.43 0.52 0.52 0.015 0.005 0.004 0.007 0.0000
rs483884 11 95.60AAAAACAATAAAAGACATCCGTGGGTTTGTGCAACTCTCTCAGACAGTTTTATG[A/G]GGAGGATCAAAGATGTGGGCCTCGACTCTGTGATAAACCGAGGTCGGCTGCCATAATG A G 0.36 0.42 0.45 0.53 0.54 0.27 0.34 0.55 0.39 0.53 0.53 0.000 0.000 0.029 0.006 0.0028 1
rs921562 11 96.84TATCTATTCTTCCAATTTCTCAACCTGAGTCATAACCGTCAGAAATATTTCCTCC[A/G]TATTATGTGATATTACCTTTTAAATCCCTATACAAATCAAAATGAAAAGATGATACTCCT A G 0.76 0.56 0.56 0.51 0.66 0.64 0.67 0.61 0.57 0.65 0.58 0.025 0.005 0.010 0.006 0.0005 1
rs723513 11 97.62TAGGCTGTAACAAAATATTGCACGTTCAGCCAAATTTGAGCTATCTCTTTACTATCC[A/C]TTACTTTTTAAAATATTTCAGCATGAATGGCCATTCATGCATTTATGTTTCCAAATGT A C 0.33 0.46 0.47 0.39 0.48 0.55 0.16 0.46 0.64 0.39 0.44 0.005 0.051 0.001 0.011 0.0001 1
rs1002122 11 99.60GCAAGCAGCCCAGGTATCAGGTTGCATTTTCATACTCTTGCTACTCTGGTGGCAAC[A/G]CAGAATAACTGCCATAAATCATCTCTTGGCTGTATACAATTAATTTTGTGTTCTGTA A G 0.43 0.46 0.53 0.41 0.52 0.64 0.75 0.69 0.46 0.56 0.49 0.006 0.022 0.017 0.005 0.0011 1
rs622675 11 100.20GTTAATTGGATGCAAGAGAGACATGCTTTCCCAATTCTCATCGTAGTTTTAAAATAT[A/G]TAAAGCCCAAACTGATCAATTGTTGAAACATTTGATGGTATATTACCTAGTATTTAA A G 0.90 0.80 0.81 0.80 0.75 0.73 0.96 0.84 0.68 0.82 0.85 0.009 0.042 0.003 0.002 0.0006 1
rs618291 11 100.22 TGGAAAATGTGGCCACCGTATGAAAACCTTACCTTTTTTACATTCCAAACTTCT[A/G]CCAAACCTTTGTATCTTTCACATATTTTCAACAGCAGATACACTGCTATTTGAAAAATGA A G 0.55 0.50 0.52 0.51 0.46 0.68 0.80 0.58 0.42 0.61 0.56 0.001 0.054 0.003 0.022 0.0014
rs1943752 11 100.63GATGATTGACTAGAGATGCTGAGCATGCATGTCTGTGACAAGAAAGGACCAA[C/G]GCAACAACAAATAAACAGCTAAGATTTGACTGGAGTGTCAAAGGGAGAGGACTGGAGT C G 0.03 0.30 0.30 0.26 0.27 0.00 0.17 0.21 0.25 0.23 0.31 0.057 0.004 0.000 0.090 0.0010
rs948734 11 101.47CATCTCAGGGAGTCCACAAAATGTTCCGG[A/G]GGTGGAGGGCATCAGGCTGAAGGCTGGACCCAGGAACAATCCAAAATCATATGCAGAACTGCCCTCATGAGGAAACTGTCA A G 0.81 0.42 0.48 0.43 0.48 0.77 0.88 0.40 0.38 0.51 0.51 0.064 0.134 0.003 0.052 0.0011 1
rs1711399 11 102.00TTCTTCAAGATAGTCAATGATTTCTGAATTTTATGCAAAGTGACTTGCAAATCTG[A/C]AGATCCTACCCCTTTTCAATCATATTGCCCCTCTACCCTGAATCACTCTTTCTGTACAG A C 0.43 0.54 0.56 0.48 0.43 0.45 0.50 0.69 0.46 0.61 0.58 0.004 0.002 0.015 0.005 0.0003 1
rs1784405 11 102.01 TCATGAACTAAGCAGCCCTGGTTAATGAGTCCCATAGAATGAATGGCTTCTCAGCC[A/C]ATGACATGACAGTTTGTACTTCAAAGTTTCCAGTGAAGCAAACTAAGAAGGAAACT A C 0.57 0.46 0.44 0.52 0.57 0.55 0.50 0.31 0.54 0.39 0.42 0.004 0.002 0.015 0.005 0.0003
rs1276278 11 102.06ATCAAGTGATATCATAAAATGCTCCAAAATGAAGTGCATGGAGACCCTGTAGTA[A/G]TAAAAGGCCTGGCAAGATAGAGATGTTCCACATTTGGGTATAAGCCTCCTCCCATCAT A G 0.50 0.58 0.54 0.43 0.54 0.82 0.78 0.67 0.79 0.48 0.51 0.003 0.024 0.002 0.032 0.0008
rs1298740 11 102.09TGTAGGAGAATGCTGCCTTACCTTCTGCCGAATGGTCTTTGAGCTGAGTTTCTT[C/G]GGGGCCTTGTGGGCTACAGAGACTTTATTTTAATGGGTATTATAAAGATTACTGGCAT C G 0.48 0.43 0.46 0.59 0.46 0.18 0.22 0.33 0.21 0.52 0.49 0.002 0.024 0.002 0.032 0.0010
rs536107 11 102.44TCATTTGTTAAATTTTTTTTCTGGGTAAACAGTTTTTAATAGAGCTAAATTTAAC[A/G]GAGTATTGTAGGCATATCACCTTCTACTCTTTTTGCTAATCATTTTTTTTTTTCCTGAGTAA A G 0.74 0.45 0.49 0.50 0.45 0.73 0.57 0.63 0.46 0.47 0.49 0.024 0.004 0.003 0.022 0.0000
rs601535 11 102.64CTTTAGTTCTTCAGGTTTCTAGAACACATCTTCCATGGTAGAAAGAGTATATG[A/G]GCTGGAACATATTTTGAGATTTGCATGTCTAAAAGTGTCTATAATATATTATTGTATGTGA A G 0.55 0.64 0.66 0.65 0.70 0.68 0.88 0.52 0.57 0.68 0.62 0.011 0.026 0.020 0.001 0.0014 1
rs559345 11 102.84ACTAATGGGCTTGAACCCAGGTTTGTTTCACCTCAAGCATTTGATTGATTGGTC[A/G]CGTTAATGCGCAGAAATTAGTGCGACTGCCTCAGTAATTGTTTTATGTTCTAATTTATAT A G 0.67 0.56 0.54 0.48 0.52 0.55 0.67 0.77 0.57 0.58 0.54 0.011 0.016 0.070 0.003 0.0002
rs540819 11 104.40ACTTCACCACCGATATAGCTCTTTCATTTATTTCACCCTCCAACAACTCTCAAT[A/T]CTTACATTTTCAATTGCCAGGAAAGAGGTAGAAATCTCTTGTCAAGGTTGCTCGTTCTAT A T 0.95 0.53 0.59 0.52 0.57 0.41 0.87 0.63 0.57 0.43 0.44 0.108 0.068 0.004 0.012 0.0077 1 1 1
rs1785872 11 104.51TAACTCGGTTATTGATGTCACCATCACCAGTTGTTCAAACCAGGAACTTGAAAC[A/G]CATCTTGGCCCCTTTCCTCTCACGCATCTCCAATATTCAAGCCACCGCCAAGTTTTATG A G 0.50 0.40 0.42 0.41 0.45 0.55 0.89 0.70 0.31 0.45 0.45 0.004 0.177 0.071 0.017 0.0006
rs1483025 11 104.54TACCACAAAGCTAAGAGGGAGCTGTGACATTAATGGCTGTGTATTCAAGACATC[A/C]ATACATGGCATAAATAATGTCACTTACCTCCTGATCATAACACCTATCATAGATTGGAA A C 0.71 0.40 0.42 0.41 0.45 0.55 0.88 0.70 0.36 0.45 0.46 0.048 0.158 0.071 0.017 0.0008
rs1822982 11 105.06AATTGAGAACAATGGAATGGTAAAAACATCATTTAAGACAAAATCAAAAGCCAAGAATT[A/G]GATGAAATAATCTTAATGGCACACATTGTTTTCTAAATGAATTCACATTCTATAT A G 0.36 0.56 0.57 0.57 0.61 0.14 0.81 0.58 0.54 0.54 0.39 0.019 0.033 0.000 0.105 0.0148 1 1 1
rs1938961 11 105.15TAGAGCTTTAAACCCCTACACATATCTTACCTAATCTTTGATTTATGAAATCTATGAAATGAGGTGTCTTCCCACCCACGCACCTGCACATCTCATTC[A/G]AGGCCAACCTTATAT A G 0.79 0.63 0.62 0.65 0.64 0.45 0.76 0.68 0.75 0.68 0.58 0.027 0.024 0.012 0.009 0.0007
rs2000633 11 105.40TGAATGTACCATTCAATGTAGCAAAATAGTTTAATATATGTCTTTGGATCTCTC[A/C]TCTCCATGGGGAGCTAAGATGTTAAGGGGAAGAATTAAAGCTTCTCTTTCTCAGAACTTC A C 0.40 0.46 0.41 0.40 0.45 0.55 0.27 0.34 0.54 0.42 0.40 0.002 0.027 0.011 0.003 0.0004
rs1504747 11 107.38 ATTTTAAAGTTTTAGTAAATGAAAGTGTGGTATTAGCTCAACATTAAACCAATAAT[A/C]AGTGGATCTGAATAGTCTGGAAACAGATTCTGTATAGATACAGATAGAGCTAAAATAT A C 0.16 0.23 0.24 0.35 0.23 0.23 0.21 0.39 0.50 0.31 0.28 0.007 0.009 0.008 0.003 0.0016 1
rs627418 11 107.67CTAAATTGGTATGACTATTTTGGAGGACAATGACAATATCCATCAAAAAGTAAAATTC[A/G]CATTCCTTTTGAACAAGCAAGTCTACTGCTAGAAATTATCCTACATCCATCATACA A G 0.31 0.46 0.42 0.45 0.39 0.36 0.41 0.33 0.39 0.36 0.40 0.011 0.000 0.006 0.002 0.0003
rs882524 11 109.74ACCATGCCTGGCCAGCATTTATTCTTCGAACCGCCACCAAGAAGCACAATATGACA[A/G]AAAGGCAATGATGCCTCGAAGGGAGCGCCAATGGTCTCTCATGATCAGCCTCTGT A G 0.83 0.72 0.65 0.68 0.63 0.70 0.56 0.43 0.58 0.63 0.69 0.037 0.000 0.007 0.007 0.0001 1
rs1469170 11 110.28AGGAATGAAAGGAATGACTGTGAGTAGCAGGCAGGGGTGATACAAAACCAAACCAT[A/G]CTGGATATGAAGTTTGGGTGTTTTGTCCATTTCCACCTTCCATGGACTCAGTGAA A G 0.85 0.28 0.30 0.33 0.32 0.50 0.51 0.57 0.32 0.31 0.34 0.128 0.012 0.025 0.010 0.0012 1
rs1940528 11 111.08ATCAGTCAACCCTTCCAGGTGAGACTCCAGCTCTGCTTTGTTCATGTAAGCTTC[A/G]TCCACATCCTTCTTGATGAAGACAAATTCGTTTTCCTTCTCTGTATGCTTGTTGATCTCA A G 0.98 0.82 0.81 0.80 0.75 0.41 0.61 0.84 0.79 0.88 0.91 0.047 0.027 0.002 0.083 0.0121 1 1 1
rs720023 11 112.38CTTTGGTCCACTTGGACCCACTTGCTTGGGAATATAAACTAATCGTTCCAGTTTATTAAACGTGGACCTCATAGAGGTTGT[A/T]TGTGTAGTGCTTTGAAGATTAGAATCATATATT A T 0.52 0.59 0.60 0.56 0.48 0.18 0.30 0.45 0.57 0.71 0.61 0.010 0.072 0.018 0.137 0.0000 1
rs2011505 11 112.53CCCCACTAATCCCCGCAGCTCAGACCAACTATTTGTGTTGTGAAAGGTCTTATTGGC[A/G]TTTTTGCTTTAAACCTAACCAAAATGACTACAAAAATTTTGGTGACCATCCAGAAA A G 0.50 0.55 0.56 0.51 0.50 0.09 0.23 0.47 0.57 0.65 0.53 0.002 0.089 0.000 0.143 0.0000
rs869451 11 113.29AATGAACTCATTAACTTTACCAAAAGCTATTTCAATTCTCCACACACTACATTGCCT[A/G]CATTACACATTTGACGCAGGTTGGAAATCCATTTATTTTTCAACCAACCATAGATCC A G 0.57 0.42 0.44 0.41 0.34 0.73 0.78 0.51 0.54 0.42 0.44 0.013 0.071 0.002 0.048 0.0001 1
rs1013582 11 114.77ATACATGGAAGGAATTGATTTAAGCAAGTGATTACTTAAAAAGGAAAATTAAAAG[A/T]GTGGAAAATGGATAGGAGAGAATGTTAATTGGGAGGGTTTCAAGTATAAAGGAGACT A T 0.83 0.51 0.56 0.56 0.57 0.91 0.79 0.75 0.57 0.72 0.62 0.055 0.034 0.026 0.103 0.0013 1
rs1009746 11 115.66GAAGGGAAACCTCCACTCCACTTTTCCAGTCATGTCCCAGAATGAAAAAGCAG[A/C]AAGCCCTGATTTTGTTCATGTGCTGATTCTTCAAGTAAGGTGGAGCCAGGGCTGCTTC A C 0.74 0.53 0.46 0.51 0.50 0.55 0.85 0.31 0.61 0.53 0.52 0.050 0.140 0.019 0.009 0.0031 1
rs906540 11 115.98AATATCTCAACTCTCTTTCCTGCAATTGCTACAGCAGAAATTCCAGGCAATG[A/T]GAGTTTGAGAGTCTCTAGGACCACGAAGATGTTGCCCAATCTCTGACGGCCCAAGGATTG A T 0.74 0.40 0.47 0.45 0.41 0.14 0.10 0.44 0.50 0.52 0.38 0.053 0.068 0.000 0.050 0.0030
rs609177 11 116.31 TAGAAATGCTTTTATTTATGTATGTGTACCCATGTGACAGGCTAGAAATCCCTC[A/G]TGCCCCAGGGACACCATGCTCCCTGAAATCACAGCATCTGAAAATGTTAAGCACCCAC A G 0.86 0.42 0.30 0.45 0.41 0.82 0.67 0.75 0.50 0.40 0.30 0.148 0.058 0.130 0.131 0.0003 1
rs236919 11 116.63TAACTGGCCTGCACAAAGACTCTGAGAAACGGGATGCCCTCTTCATACAGTCCC[A/G]GGAGAACTGCTGCAAGTTGACCCATCTTCCCACTCCACCTCCACGCTCAGTCTCCTT A G 0.81 0.46 0.33 0.45 0.34 0.73 0.68 0.66 0.50 0.41 0.30 0.118 0.054 0.081 0.078 0.0019
rs947889 11 117.41CCTTCATGTGGAATACTAGTTTCTTTCACATCACTTATCACTGATTGTAGTAATAC[A/G]TTTGTTGTGTTTATTTGCTTGGTGTTTATCTTCATAATCAGATGACAGGCTCCATGAA A G 0.67 0.49 0.50 0.46 0.48 0.91 0.81 0.61 0.43 0.54 0.64 0.005 0.019 0.002 0.073 0.0046 1 1
rs7389 11 118.07ACCACAGGGCCCTTCCCCTCTGCTGCATCATCTCCTGCTCAGGCTTTCTCTCTAGG[A/C]GCATTGGAGGAATCCTCTTTCCCTGTCGGAAACTCAACACTGTACAGAACTCCAAC A C 0.86 0.63 0.68 0.72 0.61 0.64 0.14 0.82 0.75 0.64 0.73 0.032 0.140 0.017 0.000 0.0033 1

rs658922 11 118.54 TCTACATATTCCAATAAAGACCTTTTTTGTCTTCAACTCCTGTCACTTGGA[A/T]TCCAGGACTTCTTCCATCCCTCATGTTTGTTCCTTACTTTGCCAGCCTCGGCCATTTCTGTAT A T 0.36 0.48 0.45 0.54 0.45 0.91 0.11 0.74 0.54 0.55 0.55 0.005 0.063 0.058 0.137 0.0016
rs644252 11 118.58AGGCTCTGGGTCCAAGCCTATCTGCACTGCTAGACTTCTGGTTTCCTGAGATA[A/C]AGGCCCCACACTGGACCCCCAAGTTTAGAGGCTTGTCTGACTCTCACACCCTTCCCAG A C 0.14 0.51 0.50 0.46 0.54 0.23 0.86 0.22 0.46 0.43 0.42 0.076 0.070 0.066 0.048 0.0010
rs1073636 11 119.51 GTTGAACAACTCCAAGCTCCATGACTTGCACAGGTAAACACAAAGAGCCTTGAA[A/T]GTACTATTTCACAGGTGTAATTATCTCTATCCTGCAAGTGAGTTAAATAGCACATTCTC A T 0.48 0.50 0.52 0.55 0.45 0.00 0.17 0.29 0.50 0.51 0.53 0.001 0.070 0.035 0.230 0.0000 1
rs481703 11 120.59CCCTCTCTGGGTCAAGTCTATTAAATACCATTTTTAAAATGCTAAATGCTACCAC[A/G]TCCTTCAAAGGAGACATAAGCCCTATAATCTGGGTTTGCATTTGTAGAGTGTCTCATAT A G 0.30 0.67 0.67 0.70 0.52 0.82 0.81 0.41 0.54 0.66 0.67 0.063 0.013 0.012 0.021 0.0000 1
rs665035 11 120.62CTCATGGATCAAAAGTACTTCAGTCCCATAGTAATGGTGGTGGGATCTGTCTTGG[A/G]TGTGAGAGTGCTCCCAGATCCTGCTGCCTCCTGGCCTGGCAGACAGAAGGAGATG A G 0.31 0.39 0.41 0.43 0.38 0.64 0.59 0.40 0.39 0.45 0.48 0.003 0.008 0.001 0.028 0.0027
rs575030 11 120.63 CTCCGATGAGGGTAGTAGATAGTAAATGATGAACTCAAGACACTTTGA[A/G]GGAAGTACATCAAATATTTTGCAGATTGACTCACTGCCTGGCTACAATAATAGCCTCTTA A G 0.50 0.67 0.65 0.70 0.66 0.86 0.88 0.45 0.50 0.67 0.70 0.012 0.035 0.012 0.035 0.0010
rs596437 11 120.91TGGCTCCTCCTTCTGCACATGGATGAGCCACCAGATTCCAGGGTCAGTGGT[A/G]TTAGTGAGAGGATGTAGGTAAGATGAGTTAGGCCACCACTGAGAGGTGTTTCCCAAATTG A G 0.67 0.51 0.56 0.50 0.57 0.41 0.67 0.49 0.68 0.62 0.59 0.008 0.016 0.002 0.004 0.0011
rs617847 11 120.94TTAGCTGTGACTGAGACTGAGGTGCACCCCATGACTGGGACTTTTCCTTCGG[A/G]CAAAGCTTTACCAGGATATTCATGACTTGTGTGTGTAGCTTCTCTAGGTTTTAAATCTCC A G 0.25 0.44 0.45 0.46 0.45 0.59 0.45 0.50 0.36 0.38 0.40 0.029 0.003 0.003 0.003 0.0025
rs676943 11 121.59CCTGAACTTGTCCCACACTCTTTCTTCATCTACCCTAGAGGACCAACTGCAGGCCTG[A/G]ATACATGGTACTCAGTAAAGCCTTGTTAACTTACATTGAATGTTCTTTGTATTAAT A G 0.62 0.47 0.44 0.49 0.43 0.68 0.75 0.52 0.50 0.52 0.44 0.029 0.109 0.010 0.052 0.0000 1
rs668183 11 121.80 ATGAATCAGTTGCCCAGACAATCTCCAACTTTGATGAGCAGCCCTGGTCACATAG[A/C]CACTTGGTATCCTACTCTCATTCAGTTACTTATGAGCTTCTTTTCATATGAGAATAAT A C 0.64 0.81 0.77 0.75 0.77 0.77 0.59 0.68 0.79 0.84 0.82 0.012 0.019 0.001 0.000 0.0021
rs1894078 11 122.14GCCTGTCCTCCATGAGGATGCAGAGTCGTTGAGTTTACATGGGGAATATTTAGCC[A/G]TCCACGTCATTTCTGTGGGCTTCCCTAGGCTGACCCTGGAAAGAATTCCGGATGCT A G 0.17 0.41 0.45 0.50 0.46 0.18 0.05 0.41 0.35 0.47 0.45 0.075 0.168 0.013 0.067 0.0000 1
rs930983 11 122.37CAAGTTGGATCAGTGATCAATTCATAGCATTTCTGTTTCAAATATTCAAAAGCAAAAA[A/G]TAATCTGCCAATTAGAAAACAAAAAACTTCAAACTTAAGTGATGTAATGATGGAGC A G 0.60 0.49 0.40 0.39 0.43 0.77 0.92 0.59 0.38 0.38 0.37 0.014 0.176 0.011 0.078 0.0015
rs485345 11 122.61TCCCGCCTCTTAATGACAGAGCACCATCTTCTGAAGCCCTTTAAAGATACAGTCTA[A/G]CTCATGCCTCTGAAGTGAGCAGAGATGGATAAAGAAGCCACCTCATAGACACAAA A G 0.40 0.74 0.74 0.78 0.77 0.45 0.53 0.83 0.77 0.76 0.73 0.061 0.022 0.013 0.036 0.0007
rs1943467 11 122.80TGAGGCTGGGGTCGATGAATGGACCCAGCTGTGGTACAGAGGAAAGTTCCTTTC[A/C]CCCTCCTTGCTACTCCTTGGCTTCCCTGACCCACCAGACTCCTCCATGGXAAAGTC A C 0.87 0.34 0.27 0.35 0.23 0.09 0.31 0.29 0.32 0.29 0.34 0.224 0.005 0.004 0.020 0.0055 1
rs1148109 11 123.04AAATGCTGAAGACAACCTGGATAAATGAGAAGCTATACACTCCTGGTGGGTGTTCGT[A/G]TACATATATGGGGGAAATGATTATTTTAATCTGCAGAAAAGGTTGTTTTTCTCTTG A G 0.60 0.49 0.58 0.45 0.41 0.73 0.51 0.71 0.54 0.61 0.60 0.003 0.000 0.028 0.022 0.0004 1
rs6590016 11 123.29 AGCTAACTATTTATCTCAATGATCTTGAAATCCTTTTCCTCTTCACTGGCCCCTAC[A/C]AAATGTTAACTAATCTTGGAGCGTGTAATTCTAACTCCTAAATTGGACCTCTTTAGTC A C 0.19 0.41 0.46 0.43 0.43 0.45 0.25 0.47 0.50 0.45 0.42 0.051 0.034 0.000 0.001 0.0005
rs2512161 11 123.67TTGGTTGTCAACAGGATTTAAAGACTTACAAAATCAGGTACATGCAAGTTATCATAT[C/G]TGTGTGCGATTTACCACATAAGGAAGTCAAGGCTAATAGTTCAAACTCCTTGTATA C G 0.36 0.57 0.54 0.55 0.57 0.41 0.59 0.31 0.54 0.52 0.53 0.012 0.001 0.017 0.005 0.0000 1
rs1893702 11 123.82CATTTAATCATGATTTGTTTTCAACAATAGCTCTCACAATGAAGCCAACCTCATTCTGG[A/G]AATGTGTCACTCTTTAGAAACATTGTGTAAAATAAAAGACGTTATCATGTTACTTT A G 0.79 0.58 0.53 0.50 0.57 0.73 0.58 0.43 0.54 0.54 0.59 0.020 0.007 0.015 0.005 0.0004
rs2276189 11 124.04CAGGAACCTAGAGTACATAGTGTGAAAAATACGGTTCAGGCAATGATTATGTTAATGA[A/C]GCCATGCACATTCATTTTTAGTGGCTGAGTAATTTAAAACATGATGTGGGAATTC A C 0.31 0.00 0.00 0.01 0.00 0.18 0.00 0.02 0.00 0.00 0.00 0.122 0.000 0.000 0.068 0.0018
rs6590098 11 124.19 CGTATTGCTTCCCAAATACGAAGGTGTTTCCATTCATGAGACCAATGTTTAAAAGG[A/G]AGACTGTGCAGAGCAGGCTTCCCCTGAAGCAGTAGGCCACTTTATTCCTTTCGTC A G 0.05 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.017 0.000 0.000 0.000 0.0000



rs4936975 11 124.46ACAAAAATAGAGAATAGCATGATGAAACTCCACAAACCTGTCACCTAGATTCACTATT[A/G]TCAAGCTTTGGCCACACTCACTTCATCTATACTGAATTATTTTAAAGTAAATCTCA A G 0.67 0.86 0.86 0.87 0.91 0.91 0.93 0.65 0.86 0.89 0.87 0.037 0.000 0.081 0.001 0.0002 1
rs593290 11 124.62TGAAGGATTTAGCAAGCATGTTGGTAATGGGACAGGAGAAAGTGAATATGAGAGAC[A/G]TATGTGGAAATTGGGCCAGTTAGGGCTTAAAATGTGCCTGTGTGGGAATGTGTG A G 0.55 0.43 0.47 0.51 0.52 0.45 0.73 0.47 0.32 0.39 0.38 0.007 0.039 0.000 0.000 0.0045 1
rs3740892 11 124.79TACCCTCTGACCCCCTTCAAAATGCCCTAGAAATGATCCTTTCATTAATTTACCAAC[A/G]AAAGGTTTTGAGTGCCCACCATGAGTCATGCACTAGATGCACCAGTCTTGCAGCC A G 0.62 0.67 0.69 0.72 0.73 0.59 0.26 0.61 0.73 0.72 0.72 0.008 0.124 0.015 0.017 0.0000
rs4627097 11 124.99ATCCTCTTTCCTTTATTCATTATCAGCGCCAATGAAGCAAAGACCCTGGCAAAGC[A/G]TAGTAAGTATTAGCCAGTGATGAAATTTTTGCTGTGTAAAGGGTTGGGGCTGTAACA A G 0.64 0.60 0.67 0.72 0.64 0.64 0.89 0.72 0.61 0.55 0.65 0.000 0.035 0.000 0.000 0.0000 1
rs1425842 11 125.15GTCTAGCTGTTCTGATTGAATCCAGAGGGACACAGATGTGTTATCTTTGGGCCACCA[A/G]TACCTTTGGTACTTAAGAGGTTCATAAAAAAAATCACCCAGAGACATCAAGGATG A G 0.14 0.15 0.14 0.16 0.07 0.05 0.61 0.16 0.11 0.09 0.12 0.000 0.107 0.001 0.019 0.0000
rs528638 11 125.41CCCTTCTCCCAAAAACACACCCATCTTTTACCAGGAATCTGACTTCATTTTGGA[A/C]ATAAAAGTAGTACGTTGTTTGCTCTGCACTCTTCCTCCACAAAAGGAGTGAAAAATAGA A C 0.62 0.56 0.54 0.58 0.34 0.50 0.56 0.61 0.43 0.46 0.49 0.006 0.000 0.000 0.001 0.0001
rs663714 11 125.59CTGGATACAAAGCCTCAGGCGGCCCCTTCTTCATTGTACACCTCTGCATCCAGCA[A/G]AAGAGTTTTCCTTTCTCTTGTGAGCAGAGGAAGTGGGCTTGGCTGGAAGGAGTACA A G 0.95 0.69 0.73 0.76 0.57 1.00 0.99 0.91 0.86 0.71 0.76 0.064 0.089 0.018 0.112 0.0030
rs586566 11 125.74AGGTCATAGGTGGTTTTAACCCCGCTTTCATACGTCAGTGAAGAGGGTGGGCTGG[A/G]ACTCAAAAGAGTCATCCAGTATCACACCGTGAAACGTGGCAGAGGCGAACCTGGA A G 0.17 0.27 0.30 0.23 0.16 0.00 0.22 0.24 0.25 0.26 0.22 0.007 0.003 0.000 0.101 0.0045 1
rs2156449 11 126.07AGGCTCCCTTTGGAGCTCTCTGGCAATTCATGATTGTTGAGCAAGAAAGATGGGGA[A/G]TGAGGAATTAGTTTTCACTGAATTGCCACAGGGCCTGCTCTGACTATAAGCATAGG A G 0.81 0.70 0.66 0.72 0.73 0.68 0.45 0.73 0.64 0.73 0.67 0.006 0.047 0.000 0.002 0.0001 1
rs1944819 11 126.59GCTCTGATAAATAGAGGCTGCACGCAAGGATTGGGTGAAAGGCCCAGGAAGCTGA[A/G]TAACTGTGACAGAGAGCCTCAATGTTTCCCTGCAGCTCTCTCCATCCCCACACTT A G 0.45 0.52 0.41 0.49 0.54 0.86 0.75 0.47 0.36 0.33 0.35 0.001 0.060 0.003 0.111 0.0009 1
rs949095 11 126.60TTTGCTGCTTTACCCCCATCCTCTCTCAAGCCCCATTTCTGGCCCCTTCCCTAGT[A/C]CCCCTGTCCAGCCCCCTCTCCCGCTGCACTGTGCCTACCCTCTGAGAAGAGCTGTG A C 0.74 0.72 0.56 0.61 0.63 0.86 0.77 0.49 0.42 0.52 0.55 0.026 0.039 0.000 0.071 0.0001
rs762827 11 128.19TTTTTGTCATTGTCATTGATGACTGATTTTATTGATGCATGATGTTACTGATTT[A/T]GACAACTGTACGTTCGTACATCTCAGAAATTTCTTTCTGACGTGTCCTCATTCAGTCCTCT A T 0.19 0.54 0.52 0.50 0.50 0.36 0.10 0.59 0.46 0.44 0.47 0.054 0.099 0.010 0.011 0.0003 1
rs1027323 11 128.76CACCATGTAGAAGTCCAGCTGCCTTCAGAGACCACTATGTTGGGAGGAGACCC[A/C]GACCAGCGATGTGGCGAGAGAGGGGCCATGTGGTAGAGCACCAGGCATGTGAATGG A C 0.88 0.55 0.55 0.50 0.48 0.55 0.25 0.64 0.62 0.51 0.59 0.067 0.044 0.002 0.000 0.0020 1
rs923811 11 128.95AGAGCTGCTCTTGGCCACTTGGGATTCTTCTCCCAGGTGCAGCTTTCTTGTTG[A/C]CCTGAGCAGCATGTCCACTGAAGTGCTTCTCAAGGAGGGAGCTTCTCAGTCATCACTC A C 0.50 0.69 0.60 0.48 0.64 0.73 0.59 0.60 0.79 0.58 0.53 0.000 0.004 0.000 0.022 0.0016
rs1043654 11 129.31 TTCAGTCCAGTGTGAGTATTTTGGAGTAGGTTGGATGTAGATTTTGTTTTTATC[A/G]TTGATTTGTACCGACAGAAATAGACATTTCATCATGTAAAATTCCTGTTATTCTGGAAAA A G 0.17 0.54 0.54 0.57 0.50 0.45 0.35 0.63 0.61 0.56 0.60 0.075 0.016 0.005 0.003 0.0015 1
rs2001625 11 130.14ACGGTGAGCCACAGGACACCTGCTGTAGGCATCGAATTCCTGAATGGTGGGAC[A/G]CTGTGTGTCTCTGGCCCTATTCCCTCTCCAGGACAAACCTCACCCTTTCCTGCAAAT A G 0.83 0.42 0.43 0.35 0.52 0.45 0.42 0.36 0.50 0.49 0.46 0.113 0.000 0.001 0.000 0.0016 1
rs1944142 11 130.26GATTGGGATAGGCAGTGTAAAGGAGTCAGAGCTTCTGTTCATCAGAATCCATAC[A/G]GCAGAGGTGGGTCAGCCTTTTGGCACTCTAGGGCCTCCAAAATCCTTTTCAGCCCTG A G 0.79 0.53 0.52 0.49 0.61 0.55 0.44 0.59 0.46 0.45 0.48 0.025 0.016 0.000 0.003 0.0017
rs965493 11 131.18GTCTGGGCTGCTCAGCGGGGACTTCTGGTCTCCTCTGTCAGGGGACAGGCAAATCG[A/G]GTGACTAGAATCCTGCTACCTGGTTAGCTGGATAAAGGATTTAATAAAACAAATG A G 0.79 0.50 0.49 0.45 0.57 0.23 0.20 0.42 0.46 0.54 0.44 0.055 0.039 0.004 0.034 0.0020 1
rs3345 11 131.38ATCTTAACTCTGCCTCTGAGCTATGTGACCTCAGTGATGGTCCTTAATCTTCTATCT[A/G]TATGTAAAACTGATATATTAAAATGACCATCTCAGCTTGAGCAACATTCTGAGACCC A G 0.40 0.58 0.63 0.60 0.59 0.18 0.48 0.63 0.43 0.59 0.55 0.017 0.006 0.003 0.085 0.0033

rs2044727 11 131.68CTGCATTCCAAAGCAAGAGGGGAGAAAAGCAAAATTGAATCTGAAGGCAGACTCCATGTGACCACTTTAATTAAATGTAAGAGTGG[A/C]TGCTGTGTGAGGCAAAAGGAAAAAA A C 0.36 0.32 0.26 0.23 0.16 0.18 0.16 0.17 0.21 0.33 0.40 0.003 0.008 0.013 0.005 0.0092 1 1 1
rs570969 11 132.53TTCTAAAATATTTGAGATTACAAAACGTCTTCTATTTGACAAGTGGTTTCAGAAA[A/C]AATGCCCCAAGCGACTTCTAATGTTAACATTTCTGTCCCCAGGAAAGTGATCATTTATA A C 0.21 0.51 0.51 0.57 0.55 0.45 0.70 0.57 0.50 0.51 0.56 0.042 0.008 0.013 0.002 0.0002 1
rs475056 11 132.58 TTAATATCTGTCTCTACTTGTAGACCCCAACATTCTTGGAGTCTGAGACTCAT[A/G]GAGAGGGTATCGATAGGAGTACAGATCCCAGTATGTTGCACACTGTAAGAACTTAAAAG A G 0.52 0.39 0.46 0.49 0.50 0.55 0.90 0.29 0.32 0.51 0.50 0.000 0.079 0.034 0.000 0.0001
rs1630675 11 132.63 TTTGGGGGGTTAGGGGTGCTCCACTCCAGCCAGGACAGAGCCCCCTTCTTTTTACCCAGTCAAATGCTGATGGTTGTGATCCAAA[C/G]AGCCTACTATGACAAACTCCTCCCAA C G 0.12 0.58 0.58 0.67 0.66 0.18 0.50 0.40 0.50 0.60 0.66 0.124 0.001 0.005 0.076 0.0039 1
rs470982 11 133.51AGATTCGGTGAAATTCGCAAGTACCTCTGGAATCATTTGATGAACCTCTTTGGAGC[A/G]TTAGTGATGCAACTTAATGTCTTTGGCAGGGACATTTCTTCTCACATCTTATTGATA A G 0.48 0.68 0.68 0.77 0.75 0.73 0.83 0.71 0.61 0.67 0.71 0.026 0.015 0.001 0.001 0.0006 1
rs7108927 11 133.79ACCTCTTAGGTGGAACAGTTGGAGCTCGCCTGAGTATATGGGCTGTGTTAGTCT[C/G]GGGGACAAGGGGAGTCACTTCACACTCTAGAGCGGGGAGACTGAAAGGTTTTAGAC C G 0.98 0.85 0.88 0.93 0.84 1.00 1.00 0.98 0.82 0.88 0.88 0.025 0.045 0.045 0.045 0.0004
rs1508540 11 134.27 CCATGAAATATTTGAGACCTTCTTATTCTGAAAAAGTATTTGTTGTTTACTTGAAA[A/G]TTAAACGAATTACTGAGCATCCTGTGTTTTATCTGGCAACCACAGAGGTTGGGAGAG A G 0.83 0.71 0.73 0.65 0.71 0.36 0.37 0.53 0.46 0.64 0.74 0.014 0.047 0.022 0.049 0.0008 1
rs1824832 11 134.34ACCTCCATTCGATGCAAGACACACCTGCAGGACATCCTCCCACCCTGCCCTTATCCCTGTCTCCCAGTGTA[A/G]CGGACAGTCCTGACCTGTGATTGGAAGGACTTGTTAGTTA A G 0.02 0.11 0.13 0.02 0.09 0.00 0.00 0.05 0.08 0.09 0.09 0.013 0.041 0.021 0.041 0.0018
rs1965277 11 134.39GATTGTGATTTAATTTAGTCAATAAGGAAACCTTGGCTCTCAGCAGTTCTGAT[C/G]TTGCCAAGACCATATTCACTTTAGGCACCAGGCTTCAGGCTTCCGTGGACCAAGCAGCC C G 0.45 0.50 0.51 0.48 0.57 0.32 0.40 0.58 0.69 0.49 0.47 0.000 0.005 0.006 0.013 0.0004
rs4430531 11 134.48TGATGGTCCCACAGTACTAATTAGACAAATGGTGATTAGCACACTGAGTCTAGACC[A/G]GGGCAGCCAAATGGAGACAGGAGAGACCAGGAGCCTGGTGAGGAGGGAACAGG A G 0.26 0.51 0.52 0.44 0.55 0.36 0.42 0.58 0.65 0.48 0.45 0.028 0.004 0.006 0.006 0.0016
rs633159 12 0.16CCCACTCTGGCTACCTTTGCTTGCTCCCTGTGCCCGTGTCTTAGTGAGATG[A/G]GGACTGAGTCCTGCTTGGGGAAGGGACTTGCCCACTTCGAGTCCCTCATGCTGGGGTGC A G 0.57 0.50 0.38 0.38 0.25 0.23 0.25 0.52 0.32 0.37 0.34 0.020 0.003 0.011 0.008 0.0020 1
rs476646 12 0.21 AGGAGAGAGTGGGGGCAGAACCTAGGATCAAAAACCTGACAGGAGACCTAGCTTC[A/G]TTCTAGAGCCCTGTCCCACCCTCCTACACGCTTCCACCATGGGTCTTTTAGTCTT A G 0.33 0.52 0.58 0.65 0.64 0.14 0.48 0.58 0.65 0.56 0.51 0.024 0.006 0.000 0.100 0.0015
rs1563619 12 0.70GACCTCTGTCCGGGACTTGCCAGGTACCTTCTGCACGTGTCTTCACACAGTCTT[A/G]TCTCTCTGCTTGCCTGGGTCCTGATCTCTTAAGGACACCAGTCATACTGGATTAGGGC A G 0.29 0.27 0.24 0.33 0.30 0.18 0.17 0.43 0.43 0.22 0.35 0.000 0.007 0.009 0.006 0.0069 1 1 1
rs2107614 12 0.77 AGACATAGTAGGTTAGTGGTTATCCACACAACTGGAAGAGTTGAGGGGAAATGG[A/G]GTTTTCTTTTTTTTTGGAGGAAGTGATTAAAATGTTCTAAAACTTAGTACTGTGATGG A G 0.50 0.28 0.34 0.30 0.18 0.18 0.10 0.26 0.14 0.38 0.34 0.012 0.068 0.029 0.029 0.0000
rs1005394 12 1.31 CCAAACCATCTTAACCAGAAGTATTTCTTTGAATCTGAAGACTCCTGGATTTC[A/G]GGATATATTTATGACTTCTTTTTTTCTTCCTTTGTTTAAGCTCAGAAAACTTCTTGTATTAC A G 0.48 0.54 0.69 0.65 0.68 0.64 0.91 0.68 0.61 0.57 0.64 0.024 0.047 0.001 0.003 0.0015 1
rs766956 12 1.33TGCAGTGATGGCAGGAAGAGAGCATCCGGGAACATTCATCCACTCTGCATTAGAAGAACACACCTAAGAATTTC[A/G]TAACTAGCTAAGTAATACTTCAAGTAGAATGGCAAATA A G 0.69 0.49 0.34 0.39 0.36 0.36 0.09 0.34 0.43 0.48 0.40 0.063 0.059 0.000 0.001 0.0014
rs2238070 12 2.33CAGATGGCCTCTTAGTCCTGTAAGGTCTGTGGCCCCAGCCAGTGGAAAGGGTTATA[A/C]AAAGGACTAGCATTCTGAGAAGAGGGAGACACCAGCAAAAATGCAGAGGTGAAA A C 0.21 0.54 0.57 0.46 0.54 0.41 0.57 0.38 0.46 0.53 0.51 0.055 0.003 0.016 0.007 0.0000 1
rs1420725 12 2.62TACGAGCTTTCTGGAAAGAACCCCAGCAGCAGGTTGCTGAGCCTGTAGGAA[C/G]TGAAGTGTCAGACACTGGCCAGGTACAATCAGTTGTCTGGCCACAACAAAAGGTGTGCT C G 0.62 0.23 0.25 0.28 0.25 0.36 0.16 0.31 0.39 0.28 0.25 0.089 0.004 0.003 0.014 0.0000
rs537938 12 3.26 CCCACAAAACACGAATCCTGATAATGCCAACGGTTCTGTCCTCCTGTTCCCG[A/G]TTTGTGTGTTACTTAAGGTGAACAGAGGAGTGACTGGTGCTGGGTGGCCGTGTCTCAG A G 0.35 0.60 0.56 0.54 0.55 0.77 0.78 0.73 0.58 0.56 0.67 0.013 0.057 0.021 0.041 0.0081 1 1 1
rs990949 12 3.36CAAGAGCCAGGGCGGCCCTGAGTCCCAGACAAAGAGCAGCACGAAAACTTGGTCT[A/G]ACCCTTGTCCAGGCTCACAGTCCTGTTGTGACCTTGGGCACTGCCTCCTCTCTCC A G 0.26 0.79 0.72 0.67 0.68 0.82 0.98 0.69 0.79 0.67 0.69 0.124 0.064 0.002 0.001 0.0010
rs887358 12 3.45TCACTTCTATATACAGTAGAAAGTTCTTGAAAGCATCACCTGCATGCACTGTCTTT[A/G]TGTTCCCCTCCCTCACTTCTCATCCCTCACAATCTGACTTTCACAGCTCCCCTCTCC A G 0.88 0.68 0.67 0.63 0.59 0.68 0.94 0.88 0.61 0.73 0.66 0.013 0.033 0.029 0.002 0.0003
rs4766200 12 4.02CCCCTGGTTCAGTGTGTGTGCACTTACCGCAGTGCCCTTTTTAATAGAGCTGGCT[A/G]CAGTGATGGGATCACTTCTCTGTTCTGAACATGAAGCTTTGGGCAAACAGCCTGGAC A G 0.95 0.87 0.86 0.81 0.93 0.45 0.53 0.82 0.73 0.86 0.84 0.013 0.070 0.003 0.097 0.0000 1
rs2532536 12 4.07GCTGAGAGGGGAACCGAAACATAAGTCAGGCCTCTGCTCCTGACATAGGGCCTCATGC[A/G]TAAGTCGCAGTAAACTTCAAATTATAACAGTCCCCATCTCTAAATAAAATACAA A G 0.79 0.99 1.00 1.00 1.00 1.00 1.00 0.99 1.00 1.00 0.99 0.081 0.000 0.006 0.000 0.0020
rs1860345 12 4.78TAAGGAGTGACATGTGCTAGTCTCTACATCAGTTTTGAATATGGATTTCTGCAATTC[A/G]GAGACTTAAAAACCCAAAAGACAAATTATCTGCCTCTATCCCATAGCACGACATAC A G 0.74 0.76 0.72 0.71 0.75 0.64 0.85 0.76 0.64 0.77 0.73 0.000 0.006 0.000 0.010 0.0008 1
rs2109423 12 4.89 TTGCATTTCTTGGAGATTATTCTGGCTACTAGAAACAAGACACAAGGTTGGAG[A/G]TTACTAAGTAGCATAAGCAATGTTGGCTTAGATGAGGGAGACTGTGGTGAGCTTGTAA A G 0.43 0.48 0.52 0.49 0.48 0.55 0.54 0.53 0.43 0.58 0.50 0.001 0.006 0.002 0.005 0.0006
rs248881 12 5.08ATCCCTATTGGTTCAGAGGCAAACTCTACCTACTTCAGGTGACCTAA[A/G]AAAAATCACAGGAGCTGATCTAATTGAATATCCTCCCCGGGCTGATAGACAAGGCCACACAACAA A G 0.38 0.58 0.65 0.62 0.52 0.41 0.64 0.72 0.64 0.57 0.56 0.031 0.001 0.028 0.012 0.0081 1 1
rs617022 12 5.17AAGCCACAAGGCATTTTAATTTTCCTGTTATCTCTTAAACTTCTCAGCATGTTTTCT[A/G]TGGAAGATTCAGCACTTTGAAGTTTTCCATATATTCTTTTTGGAAGCTCGCATTTCTA A G 0.74 0.61 0.61 0.59 0.70 0.68 0.72 0.68 0.61 0.60 0.64 0.011 0.004 0.016 0.004 0.0004
rs1558776 12 5.58ACCCACGAGACAACTAAGTAGAGATGTCCAGTAGGCAACTGCATATCTGTGCCTAGAGCCCTGGAAC[A/G]ATCTGGGACTGATGGAGATCTGAGAATCATCGTGGAAAGAGCG A G 0.48 0.43 0.39 0.44 0.54 0.55 0.47 0.43 0.42 0.44 0.48 0.006 0.006 0.001 0.017 0.0017 1
rs1558507 12 5.62CTACGGGAGGCGCTGCTGTGAAGTGGCTTAAGGCACAGAATGTGGTAAAAGACAA[A/G]CCTCCTTTTGACCTAGTTGGAAGAGATTGACCACAAACATGGAATATACCCAGTGC A G 0.79 0.74 0.77 0.70 0.73 0.95 0.57 0.83 0.82 0.72 0.70 0.003 0.016 0.010 0.049 0.0001
rs417664 12 5.66AGGACCTTGTCTCCTGGGACACTCTGCTTTGGCCTCATCCTGGTGGGATATTG[A/G]CTGCACCTTGGGCACTCTGCCCTTCCCCAAATCTTCTGTCCAGTGACCTTGATGTCAC A G 0.83 0.38 0.42 0.32 0.38 0.41 0.41 0.34 0.46 0.43 0.40 0.083 0.001 0.003 0.000 0.0003
rs917857 12 5.95CTCTGGACGGTCTCAACACTCCTGAGACTTGGCTCAACCCCACCCAGTCTCCAC[A/G]AGACCTACTGATATCACCGCCCACCTCCCAGCAGTGTGCAGTGAGCTGTCTCCAGGC A G 0.10 0.46 0.40 0.41 0.41 0.27 0.21 0.40 0.25 0.47 0.46 0.049 0.008 0.002 0.002 0.0019
rs216889 12 5.97ATGAGACTGAGGCTCAATGGCATGAGGTGATAAAGCTGGGATTTATATTCATA[A/G]CATCAGTCATCCTATAGTGTCCTAGCCCTGCCATTGACCTCACTGGAACTGTGAGCTGA A G 0.40 0.49 0.48 0.43 0.48 0.45 0.41 0.52 0.39 0.54 0.45 0.007 0.010 0.001 0.003 0.0005
rs216896 12 5.97GGAGGCAGTATTGTGTAATGGCCTTGCATTCAGATAGCTCTTGGTTCAAATCCTGC[A/G]TCTGTCATGTATTATCTGTGGGATTAAACATCAAAGTGTTGTTACCACATTATTATT A G 0.38 0.51 0.51 0.57 0.52 0.55 0.60 0.48 0.61 0.46 0.53 0.005 0.010 0.001 0.003 0.0002
rs216293 12 6.02ATTTAGTCACAGACTCTAGGGGACCAAAGGACAGTGTGGAAGGTAGGTCCATT[A/C]TCTCCTTCACTAATCATCTCTTTGCTTTTCCTACCTTCGAGGCAAAAGGAGCCTATCCT A C 0.24 0.53 0.56 0.45 0.50 0.64 0.91 0.56 0.39 0.59 0.55 0.059 0.083 0.001 0.003 0.0000
rs797773 12 6.18AATCTGCTAGGAGGCTGTGGAGTAGTTCAGGTGAGAGAAGAATGAATGAAGGC[A/G]GGGCAATGGGATAAAGCCTAGAGAAGGCAGGGCAAAACCCCATGAGGTGTCAGGCC A G 0.07 0.39 0.44 0.40 0.50 0.41 0.65 0.40 0.38 0.51 0.48 0.077 0.035 0.000 0.000 0.0005 1
rs740839 12 6.21 CCCTCCCGAGTTCACGGGAATAAGTGCCACAATGGAATTCCATTTGCCACAC[A/G]CTGTACTTCTTTGCCCCAGAGGGGAGTGGGTGTGTAAGCTGTGCTGTGGTTGTGTAAG A G 0.90 0.51 0.54 0.54 0.54 0.41 0.12 0.52 0.57 0.68 0.63 0.118 0.068 0.006 0.000 0.0039 1
rs1349411 12 7.28ATCTCTTCTTTGGAATCTGTGTCTTACGGGTGGGAACAAGATTTTAAAGTTTCAGC[A/G]TATTAAGTTGTCTTGTCAAAGTTTGGAAATATTAAGCAATATTCTCTTACAGAAATTCA A G 0.55 0.49 0.46 0.41 0.46 0.91 0.94 0.74 0.35 0.47 0.42 0.003 0.126 0.032 0.114 0.0016 1
rs933552 12 7.98AGGCTTTTTTGGAGG[A/C]GGAATATCAACTATCAAATTCCTAATGCCCATTCATTTGTAGCTTGCAACCCTTTCAGTACTGGAGGTGGCAGGGTGGGTGAAGGACGCTTGGTAAA A C 0.69 0.63 0.60 0.66 0.63 0.59 0.65 0.65 0.50 0.57 0.61 0.012 0.006 0.004 0.003 0.0013 1
rs4883148 12 8.51GTATGGACTTTTATTTTTATTTTTCATTGTAATGATCATTTGAAAGGATGTTGTTAA[A/G]ATTGGAGCACTTTTATTTGCTGACATGGTATTATACAAAATAATTGTATTTTATCACATA A G 0.45 0.20 0.22 0.20 0.20 0.00 0.01 0.15 0.32 0.30 0.22 0.018 0.088 0.014 0.112 0.0018 1
rs4883169 12 8.62AAGACAAGTAGAGGAAAAGCAAGCATAAAGAAATTGAGGAAGAATAGTCAGGGTTA[A/G]GTTGTTTCCACTGTCTCTAGACAACCAGGGAGTGGCCCTTCCCACAGGAAACCAA A G 0.69 0.82 0.88 0.87 0.84 0.64 0.74 0.89 0.93 0.86 0.87 0.039 0.031 0.001 0.065 0.0004
rs2518144 12 8.65 GCTACATCCTTTTCACTGGACTTTGGTTATCTTCGCAATAAGGTATCAATTAAAGTC[A/G]GCTTTGCAAGCAGTTTAATGGTCAACTGTGAGTGCTTTTAGAGCCACCTGCTGATG A G 0.79 0.51 0.44 0.37 0.57 0.86 0.66 0.56 0.46 0.46 0.44 0.058 0.018 0.005 0.095 0.0000
rs226386 12 9.15AGAGCTAGATGGCTATAACTCATCTCCTCTACTCACCCTTTACTACTACCCCATTTG[A/C]CCTTTTTGTAGATAACTTAGGGTTTCCATAGATATCTTTTATTAGCTCCAATGCTCC A C 0.14 0.48 0.47 0.60 0.57 0.91 0.39 0.64 0.43 0.52 0.56 0.062 0.003 0.015 0.143 0.0055 1 1
rs226376 12 9.16CTTTTTATGGAGACAGGGTCCTACCATGTTGCTCAGGCTAGCCTCAAAGTCCTG[A/G]CCTCACGGGATCTTCCTATCTCGGCCCCGCAAAGTGTTAGGGTTACAGGCATGAACC A G 0.67 0.44 0.46 0.30 0.38 0.09 0.57 0.42 0.57 0.38 0.38 0.020 0.007 0.000 0.108 0.0035
rs1560011 12 9.71 TATGATGCTTTAGTAAGTGAAAAAAATGACTTTTGCCACAGTTAGGGAATATCA[A/G]GGTTTTATAACTTAGGACTTAAAAGTTTGGAGTTTTCTCCTCCCAACTTAAAAGGTAATC A G 0.33 0.42 0.43 0.48 0.36 0.18 0.17 0.39 0.36 0.48 0.49 0.007 0.049 0.005 0.046 0.0028 1
rs1870194 12 10.66AGGACTTCATGATACTGTACCTGAGAGGGAAACAAGAGAAACTGACTTCCTTGAC[A/G]AGGCAAATGTATGGGGAGCATGTCTCCTCTCCTCACAAACTTTAACAAACAACTCT A G 0.67 0.66 0.67 0.63 0.64 0.27 0.31 0.52 0.54 0.66 0.62 0.002 0.042 0.002 0.056 0.0005 1
rs1063193 12 10.89 AGGCCATCACCGCCATCCTCCCCCACCTCCTTTTCAAAATCAGCAACGACCACCCC[A/G]ACGAGGACACCGTCAACTCTCTCTACCCCGATTTCCTTCTGTCAGCCTGCAGGA A G 0.26 0.58 0.61 0.55 0.59 0.82 0.78 0.66 0.68 0.58 0.59 0.067 0.023 0.004 0.026 0.0002
rs916041 12 11.70ATAACCCTTTTTTGAGGAATTGTGGAGAAAATGTTACCCACCTGTCCCTCCTACCACCATGCA[A/G]TAAGTGTGGGCTACTTAATACTCTTGAAGCAAGAGTTTAGGTTTGGAGA A G 0.90 0.51 0.54 0.51 0.41 0.91 0.43 0.70 0.50 0.44 0.51 0.084 0.014 0.011 0.077 0.0002 1
rs732868 12 11.86 ATAAATGCAGTATACAACGAGGAGGCTTTCACCAAGAAATTAAAAGGGTACA[A/G]ATGTCTAGGAATGCAGGGGTTAAGACAAAAATGTACTGCAGGGAAAGAAATGTGAGCAG A G 0.62 0.51 0.50 0.46 0.39 0.50 0.40 0.39 0.61 0.48 0.52 0.010 0.004 0.015 0.000 0.0004
rs4763797 12 12.34TGACATATACATAAGAAAAACTCATTAATAATGAAAAGCAACCATACAAGAAATTTA[A/G]AGAAGCAGAGTGCCGAGGGAGTGGGGGCGGTGGGAGGCGGTAAGTGCTAAGCAT A G 0.55 0.68 0.63 0.63 0.68 0.86 0.95 0.64 0.65 0.59 0.64 0.004 0.098 0.000 0.039 0.0004 1
rs1548837 12 12.95GACATGGCCAGGCGCTCCTAATCTCAGACCCAAAGTGCAATTTTTGGCAGCCTGC[A/G]TGAGAAGGAGGGTGGGAGGAAAGGTGGCTAGAACCAAGGGTAGCAGCCTGGGGG A G 0.88 0.66 0.72 0.67 0.61 0.23 0.19 0.68 0.75 0.63 0.67 0.023 0.170 0.001 0.137 0.0020 1
rs1895056 12 14.03AAACTTCAGGCTCCAGCCTTTGGTACCGTGTTTGATCTGAAAGATGTTGCC[A/G]GATAAACATACTTTTTTTGTTGTTGTTGGCCAGGCAAGGCATAGGCTTTGCGTTTGCTGAT A G 0.95 0.67 0.70 0.74 0.66 1.00 0.91 0.84 0.61 0.73 0.76 0.083 0.062 0.040 0.152 0.0026 1
rs1861785 12 14.36 GAAACTGGAAAGCCTCAATAA[A/T]CGGAATATAGCAAGGGTTTTACTGCCATTTCTAAACAACAGATAGGATGAGTAAAACCACAAATATGGTCCAGTTACATAGCATAAGAAAT A T 0.79 0.55 0.60 0.65 0.63 0.64 0.44 0.59 0.73 0.60 0.56 0.019 0.029 0.000 0.000 0.0007

rs1600 12 14.55 GTGGCCTCCCTGTTTTTCGCTGGGACCGTTTCAACAAAACTCTACATCAGGGCATG[C/G]CAGAGGTCTACAACTTTGATTTTATTACCATGAAACCAATTTTGAAACTTGATATA C G 0.38 0.50 0.52 0.60 0.61 0.59 0.47 0.47 0.54 0.53 0.51 0.005 0.001 0.003 0.005 0.0003
rs993123 12 15.47 ATGGCCTGCTCCCCTTTCTTCATCTGGGAATATTCTCTTGCATTTTTAAGACT[A/C]AGCTCAGATGTTTTTCTTCTGGGATACCTTCATAACCTTATCAGAAGAGATAAGGTGACC A C 0.21 0.46 0.55 0.59 0.50 0.41 0.33 0.59 0.39 0.60 0.56 0.083 0.066 0.000 0.021 0.0003 1
rs1861577 12 16.46 GTGTGAGAAAGTCCCTAAGGAAGTAATAGTTGAAC[A/G]GAGGAAGAGCTAAGTGGGAGTGGAGCAGGAAGCATAGCATTGCAGGCAGAGGGAAAGGTACATTCAAAGGTTCC A G 0.31 0.49 0.49 0.49 0.45 0.00 0.23 0.36 0.32 0.43 0.50 0.017 0.030 0.007 0.196 0.0005 1
rs993694 12 16.49CTGAGTAGGCATTGGGAGTCATCTATGTATGGTAGTAGTTGAAAGACACTGTACA[A/G]GTTGTCGAGATATCCAATGAAGCTTATAAAAAGGCCAAAGAGAGAAAAATGTTAAAC A G 0.55 0.67 0.62 0.65 0.50 0.68 0.82 0.72 0.57 0.58 0.61 0.004 0.017 0.004 0.001 0.0003
rs992690 12 16.54 TTTCTCTCAATGCCTGTCAATTTCTGTTTCTTATTTTTGGTTAAACAAAGGAAAAG[A/C]GTGTGAACAGTGGGATCTGATTTCAAGACTAGCCCTTGAGAAGAAATTTCCTAAAAT A C 0.05 0.16 0.17 0.16 0.20 0.23 0.43 0.20 0.21 0.27 0.21 0.004 0.087 0.013 0.024 0.0025
rs1488080 12 16.84CCTGTCTGCTCCTCACTTCCCTGCTATCTGTTTAAATAACTTGGTTTAACATAATC[A/G]TCATTACTTTGCATATAACTTTCTCTCCCTTGCCTCCTTCTCTTTACATGTGTTCAACT A G 0.95 0.70 0.67 0.70 0.66 1.00 0.92 0.67 0.71 0.70 0.67 0.068 0.055 0.002 0.123 0.0002
rs1447410 12 18.53 GGGAGAAAATGGAAAATAAAAAAGCAAAAGTTTGGAATTAATTTTTAAATGGGAG[A/C]TATATAGACTCCAGTACACAGAGGATCCTTAAGGCATATAATAGGATAAGCAATGCA A C 0.31 0.41 0.39 0.40 0.52 0.09 0.03 0.28 0.29 0.46 0.39 0.004 0.111 0.009 0.060 0.0001 1
rs751082 12 19.42 GGAGCTGCTTCCCAGAGGCTTAGAAGCTTGCTCTGAAGTTCTTAGTGCTCACT[A/C]TCCTGGTGAGTTGATGGCTGTCTTAGTGCTCAGTGTCCTGTTGGGTTGATGGCTTTAC A C 0.17 0.18 0.17 0.24 0.20 0.23 0.10 0.28 0.23 0.27 0.23 0.003 0.000 0.031 0.014 0.0094 1 1 1
rs14132 12 19.57 GTAAAATACATGAAACAGCTTTCACTAAAATTTAATGTACTGGCTTATTA[C/G]CAAGATCAACATTGTCATATTAAAATGCAAGTTGTGTGGTCTAAGTTTAT C G 0.98 0.39 0.43 0.41 0.46 0.82 0.86 0.65 0.54 0.49 0.46 0.199 0.127 0.015 0.085 0.0000

rs1427979 12 20.23CATGGATTGAGGTTGGATATATCGGCCTTGCCATCTTAAAGCATACTCCAGTGGT[A/C]AATACTTATTTCAGAGTTCCTTACCGGGCTGACAGAGGCTTTGTTAGGCCTGTACTG A C 0.31 0.33 0.34 0.33 0.32 0.23 0.49 0.22 0.46 0.36 0.36 0.001 0.001 0.031 0.031 0.0006 1
rs2009625 12 22.22TGTTGCCAGGATTGCAAGAGAATGTTTATAGCCCTTTGAATTAGGGAGGCAAA[A/G]TGGCAGAGCAGGTGCAGGAGCAGAGCTGTGGCCCTCCTTCCTTTACCATCACGCACA A G 0.19 0.22 0.21 0.16 0.20 0.14 0.02 0.21 0.23 0.28 0.24 0.004 0.094 0.009 0.020 0.0002 1
rs575608 12 24.39ACCAGTTTCAAAATAAAATGGATACTCTAAAGTTTGCGATCTCCTAAGACACAG[A/G]GTCTTTGGAAATAAAGCCAAAATGTCATGATAATGCAGTCCCAAATTCTTGTATGTCTA A G 0.73 0.74 0.70 0.73 0.71 0.14 0.05 0.38 0.55 0.66 0.75 0.000 0.268 0.076 0.186 0.0009 1
rs1396208 12 24.45AACTGACACCCCCTCAGTGCCCTGTTTTCCCTTCCTTGCCAACAGTTTTCTAAC[A/G]CCATGAGTGAAGAGTATAGCTACTTGGCTGACTGGAGAAAGAAGCAAGATTCAAGGA A G 0.26 0.38 0.37 0.33 0.46 0.64 0.75 0.56 0.32 0.41 0.37 0.006 0.083 0.014 0.042 0.0001
rs1381802 12 25.75CCCTGGAAGTCTAATCTTTTACAAGACTCATTGAATCATATTCTGATTTTCAGT[A/G]TATTTAATTTTTCGTGTGCATATGTCAAAACCTCAGTGAGAGGATAACATTCCTGAAGGT A G 0.79 0.78 0.79 0.82 0.73 0.32 0.06 0.49 0.79 0.78 0.83 0.001 0.312 0.052 0.109 0.0015 1
rs1546550 12 26.11ACCCGCTTCATATGTATGATCTGTTGGTGTACACACCATGGGTAAGGTATTGCTTGCAC[A/C]TAATTTGCTCTGCATATTATGGACCATTGTGGTTCTTCCAGTCACTTAGATGGA A C 0.31 0.17 0.21 0.15 0.16 0.59 0.84 0.46 0.32 0.21 0.15 0.014 0.249 0.067 0.102 0.0044
rs875295 12 26.23TATAAGAAGAGAAAGAATGAGGACAAGATTGCCGAAGAGAAATTGCACAGAAAGATA[A/C]TGCATGGGAAGGGAAAACTGAATAGGAAAAGACGACAGGGCTAGGATACTGGC A C 0.86 0.70 0.68 0.66 0.84 0.59 0.89 0.63 0.64 0.72 0.77 0.025 0.034 0.000 0.004 0.0065 1 1
rs1151048 12 26.98CTTAAACTGACTTCAAGCTATTGACGTTTTTAGTATCTTGCCTTTCCCCACTGT[A/G]TTTGGTAATTGGTGCCTCTAGTTCTTGAACTTCTCCTGGATTCTCCAGTTCTGAACTTCT A G 0.36 0.50 0.47 0.50 0.52 0.86 0.48 0.53 0.39 0.48 0.50 0.004 0.000 0.004 0.090 0.0008 1
rs841603 12 27.20GTCTCCGGGGTTGCATGGCAGGCCTATTTACAAGAGGGATTAGTTGTTTTGAGGAA[A/G]AACAAAGGCCCCTTCTTATGCTCACTGAGGCTGCTCTTCTGTGGGAAATTTTGCT A G 0.30 0.53 0.62 0.61 0.68 0.09 0.20 0.38 0.54 0.48 0.59 0.082 0.129 0.051 0.213 0.0022
rs306657 12 27.59AATTAAAAAATTAGAAACAGCAGGTGAAAATATTTGCAGCAACTATGATAGAGGAT[A/T]CATAAGTGAAATACACGAACTAGAGTTTATGACAAATGAGAAAAATACTAATTCCCA A T 0.52 0.52 0.47 0.46 0.38 0.36 0.14 0.31 0.39 0.51 0.47 0.003 0.065 0.007 0.005 0.0001 1
rs1002422 12 27.68 TTCAAAAAGCAACAGGATTTACAGCAGT[A/G]TTTGACCGGAAGTGCCATCTAGTGGTTTATGGCAATCATTTCAGTTCCAGTTCCCGAATTAAATTGTGGAGTTGGGCCTTTAAC A G 0.88 0.57 0.63 0.59 0.54 0.86 0.92 0.76 0.38 0.60 0.61 0.047 0.069 0.005 0.039 0.0003
rs2043623 12 29.52AAAAGTCCTTATTACACAAATGTTTATACTCACCTGAGGGCAAAATGGTAAATCT[A/G]GCCTTGAAGCCTTGTAAACGATTTTTACCATCACTTTTAAAGTATATCACCGTCATGTT A G 0.64 0.53 0.57 0.49 0.54 0.25 0.15 0.44 0.54 0.58 0.52 0.001 0.107 0.018 0.061 0.0008 1
rs759890 12 29.72ATGGCCTGGCTTCAGGGTTCATTCCAGCATGCCCACAAAATGCTTCATTTGGCTGC[A/C]CGAGGGCATCATCTTCTATCAGTTTCTCATAGAGTGCTAGTTAGAAAATTGGTGAT A C 0.48 0.53 0.51 0.55 0.57 0.50 0.49 0.49 0.54 0.44 0.55 0.000 0.000 0.001 0.000 0.0034
rs1909160 12 30.04TTACTGGGATTTTTCTAAAGAGCTATTAAAGGTGAATGGTAATGATTCCCTGAAAGT[A/G]TTTCAGAGTAAAGTCACCAAGACTATGACTAAAACACAGGAATCACAACTTTGTTG A G 0.21 0.44 0.47 0.52 0.43 0.27 0.65 0.32 0.50 0.52 0.54 0.037 0.010 0.016 0.022 0.0037 1
rs1909148 12 30.06CAAAGTTTTTCAGCAGACATGTACATTTTCTGAAATGTAATTGAAGTAGTTGTCT[A/G]TGTTGATTTGCATAAAATGATTGTGTTTGATTATGTATCATTTTAACTAATCTTTCTTTTT A G 0.81 0.58 0.54 0.46 0.59 0.73 0.38 0.67 0.50 0.53 0.52 0.045 0.010 0.011 0.020 0.0003
rs581642 12 30.90AACTTTCCAGGTCAGTGCTTCAAATAGTGACCCACAGACTGGTTTCAGTCACTG[A/G]CTAACAGTGAAACAAGAACTACAAGAACAGAGTGGTGAGTTTGCACAAAGCTAAGCGT A G 0.60 0.41 0.43 0.35 0.38 0.55 0.21 0.39 0.39 0.32 0.41 0.017 0.013 0.000 0.011 0.0000 1
rs256722 12 30.91CTTCCAGCTCTTCCTGTCTATGACAACCAGATCTCCCTCTCAGGAATCTCAGGT[A/G]TTGTACCTTGGGGTTGCATGCCTTGTGTGTAATCTTCTCGGCATTCTGTTCTTATTTTTG A G 0.79 0.51 0.50 0.45 0.41 0.55 0.21 0.39 0.46 0.45 0.44 0.045 0.045 0.008 0.000 0.0024
rs1666228 12 31.92 AGGAAGTGGGCCTGCAAATTTCTTGACATTAGACAGTTTAACTAGAGGGAAAAA[A/G]AACATGCTTTATATTCATACATGTGACAGCATTAGAAAGCAGTAGCTTGCTGAACAGC A G 0.45 0.46 0.49 0.50 0.48 0.50 0.98 0.50 0.71 0.53 0.52 0.000 0.177 0.001 0.000 0.0003 1
rs325437 12 32.41GGCAACAGCTGTGATAAGGAGAGAACACTGAGCAGATGATGAAAACCACAACC[A/G]GACTACTGAGGTCTGGCACCATCAGAGGCCAGGTGGCTGGAGATGAAGCATTCCAGG A G 0.79 0.49 0.44 0.50 0.52 0.82 0.26 0.64 0.61 0.54 0.44 0.080 0.013 0.040 0.101 0.0000
rs904582 12 32.63 GCCTATGCCTGGAGTCCTGTAGCTACTGTCAGAAGCATTTCCATCACAGCT[A/G]TCTGTTGTGGGTGATGCAGGAGCTGTGGCAGTTTCATCTCTTTCTCCATTCACTATGTGC A G 0.67 0.32 0.40 0.40 0.23 0.14 0.31 0.44 0.21 0.44 0.41 0.024 0.008 0.000 0.058 0.0004
rs1473652 12 32.70 GTTCTCCAGTCTTCAAGCACATACATAGACATACACACAAATTCAGCAGATAGT[A/G]AAAAAAACCACAAGATGATCTTTCAGATGACATACATTTTTCCCACTTTTAAACATAAC A G 0.36 0.63 0.44 0.50 0.66 0.86 0.59 0.41 0.82 0.44 0.48 0.004 0.011 0.000 0.105 0.0001
rs1353933 12 33.04CTGCCAACTGTGCACGCAAGTAGCCTAAGCAATCTCTC[A/C]TAGGGGAGACAGAGCCCGCAGGTGGAGAGATAGGGAAGAGTATTGAGGTGGGAAGTTATCAACGTGCTCATT A C 0.69 0.42 0.45 0.38 0.43 0.23 0.21 0.29 0.46 0.45 0.41 0.027 0.033 0.004 0.025 0.0016 1
rs1846629 12 33.16TAGAAGATGTAGGAAAAAGTTGCTTTGCCAGGTGTTGGATGATG[A/G]GAAAGTTGCTATTATGTAGTAATTCAAAGACAGGCTCTCCCATAAGTACTTTAACCTTAGTTAACAGTC A G 0.35 0.82 0.85 0.84 0.66 0.09 0.32 0.48 0.81 0.76 0.79 0.113 0.129 0.046 0.285 0.0016
rs1705772 12 34.07ATATTAACAACCAAATTTACAGGCACACCTAAAACATCCCGAATTCTAAAATATATAT[A/G]TATTTTCCAAATCCTACAGGGTAATATGACTATGAAAGTGCACTAGGAATGTCAAT A G 0.79 0.58 0.59 0.60 0.64 0.09 0.15 0.34 0.62 0.61 0.57 0.027 0.116 0.026 0.143 0.0004 1
rs1511547 12 34.14TTCCTCCCCACTGGCTCTTCCAGGGCCCTGTGCAAGATTTCCCTGTTCTATTCCTA[A/G]TGAAGTCCTTGACACATAAACCAGCCCTTAAGGAAAAGCTGACAACGTTGCTAAAG A G 0.17 0.18 0.20 0.12 0.18 0.05 0.09 0.06 0.04 0.14 0.15 0.004 0.029 0.033 0.045 0.0038
rs1906260 12 36.89TAAAGAGGAATTTGTCAAGTCTCAACTAATTTAGGTTTAATTCATGCTTTAC[A/C]TGAAAATTTTGTGTTTAGGCTGCTGAAAGCTTCACAAGACCATTGTTAAGAGGCGAATGTC A C 0.90 0.68 0.60 0.52 0.67 0.95 0.89 0.79 0.50 0.60 0.62 0.052 0.046 0.011 0.081 0.0002 1
rs1843910 12 36.96AATGGTTTGGTGAACTGTTA[A/G]TCAAGTTACTCAACATACATGATAATGATAGAAAATTCTTATTTATATAATGTGAAACAAACTCTGCAAAATGCCATATATTCCTTATTTATTTCA A G 0.62 0.48 0.54 0.56 0.45 0.86 0.71 0.54 0.64 0.51 0.44 0.004 0.025 0.001 0.080 0.0079 1 1
rs956066 12 38.58AAAGGAGATTAGCTTTTTATGAACAAACATTTCCTGGAACGTAGTCAACAGTTT[A/G]TGTGCAACTCAACAGGGAATAAGATGCAACTCAATAAGGAATAAGGTAATGACTTCTTA A G 0.33 0.41 0.45 0.46 0.48 0.82 0.66 0.59 0.38 0.45 0.49 0.018 0.014 0.009 0.058 0.0002 1
rs1820545 12 39.10ATGAAAGTCTTACTCTTCTCAGCAATGGGCTTGCAAAGAAAATTAAAGCCGCCAAGTCCAGATTTG[A/G]GATACAAAGTTTGAGACCAACAGTTCAGCTGCTACTTTAACTATTC A G 0.64 0.60 0.60 0.57 0.57 0.64 0.40 0.63 0.46 0.51 0.51 0.004 0.011 0.000 0.006 0.0074 1 1 1
rs872168 12 40.45CTGTCAAGTTGGGCTATGATAAATTTGAAGAGAGTGAGTGAGACATAAAATGTTTG[A/C]GTAGTGGAGGGCAATATGAGTCTACTAAAGAAATGTGGTTGATTTTTGTTTGCCTG A C 0.14 0.59 0.49 0.43 0.57 0.45 0.42 0.42 0.73 0.46 0.49 0.076 0.002 0.000 0.000 0.0009 1
rs2061192 12 40.96GATACAGACACAAGAGAAAAGCAAATAACCAATTAGAATTGGCTGTGAGAGCCT[A/C]GTGTGGACAAATGCAACAGAAGCAGTTTCCACTGGAACTGAGGTTTGTTTATTCTGC A C 0.88 0.63 0.61 0.61 0.66 0.91 0.72 0.85 0.68 0.64 0.70 0.074 0.021 0.063 0.087 0.0070 1 1 1
rs871880 12 42.01TTGACTTTTATATTTTAAAAAGTTTTCCCCTTGCTAATTTAGAAGTTAGTTC[A/T]GCTATCTCTTTCTACGAGTAGTTAAACTTCATCATGTTGGTTACAATGGTGTGATGGTGTTTT A T 0.48 0.45 0.44 0.46 0.39 0.95 0.61 0.73 0.46 0.45 0.49 0.000 0.010 0.014 0.153 0.0008 1
rs1224438 12 43.68GTTAATGACTTTGCTTCATACTTCATTGAGAAGCCATAAATTGGGAAGACTCATCT[A/C]ACCATCCACTTGCCAACAAACCTGCATTTTCACTGCTCTTCTCTCTAAGTCCAGGGG A C 0.21 0.37 0.37 0.40 0.27 0.09 0.00 0.07 0.32 0.34 0.43 0.017 0.146 0.082 0.056 0.0017 1
rs1495042 12 43.72ATAAGTTCCCATCTTAAATAAACATGCAAGATAAAAGATATCTT[A/G]AATCTGTATCTTCAAATAAGTCATACGGAAAGTTCATGAAGTTTTCTCTGAATACATAATTTTAGTCATTT A G 0.17 0.51 0.50 0.50 0.70 0.50 0.32 0.78 0.50 0.57 0.45 0.072 0.027 0.029 0.001 0.0011
rs965125 12 44.01GTAGAACGTTTTTTCCAACAAAACGGTGCAAAAATATTGCAGAGATAGAAGACACTAG[A/G]TCAAATTTTTTTCATTTTTATCAAAATGCAAACTACAAAGTTCAAGAAAAACAGTA A G 0.29 0.55 0.54 0.54 0.61 0.50 0.67 0.24 0.58 0.48 0.61 0.022 0.014 0.039 0.000 0.0068 1 1
rs1012642 12 44.64CATCTAAAAGCAAAGTTTACAGTTTACTTCGGATTTCAGGATCAGGAATAAGT[A/G]TCTTCAGCCTTCTAACAGGCCATGCCTTATGCCTAGGCTGTCATACACATTCTAACATTT A G 0.19 0.48 0.45 0.41 0.46 0.50 0.39 0.52 0.58 0.53 0.44 0.040 0.003 0.010 0.001 0.0000 1
rs1444588 12 44.75GTGAGACATCAGAACACTTCCAAGGGTAATGAGACTTTGCCAGCTGGCATCACTC[A/G]TAACCCAGAGGATCTTGCAGGTAGATTTACTTTTGCTTTCCACTAGCATCTTTAAAC A G 0.55 0.49 0.46 0.44 0.55 0.18 0.67 0.58 0.39 0.45 0.41 0.005 0.032 0.023 0.039 0.0017
rs1492891 12 44.89AAAAATTAAGACCCTAGCCTCTTACTTAAAGAAGGGACATAGCATTTTGGGGGC[A/G]AAATTTACATGAGCCAACCTCATTAAAGATGTAGATAACCCTGGAAAATGTTGCAGCT A G 0.71 0.49 0.45 0.40 0.43 0.50 0.61 0.30 0.38 0.40 0.45 0.051 0.023 0.016 0.005 0.0015
rs739856 12 46.25ATGATTAAAGTTTCAGAAACAAGTTTGAGTTCTTACAGTGTAC[A/G]GCAATATGTAAGACTATTTTACAAAATGTGCTCATGGAAAGTAAAGAATACTAACACATTGGGTCTGTCC A G 0.88 0.42 0.52 0.52 0.50 0.91 0.97 0.67 0.57 0.51 0.66 0.071 0.122 0.000 0.068 0.0091 1 1 1
rs855272 12 46.30 ACATGGAGGCAGTGTAGGAACTGGATTGGGGCACTCAGGAGGACACAGAAGAT[A/T]GGCATAGGTCTGGGAATCCGGTGAGAGAGCTATCCAGGGTGGCATCAGAGACCTG A T 0.74 0.30 0.40 0.45 0.29 0.55 0.83 0.42 0.32 0.41 0.44 0.050 0.092 0.001 0.005 0.0001
rs1978161 12 46.75GAAGTTGTTTAAATAAAATGTATCAAATCATTTGCATCTTGAGGTAAGAAAAAAAGAATATCCTATTTGTGG[A/G]TTTAGTTTACTCACAGCATGGTTAACTGAATCATATGTATTT A G 0.62 0.63 0.58 0.60 0.71 0.14 0.24 0.60 0.71 0.65 0.60 0.000 0.051 0.001 0.111 0.0012 1
rs1542707 12 46.92TTTAATTCAAGATCTCCCATATGATTACAGTATCTCATCCCCTTATCTTTGTTT[A/G]TTTTTACCATCAGTACAATTTTTCAAGACAACATAAACAGCACTGTAGTTCACATTAACCA A G 0.90 0.66 0.66 0.68 0.63 0.91 0.73 0.60 0.64 0.60 0.73 0.037 0.001 0.002 0.040 0.0033
rs1107654 12 46.97 ATAACAGATCTTTTGATGAATATTCCATAACTGCCTGGTTACTTTCAGAGACTTAC[A/C]GTCTATTCCTATCTTACAGTCAATTCAAAGCTGGTTTCTGAGGCTGAATGCAGTGAT A C 0.88 0.66 0.65 0.68 0.61 0.91 0.73 0.63 0.64 0.60 0.73 0.028 0.001 0.001 0.040 0.0033
rs1471998 12 47.00GCACAATTGTTTGGAAGTGAGTCTGGGGAGCCTAGACCCAAGGGATCTCACTAGAG[A/G]AGCAGGAAAATCTCTCAGCAAGTAGCCTGAAAATATGAAGATCTGGTCTCCCTGG A G 0.05 0.17 0.22 0.23 0.14 0.27 0.15 0.04 0.08 0.18 0.20 0.034 0.010 0.042 0.000 0.0017
rs1565933 12 47.54TGGTCCTCATGCTGAGTTAGAGATTAGAGAGTTGATCTAGTCTTACCTTCTT[C/G]AGTGCGCTGTCCACTGTCTCTGGACGGCTGATGTCAAAACATAGTAATACTGCATCCGAG C G 0.36 0.43 0.41 0.54 0.36 0.55 0.67 0.48 0.29 0.48 0.43 0.001 0.036 0.000 0.009 0.0007 1
rs296736 12 48.63CTTGCCTGTGGATTTCAGTTTCCATGATGAGAACATGAATTCCAGAGAGAGT[A/G]TGACCTGCCGCACAGCTTACAATAGTAGTCAGGACTCACATTCTGATCTGGCCCCTAGTC A G 0.12 0.55 0.52 0.59 0.50 0.18 0.31 0.25 0.57 0.49 0.53 0.139 0.032 0.078 0.096 0.0000 1
rs7532 12 48.81 CCCACTGAACCCACCTTAGTTCCACATTTGGCTGCATCTTGAATTATGCC[A/G]ACTCCAGACTTCTCCTCCTTTTTTGCCCTTGGCTCTTGACACTCTAAACC A G 0.14 0.33 0.33 0.35 0.39 0.00 0.19 0.21 0.39 0.34 0.45 0.032 0.015 0.007 0.134 0.0069 1 1

rs1521516 12 49.34AATTCCCCTCAGGCAGTGACTTTTGTAAAAGCGGATAAAAAAGGTTTCCACTCCTTCT[A/G]AGCATTCTCAAGGTCTTTGCTGCATTCTCACATTTCACCCAAAGCCATAAGGGC A G 0.20 0.33 0.30 0.35 0.34 0.00 0.05 0.11 0.35 0.29 0.37 0.009 0.055 0.019 0.123 0.0012 1
rs868884 12 50.16TTTTCTCAGCCTTCATGCTGCTTATGGGGTTGATTGGCCAGGTGGAGAACTCC[A/G]GATGTCCTGATGAGCCACACTGGCATTCTCTCCTAGTGTCTGGCAGCCTCTTTCATAGA A G 0.60 0.54 0.53 0.56 0.52 0.59 0.29 0.57 0.71 0.50 0.57 0.011 0.017 0.007 0.010 0.0021 1
rs644524 12 51.22GATGCAGGGGACACATTGATCAAGACTTCCAAAGGTCGAGGAGGGGGTACTTGG[A/G]GGTAGAAGTAGCAATCCTGTTTAAAGTAAATCATGAACTTTGGAGCAAGGCATGGC A G 0.83 0.39 0.44 0.46 0.50 0.23 0.60 0.54 0.39 0.34 0.38 0.113 0.026 0.016 0.015 0.0011 1
rs894734 12 52.61CAAGAGCCAAGAAGTGTTAGCTAACATCCATTGACATTGATAAAGGGTGACAGAAC[A/G]CAAAAATGAAATTGTATTTCGCCTTTTAAAGAGTAAAGGATGGACTGGGATATGAT A G 0.67 0.33 0.36 0.46 0.50 0.36 0.01 0.52 0.60 0.41 0.32 0.048 0.116 0.007 0.000 0.0006 1
rs1867299 12 52.62 AAAGTTTGGGCTAAGGGCGCTAAAGGCGGCTGGGGAAGTCCGCTTGCTCTGA[A/G]CAATTCCCTCTTCTTTTGCTTGGTTCCCCAAGACCTTTCGCGCCTGCAAACGCAGTCT A G 0.79 0.24 0.29 0.41 0.45 0.23 0.09 0.65 0.31 0.38 0.27 0.140 0.030 0.044 0.002 0.0000
rs2279400 12 52.87 TCTCCCCATGCAACACCAACATTAGCAGATTGGCTGCTCCAGCTCTAGAATCTC[A/G]AGAAGTCTTGAGCCCACCTTTGACATTTAGACACCTGTGTTGGAAACAGCAAGGCTG A G 0.38 0.63 0.60 0.50 0.57 0.27 0.32 0.39 0.79 0.45 0.51 0.031 0.042 0.019 0.060 0.0067 1 1g

rs774033 12 55.11GGCAGGGACGCTTAGCTCAGGAGCGGAGTGCAGATTTTGCAGAACTGGAGGT[A/G]TTGCGCCAGCGAGAGATGGCAGAAAAGAAGACTCGAGCCCTCCAGCGAGGCAACAG A G 0.24 0.46 0.42 0.37 0.46 0.86 0.93 0.48 0.29 0.46 0.51 0.015 0.191 0.012 0.141 0.0047 1 1
rs10122 12 56.64 CATTGTGCTCATATATTTGAATAATACCGATCACGGTTTTCAAAGTCTCT[A/G]TGAGCATATCTTGCATAAGTCTTGTTATGTGGGATCCTTCCAAAAGGTTC A G 0.71 0.37 0.35 0.32 0.36 0.86 0.97 0.44 0.29 0.25 0.35 0.080 0.256 0.008 0.161 0.0001 1

rs1848125 12 56.81AAAGGGAATTTCTGTTTTAAAGGCCTGGCAATGGACAAACACAGCCTCATGTCTG[A/G]AAAATTCTGTTTTCTTCCTAGGAGCCAGAAATTAATTGGGTTATAGAGAAAACTTTTT A G 0.19 0.52 0.51 0.50 0.50 0.82 0.73 0.38 0.50 0.60 0.62 0.042 0.041 0.000 0.080 0.0047 1
rs990372 12 56.84TATCTCTAAAAGAGATGCCAAGGAGTAAAATGACTAAA[A/G]AAATTGCTTGCATAATTCTCTCTGTTCTATGAATATCATTAAAATGGAGAGGAGGAATTCCCTAGGGAAAAATCC A G 0.69 0.41 0.44 0.44 0.38 0.45 0.78 0.39 0.39 0.42 0.40 0.059 0.078 0.001 0.004 0.0001
rs1174596 12 57.05ATCTTCTTACAAAAACATATATATAGCAAGGATAGAACAAATAGACCTTTTTTTC[A/G]CCATTGAATTAAATTCTTAGCTACAGCAATTAGCAGTTGCCAAATGATCAATACCTGAA A G 0.90 0.59 0.51 0.61 0.46 0.73 0.31 0.67 0.61 0.45 0.56 0.132 0.022 0.019 0.034 0.0021
rs187991 12 58.25CATTGTTCTTTTATAGCACCATCTTTTTGCCAATGTGTTTTACCTTCTCTGGTC[A/G]GTTTGGATGGCTAGCTTTTCCAGTTATGATCTAAGGATTTCCCTTCCAGATGCTATTTAAT A G 0.14 0.38 0.34 0.35 0.46 0.14 0.60 0.14 0.42 0.36 0.33 0.025 0.032 0.027 0.026 0.0000 1
rs1000708 12 58.37 TTCTCAATTTGAAAGCATTAGATCATTAACTGGCACTAC[A/G]GAAGAGGAGTTAAAGAAAAATTCCTGGATACTTCTAGGAAGATTACATGGCCAAAGAATACCTTTCTGACTTTT A G 0.76 0.45 0.50 0.51 0.61 0.55 0.22 0.54 0.61 0.47 0.48 0.035 0.050 0.000 0.001 0.0000
rs1504464 12 59.03AAATGAACTCCTAAGATAATGCAGGCTGATATC[A/G]TAAAATGTCCTGGAGTTCCTGAAATTCTTCCTCTCAATGGTGAGGACTTTTAAAGAAAATGTTGCAGAATATACTCTTCT A G 0.07 0.49 0.51 0.52 0.59 0.45 0.64 0.41 0.68 0.52 0.49 0.118 0.018 0.001 0.000 0.0000 1
rs1393988 12 59.27ATTTTCCCTTAACTTTTTTCTTAACCTCCAAATGTGGGAACATTCCAAACCTC[A/G]GCTCCTGCATTTTGGTACTCACTTTTCAGGTGAGTGCAATCAATAAGTCAATGGCTCCCAA A G 0.60 0.64 0.61 0.68 0.61 0.50 0.40 0.69 0.75 0.58 0.57 0.000 0.008 0.013 0.002 0.0002
rs1503578 12 59.28TATAATAACTAAATTGAATTCACGTAAGTTAAGGCTCTTGGTTTCCAAACACAAATA[A/G]TGGCTTCAGTTTCCTTAAGTAAGAATTTTCTTACACCACAGAATCAAAGGAAAATCT A G 0.81 0.39 0.39 0.33 0.39 0.68 0.60 0.33 0.25 0.43 0.44 0.087 0.008 0.013 0.031 0.0005
rs1506918 12 59.89TTTCAAGGAAAACTAACTGCTAAAATGCTGGCATATC[A/G]TATTCTGTTACTCCATTCTTCTCCTTGCCCTTAAAATCAGGCCAACTTTCTCTGACTCTTCTTCTGTCTGGTTTATA A G 0.40 0.52 0.54 0.48 0.61 0.41 0.05 0.58 0.57 0.46 0.50 0.006 0.131 0.009 0.004 0.0001 1
rs2048822 12 60.06CCTCGTGCTATTAATAATGCTAATGAACCAAAACATACAAAAATATGGGACTTT[A/G]ATTCTTTTTTCACTGCAATGAAGATAGATGTAAATTGTGTCTTCTATGCAAACTTCGTCCC A G 0.19 0.55 0.56 0.56 0.61 0.70 0.91 0.33 0.57 0.54 0.52 0.083 0.098 0.020 0.012 0.0017
rs337514 12 61.54ACAACAACAACAACAAAAAAAGCATTTCCTCTTTGCAGTTACACTTGGCAGGGCT[A/G]AAAAATGAGCCTAAATTAGCTTATTAAACTGGCTAGAAACCCTAGGGAAAGGCTTAG A G 0.79 0.42 0.41 0.46 0.57 0.91 0.82 0.51 0.58 0.48 0.44 0.059 0.082 0.001 0.119 0.0000 1
rs1695105 12 62.88GATGTAAAATGCAGATAATAGATGAAAAGCAATGTGTGTTTTTCACATGAATAAC[A/G]ACATTTCACATGATAATCGGTTTCTCTCTTATAATGTCCAACCTAGTGTGGACTCTCTT A G 0.35 0.47 0.52 0.57 0.50 0.30 0.40 0.41 0.39 0.55 0.56 0.015 0.004 0.012 0.021 0.0017 1
rs1344945 12 63.96CCTTCCATCCAAATCCAGTTTAATTCTGCTAAATCAGATAGGTAGATCCAATTCA[A/G]TCTTCTCTGAGGTAAGATCAAAAGGTGATAACCCATTATAGGCTATTTCATCTGGAATG A G 0.71 0.73 0.72 0.67 0.71 0.73 0.38 0.71 0.68 0.78 0.73 0.000 0.042 0.000 0.001 0.0001 1
rs997188 12 64.12 TCAATATAGTGTCCCTGGAATATTCAGGCATAGGCTTTAGATAAGGAGTTCTTAA[A/C]CTGGGGTCCTTGAATTAAACTTAGAAGATCCATGAATTTCGATGGGAAAAAAATCCG A C 0.45 0.55 0.61 0.56 0.61 0.32 0.35 0.39 0.54 0.66 0.52 0.010 0.028 0.019 0.044 0.0027
rs1816562 12 64.96CCTGCTTATTCATTCTGGGGTAGCATCCATGTTCTATGGATTCATGGCCCTGT[A/G]GGAAATATCTGCAATTGTCCTTTTCCCTGTGCCAGCGTTTGCTGAGGTGTACAAGTCTTA A G 0.70 0.50 0.55 0.50 0.45 0.45 0.40 0.52 0.42 0.58 0.52 0.012 0.013 0.001 0.003 0.0001 1
rs961049 12 65.05 TCATGACATTAGGTAGTCTTTCAGTGTTCAAAAGACACCCACATTCAACACACACA[A/C]AATTACCACTCTTTGCTCTAAGCAGCTTTTGTAATGACCATATCTCCTCCCCAGCAC A C 0.40 0.46 0.43 0.45 0.52 0.91 0.68 0.54 0.61 0.40 0.45 0.000 0.039 0.015 0.149 0.0000
rs1493492 12 65.23AAAAATTGTGTGCATTATTTCAGGGGAATTCATGAATTCCCCCTGGGGTTTATCCAT[A/G]TACCCTACTTTAGAAACTCTGACCTAGAAGATCAGGTTTGAGCAATGTGACAATCA A G 0.63 0.68 0.72 0.68 0.80 0.68 0.52 0.78 0.62 0.76 0.77 0.003 0.021 0.000 0.001 0.0051
rs1480027 12 65.41ATTCTTGGGAAGAAAAGACACTAAGCAAGTGTGGAAAGCATAATTATTAACCTT[A/G]AAATAAAAGCTGTTTTTATCATTGTTGGTTAAATAACAAAGGGAGACTATAAGCCTACT A G 0.74 0.64 0.62 0.70 0.61 0.77 0.73 0.58 0.54 0.59 0.63 0.006 0.013 0.001 0.017 0.0000
rs1252269 12 65.55TTCTATGGTGTGTCTAGAGCACTGTACTTGTAGATTCTACTTGCCAGCCATGCATGA[A/C]AGTTCAGGTTACTGACCTAGACCTCTGCAGCCATATTCTGTGTTAGAATTATTCTA A C 0.71 0.10 0.11 0.06 0.09 0.00 0.00 0.16 0.14 0.18 0.19 0.267 0.022 0.010 0.022 0.0109 1 1
rs956004 12 65.66CAGGAGGACTCAGCTTTGCTGTACATGAGTCCTTCACATTTGCCTACATGGTGA[C/G]ACAGCCTACTGGAAAAGAAAGTAGTTTCTAAATGAGAAAGCAAAATGCCTAAATGTTA C G 0.25 0.52 0.50 0.59 0.48 0.05 0.44 0.33 0.39 0.46 0.44 0.064 0.010 0.058 0.200 0.0060
rs717078 12 66.42CTGGAATAATGCAAGAAAAATAATGAAAATGATCAACTTCTCTGCACCATACATAAG[A/C]AGGACTTGGAAGGAAACATTGAAGGGAGGAAAGGAAAGAGGGTAAAAGGAGTAG A C 0.31 0.24 0.26 0.30 0.29 0.18 0.28 0.24 0.36 0.32 0.28 0.000 0.000 0.003 0.008 0.0004 1
rs1871566 12 66.42TTCTCAAAGGTGAGGAGGCCAAATAATTTTACAAAGAAAATCAAAGTCTACTGTCT[A/G]ATGTTAGATTTTCTGTTTTTCTGTGATGTAAACTCCCTCTGTTACTCCAAAGCTTCAG A G 0.71 0.58 0.59 0.66 0.59 0.64 0.75 0.57 0.64 0.55 0.59 0.022 0.045 0.006 0.013 0.0001
rs1195817 12 67.62TCTAAATTAATACAATCTTTCTGGAGGGAAATCTGGGAATAGACATCAAAATTTT[A/G]TATGTGCCATTCCTTGCTAGAAATTTATGCTATAGAAGTAATTTGAAGATGTGTTGAGT A G 0.81 0.53 0.53 0.51 0.66 0.55 0.58 0.77 0.61 0.60 0.58 0.048 0.008 0.048 0.002 0.0010 1
rs472197 12 68.21ATCCTTTTTAAAAACTAAGAGAATTATACATCAGGTAACATAGTTCCTTTCTCCA[A/G]TTTCTTTAATTTTGAGTCTTTTGTATGGCATAGTAATTTTCTTATTCTTACTTTGATGTGT A G 0.88 0.49 0.51 0.57 0.46 0.68 0.20 0.63 0.46 0.51 0.42 0.102 0.029 0.027 0.031 0.0046 1 1
rs1057617 12 68.50 GACAGCAGACATTAGTGCAGGAGTTCAGGTGAAAGATGATAATAGCTTGG[A/G]CAGAGTGGTAGCAGTGGACATGGAGGGAGGTAGACAGATTTAAGATGTCTCGGA A G 0.40 0.65 0.68 0.70 0.73 0.59 0.73 0.59 0.73 0.63 0.58 0.017 0.008 0.000 0.000 0.0023
rs1240267 12 68.57CCCCAGATATTTCACAAGTCTAAGTAATGTGTTGACTTCTCAACATCTAGCCTACAT[A/C]TTTCTATTGTGTTGTGGAGTCAAATTAAAAGTCTAAAAAACACAAAGGGGAAAGGC A C 0.17 0.22 0.25 0.23 0.14 0.41 0.41 0.35 0.14 0.17 0.30 0.000 0.028 0.023 0.025 0.0021
rs1796337 12 69.83TTACGAATAATTTCATGATATTAGACTGATATTTACATGGGAATTTCTCCACTCA[A/G]ATGAGAATGATATACTCTAAACATTTGTTTCATTTTTAAAATGAAGTTTGAAGAAAAGAT A G 0.21 0.54 0.52 0.60 0.50 0.32 0.00 0.36 0.54 0.57 0.47 0.029 0.196 0.005 0.011 0.0008 1
rs1149007 12 70.32GTTTTTTTAAAGTATGTTTCTGTCTTTTCCTGCTTTATTCCCTGCTCTCATCATTA[A/G]GTTAAAAGTGGAACAAAGTGAGAGTTTTGAGGGACTAATTATTAGTTTAAAGTGAATG A G 0.21 0.63 0.63 0.66 0.61 0.23 0.59 0.50 0.50 0.71 0.74 0.092 0.000 0.005 0.000 0.0040 1
rs1149006 12 70.32GTTTCACAGAGGACCCCGTCTTCCACGAACTGTGATCTCGGTAAAAACAAAAATTTA[A/G]TGCTACTTTTATTCAAACAGTTATGATAAATTTCTATGAAGTTTAGCTGTCCTGTTT A G 0.79 0.33 0.31 0.29 0.34 0.77 0.41 0.46 0.46 0.23 0.22 0.119 0.015 0.019 0.137 0.0030
rs1149018 12 70.33GATATTTAATCCTTCCCGTGTTACTCCAGACTTTCACACATAACTCATATTATACTC[A/C]ATGATAGAGATTTGTGTCTTTTCTATCCCTCTGTGTTATACTTCTCAAAACTGCTTGT A C 0.21 0.63 0.63 0.66 0.61 0.23 0.61 0.50 0.50 0.71 0.74 0.092 0.003 0.016 0.099 0.0040
rs1149014 12 70.33 GTACACATACACATTTTTTAATACCCTCACAATAACCCTATGAATCAAGTTGACATT[A/G]TATACATTTTGTAGATGAAGTAAGAGTCATTTGAGTAGATTAAGTGACTTGCCTAAA A G 0.79 0.32 0.30 0.28 0.32 0.77 0.42 0.46 0.42 0.23 0.22 0.124 0.020 0.022 0.144 0.0026
rs1484828 12 70.91CTGCTCATATTAGCATGCACACCTTACCTC[A/G]TTCACTCCTGAGAATTTCTAAAGGGATTAGTGGTATTCCTTGCTGTTCACATTCTCATTCCCTTTAAACTCCGATATATACAAA A G 0.19 0.36 0.35 0.27 0.36 0.14 0.47 0.36 0.50 0.36 0.38 0.018 0.008 0.000 0.035 0.0007 1
rs1433251 12 71.36GGGACTGCAAGTGGACCTGATGTAGTGAAATGCAATGAGTTCCAGGAAGAGGAGC[A/G]GTGAGAAATGACCCTGGGGTGAGTATAGGAGGAGACAGGCAAAAGGAGCTCCTG A G 0.21 0.72 0.69 0.73 0.61 0.27 0.74 0.66 0.71 0.67 0.67 0.105 0.005 0.000 0.078 0.0009
rs1400142 12 71.73AACATAAATCAATACACTTTATTTGCCAACAATATCCATAAGCAAAAATAATCATTTC[A/G]CAATGAGAAATTTCCAAGGTCCAATAACACACTAAAAGTATTGTCATTTGTTATAAT A G 0.62 0.64 0.61 0.59 0.63 0.80 0.43 0.73 0.82 0.61 0.70 0.001 0.011 0.005 0.027 0.0033 1
rs1464492 12 72.83TTTGTTTAGGCCTAAAATCCCCCTCTCAGTTTTGGATACTCTTCTCAGTTTAA[A/T]CTGGGAAGATTATCTTGGGTGACTTGAGGGTTCATCAGATTCCAGGGCTGCAAGAACCTA A T 0.88 0.49 0.44 0.49 0.38 0.41 0.71 0.59 0.23 0.48 0.50 0.115 0.042 0.025 0.000 0.0022 1
rs1396226 12 73.59CCCTTTCCAACTTCTGAAACCTTTTCAACAAATCTCTAGAACTCAGACTACGTG[A/G]TAAGCAAAATACTTGATATCATTTACTTCTTCAGTCAACATTCCCTCATCTTGTTAATCTA A G 0.10 0.66 0.68 0.68 0.64 0.18 0.66 0.41 0.58 0.61 0.68 0.191 0.001 0.039 0.131 0.0000 1
rs2037581 12 75.30ACTCTCTTAATGATGACCATCAAGATAGGCAGGTTTAATGTATACTACTGCTT[C/G]CCTCTTTGTTAAATGGCATTAGAATGTTTAGCATGTTATATATTTTTTACTTCTTTCCTTCT C G 0.05 0.35 0.30 0.30 0.29 0.41 0.53 0.13 0.15 0.29 0.30 0.054 0.022 0.007 0.012 0.0001 1
rs1565728 12 75.93AGTACATTGAAAGAAATTGGGGTTTGAGACAAGGCTCATAAAATTCCTTTGATT[A/G]TCTTAGTTTTTGATTTATAGGGTGATAGCTCCATTACAATTATAGGTTCAAAGCCATCTC A G 0.12 0.50 0.50 0.50 0.39 0.23 0.55 0.50 0.54 0.39 0.37 0.098 0.000 0.001 0.052 0.0083 1 1 1
rs771633 12 76.09CAGGTTTTTCTTTTTACTCCAAAGAAAGCAGAGATTTTAGCACAGAAAACACGCATTATGAAGCACT[A/T]TGGGTTAAACGAAGGCTCCAACATACCCAGTAATTTATTGCAGGCA A T 0.48 0.29 0.31 0.28 0.32 0.45 0.42 0.40 0.43 0.29 0.35 0.011 0.003 0.004 0.011 0.0007
rs998070 12 76.87TCAGAGGGAAAGAGGCAGAAGAAGAGTAGATATAATTCAAAGAAACATAAGAAT[A/T]AGTATGGCCCTGTTGCCATTGTAAAGACTTTGACTTTTATTCCTGGAGAGAGGGGAA A T 0.81 0.60 0.58 0.68 0.63 0.73 0.52 0.65 0.68 0.57 0.52 0.022 0.006 0.000 0.009 0.0020 1
rs1351214 12 76.88 TCAATGAAAGTAGAGACGTGATGATTGTCTTTTACCCTTACTTCCAATCAGT[A/C]ACCAAATTCATTGTTCCAGTCCAACTTTCAGATCTGCAAGCATTAAACTGTTCATTCTCTTG A C 0.31 0.56 0.54 0.46 0.59 0.73 0.51 0.57 0.57 0.57 0.59 0.023 0.000 0.000 0.017 0.0014
rs1007729 12 76.90CATCACAGATCGTGGTGGAAAGAGGAAAATGATTAAACAATGTGGCTATGCCACTTATTTTGATAA[A/G]TAATTAGGACTTTAATTCCACAACAACATACCAAATGCTTTAAAAAAA A G 0.45 0.66 0.63 0.67 0.66 0.73 0.76 0.69 0.68 0.47 0.62 0.016 0.006 0.000 0.002 0.0000
rs770124 12 76.92GAAACATCTTCCAGAAGAGAATGGTGTTGGAATGACCACCATATATGACCTGAAG[A/C]AACCAAAGGATAAATTGTTGAAGGTCTCCATTGAAAGTGATGAACAGAATTAATGAA A C 0.60 0.57 0.53 0.49 0.59 0.59 0.47 0.41 0.58 0.48 0.51 0.005 0.001 0.007 0.004 0.0006
rs1020462 12 77.07CTTGGTGGACTTTTTCTTCCCAAAGGCTTGTTTGAAAGAACTTCTCAGCTGAAA[C/G]AAGGACAGAAATTACCCTTCTTGTCTATTTGCACTTGGAGAGCTTTTGCTTTGGGGCGT C G 0.67 0.66 0.59 0.63 0.59 0.55 0.18 0.39 0.64 0.63 0.52 0.002 0.114 0.014 0.002 0.0044
rs300510 12 77.09CTAAAATTTTTGTTTAGGAACCTTAGGAAAGTTAACAACATTCAATTTCACCACC[A/G]TCTACGGTCTAATGTGCCATAGTAATCAGCCTGAACACTCAGATATTAAAAAGGCATG A G 0.90 0.54 0.60 0.56 0.54 0.91 0.83 0.71 0.50 0.57 0.52 0.070 0.035 0.007 0.087 0.0045 1
rs1163016 12 79.55CCAAAAGAGGCTGACAGGAATTTTTTAGAGTTTCAAGGTGAATGGTCAAATTCA[A/G]GGCACTTCCTTCTTTAAGATTCCATGAATTTGCAAACCAAGTGGAGATCTTGAGTGCA A G 0.19 0.65 0.61 0.67 0.59 0.36 0.82 0.58 0.79 0.64 0.58 0.068 0.056 0.000 0.013 0.0000 1
rs2063239 12 81.78 CACTTCTGAATGTTGCTGGAGTTCACTGTTGCACTGAATGTGCCTAGCAGG[A/G]CACCATACAAGGGGACAAAGACAGCCAGTGCATTTGAACGAGGGCATGTTTAAGTAGGG A G 0.36 0.41 0.48 0.49 0.55 0.36 0.40 0.34 0.39 0.46 0.53 0.004 0.000 0.006 0.003 0.0018 1
rs1517815 12 82.09 TCCTGTCTTTTTGGGCTAAACCAACGTATAGCCTACATGT[A/G]TTGATTTATATCTCTGCCTGTAACTTCTGTCAACCTAAAATGTATAAAATCAAGCTGCAAACCAACCACCTTG A G 0.70 0.63 0.58 0.57 0.59 0.68 0.46 0.50 0.61 0.60 0.56 0.003 0.014 0.004 0.001 0.0003
rs1507213 12 84.03AAAGAAACTTCACTTACTATCTCCAAATGTTATTTTGCTACCTAAGGAATGTAGAC[A/G]CCATGCATCCAAACTCCCGCCTGTCATCGGTGGATGAACAATACATTTTTCAGCATT A G 0.19 0.52 0.54 0.44 0.52 0.55 0.52 0.58 0.61 0.47 0.44 0.079 0.000 0.002 0.000 0.0083 1 1 1
rs2404772 12 84.05CCTCACAGAAAGAAAAGGGTTGAAAATGGCAATCTAGAAACAATGGCTACAGTTCA[A/G]GGAGACTCTAAAATAAAAGGAAACACATATGCTTTGGTACTTTTGGAAAATTACAG A G 0.79 0.68 0.77 0.74 0.75 0.59 0.52 0.68 0.77 0.74 0.76 0.000 0.042 0.002 0.023 0.0010
rs1489347 12 85.76 TGTTGGTCCATCTGATTTATCCTGTTTCCATTTCTGGTAATCTCTTTACAGCCCAC[A/G]TCAGACTTCTAGCCCCAAATCTATTCATTTTTTATAGAGCATTCTCAGCCAAGCCTAC A G 0.83 0.49 0.44 0.46 0.48 0.86 0.17 0.48 0.46 0.52 0.42 0.075 0.040 0.000 0.105 0.0002 1
rs730538 12 85.79AGAGGCAGACTATAGTCTATCTCCAGACCACAATGGGGTTGAGAGCCACAGG[A/G]AACATCTGTTTTGCTACTCTCCATGGGAGTGGTTTCAAGGCATAACCTCGTCCTACAAC A G 0.14 0.35 0.41 0.39 0.36 0.14 0.81 0.40 0.36 0.32 0.40 0.030 0.109 0.002 0.035 0.0000
rs2061589 12 86.80 GCAAATGTAATTAAAGGACTAGGTTGAACCTGCATAAGATTTCATGTGACGG[A/G]GTTGTGTCAAGATGAAAGATGTAGCCATTCTGGTCCCAACTATAGCTTAGTGTCACCTGG A G 0.52 0.15 0.15 0.16 0.20 0.18 0.10 0.34 0.25 0.23 0.17 0.105 0.000 0.046 0.005 0.0003 1
rs1508595 12 87.49 TTAGACTGGTTAGTAAACCCCAGGCATTGTCATCATTGGCCGCATACACTACCC[A/G]CCCTCACCTATTTGTTTTTTTCTTTATTTTTGTTGGCAAATGCCAGACACTAATTTTCT A G 0.69 0.20 0.19 0.12 0.14 0.18 0.06 0.13 0.14 0.11 0.22 0.140 0.030 0.003 0.000 0.0009 1
rs1019206 12 87.89AAGATACACACAATGCAGTCAATTTATATAAATGTTAAAAACCTACGAGTTACTA[A/C]TTTTGGCTTAGAATCCAGTCTACCCTTCTCTCTTCCAACGAGAGAAGAGCCCATTGCCC A C 0.79 0.72 0.68 0.70 0.64 0.23 0.50 0.51 0.58 0.73 0.68 0.007 0.010 0.013 0.105 0.0000
rs1689419 12 88.30CGTGAACCGCTTAGGATGCCGATGGGAAACACCTAAAGGTAATCAGGCTCAGG[A/C]ATGACTCAGTCACCTGGCTCAAGTCATCTGTTGTTCTCACATCTCACATCTCTGCCTTC A C 0.17 0.38 0.49 0.48 0.39 0.09 0.24 0.23 0.35 0.40 0.40 0.045 0.029 0.033 0.082 0.0012 1
rs1401982 12 88.49 TGCAACTCTTGGTGTATAATGACAACTGTATTAACGAGATATGATTTACTCCCTG[A/G]ATAACTCCAAGAACATAGGACACAGAATAAAGAAGTAAACATCTCAAACCTTGATAAA A G 0.50 0.62 0.62 0.65 0.68 0.91 0.99 0.49 0.57 0.53 0.56 0.005 0.151 0.003 0.078 0.0024
rs1438985 12 89.04AAGATCCAGAAAAATGTGACAAATTCCA[A/C]AATCTGAGTTGTTTCATGAGGAAAGACAATCAAGACTACTATGAGATAACTCAAATTTTAGAATTACAAGGCAAGAAGTTTTAAG A C 0.33 0.13 0.24 0.22 0.23 0.18 0.32 0.19 0.08 0.18 0.19 0.011 0.008 0.001 0.000 0.0010 1
rs2051713 12 89.48ATTTTAAGAGCCAATTATATGCTATTTTTCCCTTTTTAGCGAACCACTCACTCC[A/G]GCATACTAGTTGATACTTCCTTGTATTTGAGATTGACGGTTATTTATCTTTTCTTTTTTCT A G 0.74 0.50 0.43 0.49 0.39 0.64 0.69 0.43 0.50 0.35 0.48 0.041 0.029 0.005 0.015 0.0017
rs2034954 12 90.35ATATTTAAGGTTGCTAAATGTTGACACAGTTGCCTATGTTACATGAACAAGCC[A/G]GAGAAAGTAGGCATGAGAGACCACTTTTATTAGTATGAAAAGAAGGCAATTGCACTGTA A G 0.64 0.49 0.57 0.48 0.48 0.59 0.52 0.67 0.50 0.51 0.49 0.005 0.000 0.017 0.001 0.0033 1
rs1489895 12 90.51AGATGAGTGACATCATCACTGGAATTTCAAGGCAGTAAAATTAGCTTTCTAAAATCACACCTGGTCAGACTC[A/G]GGCCTCTTCACACAATTTCTAGTTTCATCTCCGTCAATGAT A G 0.57 0.53 0.57 0.68 0.64 0.45 0.56 0.54 0.79 0.68 0.59 0.000 0.000 0.000 0.005 0.0000
rs337663 12 91.21GGGTATTAAGAAAGAAGGTCATCCAATTAACTAATTACTTCTTACATATCCTGGC[A/G]TACTAATCAAAATCAGTTGCTATCAGAAATCTGGGCTCAGAGAAAGCAGGCAATCCAA A G 0.38 0.48 0.48 0.44 0.46 0.41 0.85 0.55 0.61 0.45 0.49 0.007 0.069 0.001 0.004 0.0000 1
rs930248 12 92.21 TCACCAGGGAAACCTTTATGTAGACCCAATAGACAGTAAAGGCTACCTCCTGAA[A/G]AAAGAGCAGGCTGTTAGAAAAAAATAATCATAGCTACAAAACTTTTTCTTACCAGAGG A G 0.31 0.46 0.52 0.46 0.38 0.77 0.03 0.33 0.50 0.44 0.60 0.011 0.149 0.007 0.044 0.0073 1 1 1
rs1520724 12 93.37TATATGAAATTTTAAGACAAAAATAGGTTTGTCTACCACCAAGCCATATGACATATA[A/G]CTTTTTTTCCTTGACATTCTGAAATACAAGCTTATTCTTCTTACATTATTTCTGGCTC A G 0.50 0.52 0.59 0.49 0.57 0.50 0.64 0.51 0.67 0.61 0.53 0.000 0.016 0.000 0.000 0.0030 1
rs1107939 12 94.28 AGGACATTTTCTGTCTTGAGGTAATAATTATTTTGATAGACAACATTTATTATAGC[A/G]CCTACTAAGCTCTGAGTGTTGTATGAGAGCCTTAACTACAGGCTTTTAGTAGGTAGT A G 0.29 0.65 0.66 0.67 0.72 0.50 0.41 0.49 0.71 0.64 0.64 0.072 0.054 0.013 0.016 0.0003 1
rs1470106 12 95.31 TTCATGCAAGCGGAGTCTGCACATGCTGCTTTGAATGAAGGGTTTTAATTTTTT[A/T]CTTTGGTGTTTGCACACATTGGATTTATTTCAGATTACTCCATTTATGTGAATAAACAAA A T 0.62 0.49 0.45 0.49 0.48 0.68 0.74 0.38 0.50 0.55 0.47 0.011 0.044 0.003 0.025 0.0001 1
rs1012315 12 96.14TGCATTCAGCAGCACTACCCCCAAACACTATAACTCTTGGCATTAAAAAAACTG[A/G]TTATAGAAGCCTTGGCTACTCCATCTTTTTCATCTTTTCCATCTTGGACATTGGATTGAA A G 0.48 0.28 0.30 0.28 0.27 0.32 0.56 0.51 0.25 0.24 0.21 0.007 0.010 0.005 0.004 0.0062 1
rs1030048 12 96.16TTTACTGTCTGTGGCAGTATATTCAATCACCTATTCATTCACCTACCTATTTTT[C/G]TTTTTGAATTTTCATTTTTCCTGGTTCTTAACATCCACAAGTCTAGCAGCTACTGTTTCACC C G 0.21 0.45 0.49 0.57 0.45 0.41 0.59 0.52 0.46 0.38 0.34 0.027 0.008 0.000 0.001 0.0127 1 1
rs20508 12 96.59CCAGCATGCACACACCCAGTGATGATTCTTCTCCAATATTCAAGGTGAAGAATCCAG[A/G]GAAGAATTCCCCTCCTCATGGAAACCAAGAATGGGAAAATGGTTTTTCTATCTAG A G 0.88 0.76 0.72 0.69 0.68 0.50 0.79 0.58 0.82 0.74 0.76 0.030 0.008 0.006 0.016 0.0016

rs1492254 12 98.20GAATATTGAGTTTTTCTCTGTCCTTGTAACTGTAAAGAACCACTTTTTTCAGA[A/G]CTAAAATATTCCCACAATCCTCTATCCTATTGCTAGACAGCATCATTATGCTAGGGAAACA A G 0.74 0.41 0.35 0.35 0.36 0.64 0.23 0.29 0.57 0.40 0.37 0.114 0.005 0.000 0.063 0.0008 1
rs2063508 12 98.43GTCCTCTGACAGTACTATACTGTGAGGGTTATAATAGTCCCTACCTTTTAGAA[A/G]TGGTATGAAGCTGTGGATCTCAAGTGGGCCACTATGGGGTTGCTGAAAAGGGCTTGAAA A G 0.48 0.48 0.49 0.44 0.45 0.64 0.70 0.35 0.39 0.40 0.37 0.000 0.036 0.006 0.020 0.0066 1 1
rs35723 12 99.46CTGTCTTAGTTCATTCCGGCTGCTGTAAAAATAGACCATAAACTGGGTAGCTT[A/G]TAAACAACAGGAATTGATTCCTTACAGTTCTGGGAAGTCCAAGATGAAGGCACTGGCAG A G 0.81 0.43 0.40 0.48 0.45 0.73 0.95 0.57 0.68 0.40 0.32 0.072 0.175 0.012 0.051 0.0023 1

rs1849929 12 99.96ATTTTCCACTTACCCAATAGTTAGCAAATACTCTAGTAGGTAGATGAAATCAAAA[A/T]TTTCACAATCCATTATAAAAAGTGGATATAAGTCTCTTTAAACTAAATGAATAGCAAGG A T 0.07 0.19 0.27 0.34 0.14 0.50 0.22 0.38 0.15 0.26 0.28 0.046 0.000 0.007 0.027 0.0005 1
rs1544921 12 100.61CTTAACACTATGAGCAGAAAGTGTGAGTCAGTTAGCCAGTATGGTGGACTTA[C/G]GTTGTGGTAACAGGACAACTGTTTCTTCAGAAATGTTCTTCTTTTGCAAAAAAGCTTGAA C G 0.29 0.45 0.50 0.46 0.48 0.05 0.31 0.38 0.43 0.40 0.38 0.042 0.034 0.012 0.166 0.0070 1 1 1
rs10823 12 100.82 CACGTACTCTGCCCTCAAGGAGCTCCCAATCTAATTGTGCAGAGAGATGT[A/G]AAAATGAAGCATGAAACTCCATCGTGAGGAGCGCCGAGAACAAAAGTCTG A G 0.36 0.15 0.19 0.18 0.18 0.18 0.03 0.14 0.18 0.19 0.24 0.029 0.023 0.001 0.000 0.0038

rs1826734 12 101.65CCGTAGCACCAACACTGGGTATCGAGAAGGCTCAGAGGAGCAAAA[C/G]GTCACCATGGATTTGGAATTCTTCCCAAGGGGACCTGCCTTCAATGGGGCTGTGAAGCTTTGTTT C G 0.14 0.45 0.39 0.46 0.36 0.00 0.11 0.26 0.39 0.41 0.44 0.030 0.049 0.012 0.152 0.0007 1
rs703618 12 102.52CTGACCAGCACGGCCATGGCTTTCACCACTTTAAAGTCACGCCACCCAAGTTTTAT[A/G]TGTCTCTAGAGATTTGCTGAGACTGGTTAGCAAGTACCAAGGGCTCTTTCAATGAT A G 0.21 0.59 0.60 0.51 0.41 0.27 0.23 0.36 0.46 0.52 0.48 0.065 0.053 0.025 0.037 0.0091 1 1 1
rs1000295 12 102.81CCCTTTTATATTAGATACATGAAAACATTCAGGGCCTTGTTTGCTTTGCCATTTGGAAACAAC[A/G]CTCTCTACCTTAAGTTCCTGAATAGTGTGTGTAGGTCAATAGAAAAGGAAA A G 0.36 0.39 0.47 0.44 0.50 0.45 0.21 0.28 0.46 0.39 0.42 0.001 0.021 0.013 0.000 0.0005
rs1165678 12 102.82 TCATGAATTCCCACCATCATCTGCAGAAACGTCTACCCACAAGCAGTGGCTCT[A/G]TTTTGAAGGATATGTCTCTGTCTCAGTTCTCTCCAGGTGCAGCACCAACTCCCCACCA A G 0.71 0.63 0.54 0.57 0.55 0.95 0.89 0.88 0.64 0.61 0.55 0.031 0.107 0.124 0.172 0.0009
rs746035 12 103.49GACCAGCAATTATGCACATGAGTATATTCACCTCACATGTATCTTACAAGTGGC[A/G]TTAGGGAAGTTTGAGTAACCAAGGCCCAGACGGTGGCAGCTAACTTTTAGAGGGCAC A G 0.64 0.64 0.62 0.61 0.64 0.36 0.66 0.48 0.79 0.64 0.60 0.002 0.002 0.008 0.031 0.0000 1
rs9143 12 104.07GGCCTCAAAGCAGTGCTCATCACCTAACTGCACAAAGAAATGCTATTAGGTCCAATT[A/G]TGAGATAAGCTGAATTATAAATACACAATTTTCAGAACGACAGGCACTTAAAGCTC A G 0.57 0.47 0.45 0.43 0.45 0.41 0.67 0.38 0.43 0.53 0.46 0.013 0.010 0.006 0.000 0.0000 1

rs1922438 12 105.59AAAAGCAGCCACCAAATATTCCTGCCAGTGGGGTGGAATTGGCCTAAGGGTGT[C/G]AGGTGACGAAGGACCTTGTCACACCTTTGGCCCTAACCAACTGTGTGACCTTGGCCA C G 0.43 0.34 0.40 0.34 0.46 0.27 0.29 0.43 0.31 0.42 0.33 0.003 0.002 0.005 0.002 0.0052 1
rs2044304 12 105.69 GTTTAAGAGCTTTCATTTCCTCAACATGTGAATTTTCAGATTATTCATTATATCCTCCCC[A/C]CCAATCCTACATATTTGCAT A C 0.62 0.65 0.59 0.66 0.54 0.73 0.65 0.57 0.71 0.57 0.69 0.000 0.000 0.003 0.002 0.0071
rs1037013 12 105.72CTCTAGCGGAATTGAATCTTAAGAAGGTAAATGAGAGTGGCTAGGTCAGCATTTCT[A/G]GAAGTGGTTATGGTTGTTCATAAGAGATAGTGACTATTAGTATTGCCTCAGGAATT A G 0.43 0.64 0.52 0.60 0.46 0.73 0.63 0.51 0.57 0.53 0.65 0.010 0.002 0.003 0.013 0.0125 1 1
rs1863527 12 106.71GACCAGGATCCCAGAAGACATAGAGAGGTCTTCTCTGTGGACCACACAGAGAGGTCCATTCCTGATGACCAGGACCAG[A/G]ACCCAGGCCTAACTGCCTTCCTTGGGGCACTA A G 0.26 0.29 0.40 0.29 0.34 0.14 0.11 0.20 0.21 0.46 0.49 0.018 0.082 0.028 0.071 0.0018 1
rs715447 12 107.45 TCTCTTCATCTATGTATCTTTCTGCCATTCTCACACTGCCTTGATGATTGTAGCTGTATTGTA[C/G]GTTTTAGTATCAATCAGGTAGAGTGATTACTCCCACTTTATTCTTTTTTCAA C G 0.14 0.41 0.43 0.44 0.39 0.09 0.11 0.27 0.39 0.43 0.45 0.046 0.053 0.017 0.078 0.0003 1
rs246079 12 108.01TGTGTGTGTATGCATCATGGTGTCCTTTAGCAAATACAGTCTTAGCAGTGGAAATTGCTGGC[A/G]GTATGATAGGGACACTTGAAAATTGCATAGATAATTGCCAACTTGAAGGC A G 0.24 0.50 0.58 0.49 0.54 0.36 0.09 0.54 0.57 0.57 0.63 0.062 0.142 0.001 0.025 0.0007 1
rs1642031 12 108.02CTATAAATAAGTACTAGGTCAAGAGGCTTGAATCAATTCAGGTGCAGATCCTT[A/G]GCAGGAATACTTTGAAGGTGTTTTTCTGTTTTCTCTTGCATCACGTCAAGAACATAAAGT A G 0.24 0.51 0.59 0.49 0.50 0.45 0.67 0.52 0.57 0.58 0.66 0.065 0.002 0.002 0.011 0.0021
rs741402 12 108.05CTCACAACTGTGTTCCTGTTTTGGGAGTTCGCACTGGGTTCCCTCTGAACTG[A/G]AACACTCTCTTTCTCCCAACCCCTGAACCCAGACCTCCCACCAGGGCCAGCTTCACAGG A G 0.76 0.51 0.38 0.46 0.50 0.73 0.91 0.58 0.50 0.35 0.41 0.081 0.170 0.029 0.064 0.0003
rs2053242 12 108.22TGGGTGGGGGGGAGCTCTTCCTTTGTCCACAAAAGGGCCTTTTTAAATAGTTC[A/G]TTGCTCAACTGAGAATCCAAACTTGTACTTTTCACTGCAAACAGCTTTATCCTGCAAACA A G 0.21 0.47 0.45 0.48 0.54 0.55 0.35 0.58 0.64 0.40 0.42 0.034 0.005 0.019 0.006 0.0001
rs2058804 12 108.37TTTCCAGATTTTCTATAATGAATGGGTACTACAACTATAACTGGTAAAACACAA[A/G]CGTTATTTTTGTAAATGGGACTGGGAGTAAAGGGAGGCAGCTTGCAACAGCAGAAGCA A G 0.29 0.48 0.50 0.41 0.36 0.68 0.64 0.59 0.39 0.44 0.38 0.016 0.018 0.002 0.022 0.0047 1
rs1477136 12 108.53 GACGGATCTGACACCCGTGGTCTTGTCCACCCTCCTGCCTCCCCACACGGGT[A/G]CATCTGTCACCCTAAGCCCTCTCTGTCCTCAGGGGCAGCAGTGGCAGGGCCTTTCAT A G 0.24 0.40 0.42 0.45 0.41 0.50 0.11 0.28 0.32 0.34 0.47 0.021 0.057 0.013 0.005 0.0011
rs1861809 12 108.71GCTGAAGGGTTAGCTCTCTGGGCTGGGGCTTCAGCCTAGGAAGTGGAGCCCTAAAGCT[A/G]GGCTGGGGTGGAGCAGACCCCAAGAAGTAGAATCAGGACTACCAGCCCAGA A G 0.21 0.50 0.49 0.60 0.57 0.05 0.20 0.26 0.43 0.47 0.53 0.025 0.038 0.002 0.112 0.0036
rs1476470 12 109.68CCCCAAAATTCACTCATGCGCACCTGCCCCTGACACGTTTGCTGATTAATAAC[A/G]GCAGGGAGTTTGGGGATGGTGCGTTTTTCACCTTCTGGGAGCATCAGTGGCTTGAACA A G 0.62 0.55 0.46 0.49 0.48 0.18 0.72 0.52 0.54 0.42 0.58 0.006 0.030 0.000 0.058 0.0063 1 1
rs737280 12 110.61CTCCCAGCATGTATGGGGCTGAGATGATGGCCTGGACCTCGAGGAAACACAGGC[A/G]GGAGGAGGCATGAAGGCGCTGAAGGGAACCTCTCCACTCGATTCTCTTTGTATGAC A G 0.31 0.76 0.75 0.73 0.80 0.05 0.44 0.41 0.86 0.72 0.78 0.116 0.066 0.062 0.328 0.0005 1
rs233722 12 111.44CTTTTTCTCATAGATGGTGCGTTAGATTGGAAGGCCACCTTCCTGTGAAGGAA[A/G]GGAGAACCAACTCTTATTGAGTGCTGTCTATTGTGCTAATTATTATCCACATCTAAAGAT A G 0.31 0.64 0.58 0.60 0.57 0.41 0.60 0.72 0.79 0.51 0.65 0.017 0.008 0.026 0.002 0.0057 1 1
rs1863534 12 112.40GGAGAGAAGACCCAAAAAACATGTCCCCAAGAATCATATCCTACAGGGGTGGAAA[A/G]GGAGGGATTACAAACTCCCAAGCTCACACTATAGCCTGTTTCTCCCATAAAATGTG A G 0.02 0.33 0.30 0.34 0.36 0.27 0.00 0.33 0.21 0.32 0.31 0.089 0.035 0.000 0.000 0.0000 1
rs1920586 12 112.98ACCATCCCTGGAACTGGGAAGGGATAGTGTGCATACCTTCACGATTCATATACA[A/G]CCTAATCTTATATGGCTTTGTTCAACAGCCTCACCTAATTTCAGGAAAGTAGAGGTGT A G 0.26 0.46 0.46 0.54 0.43 0.45 0.14 0.28 0.29 0.42 0.41 0.047 0.097 0.036 0.006 0.0026 1
rs1920568 12 113.08CTCATTGAAAGAACTGACAACCACACAACAGCTTAAGATGGTTTTCAGAAAGGCA[C/G]GAAGGACATAACTTACAGTTCCTAGGAGACATGGCTTTGGGTCGGTAATCAATACCT C G 0.50 0.45 0.48 0.45 0.46 0.73 0.34 0.46 0.50 0.51 0.44 0.000 0.010 0.000 0.034 0.0006



rs2287570 12 113.87TCATCTCCTTTCATTTGTCAGATCAAATGTAGAATAAGGGAGGTTTAAGGCCCACC[A/G]TGAGTTTCCACAACAGCTAATATTTGGAGGAATTATAAGTTCTGGAATGACAGCCAC A G 0.57 0.43 0.45 0.40 0.57 0.50 0.16 0.31 0.43 0.33 0.51 0.003 0.068 0.015 0.000 0.0013 1
rs2141693 12 114.19CAATTCCATCTCGAAGGTTAATTCTCTACCTTGCTCTGCCCTCTTTGTGATGCAC[A/G]CAGACTATGAAACTCATGTTCCCTTACCCCGGCTTTCAGTTGGGTTTGACCAATGATA A G 0.50 0.92 0.96 0.90 0.96 0.91 0.93 0.97 0.86 0.93 0.92 0.164 0.016 0.000 0.017 0.0008
rs2008370 12 114.74CAGAAAGCAGAGAATTCTTCCCCCCCCCCCCCGCACCCAAAGAAAGGAGTGTAG[A/G]GCTGTGTAAAGAGGAAGGAAAAGAAAGAATTCTAAGAGCCAAGTCTAAGCACCACC A G 0.33 0.59 0.61 0.61 0.64 0.45 0.72 0.60 0.57 0.52 0.54 0.039 0.015 0.000 0.007 0.0019 1
rs1865788 12 114.76 TTATCCTTAGTAAAAATACCAGCTACTGTTTGTCAAGGGCTTGCTGAGGCCAG[A/G]CACTGGGCTTTACATCCTTTTGTTTGCTGTTGTTTAATGCCTGCAATAGCTCTGGGAAG A G 0.14 0.39 0.44 0.38 0.46 0.45 0.40 0.47 0.32 0.44 0.43 0.069 0.001 0.001 0.000 0.0001
rs4767387 12 115.05CACCACAGAGGTCCTCTGGGTGTTTCCACAGAGCAAAATTGAAAACAGGGCCAATAA[C/G]TAAGGTGCAATTAACAAAAAAAAAAAAAGTCTGACTGGCCCAGTCTTCGGCTTCG C G 0.31 0.05 0.04 0.04 0.04 0.36 0.68 0.14 0.04 0.03 0.02 0.062 0.233 0.010 0.082 0.0019
rs2657297 12 115.35TGTGGAGCGCTTTTCAATTGTCTCCATTCAGTTCCTCAAGTGGATCTCGTATGCC[A/G]AATGAGATCTTTATCATTTGTCACAGGGGTGATGCATGCTGGGCCTGCTACCGTGG A G 0.50 0.55 0.57 0.56 0.59 0.68 0.86 0.47 0.43 0.65 0.56 0.003 0.044 0.012 0.005 0.0003 1
rs728861 12 115.50 AAGATTTCAACAAATATTTGTGCCAAAACCCTTGCTGATGCTGGAGCTGGGGATA[A/G]GACTCGCAATCTAATCAGAGAGAAATGCTTCAGGCGGCAGCAACAGGGAGGCAGG A G 0.52 0.40 0.38 0.27 0.27 0.59 0.73 0.30 0.27 0.38 0.33 0.012 0.063 0.007 0.026 0.0018
rs903770 12 115.70 GGGCCTCTGTGGGGCACTTACAGTGCCCACTACAGGGGCTAACTGGAGGTTTTGC[A/G]GACCAAAAATGTATAGGCTGATTCAAGAAGGGTTTTCCAGGGCGCCAGATTATGA A G 0.17 0.75 0.75 0.76 0.79 0.45 0.90 0.46 0.75 0.71 0.69 0.196 0.007 0.094 0.060 0.0032
rs2393111 12 115.79CTGATGCTTGCCATCCATCCAAAAGTTGAGTCTCACTTCTAATGAAGAGTGGTAGC[A/G]GGTAGGTTACAGTACCCTGTACTCTTTAACACTCCCTTAGGGCCACTTCAAGACTC A G 0.36 0.85 0.89 0.87 0.84 0.77 0.95 0.80 0.82 0.85 0.84 0.163 0.004 0.007 0.012 0.0023
rs885487 12 115.95AGATCCTTGGAGCAGCACGAAGGCAGAAAAAACCAAGGCACAATTTATGCATTC[A/G]TTCAATCATTTATTCATTGCACATTTATTGAGCACCTACTATGTTCAGGGCTCTTGCTA A G 0.43 0.52 0.45 0.45 0.45 0.86 0.91 0.71 0.57 0.49 0.47 0.000 0.115 0.028 0.100 0.0000 1
rs1995257 12 116.27TAACAAGATCTCACTGGGGAGTCCTACCATATCCAATGGCTTCTGATCTAGCCCC[A/G]TGAGCCATCTTACTACGTTTACCTCTGGGTGTGAGTGACAACTGGCCCTAAGTAGAA A G 0.95 0.90 0.91 0.95 0.89 0.86 0.96 0.94 0.86 0.93 0.91 0.001 0.000 0.007 0.008 0.0000
rs1530541 12 116.64TAGAACCAGAAACTTCTCTTCTACTTCTCTCCCCATATTTCTCTCTACTCCCAAAA[A/G]ACAGATTGCACAGCACTATGCCCACAATGAGTGCCCACTGCATAAATACATGGAGCT A G 0.29 0.57 0.57 0.45 0.43 0.18 0.45 0.26 0.50 0.47 0.47 0.036 0.006 0.046 0.067 0.0055 1
rs714323 12 116.78 TGGGTGGGGACACAGCCAAACCATATCAATGCTGCTATGAACATTGGTGTACAA[A/G]TATCTGCTTTCAAATCCTAGAGTATATTCCTACAAATATTAATGCTGTTTCTAACCTGA A G 0.69 0.60 0.60 0.70 0.61 0.86 0.96 0.74 0.50 0.55 0.56 0.002 0.083 0.002 0.029 0.0004
rs4590911 12 116.97CGTAAAGGCAAAAGATGTCTTCTGCAAGTAGCAAATGAGTGATGCACACACCAATGCA[A/G]AGAGCTTGTTAATCAGCCTAAGAGAGCAGCATCTAAGTAGCAGGTGAGTAAGC A G 0.31 0.52 0.48 0.43 0.59 0.18 0.56 0.32 0.25 0.39 0.44 0.025 0.000 0.024 0.076 0.0015
rs404566 12 117.13 TTGTTGATACAATAACTTCCAAAACAAATATGGCCCATTCTACTGTGTTTCTTATT[A/T]TTCAGTATGGAATGCTCATTCACCATTAGACCACGTTTCTCTACCTGTACTCCTAGGA A T 0.28 0.40 0.39 0.48 0.41 0.23 0.30 0.40 0.39 0.40 0.46 0.004 0.001 0.007 0.009 0.0083 1 1g

rs7295288 12 117.27TATCCTCCTTAATCATGCACCAAATGAACAATATCCTCAATCACAAGTTTATTTCAAG[A/G]TTGTTTTTCCACCCAAGATCCATTCTATTCACTTGATTTTTAATGACTTTTATCTGC A G 0.69 0.87 0.84 0.89 0.84 1.00 1.00 0.96 0.86 0.78 0.77 0.010 0.080 0.041 0.080 0.0040
rs2730550 12 117.47 TTGAACTGCGTATAGGCCTTCGTTTTCAAACTTGGAAGAATGATATTGAGGTAA[A/T]TGGAAAGCATGTTCTTTCCCTGTTGGCATCTGTGATGGTTCATATTGAGTGTCAATTGA A T 0.62 0.75 0.80 0.77 0.66 0.50 0.49 0.61 0.75 0.72 0.78 0.032 0.084 0.031 0.079 0.0015 1
rs2730753 12 117.58AGTGTGGTCCTCCTGTGGGGCAGGTGATGGATAAACTATGTACACCGCTAGAAAAG[A/G]CAGTGCCAATTTGAGGGAGCTCTGAGTGCCACAGGTGGGAAACAGTGCTGTGG A G 0.33 0.52 0.44 0.40 0.52 0.50 0.75 0.57 0.39 0.55 0.51 0.014 0.030 0.001 0.000 0.0011
rs1568923 12 117.83GCGCTGTCCAAAGTGCTGAAACGTGGATTCCAAACGGGGGCGACACCCAGCTCC[C/G]GGCTCTGTCCGGGTGAAACCCAGAGAGGGGTGGGGTGGGAGAGATCGGAGTTCA C G 0.69 0.52 0.60 0.70 0.55 0.73 0.79 0.65 0.50 0.71 0.65 0.004 0.032 0.008 0.007 0.0010
rs1426626 12 118.10AATTTTGAAATTTTTGTTTCACTATCAAATCATTTTGTATTTTAAAAAAGGTGGAAA[A/G]GGCCTGGGGTCTTCACATTGTAGAAGAAAAGAGACTACTAGGGGATTTTAATGCAAA A G 0.36 0.38 0.42 0.35 0.36 0.77 0.91 0.21 0.36 0.47 0.42 0.001 0.140 0.032 0.069 0.0005
rs477467 12 118.34ACATTTATTACCCATCCCCTAGATCTCCTCCACCCCCAAGTCATCTCTTACACCA[A/G]GACCCAGAGAAACTAACCTCAAATGCAACCAGCAATATCATGCATCCATTGATAGATC A G 0.67 0.33 0.32 0.39 0.46 0.73 0.75 0.64 0.43 0.49 0.44 0.069 0.088 0.054 0.084 0.0068 1 1
rs4213 12 118.53ACCTGGGCTAGTGGGTACATCTGTGGCGACTCCCGGGAAACTGAGCTGCGTATA[A/C]AGAAGTCTGCTTTGGTCCAAAGGACATCTTCCTGACCCAGACTCAGAAGGCTGCTG A C 0.58 0.72 0.69 0.66 0.66 1.00 0.93 0.78 0.79 0.68 0.67 0.003 0.059 0.008 0.138 0.0001
rs2422 12 118.98CCCCTCCCCAGACTTGGGAACTGCCAGAGCTGTGAATCATTTTCATCTGACAGGG[A/G]TCAGATCCATTCAGACCTCACAATATTGAAAAGCCAAGCCAGACACACCACACTGG A G 0.53 0.59 0.62 0.62 0.68 0.32 0.91 0.66 0.46 0.55 0.55 0.002 0.077 0.008 0.031 0.0021 1

rs610694 12 119.72 ATTGCTAAATCTTAGGAGTACATTGTAGAGTTTGAGAGATAATGGAGGTTACCT[A/G]TGACTGACTCATGACTTAGGATGGATTATCACTCAAGCACTAATGTTTTAAAAAACGTT A G 0.45 0.52 0.50 0.54 0.45 0.41 0.86 0.53 0.61 0.52 0.55 0.005 0.050 0.000 0.010 0.0009 1
rs1179992 12 119.91GAATGGTGCGCCTCCCATCAAGACAGTGCCTTTCAATCAGTAGAAGAACTTTATTAT[A/G]ACATATGTTAAAGTACTTGAACACCCTCGAACCCATTCTTAAGAGAATACGCATTC A G 0.90 0.33 0.27 0.24 0.43 0.14 0.05 0.33 0.27 0.22 0.27 0.216 0.051 0.000 0.020 0.0000
rs169631 12 120.00ATTTTTAAGATGAGAAATGATGTTTAAATGCAGATGGAAATGGGACAGGAGAGAAA[C/G]GGAAGTTGATGGGATAAATGAAAATTATCATCATCATCTTCCTCACCATCACCAGCA C G 0.07 0.73 0.72 0.80 0.54 0.68 0.92 0.54 0.57 0.84 0.78 0.267 0.028 0.013 0.002 0.0016
rs1064951 12 120.29TCCGCTGCTCCGGACCCTGGATGTCCAGTGGGTGGAGGGACTAAAGGATGCCCA[A/G]ATGCGGGATCTCCTGTCCCCGCCCACAGACAACAGGCCAGGTGAGTTGCCAGGC A G 0.24 0.41 0.38 0.34 0.32 0.45 0.53 0.40 0.61 0.23 0.37 0.009 0.010 0.000 0.003 0.0000 1
rs1473553 12 121.42GGCCAGAATTCCAAGTG[A/C]TTTCTGTCACCCGCCGGCGGACCGAGAGTCTAGGGTTCGGGGCGCGCAGGCTGCCTCGGCGCAGACCTCTTCCCCTCAGGGAGGCCGTCTC A C 0.95 0.75 0.79 0.68 0.75 0.82 0.63 0.84 0.75 0.73 0.81 0.031 0.017 0.002 0.000 0.0004 1
rs1790094 12 122.02 AGCCTTCTCCCTCCTGCTCTGGGATGCAGCACTCTAACACACCTTGCTGGGG[A/G]CTTCCTTGCATTTCTGTGGCAATTCTCAGGTGTAGGCAGAGTTCTGTGACAACTGAGG A G 0.88 0.30 0.27 0.37 0.23 0.32 0.47 0.48 0.43 0.36 0.33 0.201 0.014 0.013 0.000 0.0017 1
rs989892 12 123.64AGCCTGCATGGACCCACGCACGTGTTTCTTCCAATGTTATTACCAAGCACGCCGAG[A/C]GAGATCTTCCCAGCTGTAAGTGGTAATTAATTTGTAGCTTTATGGCATATCTAGCC A C 0.74 0.49 0.57 0.54 0.57 0.86 0.92 0.54 0.25 0.53 0.53 0.021 0.082 0.000 0.062 0.0005 1
rs4765621 12 123.67 ACGTGTGATGTCCCTGAGCTCTTCCTACTGGGTACCTGAGTCACTTGTGAATTGC[A/G]TGTCCTCTTCCCCACTTCCTGCTCAGTCCACGAGGGCAGGAATCCTGTTGGATTAA A G 0.43 0.29 0.33 0.34 0.38 0.45 0.80 0.32 0.32 0.38 0.42 0.002 0.105 0.000 0.006 0.0067
rs2070628 12 123.75ATAGTTCAAAACCGGAGCTTCAGCTACTTAAGAAGATAGGTACATAAAACCGACCA[A/G]AGAAACTGACGCCTCACTTATCCCTCCCCTCACCAGAGGTCCGGCGCCTGTCGAT A G 0.81 0.99 1.00 0.99 0.98 0.64 0.46 0.93 1.00 1.00 0.98 0.071 0.237 0.024 0.146 0.0032
rs7132145 12 123.85TTCATCAGGGGAGCAGCTGGCGCGTTCTGGAGGCGAAACGAGCTTGCTTCCGTGTC[A/G]AAGCTTTTCTAGTTCTGTTTGATGCGTAAGCTTCAAGGCATCCGAAGSCCTTTG A G 0.24 0.11 0.16 0.20 0.25 0.27 0.33 0.38 0.07 0.15 0.23 0.015 0.022 0.068 0.021 0.0120 1 1
rs922873 12 123.88AGTTCCCATGGTGTTTCT[A/G]TGACTGTTATGCAAGTTGTTGGACTTAGTGCAAATTATAAAACATTAAATGTTCATTTTTGCCTCTAATTCTTTAGGAACTAGGTTGTGAATTTCAT A G 0.67 0.78 0.77 0.72 0.79 0.86 0.94 0.90 0.79 0.68 0.77 0.004 0.035 0.026 0.010 0.0001
rs2197777 12 124.18TTTGGATCAAAAGATAGAGGAGGGAGAAATGATTTTGAAGAATTAGCCTCATCT[A/G]AAGTTTTAGCTGCTGCCGCCACCAAGGGGCAATCTGTATTTTGACAATGTCGAGCAAT A G 0.64 0.68 0.68 0.72 0.75 0.77 0.53 0.54 0.86 0.71 0.60 0.000 0.004 0.006 0.011 0.0026 1
rs999702 12 124.27CATGCTCCCTCCCAGGCAGCCCCTCCTGAGTGGATGGTGGGTGCAAAGACATCTGT[A/C]TTGAATTTTAGGTGTTATCTGAGTCTCTCTCTTTTGTAGAAGCTTATAGCCAAATC A C 0.76 0.39 0.42 0.48 0.29 0.64 0.53 0.50 0.29 0.49 0.52 0.062 0.008 0.005 0.025 0.0049
rs6489020 12 124.65CCTTTTGACATAAAGTTAAGTGACTATATGTGAGGCCTTATTTGAGTTTTACACCT[A/G]CTTAAACATGTCTTCCCCACCTTCCTTCTCTCCTACCCTAATAGTACACTCTGGAAAA A G 0.63 0.49 0.48 0.55 0.61 0.59 0.82 0.59 0.57 0.60 0.59 0.008 0.053 0.000 0.002 0.0070 1 1
rs225553 12 124.79 TACTTACTTCTGTTGGTGAAAATTGGAATATAAGTGTTGCGGAAGCAAAGAAAAAGA[A/C]TTCTGATGGCAAAATATATCCTTACACTAACAACTGAAAGTCTTGCTGAAGAATCT A C 0.19 0.06 0.08 0.05 0.11 0.05 0.01 0.07 0.04 0.14 0.13 0.020 0.006 0.007 0.000 0.0055
rs918044 12 125.23ACACATCTGCAATTATATTTGGACGAACAAATGCTGAACATGTCCAGTTTCACT[C/G]CACTTCCCCAGCACCAACGTCCCCATCATTTACATGCAATTTCCGTCCCAGCATCAGCA C G 0.60 0.49 0.48 0.45 0.43 0.68 0.98 0.62 0.42 0.46 0.52 0.003 0.196 0.018 0.020 0.0024 1
rs2058290 12 125.43CAATGACACTTTTAATCAGTAGAACACATTACATGGCCACACAATTACAAAAATGGC[A/G]CAAATGCTGATATCAAGAAGGTCATCCTTGTAGTCATGGTCAGAGCTTAGCAAAAA A G 0.12 0.14 0.14 0.13 0.18 0.00 0.01 0.03 0.08 0.15 0.16 0.000 0.033 0.012 0.050 0.0001
rs7133178 12 125.57AACACACCTTATTCCCAGAGAGATTXGAAACATAATCACCAAAGTCAGATGAAAATAT[A/G]CCTTCAATCTGCAGCTCTGGAGAGTCATTCCATTCCACAGTCTCTCTGTGAAAAA A G 0.33 0.11 0.11 0.12 0.16 0.09 0.19 0.11 0.12 0.10 0.11 0.047 0.020 0.005 0.000 0.0000
rs1672299 12 125.78TCTTATTTAAGAAGCTTATAATGCTCCTATTTATGAATAACAGGCTATGTGGGG[A/G]ATATTTCCCACCACTTCACGAATTATTTTTTCCAGGTACTTTCTTGCAAAAATCCTACTTA A G 0.64 0.55 0.55 0.57 0.50 0.41 0.32 0.48 0.42 0.43 0.51 0.002 0.027 0.002 0.012 0.0010 1
rs6489151 12 125.92TGACAAAAAAAAATACTATTTGAAGAAGACACATTAAACCTGCAATGACCTAAATCA[A/G]TGCAGTTTGGGGTGCTTAGACATCACATAACATAATTGGGTAAAGAATAGGAGGA A G 0.69 0.67 0.64 0.66 0.61 1.00 0.83 0.78 0.75 0.65 0.67 0.003 0.017 0.006 0.140 0.0008
rs2712530 12 126.05ACTGCAAGAATTAGTGAAAGTTTTGACTTTCCAGGGGAGGAAAAGGGTGGCTCTTAG[A/G]AAAATAAAGTTTCACTCCAATGTGAAACAATGTGTGACTTTAGGAAATTCAAATAC A G 0.64 0.34 0.36 0.37 0.38 0.15 0.89 0.35 0.46 0.53 0.42 0.050 0.152 0.000 0.034 0.0026
rs1910780 12 126.23CCTACAAGGGATGCTTGGTCCTGTAAGATCAAATTTTCAATTTCTCTTTGGGCTGC[A/G]CTGTGATTTGTAACCAGAACTAGGGAACTGCTTCCAACACCTGCCAGGTTCTCAGC A G 0.60 0.76 0.76 0.65 0.79 0.50 0.52 0.60 0.79 0.59 0.66 0.007 0.016 0.002 0.024 0.0038
rs1388149 12 126.49TTCTGCTTACCCATAAAGACCATGGCTTTCAAAAAACGTTTAATTTCCCTTTTAC[C/G]CCTGACCACACACAGCACAGAAGCCTGGGGAGGGGCATCACTGCCCCCCAAGAGTG C G 0.24 0.24 0.34 0.39 0.30 0.14 0.54 0.39 0.32 0.35 0.34 0.008 0.018 0.000 0.029 0.0004 1
rs866781 12 126.71AACAAACAAACACTCCAAATTTTAAGAAGAGCATATTGTGGCCATTTTTGGAAAAGACA[A/G]TCTGCCATAGTAATAAGATTCATGATTGTCAGAGTTAACATTCATCACATGCTTC A G 0.24 0.01 0.00 0.00 0.00 0.05 0.00 0.03 0.00 0.01 0.00 0.091 0.000 0.018 0.016 0.0000
rs6489226 12 126.89GGATTTTACAGTTGGGAAAACTGAGGGTCGGAGTGTGTAAGTGGCTACCTTGTAA[C/G]TGGTGGATCTTGGACTGTGAGCCCAGCTCTGCAGATACCCAATTCCCATGCTACGT C G 0.07 0.47 0.50 0.52 0.43 0.41 0.16 0.54 0.50 0.50 0.50 0.152 0.090 0.000 0.012 0.0002
rs952093 12 127.20ATCAGAAACAATAAATACCTGTGGAACAAAATGCAGGCACAACCTCCAAACCCACCAC[A/G]GTGATTGTCATTCTACCTGCAATTTAACAGAATTTAAATTTAAAATTTTAAAAATT A G 0.79 0.89 0.87 0.90 0.82 0.68 0.67 0.91 0.92 0.86 0.83 0.002 0.011 0.002 0.014 0.0001 1
rs897978 12 127.34TGTGACTGGTTAAATGGGACTGAATGAGAAGTACTTGAGAGATCAGAGCAGATGGA[A/G]CATTCTATCTACATGTGTTTTCTATTCAAAGAAAGGGAGCATCCCGGCCCAAACTG A G 0.60 0.52 0.52 0.49 0.61 0.64 0.51 0.31 0.43 0.56 0.55 0.009 0.001 0.010 0.020 0.0004
rs7963526 12 127.59 CCTGGAAGGTGAGCTGTAATTACAGATCCTAGAATGTCATGTGATGATTTTTTACC[A/G]AGAACACACATTCCCCAGGTCCCAGGTTACTGACACATAAGTCTACTGTTTGGCTT A G 0.40 0.40 0.43 0.44 0.44 0.36 0.10 0.33 0.32 0.44 0.46 0.001 0.099 0.037 0.011 0.0001
rs1465727 12 127.76GACACACTGAGAAGGGAGAAACATCACTTCCCCCATATTCTTGATGTGCATGGAAT[A/G]TCTATTCATATACACAGAAGGGGGAAGAGGGAAAGAAGGAAGGTACAAGGAGAA A G 0.50 0.66 0.69 0.63 0.66 0.27 0.53 0.36 0.69 0.59 0.63 0.017 0.014 0.050 0.100 0.0013
rs621830 12 127.90CCCTTCCTCCTCAGATTAAGCTTACTTAATGGAAGCCTTCCCCTTAACCAGGTTTC[A/T]GCCAGTCATATTCCATACAGTTGATAACTCCAGTCTACTGGTAAGTAGACATTTTCC A T 0.19 0.23 0.22 0.28 0.30 0.32 0.23 0.25 0.27 0.33 0.26 0.003 0.001 0.001 0.004 0.0014
rs1486629 12 128.01TGGCTCCCAAGTTCAACCAAAGGAAACTATGACCAGTGTGTTCACTGGAAGGGAGC[A/G]CACATATGTTGGAATTACTCCAGACTCCACTTGATGTTTTGCAAGGGTGAGGAGT A G 0.71 0.67 0.64 0.63 0.71 0.50 0.31 0.78 0.82 0.76 0.68 0.006 0.035 0.026 0.006 0.0003
rs7134835 12 128.26AGACAGCAGGACATGAAGAGAGAAGGAGCTGCCATGCAGACCCTTCGAGAAAAATGA[A/G]TTCTTCCTCTGATTTGAGTTACAGGCAGCTGAACACAATCTCCATCTAATACAAA A G 1.00 0.64 0.66 0.74 0.61 0.41 0.49 0.78 0.75 0.68 0.62 0.131 0.018 0.006 0.040 0.0027 1
rs1543045 12 128.43 GCATTTCTCTGCACCTCCCAGTGCTTTAAAAGGTGTGAAGCACAGGCTTTACATCC[A/G]GCACAATGCCAATTTATTTTAGTCTGCAATACTGAGTATTGAGCAAGTAAAGGAAA A G 0.71 0.94 0.91 0.94 0.89 0.91 1.00 0.92 0.93 0.93 0.94 0.042 0.010 0.010 0.000 0.0013
rs896511 12 128.56 CAGAAATTCGGAGACGATGACTGGGGAGGTGTGTCTGGAGTGGAGGTCTAAT[A/G]TAGGAGGTACATCTGCAGCCCCTTTCTGTAAACCAGATTGTGCCAACGTCTCCCTAGA A G 0.40 0.65 0.54 0.60 0.64 0.36 0.10 0.54 0.42 0.60 0.66 0.009 0.113 0.000 0.013 0.0072 1 1g

rs2047709 12 128.71AGCAACTGAATAGAGGAATTTAATCCTATTTGTGTCACCCGCTGTGACACTGAGA[A/C]GTCACTAAACTGGAAAGTGATCTTTTATTGGTCTGTGATTGAGGTTGGTGGAAGGGA A C 0.52 0.79 0.88 0.85 0.84 0.36 0.80 0.97 0.73 0.84 0.86 0.069 0.008 0.017 0.168 0.0007
rs826716 12 128.89CCAAAGAGTTTTGTGTGGGTTTTGGGGTTGCTTTTCTCTGTTTGCTTTAATCAC[A/C]CTATGCCCGGCGTCTAGATCAGGGTCGGCATATGCATTCTCTGCATTCTCTGTCCCTG A C 0.31 0.24 0.24 0.26 0.27 0.05 0.28 0.19 0.29 0.26 0.26 0.010 0.012 0.000 0.023 0.0001
rs4760075 12 128.98GCCGGGGCCACAGGGTCAGTGGAAGCCGAGGCATTCCACACTCTGCTAGTTTAGAA[A/C]CACAGGCAATGAGACCCAAAGACCTGACCACTCAAGCCCTTCCATTGCTCTACA A C 0.17 0.23 0.25 0.30 0.18 0.73 0.78 0.26 0.32 0.26 0.28 0.002 0.181 0.002 0.132 0.0031
rs6486532 12 129.09CAGTCTGTGTCAGGTGTGCTCAGCCCAATACTCTTCCATTTTAGTGATTGGCAGGAA[A/G]GTCAGCCATAAAATGCTAAAAATGGGTCTGAAAATCCCAAGCTAAAGAATCATAG A G 0.79 0.56 0.63 0.46 0.71 1.00 1.00 0.76 0.64 0.64 0.61 0.008 0.146 0.007 0.146 0.0001 1
rs428715 12 129.09TTCATCCCCCCTGGGGCGAGGAAGATGTAAGAGACTGTTCTGGGGCCTCAATTT[A/G]GATCAGTGTTTGCATTCCTACTAGCTGAATTAGCTGGGATTCTGGAGTGTGGAGCCC A G 0.81 0.84 0.80 0.82 0.79 0.73 0.88 0.89 0.92 0.81 0.84 0.000 0.004 0.005 0.005 0.0013
rs1487602 12 129.46AGCCAGATCCTTGTACAACTGGGTGCAGCTAAAATCTCTTCTCCATCCCGTTC[A/G]TGCACAGTCTCCCATTTACATTGCTTTATGTTGTTGAAATTTTGACTTTAAGATTATTTAC A G 0.55 0.45 0.45 0.45 0.54 0.59 0.70 0.53 0.25 0.41 0.44 0.000 0.010 0.001 0.001 0.0010
rs1195569 12 129.58GATTTAGCATCCTATGGCTGCAAGAGATAGGAATTCTAGAAAATGATTCCCT[A/G]ATTGTCAAGACCTCACAAAGAGGTGGAAAAGAAACATCATCTCACGGTCAAGCGGAACC A G 0.48 0.54 0.51 0.52 0.39 0.41 0.35 0.25 0.71 0.53 0.51 0.000 0.009 0.032 0.002 0.0014
rs1545610 12 130.67 TTTTCCAGTTTAGCATGGCTTTAGGTTTTCTGAGAAGGTGTGAAGACTGTAC[A/C]GAGTCCTCCCAGCTCCTGTCCCGTTTCCCTGTCACTAACCTCTTTCATTACCACGGTACA A C 0.74 0.56 0.57 0.54 0.61 0.82 0.72 0.78 0.57 0.62 0.57 0.021 0.016 0.034 0.046 0.0000 1
rs737434 12 130.72CGATGCCTGTGAGCAGGCAGTGAGGGTGAGTCTTTAAAAACCGTATGGGCATTTTT[A/G]CCTCTGAATTATTCGCACTGCAGATCTTTTTTCTACTAGACTATCAGAATTTTTTCC A G 0.40 0.08 0.12 0.09 0.11 0.09 0.02 0.34 0.04 0.15 0.19 0.071 0.016 0.057 0.001 0.0048 1
rs1278601 12 131.74CTCCCCCCTGAGGCTGTCTTCTAGAGACTGGGGTTTCTTCATAGGTTTGAACAGT[A/G]GGAGATACCAGAGGTGGGAGGAGAAAAAGTTATTTATTACCGTTCCCTTCCTCCTG A G 0.31 0.48 0.48 0.52 0.43 0.41 0.31 0.41 0.32 0.47 0.51 0.019 0.025 0.006 0.007 0.0001 1
rs1278602 12 131.74 CAGAGGTAGTAAAAGACTTCATAAGTCTTTCTATTACTGAAGAGGAGCTTAGTAATAACT[A/G]CAAGTCTATTTATATATGTAGCAGATGGTAACAATCTCCAGA A G 0.29 0.48 0.48 0.52 0.43 0.41 0.31 0.41 0.35 0.47 0.51 0.024 0.023 0.006 0.007 0.0001
rs4758930 12 131.82CTGACAGGGCTCTGCCCTGCAGTTCCATGGTGTATGTGATTCTTTCTCTCACTGC[A/G]TGCAGACTCACCCAGAAGTCCACTCACTGCCTCTTCCCCTGGGGTCTCCCTCCCTG A G 0.29 0.03 0.04 0.02 0.04 0.00 0.00 0.00 0.04 0.04 0.02 0.054 0.013 0.013 0.013 0.0016
rs937538 12 131.85GTCATCTGCTATCTGATTAGGTGGTGGAGCTTCATCGTCAAAAGACCAATCTAAAAT[A/G]TGGATTCCTTCTTTTTCAACTGGAACTTTACCAAATGTAGCATCACAAACTCAAAC A G 0.43 0.57 0.57 0.51 0.54 0.77 0.84 0.44 0.46 0.60 0.55 0.017 0.029 0.013 0.013 0.0006
rs595241 12 131.89GAGAGACAAAAAAGAAAAAGCCCATTATACAAAATGGAAGAGGGCAAAAAAAGAG[A/G]AAATTCACTGGCCTGGTGAAAAGACATGAGACTGAAAAAAAAGTCCTTGTGAAGGA A G 0.19 0.51 0.48 0.43 0.48 0.77 0.81 0.44 0.46 0.53 0.44 0.068 0.031 0.005 0.025 0.0050 1
rs632610 12 131.90TCTCACAGGTGTCTTTTTTGTTCCC[A/G]TTGTTAGTTCTGTCTGGTCTCTGAATTTCATTTCTTTTTGTTTTTTCTTTCCTTTCTTTCTTCAAATGGACATACATTTCTATTGCCTGAA A G 0.81 0.49 0.51 0.57 0.52 0.20 0.19 0.55 0.57 0.47 0.56 0.068 0.033 0.005 0.033 0.0049
rs1025 12 131.92 AGATTGGAGAAAGCCAGAGATTAGCCCTCATTCCGCATCTGTCAACCAGGACAGAA[A/T]GCATGGACAAGGGATGAGCTTTACAAAGATGATGCACTTTGGAGATCAGAAAATT A T 0.21 0.44 0.40 0.41 0.46 0.77 0.81 0.44 0.42 0.40 0.41 0.032 0.065 0.001 0.056 0.0006

rs2270928 12 131.97GCCAGAACTTCTAGAGATAGTGGTCACTGGCCCTCCTCACAGGCCCTTCTTCCTGG[A/G]AAGACTGAGTTTATCTGGCCCCTGTTTCCCCACTGCCAGTCTTTACATTCCATTTG A G 0.14 0.33 0.28 0.35 0.43 0.09 0.17 0.28 0.33 0.27 0.30 0.006 0.001 0.007 0.012 0.0019
rs7960480 12 132.02TAATTTTTGTTACATTGTAGAAAGCTTTGTTTTTGTTTCAGTTTTGATTTCTCTG[A/G]ATGGTTTTAAGAACTGCTTCTTGTCCTGTTAAGGAATGATGTTCCCTCTCAGTTTATTTTT A G 0.40 0.35 0.32 0.39 0.46 0.09 0.17 0.28 0.35 0.30 0.32 0.010 0.002 0.004 0.017 0.0011
rs1838114 13 17.29ACCATGATTTTCCTTTGGAGACTCCAAATCCTCAGTCCAAATGACTTTATTCCACTT[A/G]TAACTCCATAGAAGCCATGAAATCCAGACCTCAGTACAGACGGTGACTTCCATGAA A G 0.63 0.41 0.47 0.55 0.36 0.91 0.63 0.41 0.46 0.48 0.38 0.014 0.018 0.000 0.125 0.0047 1 1
rs1867248 13 17.33GTGGGAGGAGGGTGGGCAGGTGACCATGTGTCCTGGGAGGAAAGTGGGTCTGCG[A/G]GTGGAGGACAGATGGCTCATGGTGGGATGACACTGTGTGAGCACAGAAAGGCTT A G 0.29 0.23 0.27 0.30 0.20 0.68 0.93 0.27 0.30 0.26 0.24 0.008 0.298 0.006 0.120 0.0001
rs1334958 13 17.34AGTGAGTCACACAAATTTTTTGGTTTTCCACTGCATATAAAAGTTACGTTTACACTAT[A/C]CTTCAGTCTATTGAGTGTGCAATATCATTATGTTTAAAAACCTAATTTAAAATACTTT A C 0.55 0.39 0.36 0.46 0.29 0.68 0.95 0.55 0.32 0.42 0.38 0.035 0.257 0.021 0.075 0.0007
rs1157025 13 17.35 TTTTAAGTCAGGGGCCACAGGATCTGTTCTTGTGAAACTTGGTTAGGATAAA[A/G]GAAAAAGGGGGCGCATTTGGCTCAGAACTCAAGAGGTGCTCCACAAGGGATGCCCCAG A G 0.67 0.55 0.53 0.56 0.45 0.86 0.98 0.70 0.43 0.52 0.58 0.022 0.204 0.027 0.105 0.0025
rs1974047 13 17.50GTCCAGAGGATTCATATCATGAAAGCAGGTCTTAGGACAGAGTCCTGGTGCATGTC[A/G]CTTTATAAGGCTTGGGTGATAAAGGAAAAAAGAGAAGCCCCAGATCTTCACTCTG A G 0.50 0.26 0.26 0.29 0.23 0.50 0.45 0.36 0.32 0.31 0.27 0.055 0.217 0.002 0.162 0.0008
rs2006655 13 17.54AGCACACTGCCAAGGGAACATTTTGAAAGGACACACACCACAGGTCCATTTAG[A/G]GAAAGGTAGCCACGGCCAGTTCACACCTGGCCTGGACAGCAAACCTGGTCTGCCCTG A G 0.14 0.21 0.20 0.21 0.20 0.41 0.44 0.31 0.25 0.24 0.21 0.001 0.038 0.008 0.034 0.0002
rs1572372 13 18.64CCATTAAAACTCCTTCTCAGAAGCAACCAAAGGAAAATTGTGGGTTTGTGTGT[A/G]TGTTGTTGTTTTGCTTGGAGTTTGTCTTGGAGTTGTTTGGAGGGGTCGTTTTTGCTTCTC A G 0.21 0.45 0.43 0.39 0.50 0.41 0.27 0.45 0.46 0.32 0.35 0.013 0.006 0.004 0.001 0.0033 1

rs7787 13 19.10 TTTTTTTTTTATCCTTCAGCAAGCCTCTTTTAATGATTTAAAAAAGAACT[A/T]CTAACTTTTACAAATAATTGTGTTCAGAGACAGACTTTCAATCTAAAGAA A T 0.67 0.50 0.47 0.46 0.40 0.59 0.91 0.73 0.46 0.48 0.57 0.016 0.097 0.047 0.003 0.0046 1
rs264729 13 20.00GCCAGCTTCCCACTCAGAGTAGGGGTGCCTTTTGAAATATCCTCAACAAATGGCC[A/G]ATCAGATTTTTCTTGAACATTTCCTGAGTGGAAAATGTAAGGCCTCCCAATGAAGCC A G 0.26 0.64 0.62 0.56 0.66 0.32 0.54 0.53 0.64 0.54 0.61 0.041 0.000 0.002 0.034 0.0005 1
rs955783 13 20.10GGTGACTCTTGAAGCTACTTTCTGGACAATTGGCGTTGAGGGAGGCAGGAGAG[A/T]GCTAATATTTACGGAGCATCTAGGAAAAATTGAACCTCCACTCGCTTATTTAAGGAGCT A T 0.29 0.48 0.39 0.34 0.50 0.20 0.05 0.30 0.58 0.44 0.42 0.002 0.087 0.004 0.014 0.0032
rs292476 13 20.83TGCTTATGTGGTTACCTGTGTCCCAAGGTGGGTCAGCCTGTGTTCAGGATCTCACA[A/G]AGTCTCTCATGAAAATAGTTGTGGGCTTCAGACTCATTCTTTGCTCCCAAATCAAA A G 0.62 0.76 0.80 0.83 0.89 0.55 0.30 0.65 0.68 0.83 0.84 0.018 0.100 0.022 0.026 0.0030 1
rs4132778 13 20.89 AXGAATTTTCTGCTGTTTGTTGTAXAGTACTGAAATGTTACGCTTGACTCTTCAAAG[A/G]GCAGGCAAAATCTTTTGGAGTATTTAAGGAATGAGGAAAGAAAAATATAACATCCT A G 0.93 0.84 0.93 0.87 0.95 0.95 0.99 0.76 0.92 0.91 0.91 0.001 0.018 0.014 0.000 0.0019
rs6490738 13 20.96GCAGCCCTCGGACAGCTCTGTCCTCTACTCCAGCAGGTGTAGACTTTGTCGTAGC[A/G]GAAAAGGCAGGGTGCTGAAATGTCTCCCAGTAATGAGCAACAAACAGTGTCTCCX A G 0.64 0.73 0.76 0.66 0.77 0.91 0.93 0.83 0.79 0.73 0.76 0.012 0.032 0.004 0.020 0.0004
rs475992 13 21.67CTTGCAAACAAGTTAGAAAAGTATATTTAACTGCTATGATAAAAGTACAACTTCT[A/G]TTGGAGGCATAGGCAAATAAATATAAAATCTTCCCAGGGTAATCTGGGATGATACCCC A G 0.55 0.38 0.43 0.48 0.50 0.14 0.15 0.41 0.32 0.40 0.40 0.008 0.043 0.001 0.054 0.0012 1
rs1008814 13 21.76CCGGGCCCTCTCTTTCCATCTTGCATTTCCTATGTAATGGCCAAAGACACTTGGTA[A/T]GCCTCTCCCCAAAACAGACTATGGCATACTTGGACATATGGAGGGATGACAGTGGC A T 0.48 0.42 0.51 0.49 0.55 0.86 0.56 0.65 0.64 0.52 0.54 0.001 0.002 0.002 0.080 0.0016
rs7322794 13 22.86ATTTCCCAAACATGCAAAATTTCACATCTATAAACTCCTCTGAAGTCTAGGACAC[A/G]AATCTCTGATCTTGGCCAAATCCCTGCATGCACAGATGAGGGAACACGGACCAAGAG A G 0.93 0.83 0.87 0.90 0.84 1.00 0.99 0.88 0.79 0.90 0.90 0.004 0.034 0.004 0.052 0.0010 1
rs8000533 13 22.99 AGCTTCCCGTGTGCXGATGTGGCCTCCCCACATGCCTGTGTGATCTCTGGGTTA[A/G]AGGCCATGTCTCTATAGTCAATTACATGCACAAAGCATTTATGGGTCATCTAATACC A G 0.45 0.43 0.42 0.37 0.43 0.27 0.22 0.40 0.36 0.42 0.43 0.000 0.041 0.020 0.031 0.0000
rs6490970 13 23.03ATACAAAGTTCAAATCTCAGTGGATATATTTCTGAGAAACTTTCTCTTCCTCCTTAT[A/G]CCCAGGAGTTTTATCTGGTTTGGGAGGAGCCATGCCTCTGACCTAGACAGGTTGTT A G 0.64 0.41 0.44 0.48 0.61 0.77 0.48 0.60 0.36 0.43 0.46 0.012 0.002 0.003 0.034 0.0002
rs977655 13 24.10ACATATTTATTACATTTTAGACACCAGAGGTAAAAGCAGGACCAGTGTAATAGAA[A/G]GTAGTCCCCACACATAGCTGAAACTGCCAAGCCATGATTCCCTTTTGTTCTTCAAAAC A G 0.74 0.36 0.42 0.40 0.52 0.80 0.77 0.57 0.39 0.44 0.49 0.053 0.056 0.013 0.077 0.0022 1
rs9901 13 25.44 CTACTCAACTGAGTGTGTTTAATGTCCAGAAATCAGATGCCTAAGAAACA[A/T]CTTCCTTAGGTGGAAGTTCAGCCCTTCATCTCTCATTTCATTTTTAGTTT A T 0.64 0.55 0.63 0.63 0.71 0.27 0.75 0.41 0.68 0.60 0.52 0.000 0.015 0.019 0.048 0.0072 1 1 1

rs1886204 13 25.97CTCACAGAGCTCAGTCTAGCACAAAGACATTTACTAGCCAATGACACAAAATGATC[A/G]AGAAATTTCACATTCTTTTGTCATATTATGTTTTTGAAATTTTACATGTCAAAAACAG A G 0.45 0.29 0.27 0.26 0.29 0.32 0.21 0.33 0.32 0.36 0.31 0.014 0.006 0.000 0.000 0.0008 1
rs535534 13 26.01AAATCTTAAACATGAAAAGAATCAAATGAATGAGAGAGTAACTTGTTAAGAACCCA[A/G]ATAAAGGTTTACTGACAATACTTGGTTTCTGAAAACACCATTTTTCATATTATTAAAC A G 0.88 0.39 0.42 0.49 0.39 0.32 0.02 0.47 0.50 0.44 0.43 0.120 0.140 0.003 0.008 0.0001
rs1572881 13 27.01GAAACTTGAAGGGTATTCCCTACACTGGAGGGGAAAACCCAGCAGTGGTCAACAC[A/G]ATTAACAAACCTTTCAAGTCTCTTTGGATTTTTGTTTGTGTTTTGAAACAGGGCCTT A G 0.12 0.18 0.15 0.13 0.27 0.27 0.71 0.19 0.21 0.07 0.11 0.002 0.170 0.001 0.007 0.0011 1
rs1617234 13 27.11ATGACACGCCCTCTACCTTTCCATATTTCTCTTCCGGGGAAGAACATTTTGACAGC[A/G]TATCAAGAAGGTGCCTCTTACTATTACAGCTTCTTTGAAGTACAAAACTTAAAAAGT A G 0.52 0.42 0.57 0.49 0.55 0.86 0.66 0.69 0.50 0.52 0.64 0.000 0.002 0.009 0.062 0.0018
rs954108 13 27.17CACCAGACAAGCATATTCTAAGCCATGTGATTCTAAGCATTTGCTTCCTAAATGATC[A/G]TTGATCTCTGGCCGCTGAAGAGTTCATTGTCTATCTGTGAACAAGTCACTTGTTCC A G 0.36 0.64 0.56 0.56 0.61 0.09 0.45 0.59 0.50 0.64 0.49 0.023 0.001 0.003 0.125 0.0043 1
rs720083 13 28.15 GCCAAAGCCAGCTCACTGCTTACAGCATGAATACTGTTGAGTTTGTCATGCCT[A/G]TGTTCCTACATAGTGTTTGATGACCAGGTTGTCTGTAGAGTCACCATAAAACCTTTATT A G 0.88 0.61 0.58 0.65 0.54 0.82 0.66 0.48 0.57 0.58 0.51 0.074 0.005 0.001 0.046 0.0008 1
rs604269 13 28.41 ATGTATTAGTGGAGAATAATCTGTAAACAATAAATTACTAATACTAATAGACAATCA[A/G]TATAGCCTAAGGAGTTTGTTAACGCCAAGTTCTATGAGACACACCCCTCACTGCAT A G 0.64 0.44 0.53 0.55 0.56 0.82 0.77 0.55 0.58 0.63 0.52 0.004 0.028 0.000 0.046 0.0004
rs478410 13 28.45CTTTCCACACAATGATGGGAACTTGTGACCAAGGTTTGAGCCCTCTCACTGTTG[A/G]AAACATGGCTGTCTTTTGTTCAGCACCCACCCACTCCCATTTTGTTTGTTTTATTAAGA A G 0.43 0.71 0.77 0.80 0.73 0.27 0.19 0.68 0.64 0.74 0.77 0.041 0.125 0.003 0.094 0.0006
rs717651 13 28.97CTCACTAAAGGAAATGTTTTATGTAAAGTGAATAACAGTACCTGGCATAAAATA[A/G]GTGCTCAATAAATGTTAAGGCCTTCTCTCCCTCTTCAACTGGCCTCCTCATTTTTCACAA A G 0.21 0.61 0.53 0.59 0.64 0.91 0.88 0.52 0.68 0.45 0.44 0.055 0.068 0.000 0.103 0.0049 1 1
rs213584 13 29.23GCAGTGGACAGCAGGTTTGTCCCCAGGCCAGCATCTCAGTGGACTGATTGTTTAG[C/G]CAAACCCTCTCAGAGATGTGAGCACACAAAGAAGGGATCCTGGTGCCCCATGCAG C G 0.68 0.77 0.72 0.72 0.75 0.59 0.82 0.85 0.86 0.66 0.76 0.000 0.019 0.019 0.005 0.0001
rs1854950 13 29.34ACAGTTGGAGCATCAGACAACGAAGGGGGATGGGGCTACCCTGAAGTGGATAC[A/G]CAGGGGCACTGTCACCCCTTGGCAAGGATGGAGTCAGGAAGAGTCACACATATGAG A G 0.21 0.38 0.34 0.38 0.29 0.14 0.17 0.43 0.36 0.37 0.34 0.019 0.021 0.003 0.039 0.0014
rs436227 13 30.43TTTATAAAACCAAGATGGAGCCAATATTGGAGAATGTTAAGTGTTCTGCCTTCA[A/G]AAGAAAACAGGTTTAGGTTAATGAGGTTGAGAAGGAAAATGCAAAGTTACTTAAAAAC A G 0.29 0.31 0.35 0.33 0.32 0.30 0.22 0.28 0.32 0.30 0.34 0.002 0.016 0.009 0.003 0.0003 1
rs390704 13 30.44 GGCTGTTCAACCTTTGGCTGTTCAACCTAGTGGCATACTGTGACTGAATAGATT[A/G]AACTTTAAAAATCTTCCAAGCTGTCTTTTTGAATCTATCTTCATATTCTCCACAGAACT A G 0.74 0.46 0.45 0.48 0.50 0.59 0.25 0.33 0.57 0.45 0.41 0.035 0.034 0.018 0.004 0.0035
rs1329344 13 31.90TTAACAACTATATATGTTCTCATTACAAATTTTCTCATGTTGTAATGAAACACTAGTT[A/C]ATGCTAATGTTAAGTTTGAAAAAACAAACAAGAAAAATAGATAATTTGTGAACACAG A C 0.95 0.66 0.58 0.62 0.55 0.82 0.63 0.66 0.69 0.61 0.55 0.117 0.001 0.001 0.039 0.0004 1
rs912675 13 32.07TTGTTCAAGTTATTTACCACATCTAAGTCTTTTAATGTAGCTTTTATATGCTGG[A/G]CCAAATGTTTATTCCAAATGGAAAACAACTGAATTGTGTTTGCACGAATATGTTTTAACCT A G 0.43 0.37 0.44 0.40 0.41 0.41 0.08 0.22 0.50 0.36 0.55 0.000 0.074 0.026 0.000 0.0075 1 1
rs20411 13 34.03ACTAATTATTTGAACTGGTTGGAAATCAAGCAACATTGAATATCTTTTCCCTCAAAT[A/C]AAGATCACATCTTGTTCAAATTTAGAACAGAGACTCGTATGTACAATAGACACTCTC A C 0.36 0.30 0.26 0.24 0.32 0.59 0.48 0.26 0.30 0.33 0.27 0.004 0.026 0.002 0.040 0.0002 1

rs1517894 13 34.90TTTTCACAATGCTAAATTTCCTTCCCAGTTTCAGACTAGATGAAATATGAAGGAA[A/G]GCAATTAAGCAAAGAATGTGTATCAAGGAGTCAAATATTTCATGAAAAAGCCAGTGGC A G 0.33 0.37 0.39 0.45 0.45 0.68 0.45 0.47 0.50 0.38 0.45 0.000 0.014 0.015 0.070 0.0010 1
rs1517895 13 34.91GCTGGGTTATTAATTAACTGAAAGTCAAATATCAGAGGGAGTTGAATAAGTTTATA[A/T]TACAGTATCCACGCCCTGAATTCCTTAGCTGTCAAAAATAACCACTTTCATTTATCCA A T 0.48 0.43 0.43 0.46 0.38 0.00 0.14 0.27 0.36 0.47 0.41 0.001 0.068 0.012 0.209 0.0000

rs9469 13 35.38 AAAAAAGGAACAAAAAGTAATGCAAGACTCAAAATTTTGGAGTGGTTGGC[A/G]TGCCTCTCTTCATTTTACTTTTTGACTGGCTGCCTGTATGCCGATGATGA A G 0.10 0.37 0.40 0.40 0.39 0.77 0.49 0.55 0.29 0.33 0.35 0.066 0.010 0.020 0.099 0.0019
rs1781670 13 35.49 TATTCAACAGAGCTATGGTAGTTTGCAGGACTGGAAGGAAATAGTAATATGATC[A/G]TATTTTGTTCTTTTAGGCCACCTACAGAAATATTTTGTGTTATAGAGAGGATTTAACTT A G 0.33 0.52 0.54 0.61 0.52 0.18 0.44 0.46 0.71 0.63 0.56 0.036 0.018 0.024 0.118 0.0001
rs668103 13 36.55AGATAGGCAATTTAAATTTCAGATACATACTTAGAAGAAGACAATAGACAATTAAT[A/C]AGCTGGAGAGTTCATCACAGCCCTGCTCACATTGTCCTCTAGAAATCCGCACATCTA A C 0.79 0.55 0.72 0.68 0.61 0.55 0.33 0.58 0.62 0.69 0.61 0.007 0.093 0.013 0.017 0.0070 1 1 1
rs980285 13 36.84ACAAGTAAAGAAAAAAACAAATACAAAACAACAACAAAAAAATAAAATGGCAGGCTT[A/G]TGCCCTAAAGTATGAATAATTATGTTATATTAAATGGTGTAAAGATACCAATAAAAG A G 0.45 0.30 0.35 0.38 0.18 0.68 0.51 0.70 0.29 0.40 0.32 0.014 0.036 0.066 0.085 0.0000
rs737645 13 37.83CCCATGGGAAAGAAAGTCTTGCTTTCAAGGACTAATATTGGAGGATAGAATGGTCA[A/G]TAGTTGTTTCTCCTTAATGTTAAAGTATTGAAAATTACTGACGAGTCAGCTACCTTC A G 0.75 0.47 0.46 0.51 0.48 0.86 0.46 0.71 0.46 0.56 0.55 0.064 0.004 0.058 0.122 0.0070 1 1 1
rs732390 13 38.33 TATCTAGCCTCACTGAGCTTTCAGTCTAGGTTATAAAAATCGACCTGATTCACAAC[A/C]CAACAAGGGAGAAATCTTACTCTACCAGGAGGCTTCAGTAATGAGATTGGTCTTGC A C 0.71 0.65 0.65 0.61 0.55 0.82 0.38 0.88 0.46 0.70 0.68 0.009 0.023 0.078 0.032 0.0019 1
rs2004000 13 39.18GGGGTATGTTACCTGAGCATCAGTCAGTTTTGCCAGGAGACCTGATACTTGTCCTTGTTTCC[A/G]TTAGTCTATTTAGGAAAAGCTGGGAATGCATCCTTCTATGACTTGTTGGT A G 0.48 0.57 0.60 0.57 0.68 0.36 0.40 0.55 0.61 0.50 0.55 0.009 0.035 0.006 0.035 0.0037 1

rs7799 13 39.33GGTGCTGATATTCTCAATAGTTATGCCGGTCTAGCCTGTGTGGAAGAGCCCA[A/G]TGACATGATTACTGAGAGTTCACTGGATGTTGCTGAAGAAGAAATCATAGACGATGATG A G 0.67 0.30 0.32 0.30 0.39 0.86 0.31 0.45 0.42 0.23 0.32 0.058 0.003 0.004 0.141 0.0002
rs912875 13 40.48AATTAAGTGGACTGCTCAAATGAGATTTTTTGCCTCCCTTTCCAGAAGAAGTCTGC[A/C]GTCTGGGATCAGGAGATTGTTGTATATTTATTTGGGGTTATAGTGTGGGTAATTGGA A C 0.57 0.52 0.51 0.48 0.45 0.55 0.93 0.70 0.54 0.60 0.58 0.005 0.149 0.021 0.003 0.0023 1
rs994856 13 40.51CTAAGGCCAGCCAGGCTTCAAGGGGGGCCACAGACATTAAGACAGTCGTGTCA[A/G]AGGATTTGGGACATGATTTAAAACCTACACACAGTAAGATTACTCTTCCTTTCTTGTG A G 0.76 0.56 0.59 0.59 0.63 0.91 0.48 0.52 0.65 0.55 0.56 0.006 0.016 0.002 0.051 0.0004
rs238349 13 40.60ATTGTATCTGCACTTACGAAGTCAGAGGTCTCCTTTTTCAGTCCCTCTGATAGT[A/C]CCACCTAAGTGCTGTCCTGCTCCTGTGAACACTTTCCTGTGCAACCAAACAGGAGGTG A C 0.55 0.49 0.47 0.55 0.50 0.59 0.43 0.48 0.54 0.48 0.52 0.001 0.001 0.001 0.008 0.0027
rs1449505 13 40.61CTGTTTGTGTAATTATTTCTGATATTTTTAGGAAAAGAAGTTTAACAGAGTAACTCA[C/G]ACTGAGACTGTTAAACTCTGTTCATGATAAACTCCATATTACATAATATAGGTGAAC C G 0.21 0.31 0.33 0.27 0.25 0.27 0.07 0.19 0.25 0.32 0.32 0.006 0.055 0.015 0.001 0.0003
rs1169791 13 41.07TAGCAAATAACTGAGATATCCCAATGGCATTCAACGTTAGTGTTTATTGCTC[A/G]TGCTCCTGGGGCAGTTGGATAGGTGGCTTTGCTGCTTTTGATTGTGCTCATTCACGTGTA A G 0.31 0.64 0.56 0.65 0.52 0.68 0.24 0.54 0.61 0.59 0.62 0.027 0.050 0.001 0.009 0.0020 1
rs1544295 13 41.30CTTGTGGCTGTCAGGGAGGGAGAGGGAGAACAGGAGTTGGATAGCTTTACCA[A/G]CTGGAGTTTCGCCTACCAGGCTGGTCTTCCTTTCCGTTCGAGGGCTCCCTGTATCCTG A G 0.12 0.20 0.20 0.21 0.23 0.09 0.22 0.14 0.27 0.08 0.13 0.001 0.007 0.000 0.003 0.0036
rs1408875 13 42.81CACACCTGCATGTGAGGAAACTACCCGAGGCTGGGGAAAGAACCACCCAAAAGAA[A/G]CAAGCAGAACAATTTTCAGAAATCACATAGGGTAGGCACCAGTTGGTATTACCACC A G 0.24 0.39 0.42 0.28 0.54 0.68 0.61 0.46 0.39 0.52 0.51 0.030 0.008 0.001 0.025 0.0007 1
rs2050638 13 43.14TGTATTTTGAAGGGGACATTTAAGCCATGGCAGC[A/G]TATACTCACAGAGAAGGTAGAAGTTCCATACTGAAGAATTAACTCGATACCAAAATTAATGATGGTCCTTAATACATAG A G 0.52 0.74 0.70 0.68 0.79 0.55 0.54 0.55 0.57 0.71 0.73 0.015 0.014 0.018 0.013 0.0001
rs4941527 13 43.78AACTTCTCACACAGGCAGTTTCTTCTCCAAACTCTTCCCCTAGGTTTTATTTGGAGA[A/G]TGCTATCACCAAAACCCCTGCAGCAATTCCCAAGGGGAGCCTCCCCTTAATAAAGC A G 0.19 0.40 0.46 0.44 0.38 0.18 0.30 0.25 0.50 0.42 0.39 0.048 0.016 0.043 0.050 0.0029 1
rs2985981 13 43.89 ATGTATGAAATAACAAGGAGACAGCTATGCAATTGTTCATTAGAAACTTCTTGTTGG[A/G]TCCATCAACGCTAATATGCCTGAAGCCTGTGGTAAAGACAGAAAATACGAGTTTT A G 0.21 0.16 0.15 0.20 0.25 0.23 0.01 0.15 0.14 0.23 0.15 0.002 0.065 0.002 0.002 0.0004
rs1886040 13 44.52CATGAGAGTCAGGTGAAATGAGGTTACTCTTAGCCAAACTAAAAAGATGTAACCC[A/G]GGGCAGGCAGATGGTATTGGTGCCTGACACCTGCATGTGACTTTCACTGACTTCAAA A G 0.21 0.43 0.50 0.43 0.36 0.64 0.20 0.47 0.21 0.60 0.59 0.051 0.048 0.000 0.008 0.0055 1 1
rs625052 13 44.60ATAATTGTTCATCATTTAATGGATTCCAATTATCCATGAAAATATATTCATGAAGGC[A/G]TCTATCAGCACTGGCATTCTACTTCTGGAGTTCTTCTAGATCACCTTTGAATGACTGT A G 0.43 0.27 0.26 0.32 0.25 0.50 0.46 0.34 0.36 0.31 0.37 0.023 0.032 0.002 0.046 0.0051
rs644061 13 44.86 TTACTACCCCAACAGAATTGCAAGACAAAAGATTCTAAGAACCAACTGTGGGCCG[A/G]GTGAGGTGGCTTATGCCTGTAATCTCAGCACTTAGGGAGACTGAGGTGGGCGTAT A G 0.12 0.72 0.62 0.70 0.55 0.41 0.26 0.58 0.68 0.56 0.56 0.155 0.059 0.000 0.021 0.0011
rs720277 13 45.33 GAATACTTAGAAATTGGCTTTAAGTAGGACTGATTTACCTAGCACAGTTATCT[A/G]TGGTCTCATAAAACTGGCTTAGTTTCATGAAATACCTTGTTTTCTCTCTAGTCAGTCCTTC A G 0.45 0.63 0.62 0.59 0.64 0.45 0.61 0.57 0.71 0.47 0.59 0.007 0.003 0.001 0.001 0.0003 1
rs973908 13 45.51 AACTCACTGCTACCTCTGTGATTTTAAAAAAGAACATCTTAAAATTGTCTTCG[A/G]TACTTATCCAGTTAGGTTTCATGAATCATCAAGGTGGGGGATGTCTGGATAGCCTCAAGT A G 0.81 0.54 0.45 0.51 0.65 0.59 0.72 0.58 0.50 0.48 0.48 0.075 0.039 0.002 0.018 0.0009
rs1853987 13 46.00TTTGGGTTTAATCTGGTATTTTAATAAAATACTTTTGAAGCAGCAGCTATCAACT[A/C]TGAAAAGCAATTGATGTTTCCATTAATCTTTTTCTGGGAGAAAACCTTGGTTCCAAGGT A C 0.36 0.24 0.27 0.26 0.27 0.45 0.46 0.35 0.27 0.27 0.30 0.002 0.016 0.004 0.011 0.0000 1
rs912278 13 47.08GTAAAGGGTGGAGGTGATATGGCATTCTGAAAGTAGGGAGGGACTAAGTCAGTC[A/G]TCATACTAAACAAAAATCCCAGTACCCTTTCCTTATTTAGCTACCAGAATGATGACAG A G 0.86 0.51 0.56 0.48 0.59 0.50 0.56 0.51 0.46 0.57 0.51 0.046 0.001 0.006 0.002 0.0028 1
rs1427167 13 47.26TTCAAGAAAGGATTATGTTCTCTGCATCATTCAGGAGCAGTACTCATGCATTTC[A/G]GGAAGGTTTCCATCCCTATCAGACATACCTGGCTGTATATCAAAAGTCCATGCTCCTC A G 0.43 0.61 0.63 0.71 0.55 0.18 0.45 0.36 0.64 0.57 0.54 0.013 0.013 0.031 0.080 0.0016

rs7446 13 48.07 TGGATCAAGACACTTTGGTATGATGCATATACAAGTTGGAAGACTAAAGAGGTGCA[A/G]TGTGATCTGAGCCTCCATCATTGTCCTCCACAAACATATTTTCATATTCTTTATGTG A G 0.12 0.24 0.35 0.29 0.34 0.18 0.54 0.19 0.36 0.32 0.34 0.044 0.023 0.013 0.014 0.0000 1
rs1407441 13 48.09ATTTTCCAAAAGCAAAAGACAATACAGATTTTGGATTCGTCAGTATTTAAGGGATTGATGAAAACCTGGGCATTGAATGAGATCACCTGG[A/G]GGAGGCTGTATTTCGGAAGGA A G 0.18 0.11 0.13 0.17 0.13 0.00 0.00 0.07 0.08 0.17 0.12 0.000 0.075 0.020 0.075 0.0010
rs1239684 13 48.96 GGGTTCAGACCTCTACTAGGTACTCAATCCTGAGAAGAGTGGCTGAACTGTCCC[A/C]CTTTGTTTCTCCCCATCATGGAACAAAGTGAATAAAGACTGAAAAGTCAAATGGAAT A C 0.64 0.55 0.52 0.55 0.52 0.64 0.08 0.75 0.35 0.57 0.61 0.004 0.152 0.023 0.001 0.0062 1 1
rs675305 13 49.12CCATCCTGGCTAGTGCTTAACAAACACCCAACTAGACCATGCTCCTCAAAATCAAGC[A/G]CACAAACATTTGTGTTTCATTAAACAGAAATTAATAAGACTCCAAGAGAAAGAAG A G 0.83 0.40 0.45 0.43 0.54 0.50 0.52 0.28 0.46 0.47 0.51 0.061 0.000 0.026 0.000 0.0008
rs1014934 13 49.87 GAAATCTCGTCACTGGCCTGTGTTAATGTTCTCATTTTCCTTGTGGTGAATTT[A/G]TAATCTTTTCTAAACTCTCCATAAAAAGAAAAACTCATAGTCTTTCCTTAATGTTTCGATC A G 0.43 0.67 0.65 0.71 0.64 0.50 0.47 0.70 0.64 0.60 0.55 0.027 0.024 0.000 0.018 0.0063 1 1 1
rs1058142 13 50.14 GTAGTATTTATTTTGAAATAAAAGTTCCCATCCCTTGTAGGCCTCGCTGT[A/G]AGGCACAACGTCTTCGAGGGGAAGTTGAAGTGGGGTCTTCTTATTCACTG A G 0.24 0.32 0.23 0.21 0.29 0.14 0.59 0.38 0.25 0.14 0.25 0.001 0.059 0.009 0.017 0.0007
rs747781 13 50.35CCGGGTCCCTGCCAACAGCCTCATCTGAGCCCCTAGCC[A/G]GCAGCAAGCATCCACTTGGCAGCCATGTGATGAATGAACTATCTTCTTGGAAGTGGAACTGCCAGCCCCATT A G 0.50 0.45 0.53 0.48 0.68 0.73 0.62 0.31 0.71 0.52 0.57 0.001 0.002 0.050 0.013 0.0001
rs3368 13 50.51GATTTTAAGTATTAAGAGTTTCCTCTGCTTCATTCTGTTTCCAAAGGAAAATATACGTCGCATGAACTCATGATCATCTCAGCATGAACTCCTGAGTGAAG[C/G]CTCTCCTCAGCG C G 0.81 0.46 0.36 0.40 0.30 0.41 0.81 0.66 0.36 0.42 0.33 0.113 0.108 0.063 0.002 0.0001

rs1322938 13 51.53 ACAAAGGCTTCTTTTTATTTTGAAATGCTTCTGTCTCTTTTAGTTCAATCTGGC[A/G]ATGTTTGTGCTAGTACAATTCTCTTTAAAACTTTGTGGGTTTCTTAGGTATCTTATTAGGG A G 0.67 0.45 0.50 0.44 0.34 0.59 0.20 0.38 0.39 0.41 0.48 0.016 0.048 0.004 0.007 0.0002 1
rs1573217 13 52.28GAAAAATAAAATGAAAGGACCTATTCAAGTGTGAGAAATAAAATAAAGGTATACCT[A/G]TATAAACATAGGCTTTCACCTCGTCATGTATTTCATTCTTTATGGAGCAAAAAATGGA A G 0.64 0.53 0.53 0.57 0.64 0.41 0.52 0.49 0.57 0.57 0.60 0.015 0.001 0.000 0.004 0.0050 1 1
rs1361026 13 52.82GGAAAGGGGCAAAAAATGCTACTGTCATGAAAATC[A/C]AAAGAGAATAAATTTTCAACTAGAAAAATTAATAAGAGCACATTCTGTGGAATACTCCGAATGAAAGAAAAATAGTTA A C 0.40 0.32 0.34 0.33 0.25 0.27 0.13 0.33 0.32 0.46 0.38 0.002 0.029 0.000 0.002 0.0001 1
rs1340580 13 52.92GGGGTAAAAATTTCTAACACCATGTGAATGCACATGAAAATTTTCTGAGATCCTC[A/C]ACCCTTTTTTCTGTCTTTTCCAGAGCCATCCTTAAAAACCTCAAGTACAATCCCATCAT A C 0.21 0.44 0.49 0.44 0.52 0.23 0.30 0.32 0.36 0.55 0.51 0.051 0.019 0.013 0.034 0.0000
rs1382461 13 52.96CTAAAATACAAATTTATCTTGGAATTCTGTGTTTTATCGAGCAACTTTATTCAA[A/G]AACAGTTTCCTACTCTAATATCCTCCTAATTTCTTTAGGTTTAGCCTTAATACATACATTTA A G 0.31 0.51 0.55 0.57 0.54 1.00 0.96 0.83 0.54 0.57 0.55 0.035 0.109 0.040 0.164 0.0001
rs1336229 13 52.96CAGATGACAGTCAGCATTTACCTCCAGGTATATAAGCGAGCAAACCTTCAGATG[A/G]TTCTGGCCTCCAGACTTTGAGCTACACCAGATGACACTGCATAGAGCACAGACAAACT A G 0.98 0.81 0.72 0.70 0.79 0.86 0.99 0.70 0.85 0.79 0.83 0.073 0.089 0.001 0.017 0.0084 1 1
rs641385 13 53.67TCTTAGGATTATGTACAAAGATCTAATTTGTCTACTTCCTTCCCCAACTCTGATA[A/C]CTCCGTAGAATTTAGTTGCATATTTCAGAACTCAAAGCTACTAACTACTTTAAATTAATA A C 0.83 0.50 0.55 0.48 0.46 0.77 0.56 0.74 0.54 0.58 0.61 0.048 0.000 0.020 0.025 0.0021 1
rs1936318 13 54.93 ATGCTCCTGCCTCTACCTCTAAGTTCTGGGATTTCAGGTGTAAGCCACCATGCCTG[A/G]TCTTAACTAAAATTGGTATATCAACTGATAATATTGAATTCATTGAAGATGTCTTTT A G 0.21 0.44 0.30 0.31 0.34 0.36 0.66 0.23 0.35 0.39 0.41 0.008 0.058 0.011 0.001 0.0047 1 1
rs1409239 13 55.78GCTTCCAAAGAAAGGGGAAATGCACAACGGTTTTTAGACAATGATGCTGTTGCC[A/G]CATATGAATTATGTTTTCATTTTCTATTGTCTTGAATATGGCAAAGAGGAAAATCAGGT A G 0.74 0.53 0.58 0.46 0.57 0.05 0.01 0.53 0.46 0.60 0.64 0.012 0.274 0.000 0.200 0.0010 1
rs986642 13 55.84 GACAACATTAGGACTGGAAGCCCTGCCACTCAGCTTTCTATCTCCACATGCT[C/G]TCCATCTGGCTGACTCTAGATAAAGAGGCTCCATGCACTCGTTGCTTTTGAGGCATTCA C G 0.83 0.60 0.61 0.63 0.73 0.41 0.31 0.73 0.46 0.80 0.77 0.029 0.054 0.021 0.026 0.0096 1 1
rs717256 13 56.22AATTAAATCACAATAAGTGATTGAGTCATTATAAAGCAATTTATGCTGTTGAGGA[A/G]GGTGTGGGTCAAATTAGAAAAAGATTAAAGGCAGGAGTAATAGTTAAGAAGATTTTAAA A G 0.74 0.41 0.41 0.46 0.43 0.27 0.20 0.38 0.50 0.47 0.49 0.041 0.048 0.003 0.022 0.0025
rs1413119 13 57.14GTACTCAAATATAAAAAGCCTTGGCTAAAAAGAACAGCATAAAACTTAGAGACA[A/G]AGGTTAGCCCTGGGCAAGAAGAGCCTCTGCAGAAGAAAGTTAAAAAGACTCATTGAT A G 0.26 0.40 0.34 0.45 0.25 0.68 0.40 0.56 0.43 0.33 0.38 0.002 0.002 0.018 0.057 0.0002 1
rs901510 13 57.67TGCATCAAGATTTACCTCGTGGAAAATCAGAAAATCTGGTATAGTTGTTAAAAA[A/G]TTTTACATTCTGCTTTCATTTCTTGATGAAACCTCAGGAAAAACTGGTTTCAATCATGTT A G 0.57 0.46 0.48 0.44 0.57 0.86 0.76 0.57 0.32 0.41 0.44 0.013 0.100 0.030 0.161 0.0002 1
rs1536289 13 57.68TGGGGACCATTAGTAGTGTTCCTGTCTTCGCAAGAAGACCCATGCCTAGAACA[C/G]AGTCTCCCTTCACTACTTCCAGGAAGAATTTTTTTAAATACTCATATGCATCCATAGGT C G 0.25 0.50 0.59 0.50 0.46 0.14 0.14 0.28 0.57 0.46 0.49 0.079 0.153 0.081 0.154 0.0047 1
rs340210 13 58.23AAATAATTGAAATTATTTTCTTGTGTTAAATCACCTGAGATAGGGCAAAAGGGCATTGAACTGAATGGGTTGTAAACATTCA[A/G]AATCACTCAGTGATATTCAAAATAACTTTTAC A G 0.45 0.76 0.77 0.72 0.86 0.82 0.99 0.70 0.82 0.71 0.68 0.086 0.046 0.014 0.000 0.0072 1 1 1
rs2077961 13 58.93ATATGTTCCCTACTCTGATTTCTGGGCAAGCTTTTGGAATCTATTTAATCTTTAG[A/C]AATGGGTTTCAGAGAGGTACACATTTTTAAAAATTATATATTCGTTCCTGTACTTAACTA A C 0.62 0.49 0.49 0.49 0.54 0.86 0.53 0.39 0.50 0.55 0.57 0.014 0.003 0.004 0.080 0.0032 1
rs301653 13 59.25TGTTTCTGAAGAAATCATGTTGACCTTGCCTCCTAAGTTAGTGTTTCTCAAAAT[C/G]GACTTCACATTCCTTAGAGGGCAGGGATGGTGTCTCCTTTTCTGCTTTATCATTATGACT C G 0.86 0.88 0.87 0.87 0.88 1.00 0.98 0.88 0.89 0.84 0.88 0.000 0.031 0.012 0.060 0.0000
rs310935 13 60.83CATGTTTAGGGAGGGAAAGATCAGTAGTTCACATTGTACAATTCAAATTCATCAA[A/C]TCAAGTTTTCCACTCAAGTGGGGATATCAAGAACGAATTTGGATATAACTTAAAGACA A C 0.14 0.42 0.41 0.44 0.36 0.95 0.71 0.46 0.54 0.49 0.48 0.040 0.063 0.003 0.215 0.0031 1
rs1553161 13 60.95AAATGGTTCATTTGATGGGTTACACATTTTTCTCCTGGGCAACCATTGTATAAT[A/G]CGATTCTCAATTGTTCTATTGCCAACAATATTTTATTGAGTTGTTGCTTCTGGTTTTCTGT A G 0.17 0.42 0.41 0.45 0.37 0.91 0.71 0.47 0.54 0.51 0.49 0.034 0.060 0.002 0.164 0.0037
rs1335686 13 61.29TTTACTTTTCTAAGAGGTGAAACTGCCTCCTTCCTTTTTAATAAACTCCACTAT[A/G]GATTTTTCAGACGTTAACTGCACATCCAGGGACATTTCTATAATCACATTTTGTATGCACA A G 0.67 0.44 0.47 0.44 0.50 0.91 0.97 0.45 0.54 0.45 0.45 0.022 0.190 0.000 0.125 0.0001
rs188481 13 61.61ATCTTGAGAAAGATACTATCTTTATATCTGTCAGAATGGAAGATACTGGAGA[A/G]GCAAGTGTCTACATTCTGTATGTCTGCGAAGCATGATGAGACTTCGCTGTGACAGCTCCC A G 0.17 0.51 0.47 0.50 0.57 0.05 0.10 0.35 0.54 0.47 0.49 0.061 0.097 0.004 0.141 0.0010 1
rs1545963 13 62.65ATTTTGAACATTTTTCATTGTGTTTCCAGACTGCTTATGTTTTCCTTAATTTCC[A/G]AATTTTCTATACATTTTCAGAACCCATTTGCTTAGAGTATAACCAAAAAACATTCATCACAT A G 0.67 0.44 0.39 0.48 0.34 0.64 0.19 0.52 0.46 0.42 0.40 0.036 0.023 0.007 0.038 0.0000 1
rs1022239 13 63.22GTTATGAGATTTTAATCGTCTAATTTGACATGCAGTTCATTTTTTTAAATAATTGT[A/T]CCAAATCTCATCAGCAACATCATATCATTGGTGACATAATGTGAATTAATCCTTTTAAAG A T 0.69 0.37 0.39 0.38 0.38 0.18 0.59 0.36 0.32 0.34 0.44 0.043 0.018 0.000 0.039 0.0027 1
rs1572875 13 63.36ATCTCCTGGTCTCAAGTGATCCTGAGTGAGTGGTACTACAGGCATGTACCACTATA[A/T]CCAGCTATATTTGCTCATGTCTATTCATTGGCCTAGATACATTTAATTATTTTGCATC A T 0.74 0.80 0.85 0.84 0.77 0.95 0.91 0.80 0.92 0.82 0.84 0.009 0.002 0.003 0.014 0.0009
rs1831972 13 64.74 AATGATAATCAGGTATATTTATTTTGTCTTT[A/C]TTGCACTCTGGTAGTGATGGTTGAGAAGAAATAGACTTATTAAGTTAAAAAGTAGAGAAAAGTTATCAAGAGGTATTTTTAGG A C 0.33 0.46 0.48 0.49 0.48 0.64 0.94 0.56 0.43 0.52 0.40 0.013 0.143 0.003 0.013 0.0061 1 1
rs1547143 13 65.43CAAAAGTATTCCTATAAATGAGAGCGAATAGACTTTCATGCTTTGAAGATGGTGGGT[A/G]ATCTTAAATAGCAATAACAGCATGCCCATGATCAATGTCAAATAGAAACACTGTGT A G 0.93 0.77 0.74 0.77 0.63 0.91 0.78 0.82 0.64 0.73 0.72 0.026 0.000 0.001 0.026 0.0009 1
rs735600 13 66.80CGTCCTCTCCTAGGTAAAACAAAATAAATCTGTTGGCCTCTCAATGCTCTATTT[A/G]TTCATCTATATCATCTCCCCCTTCTTCTTCCTCATTAATAAACATCCACAGAGGCACTGC A G 0.40 0.67 0.61 0.50 0.66 0.68 0.76 0.71 0.71 0.55 0.60 0.033 0.023 0.001 0.001 0.0000 1
rs1340745 13 67.31GAGGTACATAATATTAGAATTGACTAAGAGGTAGTGTTGGGCCTAAAAGAAGGAA[A/G]AATATATGGCATCAATAGTGGAGCCAAATGATAATCATAATTCTAATGATAAGAAAAT A G 0.62 0.40 0.43 0.41 0.34 0.50 0.26 0.51 0.38 0.43 0.41 0.018 0.019 0.006 0.003 0.0001 1
rs1341518 13 68.77AATCAAAAGTTACAGACAGTATTTTCCTAGGAAGGAAATATTGAACAACATTTTT[A/G]TTGAAATTTAACTACCATTTTTCTTACTTGCTTTTTCTTCTCCTTTTTTGAACATAGGAAA A G 0.24 0.28 0.22 0.23 0.27 0.14 0.01 0.23 0.42 0.20 0.25 0.001 0.050 0.004 0.002 0.0001 1
rs768826 13 69.57 AAGCAATCATACTAGGAAAAAAATTTAATCTGTTTGTGATGATTAAGTGAAATCTAG[A/G]AGCCAGATATGGTAATGAATCTTGAACAGAACTTGTTAAACATATTTTTAAAAAGTG A G 0.40 0.57 0.57 0.54 0.46 0.59 0.89 0.80 0.69 0.59 0.55 0.007 0.065 0.052 0.001 0.0000 1
rs1023102 13 71.62CTCACTGATCTCATAATTCTATAGAGCTATACTTCTAGCAAGAAGGTTACTATCATTATTACTATTTTGGATGGTGTTTGAGAGTC[A/G]GGAGATGAATGTGGAGCTGCCTCATTT A G 0.43 0.58 0.60 0.52 0.50 0.50 0.26 0.38 0.61 0.53 0.51 0.007 0.030 0.017 0.000 0.0061 1 1
rs1331769 13 72.64 GCTTTTGTGCCGGCTGATGGCAAAGGGGACATGAAATGAAGGAGTGGGGAAGGCATATTC[A/G]TCTTCATGATTTTCCATAAACAAGAAGTGTAGTCACTTCTGTATTATTT A G 0.83 0.45 0.50 0.49 0.41 0.23 0.11 0.47 0.46 0.51 0.55 0.065 0.089 0.000 0.038 0.0001 1
rs1318725 13 72.66 GCAGGAAACAGTCTGATTTCAAAGGAAGGGCTAGGATTAGGCAGAAAACCGTG[A/C]AGAGTCAAGAAATGGAAGCCTCCGCAGCCTAGACTGGTGGGTTTCAGCGGCATACA A C 0.21 0.22 0.24 0.29 0.30 0.18 0.00 0.15 0.29 0.22 0.23 0.002 0.101 0.003 0.005 0.0004
rs2038946 13 72.92AAATAATAAATTAAATTCCAGTAGCATGAAAGAACTGCAGACAGAATTCTGAAAACT[A/G]TAATTCAGGAGTACTAGAACTCACCCAGATACACAAAATAAGGAATAATAGGGTAA A G 0.83 0.36 0.50 0.49 0.48 0.23 0.53 0.55 0.43 0.57 0.55 0.058 0.000 0.000 0.048 0.0009
rs1011026 13 73.53TCTGTAAGCCAAAATTTCTGCATCTTTAATATGAAGATCATCAAACTGACCTCAC[A/C]GAAATAATGTCTGTGAAACACATACAGCAGTGAAGACTCCACAACAGTTAATAGTTAT A C 0.83 0.34 0.44 0.41 0.36 0.50 0.54 0.41 0.39 0.54 0.42 0.122 0.013 0.000 0.006 0.0000 1
rs713381 13 73.63 CTCCTGAGAAAATGATGTTTAGCCTGAGGTTGAAGATGTGTAGAAACTACACAAGA[C/G]GAAAGAGAATAGGGCAGAGAGATTATGAGCATCCCAGGTAGAGAGAATAATAAG C G 0.36 0.44 0.46 0.46 0.59 0.68 0.71 0.66 0.43 0.43 0.51 0.015 0.019 0.001 0.009 0.0005
rs1560540 13 73.68 CCATTTATGTAAAACATTCCATTTCCTTATATTAACATACACAGCTGAGAAAT[A/G]CTGTGGGGTGCTGGGGAAAGCCCGAGAACCACGATGAATAAACCTGAGTTTTGGTACTT A G 0.71 0.52 0.54 0.59 0.46 0.50 0.91 0.26 0.43 0.56 0.55 0.020 0.091 0.019 0.000 0.0005
rs953109 13 73.86GCATGGGAGAAACACTGAGGTCTTGCAGGTTTCCTGGGCTACCCTTGGGAAA[C/G]AGCAGCACAGCTTCTGCTCTGGAGAACTATGCCCCCCTCCACTGACTTAACCAGAAGA C G 0.36 0.54 0.57 0.55 0.61 0.55 0.45 0.63 0.68 0.53 0.61 0.025 0.010 0.001 0.002 0.0016
rs1394695 13 74.73TCCCTCTCCTTAAATATAAGAATACAACCTGTTCTCAAGTAGCTCAAAATCCAGT[A/C]GCTCAAGATCTCTGTTAAAATCATTGTTTATTGTACTGTTAGAGATTGTGATTTCTCATA A C 0.57 0.49 0.56 0.52 0.52 0.36 0.48 0.67 0.71 0.51 0.53 0.000 0.002 0.003 0.020 0.0011 1
rs1886037 13 75.96AACACAAAGTTTCAAGAACATCGTTCATCAGAATCTGTATCTCTTAGTGGGAAACTT[A/G]ACTTGGAACAAACATGAACAAAAAATACATTTTTAATATGGTTTATATGTATATTATA A G 0.36 0.24 0.25 0.29 0.39 0.50 0.18 0.25 0.29 0.34 0.33 0.020 0.000 0.003 0.061 0.0082 1 1 1

rs5351 13 76.27AATCGTAAAAATTCTCTCATCCCTATAGTTTTACAAGACAGCAAAAGATTGGTGGCT[A/G]TTCAGTTTCTATTTCTGCTTGCCATTGGCCATCACTGCATTTTTTTATACACTAATGA A G 0.62 0.36 0.33 0.33 0.39 0.73 0.45 0.45 0.43 0.42 0.41 0.029 0.001 0.002 0.056 0.0030
rs1372177 13 77.37GCAGCATAGTTTCTTTCAATGTTGGGGGAAAGAAGATGAACCTATCAACATGACT[C/G]CAATAAAGGCTTAGTAATACAACCATATTTGGGAAATATTCATATAGCAAAACAGAGA C G 0.95 0.52 0.51 0.59 0.54 0.86 0.86 0.46 0.57 0.42 0.41 0.145 0.087 0.000 0.090 0.0038 1
rs767778 13 78.00AACACTTTAAAATAGCAGAAGAGTCAAAGACAGAATCCTAAAACCAAGGTTATTCAA[A/T]CCAAGGTTCTTCAAATCAAGGGCACAGTATGTGTTTGACATTCATAGCTTCTTCAT A T 0.86 0.36 0.33 0.41 0.48 0.68 0.94 0.44 0.39 0.35 0.38 0.182 0.268 0.016 0.091 0.0020 1
rs1892096 13 78.94ACCGAGAAAGCTTTTTACAGTGGCCCACTTTGGAGCCATCGATAATTAACTAAACAAATATTTCAGAGTGTATCCAACT[A/G]GTTTCAGCCAATTTCCTTAGGGAGTTGTGATACT A G 0.36 0.57 0.48 0.50 0.63 0.45 0.71 0.24 0.54 0.40 0.40 0.007 0.028 0.038 0.000 0.0028 1
rs1176270 13 79.12ATTTCAGAATTTGATTTATCAGATATTGAAGAAAATGAAATTGCTCTACACACA[A/G]TTTTGTTTCTTTTTGCTCCTTCTAGCACACAGTAGTGAAAGGGGAGAGTAGATTTACAGT A G 0.29 0.38 0.39 0.27 0.46 0.45 0.31 0.48 0.46 0.34 0.48 0.009 0.007 0.000 0.001 0.0085 1 1
rs768218 13 80.06GGAAAGAGGGAGGTGGACAAGAGCAGAGCCC[A/G]CAGAGCAGTTCAGCATGTACTGCAGTGACTGGTGTCCTGAACCATAAATACCTGCAACTTTTATGCAGTTGATCAGCAC A G 0.52 0.53 0.57 0.50 0.50 0.50 0.46 0.70 0.54 0.63 0.55 0.005 0.013 0.000 0.008 0.0002 1
rs984518 13 80.48GCGTGGTTAAATACTATAGTTGAACTTAAAGGCAAGTCCTGTATAGAATATTGAAC[A/G]TTTGCTCTCTCATGATTCCCAAGTCTGGAGCCCTTGTTGTGCATCATAGATAAGTAG A G 0.12 0.38 0.35 0.30 0.36 0.50 0.30 0.52 0.29 0.37 0.37 0.028 0.001 0.022 0.018 0.0031
rs1572096 13 81.06 ACTAAAAGTAACATTGGTCATTTTTCACTGAAACTCTCCTTTCAAGCACACAAACAC[A/G]CCACAGTATAACAAAATATGTTTCACAGCTCTATTAAAAGCATTCTGTAAAATAAGT A G 0.33 0.38 0.31 0.24 0.34 0.68 0.61 0.48 0.43 0.23 0.30 0.001 0.018 0.009 0.041 0.0012 1
rs1334857 13 82.32 CATAATACTGTTAGGTAGGACAAATCCCCAACAGCTATAAAACCTGTGTCTTATC[A/G]ATAAATGCATGGGATGAAACAGAAGGAAGGCATCAGTGCTTCTTTACAGCCCTGAGA A G 0.62 0.84 0.85 0.79 0.80 0.41 0.61 0.67 0.85 0.83 0.77 0.023 0.023 0.017 0.095 0.0046 1 1
rs1348840 13 83.00 TGAAGCAGAAAAAAAGCTTAAAAATACTTAATATCCTCAAAAGGGAGGGATATTAAA[C/G]GCTCTGTAGAGTAAAACATTCAGCAAACACTTAAAGATGCCTTTGAAAGTGAAAC C G 0.21 0.48 0.50 0.49 0.63 0.64 0.65 0.63 0.75 0.60 0.56 0.051 0.008 0.007 0.005 0.0007 1
rs996297 13 83.81TACTTTGCTTCAGGTTTCTGTCTATTGCTAAATTACATCTACTGTGTATCTTGT[A/G]TGTGTTTCTTTGTTCATTTAGAATATATTTAGCGAATAAGGGAAACTTGAGACATATGAAG A G 0.21 0.24 0.33 0.30 0.41 0.23 0.33 0.39 0.19 0.41 0.28 0.006 0.002 0.004 0.003 0.0008 1
rs722952 13 84.03ATCAAGTAAAAGGTGCTTAGGATAATATTAGGGGTTTAAAACCACTGAAAGATCA[A/G]GAGAGTGGTAGTGAAGAGAGCTTCCACAATAGAGGATTTCACACCAACGTTGTCAAA A G 0.62 0.46 0.47 0.48 0.50 0.50 0.79 0.56 0.39 0.41 0.45 0.011 0.070 0.004 0.001 0.0005
rs1411310 13 84.25 AATCCATGTTAATTTCATAAATGTTCCTATAGACAACACACATTTCACTATAGAT[C/G]TGCAAGTACATTATCTTATATTGTTTGCTTGCTAACTAATTAAAATTATTTTTTCTATAAT C G 0.26 0.62 0.59 0.62 0.57 0.64 0.42 0.54 0.71 0.58 0.56 0.070 0.026 0.003 0.000 0.0011
rs2042766 13 86.54TTGTTTTTTGCAAGGTATTAAAAGAAACAGATGACCTCAGGAAAACAAAATAGCT[A/G]TGCAAACAGAAATGTACAGAAATAGAGGAAGTCTAAAAATTTTGGGGCCTTGGGAGA A G 0.60 0.33 0.38 0.38 0.27 0.18 0.22 0.52 0.13 0.40 0.39 0.015 0.016 0.019 0.026 0.0005 1
rs1762899 13 89.12 ATGGTATCTTAATTCACAAATGAAGTATCATCTGTTCATCCTCAGTTTCCTCTTT[C/G]CTTTGGATTTGATGCTATTCACCATTTTAATTTTTTAAAGACTACTATTGAAAGTCTGCT C G 0.21 0.35 0.27 0.26 0.29 0.64 0.54 0.29 0.46 0.30 0.27 0.004 0.029 0.003 0.058 0.0000 1
rs898271 13 89.44CTTGAATAAATGTTCTACATTTTTGTTATAAAACATGACTTTTTATGTCAAAC[A/G]TTCTCCTTAATACTGTTGATTTGTTGGTGACACGTGGCTCCCTTTCTAGAAGTAGGATGGT A G 0.71 0.47 0.42 0.56 0.54 1.00 0.84 0.71 0.61 0.45 0.39 0.076 0.136 0.081 0.315 0.0001
rs1411316 13 89.66AAACCATCCAACTTTAGGCCTATCCTTAGTATTCTCCCTGTGTGAGAGTCTGGG[A/C]AGAGGGAGGGACTTGGCTGATTTCAGGGCTCTGAGACTCTAATAAATCTCAAATCTGG A C 0.62 0.51 0.46 0.50 0.39 0.50 0.49 0.49 0.43 0.52 0.47 0.006 0.000 0.001 0.000 0.0000 1
rs716623 13 90.68TGCTGCCACCATAAGACAAAATTCAAATAGTATAAAAGTTAGAGGGGAATTGCC[A/G]TTCTTCCCTCTGTGTTTATTCATTCACTTTAATTTGAGGAGTTTATTTAAATAAAAACAT A G 0.60 0.67 0.64 0.61 0.48 0.41 0.88 0.47 0.68 0.45 0.55 0.000 0.049 0.013 0.024 0.0047 1 1
rs1867438 13 91.47TGAGTATCTTATGGCTTGTTCTGTAGGTTTGTAGCTTTGTACTATATAACAAAA[C/G]AGATTGAATATGGGCTACTTTGCTATTAGTTAGAAAGAAAGATTTACTTCCCAACTCCCC C G 0.31 0.38 0.47 0.49 0.32 0.45 0.79 0.44 0.39 0.47 0.44 0.004 0.085 0.000 0.002 0.0004 1
rs1408209 13 91.71GACTGTCACTTAGAAGTGAAAGGTGTGTGCTACTGTAAGGCTACAGGGTAAGA[A/G]CACACATGACACTAGGTGAAATAGGATGTGACATAAGCTAAGTGATAGATTCAAAAAG A G 0.55 0.32 0.32 0.29 0.25 0.91 0.64 0.54 0.25 0.34 0.27 0.016 0.050 0.004 0.176 0.0029
rs719223 13 92.43AATAAACTAGGAAAATGGAAGATGCTAGGAAATAATTCACAAGCAACACAGTCAGT[A/G]AGTGTAAAATGTGAGAAAAGGCATGTAGTAGGGCAGAAGAGGGGAGAGCTGACT A G 0.02 0.35 0.36 0.40 0.32 0.05 0.17 0.20 0.32 0.38 0.37 0.119 0.046 0.016 0.118 0.0000 1
rs766606 13 93.35ACTCTGATCAGAATCACCCCTTATTCCAGAGATCCCAAGTCAATAGATACAGG[A/C]GTGGCTGCACGTGAGAGAATTTCTTGAAGTTCCCAGCTGATTCTAATGTGCAGCCAGGT A C 0.75 0.52 0.53 0.56 0.46 0.82 0.85 0.33 0.43 0.47 0.51 0.016 0.059 0.034 0.036 0.0002 1
rs1327634 13 94.56TGCATGAGTTTGTGCACACTCCAAAGTTATGTAACAGATAATTTCGGATTTTGA[A/G]TTTGGCTTGGGATACAGAACTACCATAGACTTGTCAATTGTAAATAAGTTTTGAATGCG A G 0.62 0.48 0.48 0.40 0.46 0.55 0.23 0.46 0.61 0.42 0.48 0.007 0.041 0.001 0.001 0.0006 1
rs1925121 13 94.64 CTTTCCTAGCCACAACCACTGTTAACTCTGTGGAGAATATCCTACTGCATATCTTGTTGTTATCTGTATGTCTTCATGCCTATAGACCTA[C/G]AGATTCTATTCATCTGTGTTTTGA C G 0.26 0.53 0.48 0.53 0.54 0.41 0.76 0.42 0.43 0.48 0.48 0.021 0.048 0.001 0.001 0.0000
rs729174 13 94.75 AAAAACATTAAGTGGTGAGGGTGGCTAAAATGTTGAAATAATTGCCACCTCT[C/G]CCTGTTTACACTGTGAATATCTTTCTATTAAGGCCTCATTTGTTCATCTATTGCTTTGTGG C G 0.67 0.47 0.52 0.44 0.46 0.36 0.07 0.54 0.54 0.55 0.50 0.007 0.146 0.000 0.023 0.0005
rs1164591 13 94.79TGAACTGACTACAGCAAGGAAGATACTGAATAAGCAAAGGCAATGCCTCAATCT[A/G]AAATAATAATCTACCTTTGTATTCAAATGTCCCCCTCATTTCTGAAAACAGACATTGAT A G 0.67 0.41 0.37 0.34 0.39 0.59 0.72 0.51 0.43 0.39 0.34 0.024 0.024 0.000 0.005 0.0028
rs1415707 13 96.19TCTGGTCTGGGGTTTCCTGGAGGAAGTGATATGTCTGCCCAGGGGTAAAGAAT[A/G]AGTAAGAGCTAGCCAGACAAAGAGGTGGAGAAAAGAGTGACAGGCAGGGGAACACC A G 0.83 0.48 0.44 0.49 0.39 0.68 0.86 0.50 0.43 0.48 0.51 0.091 0.118 0.004 0.034 0.0038 1
rs1415708 13 96.19 TTATTCCTTGGTGTGGTGTTTATTCACCTAGCTGTCA[A/G]GCTTTCTTCCTATCTTCATCTCTCATTAAAACCTGTTCAGGTGCTTCATTTGGACTCCAGTGAATATGAACTCAGA A G 0.83 0.52 0.52 0.50 0.66 0.95 0.88 0.63 0.71 0.49 0.48 0.065 0.091 0.003 0.153 0.0004
rs1933121 13 96.25TATATTTTATTGTGTAAATTAATTAAGAGCTCCACATATTTATATTAAAATAAAAT[A/C]CCTATTCATGCAATTGATCTTTATCATTTTCAAGGAAAGCAAGTCCTGTAAAGAAAGTGT A C 0.31 0.18 0.14 0.20 0.09 0.55 0.23 0.26 0.29 0.27 0.12 0.024 0.008 0.006 0.090 0.0001
rs1626391 13 97.03TGCCTGGGTTCAAATCCTGGCTCAGCAAGCAGCCAGATATATGGCCTTGGACCA[A/G]TTACTTAAATTTCACGTTCTCCAGTTTCCTTGTATCCAAAATAGGAATAACAAAACCTT A G 0.83 0.49 0.45 0.33 0.45 1.00 0.80 0.71 0.50 0.49 0.46 0.083 0.084 0.041 0.251 0.0000 1
rs1324984 13 97.34 AAGCGAAACTCCATCTCAAAAAAAAAAAGAAATTACTTGTTTGCATCCCTTTTAGTCC[A/G]CTTTCAGACATCGTACTCTTGAACTAGATTGTGTGTTCCTTATTTCCCAAACCTTG A G 0.40 0.55 0.52 0.61 0.54 0.23 0.73 0.43 0.36 0.53 0.46 0.006 0.024 0.011 0.056 0.0008
rs1556800 13 98.51AAACTCAACTGTTTATTTGAAGAGTAATTATAAAAACAGAAAAGTTTACAAAATCACC[A/G]TTACACTGAATGAATGATACCTGGTTTATTATATACTGCATGATATTTGAATTAAAG A G 0.83 0.84 0.80 0.83 0.91 0.91 0.96 0.81 0.96 0.88 0.83 0.002 0.035 0.003 0.017 0.0003 1
rs2039677 13 98.55ATCCTCTTCTAGGTTATTCTGCTCCTTCCTACCTTTGTTGATGCCCCACAGTCA[A/G]TGTTGGGGAAAATTAATTAGGATTTATATTCCAGTCTTCTCTAATGTGTTGTCACCATTG A G 0.71 0.72 0.73 0.63 0.68 0.32 0.28 0.44 0.68 0.79 0.81 0.000 0.093 0.045 0.080 0.0064 1 1
rs1836845 13 100.08 CAAGCATCTTCTTCTCTTCCATATTCAACACAGTGAATTCATAATGGAGACAATAC[A/C]TCCCTAAGTTGCTGATGGTGTTGCAAGCACCATTCATGTTTTGGACATTATGGCAGT A C 0.76 0.63 0.62 0.56 0.57 0.45 0.79 0.64 0.75 0.60 0.56 0.005 0.006 0.001 0.028 0.0032 1
rs1328357 13 100.13CAACACCACTTCCATCATGGTTCATCATGGTTCTCCTTGT[A/G]TAAGTAGCTCACCTATTGAAGCAAGCCTAAACCTCCATCGCCTTGCCTCAGTCTGCAGCTGATGGTCTTCCA A G 0.24 0.54 0.56 0.52 0.55 0.09 0.29 0.49 0.39 0.52 0.63 0.035 0.022 0.000 0.097 0.0091 1 1
rs536863 13 100.53GGGATCTGGCTTACCCAGACTCAAACTCTGGCTATCTTTTCTCCACTCTGAATG[A/G]ATGAGAGAAAAATCAGTTTTCTAGAAAATTCATATCTTCCAAATTAATAGTTGTTTAGTT A G 0.38 0.63 0.65 0.66 0.57 0.73 0.74 0.63 0.71 0.61 0.63 0.054 0.000 0.001 0.000 0.0002
rs1415055 13 100.64CCTATGCAGTTATTTATTTACTCTGGTGAATAGAGAACAC[A/G]TTCTTGACACGGGGAAGGAATACACTCCTTTAAGCTTCTCCTAGCACCACTGTGAAAACTTCTAGACTTTTTTT A G 0.48 0.42 0.45 0.43 0.41 0.36 0.54 0.42 0.50 0.39 0.32 0.000 0.006 0.001 0.003 0.0111 1 1
rs677594 13 101.01TTTTATCCTGATACATATAATCAGGTAGAATTGGGAATTTTATTCAGCCTCCGC[A/G]TCGGGGAACATAGAATAACTCTTTATTGACTCAAGACTGGAATTTTCAGAAAAGTTTAAA A G 0.68 0.54 0.49 0.52 0.39 0.32 0.24 0.52 0.50 0.48 0.48 0.014 0.050 0.000 0.020 0.0004 1
rs1412953 13 101.95CTTCCAAGGATCACTTTCAATCAAAAGTTTCCCTATTTTTAGACTTCAGGGAAG[A/G]GAGAAATGATGTTGCAATCCCTCCACCTCTCTAAATTCCTTTTTAATGCTTTCTTACATG A G 0.19 0.75 0.76 0.77 0.77 0.68 0.99 0.61 0.69 0.74 0.73 0.186 0.050 0.024 0.011 0.0014 1
rs1330518 13 102.76TTTGTGGGTATATGCATGTCAATGGCCTGATATTTTTGCACTGAGTCCTGCC[A/G]AAAGCTATTTCTTACCTCTGATTTTAAAGAGGGCCTTCTCACCCATCTCCCTCAGCTTTTG A G 0.33 0.61 0.65 0.55 0.59 0.86 0.89 0.67 0.61 0.56 0.57 0.058 0.028 0.000 0.020 0.0031 1
rs4476030 13 103.49GCGGATTTCACGTCATTTCCACATAGCACCCTATCCAGTGAGAGGAAATTATCTGC[A/C]TCTTTGTGAAAGTGACAGGGATGTGCAGGCACAGTGCAATTCCTTGGGGAAGTGA A C 0.17 0.24 0.27 0.25 0.16 0.27 0.13 0.35 0.36 0.28 0.23 0.007 0.019 0.005 0.000 0.0021 1
rs981900 13 104.19TACAGTCCTAGTGGGGTTTTGTGAATGTTCATATAGTATTAACACACTAGCACTG[A/C]AAGAATGCAAATGATAAGTAAAGGGAAACAAGTACTTAGTTTCCAATATATGTCTGAA A C 0.78 0.60 0.68 0.65 0.77 0.91 0.99 0.80 0.64 0.79 0.72 0.010 0.140 0.047 0.051 0.0031 1
rs1969888 13 104.55AAGTGTGAATATAAAATAAATCTGTAAAATTCGAGGAAATTCAGTAAAGCTTGAT[A/G]GTCATCATTACGCATTCAGGAATTACCAAGCATTTGAACATATAATTCTAATAATTGAT A G 0.76 0.32 0.31 0.30 0.32 0.50 0.64 0.32 0.43 0.31 0.23 0.111 0.054 0.000 0.021 0.0057 1
rs2039120 13 104.61TCCACAACCAAGGTGTTACAAATTGGCATTTATGTGATCTCAAACCTAAAATATGTA[C/G]CCAAGATCATCCAGCCCAACCTTCTACTTAATTAGCAGACTTCTCTTCACTACCTTG C G 0.52 0.18 0.23 0.20 0.25 0.27 0.28 0.38 0.14 0.22 0.22 0.051 0.001 0.013 0.001 0.0000
rs354439 13 104.64 GTTGCGATAGAAAACAGTGAATGATATTCAGAATATTGTGCTTAA[A/T]AGGAATGTGATACATGAGAGAGATACATAAGGGAAAGAGAAGCCACCAGAACACCCCTCTTTCATCC A T 0.40 0.61 0.56 0.51 0.54 0.64 0.72 0.42 0.54 0.57 0.56 0.014 0.018 0.008 0.003 0.0001
rs718831 13 104.74AGTACCTGGCCGAAATGTCCTGCAGGTCAGGAAAGATTATTAAGAAAATGTGTCAGCAG[A/G]GCCAGCTCATCAACTGTGTAGATCGTGGTTTTGATGTGGGAAAAGGTGAAGG A G 0.45 0.49 0.51 0.50 0.57 0.91 0.27 0.69 0.43 0.49 0.52 0.000 0.035 0.035 0.119 0.0000
rs767327 13 104.76TTTTAAGGTAGAAATCATGAATATGAAATGCCTGACACAGAGCATGTGTTCACA[A/G]AATGATTTCTATTATCAAAAATAGGAGCCAAAAACACCCCACCACAGGAAAAGTGGGA A G 0.29 0.46 0.48 0.49 0.39 0.09 0.69 0.30 0.58 0.52 0.49 0.027 0.036 0.034 0.108 0.0003



rs1407584 13 104.84 CAGGTGCCCCTTTCATGATTTAACACCTTTGTTAACTGTCTACAACTGGCCAGA[A/C]ACTGTGCTGCTATAATTAGTATTATTTTCCTTGTGCCGTATGCCTGTGTACCTGGTGTA A C 0.52 0.30 0.38 0.34 0.41 0.27 0.07 0.40 0.38 0.39 0.31 0.014 0.068 0.002 0.003 0.0015
rs1411736 13 105.06AACAGTAATACTCCTCACTCCTCCTTACACACAAGGAAAATTCCTCCTGGAAGAAT[A/G]AGAGGTGCGCCAATTTGCTAATTACAGCTACCAGTAATGTTAACAATACTCTCCAAG A G 0.12 0.57 0.49 0.59 0.54 0.45 0.78 0.64 0.73 0.43 0.45 0.071 0.076 0.015 0.000 0.0007 1
rs951749 13 105.08CAGTTATGCCCAAGAATCAAGGCTGGTTATTCAGCTTCCATGTAAATAGCATTCC[A/C]CTTGCCAGTGTTTACACTAAACTGAGCAATACTAAACATGGAAAATCTTTGTATCATGA A C 0.88 0.47 0.51 0.44 0.45 0.50 0.50 0.40 0.25 0.55 0.52 0.050 0.010 0.020 0.005 0.0004
rs53248 13 105.16AGTTGATAAGTATGTGCAATTATTTCTTTTGGAGATGGAGCTATAAATCAAAGGA[A/G]CACAATGATTATGCTTAGTTAGAAAAGAAAAAACTAACATTCTAAGTAGTGGTCAGTTG A G 0.12 0.64 0.57 0.60 0.63 0.64 0.88 0.64 0.65 0.65 0.65 0.106 0.090 0.005 0.004 0.0072 1 1
rs716504 13 105.76CAAGACCACAAAAAAAAAGAGGGTTCAGTTCTGTTTGGTTCATCATTGTATCT[C/G]CAACATCTAGCATAGAGCCTGGTATTCTTGCATCTCTATTTGTTGAGTAAATAAATAAATG C G 0.33 0.65 0.66 0.63 0.70 0.65 0.50 0.72 0.71 0.66 0.64 0.051 0.008 0.003 0.000 0.0003 1
rs4253 13 105.87CAAATGTGGAGAACAATGGCTCTGAATTCCTCCCTCCTTATGATATCCAGTACC[A/G]TTTCCTGGATAATTTTCAGAATGACCTCATTAGTTCTTCTCCTTAATCCTCTGACATCC A G 0.48 0.21 0.21 0.23 0.36 0.32 0.78 0.20 0.23 0.23 0.19 0.040 0.202 0.000 0.007 0.0009

rs719185 13 105.98TGATTGTCTACTGAACATCACTTGTTGGGCAGTGACTTGCTTTTTCGAAAACC[A/G]TCTAAAACTCAGTATCTCCCCTCACCCTTCCAGTTGCTCTCTCTTCTCACTTTTTATCTTG A G 0.29 0.70 0.61 0.65 0.63 1.00 1.00 0.61 0.73 0.68 0.63 0.029 0.196 0.001 0.196 0.0031
rs1876723 13 106.31 GTTGAAAAGTGGTGAATTAGACAGAGAAACAATGGAAAAGAGTTGTAGATGGGG[A/G]TTCTTGTGCCAAGTCATGAAAGTCCAAAGCAACATAAGTTGTTTTGGAAAATATAAGA A G 0.38 0.53 0.58 0.51 0.52 0.73 0.73 0.50 0.57 0.52 0.55 0.022 0.017 0.000 0.017 0.0009 1
rs1856277 13 107.15AGTATGGCACAAAACTTCTACAACTCCTGACTTGAGAGTTTTAATTATAATATGGG[A/G]TTGGACACTTTAATTTGAGGTTGGTTTGTGACATAAAGTGATCACAGAAGTTGTATTC A G 0.60 0.61 0.59 0.64 0.59 0.50 0.63 0.61 0.68 0.57 0.52 0.000 0.001 0.000 0.005 0.0017 1
rs1010172 13 107.54ACTGTGTCCTGCAAAACAATGTAAATTAAGACACTGGCTAATGTAACAGGTTGGGG[A/G]AAGTATCCTTCTACTTGAGTCCTCTCTCCTCTGAAGGCTATGTGTGCCATGCTACC A G 0.14 0.63 0.63 0.70 0.64 0.14 0.35 0.49 0.50 0.67 0.62 0.165 0.046 0.019 0.161 0.0002
rs2031836 13 107.74 TAGTGCTTGTGTTTTGCCTTCCTCGTAGCATCTCAGCGTTAAGAGTAAGACATGC[A/G]GTAAACAGCGCTTCTTCAAATCATAAGAAGCAACGATGTCACAGAAAAATTCATTGA A G 0.21 0.48 0.45 0.48 0.61 0.32 0.35 0.34 0.50 0.47 0.43 0.027 0.004 0.015 0.009 0.0000 1
rs2076914 13 108.04TAATATAAATGTTGGAGTTATCACAGTTGGACAAGGATTATGGTGGTGTTCTCT[A/G]CATTTCTATGAAAAAGTCACTATCTGGTAGTGGCCACCGAGCTTTTATTAATTTTGTTAT A G 0.64 0.56 0.56 0.51 0.52 0.64 0.52 0.63 0.73 0.52 0.53 0.004 0.004 0.005 0.001 0.0009
rs912947 13 108.85AGAGTGAGATGTGATCTGCAAGCCT[C/G]GAGACATCCCTGCACCCCAGCAAAAGCCAGGGTTGCTGGCCTCCTTGGTCCTGACTTCCTCTCCTGTGGATGTCTGGTTCTAGCT C G 0.90 0.56 0.54 0.61 0.52 0.59 0.67 0.50 0.57 0.51 0.50 0.128 0.020 0.003 0.012 0.0005 1
rs1894758 13 109.74CTCCAGGACGCAGTGCTTCTGTGATGCTGATTGTATCCCAGCATCTTGCGCGCTC[A/G]CTCTGAAATGAACTTGTGTTTCAAGACCATGTTGTGGTGGAATGTGGCAGTTTCCA A G 0.12 0.26 0.26 0.21 0.30 0.73 0.66 0.36 0.21 0.27 0.33 0.023 0.051 0.002 0.084 0.0020 1
rs1105513 13 110.02AGACCTGGTCATTTTTTTCCATTTGGAATCATCGATTTATTTCACTTAAGTTATCA[A/C]AGTGCAAATCATAGCTCCCGGTTTCTTCCAGTCTCGGCTCCTTTTGAGCTGATGTCGC A C 0.81 0.45 0.40 0.40 0.52 0.59 0.47 0.45 0.39 0.43 0.53 0.061 0.000 0.006 0.005 0.0041 1
rs726455 13 110.60GAAGAAAGCTAAATGGCAATACTGGAGTCATCCCTGTGAAAATAGTACTTACAGC[A/G]GTTACACAGTAGTTACTATACATTCATCCTCTTGCCCATCAGTTAATTACATCACCCTT A G 0.60 0.51 0.52 0.52 0.46 0.18 0.55 0.35 0.54 0.51 0.59 0.005 0.000 0.011 0.062 0.0030 1
rs204218 13 110.98ATTGTGTATATTGTGTTCGGCCAAACAGGAGGCCAGACCTGAAAGGAAGCCAAGGC[A/G]ATAAAATAATCAAAGATGGAGGGTGAGGAATTTGATCAGATATCAAGGGTGACCA A G 0.29 0.40 0.44 0.50 0.52 0.73 0.24 0.41 0.43 0.43 0.47 0.006 0.024 0.002 0.051 0.0019
rs748144 13 111.05 CTGATGAGACCTGGGCCTGGCCACAGCTTGCTGTCCTCAGGAGAAGCCCTGGGC[A/G]GGAGGTGCCCAGCTACAGGCCCTGGATTCCCGACCCCATAAACTGTGCCATAATG A G 0.71 0.14 0.19 0.19 0.23 0.77 0.29 0.30 0.29 0.23 0.20 0.150 0.014 0.012 0.218 0.0000
rs1885688 13 111.84ACCGTTAAGAAATAAAGTTTATAAAGCAAACTGATATGCCAAATATATAATAGTTCTC[A/C]CTGAGGAAAGGGCATGAGGAGATCATGTCTGACAAGCAGATTTACAAAAATGATTA A C 0.17 0.24 0.23 0.17 0.38 0.36 0.64 0.46 0.21 0.24 0.17 0.003 0.091 0.037 0.012 0.0022 1
rs755992 13 111.95TTTGTAAGAAAACACACAATGAGAAATAATGTGCTCTGAGGCATTGAACTAATGTT[C/G]GCCCAAATCTAGTTTTTTGTAAGCAAAGATAAGGCCTGGGGCCAGAGGTCGGAAAC C G 0.29 0.19 0.30 0.27 0.23 0.41 0.81 0.39 0.09 0.24 0.26 0.000 0.205 0.010 0.014 0.0001
rs755993 13 111.95AGAGATAAAGGACACGGCTGAGAGCTGAGAGCTGAGAACTGAATAAACCTCG[A/C]GTTGTCAGCTTGTGTGTGCAGGAGGCATCCCTGCCGGCCTCTTCCTTCCTCAGCACCA A C 0.71 0.80 0.70 0.75 0.77 0.55 0.19 0.63 0.86 0.76 0.74 0.000 0.205 0.010 0.023 0.0001
rs912007 13 111.96ATCCCCATTGTCAAGCACCGACCCCCGTGTCCTTGCCCAGCCCCTGGCAGTCCCACTGT[A/G]CGCTTGTCTCCGTGCTTTGGCAACTCCAGGGTCACATAAGAGGAGTCCCGT A G 0.71 0.74 0.65 0.63 0.70 0.36 0.19 0.57 0.71 0.74 0.73 0.001 0.160 0.004 0.049 0.0011
rs14067 13 112.06 TCCCTTCCAGTCCTGTCCCTGCTGCCCTCTGTGACCATCTCTGCTAAGAA[A/G]CATCGACAGTTCGTCCTGCAGCCTCCAAGCACACTAACCTCAGCCATCAG A G 0.21 0.68 0.65 0.55 0.61 0.55 0.17 0.69 0.64 0.64 0.70 0.088 0.115 0.000 0.006 0.0062 1

rs1972373 14 18.44GTCTCTGGTCCCCCAGATTATTTTATCAGTACTAAACAGAAGTGGACATAGGCC[A/G]ATATAAAACATACCAGTAAATAAATTTGTTCAGGTGGTTGTTTTTCATGAACAACATATA A G 0.30 0.70 0.74 0.74 0.71 0.73 0.95 0.61 0.82 0.78 0.77 0.127 0.060 0.001 0.014 0.0013 1
rs944398 14 18.52GATCTTCTGTGGGTGGGAAGCCAGTAAACCTGTCCAAATGGCTTAGATAGGTGTGTC[A/G]CCCAGTAATTCCCTGCACAGGTAGGATAGTTCTCTGACTATGGCAAAAAAAAAA A G 0.52 0.60 0.60 0.70 0.64 0.45 0.26 0.32 0.62 0.56 0.65 0.000 0.042 0.025 0.001 0.0016
rs1959344 14 18.68TTAGGAAGTATAATTTATGACAATTTTTGAGATACAATTTTGAATTTAAAGAAATATTATCCCCC[A/C]ATACCCCATGTTCTCTGACCACTCTTGCTAAACATGCTTTGGTGGAAAGA A C 0.71 0.54 0.53 0.56 0.59 0.77 0.77 0.66 0.31 0.55 0.55 0.036 0.062 0.024 0.056 0.0004
rs1057605 14 18.75 AGTGCTTCTCAAAAAAGTTGAACATGTATATACTCTATGATCCAGCAATT[A/C]CATTCTATGTCAATACTCTTAAACAGTGGTTCTCAAATTTTACTGTGCAT A C 0.48 0.36 0.44 0.53 0.41 0.41 0.45 0.44 0.36 0.45 0.45 0.000 0.000 0.001 0.001 0.0002
rs1760912 14 18.81ATTTTACATTTGTTGATTCTGTTTTCTGGTTTACATCCGATTTCTATTTCTTTTAT[A/T]GCTTTATAGAGCCCCGTGACCTAGAAATAACCCTGAGTGGTCAACAGGTCTACCTGTG A T 0.36 0.70 0.60 0.71 0.63 0.64 0.47 0.55 0.71 0.63 0.62 0.047 0.010 0.006 0.000 0.0007
rs1713430 14 18.81GATTTAGCATGACATCATAGACATCATTTCCTTCACAATACACATGAGCCTAGAAAG[A/G]GAGAGAGAGAAAAAATCAACATTAGTATAGGTTCAGCCCTGACATCCTAAATGAG A G 0.64 0.30 0.40 0.29 0.38 0.36 0.53 0.46 0.29 0.37 0.38 0.047 0.010 0.006 0.000 0.0007

rs2700 14 18.82TATGCGGTACCTTTTAAAGGTTCAGTTTAATTTCCTTCAGCTGTGGTGAATGTTGAT[A/C]TTAAATAAACCAGAGATCTGATCTTCAAGCAAGAAAATAAGCAGTGTTGTACTTGTG A C 0.98 0.72 0.72 0.76 0.64 0.55 0.79 0.68 0.75 0.75 0.76 0.062 0.005 0.001 0.015 0.0015
rs1713419 14 18.82AGGGGAGCAAAAGGCAAAAGATTGAAATCAATGACTAGGATGATGCCATGCCAT[A/G]GTTCGCTGCAGGATTTCTGGCAAGGATTATGGATCATAAATTTCAAAATACCATAACT A G 0.40 0.55 0.55 0.61 0.55 0.55 0.60 0.58 0.64 0.54 0.60 0.021 0.000 0.001 0.001 0.0015
rs878157 14 18.82GAGGGTAGAAGCCCCTGTGAATTTCCGCCTTCTGAGGGAAAGGTGAGGTATCTTTA[A/G]GAATTTAAAGAAAGAGGGACACAGTAAGAGATGACAAGGTTATCAGTGAGCTGGC A G 0.05 0.27 0.28 0.19 0.32 0.45 0.21 0.33 0.25 0.21 0.22 0.037 0.004 0.001 0.018 0.0030
rs1713423 14 18.85GAGTCTTCTCCCTCCCTCAAGCACCATACCCGCTTCCACAGCCCACTCCATTTCT[A/G]GTGTAGAGGACTGGGAGAGAGCTTCCCTCTGCCCCCATCCTATAGGATTCTTCTAA A G 0.71 0.38 0.48 0.46 0.50 0.68 0.85 0.52 0.46 0.45 0.49 0.039 0.083 0.002 0.028 0.0002
rs1543494 14 19.82AGAGATTAAGCTGCTTAGAAGATAAAGTAAATCAGTACAATTTCCCTGGCCTGAAAAAG[A/G]AATGTCTATAAATGCTGTTGCTTTTCTGCAGTACATACCGAGCATCAAATATTAA A G 0.29 0.10 0.09 0.14 0.23 0.09 0.60 0.09 0.11 0.06 0.09 0.033 0.145 0.001 0.001 0.0003 1
rs2242529 14 19.99GGGGGTAGGGTGGGAATGGAAGTGAGAAAGACGAGACAAAACTTCGAATATTTTG[A/G]GGTGTGTGTGCTGGTGAGGAGTGGATGTTCTGATCTCCCCCTCTTCTTCTGGCCC A G 0.21 0.27 0.31 0.33 0.39 0.18 0.13 0.30 0.19 0.36 0.34 0.010 0.031 0.003 0.018 0.0000
rs1018344 14 20.18TGTATGGTTAACGAAACTTGATGTATTATGATGGGGAAAAGGGGTTCATTGGAAA[C/G]GGATGGCATGCTAAAGTTTTATACTAAAAAAAGGCAACAATAGCAACTGAGTGATTC C G 0.45 0.66 0.73 0.76 0.70 0.64 0.47 0.52 0.61 0.72 0.68 0.044 0.021 0.017 0.003 0.0004
rs718433 14 20.23CATGGAATGGCATAAATGCATCTAAGGAAGTGACTACAATACATCCATCCTGGC[A/G]TTAAAAAGTAGAAAAGAAAGGATTTCTGATATATATAATCAGAGAGCTGCTGTATTTTA A G 0.64 0.66 0.58 0.62 0.43 0.55 0.85 0.76 0.64 0.60 0.62 0.004 0.049 0.015 0.001 0.0005
rs4981390 14 20.38CAGATAAAAAATGGAAATCAATTGATTTAGCTATTGTGAGTGCTGTATCTTTATGAC[A/G]GGTGAGTGCTTCAACCCATGTAGAAAATAAAACAACTCTTACTAGTGCATACTCACA A G 0.36 0.66 0.60 0.67 0.59 0.60 0.38 0.61 0.32 0.58 0.60 0.023 0.029 0.001 0.000 0.0004 1
rs3811310 14 20.52AGTGCTTGGCTAGATCTCATTGTGTGXCTTGACGCTTGGGGTACTCCTGTTCCCAA[A/G]TGGGTATCATTCCATTTTACTCTCTTGTCCACAAATGGAGCATTGTCTATTTGACTC A G 0.00 0.00 0.00 0.00 0.00 0.05 0.00 0.00 0.00 0.00 0.00 0.000 0.000 0.000 0.016 0.0000
rs4982599 14 20.74 TGAACTCATAGATAGCTGCAGCTGGCCTGAGACTGGGAGAGAAGACAGCCCAATC[A/G]TCTGGAGCTTCCTATACAGACTAGAGAGTGGTGGCACATGCCTGTAGTCCCAGC A G 0.48 0.29 0.24 0.20 0.23 0.27 0.32 0.29 0.35 0.24 0.18 0.037 0.002 0.005 0.002 0.0041 1
rs3751467 14 20.95TACCCAGTAAGTTCTTCATCCTTGGTCAGGAAATCAGCCTGCATAAGATTCTGGGG[A/G]TCATAGTAGACATGCAGGCTTAGAGAATTTTCATCTGTCCTTGTTCATAACTGGTAG A G 0.90 0.93 0.95 0.91 0.95 1.00 0.84 0.95 0.96 0.95 0.90 0.014 0.020 0.000 0.009 0.0043 1
rs3102229 14 21.10AACACTGCTGCTCTCATGTGGAATGCACTGTGGCTTTTTGGTCAAGATAATTACC[A/G]TGGAAGATCCTAGGTGGCAGCAAATCCCAGGTGAACAGACTGAGCCGTGGAGGTG A G 0.07 0.29 0.28 0.26 0.29 0.20 0.11 0.19 0.14 0.27 0.20 0.028 0.010 0.005 0.002 0.0008
rs1570342 14 21.36 TCATAGCCAGCAGCTTCTACCTAAAAATAGTGCATCCTCCTTCCCTTTTCCCC[A/C]GGTCCAGAAAGCAAACTAGGATAAGATGGGGGAAGGGATGGGGGTGGTAACCAGGAG A C 0.43 0.26 0.28 0.30 0.20 0.23 0.38 0.22 0.46 0.18 0.20 0.008 0.002 0.006 0.005 0.0058 1
rs977870 14 21.72CATTCCAAGAAGAAGAAAGACCAGTCCAGAAAACAACCAGCAAGGAGTATTAAAGAAG[A/C]AGTGATTTTGCCTGATGCCAGGGTACAAATGTTTAGCCTATATCAAACACATTC A C 0.79 0.52 0.51 0.59 0.43 0.41 0.15 0.43 0.57 0.58 0.49 0.037 0.074 0.007 0.008 0.0001 1
rs1958315 14 22.23TCCTGGTGCATTCCAAATATATTGTTAACCCAAACCTCTCCTCTATATTTTAAA[A/T]CCAAATAGCCAACTATCTACTGAAAAATTTACCTCAAAATCAACCTGACTAAAATGGAGCT A T 0.69 0.86 0.90 0.85 0.82 0.64 0.16 0.69 0.82 0.86 0.88 0.039 0.298 0.077 0.058 0.0018 1

rs5244 14 22.97ACAGGAACTGCATGGTCACGTTTTCTTCTCTCACTCTGAATTGGCTGTTTCTGATC[A/G]GAAGTTCCCCTAGAATCACCCAGTGTTTTTCTAGAAAGGAACTTGAGCCTGAACTC A G 0.69 0.82 0.84 0.85 0.84 0.77 0.96 0.79 0.75 0.82 0.80 0.027 0.003 0.010 0.019 0.0015 1
rs1957528 14 23.10ACAACATCAGAATCAAATGTCATGTATGAGTGTGGGAATGTCATGTCATT[A/G]TGCTGTTCTCATTTACCTGTAAGGATTGGCCTTGGCCACTTCGAAAAGGGACTAGCTGTGGT A G 0.29 0.53 0.51 0.48 0.41 0.64 0.96 0.54 0.43 0.48 0.53 0.039 0.103 0.001 0.001 0.0000
rs941738 14 23.87CTTCTGGCTGCCCTTTTAGCTCACTTATTTTCATTTGCTTGGTTTCAATAGAT[A/G]TAGTGATCATGCTGGGCCCAGCTAGCCATATTACTTCCCTACCCTACCTTCCCCAGGCCTA A G 0.33 0.53 0.49 0.40 0.59 0.86 0.76 0.59 0.38 0.50 0.42 0.011 0.052 0.003 0.105 0.0019 1
rs927263 14 24.08CACATCATGGTAGGTATATTTAAATTCAGGGTGGTAGATGGAAAAAAATTGTCT[C/G]TCAGCCCTTGTAGTCCAAATCCCCAGGCCCATACATTTCTTTAGAGAATGAGTACTTAC C G 0.40 0.56 0.59 0.59 0.54 0.27 0.55 0.55 0.50 0.52 0.51 0.012 0.001 0.006 0.048 0.0028
rs1956775 14 24.08TGTAATACAGCTGTCCACTCATTCACCTGAGCAAAGATGATATGGTGAGGGACC[A/G]TCTGGAAGCTCTCTTTTATATTTCTTTACAATGTGTTTCCAACAAAGATATCTGAGTGT A G 0.50 0.56 0.59 0.59 0.55 0.23 0.55 0.57 0.50 0.52 0.52 0.002 0.001 0.003 0.065 0.0020
rs1950948 14 24.40TGAAAAATTTCTATTAGATATCCTTTTCCTTCTTGTCACTTATCATTTTGCCAC[A/G]ATAGCCAGATGATGCTGTTTCTGCCATGGGTCTCTCCTCAGCTATAGTCAGGCACCAGG A G 0.74 0.67 0.64 0.63 0.66 0.50 0.86 0.71 0.50 0.65 0.61 0.018 0.032 0.008 0.006 0.0001 1
rs1956616 14 24.44ATAGTCCAGAATTTGCATGAATGAGGCCCAGAAGAGTACTCTGTCTGAGTTTTAATGATGTTCATGAACTG[A/G]GTAGAACTTGGGAGGAAAAGATAAAGATTTTAAAAACCCAA A G 0.45 0.54 0.57 0.49 0.59 0.59 0.14 0.45 0.64 0.51 0.54 0.020 0.106 0.011 0.000 0.0015
rs862952 14 24.48 ACACAGTCTCTACCCTTCAGCATCCAGGGTTCAGTAAGCATGGAGGCTGACAC[A/G]CTAAACTGCAAGTAATAACATGGTCACTCCCATGGAGCAAATAGGTCAGGGCTGCAG A G 0.60 0.49 0.46 0.46 0.41 0.41 0.86 0.57 0.61 0.42 0.45 0.017 0.108 0.015 0.000 0.0001
rs2144043 14 24.63AATAACAACAATAAATCAAAAATATTAAATGCTTCCAGGGAAACATTGTCTAATAG[A/C]ATTTTCTGCACTAACAAACATGTTTTGTCTTCATTGCTAGTGTCACTAACCACATATGG A C 0.64 0.43 0.44 0.48 0.41 0.30 0.13 0.26 0.54 0.38 0.37 0.023 0.053 0.011 0.008 0.0009
rs911085 14 24.74TTTGGGCCTCTATCTAGAGTCGAATTGAGGCTATGTAATCATCAGTCTTTCACAAA[A/C]TTTTTTGCAGCCCTAACATAAAAGTCATATTATAAAGCTCCACATTTGGCAAATGGTA A C 0.43 0.53 0.57 0.66 0.57 1.00 0.96 0.66 0.54 0.57 0.51 0.020 0.087 0.000 0.152 0.0050 1
rs1951085 14 25.28TTTGGGAAAATAACATCTACTAATTTAAAATTTGTCACATCCAAAATTTGTGCT[A/G]TAATAGTGGTAAACGATGGTGTATCAGAATTCTCTCTTAGCTATTACTGATGTGTTTAATT A G 0.81 0.47 0.43 0.46 0.45 0.86 0.42 0.56 0.62 0.47 0.46 0.064 0.004 0.001 0.080 0.0005 1
rs880433 14 26.48GAACTTGAGGAAAATGTATGTATGTATTATTTCTGAGTTGAGAGAATTAAGTAC[A/G]TGTAAATGTTAAGGATGGCCAGTCAGAAGGTCAAGGGACAACCCAGATGTGGGCATG A G 0.12 0.21 0.29 0.26 0.16 0.50 0.08 0.31 0.31 0.18 0.27 0.019 0.036 0.002 0.027 0.0010 1
rs176264 14 27.15ACACACTGCAATCCATGTGAGCCCCACCTTTCAGAGCCCTCCTGCAGTTTGAC[A/G]ATACTATTGAACTAACTCTGGACAACAGACTGTGTACAAAAATGATGTGTGTCCACTCC A G 0.74 0.52 0.55 0.48 0.48 0.13 0.87 0.55 0.56 0.56 0.51 0.026 0.060 0.001 0.107 0.0003 1
rs1957115 14 27.81 CATTCTGCAATTAAGATCTATAATTTTAGTGATATGCAATTAGTTTTTTTTCTT[A/G]AAGCTATTCTCCACATAGTGTGGGTCAAAGCTTTATTTTACTTTATTCTTCAAAGGGCCCA A G 0.31 0.67 0.61 0.68 0.66 0.45 0.64 0.48 0.61 0.72 0.55 0.046 0.000 0.018 0.017 0.0010 1
rs11984 14 28.04CGATTATTTCCAGTGTTCTATGAACAACTCCAAAACCCATGTGGGAAAAAAATGAAT[A/G]AGGAGGGTAGGGAATAAAATCCTAAGACACAAATGCATGAACAAGTTTTAATGTAT A G 0.24 0.57 0.61 0.51 0.55 0.32 0.35 0.35 0.46 0.52 0.60 0.055 0.020 0.031 0.031 0.0000
rs179562 14 29.21GTTTTTCCACCGCCACCGGTCTAGAAAGGAAGTGGTAATCCTGGGGTTGGAAGCC[A/G]AGACTGTGACTCCAGGGACTGCTCTTCCCTGCATTGCCCGTCCACTTAGCAGCAT A G 0.31 0.79 0.82 0.85 0.80 0.45 0.68 0.75 0.71 0.77 0.83 0.174 0.019 0.008 0.090 0.0003 1
rs2273171 14 29.37TTGTGCTCTTTCCTTTTAGTTGCCTGCTAATAAAGATGCCTTTCGAAAGACATGGA[A/G]TCCCAAGTATACACTACGTAGCCATTTTGATGGAGTACGGGCATTAGCTTTTCATCC A G 0.71 0.47 0.50 0.56 0.50 0.77 0.63 0.82 0.46 0.59 0.47 0.029 0.008 0.050 0.052 0.0003
rs7160965 14 29.50GATAGCAAAAGAAAACATCTACAGACAACATCTCTACCAAAAACTATGTGAAAAAAC[A/G]TCCCCTGGAACGTTTTTTAGGATGCTAATTAATTGGTGGGGCCAAACTAAGGTAGC A G 0.07 0.04 0.07 0.10 0.07 0.09 0.00 0.06 0.04 0.13 0.09 0.001 0.031 0.000 0.000 0.0003
rs727675 14 29.72AACAGTGAGAATGAAGGGGAGGGAAGCTTTGTGAGTAATAACACAAGTGGTTAA[A/G]CAAACAGAAGGACTGTGCAAAGATGAAGAGACCCTTGTGTGTAGGTTAACCGAGCAA A G 0.45 0.58 0.57 0.69 0.55 0.68 0.70 0.68 0.79 0.52 0.49 0.004 0.008 0.014 0.011 0.0016 1
rs6571428 14 29.95TAAAAATAGGCTTAAATTTCAGTTCTTAATTCATTTGTGGCTGTGACCTTCAACCT[A/G]AGAACTGATCTTTGCAGGTTAAGGATAAATTTTCAAACCTGCTACTGTGTTTTAAAAG A G 0.64 0.49 0.39 0.52 0.45 0.36 0.79 0.55 0.62 0.43 0.38 0.019 0.057 0.007 0.004 0.0000
rs2378944 14 30.19AAATGCCCAAAATAATCTTTACAAACAAATCCAGAAGCCTTACTCTACAGCAATCAAG[A/G]ACACGTAGTATGAGGCAGGCAACAGCATACAGAATTCAAAAGCAGCCACTCCAT A G 0.40 0.67 0.66 0.52 0.59 0.64 0.51 0.63 0.58 0.63 0.62 0.028 0.003 0.000 0.000 0.0024
rs1889387 14 30.34TATGCTTTTCTCAAGATGAAAGGTCAAAAAGTAGTTTATGTGGAGTAAATCTGGA[A/C]GAATTTCAGATTTTGAAGAGATTTCTCCTGGTTTTGATACAAACGGAGATTCCACAAG A C 0.74 0.32 0.31 0.40 0.29 0.27 0.55 0.46 0.46 0.40 0.33 0.099 0.026 0.015 0.001 0.0003
rs2183192 14 30.62GGCTCTGTGAATTTAGAGGTTGTGTTTCCCAAAGGGGGAATGCTTACACTGTTGAA[A/G]TGTAAGCTACAGCTACCACCAGTGACTTAAGTCTTCAATGCCAAGTGATCTAGCAC A G 0.48 0.37 0.36 0.38 0.27 0.64 0.98 0.49 0.32 0.41 0.40 0.005 0.257 0.017 0.042 0.0007 1
rs2891193 14 30.77TAATAGCTTAAAAACAAAAATGAGTAAAACAYAATTTCCAAATGGTTGGGTCTGGAT[A/G]TTGCCTCTTTGGTAACAGTAGTAAAGATAACAAGTACATTTATATAGTGCTTTAGAG A G 0.52 0.42 0.39 0.32 0.36 0.73 0.67 0.53 0.32 0.39 0.33 0.005 0.023 0.005 0.051 0.0019
rs7149108 14 30.95GAACTGGGGTGCTGGAGAAAAAGGGTAACTGTTTGTCAGAGAAGGAACTATGTTT[A/G]AAAGGCTTTTGGCCTGAGGAAGGTAGATTCTAATTTATCGTCAGAAGTGACTGGAG A G 0.29 0.01 0.01 0.00 0.04 0.09 0.00 0.01 0.00 0.00 0.02 0.092 0.004 0.004 0.018 0.0005
rs7141672 14 31.38AAATAATTATTGAGATAAAAYCATCATTTATCTTCTCAGTCTGGTGGGTGACATTGC[A/G]CTCCTTTGTTTCTTACAAAAATGTATATGTGGTCAATTATTTGTAAAACAAAAACTGG A G 0.10 0.32 0.39 0.34 0.38 0.05 0.01 0.16 0.32 0.47 0.35 0.052 0.139 0.040 0.101 0.0002 1
rs2383437 14 31.54TATTATCTCTACCCTCATATGATTGCATAAGCTGTTTGTCTCTTTCTCTGCTATCA[A/T]GGAGTGGAGGCAAAGGCAAAGTCCCTTCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT A T 0.52 0.29 0.32 0.33 0.34 0.50 0.30 0.46 0.46 0.35 0.38 0.015 0.000 0.009 0.014 0.0008
rs2027338 14 32.58ATCAGCATCAGCCCCACTGTTGTCTGTGAAGTTTGGAATTATGGCTCCTCATC[A/G]TAGGGCTACTCGTTTTGTGCCCTGATTTCTGTTAATAGCTGTTATGACTGTTACTGCTAC A G 0.50 0.61 0.54 0.52 0.64 0.55 0.82 0.63 0.57 0.55 0.56 0.005 0.024 0.002 0.003 0.0001 1
rs1712355 14 33.34AGATGACTTCATTTAGGACTGATCCTGGGGTCTTCCTTCTACATTTTATTCTAAT[A/C]TTTTCTACTTCTCTTTTTGCATTATATTACTCGTGATCATCAGGATTCACATAATTCTTGT A C 0.48 0.54 0.47 0.51 0.48 0.73 0.29 0.51 0.58 0.44 0.44 0.000 0.012 0.001 0.040 0.0004 1
rs799474 14 33.51AGCTACTGCAAGGACAGCCTTTGGGGGACACGCCTTTCTTCTTCCTCTGGTA[C/G]ACCAGAAGCTGGACTATCACCCCAGGAACCCGAGGCCGCCCCAGAGTCTGCTGTGCT C G 0.36 0.58 0.55 0.68 0.54 0.45 0.18 0.51 0.68 0.57 0.58 0.009 0.047 0.005 0.001 0.0037
rs8904 14 33.86 GCATGTTCTTTCAGCCCCTTTGC[A/G]CTCATAACGTCAGACGCTGGCCTCCAAACACACAGTCATCATAGGGCAGCTGAAAACAAG A G 0.63 0.41 0.35 0.39 0.43 0.60 0.07 0.42 0.50 0.47 0.46 0.054 0.048 0.003 0.042 0.0076 1 1 1

rs368181 14 34.52CAGCACTTTACCATTCAGCCAAATCACAAAACTCATATTTTCTTTTCACACATGC[A/G]ATGTCATTCATGCCTTATGGTCTCCGTATAACGACATGATTAATACAGACAGAGTGGTC A G 0.50 0.33 0.40 0.29 0.43 0.50 0.51 0.51 0.39 0.43 0.39 0.009 0.014 0.022 0.016 0.0003 1
rs376927 14 34.54 CCTTATTTTCTGATTATAGAATTGTGTGTCTTGAAAAGCCAAAAGGATTACGGAAA[A/G]ATGATTATAGCTAGAGAGTTCTGCATGGTGACTTTCCTGTATGACAACCAGTTAGCA A G 0.81 0.35 0.43 0.34 0.46 0.59 0.83 0.55 0.38 0.45 0.41 0.087 0.098 0.016 0.021 0.0002
rs1755784 14 34.69CTCAATGAAACTTTTGCTCCTCTCAGTAAGCAAATCTGCTCTTCCAAAGCCTTA[A/G]ATGTTTTACTTCTGCCTCTTTATTTCCTTTCTGCTCAATTACTATAATTATCTACTTTTTAA A G 0.86 0.71 0.72 0.72 0.64 0.73 0.69 0.58 0.79 0.73 0.73 0.011 0.001 0.013 0.000 0.0000
rs1955739 14 35.05ACTAGCAGTGTGGCTTTATCTGGTCTAAGTTGTATTTGTTTCCAAACAGCTTC[A/G]TCTGTTACAATGCTAATTGGGCAGCACAGAAACACTTTGCAAGTCGAATTTTTTTAAAAG A G 0.50 0.36 0.36 0.30 0.30 0.27 0.00 0.29 0.23 0.38 0.32 0.002 0.196 0.017 0.020 0.0027 1
rs1955734 14 35.13TAATAACAATCACAAATGCCCTGAAAGTGGGAAAAATTTTAAAGCTTTTTTTTGGCCAAAGACATTC[A/G]AGTTATTGTCCATAATATAAGCAGAGGGAAAAATACGTGTTACCAG A G 0.86 0.48 0.43 0.37 0.38 0.15 0.70 0.30 0.50 0.39 0.33 0.073 0.019 0.039 0.087 0.0109 1 1
rs1033594 14 35.20TGTAGTGTGTAGTGTCAGGACCAGAATTCTGGTCTGGGATACACGATCCATCAA[A/G]CAATGGAAGCCGTGCACTCATAACCCAGGGTTGAGCGTGGACTTCGTTGTTTTAATTA A G 0.33 0.44 0.52 0.50 0.54 0.73 0.48 0.38 0.43 0.45 0.48 0.026 0.001 0.021 0.020 0.0020
rs698295 14 35.30AAATAAACCAGGAGTTTAGTTCTGTAGTATCATTTGAGACCCAAGCTCCTTCC[A/G]TCTTATGGCTTCTGTAGCCTTTGTGACTTTGCAAAGTCACTTCATGGTGCAAAATAGCTG A G 0.33 0.22 0.32 0.30 0.30 0.32 0.46 0.33 0.32 0.33 0.32 0.002 0.019 0.008 0.002 0.0013
rs1958497 14 36.77AAACTGGCCTCACTGCACAAATGCCACCTTCTTCAGGAAGCCAAATAGACATAAATA[C/G]ACAGAATGACATAAAATAGTAAAAAAACTAGGCATCTGAGAAGTCTAATATCCAG C G 0.57 0.57 0.56 0.45 0.46 0.23 0.31 0.28 0.54 0.48 0.44 0.001 0.046 0.060 0.069 0.0072 1 1 1
rs1168554 14 36.86TCCTTATGTAACTTCTCTATTGTAATGTGAGTTCTTTGAAAACAGAATCTCTGCCCT[A/G]TCAGCCTTCCTATTCCTAGTATCCAGTATGAGGTACTCAATAAACAAATGCCGACTG A G 0.90 0.54 0.48 0.45 0.59 0.36 0.49 0.45 0.46 0.60 0.59 0.101 0.002 0.002 0.013 0.0059
rs715267 14 37.63CATCCTTGTAGAGATTTTTTTTTAATCTAATTTAATCCGAAATGTGATAGTATGT[A/G]GCGGTTACTTCTAATATGTGGGAGTCCTTATTCAATCATTGTGGGCCTGTCACTGCTGA A G 0.86 0.63 0.61 0.62 0.45 0.59 0.80 0.76 0.57 0.70 0.67 0.032 0.026 0.012 0.001 0.0010 1
rs735543 14 38.66AGCAAAACAACGTAGTGAGAAAAGTCTTCTTGCAACTACAGGGTAAATATGCTATTA[A/C]CAAAGGCCAGGGAAAAATTCAGAATAATGTTAAATCCTTTGCAAAGGTGTTTTCAA A C 0.60 0.55 0.57 0.55 0.43 0.77 0.74 0.54 0.29 0.45 0.51 0.002 0.012 0.006 0.023 0.0032 1
rs1955558 14 38.72AATATTTCTTGCTCCCGAGGAAAGTATTATAGATGAGATGTTCTGAGTAAAACAG[A/G]TAAGATGAAACATATGACCACTCTCCAAGAGGCTAGCCTTTGTGCATTCCTGTAGTTA A G 0.62 0.36 0.39 0.40 0.39 0.86 0.73 0.56 0.35 0.44 0.47 0.046 0.096 0.032 0.183 0.0019
rs1111179 14 40.07GTCCGTGAGACCCCGGCCGGGGCCGCTCCGCTGCTGTCAGCCCTCGGGCCTC[A/C]CAGCCAGACTGGTTCTGAACCGATTTATCAGGGGGTTGCGGAGAGGGCCGGCGAAG A C 0.26 0.43 0.51 0.56 0.41 0.23 0.47 0.39 0.46 0.45 0.52 0.021 0.000 0.000 0.025 0.0004 1
rs766579 14 40.72 ACAAGGTAATGAATAAGAATCGAGTGTGGATGACATGGCAATTTATCTAGGTGGAGAGAG[A/G]ACTGTGGGGGAGGACAGAGAATTC A G 0.12 0.32 0.34 0.35 0.30 0.18 0.02 0.35 0.39 0.38 0.35 0.038 0.099 0.001 0.018 0.0002 1
rs944044 14 42.90TAACAATATACTATATTACATGGTTTATGTCTCTCAAAATATCTTATACATTCTTAAA[A/C]ATTTTCAGAAAGCAGTTGGTGTAGATAACTGAAACTGCAGAAGAGAAAACTGTGAAT A C 0.79 0.68 0.72 0.68 0.68 0.68 0.84 0.68 0.93 0.67 0.65 0.007 0.021 0.000 0.000 0.0062 1 1
rs1906786 14 44.15AAGAGCAGAATAAGGGGGACTGGGAGAGCAGGTTGTGAGGATAGATGATTTGGTTCTTGTGAGGTGGATGGAGAAAGCCGCTGCCTTGGTTTTGAC[A/C]ACTTTCTAGTTAGTA A C 0.84 0.77 0.81 0.84 0.73 0.95 0.96 0.97 0.71 0.85 0.76 0.002 0.030 0.033 0.026 0.0007 1
rs1754313 14 44.56TTAACAGAGAAGAGTTTCTGTAGAAATGTGCACATCCAGTGTTAATGAAGAAAAACAGCTGACTTGCTCTTAACTGAAGGGAAAGCA[A/C]TTATCATTTAGTTCAGTGAATCAGC A C 0.83 0.53 0.58 0.46 0.55 0.64 0.21 0.53 0.36 0.60 0.44 0.043 0.061 0.008 0.003 0.0083 1 1
rs1020897 14 45.13ATAGACCTCAATTTTTTTTTAAGAATCACATAGTCCTTTTTAAAAGCAATTATG[A/C]AAAACAGCAGTCAAGATGATAGAAAGGGTGCTCTAGCAGGAAAAGAATTTACTAAGTAAT A C 0.43 0.40 0.43 0.38 0.43 0.23 0.36 0.48 0.18 0.42 0.38 0.000 0.006 0.000 0.028 0.0020 1
rs1381641 14 45.13AAAAGCAGTATTAAAAGATCGAACCTAGTGTTTTTAAACTGCTCTATATCATC[A/G]TTCTTTAACAAGTTCCTCAGCCCATATTTTTCCTTTTGCCTGTACACAGGCCTCTCATCTGT A G 0.43 0.55 0.50 0.51 0.54 0.77 0.63 0.46 0.79 0.51 0.48 0.003 0.011 0.000 0.044 0.0000
rs1532202 14 45.24CAGCTTTGGATGAAATTGATGCTACTGGAGAACAGAATCTACATTTTATAAAATC[A/T]CTTGCATATAAATAACCAATACGTAAGTAATACTGGAATAGAGCCAATTCTTTATATCA A T 0.64 0.57 0.51 0.51 0.38 0.27 0.06 0.67 0.61 0.45 0.45 0.017 0.098 0.026 0.013 0.0016
rs2022703 14 46.19CACTGATAATGAGAAAAAGCGCATAGAGAAATATCTCAGTGCCACCTGTCTCT[C/G]CACATGGTCACTCAGATTCCACCCCTTCACTGCCAGCCCTACAGACCATACAGTTCTTG C G 0.71 0.45 0.45 0.50 0.39 0.68 0.09 0.54 0.54 0.53 0.53 0.045 0.083 0.000 0.037 0.0032 1
rs1474935 14 46.21TTAGTCAGAGCTTTTGCATATGTTTCAAAGCAAAGCCTAGTATTAGGAACAAT[A/G]CAAGTACTGATATAAAGGAGAAGGACAGAAAAATTCCTAGAAGCCAACAAACATTTTGGA A G 0.36 0.34 0.46 0.32 0.38 0.27 0.04 0.46 0.25 0.43 0.41 0.004 0.120 0.001 0.013 0.0014
rs764602 14 47.47 GCAAAAGGTCAACAATGAATGTGAAGCTCCATTTTCATGATCTATTCAGGTAT[A/G]AAAATCTTTAGATGAGACATCCACAATGCTCTCTGATCACCTCTGATTGGAAGCTGTGA A G 0.10 0.57 0.49 0.45 0.54 0.05 0.51 0.32 0.68 0.35 0.44 0.081 0.001 0.005 0.123 0.0010 1
rs1947393 14 47.97GCCTTAAAAGTGCCCTGTCTTGGTTTCTACAATAGCAGTAGTGAACATGTTGGGCA[A/G]ACTGAGAATGAGCCAGGTTGGATCAAAAAGGGACATACCTGCCAGGAAGGTGGCT A G 0.10 0.54 0.55 0.56 0.59 0.82 0.10 0.65 0.61 0.54 0.48 0.132 0.142 0.001 0.032 0.0017 1
rs1349750 14 48.03TCTCAGGAAGGTTAATGTAGAACATAAAAGGCTCAGTTTGTAGATAGACTGAGT[A/G]TATGTGTGTGTAGGAATCAAGGCTATACAGGGTCCAAAAATTAGCCTAGATTATGTGT A G 0.79 0.41 0.47 0.43 0.34 0.95 0.84 0.58 0.36 0.45 0.58 0.048 0.094 0.005 0.166 0.0033
rs941606 14 48.40GCTGCATGCTGCTCCCAGTACTCTGAAGGACCCGCCTGGTGATGATGCCATCCAG[A/C]ATCCACAGAAGCAGGGCTGCTTGCTCTGAGGGCTCTTTGTGAATCAGGCAGTGAA A C 0.64 0.44 0.47 0.54 0.54 0.18 0.13 0.54 0.43 0.50 0.59 0.027 0.059 0.006 0.036 0.0110 1 1
rs923908 14 49.11ATTTATTAGAGCTTGACATAGCTTTTTTATTTTTTAATCTTCTGGATCTGTTTTG[A/G]TAATGCTTTATGCTTTAGAACAGTGGTTTGCATTGTTTTGTACTGTACATTTATCTCAATA A G 0.20 0.55 0.51 0.56 0.55 0.82 0.89 0.61 0.50 0.44 0.51 0.051 0.102 0.007 0.058 0.0005 1
rs735265 14 50.11TCCTTCTTAGAGCAGTGCATGAATTTAGGTTCAGCAGTGTTAAAGGATGAGAA[A/G]TTTTTTTTTAGAATTTAGAGCATTATGAGACTATTGTAGAAATTTTAACTACCAGGACCTA A G 0.24 0.20 0.20 0.18 0.21 0.59 0.18 0.27 0.18 0.17 0.19 0.004 0.000 0.011 0.095 0.0004 1
rs1618825 14 50.40CCTAAAAGATCTTTGTGACTTCCCAGTTGTTGAAAGACATGATTGGGAAAGAGTG[A/G]CTGAGTGTGCAAGGTGGATTCCAACCCAGATCCTCCGGGGCTTGTAAGAGTTGAGA A G 0.76 0.47 0.37 0.41 0.45 0.77 0.72 0.60 0.64 0.44 0.40 0.069 0.039 0.011 0.074 0.0005
rs762063 14 51.09 CTAAAGATGATGATTTTTATTTGTTTTAGGGTATGTCTCTGTGCCAGACTGTC[A/G]TCGTGGGCTCTGTAGTCATTCTTCTGTACTCTTCCAGAGCTTGTTATAATTTGGTGGTGG A G 0.24 0.57 0.50 0.49 0.48 0.36 0.45 0.40 0.50 0.51 0.45 0.040 0.002 0.013 0.013 0.0027 1
rs1958907 14 51.44TTAATTTTCCACCTTGTAGGATCATGTTTGGCTAATGCTCAGTAACATTTTTATT[A/T]AATGTCAGCATAATCTGAAATTTTGATTCATCTGTTGGGATTTTCTTGATTAAGAAAGTAA A T 0.14 0.46 0.51 0.46 0.54 0.27 0.07 0.39 0.36 0.48 0.51 0.092 0.147 0.012 0.037 0.0003
rs735199 14 51.81GACTTTTCCAGAACCAAGCAAACATTGTTCTTTTAGATATAAAAGTCAACCCAAT[A/G]AAAAAATATTCAAAGTGAAGAATAATGAAAGACAATCAGCTCTACTAAATAATGAATTG A G 0.60 0.47 0.48 0.41 0.43 0.68 0.73 0.69 0.50 0.46 0.51 0.006 0.029 0.007 0.025 0.0001 1
rs1950209 14 52.76 CATTTCTGCTTAGTCTAAGGCAGGCAGTCCACAGGCCAGGCTCTGAGAGTACT[A/G]ATCTGATGAACTCTAAGGTGCTGCTTCTTCCAGTAGTCGGAGACTGTATAAAAACTTC A G 0.52 0.53 0.55 0.51 0.54 0.05 0.39 0.49 0.57 0.46 0.52 0.000 0.010 0.000 0.147 0.0004 1
rs943912 14 53.38 AGGAATAGCACTGCTTACGA[C/G]TGGGCCAACAGCTTCCACCACCCAATTTAGAAATTCCCTCTAAATCCCTCTTCCCCTGTCCAGGGCAAGGTTTCCCAATGTATAGTTGGCT C G 0.24 0.26 0.19 0.22 0.14 0.05 0.20 0.13 0.35 0.17 0.19 0.008 0.002 0.000 0.013 0.0001 1
rs922656 14 54.46CATTGGTTGGGAAAGTGCAAGATTCCATGTTAATGAAACTCAAAGCAGGAAT[A/G]ATAAACCACATCCCACGAGGAACGGGGGATTGCCCGTTGAGACTCCCCCTGCATGGGC A G 0.26 0.62 0.56 0.54 0.45 0.59 0.61 0.39 0.50 0.60 0.50 0.026 0.014 0.002 0.004 0.0008 1
rs1046597 14 54.57 CCCAAGTGGGTGTGTGCGACACCTCTAGTTGTAAGCCGGGACACAGTGAC[A/G]TCGAGAGAGCGCTATTCTACTCGGAGAGGAAGTTAATCCCATCGAACTCC A G 0.95 0.65 0.64 0.76 0.55 0.80 0.93 0.75 0.79 0.70 0.66 0.079 0.068 0.004 0.014 0.0011
rs715756 14 54.69CCCAAGCATCATAATTGCTGGTTATTTCCCTCTATTTGATATCTAGTGTGTCC[A/G]TTCCTCAAACACTGCATGTTCATAGTTACACATACTATTCCAGATATGACCTAAACATGTC A G 0.21 0.51 0.47 0.50 0.48 0.45 0.64 0.49 0.54 0.47 0.38 0.025 0.020 0.003 0.001 0.0026
rs1959068 14 54.99CAGAGTCATCAGCCGCTCCCAACAGATTTATATGTGTGATTTGCTTTACTGATAAA[A/G]GTAACTGTAAAGAAAAAGTCCACCTATAAACCCATAATAAAATAAAAATTGCATTTAA A G 0.79 0.60 0.55 0.66 0.71 0.18 0.44 0.40 0.75 0.68 0.69 0.020 0.012 0.018 0.090 0.0067 1 1 1
rs1959064 14 55.03CTGGGCTGTTCTAGACTTTTCTCTCTTTCTGTCTTCTTTCCCGAGATGATCATATTGAAGCTTT[A/G]AAGGGCAACTATGGGGCAATATTTCTCAAAATTAGACCTCCTCTGCTTCT A G 0.95 0.68 0.66 0.67 0.64 0.77 0.33 0.68 0.68 0.77 0.58 0.087 0.046 0.000 0.009 0.0034
rs999881 14 55.52TGCATTTACCAACATGTCCAGGTGTTTCATGTGCTTGTGAAGCGCTGCTCTAGT[C/G]CAGGTGTGAAGAGTACTGTGTAAGTGCATGTAATTAAACCCAACACTAGCCTTCAGGC C G 0.67 0.55 0.50 0.37 0.48 0.64 0.46 0.51 0.42 0.52 0.52 0.014 0.000 0.001 0.011 0.0000 1
rs768221 14 56.14TTTCTGAAGAATATAAACAAGAGAACTCTAATTTGAGAAAAAAATGTTTTCAAC[A/G]TATATGAAGACTGAAGCAGCTGCGCATTCAGGTTAAAATTGTGGTACTGGAAGATGAAT A G 0.29 0.38 0.41 0.39 0.45 0.55 0.74 0.22 0.50 0.36 0.42 0.013 0.064 0.029 0.011 0.0000 1
rs1073382 14 56.19 ACCACTGTGCTATCCCAGTTAAGTTTTCCACAGGTGGACCTTGAAGATTTTACT[A/C]TACAGGCCCTCCTGTGCAGTAAATACATATCACAGCTGGTATTGTAAGTTACTGAAAT A C 0.19 0.50 0.50 0.44 0.59 0.50 0.50 0.39 0.57 0.41 0.52 0.064 0.000 0.026 0.000 0.0004
rs1950996 14 56.23AGGCCCACAAAGACAGGCATTCAACCAGAAAAACTTAGTCAGTGCTAGAAGAGCCACATCATCCCCT[A/G]CTACAGGGCCCCTATGGAAAGTATGGAAAAGTGGACAAAGGATA A G 0.52 0.46 0.44 0.48 0.36 0.50 0.48 0.59 0.46 0.52 0.40 0.005 0.000 0.026 0.003 0.0006
rs178498 14 56.52GTTGGCATTAAAATTTTGCCTTAACAATTCCAACACA[A/C]GATTATCATATCAAGAAACGGTCACTTATAATATTTATGCATTCATTAACTTTTCTCAAAACATTATTACCCACTCCC A C 0.81 0.51 0.51 0.48 0.48 0.86 0.20 0.69 0.64 0.53 0.51 0.039 0.055 0.018 0.075 0.0003
rs311848 14 57.19ACTTTAAAGAAGAAGTGCTTAATTGAATTCCAATTCTGTTCACTAGGATGAAA[A/G]GTATCTTCAGAGTTTTGGAGATGAGTGTGTGAATTTCAAATAATCTAGAAATGCGGCCAA A G 0.64 0.36 0.35 0.22 0.48 0.91 0.49 0.45 0.46 0.30 0.35 0.080 0.025 0.026 0.238 0.0015 1
rs731700 14 57.26GTCTGTATCGTGCTGTAAACTCCACTTAAAGCCAGACTTCTTTGTTTGCCAAGA[A/G]TAGCTATCACAGACTAAAATGCTAAAACGCAACTGGGGATGCTGTCAATCTGCTTGAC A G 0.69 0.39 0.37 0.46 0.48 0.36 0.52 0.63 0.62 0.43 0.45 0.063 0.012 0.051 0.000 0.0069 1 1
rs885355 14 57.55TACAAATGGAACATTTGGAAAACTATGGAAAAGTGTTCTTGGAACCCTGTCATC[A/G]TTTAAGGAACTTTTTCACCATGTTAATTCTGCATACTCTCACACATATGTACAACTGCAT A G 0.95 0.77 0.81 0.76 0.82 0.73 0.85 0.76 0.79 0.83 0.83 0.031 0.005 0.000 0.002 0.0006
rs1253005 14 57.72ATGTAACATTTATTAAGCATGTTTAAAGGCCAGGCACTGGGCCACTCCCACTGTGT[A/G]CTGTTCTCACTGAAACATTATATCAAACCTAGAAGAAGATGTTTTTTTCCTTCAGAAA A G 0.43 0.49 0.44 0.50 0.46 0.50 0.47 0.36 0.54 0.41 0.37 0.000 0.000 0.004 0.002 0.0028
rs1262129 14 57.94AAGTTTATAATCAAAAGAGTAAAACATGCTGTGGATTGTAACAACAAAACTGAAT[A/C]AAAAATGTCTTTATCTTGATGCTGGCGCAACATGAAAAGCAAGTTTAATGAAAAGAGAA A C 0.14 0.58 0.59 0.59 0.34 0.86 0.49 0.58 0.64 0.45 0.45 0.123 0.010 0.005 0.042 0.0143 1
rs1253113 14 57.95 ATATCATTCAAAAATAAGCAAAACTAACCAGAATAGTTGTGAAGCAGAAATACA[A/G]TTGGGATAAAAACTTTCTGGAAAAAAGTGGTAAAAGCAGTTTGGTACATGGTTGCCTC A G 0.60 0.32 0.31 0.33 0.45 0.14 0.50 0.42 0.32 0.45 0.48 0.059 0.041 0.038 0.008 0.0202 1 1
rs912377 14 60.35AGAATAAAGGAATCCATTGTGAACTAATGTGAAGGAATGGAGGTAATGATTAGAT[A/C]GCACAGGTAGGTTGATAACAACTTAACCTCTGATGGTTTCCCATCCTTATCTCTTTTG A C 0.07 0.31 0.28 0.30 0.23 0.27 0.22 0.23 0.43 0.31 0.27 0.037 0.000 0.000 0.001 0.0000 1
rs869834 14 61.17 CTAAAGAATGTTCATATCTTGAAGACTTAGTACAACCTATGTTTACTTGGGAAGC[A/G]TAAGAATTGTGTCAACCCTTTGAAAGACTTCTAATTAAACTGCTGGAGCTTTGATGTC A G 0.67 0.61 0.56 0.63 0.55 0.86 0.74 0.70 0.43 0.61 0.58 0.014 0.033 0.028 0.085 0.0011 1
rs2065632 14 61.26TTATCATTCATGCGTTTTATCTATGTCTCCTTGCATCTCTTGTGGTTTATGCT[A/C]TATAACATTTACTGCTGTGTTATTTGGTGTACAGATTATTTATGATTGTTATGTCTTAGTTGT A C 0.50 0.55 0.61 0.63 0.54 0.86 0.85 0.76 0.50 0.52 0.58 0.009 0.032 0.006 0.042 0.0004
rs243147 14 61.29AACCAGTCACTGTTAAATGAGAAACAACCCAGCCCAACTCCCAGTGTTACATCCA[A/C]CTGTTTCAATTAAGATCCCTCTTGTCTAATAACACAATTTGAAATGTCAGTACATCCG A C 0.52 0.52 0.56 0.60 0.55 0.77 0.63 0.73 0.39 0.59 0.52 0.004 0.000 0.004 0.017 0.0023
rs1956011 14 61.31ACAATCTTCCCACATCTTTCCCTTCATTCCTCTTCCTCTCTCCATTTCTTCC[A/G]TCTTTGTTACATTAGTAATTGATTAATGCAGGTTTGTGATTAACTTTCTAAAGTTAAGTGGTT A G 0.74 0.60 0.60 0.60 0.55 0.86 0.70 0.82 0.38 0.63 0.59 0.004 0.001 0.018 0.032 0.0006
rs1950572 14 61.38CTAGAGCTGATGCAAGCCTATCCTTCTTGTCTTCCTTGCATCATTTATTTTTCT[A/G]TCTCCCCTTATTTTCCTTCTATACCATCCACTTGCAATATTTTCTGCTGAAACATTTTGAA A G 0.48 0.46 0.48 0.49 0.57 0.23 0.71 0.32 0.54 0.53 0.47 0.000 0.039 0.018 0.028 0.0001
rs1255504 14 61.41CAATCTTTCTGTGCCCTCCTCTGCACTTCAGTGGCTTTCTGCCTCTATCCCA[A/G]CCTCTGAGCTATTAGTACACAAATCCCTGAGGTTCCACTGTGGAACAGAATATCAAATAC A G 0.53 0.50 0.52 0.46 0.57 0.14 0.31 0.25 0.68 0.51 0.49 0.000 0.016 0.024 0.085 0.0000
rs1453007 14 62.96TAAAATACAAAAATGAAAGTCATTTTGACTCCCACTCCCCAGAGATAATCACC[A/G]TGTACAGTTAATTCCTTGTTTAAAACGAGAGAAGGCAACATTTGATCACAGCTGTGTGTG A G 0.95 0.73 0.72 0.74 0.77 0.82 0.97 0.73 0.71 0.75 0.66 0.064 0.008 0.004 0.002 0.0012 1
rs1542313 14 62.99GAGAAATAAAACAAATAAGCCTAGGGAAATATTAGAGTCTAAAAAACCCTAGAGTTA[A/C]TCTCTTTTGGGAACATAAGGAGGTATACAGAACTGCAGACCTCTAAACATAAGTAG A C 0.55 0.48 0.54 0.46 0.46 0.27 0.19 0.51 0.32 0.52 0.61 0.000 0.007 0.000 0.038 0.0013
rs229670 14 63.27TGTCTCAGTGACATGTTATAAAGGGAAAATGGAAAATTGCTACAGATGCTCTG[A/C]AAACACCACCCTTGGCACCTCCTCAGCCAAGAAGCATGTGGGGGACACATGGGGCAG A C 0.62 0.77 0.78 0.78 0.71 0.77 0.86 0.65 0.62 0.78 0.81 0.014 0.008 0.018 0.005 0.0012
rs1959144 14 63.94CGTGTAAATTGGTACAACCTTTCTGCAGGGGATTTGTTTCTATGAATCAACAACCT[A/C]AAAAATAATTAAATCATTTGGGCCAACCATTCTATCTGAAGGAGTTAATGTTAAGGAA A C 0.24 0.38 0.32 0.34 0.32 0.18 0.17 0.25 0.32 0.43 0.37 0.005 0.028 0.007 0.016 0.0011 1
rs975232 14 64.57TCCCTAAGGAAAGGGAATGCCAGAGAAGGGCAGAAGGGAAATCAGGAAGACAAAAC[A/G]GTAAATTACCTACCACAAATCCAATTCATTGGTATTTTTCCCACTTACACTTAACC A G 0.38 0.40 0.41 0.43 0.36 0.50 0.70 0.41 0.62 0.40 0.30 0.001 0.032 0.004 0.001 0.0064 1 1 1
rs1316226 14 65.93CCCACCAGTCTTCAACGCCCGGCTCCCATGCTGCTTCTCTCTACTTTCTCCTC[A/G]CCCTCCACCAGCGACTGTCTGCACCACTTACCTGGCCCATTATCAGGTGCCACCCCAA A G 0.12 0.52 0.53 0.50 0.46 0.50 0.67 0.69 0.61 0.40 0.46 0.098 0.027 0.000 0.000 0.0016 1
rs718212 14 66.19AACAAAGCGGGACAACAGAGCAGACAGGGCTGGATTCTGTCATGGAATGGGAAA[A/G]AGATTTCACCCTGGGCTTCCCTTTACTCCCAGACTCTAGTTGCTCATTGAGTTCATG A G 0.29 0.64 0.60 0.67 0.66 0.63 0.63 0.36 0.69 0.53 0.58 0.053 0.001 0.000 0.012 0.0011
rs961700 14 66.32GAATGCCAAGTTATGATGGTATAAATGAGTGAATGTTTCAGCCTTTCTCAACTA[A/G]AAGTTTCTCATCTGAACTACAAAATACAGTGGATGATTTGAGTGACTATTTTCTCAATTC A G 0.52 0.35 0.41 0.54 0.39 0.00 0.11 0.30 0.42 0.41 0.34 0.003 0.071 0.008 0.176 0.0047
rs1950769 14 66.34AATGAAAGTGTCAGTAAGAAAACCTTGAAAGATTATTTGTGGCATGGCTTTTTGTAGCGGGCATTGTGATCAGAAATCTGAAGATGACAGG[A/C]TATTACAAGGGCTTGTGATGT A C 0.65 0.35 0.41 0.54 0.39 0.00 0.10 0.30 0.45 0.41 0.33 0.018 0.077 0.010 0.183 0.0056
rs1015023 14 66.35ATAAGCATCATGGTACCATACAATGCTTCTGAGCATAGGAGGGATGTGATCAGA[A/G]ATACACTTTGGGAAAATGATGTAGCAATGGTATGTACCCATATGTACTATTACCGATA A G 0.36 0.65 0.58 0.46 0.61 1.00 0.90 0.70 0.57 0.59 0.67 0.017 0.017 0.006 0.000 0.0062 1
rs927221 14 66.83TGGTTAAATCACGATTTTATTTTCTCGTTGACACCTAGTGTGTGTTATATGC[A/G]GCGTCCTCTGCCTCATGTCATTCTCCAATATGCTTTCTCAGGGCTACTTTCCCAGACCCTA A G 0.88 0.84 0.84 0.85 0.84 0.59 0.81 0.85 0.85 0.85 0.86 0.006 0.000 0.001 0.020 0.0003 1
rs1043254 14 67.70 GTTTATCTCTAACAGGGGCTGTCCAGTATATCGGTCCTGTTAGGAGGGGA[A/G]AAAAAGTTCTTCCAAAGGCTGGAGAAGTGAACAAGGAGTCAAATTTATTT A G 0.38 0.27 0.26 0.24 0.25 0.09 0.01 0.21 0.21 0.26 0.26 0.010 0.074 0.001 0.023 0.0000 1

rs8688 14 69.13GTCACACGAAAAATACATGAAAGTGCTCTGATAATTTTAAAGCATCATATAAATTAA[A/C]GGTGTCATTGGTAATAATCTCATATGCATTTCTTAACCCTTCCATTTCCTTGAAGAC A C 0.76 0.42 0.42 0.37 0.39 0.64 0.40 0.40 0.54 0.51 0.48 0.073 0.000 0.000 0.025 0.0012 1
rs987579 14 69.50 ACTTCTATGAGCTCTGAGATACTTACAAATTTGCAACTTAGACATGATTTAACATTT[A/G]GATGAGTTTCCAACTTTAATTCTTGAAACCTCAGTTTTTAACCATAACTTTTCTCATT A G 0.74 0.91 0.88 0.83 0.91 0.86 0.66 0.81 0.75 0.93 0.89 0.026 0.046 0.013 0.005 0.0001
rs221924 14 69.57TCCCTTTTTATTCTAGAGGCTTTTCCTTTAATTCAGAGATTAGTGGAGATAATAAC[A/G]TCAGTCAAGGCTAATGTGGTACATGGAACTTGCTAATGGAGGTTGGACATTCTGTTTC A G 0.43 0.61 0.58 0.40 0.56 0.13 0.05 0.68 0.50 0.52 0.56 0.028 0.037 0.006 0.056 0.0001
rs917284 14 70.73TCTGAAAGGCTGGACACCACATCAGAGTCTTTGCCAGTTGTCCTTTCTCCCAT[A/C]CTTTCCTATTGGCAGTTCCTGGGATTATGCTGTTTTATTTCCTCTTTCTTTCTCTTCTCCC A C 0.50 0.60 0.59 0.65 0.50 0.50 0.66 0.45 0.71 0.64 0.65 0.003 0.002 0.008 0.002 0.0030 1
rs6574106 14 71.38AAAAAAACTTGAGGCATGCAATTGTTCGAAATCTTACTGCCTCCCTGGTTTCTTCTGC[A/G]TTTGAATTTCTGTTGAACACTGATAGGAGGATTCCCTTTAGGGGACACGAGGAAG A G 0.83 0.75 0.77 0.79 0.79 0.45 0.34 0.74 0.77 0.77 0.75 0.005 0.088 0.003 0.042 0.0002 1
rs7155380 14 71.47CATTTTTCTCTTCCAATGGCCAGAGTATTATAATGTAAGGACTAATTTTGGTGCAGT[A/G]GCTGGTTAGCCCTTTGGCAAGTTCTGGTCAGAATATGAATATATCTATTATTGGTTT A G 0.43 0.59 0.51 0.49 0.54 0.50 0.71 0.50 0.61 0.47 0.47 0.013 0.025 0.001 0.001 0.0012
rs977357 14 72.20TCGAGAGAGGTGGCAGGAGCCAAGGTCTGCAGGGACTTGTGGACAGGGCAGGGAGTTTAGACTTTGTCCTAAGACAGCTCAAAGAACTGACTC[A/G]CCTGGAGACTCAGTTTG A G 0.64 0.30 0.28 0.28 0.16 0.82 0.20 0.63 0.25 0.33 0.40 0.050 0.016 0.057 0.118 0.0080 1 1 1
rs1558174 14 72.29CTGTGCATCCCCTGAGTGATCACAACCATCTCCCTCCTATCAGAATTACTATTAT[A/C]CTAACTTTCATGATGTTAATTCCTTCTTGTTCTTTATAATCTACCACCTGTATTTGAATT A C 0.43 0.71 0.69 0.66 0.68 0.32 0.45 0.47 0.79 0.63 0.70 0.044 0.046 0.024 0.080 0.0002
rs1468507 14 72.56CCATGAGCACAGCTGAGATTGTTCAGAATTATCTTCTACCTCAAAATTTGGTGTT[A/C]TTTCAATTTCCATAGCATTGCTTTGCAACTGATTGCCGTTTTCCTTGACCATCGTGAAT A C 0.60 0.50 0.51 0.48 0.50 0.77 0.59 0.66 0.42 0.57 0.47 0.003 0.007 0.007 0.038 0.0010
rs1125221 14 72.90AATTCTGGATAAAATATTTTTAGTGATCAAGCAAGAAAGTAAGGAATTTAAAGAAC[A/G]AAAGAAGCAACTCAAATAATTGAGCAAACCACTAAAGTTGGCTATCACCCTGAAGATG A G 0.69 0.43 0.52 0.51 0.43 0.55 0.49 0.65 0.62 0.53 0.53 0.014 0.002 0.008 0.000 0.0000 1
rs4899553 14 73.69CAACTCTTGGCAAGACATTGTCTCTCTCAGAGGCCTTTAGAATGTCTCCAAAGCAC[A/G]CTACAGTGTATCTGCTGAACTGTTAGCCAACAGCCTCTGTATCTCATGGGCAGGTA A G 0.57 0.16 0.24 0.18 0.25 0.27 0.20 0.38 0.25 0.18 0.22 0.058 0.004 0.002 0.001 0.0012 1
rs1063169 14 73.74 GCTTCCCTGCTTCCTGGCACCCCACTGTGAAACCATTTCTGACCTGCAGTTGCAGA[A/C]TAGGTGTGACTTGCATTTAAAATAAGATCCTCAGCAAGAGAACAAAGAAGAGCCC A C 0.02 0.11 0.17 0.21 0.14 0.18 0.03 0.08 0.14 0.11 0.12 0.041 0.043 0.010 0.000 0.0040 1
rs2205187 14 73.83 CCATCACACCAGGATGGCCCCTGACCTACAGGCTGATCACTTTGTTTTAAGCTGC[A/G]CCATCATCAGTTGGCTCTGTGGAGCTAATTGCTGCCTTCCTTTTGTCCTTTTATTGA A G 0.45 0.22 0.19 0.20 0.20 0.23 0.06 0.15 0.36 0.26 0.24 0.031 0.020 0.008 0.000 0.0004
rs935340 14 74.58GTGTTGATAGCTTGCCCTGTCTGAAGATCTGCTCATTCTAATCTGATAAAACCA[A/C]TGCAGATCAAATATTGACAGACACCTGTGGGGCTATGTTTGGCTTATGGGCCCTGGTT A C 0.62 0.82 0.85 0.89 0.86 0.86 0.62 0.86 0.82 0.84 0.86 0.057 0.052 0.000 0.003 0.0006 1
rs760267 14 75.27TCATGGTACTGAGAGGTGGGTCTGAAAGCAGTTAGGGGTGGGAGGTGCATTG[A/G]CTGTACAGTTAATCCAAGGAGCTTGGCTGACATTTTGAGGACAGTGGGAGTTTGCACT A G 0.69 0.64 0.55 0.56 0.68 0.45 0.39 0.53 0.54 0.56 0.53 0.009 0.016 0.000 0.009 0.0038 1
rs888066 14 75.58 GAGGAAGGCAGTAAGTGAGCAGAGGTTTGAGGAAGTTCACCTGATGCAGGTGTG[A/G]AGGACAGATTGTGCAGGAGCCTGGAGGCTGAGTCACCAGCTAGGAGGCTGGGCC A G 0.19 0.50 0.48 0.48 0.38 0.64 0.48 0.51 0.61 0.42 0.43 0.058 0.000 0.000 0.006 0.0012
rs888412 14 76.60ATTCACCACAGCAGGTAGAAAAGAAACGGAAGAAAGAACAAGTCTGACCCAAGAGGCCCAATCGCC[A/G]GGTTTGGATTCTAATTTCAGTTTAGTGTGTCACCTGGGAGATGCA A G 0.10 0.27 0.26 0.20 0.38 0.27 0.02 0.15 0.46 0.22 0.24 0.015 0.034 0.003 0.007 0.0001 1
rs2043585 14 77.96GAAATAAAAATGGAGAAATTACATGCCAAGTGAGAAGACTGCACTGGAAAACAGA[A/C]ATTATCTTTTAAAAGCATTTTCAGATTGGTTGAAAAGAGAGGAGCAAAGGAGAGCAC A C 0.60 0.43 0.44 0.40 0.41 0.27 0.28 0.53 0.50 0.40 0.44 0.017 0.014 0.000 0.015 0.0005 1
rs178384 14 78.17AAAATAGGAAGAAGAATCAAATTTTCACGTTGCTGATTTCTGGTTATTAGTGTTCA[A/G]TGAAAGACACAAGCAAGTGAAATACCAGAAGGCTGTAAAGTCCAGAAACCTAGACA A G 0.71 0.52 0.57 0.56 0.59 0.05 0.13 0.60 0.39 0.58 0.63 0.022 0.079 0.005 0.141 0.0060 1
rs142922 14 78.62TCAACCATGACAGAACAGGGTAGAAACTGGGAAAGCCTGAAGAAAGCAAAAGG[A/G]TTGGAAGTAGAGACTTTTATGTGGAGCCAAAAAAAAATGTCCTGGGACAAAATAATAA A G 0.62 0.58 0.57 0.60 0.55 0.27 0.32 0.42 0.57 0.65 0.63 0.004 0.016 0.002 0.031 0.0027 1
rs1530771 14 79.02ACATCTTAGATGTAGTTTT[A/C]GAAATGATTTCTGAAACTGTTTCCTTTGGTGTGCTGTGAAATCCACATCAGGAGACAGCAGTAATTCTGATAAAAGGAGAAAGAAAATGCCCCA A C 0.64 0.53 0.55 0.56 0.55 0.95 0.56 0.53 0.54 0.48 0.54 0.008 0.000 0.000 0.123 0.0001
rs2060596 14 79.18 ACCTAGACAACTTGGTCTAGGTAGCGGAAACGAAGTATCTAAGCAATGCAGACAA[A/C]CTAGTCTGAATGGAAAATAACCTTGACTTGATCAGAATATTTACTAGCCTCTATATT A C 0.38 0.34 0.37 0.38 0.29 0.05 0.30 0.43 0.14 0.39 0.35 0.002 0.139 0.001 0.074 0.0002
rs1863766 14 79.34GCAGTGTTGTAGTCTCTGTGAAGTTTTTTCAGTTGTGATCAATGTTAGTGATA[A/C]CTGCAGAGCCTCAGTGGTCTAGGCTGAAGGAATTTGTGGTAGTGACAGTGACTGTGTAG A C 0.38 0.43 0.48 0.52 0.46 0.09 0.29 0.55 0.25 0.53 0.48 0.005 0.044 0.004 0.131 0.0001
rs1025253 14 79.38CTAAATTCTGGTTAAAGCTGAGAAAGGTATTTCTTTCAATTGGAGAAAAAGCAGT[A/G]AACACTCTTCTGCAGCTTACTACCACCTGCTGGTGCAACAAAATTTCTTATTAACAAGA A G 0.93 0.58 0.59 0.66 0.64 0.64 0.72 0.67 0.57 0.62 0.60 0.089 0.008 0.006 0.001 0.0003
rs759939 14 79.65 AAGTATGATTATATAAAAATGCTTACTTAGTTTTTTACTGAACACATTTAACATG[C/G]CAAGTGAGTATTAAACTTCTTTGAACTTGTGATATCAAAGTAATTCCTAGAGCATATTAA C G 0.81 0.48 0.48 0.50 0.36 0.70 0.39 0.44 0.61 0.47 0.53 0.079 0.037 0.003 0.034 0.0015 1
rs799032 14 80.63AGAGGTCTTCTTTCTTCTAAGGTTCCTATAGTAAAAATCTGTTGGT[A/G]GCAAACTCATTCAGTCATGATTTTTGTTGTCTTGTTCTCTTGTTTTAATCTGAAAGTGACTACTTCATC A G 0.40 0.55 0.55 0.70 0.50 0.50 0.21 0.40 0.58 0.54 0.50 0.007 0.057 0.014 0.001 0.0029 1
rs1964413 14 81.26GCAAGTAATTCCTATCTCATTATACACAGATTTCCAAGAGTTCAGTATACACCAG[A/C]TGATGCCTGCATCAGAGTCACAAACTGAGCAGGTAACACCATGAACATTAGAAAATAA A C 0.17 0.57 0.51 0.46 0.50 0.00 0.14 0.30 0.43 0.43 0.41 0.058 0.077 0.024 0.223 0.0044 1 1
rs876287 14 81.41 TCTATCCACAAAGGCAAGATTACACCAAACTTAACGTTGGATGGTTTAGAAGCTGT[A/G]TTGATTGTCAGAAATGAGTTATCTCTAGCCTATTCCCTGGTGCTAAATAAATGCATT A G 0.60 0.68 0.69 0.74 0.75 0.68 0.93 0.74 0.54 0.72 0.69 0.009 0.051 0.000 0.000 0.0001
rs898939 14 82.66GAGGCCACCATATCACAATTGCCTTTAGGTGCTGTTCAGCTACTTATCTGTGAAA[C/G]GGTGACGGGGGAAGGGAGAAAACAGACTTGAAAATAGCACAAAATAAGAGAATAAAT C G 0.38 0.45 0.42 0.43 0.61 0.05 0.24 0.27 0.39 0.26 0.40 0.000 0.013 0.017 0.096 0.0000 1
rs726957 14 83.12TAAGTCCAAAAAGAACAAAAAATTGTGAAGACTCCGAGAAATTCATGCTGTTAAA[A/G]TGGCTGAGTATATACCCAAACTGCCTCTGATGTGTACTGGCTTCACATTTTTAATGCA A G 0.55 0.31 0.36 0.37 0.38 0.36 0.55 0.41 0.25 0.35 0.37 0.018 0.020 0.001 0.000 0.0004
rs1885316 14 83.85AATTAAATGGATTTACATTGTTTGTCTGTAGGTATTCCCCTCCCTTTTAAAAAAAT[A/G]CAACTATGACTTTAACTGATTTTTAATGCATCTTTGTCTTTCTTAAAGAAAATATTTTTAG A G 0.21 0.53 0.56 0.55 0.38 0.59 0.68 0.63 0.46 0.51 0.50 0.119 0.001 0.004 0.008 0.0095 1 1 1
rs981270 14 84.17TGTTTGGGTAGCTACCTTTCATATAACCTTAAAAAGGGCTCTATCATTCTCATAT[A/G]GAACTCATCGCTATAATGAAATAACACCATTTGAAGATGATAATTGTCTTTTATTCCTAT A G 0.79 0.42 0.39 0.34 0.52 0.05 0.33 0.10 0.46 0.41 0.44 0.072 0.004 0.067 0.118 0.0007
rs1999916 14 84.45TTCCTGTACAACATCCCTTTGCTTGAATGGTTTCTGTGCTTTTCCAGGAAGCAA[C/G]ACCCATTATTACATAGCTCTAAATGCTTTCTTCTCCTGAGATGAAGCCCAAGATAAGTTA C G 0.26 0.49 0.52 0.59 0.52 0.45 0.16 0.28 0.46 0.48 0.50 0.044 0.075 0.027 0.006 0.0010 1
rs1012921 14 86.34CATCACAGTGCAGGGCACAGAGAAAGGG[A/G]AGTACAGCATTTTCAATTTGAGGTGGTACAATATTCCTATTGTCTCCCATTTACAATCATGGATTCTAAGTGTCCCTAGGTTGTT A G 0.64 0.72 0.76 0.73 0.73 1.00 0.98 0.90 0.81 0.73 0.74 0.011 0.004 0.003 0.090 0.0003 1
rs1956411 14 87.12GACCTGTTTGGAAATGGTGTGGCTGCCACCAGAACATTCAGTGAGCTTGTGGC[A/G]AAAAAGCTTGCCAGAGGGTGCAGCCCTCAGTGGAACAGTGAGAGTAGTCACTTGGTG A G 0.83 0.55 0.54 0.50 0.46 0.95 0.80 0.69 0.57 0.41 0.44 0.034 0.033 0.004 0.118 0.0055 1
rs719572 14 87.37GGGTTATTGACAGAATTCAGTAGGATTAATTCTAGCTCAGAATTTAGCCCGGAGCT[A/G]GTGCTAACTTTTAGCCCTGGAACCCAGCTGACAGAACTAGATCATACCTAGTACTA A G 0.07 0.52 0.49 0.49 0.57 0.18 0.24 0.22 0.46 0.47 0.59 0.096 0.020 0.026 0.042 0.0092 1 1
rs759364 14 87.75CTACCCCTTGTCTCCACTTACCTCCCCCTTCCCAGGACTGATGATTTCTTATCTTA[A/G]CCATCGCCACACATAAACTGGTGTCCAAGTCCTCCTTTTGGCTCCCATTATTCTTTC A G 0.26 0.24 0.23 0.21 0.16 0.32 0.65 0.30 0.21 0.20 0.23 0.001 0.088 0.001 0.003 0.0000 1
rs942190 14 88.41TGACCGTCCTCCTATACTGGGAAACCGAGCACAGAAAGCTTAAGCGCCTGGC[A/G]CGTGGTGGGCGCTTTCCTACTCACTTTCTGGGACCACGCACCTGTAAGCTTAGGTCTG A G 0.93 0.48 0.47 0.44 0.43 0.82 0.91 0.64 0.75 0.48 0.49 0.123 0.079 0.007 0.046 0.0002 1
rs4904723 14 89.18CTTGTTTTTTCTTCTCCTGCTGGACTAGAAATTCCACAGGGACCATTTGCTGTCTCG[A/G]CCCTAGTTCCTGACACGTAAATATTTGACAGATGAATAAATATGTGAATGGATAAA A G 0.81 0.98 0.99 1.00 0.98 1.00 0.97 0.97 1.00 0.98 0.99 0.071 0.009 0.012 0.000 0.0040 1 1
rs1152431 14 89.36AAAGTACCTGCTTCAATGTTTGCTGCTATAAAACAGCCAGACAAGCCCTATGAGGCAG[A/G]TAGAGCTCAGAGATGGAGTAAAATCCACAATTTATTATGGAAAATAAAAACATA A G 0.24 0.62 0.48 0.38 0.61 0.45 0.73 0.49 0.61 0.53 0.51 0.030 0.044 0.001 0.000 0.0007
rs4904745 14 89.55AGAACTTTTTGCATTATTTCCACGTTCAGGAAAAGGCATATGCCCTCTGAGAACAGA[A/C]AAATGGACAGAAGTTTTTATTTTTCATTTTATTTTTATTTCATTTATTTATTTATTTATT A C 0.45 0.15 0.27 0.27 0.13 0.00 0.05 0.11 0.07 0.20 0.23 0.012 0.055 0.024 0.123 0.0017
rs941914 14 89.78TAAGGTGTTCCGTCAGTGGCCTCACACATACAGACCTAGGCTTTGCAGCCCCAA[A/G]GATGTTCATTATCACTTTAGTCAACAACTCAACGTCTGGTATTCGGTACCTTACTGGT A G 0.38 0.27 0.27 0.32 0.27 0.68 0.31 0.35 0.21 0.34 0.31 0.010 0.002 0.016 0.091 0.0001 1
rs755102 14 89.85ACTGATGTATAAACAAGAAACACACACAGCGAGCTGTCAGCCACTCGCAAAACAG[A/C]GAATGACTTAAAAAGGATCGAAACACTCAAACACGTGACATTTCAACCAAACACAGA A C 0.88 0.63 0.63 0.70 0.64 0.86 0.80 0.75 0.64 0.66 0.70 0.064 0.039 0.044 0.050 0.0046 1
rs1298989 14 90.08CAAAGTCAAACTTTCTGTCAACAATTGGTCATTAAAAGTTGTCTCACTGCCTTATG[A/G]TCAGTATCTGGGCCTCACATCCTCCAGGGAGTCATACATTAGCTAATTTCTTTGGTTT A G 0.45 0.22 0.24 0.28 0.25 0.05 0.03 0.19 0.25 0.26 0.28 0.031 0.051 0.002 0.045 0.0014
rs972905 14 90.19AGTGACTGTGATTGAAAACAGATCCTTTACTCTTTC[A/G]TAAGTTAGGAAACAAATGTGGGGGCAAATGAGGAAAAGAAAACTAAGAGGTTGCTGGGGAGAAAGAAGGCAAATG A G 0.38 0.59 0.57 0.56 0.57 0.27 0.63 0.42 0.46 0.58 0.56 0.026 0.000 0.006 0.048 0.0005
rs1998136 14 90.27TGATAAAACAGCAAGAAACCTAAGACAAGAGCACATAGAATTAGGAAGAAATGTTT[A/G]GGAAGGGAGATGAAAAGGGAAAGGTCAAAAAAAAAAAAAGTCAAGGGCAAACCTA A G 0.02 0.32 0.31 0.30 0.29 0.09 0.47 0.13 0.21 0.24 0.24 0.051 0.040 0.010 0.012 0.0030
rs1242119 14 91.17 CAGGCTAGGGGCACAGAACAACACCTGTTTCAATTCTCTATACGGGGGTCCCAAGCCATTGAGAGAAGTGTAGTATCC[A/G]TAAACAGACATTACCTCTTCAGGACTTTGCCGG A G 0.07 0.39 0.42 0.49 0.45 0.09 0.90 0.19 0.31 0.38 0.41 0.066 0.179 0.047 0.044 0.0000 1
rs1740696 14 91.49 TTGTGGCCGGGGCTGCCAGTTGCCATTCTAGGGGGAACATGGAGATAAAGC[A/G]AACATTGAAATATGTTTTTTATTGTCAGCAAAAATAAACATCCCAGGCCGGAAGCCAGG A G 0.86 0.51 0.55 0.66 0.54 0.68 0.50 0.71 0.61 0.72 0.67 0.052 0.006 0.006 0.004 0.0075
rs1740694 14 91.50AAATGGAGGGTCACAAACTGAAGCGCCCATGGGGCAAATGTAAACCATGAGGCTG[A/G]TGGTGTGGGACAACAGAGAATGGTGGGGCCTAAGGGGCAACCAGCTTAAACACT A G 0.10 0.49 0.45 0.34 0.46 0.36 0.77 0.28 0.38 0.28 0.31 0.077 0.075 0.008 0.001 0.0091 1 1
rs882023 14 91.52TTTGGGGACCTAAGTCACATCTCAGGCTGTTTCATTGGGTTATGGTCTAGAAGTG[A/G]CTTCAGGATTTTGTTGCTAAAGAAGAAGGGGAGAATGGGGGACAGGTTGGGCTGC A G 0.31 0.61 0.61 0.66 0.57 0.41 0.69 0.39 0.50 0.61 0.60 0.041 0.007 0.022 0.014 0.0004
rs733559 14 91.73TTCCATTCCATTCAAGTGCCACCATGATTGGTGATCTGATACTTTACCTTCCACAT[A/G]TACCTCATTTTAATCTGCTCCTGGTGTTGTCATGCTACTATGTGCAGGGGTTATCAC A G 0.45 0.27 0.27 0.30 0.50 0.27 0.26 0.36 0.31 0.24 0.34 0.025 0.000 0.008 0.000 0.0029 1
rs760335 14 92.80CATCGCCGCTAGTATCAGTAATAGCCAGCTTTTGCTGAGCACCTACTGTGTACCAC[A/G]AGCACACACACTATTTCTCTTTCTCAACTCCTTAAAGAGCTAAGCCCTGAGCACAG A G 0.14 0.51 0.49 0.46 0.29 0.64 0.52 0.27 0.57 0.40 0.49 0.109 0.001 0.042 0.004 0.0001 1
rs1004958 14 93.03GAAAAACCGAATAAACCCACGCTGCATTTCTCTACACACCAATTTACTAGAGTC[A/G]TGCAAACTTGTCACCTTCCACTAGGCTACATCACTGCCACTCACATTGGCTTCCTCTGC A G 0.26 0.38 0.34 0.30 0.41 0.32 0.06 0.44 0.46 0.40 0.34 0.011 0.109 0.001 0.004 0.0001
rs742893 14 93.14CAGGCCTCAGCTCACGGGTGACAGCCACATGACCTAGGGAAGCCCCTCTCCC[A/G]CCTGGGCATCAATCTCCTCATCTGTAAAGTGGTGATGACCGCCCCATCTTGCAGGGC A G 0.55 0.36 0.48 0.50 0.55 0.41 0.96 0.38 0.50 0.45 0.34 0.004 0.226 0.001 0.000 0.0087 1 1
rs1361525 14 93.26ACCCCCCAAAAACATAGAAGGAAAGAGACAATAAAGATAAGAACAGAAATGACTGA[A/C]ATAGGAGAAAAAGATCAATAAGGCTAAATCTTGGTTCTTTGAATAAAATAATAAAAT A C 0.71 0.69 0.67 0.67 0.64 0.36 0.06 0.76 0.75 0.67 0.72 0.001 0.255 0.003 0.058 0.0027
rs1054195 14 93.64GCTCTCAGTAAAAACTTTCAGACATAGTCAATTAAGCCCTGCACAATAAGGAAACATT[A/C]AATCTGCTCAATAGACCAGACTCCCCCAAAATAAAACAATGATCACCACCCACTA A C 0.69 0.29 0.35 0.28 0.38 0.32 0.20 0.47 0.38 0.40 0.43 0.052 0.024 0.000 0.004 0.0033 1
rs2369522 14 94.73CACCCCAGCTCCTATGATCCTGTCCATCTCTTACTATAGAGGATGCAAATTTCAA[A/C]TATCTGTTATCCCTTGGAGAAAGCTTGTTGGTGAACTACACATCTGATTCATGGGAGA A C 0.33 0.40 0.48 0.52 0.52 0.64 0.57 0.66 0.42 0.49 0.52 0.007 0.011 0.033 0.025 0.0004 1
rs1022590 14 95.55GGCCATACAATCTCTGTTGCAACTGCTCTACCAATGAAGCACAAAACATATAAAC[A/G]TTGACTGTTGAACATATGAGCAGCTATAGACAATAACTTGTAAATGAGCATAGCTGTG A G 0.31 0.16 0.15 0.15 0.13 0.55 0.10 0.25 0.11 0.17 0.21 0.011 0.009 0.001 0.077 0.0019 1
rs8013495 14 95.70 GCCCACCTGCAAGCTCCCAATCAATTGGTTGTCTATCTTCAGTTTGGACTCCT[C/G]CAAGGATCGGAGGCCTTCTGAGGGGGGCAGCTGGATGGGTTGAAAGAGCTTCCTGAC C G 0.29 0.07 0.07 0.05 0.07 0.18 0.09 0.08 0.00 0.09 0.06 0.042 0.002 0.000 0.013 0.0001
rs8005578 14 96.06 TCCCCCTGACTTCCATCTAAAGTGATGCTAAGGGTCCGCATCTCATTTCCTTGACA[A/C]AAATGTCAACAGCATTATCTTATGCATGTGTTGTGCAGATAAGGGAAAGTCACGTT A C 0.86 0.98 0.99 0.98 0.96 1.00 1.00 1.00 1.00 0.98 0.98 0.052 0.000 0.000 0.000 0.0018 1
rs1462256 14 96.18TAGCACTTTTGGTGTATGCTGATGCATTTGCTTTTCATTGTCAAAAGAAGAAAAA[A/G]GGCCACTGCTGTTAGGAAGCTGGACTCCCGGACCAGTTCTTGCATGTACTCAGGGTG A G 0.57 0.47 0.45 0.37 0.36 0.41 0.60 0.46 0.46 0.39 0.47 0.000 0.000 0.025 0.016 0.0000
rs2616774 14 96.40CTAACATTTCTTTAATGGATTATGACAACTCACAGATCTTTCTTTGTCTTTCGTTA[A/G]TTGCTGCCATTCAGACCGATTTTTGTCTTGCATATGATTTTAATACAAGCACTTGTAAT A G 0.19 0.17 0.13 0.07 0.14 0.00 0.19 0.31 0.18 0.15 0.05 0.005 0.004 0.041 0.041 0.0109 1 1
rs926949 14 97.09GCTGAAGTGCAAGCTGTGACCTGAAGGTCTCATCACCTTCCAGTCAGAAATATAGCT[A/C]TTCTTGAAGGCTAGAGATTTTTCCCCTGCAAAATGACTCAGTTAATGGCAATAAAA A C 0.12 0.22 0.27 0.13 0.14 0.00 0.02 0.06 0.29 0.22 0.23 0.023 0.070 0.033 0.106 0.0036 1
rs1955897 14 97.22CTTCTCTTCTTTCTCTATGCTCCCAAAGAGTCAAAGAACATTGAAGTAATGCAT[A/T]CCTTAAAATTTGAGGATTTCATTGGTAGAACTATCTCAGCCAGGGATTTTGGGAGGAGC A T 0.33 0.57 0.54 0.59 0.52 0.50 0.18 0.40 0.71 0.52 0.53 0.016 0.085 0.011 0.001 0.0000
rs1159799 14 97.24GCACTACCAGATGCTTCCATACACCAGTTAGCTGCTTCCCGGGCCTATTTGAAG[A/C]AACGGGTGTCAGGTCAGTAATTAGGCTCTTGCAGACAAACTGGAAGTGCCATCTGAT A C 0.26 0.40 0.45 0.45 0.39 0.32 0.05 0.40 0.42 0.48 0.52 0.024 0.149 0.005 0.025 0.0027
rs1257670 14 97.48TGGTTAAGCAGTGGTGTCCACATGGTCCTGCTTCCAGGGGGACCACTAAGCAGATC[A/G]CACAGGAAATGCCCTAGTACTACACACTGGGGGATTTGTTTTCATGTTGCACAGG A G 0.60 0.74 0.71 0.72 0.70 0.27 0.72 0.41 0.79 0.64 0.72 0.010 0.000 0.040 0.100 0.0006
rs868666 14 97.59 CCTCTGGAAATACATCCTCCACTGAGTACAAACAGGGCCACCATGCCACTTCCT[A/G]TGTAACACCTGGAAATGTCACCCCCCGAGAACAGCAGCCCTGGAGTAGCTCAGGGC A G 0.26 0.53 0.49 0.57 0.45 0.09 0.02 0.42 0.35 0.49 0.53 0.018 0.134 0.000 0.078 0.0018
rs3850422 14 97.66TTGGGAAAATTCGCGGACTCTCCCAAAGCCTGCATCTCCCACTTCTACAATGACT[A/G]GTTAAATGCGCCCAAGGACCAGGCGCTCGCTACACCAGCATGCCAGGAAAGGGGA A G 0.17 0.42 0.41 0.43 0.48 0.09 0.11 0.15 0.43 0.47 0.41 0.061 0.072 0.076 0.092 0.0001
rs941731 14 97.88TACCTTTTAATTTCTAAAAAAAACAAGCTGTTGTATTAACCTAGAGGTAATCTTAGATTATTAATCCCTAAAAAAAACTTG[A/G]TGTGGAAAACAGTTCAAACCCTCCTCCCCCAAA A G 0.67 0.47 0.42 0.37 0.41 0.77 0.90 0.36 0.50 0.45 0.35 0.045 0.158 0.003 0.089 0.0016 1
rs1951521 14 98.73 ACTTTAGCCCATAAATAAGTGAAAGAACTAGCAGTGCAGCTAGTAAATCTAAC[A/G]TGGTTCTTTTTTGACAACTGACACCAGAACCCTTAATCATTTGTATTTTACTGTTGGAAA A G 0.50 0.59 0.57 0.50 0.54 0.50 0.80 0.84 0.46 0.64 0.52 0.001 0.049 0.046 0.001 0.0014 1
rs7159412 14 99.27GTGTATCAGAGAACCGCGGGCAAATGGCGAACCGCGGGCTACTGGCAAACCCAGTTC[A/G]GTGGTAGGACTATGTGCTCTCTTGTCCAAGGAGTAGTTAGCATCTTGGCATGA A G 0.86 0.89 0.82 0.87 0.79 0.86 0.89 0.91 0.79 0.79 0.81 0.004 0.004 0.021 0.001 0.0000 1
rs17172 14 99.42AAATATATACAATTGCATGAAGATGAAGAGGGTGAAACATTGTCCAATTATGAAAT[A/G]TGAGGTGAGGCCTGAAATACTATTAATATAATTTGAAAGTCCTAAGGTCCATAAGTA A G 0.69 0.54 0.56 0.52 0.39 0.18 0.57 0.52 0.67 0.64 0.66 0.008 0.001 0.001 0.076 0.0055 1

rs1007904 14 99.95CCTATCTCCCGCTTATCTCCTCCTGGGAGCGCAGTTGTTTGTCTCTCTTGCCCA[A/G]TGTAAAGAGGAAGGTCAGTGCAGCCCCTGTTGCTCCATCATCATGGTTGGGAGCAG A G 0.69 0.51 0.49 0.51 0.50 0.41 0.07 0.50 0.29 0.49 0.52 0.023 0.115 0.001 0.003 0.0007 1
rs872945 14 101.47TCATCTACCTGCCTGTTTCTAACATCAAATACCACACAGTCACATCGTAGAGTCACTGTGAGAGCTGCCATTCACCAGGC[A/G]CATTCTGCGTGCCAGAGACGGTGTTGAGCCG A G 0.95 0.66 0.69 0.66 0.71 1.00 1.00 0.71 0.61 0.65 0.67 0.064 0.117 0.001 0.117 0.0000 1
rs8548 14 102.19TCACAGTTTATTAATGCTTTAAACAGCTTCATGTTTTAGAATTTGTGTATTGTC[A/C]ATACTTAATTGGGGGTGGGAGAGACTGAGCTACACTACTGCTAAACTATTTTTAGCATAA A C 0.86 0.65 0.67 0.71 0.59 0.73 0.63 0.78 0.79 0.75 0.69 0.023 0.001 0.010 0.005 0.0010 1

rs1547350 14 102.64GGGGGAGGGAGGGCCGGCCACGCGGTGGACAGAGCGAGGGTGCCAGGGTGACC[A/C]GAAGACCGTCACCACCCGACAGCAACGCAAGTGCCTTTGACCTTGATTTGGACTT A C 0.48 0.49 0.52 0.48 0.46 0.29 0.07 0.43 0.46 0.46 0.34 0.000 0.100 0.000 0.019 0.0113 1 1
rs1132975 14 103.19 CTCGGGGCCCCTGTAGGGCCAGGCTTTGGGGACTCTGGCAGGTGAACGAC[A/G]GCACAGCCTTCATCCCACACGTGGTCCAGGTAGGCCTGGGCCCCGAGGAA A G 0.29 0.38 0.33 0.39 0.48 0.68 0.69 0.58 0.36 0.36 0.29 0.006 0.039 0.014 0.041 0.0008 1

rs6644 14 103.19 TGGGTTGGTGTTGGCAAGTCAAGAGAGTCGATGATCCAGCTGTTTTAGTC[A/G]CAGACTGAGCTGATCCCAACAGGCCCTGGCAGCGTCTGGACTTGTGTAAA A G 0.12 0.53 0.55 0.41 0.39 0.27 0.16 0.29 0.54 0.54 0.55 0.082 0.050 0.009 0.017 0.0002
rs988131 14 105.16CTGACTCACAAGTAATTGTGCTGAGCAAGAAGCCACACAAATGAAATGGAAACTGTA[A/G]GGTTTCACTTTAACCAAATTTTGAAAAATAGACCTGAAGTAGCAAACATGAGAGA A G 0.79 0.85 0.87 0.84 0.89 0.91 0.93 0.82 0.82 0.85 0.83 0.008 0.004 0.005 0.001 0.0003 1
rs988133 14 105.16 CTGTGCATCCAAAATAACAATCAAGATAACGATGAATTACACTTCAAGGTTTCCCT[A/G]GTTTCCTCTAATTCCTGCCTCCCAGTCATTTTCTGCTCACTACACTGAGTCAGTCTC A G 0.29 0.58 0.56 0.56 0.59 0.45 0.64 0.28 0.50 0.54 0.59 0.051 0.001 0.051 0.019 0.0004
rs1858691 14 105.20GCTGGAATTTTTCTGATTCCAGCCAAGAAAGAGGCTGGGCCAGAGTCAGTGTCACGTACA[A/G]GCTCACAGGTTTCACGTCTGCCCCTTCTCCTGATATGAGACTATGCAAAGC A G 0.36 0.64 0.63 0.70 0.52 0.68 0.68 0.54 0.79 0.60 0.59 0.028 0.012 0.003 0.006 0.0005
rs2105992 14 105.23AACTACACAGTTTCTAAAATATTTGCCAGATTGCTCACAGGAGTTGTACCTGGGGT[A/G]CAGAAGCAAAAGGACTTCTCTTTATCACAGCACAGGCCATGACCTAGGTAAGGTGC A G 0.05 0.13 0.15 0.16 0.11 0.05 0.03 0.03 0.11 0.16 0.16 0.007 0.011 0.007 0.008 0.0023
rs1989749 14 105.26TCAGACTATTTCTCCATCTTCCCTTTTACTTTAAAAGTCTTTTATCTTCCTCAGTC[A/T]CCATGCAGGAAATAAAAATTCCCTTTACTTTCTGTCCTCCAAGTCTGGTGAACAGTTTC A T 0.17 0.35 0.33 0.34 0.30 0.23 0.09 0.23 0.46 0.35 0.34 0.014 0.042 0.004 0.005 0.0007
rs1562203 15 20.36AGAGTTTTTAGCAATTAAGCACTTTCATTCTCTGAAAGAAAACTGCAAATGAGCA[A/G]CTCTGAAGAAGGCTGCTTAGATTTGCCTCCCAAACAAGCGTTTGTAATCATTTCATTAT A G 0.67 0.38 0.35 0.32 0.36 0.55 0.01 0.38 0.36 0.36 0.39 0.086 0.080 0.015 0.060 0.0017 1

rs3693 15 20.55AACAGATACGTAGTACATCTGTAGTATTAAAATGGCATGGGAGGAGGCAGTTAGAAAAAACATCTAAAACAGCTCCTTAGAAGGCCAATAATA[A/C]AGTTGGAAAAAAGGGAGTT A C 0.62 0.60 0.59 0.58 0.66 0.68 0.32 0.71 0.43 0.46 0.60 0.001 0.020 0.010 0.008 0.0001
rs999842 15 20.55GCAAAGATGAGATTATTAAAAATGTGGTATGTGGATGAAAATCTCGCACCATCT[A/G]TGGACCTTTTGCAAAAGCATACTTTCTTTGTGTTATAAGTTCTTGTTTCTGGCAATGTTT A G 0.62 0.40 0.42 0.41 0.54 0.36 0.65 0.45 0.43 0.46 0.51 0.005 0.005 0.000 0.013 0.0014
rs1814767 15 21.25 TTTTTAGCCCCATAGGCCGAGGGATTCAGGAGGGCTGGCTACGGGCATTTTGGAAT[A/G]GAAGATGTTGTACCAACAAATCAAGCTTAGGTTCCTGGCAATTTGCCCACATATA A G 0.55 0.92 0.89 0.82 0.93 0.77 0.90 0.81 0.91 0.94 0.91 0.111 0.004 0.013 0.024 0.0002 1
rs7495382 15 21.37TAGGGGTGGGGAAGTTGCTCATGTCAAATTCATTAGCTCATTTTAAACTGGTT[A/C]CATTTGTAAGGCAGAGCAATTGGTGTGAGTCCCGCCCTGCAGTCAGATGGGCGAGTCT A C 0.40 0.15 0.22 0.21 0.29 0.41 0.36 0.33 0.25 0.22 0.22 0.018 0.030 0.003 0.032 0.0004
rs1722791 15 21.50CTTCTGCTCCATTGTCTCTTTGTTTTCTTGTATTCCAACTATGTGTATATGACAG[A/C]TTTTAACTTTGTCCACCAATTCTCAAATGTTCTATTGTGTTTTTCCCATTGTTCTTTTTGC A C 0.74 0.57 0.46 0.48 0.45 0.45 0.52 0.63 0.42 0.49 0.44 0.035 0.001 0.003 0.001 0.0006



rs898368 15 21.72GTTAAATAAACCTATATTGAAACATATTCCTTCGATAATAGACCAGAATACAACAG[A/G]TCAGCAGTGACATTACACTGATAAATGTGTAGTCACAGAGAAAAAGGGTATATTATGT A G 0.31 0.41 0.36 0.38 0.25 0.64 0.32 0.32 0.32 0.37 0.43 0.001 0.002 0.002 0.035 0.0040
rs1966109 15 21.84GGACTTTTGAAGATACTCTGAGTTTTTGAGTTAAGAAGATGGAACTGAGAGTCAAG[A/C]ACAAATTAGCTGAGTTTCATGAAGCCATTCTCCACATTCAGTGGTAAGAATGGGGG A C 0.76 0.39 0.40 0.43 0.38 0.64 0.83 0.47 0.46 0.57 0.51 0.073 0.114 0.004 0.028 0.0064 1 1
rs1463292 15 22.55ATACAAAGGAAAAATGTGTGTGAAACTCACAGAGAAAAATCGATAATTAAACTCC[A/G]TTTGTAACACTAAAGGGAAGATCATAATTGACCTATACACAGTATCAGTAGGAGTCTC A G 0.81 0.51 0.57 0.62 0.63 0.73 0.74 0.52 0.50 0.60 0.55 0.037 0.012 0.006 0.013 0.0001 1
rs975963 15 22.56TTCTGAAATTGCTATTCTTGTGATGCCTCAAATATTTTGACTTGTATACATGTC[A/G]TGGTTTCTACATGAATACTAATCATTCTTTTGTCTTTCCCAGCTTAAATTTGCATCGTTTTT A G 0.19 0.48 0.41 0.38 0.38 0.27 0.26 0.47 0.46 0.39 0.44 0.032 0.009 0.007 0.009 0.0002
rs2732029 15 22.78CATGGAGAAAACTGTAGTTTACAGATTCTTCTGGAGCATTTTTATTTCTAGATTGC[A/G]GTGGAAGTCTAACCCCCCTTGGAGATGTCTGCCTTAAAGGGTCTTTGGCCAGGGTC A G 0.29 0.36 0.36 0.35 0.27 0.55 0.48 0.23 0.35 0.36 0.40 0.002 0.014 0.008 0.028 0.0002
rs2739765 15 22.99TCACACATGCTCTCCCACCATGGACTCATGAGATGAGATCCATGTAAAACAGTGAC[A/G]GTCATGCACACGAGGAACCCTTGGCCCTCCCTGCCACTCAACCCTGGAAGGATA A G 0.64 0.96 0.94 0.98 0.93 0.68 0.99 0.82 0.96 0.93 0.95 0.066 0.017 0.017 0.043 0.0000
rs1557874 15 23.14AGACAAAAGTAGACCAGAAAAATTCAGTCATAAACAATGGGAAACTAGTAACACCACATT[A/C]CAACACAAAAGGAGAATGCAGCAGCAGACAAGACAGACCACCAGTGATGAGA A C 0.10 0.09 0.14 0.13 0.14 0.00 0.02 0.07 0.07 0.09 0.15 0.006 0.065 0.014 0.065 0.0001
rs969860 15 23.26GCAGTTTTCCTTTGACTTTGTGCCCCAGGTTCAGTACCTGGGTTCTTGCCATGTT[C/G]TGGTGACTAATTCCCATCTTCTAACCCACTTCAGGAACTGGGGCACAGCTACTCTTG C G 0.83 0.91 0.87 0.87 0.86 1.00 0.97 0.93 0.92 0.91 0.87 0.000 0.046 0.014 0.065 0.0000
rs952121 15 23.42CAGCTGGGGCTGCCTGGCTCTTGGGAACAAACACCCTGTGGCCCTGTGGTGATGGG[A/G]GTCATGAGGTTCTGTATCCCATAGTTTTGACAAAGTTGTGCTTCAGACCGTCCTT A G 0.33 0.50 0.50 0.37 0.48 0.64 0.62 0.49 0.71 0.53 0.65 0.022 0.001 0.005 0.004 0.0124 1 1
rs872537 15 23.60TGTGGCTGTGTCCTCGTGACCCGGATTTGCCAGGAATTATCTCACCTCACAAAGAC[A/T]CAGCCCTTGGCCATAAGAGCACCTGGAGGAAACTAGGTTCTAGGCAAAACCCCTA A T 0.52 0.42 0.41 0.50 0.41 0.14 0.08 0.41 0.42 0.52 0.42 0.003 0.077 0.001 0.058 0.0000
rs2055893 15 23.78TTTCTGTACTGTATATTCTCCTGACATTTAGAGGGCATTTCAAAATATAGTCATGAC[A/G]TGGAAGGTGGTGCAACTCAGAGCAGAGCATCGGCCTAGGCAAAGAAACAAGGGTC A G 0.45 0.54 0.54 0.43 0.48 0.18 0.50 0.17 0.57 0.38 0.38 0.002 0.000 0.083 0.076 0.0116
rs3922665 15 24.14GCCTCACCTGAGGCATTGAGTTTTCAGTACATAAAAATTATTCAGCAGCTCATTTC[A/G]GCCCCATTTCCTTTAGCCACTGAACCCATCCCACATCCCTCTTCAGTCACTCTCTTA A G 0.38 0.51 0.50 0.48 0.61 0.45 0.98 0.39 0.43 0.58 0.61 0.004 0.184 0.006 0.000 0.0062 1 1
rs7169488 15 24.19 CAGAGGGGAAGGCACCCCTCCAGGACAGAGGGCCTAGGGATGCTGCACAGAGAAGG[A/G]GGGCTTTGAACAAAATACAAATAAAACCTGGTTACTAGGAATTAATTGGCATC A G 0.67 0.85 0.87 0.91 0.88 0.95 0.96 0.97 0.96 0.86 0.86 0.058 0.001 0.004 0.002 0.0018
rs1365591 15 24.31 TAGGGAGATTCTGGGGTTCCTAAGGTCAACAAACGTATTTTTTCATTTACATGT[A/G]CCCAGCAGCATGTCTGTTGTATACGGGCACTCACTGACAGCTGGAGAAATGAATAACA A G 0.05 0.17 0.12 0.10 0.23 0.00 0.00 0.16 0.11 0.15 0.11 0.000 0.022 0.022 0.022 0.0001
rs2928714 15 24.31GCAGGGAAAGGTGGAACTATAGTCAACACTACAAAGAAAAATATAGATGGTGAACAC[A/T]GCAGCCAGGAAGGGAAGTAACCCAGGGGGGAAAAGCTGTAGCACTAGAGAAAC A T 0.45 0.35 0.34 0.28 0.34 0.36 0.30 0.34 0.42 0.27 0.26 0.005 0.003 0.004 0.000 0.0035
rs1863459 15 24.44TGAGTGCACTGTCTCCTTTCTATGACAAGCAAATTTACAGACCAATGATCTGCAC[A/G]AAGAAACAAACTCAAAATGCATCCTCCACCTGAATGTAAGATCTGAAACCATGAAACA A G 0.67 0.80 0.80 0.85 0.89 0.23 0.40 0.58 0.93 0.80 0.81 0.005 0.062 0.033 0.159 0.0019
rs970408 15 24.54 TCTTAGAGACGAGTGCTCAAAGCATACAAATTGCTGTTGATATTTGTGTGCATCT[A/G]CATTCATCTCTGGTGACCAATCTAATCACAGCTTGGAGTCAGTTGCTTGGTAGGAAT A G 0.21 0.11 0.07 0.10 0.04 0.23 0.08 0.19 0.07 0.12 0.11 0.010 0.000 0.000 0.015 0.0013
rs1571281 15 25.37CTTTCCACCTTTGCTGCAGCATCACGGCCTCTGTTTAATTCCTCCCTGCATCT[A/G]CTCAAGGCAGTTCTGCCAGGGCCAGGTGGAGAATGGGTCTCAAAGCATGGGGTGGAC A G 0.17 0.49 0.51 0.46 0.46 0.32 0.02 0.53 0.46 0.48 0.39 0.051 0.128 0.015 0.005 0.0056 1
rs1979372 15 25.48GGACCTGGGATATTTTAAGTGACTAATTCATGTTTGAGGAATCAAAGAAGGAAA[A/G]AAGGTCTGTGGGAAGGAAGCCAAAGAGAGAAAGGAAAACAGAAGGAAGGAAGGCGA A G 0.24 0.47 0.40 0.52 0.46 0.09 0.04 0.31 0.36 0.39 0.32 0.006 0.073 0.001 0.040 0.0023
rs1871017 15 25.49TTAAAATATGACATGGAAAACTCCGTACACCTTTGAGACAAATTACACAACGAT[A/C]AGCTTCACACTGAGCACATCCACCCTGTTCCCAGCATGGCCACTCTTCCTCTTGACAC A C 0.43 0.47 0.53 0.41 0.46 0.91 0.38 0.61 0.54 0.52 0.53 0.005 0.013 0.006 0.097 0.0003
rs1077037 15 25.49CACACTTTATGCCAGAACATTGAAATAAATGTATTAATATGTGTTTACAGGGCTACTGTAAAAATGACCACGAAATGAAAAGTGGGATA[A/C]ATCTTCCAGGATGGATAACTGAGA A C 0.26 0.47 0.43 0.50 0.48 0.05 0.08 0.33 0.32 0.46 0.40 0.011 0.071 0.004 0.101 0.0006
rs1871009 15 25.51AAGTGTGCATGCCTGGAGTTTCCCTAAACAGAT[A/G]GTACCTTACATGGAGACAGTGTGTAGTCCTGCCTGAGGTACAGAAATCAGGTGTAGGTCACTCTGCTTGCCCTGCAATG A G 0.60 0.47 0.59 0.43 0.54 0.41 0.79 0.58 0.69 0.61 0.73 0.002 0.012 0.003 0.033 0.0103
rs1498521 15 25.66GAAAGAGGCTTCTCACACATATTTCACACTCAAAAGGCTGGAAATAGCAAATCCA[A/G]TGCATCTTCAGAAAGCACTGATCTAAAGAAACCTCTTAAAACTAGAGCCAAGAGGAA A G 0.50 0.46 0.41 0.54 0.30 0.68 0.56 0.25 0.32 0.24 0.24 0.002 0.005 0.019 0.031 0.0176 1 1
rs1520942 15 27.37AGGCTTTGTTACATGTTTCCTGGGGTGCTTCCCCATTGGACCTGTAAGTGTCTAA[A/C]CCTGGGCTGATTCTGTAACCTGCCTGGTCAGCAGTTCCTTGTTCTATCTGTCCTGGA A C 0.17 0.15 0.15 0.15 0.14 0.36 0.08 0.20 0.25 0.11 0.11 0.000 0.012 0.003 0.034 0.0006 1
rs1719013 15 27.87AGAGTTTGACAGTCATTGTGGGTGCTCCCACCCACAGCTCCTGTCAGGAAGTG[A/G]CTGTGAAACCGGGTTCCTCAGAGCCATCGTGGTTCTCTGGAGGTAATCTGGGTTGGG A G 0.64 0.36 0.30 0.37 0.23 0.36 0.22 0.29 0.46 0.28 0.25 0.053 0.003 0.000 0.005 0.0012 1

rs2873 15 28.95TGAACAACAAGATAACACATCTTCTTGCTCATCCCACTTGAACTCAAGTCATCA[A/G]TTTTAGGCACAAAGGTTTTAGTTTTCTCGGGAAATCAAGTTTTAACCACTTGAGGTTACT A G 0.81 0.51 0.58 0.61 0.52 0.14 0.27 0.48 0.50 0.54 0.54 0.042 0.031 0.005 0.085 0.0001 1
rs1524876 15 28.98 AAAATAGTGTGTATGTAAAAGTGCAAAGAATGGGGCCCTGGCTTTCTCTTCTC[A/G]GAGTGTTCCACAGTAACAACATGAAGACAATCCAGGTACACAAGTTTGTATGTGCCTTA A G 0.19 0.49 0.42 0.38 0.50 0.86 0.73 0.52 0.50 0.45 0.46 0.040 0.035 0.006 0.090 0.0003
rs278357 15 29.21GAGCAGATGCCTTGAGCCTTCCTGCATGAGCCCTCGGGCCAGATGGAGTAGGTA[A/G]GCAAGGATCTCAGTCACACAAGGTAGTGTCCACCATGACTTCTGCCTCCTGTCAGC A G 0.33 0.49 0.52 0.49 0.59 0.27 0.57 0.45 0.46 0.51 0.51 0.031 0.000 0.015 0.048 0.0004
rs904951 15 30.13CGGTCATACATGGTCCCCCTGGATCACTTGTGAAAGACTCTGTCCTGCTGGGC[A/G]TGAATGCCAGCTTGCATTCCTTTAATTAGATGGAAACTAGGAGGTATTTGGTGGCTGG A G 0.23 0.47 0.52 0.56 0.46 0.45 0.36 0.30 0.46 0.41 0.48 0.029 0.002 0.018 0.000 0.0000 1
rs1562933 15 30.88CCCCTATCCACCTAGGAGCCACGCTGAGGTTGAGCTATCTGGGAAAGAATCTA[C/G]GAGAGATAAGGATATTGGCAAAAACTCCAGTCCCCTTTGCAGGGGCTAAGGAGGTCT C G 0.48 0.42 0.48 0.40 0.46 0.55 0.77 0.51 0.64 0.54 0.40 0.001 0.062 0.001 0.005 0.0021 1
rs343913 15 31.06CACAATACTCCCCATCTCAAGTTTGATAATTTCCTGGAAAAGACTCACAGACCT[A/C]AAAAAAAAATGCTGTCTGTATTGTTATAATGTATTATAAAGAATACAAATGAGCTGCCAA A C 0.45 0.34 0.35 0.32 0.32 0.82 0.28 0.52 0.29 0.38 0.35 0.004 0.005 0.007 0.112 0.0006
rs1026752 15 31.11 GCTTCCAGAACACTTGTCTTCTCTAAAACTAGGCACACACTACAACATTATTCT[A/G]AGAGAAACATGACCAGCTCAAGAGAAAGAACTGGGAGACAATGACACAGGAGGTTCC A G 0.14 0.31 0.36 0.32 0.34 0.09 0.47 0.30 0.29 0.27 0.27 0.037 0.003 0.004 0.064 0.0039
rs1878299 15 31.46AGTGAAACTCTTTCCGGGACTACTTCTCAGGCCCTTGCGTCACAAATACCTGACGTTTGTGGCACCACTT[C/G]CCTTTCTAAACCTGTGGAAGACGAGGATAATCAGTGACCAC C G 0.31 0.47 0.49 0.44 0.48 0.36 0.43 0.41 0.62 0.47 0.44 0.019 0.002 0.003 0.005 0.0027 1
rs2033610 15 31.47ATACAAATGCAGATACCATAGATCTGATAACATACAAACACAGATACCATTGCACA[A/G]TTTGTCAGGATCTCCCTGCTAGTGCCATGGTGGCCTCAGACTTAGATGCTCTTCTGT A G 0.29 0.50 0.51 0.45 0.50 0.45 0.56 0.51 0.54 0.51 0.48 0.031 0.002 0.000 0.000 0.0017
rs1495280 15 31.64 TCAGCTATTGTGAGAAGAAAGGCGAACAGAGGGTGTGGAAGGGAAAGAGAGAAC[A/G]TAGACCTTCAATAATTAGGTAGCACTACTCAAAAGAATTTGATGAGAACATCTAAGA A G 0.52 0.49 0.49 0.41 0.30 0.55 0.85 0.59 0.50 0.44 0.43 0.001 0.095 0.015 0.007 0.0006
rs2088142 15 31.70ACCTAAGAATGTTTTTGTAATGTCATTCATTGATCATTGAGAGATTATTGGTTC[A/G]TTGAGTTAATAAGAACTTCAAAATCTTGACACATTTCATTATAAAATAGTTTAAAAATCACA A G 0.20 0.64 0.55 0.55 0.52 0.33 0.80 0.47 0.60 0.54 0.45 0.054 0.043 0.000 0.019 0.0035
rs965471 15 31.80TGGGGCTAGGAGAGGTGCATAAACAATAAACAACCCATATAAGTAAATTATATAGAGC[A/G]GGGTAAGGGGAATTAGGAGGGTCAGGGTGGGGTGGAGTTGTGTTTTTAGATAG A G 0.48 0.70 0.66 0.62 0.68 1.00 0.24 0.85 0.79 0.63 0.67 0.010 0.064 0.043 0.158 0.0006
rs2059956 15 31.84AAGACATTTTCTTTCCATGAAAAATTTTTAGTTTAAGAGGGAAAGCAAAATGTA[A/G]CTAGATAAATGCAAATAAAGTGTGAACATTATAAACAGGTCCAGTGGGGGGACCCCAA A G 0.50 0.55 0.42 0.54 0.43 0.77 0.59 0.73 0.50 0.43 0.48 0.001 0.024 0.063 0.080 0.0017
rs580839 15 32.71 CTCCACCTGGGACAGGTTTATAACTCCCCTTGAAGATAACACCAAGAACAG[A/G]GGGTGGACAGTCTTGAAATTGGTGTTGTGCCTGCTTCTCTTGTTCATCTATCACAGGAAG A G 0.69 0.46 0.41 0.38 0.48 0.45 0.28 0.68 0.32 0.41 0.41 0.040 0.026 0.039 0.000 0.0004 1
rs1055356 15 32.86 GCAGAAATTCTGAGTTTTCTGCCTTATTTTTCTTGGGATAACCAGCCACA[A/G]GGAGACCTTCAGGTAAAATGTGGTTCAAATATGGGAAGGCAGAGGTACCT A G 0.86 0.42 0.43 0.49 0.54 0.77 1.00 0.53 0.64 0.40 0.45 0.133 0.307 0.024 0.094 0.0018
rs717941 15 32.91 AAGTAGAATGCCCTCCACTCACCCACTTCAAATTCTAAGATGCTG[A/C]AAGTATTTTCTTCTTTCTCTAAATTCTTACTATTTCCTTCCATAGCAGTCATGTAATGTTTACGATGCA A C 0.83 0.39 0.38 0.43 0.46 0.59 0.93 0.48 0.50 0.35 0.44 0.148 0.229 0.025 0.043 0.0041
rs1551650 15 33.01 TAGTCCAGACCCAGAGATCCAGAGACATTGTCATGGAGATGGGGAGAAGTGTACC[A/G]ATTTAAGAAATGTTTTGGAGGTTGTATTAGAGTTTTCCAGAGAAATAAACCAATAG A G 0.86 0.34 0.31 0.35 0.39 0.27 0.88 0.41 0.36 0.34 0.42 0.195 0.207 0.016 0.000 0.0094 1 1
rs732165 15 33.07TTATTTGTTAAATGCCATACGAAGTTCCTTGCAGTATGTGCATATTCGGCCTCCT[A/G]GCTCTGATAAAAGGAGACATATACATGGGTTATTCTAAAAGATACTAATTCCACACATC A G 0.02 0.42 0.38 0.38 0.36 0.14 0.09 0.24 0.25 0.33 0.39 0.138 0.097 0.041 0.075 0.0000
rs1989223 15 33.84CAGTTAAGTGAAAAGAAATAGTGTTTACAGCATGTGAATGGCAACTCTAAAAATAGA[A/G]GGGCCATTTAGTACATACTTTATGACAAAAATTTCCTCAGGTGCCCTAGGTCAGCT A G 0.90 0.75 0.68 0.68 0.70 0.64 0.97 0.76 0.68 0.78 0.75 0.046 0.089 0.005 0.003 0.0036 1
rs988311 15 34.25TTATTTCACCATTTTAAATGTATTATCCCTATTCTGTGAGCCAGGGAGCTAAT[C/G]TGAGGATTATGTTGGTGGCTGAGTTCATCTATCATAACTCTGTATTCCAGAAAATGGGAAA C G 0.50 0.70 0.77 0.78 0.75 0.18 0.19 0.64 0.68 0.84 0.76 0.023 0.133 0.001 0.137 0.0001
rs957515 15 35.25AGTACCCAAGTGGCCTGGCAATTTATTAAGTGAGCAATTTATTCTTTTCTTGCT[A/G]CTAAGATCAAATCTTTCACCATTCAAATTCTCCACATTCCTCAGCGATAACAAGGTAGG A G 0.57 0.58 0.51 0.54 0.63 0.05 0.32 0.39 0.54 0.49 0.48 0.003 0.019 0.011 0.153 0.0005 1
rs1003223 15 35.26CTGAGTAGTAATTTAAAATAATATTTTCAAAGAATAATACTTGGGAAAATGTATTCA[A/G]TATGCTGCTAAGTGTGTAAAAGCAGGCTGCAAAATTAAATATACAACATAATTCCAAA A G 0.79 0.53 0.56 0.55 0.46 1.00 1.00 0.88 0.54 0.60 0.62 0.029 0.183 0.077 0.183 0.0023
rs1108081 15 35.82GTGATGGTTGGTTGGGCGGAGGGTAGTGCTGGTTCGGGAAGGATGTAGAAGC[A/G]TTTTAGGGAGTGATATTGTTCAGTGTGTGCTTCTGGCAGCTCCCATATCCCATCAGTG A G 0.14 0.53 0.53 0.51 0.52 0.95 0.65 0.59 0.50 0.55 0.53 0.105 0.002 0.000 0.118 0.0002 1
rs723049 15 36.77 AACTAAAAAATACCCACAGAAAATGCAGAAGCTAAAAAGAAGAGAACCCACTCTCTGGTGGC[A/G]TAAAACAGAAAGAAGCCAAGTCTGTGTGACATCACATCTTACCAGTCCT A G 0.57 0.39 0.44 0.39 0.43 0.41 0.52 0.50 0.43 0.42 0.41 0.013 0.015 0.009 0.000 0.0002 1
rs768269 15 36.95TCCTCCTTAGGGCTCAAAGTGGCCAGAAGATTTGCTGGAGTTCACACAGATGCT[A/C]AGTGACAGAACCCGGATTTGAAGCCAGGACTCAATTCTGAACCCATGCTTTATCCAC A C 0.57 0.38 0.46 0.49 0.45 0.27 0.38 0.35 0.29 0.42 0.40 0.013 0.001 0.002 0.013 0.0003
rs1433887 15 36.95AAAATGGTGTGCAACCAGA[A/G]CTGCTTCAACATAGAAATTCATGGGGTGATGGTCCCAGGGTCACACTGCCTCTCAGAGAACAGGACTCTCATTTAAATAACCCTAAATTCAAC A G 0.48 0.63 0.55 0.51 0.54 0.73 0.68 0.68 0.71 0.60 0.62 0.007 0.007 0.004 0.013 0.0011
rs1433895 15 36.96ATAACCTCCATTTCTCAGGAATCAGCAAAGAAATGAACAAAGACTTGCTGTGGGCTTTAGGTAT[A/G]CAACAAAGGGAGAACTTAAGACTGCGTCTGCAACAGACCAAGACTGGG A G 0.52 0.64 0.63 0.58 0.61 0.32 0.35 0.63 0.54 0.64 0.66 0.003 0.038 0.000 0.048 0.0003
rs1158417 15 36.97TTTTGAATGAACAAGAAAGTATAAATAGTAGTTACCTTTGAAGGTCAGCCAAGTA[A/G]AAGACAAGAGGATGTTTACTTACAACTTTACGTCTTTCTTCATAGTCCTCAGTACATA A G 0.19 0.54 0.56 0.62 0.55 0.68 0.77 0.61 0.71 0.59 0.53 0.068 0.042 0.004 0.017 0.0004
rs2004175 15 37.05CCTTGGAATTCATCATGAACCACAGGAGGGAGAAGCTCAATGTAATGAGCAAG[A/C]TTTATAGTGATCTGTTCTCCTCATTTGGCCCCTGTATCTACTTTGCAATTAAGGAAAAT A C 0.90 0.42 0.45 0.38 0.41 0.77 0.85 0.70 0.43 0.62 0.44 0.123 0.080 0.026 0.048 0.0000
rs276855 15 37.25CAGGGATTAAGTCTGTGTAGTTTAGTGCAAAAGGCATGGCTCTCTTACAAGCTCA[A/G]TCACCTTATCTTCTCCAAGACGTTTATTTTTAATCTACTTAATTGAGGGGGATAAGAC A G 0.45 0.54 0.59 0.55 0.63 0.86 0.27 0.65 0.62 0.54 0.68 0.003 0.056 0.003 0.058 0.0065 1 1
rs1565863 15 38.15AATTTCACCGGTTTCAATAAAAAATGCATGATTTTGGTAGACACTTGACAGATTTA[A/G]TGAGTAAGGCCATTTGGTAAGAGAGAGAGTTGGGCTACACCAAAACTCAGAGAAGT A G 0.28 0.73 0.70 0.71 0.70 0.25 0.60 0.45 0.79 0.68 0.63 0.085 0.003 0.026 0.094 0.0006 1
rs1869907 15 38.97 AACAACACGGGTGGCAGAGATGCATGGCAGGGCCCCAAAGCCAGATCTAGGTGGTCAGGG[A/G]TAGGGAAGCTTCAGGGAAGGCTTCTCAGAGAAGGTGA A G 0.48 0.60 0.54 0.59 0.48 0.73 0.93 0.46 0.57 0.45 0.52 0.000 0.170 0.002 0.056 0.0000 1

rs9796 15 38.99 AGCTTGCTGCCCTCCAGTAGAGACAGAGGGGCAGTGTTTGCA[A/T]GGGAGGTGTTTCTGCCTGTCCCTGCCTGATGTCCCTGGTGGAGCAGGTACCTCCGGGCGG A T 0.12 0.40 0.45 0.41 0.54 0.27 0.05 0.44 0.43 0.55 0.46 0.116 0.190 0.017 0.061 0.0003
rs1009913 15 39.05CCATGAGAAGTAGTATTCTGGTAGCAGGTTCAGTAAGGCTGCTAAATTACCAGA[A/G]TCATTATATCAAACCAGTTGGGATCTTTGTTATTTGTATTTTATGAAGATTAACCTCAGA A G 0.29 0.60 0.54 0.59 0.50 0.73 0.94 0.44 0.54 0.45 0.52 0.015 0.176 0.003 0.060 0.0001
rs1197668 15 39.86CAGACTCATACAAATGTGAGGCGCTGAGACCATCTGTTATTACTGCTGAGAAGGGCCATGTCATTCTAGGCTCTTGGCTGTACATG[A/G]CAAGGGCTGGTACAGAGCTCGCTC A G 0.45 0.43 0.47 0.39 0.34 0.75 0.32 0.40 0.46 0.38 0.42 0.000 0.006 0.000 0.048 0.0038 1
rs614215 15 40.09 CACCTCGTCATGCTGCGGGGTGAGGGCGTAGGGAGGTAATGCTAGCTTTAGGTA[A/G]AAATAGTATCTCGACCTCAATGTCTACACAGTCTTAAATGGACAATAAGGGAATCTA A G 0.67 0.61 0.66 0.71 0.63 0.75 0.87 0.49 0.71 0.63 0.70 0.000 0.036 0.005 0.005 0.0019
rs1995939 15 40.73GGTCAGATGGAAGACACTATAGAACCAGGTTGGACAGATTTGGGGTCAGGGTTGG[A/G]GGCTGAGTTCTTTTGAGGACTGGTTGGAGTGGCAGCCAGATGGTGGCTGCTGACA A G 0.14 0.77 0.79 0.74 0.70 0.68 0.99 0.52 0.89 0.76 0.76 0.208 0.064 0.021 0.006 0.0001 1
rs573615 15 41.33TTAGATGAATAGCTCACAAGGTATCCCTTCCTTCTCCAGAGTCATCATGCCCT[A/G]TGGAGATTTTGGTTTTTCTTTTTCAATCAGTACCTGAATTAAGATGCACAGAACTAATCC A G 0.83 0.27 0.30 0.27 0.32 0.55 0.26 0.46 0.29 0.37 0.39 0.159 0.004 0.015 0.031 0.0028 1
rs488756 15 41.33 CAGACCATATACTAAATAATCCAGCCTTTCCTCATTGATTTGAAATGTCACCTTATC[A/C]CACAGTCTGTTTTTAATTCTTTATTCCTTTGATTTATTTATTGTGACATCAATACCAA A C 0.38 0.85 0.83 0.87 0.84 0.45 0.74 0.71 0.93 0.79 0.80 0.119 0.003 0.008 0.083 0.0002
rs1648282 15 43.14 TCTGCTCCCTGCTCCACTGCTTTTTGGCTCCCTGCCATGTCTCCCCCACTGA[A/G]CAGCTTAAAGATCTGGCTTGAGTTTGGACACTACTTTGCCCTGGTTTTTCCCTCTGCACC A G 0.17 0.59 0.57 0.55 0.45 0.32 0.63 0.36 0.50 0.54 0.51 0.072 0.012 0.014 0.020 0.0018 1
rs1648312 15 43.17AATGGTGGGGGGGCAGTGTCTAGGGACTAGAGTGAGAAGTAGGGGAGCTACTG[A/G]TTTGGGGCAAAGTGAAACCTCTGCTTCCAGACTTCAGAAACAAATCTCAGAAGACAA A G 0.26 0.56 0.58 0.54 0.43 0.05 0.00 0.28 0.46 0.47 0.52 0.033 0.223 0.020 0.153 0.0017
rs1648308 15 43.19GAAATCTTTCAGCATTTCAGCAGCATT[C/G]TGGCTATATCAGAGAATGTGCCTAAATACCAGCCGTGGTTTTATTTTTTATTTATTTATTTATTTTTAAGTTTTGAAAGTCTTTAATT C G 0.83 0.45 0.43 0.48 0.59 0.95 1.00 0.74 0.54 0.53 0.48 0.065 0.216 0.025 0.147 0.0011
rs1426932 15 43.40TTGCTACACCCCATCCAAAAAATGGGATGAAGTCTTGATTTCTTCTTTCTAAG[A/G]CACTAAAATCAGACAGAGGAGACAGAAATATCTGTTTGCTGCACCATTATTTCTCACTGA A G 0.21 0.61 0.60 0.68 0.66 0.05 0.00 0.38 0.57 0.61 0.58 0.072 0.259 0.019 0.186 0.0002
rs1030588 15 44.44GAATTATCACCAATACGAATACTGGACTTTTAATTGTCTCTCTTCATCTCAATATC[A/G]TAAGCTCTAATAAGACAAAAAAATTTGCCTTGTCAATAATTAAGCCCAAAGATCACAA A G 0.05 0.53 0.56 0.59 0.52 0.27 0.30 0.24 0.64 0.55 0.58 0.186 0.046 0.071 0.056 0.0000 1
rs1367814 15 44.51ACAAATGGGTATCCTTGTTGCATTTCCAGTTTGGGGCTTATCAGCTTTCACTTA[A/T]TCAGTTTGCCAATCACAAAACTCATGATGTTAAAATGGTGTTTGGAAGAAACTCCCCTCT A T 0.60 0.65 0.64 0.55 0.68 0.82 0.97 0.72 0.57 0.63 0.55 0.001 0.098 0.003 0.024 0.0024
rs623549 15 45.35AAATGAGCTCACTATTGGGGAAACTGACCTTCCCAGAAGGCACAAGGAATATCAC[A/G]AGTCTGAAAGCAGTGCCCTCTGAAGCCCTATAGCTATAGAGTTTACTCTGAGTAAT A G 0.17 0.60 0.63 0.65 0.61 0.50 0.49 0.70 0.68 0.54 0.65 0.108 0.008 0.008 0.005 0.0003 1
rs281265 15 45.39AGGAGGATGTGAGACGATAGTGCCTCCCATGACGAGGGAAGATGGGCACAAG[A/C]ACTATGATTGGTCTCTAACTCCTATGCCCTGGCTCATAGTTGATTTTGAAACCGGCCA A C 0.21 0.66 0.67 0.68 0.63 0.55 0.52 0.71 0.68 0.56 0.67 0.100 0.008 0.005 0.004 0.0000
rs3198 15 45.40GAGGCAGGATAGATATTTGGACCCCACTCTCCCTGGTTCTTATACCTACTCTCTTAATCAGTTTGCT[A/G]TCTTCATCCTCCTGGTTGCTAAAGCCAAGCTGTAGCCCTTGTCATG A G 0.76 0.53 0.46 0.33 0.46 0.50 0.53 0.66 0.61 0.46 0.45 0.046 0.003 0.022 0.000 0.0000

rs890153 15 45.54AATTCTCATCTTAGTTACAGCTTAAGTAAAGACAAAACTGAAAATGCATAAGAATTT[A/G]GTTATTCCTCTGAACACTGATATGGTGAATAAGTGTGGAGGAGCTGAAGCATTGTC A G 0.29 0.58 0.60 0.54 0.55 0.41 0.59 0.67 0.62 0.58 0.62 0.042 0.001 0.026 0.010 0.0002
rs514327 15 45.74AGCAGGAATAATTGTGGAAAAAGGCAACAAAATAAATCAAATGGCAAGAACTGGGTA[A/C]AGTAATAATTACCAAGTTTTTTTATGCATTGGAAGTTACTTATCTGCCTTCCCATG A C 0.88 0.57 0.60 0.50 0.59 0.73 0.74 0.73 0.64 0.62 0.64 0.041 0.006 0.015 0.006 0.0010
rs537848 15 45.81CCTTGGGCAAGTCACTTAACCTCTCTGAGCTCCAGCCTTCTCATCTGTAAAATG[A/G]GGATAATAGTTATGCCTCCCTCCTTGAGTTGCTGTGAGACTGAAATGGAGTTAAACAG A G 0.50 0.64 0.59 0.76 0.52 0.23 0.24 0.53 0.50 0.54 0.51 0.002 0.056 0.002 0.065 0.0037
rs1062124 15 46.83TGCTAGGCCAGAGGATTTGGGCCCCAATCCTTTTAACCAGCAAATGGGACAGTCCA[A/G]TGAAACAGACAGCCATGTTAGTGGCTTTTGATTTGATTCCACTGACATACACACAG A G 0.60 0.63 0.54 0.56 0.50 0.64 0.83 0.66 0.61 0.54 0.52 0.003 0.039 0.007 0.004 0.0001 1
rs877007 15 47.04 GAAAATGATTCCTTAGTTTCTACTATTTGTCTAACCCTCAAGACTCTTGATTAA[C/G]AGCCTCAGAATATTAACTTGAACATTTAATATTTGAGTAGTTGAATGGCCTTATATACCA C G 0.60 0.42 0.37 0.29 0.30 0.75 0.81 0.44 0.35 0.43 0.39 0.028 0.103 0.003 0.073 0.0000
rs1048975 15 47.13 AGTTACTGCAAAGAAATCTTTGGCTGCCACAAGTAGATGCTCTCTACTAC[A/C]AGAGCTGGATTTCCATTACTCACTCTTGCTCTTACATTAAAGTTGTTGAT A C 0.60 0.40 0.51 0.48 0.43 0.36 0.17 0.47 0.46 0.43 0.45 0.012 0.032 0.004 0.001 0.0000
rs489813 15 47.15TCATAAGGTAACTTTATACATTTGGTTTGAGTAATCTAGTCATTTCAAATTTAAG[A/G]TAATTACAATGTTCCTGTCATACATAGTTCCTCTTTTACAAAACTATATCAGGAACTATAT A G 0.57 0.64 0.53 0.52 0.57 0.77 0.86 0.63 0.54 0.61 0.58 0.002 0.020 0.000 0.006 0.0001
rs1864299 15 47.32GTGCATGAGAGATTGCCATGGCTTGCAATCTCTTGAACGGTAGTAACTCAGACA[A/G]CAAGGGAAAGGGCAGAAAGGGCATCTGTTTTCAATTGTGATATAAAAATCTTGCCAAA A G 0.57 0.64 0.53 0.52 0.57 0.77 0.86 0.63 0.57 0.61 0.58 0.002 0.022 0.000 0.006 0.0001
rs1981995 15 47.33CTACAATTAGTAATGGAAATGTAATTAACCACTTGGCACTTGTGGCTTGCCTCAGTCATTGCCACACTCCCAGCCTGAAAAGTTTAAACCAAGT[A/G]ACTCCAGTGATCACAAATG A G 0.57 0.64 0.53 0.52 0.57 0.77 0.86 0.63 0.54 0.61 0.58 0.002 0.022 0.000 0.006 0.0001
rs981612 15 47.38 ACAAACCTTTTAAGAGTTAAAGAAAGTTACTTGGGTTGATTTTTGACATTAGAC[A/G]TTAGGAAATATTAGGCATTAGCTTGAAATACTAAAGGCAGGTAAGCATTTATGTCCACC A G 0.55 0.64 0.53 0.51 0.57 0.64 0.86 0.63 0.63 0.61 0.59 0.003 0.022 0.000 0.001 0.0000
rs479062 15 47.81GTGACAGGCAAAGGAAACGACAGTGCAGAATCAAACTGTGTTGAAGACCAGTGG[A/C]AACTGCATAATTTAACTTGGATTTAGGCGGAAATGAAAGATGGGAGGAGTAAAGAA A C 0.38 0.48 0.48 0.40 0.39 0.59 0.68 0.59 0.46 0.45 0.48 0.007 0.020 0.006 0.003 0.0001 1
rs2630 15 48.57ACTTCCTCTTGAAGAGATGGGTCGTAATGTTGTAGTCTTACATGCTTACGTAGAC[A/G]ATCAAAGCAAGAATACTCAATAAATGGCTATTTACCACTTGAAAGAAAGATCAAGTAA A G 0.81 0.59 0.60 0.67 0.57 0.55 0.54 0.65 0.54 0.56 0.50 0.018 0.007 0.001 0.006 0.0063 1 1

rs1147129 15 48.92TCTGAAAGCGACTGTTTCTGCTCCTACTACAACACTGGTAGGTTTGCATAGTCA[A/G]TGCCAACACATTTGAATTTGAAATCTAGTCACTGTGGACTCAATAGTGGCATCTAACT A G 0.76 0.53 0.54 0.50 0.63 0.32 0.72 0.64 0.50 0.63 0.50 0.040 0.037 0.019 0.013 0.0000
rs2014638 15 49.84GATTTAAGTTAGTTATGTGCAGCCTCCCTTGGTTTGTAACATTTTCATGCAGCTC[A/G]TGTCTCCTCTCCTTTTCTGAGAAACCTTCAGATTAATTTTTTTGGCAGATTAAATTGAT A G 0.52 0.54 0.55 0.56 0.46 0.59 0.19 0.55 0.54 0.64 0.56 0.001 0.067 0.001 0.001 0.0000 1
rs2017176 15 50.72AAAAAGGAGAGGTAAAAAAGACAGTGGCTGGTTTAAATGACTAATTACACTGG[A/G]GAGTCCATCAACATCTCAAGCCAATCAAATTACTAAGGAGCCCAGAGTCACGATTCTAT A G 0.48 0.56 0.46 0.56 0.45 0.64 0.75 0.44 0.68 0.44 0.44 0.000 0.022 0.010 0.005 0.0000 1
rs690054 15 51.72GGTTTTCCCAGGGTCTCAGCCACAGAGTAAGACTGCTGTGCTGAAGTG[A/G]GAATAGCTGGGATAGAAACAGCCTAAGAATTGCAAATAAAAAATGTGTGTGCATGAACTAAGA A G 0.29 0.45 0.46 0.54 0.50 0.36 0.13 0.48 0.25 0.54 0.53 0.022 0.073 0.004 0.010 0.0018 1
rs1858359 15 52.37 TTACAGCTTATAGGTTTTATGTTATGTTGTAAACTACAGTCCCCACTTTGAGATTATTTTTAAAAATCTCATCCGATCTTTCC[A/G]TCTAGAATTTTTAGAGTATTTTTAGGTTAAAT A G 0.50 0.45 0.40 0.39 0.46 0.86 0.31 0.49 0.36 0.46 0.34 0.001 0.009 0.002 0.105 0.0014 1
rs472579 15 53.38TTTAATGTGATGTAAGTATGTAGGTATAAAGTTCCTGGATATATCAGTTATTAA[C/G]CCACAATTATAACTAAGCGTGAGTTATGGCAGAGACAACTTGAAACACTGCTAGTGATT C G 0.64 0.48 0.52 0.46 0.52 0.00 0.02 0.51 0.54 0.50 0.53 0.004 0.216 0.002 0.244 0.0008 1
rs1384126 15 54.56GGATATTTTTGAGCACTCACCAGTTGATAGGCAATGTGCCAAGTTGATACATTCA[A/T]TCGTCTGAACAATATTCTGAGAGAAGCACTTTAGTTATATCCATTTTATAGATGACAAA A T 0.55 0.62 0.59 0.61 0.54 0.55 0.81 0.55 0.69 0.56 0.48 0.000 0.039 0.000 0.000 0.0023 1
rs1037958 15 55.24 TGCAGTCATCTGTATATCAGCCAGTATTTTAAAGTATTAGGAAAGAGAATACCT[A/G]TATTCAGGCCTTATTTAGGCATTTTTTTTGGCTAAATTAAAATTTAGCTTTATAATTTTCC A G 0.90 0.46 0.49 0.40 0.48 0.64 0.84 0.61 0.31 0.44 0.49 0.081 0.077 0.006 0.006 0.0000 1
rs11856 15 55.56 GGAGTGGGAAGAGTTGAGACTGAAAGTTAAGAGAAGGGTTTTCAAGTCCC[A/G]GCTCATCTCACCCCAGTGACTTTGACAGTGTGCTCACTCTCAGAGCCATG A G 0.14 0.18 0.23 0.24 0.16 0.09 0.54 0.18 0.18 0.15 0.20 0.012 0.039 0.010 0.033 0.0025
rs723967 15 56.41CAGAACCTAGCTTGGTGTCTGGCACATAGTAGGTGTGCTCATTACATATTTGTTGGATTACTGTGCCGTGCCT[A/G]TTTGTCTATACCAGCTTTGTTTGCACTGCACCATGAGCT A G 0.83 0.54 0.46 0.50 0.50 0.77 0.57 0.72 0.50 0.51 0.50 0.091 0.015 0.054 0.069 0.0006 1
rs347117 15 56.72TTATAATCACTTTGCACTAGTAAGTTTCCAAAATAGTCTATATTGAACCAACAA[A/G]TCAAATATAAACACAAGGTCTAGCAAATCAAGAATCTTAGTTATCATGGTGTGGGACAGA A G 0.74 0.29 0.35 0.27 0.27 0.77 0.75 0.51 0.43 0.28 0.25 0.099 0.117 0.023 0.137 0.0037
rs383902 15 56.75GAGGATTTGTTAAGCTTGAGGGACATCAGCAAGCGGGGAAGGCTTTCTGAGGT[A/G]GAAGAGAATGACACATAAGATGCTTGTAGGTTTACTTGCCTGGAATCGATAGTCTGTG A G 0.74 0.31 0.35 0.28 0.29 0.77 0.75 0.52 0.46 0.29 0.26 0.099 0.117 0.023 0.137 0.0032
rs395601 15 56.78CTCAGCTCCAGTAGGAAAACATCCTCTCACTATGTGGCCGGAAGTTGAACTCC[C/G]GGGCAGCTCCCTTGTGTGCGGCTTCTTTAAAGGGAAGGCAGGAGGCGGACAGCTTG C G 0.26 0.64 0.60 0.67 0.68 0.18 0.02 0.41 0.54 0.63 0.61 0.082 0.282 0.033 0.137 0.0002
rs387812 15 56.79 CAATGAAATCTTATACAAAACATAATTGACAGAACTTTGTGACCAGTGAAAAGTG[A/G]AGCACGATGAGGAAAGAATAATAAAAGTTGACTCTAAGGCTCAGGAAACTCTGAAAA A G 0.29 0.62 0.60 0.67 0.68 0.18 0.02 0.41 0.58 0.63 0.63 0.072 0.281 0.033 0.137 0.0000
rs347115 15 56.80 TGCTTCAGTTTTCCTATTTCCATCCTTCTACTTGTTCAAACCAAAAATGAGATA[A/G]TCCTTGACTCCACTTTCACTCTATATCCAACTGATCAGCAAATTCTGTCAACTCTGTATC A G 0.69 0.31 0.34 0.27 0.29 0.77 0.98 0.51 0.43 0.29 0.24 0.078 0.318 0.023 0.137 0.0039
rs610877 15 56.82 AGGGGTGGCCCAAGGGGCCCACAATAAATAACACAGTCACTCCTATTGGTACAG[A/C]AATGCCAAGATTTAGAAGTTATTTCATAGGAGCTGGGACAAAGGTCAAACCTCTCTT A C 0.71 0.30 0.35 0.27 0.30 0.77 0.98 0.51 0.43 0.29 0.24 0.084 0.309 0.020 0.130 0.0055 1
rs725463 15 57.86AGTAAATAATCCTGGTGGATCAATTCTAAAGCAGGAGAGTCCCAATATCCAAACC[A/G]GTAGGAATACTCCTCCAAGGGATCCTGACCTACAGAGCCGAGAAGAGGTCTGGAAT A G 0.57 0.49 0.45 0.52 0.48 0.41 0.00 0.32 0.42 0.46 0.41 0.003 0.209 0.026 0.003 0.0014 1
rs1545540 15 58.42TTCTGAGACCCCACCCTATTAGAAAGCAATCAGGCCTTCTTACCAAAAACCCCA[A/G]GAAAACCAGATGCCAAAATGTTAAGTAGTTGAACTAAAATTCTACTACCTGAGTAATAA A G 0.40 0.73 0.70 0.77 0.73 1.00 0.91 0.81 0.75 0.69 0.65 0.048 0.038 0.009 0.117 0.0007 1
rs936013 15 58.43ACATAATTACAACAGTTCAATTACATGTGTATCACGGAGTGTGCTTCATGCATT[C/G]AGTCCAGGAACAAATACTTAACGAGATTATCCAGGCCCAGGTTGTTGTAGAGCCCAGC C G 0.60 0.27 0.29 0.24 0.27 0.00 0.09 0.18 0.21 0.30 0.35 0.048 0.038 0.009 0.117 0.0007
rs3068 15 58.43GTTGGCTATGTGAAGGAATATTTCAACTAAAATGGAATGGTATGCTTTTCACCCTT[A/G]AAGTTTGAGGAGGATCTTGATATGTTTTAACATTATCATGGCAGGGAAATATATAAAG A G 0.33 0.49 0.49 0.49 0.41 1.00 0.91 0.81 0.50 0.55 0.55 0.006 0.133 0.067 0.244 0.0048 1

rs235512 15 58.63GAGGGCCCAAAAGATGTTGCTTGCCTCTCTGCAGTGTAGGGACCCCCAGGAATCT[A/G]GAGAGGGGTCAGTCTAAAATATTTAAAATTCTTTAGTAATGCCCAGGAGGGGGCAG A G 0.62 0.61 0.58 0.63 0.54 0.77 0.65 0.50 0.77 0.52 0.55 0.001 0.004 0.002 0.028 0.0003
rs877228 15 58.79ATTAACCTTGGATCTTCCATTCAATGGGGGAGATGGAGATTCTGGACATTCCA[A/G]TTGGGTCACTCCAAACTGTGTGGCAAAAAGTTCTGGTCCTGCTGGCATTTCAAACTGTG A G 0.26 0.42 0.42 0.51 0.46 0.64 0.76 0.40 0.62 0.45 0.36 0.030 0.031 0.014 0.008 0.0041
rs8027424 15 58.92GAACATCAGATCAACCCAATTTTCTGTCATACTCAGTCAGTTGACTTTACTGGCGGA[A/C]AAAATAGATAGTTGCCTTCCTGTTGTGATTTCTAGGATCTTAGGGGAAAGCCCTTC A C 0.24 0.38 0.33 0.40 0.43 0.68 0.49 0.41 0.50 0.32 0.37 0.001 0.019 0.023 0.091 0.0013
rs782945 15 59.05 GGATGATTGCGACACTCAGTTCCATGTGCCCACGACCACCTTCCCCTTTGTGAGA[C/G]GCTTATTGGCTAATAGAAACCTGCTGGCTGTCTCCCCACCACCTCTCCTGGCGGA C G 0.29 0.49 0.46 0.43 0.43 0.27 0.49 0.32 0.39 0.42 0.39 0.018 0.001 0.002 0.017 0.0022
rs737112 15 59.17GACCCTATTAAATGTAGCATACAACAATTCTGTGTTCTGCCAAATTCCCCAGTA[A/G]TAGTGGCCTTGTTTCCAGTTTTATGTTGAAGACTTGTAAGAAGCTGGAAACTGGTCACA A G 0.67 0.32 0.34 0.33 0.41 0.68 0.95 0.52 0.25 0.46 0.45 0.045 0.203 0.012 0.052 0.0052 1
rs1436953 15 60.13ATTCGGCTGTGGATCCAAATATGTACACTCCACTCAGCAAAGTGAAACTCCAAAG[A/G]CAGCCAAGGTATTTATTACCTGTTGTTACCAGAGCACATCCCTTGGCGTTTTACACC A G 0.79 0.59 0.56 0.46 0.50 0.36 0.54 0.45 0.64 0.53 0.66 0.010 0.008 0.022 0.035 0.0027 1
rs1075456 15 61.35GTCCTTATCCTTGGCAAAATAAGGGGAGGGTCTGAGAGACCTAACCTAGTCTGGGGGG[A/C]TGAGGGGGCTGGGGTTCTGTCCTCACAGTTGGAGTCAAGTCTTCTGCAGAAG A C 0.31 0.48 0.48 0.50 0.59 0.32 0.00 0.14 0.43 0.46 0.51 0.008 0.170 0.044 0.005 0.0002 1
rs901273 15 61.39AATGGATAGCAATTAAAAGGGAATTGAGCATGTAAACTGAGACCCAGAATTATT[A/G]TTATTATTATGAATGGAATGACCACAGGTATTCAAGTTGAATGTCAAGGATCCCCCCC A G 0.67 0.52 0.53 0.62 0.55 0.82 0.98 0.75 0.50 0.48 0.50 0.016 0.177 0.037 0.062 0.0000
rs11457 15 61.60 TCATTGGTTTAGTGTACATAAGTCTATTTA[C/G]ATACACTTATCCCACTTTAATCTCCACCAG C G 0.43 0.51 0.51 0.61 0.52 0.05 0.34 0.26 0.36 0.57 0.61 0.005 0.023 0.044 0.166 0.0042 1
rs749468 15 61.93GGACTGGATGCCTTTTTTCCTTGGTCC[A/G]TGAAATTCCTGACCCAGCAGTGGGCATGTTCACGTTGCAAAAGGGTCCAGTCCCGTTGAACAAACACTGATTGTGCTCTGGCTCA A G 0.43 0.55 0.53 0.56 0.43 1.00 0.52 0.68 0.54 0.41 0.55 0.012 0.000 0.002 0.189 0.0007 1
rs591980 15 63.41CCCAGGATCTCACGGGTGGAGCAGAGTGAAAACTCGAACCCAAGTCTTCTGGT[A/G]CCAAATGTCATATTTGTCCTACCTGCCTGTCTCGGCAGCCATTGGATGGCTGAGAATG A G 0.74 0.52 0.43 0.34 0.45 0.73 0.50 0.61 0.54 0.49 0.44 0.050 0.010 0.025 0.051 0.0002 1
rs352476 15 63.52TATTATCTTGGGTAAGTACCCTAGGAAGGTTATTACATGCACGTTATTTTTGAC[A/G]ATTTTATTACCGTTCTCATTTGTTGTGGTTATTTCTGTTAGCTGAAAAAAATCCACACTTA A G 0.79 0.52 0.42 0.39 0.38 0.73 0.38 0.63 0.54 0.47 0.40 0.065 0.000 0.021 0.051 0.0012
rs2439378 15 64.66CACTGTGTGCCCAACGATTATGATCGTTACCTTTTTAATATAGACAGGAAGCCTGAC[A/G]GAGGCTGGCACCAGGTGGTTAAACCCCCTGCCCCCTCCAAGAATCACACTGTCC A G 0.74 0.55 0.52 0.51 0.59 0.32 0.57 0.61 0.68 0.54 0.53 0.012 0.000 0.000 0.034 0.0000 1
rs2469149 15 64.72 GGCTGATCATCTAGGCTCAAGGTTTTACAGAAAACATGTTCTGCCTCTGAATGGGA[A/G]TTGTCTAAAATTACCAACTCCACTAAGCTCACCTAGGGGACAGTCCATGCCAGGG A G 0.07 0.02 0.01 0.00 0.02 0.09 0.13 0.03 0.00 0.02 0.01 0.008 0.024 0.003 0.018 0.0003
rs403844 15 65.01AGCTCTTTGTGTCACTCAATTGCCAGATGCAAATTAAACCTCTGGGACCTGGT[A/C]TCACATTTGTCCCTTGGTTGACTGCTCTATTTTGATAGCTTCTGAGAGCCTCCATAGCCT A C 0.62 0.54 0.55 0.54 0.54 0.32 0.69 0.46 0.61 0.59 0.60 0.007 0.012 0.017 0.028 0.0020
rs745103 15 65.15GGCGTCCAGAGGCCTGGTAACGGCAGAGGCTGCTGGCATCTTAAGACATTCAAAAACCACTGTGCTAA[A/G]TAACAGTGGAGATATATTGATCTCAACATTTCAAGGAGAAAAG A G 0.50 0.53 0.54 0.56 0.39 0.50 0.38 0.55 0.29 0.49 0.53 0.000 0.011 0.001 0.000 0.0004
rs1075991 15 66.39 CCAGTGTCTTTAGTCTCATCAGCCTGTCTTGTACCCACGAGAGGAG[A/G]GAAGGATAAAGAGCCCCATCCAGGCTCCCAGCACCCACCTGCAGCAGTGGGCCTGCAGAC A G 0.50 0.79 0.78 0.80 0.77 0.82 1.00 0.84 0.86 0.80 0.85 0.026 0.096 0.003 0.003 0.0066 1
rs1445020 15 66.45 GAATAAAATCACTATGCCAGCAGTAGGTGGTTTTGAATTGGAAATTCTAGAAGATTCACCAGAA[A/G]ATTCTTGCTGAGTTTTATGAGATATTATCAAAGGCCATCATTAGGAAAT A G 0.31 0.49 0.48 0.51 0.55 0.77 0.41 0.53 0.46 0.53 0.35 0.027 0.005 0.003 0.031 0.0074 1 1g

rs748681 15 66.92TTTACTGAGAACATTTTGCAGTTGTGCAGTTTCCAGGTCTTCATCTATGCTATC[A/G]ATAATTGTGAAATTATGAAACATGCCATAACCATCTGCAGAAACTTTGTCCTTCCAGTC A G 0.12 0.37 0.37 0.33 0.38 0.18 0.43 0.38 0.29 0.31 0.40 0.074 0.000 0.000 0.042 0.0000 1
rs8035183 15 68.05TGAACAACATAATTAACAAGCTTGAGACATAGAACCCTACAAGCAACTATTGGAGCCC[A/G]CAAATTATTTTCTAGAACACCTGGAAGTCTTAGAAAGTTTTACCAGTAAAAAGAA A G 0.17 0.33 0.28 0.33 0.23 0.09 0.02 0.33 0.21 0.31 0.34 0.007 0.075 0.001 0.033 0.0011 1
rs2001597 15 68.14AAAATGCTTACTGAAGTGACAAATTTTTACTCAGCAGCGAGTTGGGGGAAAAAATG[A/G]CATCATTTGTTTTTTAAGGATCCTTTAACCTTGTTAGTTGGCATTCATTTCCGTGCTG A G 0.12 0.36 0.36 0.44 0.34 0.23 0.46 0.47 0.54 0.44 0.35 0.060 0.002 0.000 0.020 0.0010
rs1348318 15 69.18CCATGAACAAGTTTTTTTACAAGTCATAATGTGTATGGTCAACATACTGTATGCAGG[A/G]AAGATTGTGAGACATTGTATTTTTTAGCTCCACATATGAAAAATCACACATACACTT A G 0.74 0.29 0.31 0.28 0.32 0.50 0.42 0.54 0.23 0.33 0.38 0.099 0.022 0.034 0.030 0.0052 1 1
rs896588 15 71.82GGTGGGCTCAGCAGCAGACCACCAGAGAGGACACTGTGTGAGTCCCTACCATGTT[A/G]CATTTCACGCTGGGGACCTAGGCTCACTCAGGAGCTGTGATGCCAGGAGAACAAA A G 0.24 0.22 0.21 0.20 0.21 0.32 0.18 0.49 0.21 0.18 0.20 0.000 0.002 0.051 0.007 0.0001 1
rs872263 15 72.85ACCTGCCCCGCCCATGCTCCCCATCAGCAGCATCCAGACTTTCAGGAAGGGCAGG[A/G]CCAGCCAGTCCAGAACCGCATCCCTCAGCAGGGACTGATAAGCCATCTCTCGGA A G 0.05 0.16 0.15 0.16 0.13 0.77 0.49 0.58 0.14 0.20 0.14 0.009 0.089 0.174 0.221 0.0001 1
rs2047415 15 74.10ACTGAAGTGTCTTCTAGTGGTTAGACCTATGCTAGGTGCTGATGATACCAATA[A/T]GTAAAACATAAGCCTGGCTTTTAAGAGGTTGATGGCATAGCCATAGAGGAAGATGAAAA A T 0.83 0.80 0.83 0.83 0.79 0.73 0.99 0.81 0.93 0.82 0.83 0.002 0.064 0.000 0.002 0.0001 1
rs744336 15 74.39GTTCAAGGATGAGGTAGATTTAGCATACCCCTGCTGCTTTACTATTGATTTTAGGA[A/G]TTCATTTGCCACTGCCATTGTCTCTTCTTGCTCTTCTGTAACATTACCTGCCATGGTA A G 0.50 0.34 0.39 0.38 0.29 0.55 0.22 0.48 0.29 0.44 0.42 0.010 0.009 0.006 0.017 0.0034
rs1519819 15 76.26GTAACAGAAGGAAGAGTGCGGGAGGTGCAGTAATTTGCCCAAGTTCAGGAACA[A/G]CTAAAGTGGGGACCCTGCCAAAACCCACCATGTTCTTTCCAGTCCACCACACACCTG A G 0.31 0.58 0.59 0.71 0.59 0.59 0.36 0.56 0.61 0.48 0.54 0.049 0.035 0.003 0.001 0.0000 1
rs965604 15 76.51 AGCCGGCCCATTTATAGAGCTCTTATGATGTGGTAG[A/G]CAGCGGCAGTACTTAACCCTAGAGCAGCAGAAAGGGATCCGAATAATTTAGAGAGCTCCATAAAAATTCAGAAAA A G 0.31 0.53 0.62 0.56 0.57 0.64 0.45 0.49 0.61 0.64 0.61 0.049 0.026 0.020 0.000 0.0002
rs1878399 15 76.63AGGTCAGAGTCTTT[C/G]ATCAGGATATGAAGACAGCATCAGCAAGAGCTGGGGGTCACACGAGATCACGGGAGTCACACAGTGCCTTGGCTTCTAAGAGGGCTGGTGGCCAC C G 0.10 0.41 0.47 0.38 0.45 0.18 0.00 0.36 0.14 0.33 0.33 0.088 0.176 0.001 0.036 0.0075 1 1
rs1994017 15 76.80GTGCCGGCATCCCAAATGTCCTCCTGGAAGGAGGCTTGAACTTGGAGGAGGAGC[A/G]AGAATTCACACATGTGCAGAAGGGAGAAGAATGGTGTTCTTGGTAGAGGAAGCCTG A G 0.31 0.24 0.28 0.29 0.30 0.10 0.00 0.28 0.25 0.21 0.20 0.003 0.090 0.001 0.017 0.0017
rs1402760 15 77.15AATCCAGCTGTGCTGAAACCAGCTGTACTCCAGGGCTTTGCAGGCACTGAATTCAT[A/G]GTTTCCCTCTAGGACTTAATTGAGTTTTAGCTGGGTTTTTGTACTTGTAACTATAGA A G 0.24 0.23 0.26 0.37 0.34 0.55 0.71 0.32 0.32 0.16 0.27 0.000 0.121 0.002 0.046 0.0001 1
rs2034247 15 78.33AATACCTGTGTAGC[A/G]GCAAATGAGTTTGTGCATCAGTTTCCATGTTGACTGAGGACAGCAATGTTCAGGGTAGTATGCATGAGGCTATCTCATTTGTTTTTCAAAAGCAATGAT A G 0.24 0.54 0.58 0.57 0.50 0.36 0.17 0.50 0.57 0.44 0.55 0.077 0.145 0.005 0.031 0.0012 1
rs1553650 15 78.83ATCTTTGATTCTCGGCTAAGGTCACAGCTCCTGCTCTGGACTGTTCCAGAATTCC[A/G]TGGGGCTGTGCAAAAACATGCCACCTCTTCTGTCTCCCTCTCTCTCTGAGTTGGATG A G 0.43 0.51 0.52 0.44 0.63 0.36 0.52 0.32 0.50 0.49 0.59 0.001 0.000 0.014 0.010 0.0035 1
rs1567897 15 79.74TAGTGATGTTGTTTAACTTAGTAACTGGAAATGAATGCCAGCTGCGTGAACTTC[A/G]TTTGCAATCAGAATTTCACAGACTCAAGCAAATCTGGAGGTAACAGAATAAAAATTATT A G 0.79 0.59 0.59 0.62 0.67 0.91 1.00 0.51 0.75 0.61 0.63 0.023 0.183 0.006 0.082 0.0003 1
rs1389378 15 79.91TATACATTGAATTTTAAATCTACTTCCACTTATCGTTTCCTTTATTATTTCTACTT[A/T]TGGTATCCTGCTTTAAAATCATTTTTACTTGAAGTTTATATAAAAATATTTTAATTTCTAAA A T 0.71 0.46 0.47 0.65 0.46 0.55 0.18 0.56 0.70 0.46 0.58 0.024 0.052 0.005 0.002 0.0041 1
rs1267657 15 80.94CCACTTCATCATCTTATTTTGCCTTTGTGCAGGTTCAGATTGACCCCTACCT[A/G]GAAGATTCTCTGTGTCATATCTGCAGTTCTCAGCCTGGTCCTTTCTTCTGTCGAGATCAGG A G 0.60 0.65 0.59 0.60 0.63 0.50 0.70 0.68 0.68 0.63 0.64 0.000 0.008 0.003 0.003 0.0012 1
rs2046071 15 81.23GACTGTGTAACCTACTGTGCAATAA[A/G]CAAGAGAAAGGGCACAGAGATGGTAACAACTCTGGCAGGCGCAGCGGGGCCACTGCTGGGAAGTAGGGGGTAGAACTGTGGCTC A G 0.48 0.55 0.46 0.54 0.45 0.32 0.65 0.26 0.50 0.42 0.49 0.001 0.012 0.012 0.009 0.0003
rs1256444 15 81.27GAAGGAAATGATTAACCACACGCTGATAAATTATCATGAAGTGAGTCTGGCC[A/G]TCTCAACAAGTGACAGTTAGCTAGCACAGAGGAACTTGGCCTCCAGGGCTCCCAAGGC A G 0.38 0.55 0.54 0.56 0.52 0.41 0.67 0.45 0.43 0.46 0.48 0.010 0.005 0.003 0.007 0.0035
rs1010820 15 81.33TTTACACAAATCACTGAGTCTATTCGACAAAAATAAACCATGTGCTCTGCTCAGCG[A/T]CCCGCTTCAGCAGAATTACTTGGCCCTGATATTTCCAGCGAACTGTGCGAGCAGCA A T 0.14 0.27 0.21 0.24 0.25 0.00 0.34 0.10 0.15 0.11 0.17 0.001 0.006 0.006 0.065 0.0026
rs1037403 15 81.38TGCTGTCAGATTAGAAAAGTGGAGATGAGCTGTGGATAATACCCCTCAGATTTAAA[C/G]ATTTGCAGGATGAAACAGGAGGAGCAGGTTAACGAAGAAGACAAGTCTTCAGTCA C G 0.24 0.49 0.48 0.50 0.55 0.27 0.20 0.79 0.54 0.56 0.51 0.037 0.045 0.036 0.031 0.0022
rs1880532 15 81.68 GCTTCCTACTTCCTGACAAAACCATACCCAATGTGGAAG[A/T]CCTTCTCAGCATTCCCAGAGGCAGCTCATTATTTTATTATCTCACAACCATTTAAGTGGCATTTGTCATTGTTT A T 0.24 0.23 0.22 0.20 0.20 0.00 0.38 0.13 0.14 0.11 0.19 0.001 0.008 0.007 0.075 0.0028 1
rs1426165 15 82.17 GTTCTTTTTTCTCTCCTTTCTTGAACCCTTTTGGATCAATCAAGTATTTTAGCATG[A/G]TTCTATTTGCCCTTGTGATATCTGAATAGTTATACATTGTTTTATTTTGCTTTTAATGGT A G 0.50 0.71 0.65 0.59 0.71 0.45 0.44 0.36 0.77 0.60 0.65 0.005 0.010 0.021 0.009 0.0000
rs899926 15 82.29TTTAAAATTCCTCCCTGGAGCCTCTTCGTTTGTTTCT[A/G]TGGGATTCTTAACACTTCAGCAAACTTGTTGCCCTCGCTGTCGTTTTTCATATACAAAAACTAAGGAAATAGGGTG A G 0.90 0.50 0.55 0.48 0.43 0.73 1.00 0.64 0.61 0.55 0.59 0.070 0.202 0.013 0.022 0.0005
rs2063036 15 82.53CAACTGCACTGAGATGAACACAAGGGGGCAGTCTTTCCCACAGAATTTCGTCA[A/G]ATCAGAGCGGAATTGAGTGCAGTTTCAATGTGAGCGCATGCGTGAGCCTGTGCTCTG A G 0.17 0.54 0.51 0.46 0.45 0.14 0.09 0.34 0.54 0.52 0.58 0.058 0.088 0.006 0.054 0.0033 1
rs930716 15 83.26GTTTAGATTTAACAAAAGTTGTTGGGGTGTATTCTGTGTTTTAACAGAAAGCT[A/G]AAATACCCTTAAGCCAGTGATTAATCTGTGGGGTGATTAGTAAAGCTTTTGCCTCCAATT A G 0.90 0.48 0.39 0.39 0.45 0.27 0.45 0.35 0.43 0.39 0.56 0.157 0.003 0.008 0.007 0.0164 1 1 1
rs2010069 15 83.56ACGCACCAATGGAGTGCACTCAGAATTGGGAGCCAGGGGACTGGAGGTGATGCT[C/G]CTGCAGACTCCTCAAGATGTTCAGACCAGATGCGTCTGATAAAAGAAAACTGACTC C G 0.48 0.43 0.44 0.49 0.38 0.64 0.80 0.42 0.43 0.35 0.40 0.002 0.098 0.000 0.035 0.0027
rs2170736 15 83.77AGTTCATCAGCCAATAAATGAAACCACACAGGGGGATTTTGTGATCTGGGACA[A/G]TGTGTCACTTTGCTTTGATCTTTGGGTAGAGCCTCTAAGAGGTGCTCTCCTAGTGAAAA A G 0.64 0.39 0.45 0.45 0.41 0.82 0.65 0.69 0.35 0.37 0.39 0.028 0.023 0.037 0.097 0.0043 1 1
rs716401 15 83.82AAGACAGTATTCCAGGGAGTGATACATTCTACTCCTTCACACTTCCCATCTGGCCA[A/C]TGATTGGATTCATTCTACGGTTAGCCTCATGGCCTCAGGAAGAGAGGCCTTGTTTC A C 0.29 0.41 0.41 0.37 0.50 0.68 0.68 0.46 0.25 0.58 0.49 0.013 0.036 0.005 0.037 0.0032
rs715922 15 84.74AGCCCATACAAATTCTTAGCTCTGTGGTATTCCTTTTCCTTTGACAATTACTTACAAACT[A/C]TGAGTAGCTTTATTTGTTGGGCAATAAAAAATGGCAACTGTGCCTGCCTGTATC A C 0.79 0.53 0.52 0.61 0.46 0.91 0.99 0.70 0.58 0.56 0.47 0.051 0.237 0.018 0.125 0.0000 1
rs1433451 15 85.34AATAAGACATGACTTTCTTCTCCATTTTCTTTCTCTGTAGTTTCCTATTTTTTCC[A/G]TAATTTAGGCTTATGGTCTTTATCATCAAGGAGTAAGCGATCACAATCCCCAAACAATCA A G 0.83 0.43 0.37 0.38 0.36 0.68 0.65 0.51 0.39 0.41 0.44 0.095 0.045 0.002 0.034 0.0009 1
rs1875084 15 85.54TTCAGGTCTATGGATTGATGATTTGTGTGGTGTTGAGGGTTTCACTGTATCCA[A/G]GGGACACAAGTGTGCAGTCAAGCTAATGCCAGCAGAGGCAGAGCCACAGAGAGTCCCA A G 0.45 0.39 0.44 0.51 0.46 0.18 0.24 0.31 0.38 0.41 0.41 0.000 0.015 0.007 0.032 0.0012
rs1442300 15 85.76ACAAACATCATTCGGGGCCTTGGATTGGACTTGTGGCTTATTGGAAAGACAAC[A/C]TGAGGGATTTGGAGTCATACAGGCCAGAAAAGTAATTACAGCTTTGTCATTGCCACCTG A C 0.71 0.52 0.53 0.50 0.43 0.77 0.71 0.56 0.50 0.57 0.54 0.020 0.027 0.003 0.044 0.0002
rs1080382 15 86.05CTGGGTCTACAGAAGCAGATAGGCAATTTTTCTTAAAAAACAGCCTGCAACCC[A/G]TTTTCACACAGTGCCCCAATCTCAGCTCTATGGATTGGGAAACTGCAGGGGTTCAGTC A G 0.21 0.34 0.32 0.38 0.45 0.32 0.30 0.42 0.29 0.35 0.33 0.013 0.000 0.006 0.000 0.0002 1
rs150305 15 87.68GCTCTTAAGTCTTGGGCATATGGGATAGAGAATTTAAGGATCCAGATACTTT[A/G]CAATCCCCGGGCTAGTAGGAGGAAAAGTGGCTCCTCTGGGAACCCGGATGGGCCGAAC A G 0.12 0.32 0.26 0.28 0.18 0.32 0.31 0.33 0.29 0.26 0.22 0.033 0.000 0.000 0.000 0.0012 1
rs25653 15 88.08AAGTAAAGCGTGGAATCGTTACCGCCTCCCCAACACGCTGAAACCCGATTCCTACC[A/G]GGTGACGCTGAGACCGTACCTCACCCCCAATGACAGGGGCCTGTACGTTTTTAAG A G 0.88 0.51 0.49 0.53 0.54 0.64 0.14 0.40 0.57 0.50 0.50 0.098 0.073 0.002 0.010 0.0003

rs2028299 15 88.10 TGGAAACACTTCTTGCTACCAGGGATGGGGGGTGGGGCTCAGCGTTTGGGGAA[A/C]CGGAGTGGGAGTCTTTTGCTGAACAGACTTTTGTTTTCTTAAGTTTTGAACTACATGA A C 0.67 0.72 0.70 0.74 0.63 0.82 0.93 0.72 0.85 0.72 0.67 0.001 0.028 0.001 0.005 0.0003
rs1266490 15 89.19CATCCCCTGGTGGAGGCAGCAGTGTAGGCAACTGGGTGGAGTGTCCTACTGGAT[C/G]CCCTGAAGAACCGTCAGGGTTACAACTCTTGGGGCCAAAGAAAGGAAAAAAAATGT C G 0.64 0.43 0.42 0.44 0.50 1.00 0.98 0.65 0.25 0.46 0.45 0.030 0.246 0.028 0.274 0.0010 1
rs1075840 15 89.53ACCATCACAGCCGGCAGGTGCCAGATTCAATGATGAGTGAGGTCAGCCGACC[A/C]GGGGAGAGTTTGCAACACATAAGCAGCAGAGGATGTGGGACTAGGAGCTGAGAGAAG A C 0.29 0.67 0.66 0.62 0.59 0.91 0.97 0.67 0.79 0.54 0.55 0.072 0.085 0.001 0.040 0.0069 1 1
rs1858998 15 89.62GTGTGCAGAAGTATGTGCTTTGTTTGCTTCTGAGATTTTTGAGGGTGAGCATAT[C/G]ATCAAAAGCCAGACATAAAAGTGTTAAGTGAGTTGCCTGTGATTTTGAGTTATCTCATG C G 0.36 0.55 0.53 0.44 0.50 0.64 0.45 0.57 0.57 0.54 0.42 0.017 0.008 0.001 0.004 0.0069
rs7175643 15 90.20TCAGAACACCACAGAGCTCAATAACTGCTCATGCTGATTATTTCCCCATGAGGAAA[A/G]GTCTTGGGGATTACATTATCTCTACTTCTTGTTCTTTCTCATGTATTCATCCATGATC A G 0.29 0.20 0.23 0.29 0.13 0.18 0.04 0.25 0.29 0.19 0.22 0.000 0.059 0.006 0.006 0.0012 1
rs1400786 15 90.32TATCTTCTAATGATTCCATGGCCACTTGAGTCATCCTTCTAAAATACACACCTTAA[A/C]ACCTGCTGATGACTTCCTATGGCCTAAAAGATCACCTGACACCCTAGGGGTGGAAA A C 0.76 0.76 0.80 0.82 0.77 0.68 0.96 0.79 0.79 0.81 0.83 0.003 0.031 0.001 0.017 0.0001
rs207965 15 90.37GATCAATTTTTCTAACCCTTCCACTCTTTGTATCTGACTTCTGGGTTGTTCTTATTT[C/G]TTGCTTGTGTTGGGTGAATTGAGAGCTGTTGACAGCTGTTTGCTCTCTCTGTCAAAG C G 0.38 0.30 0.25 0.26 0.34 0.50 0.02 0.20 0.36 0.20 0.24 0.010 0.106 0.006 0.027 0.0005
rs374653 15 90.94CCATGTCCAGAAACATCCTCTCCATACCTGTCCCCACTGCAATTCCCACAGCTGGC[A/G]TCGTCAGCCTCTCCGTGACAGTGGAGTTAGACCTCACGTTTGCAGGAATTTGTGTT A G 0.50 0.83 0.74 0.76 0.77 0.91 0.99 0.68 0.89 0.79 0.78 0.043 0.064 0.005 0.017 0.0005 1
rs1406714 15 91.19GGCTCCTTTTAAGTGGAATGTTGCTGTGCTGCCCTCTTGTGGCCATTTGGGAAAC[C/G]GCGATTAAAAATGGAACAGTAAGTGTTAATGGCACTTCGTTTCAAAGTCCAGTTCCA C G 0.55 0.51 0.38 0.56 0.39 0.23 0.05 0.24 0.46 0.39 0.44 0.016 0.086 0.013 0.017 0.0028
rs999868 15 91.55TTAGAAAGAGATGGGACAGGCTATTCTCAGGAAGACACTTAGCTGGCTTCTTC[C/G]GCTGCATCAACTCAAATCTGCCACTTTGGAAAATCAAGTTGAATAGGAATTGGGAGGG C G 0.12 0.41 0.46 0.51 0.39 0.00 0.18 0.23 0.54 0.35 0.35 0.102 0.055 0.037 0.223 0.0125 1 1 1
rs2066390 15 92.10CTTCCAGGGTCCAATTAGCCCTGTGAATTGTGGATGACAAAGAGAGCGGGACA[C/G]TGCCAAGTGACTATGAAAAATCTTGGCCTTCATATGTTTTGGCTGATGTGAGCGGTTTG C G 0.40 0.18 0.20 0.24 0.14 0.18 0.19 0.14 0.07 0.21 0.18 0.028 0.001 0.000 0.001 0.0004 1
rs918921 15 92.87CATTTTAGCTATTTGGCCTAAATTGTGAGGTTTGGCCTGAATATCATGTTGGGTCCTCAGCAAC[A/G]CAGTCAGAGTAAATAGGAGGACTTCAGGATTGGTGGGGTAAGGGGATA A G 0.52 0.45 0.43 0.51 0.27 0.55 0.57 0.67 0.36 0.51 0.44 0.005 0.005 0.026 0.002 0.0000 1
rs1559571 15 93.70TGGATCTGCGGGAGCCCCAAAGGCAAAGAGAATCCTCTCAGCGAAGCCACTTA[A/C]AGGGGAATTTAGATGATTACGCAGAGGCTGGGAGTAGAGGGAGGAAGATTTCACAG A C 0.36 0.56 0.45 0.50 0.57 0.27 0.50 0.45 0.54 0.48 0.48 0.008 0.000 0.003 0.022 0.0007 1
rs2639197 15 94.04GGCGCTAAACAGTAGATGAGCCTCTCTATTGAGAAGGTGTGGTCCAGGGAAAAACC[A/G]TGCCATTTACTCAGATTTAAGAGCATGGAGGTGCAATCTTATCAGCATTATTACG A G 0.65 0.74 0.72 0.71 0.86 0.86 0.97 0.82 0.64 0.75 0.67 0.001 0.088 0.018 0.032 0.0008
rs8036556 15 94.20TTTTCCAGCTCCTGTCCTAGGGAGCTTGAGGACAAGTGCTTCTGAGTGCCCAGAAG[A/T]GACAGAATAAAGCCCATTTAGAAAAGCTCTGGGAGCTTGATGAGACTTGCAGGTA A T 0.36 0.42 0.38 0.43 0.29 0.14 0.29 0.33 0.19 0.38 0.39 0.002 0.014 0.009 0.062 0.0000
rs1007328 15 94.43CTATTCCAGTGCATGAAAAAAAAAAATCATGTGGAACTAGTGGGAGAAACTTA[A/G]CATACAATGTGCCTGAGTGATTGGTTTCCCTCTGCTTTTTTTTTTTTTTTTAATGATTTCT A G 0.64 0.51 0.57 0.46 0.52 0.36 0.73 0.68 0.46 0.57 0.59 0.001 0.004 0.006 0.031 0.0000 1
rs1558389 15 95.32CAAACTCTAAGGCTGTGAGACAAAAGACCTAGGTTTAATATCTACATTCACTGCA[A/G]ATTCAACACAGAGCAGTAAGAGTTAACAGATATCTATTATATCTAAGGTCTCCTATCA A G 0.48 0.43 0.47 0.50 0.39 0.27 0.49 0.51 0.50 0.40 0.41 0.000 0.000 0.001 0.031 0.0009 1
rs288394 15 95.86ACATAAGATGGGAGCTTAGACTGGGGCTCCCAAAGAGGGATCCTAGTCTGCCTT[A/G]AGGTCAATGTTAACTCATTGGCTGTGATCACACTCCATGCAATTCCCTCTTCCTCATA A G 0.29 0.66 0.65 0.68 0.52 0.64 0.46 0.55 0.68 0.59 0.55 0.084 0.030 0.012 0.003 0.0096 1 1 1
rs289470 15 95.94CTACGTGCTTCTCTTCCTGCAAATGTTCAATGAGTCCTTCTAGAAACCATTTGT[C/G]CTGCAGTTCCCAAATAACATTGTCAGATAATTTTCTTCCCAGGCCTTCAGCCAGCTGGA C G 0.36 0.48 0.60 0.61 0.64 0.77 0.90 0.63 0.57 0.74 0.69 0.027 0.059 0.004 0.023 0.0082
rs906310 15 96.03TTGTGCTGCAGAAGTGGAATCAAGCGCAGTGATTTCTAACACATTAGGAATCCC[A/G]ACACCTCCGAATGAGTTGCTATTCCAGCATAAGCATTGCCTGTGAAATCTGTCTCCAA A G 0.38 0.48 0.43 0.45 0.50 0.68 0.40 0.59 0.54 0.42 0.35 0.000 0.000 0.005 0.037 0.0023
rs1021393 15 96.14GTATCAGAACTGCAATAATAAACATTGTACTAGAAGGAACTGGAAAAAATGTACATTCTAT[A/G]TGTCTCCATGTGCATATTGTAACTTTCCAGTTATATTTCAAAAACAACAAATTT A G 0.98 0.48 0.48 0.57 0.50 0.82 0.86 0.65 0.38 0.46 0.58 0.138 0.068 0.002 0.032 0.0022
rs1372840 15 96.54ACATGGATAGCAATGTAACATTGTAATCTGATATTCAAGCCTCTGGTCAGTGCACTCATCTCACTGAACAGAGTATGAGCCTGTTTAGGCCA[A/C]CCCAACTCATGTCTAACTCCT A C 0.26 0.39 0.37 0.49 0.32 0.32 0.50 0.38 0.36 0.33 0.35 0.004 0.010 0.000 0.001 0.0001
rs2045112 15 98.04AACAGACTAAATAACAAATCCACCAATGCTCCAGTGTATTCTGTGTCCTCACCT[A/G]GAAGGTAAGAATTTGTTCTTCAGTTGTATTGCTGCATTTTGATCCCACCTTCCAATTCCC A G 0.24 0.25 0.28 0.29 0.21 0.36 0.75 0.34 0.25 0.32 0.28 0.001 0.105 0.001 0.005 0.0000 1
rs729478 15 98.42 AGGGCAGCATGCCCCAAATCCTTGGTTCTCAAAGGGTTCACAGGGAAGCATCT[C/G]GTCTTCTGCATTTTCTTCCCCAAAAGAGCGTGAGTGTGTTGGATAGAGTTCAAATAAT C G 0.52 0.54 0.55 0.49 0.55 0.14 0.27 0.51 0.57 0.63 0.52 0.000 0.032 0.000 0.111 0.0004
rs8024825 15 98.85TACCAATCTAGTTATACTACCTGAGAACTGCCCAGCCAGCCAGGTTTTCCTAGCGAT[A/G]CAAATGCAATCTCCTTTTCATGTAAGTCAGGGTTAAAGAAAGGAACTGCAACAGG A G 0.62 0.48 0.53 0.60 0.45 0.77 1.00 0.55 0.68 0.59 0.56 0.005 0.196 0.003 0.031 0.0000
rs7168512 15 98.92AGGGTCAGTTTCTGTGAATGCCCTTGGTCAAACACATGGAACGGGAGAACACCTC[A/C]TTAAAAGAAGTTGTGGAAAGAGAATACGCGGAGAAGTACACCGCACCCCAACCAG A C 0.79 0.49 0.61 0.71 0.55 0.05 0.07 0.27 0.46 0.44 0.59 0.023 0.163 0.033 0.193 0.0001
rs4965706 15 99.01CAGAAAAGCACTATGGATACTAGGCTTGCTTCTCATCTAAGGATACCCCTGTTG[C/G]GAGGGAGCCACCAACACAGCATGCTGGGGCTGAGCCGAGACCCCTTCCTCGCAGCT C G 0.38 0.19 0.19 0.18 0.23 0.14 0.24 0.13 0.19 0.18 0.16 0.043 0.015 0.000 0.000 0.0000
rs11433 15 99.45 CAAAACCAAATACATTTTTCCCCAACGTTTTGATTAGGGTGTATGTGTGT[A/G]TGTTTCAGTCTGTGTACATCAGATTTATTGTAATAATTCATCTTTGTCAT A G 0.14 0.36 0.43 0.41 0.38 0.05 0.17 0.27 0.36 0.37 0.40 0.043 0.032 0.002 0.101 0.0000 1
rs2949 15 99.62CTGGATCTCTCAGCTCCCGCCCCCAGAGGCTCAGCACTTTGGACATGGCTCACAAGCAGTTGTTGATTGACTGCATGAATGC[A/G]TGTGCGTGCAAGCATGAACCTTGTTTAAA A G 0.31 0.48 0.51 0.56 0.45 0.59 0.77 0.55 0.39 0.50 0.54 0.015 0.054 0.000 0.004 0.0016

rs4965892 15 99.78CTCCGCCCTATACACGCGCACACTTAATGACATCTCTGATCATGTCTTCAGGACGC[A/G]TACCCTCTTTGACTTGAAAAAGTAACAACTGTTTGTGGCCTTCTCACAGGCCGAAA A G 0.63 0.46 0.52 0.49 0.63 0.59 0.58 0.63 0.50 0.52 0.52 0.005 0.000 0.001 0.001 0.0000
rs1446119 15 99.85ACTGCGGTGAGTGTGGCAGATGTTGGACCACCGCCCCTCCACTCCAGCATCCTTG[C/G]GGATATCCTCTGGGGGGCTGGAAAGTTCAAGCCCACGTTTCTCAGAACCACTTGC C G 0.29 0.40 0.37 0.41 0.36 0.18 0.73 0.30 0.46 0.42 0.45 0.006 0.068 0.000 0.018 0.0021
rs7168948 15 99.89TATAATAACATTGGCCCCACGACGTAGACCTGTGGCGGCTCAGGGTTAAGAGACGG[A/G]AGCAAACCCCTGCTTCCGTGGATCTCGCTCCAGCCCTCTCTCCTTGCTTCTGCA A G 0.36 0.41 0.42 0.49 0.39 0.32 0.68 0.40 0.71 0.48 0.46 0.009 0.012 0.001 0.015 0.0000
rs1192113 15 99.95AGACAAAAGTGGAGCCTCATGCCTCCACACCCCTATAAATTATAAGTGACCCTCCC[A/G]GACACGTGCAGAGGTGAAGGAAAGGCAAAAAGGAAGTAGTAAGGCCTGCCCTCT A G 0.19 0.30 0.20 0.17 0.30 0.73 0.74 0.33 0.46 0.32 0.31 0.001 0.111 0.006 0.119 0.0042 1

rs8466 16 0.04 CTCAAAAGGTTTATCTTTCCACCACACTAGCAAAGACCCTCAGGACACAC[A/G]ACTCATACTGCCAGCTAAGCATCTACCCCGAGGGACAAGGCAAGCACACA A G 0.60 0.85 0.87 0.80 0.79 1.00 1.00 0.93 0.86 0.84 0.77 0.050 0.055 0.005 0.055 0.0057 1 1
rs1211375 16 0.18 GACATTTTCTCCTTTACTCCCACAAATTTAGGTTTAAAATATTTCCATCAGTT[A/C]ATCTCCAATGGCTAGGTCCTTCCAATGAGGTCTCCTGAAAACATGTGGCCTGGATACTCC A C 0.24 0.36 0.37 0.37 0.29 0.77 0.11 0.32 0.46 0.39 0.40 0.010 0.055 0.003 0.083 0.0012
rs1203957 16 0.18CTTTTCTGTGTTTTTGGTGTGCCCCACTCGCTGTCTGCACATTCTGTGCTGGTGT[A/C]TGTTGTAAAGACTGGAGAATCATTTGTAGGACTTGAGTGCAGCACAGTCAGTGTGCA A C 0.38 0.08 0.12 0.12 0.07 0.14 0.18 0.24 0.11 0.10 0.17 0.052 0.006 0.024 0.001 0.0041
rs1203974 16 0.22ACAATTCACCTGGATGATTTGCAGACTATCATTTCTGTGTTCTCCCCATCAAAT[A/G]CAATGAAAAGCTGATCTAAAGATATTTACAACTGGAGTGGAATACACATTTTTTTGAGG A G 0.62 0.52 0.56 0.61 0.48 0.82 0.29 0.65 0.57 0.56 0.61 0.003 0.036 0.005 0.043 0.0037
rs1204001 16 0.25ATTTTAGGGCATAAAGTTTATCACTTGAGTCCTTGAATGAAAGGAAGTGTAAA[A/C]CCTGACGAGTATGGAGTGTGGACTGTCTAGATGCCCCCTGGTCTAGGGAGGGATTTAT A C 0.10 0.16 0.19 0.18 0.16 0.14 0.18 0.31 0.21 0.15 0.17 0.005 0.002 0.040 0.000 0.0005
rs926694 16 0.47AGCACCTTCCTGGGTTGTCTTTCTTGGTTCCATGAGGTGGCCACCTTGTGAG[A/G]CGAGAATTTATAACCCCCGTTTGCGGCAGGGCTCCAGGTGGTTGAGTCACACGTCTGA A G 0.81 0.46 0.49 0.40 0.55 0.73 0.89 0.58 0.61 0.40 0.49 0.051 0.074 0.001 0.017 0.0002
rs2038227 16 0.48TTGGTGAGAGAACTTGCTTTCCTTGACGTCATGTGATTAAGTAAACCATATTCAAA[A/C]ATTTTAAATTTATACCTGGATTTATGAAAGTTGGGAGAAGTCCCTCTTCTCCAGCCAC A C 0.71 0.64 0.60 0.63 0.52 0.60 0.23 0.46 0.57 0.66 0.55 0.009 0.053 0.003 0.002 0.0015
rs763053 16 0.68TATGGCCCCAGGGTTGGGCAGTGAGACGCGGCTGGACCGCAGCAAAGGAGATGC[A/G]CGGAGCGACACAGTTCTGCTCGACTCCTCGGCCACACTCATCACCAATGAGGGT A G 0.38 0.65 0.77 0.83 0.77 0.18 0.28 0.61 0.64 0.76 0.81 0.082 0.145 0.028 0.197 0.0005 1
rs2072042 16 0.98AAAGGCACAAGTTTCCGTGAAGTAGGCGCTATTGTATGCTCTATGCTCAGCACAC[A/G]GGGGAAGCAGTGCAGGTGAATCAGGTATGACTCGTCTAGAACTGAGGCCCTAACG A G 0.31 0.50 0.55 0.56 0.50 0.73 0.50 0.33 0.50 0.60 0.56 0.028 0.001 0.030 0.019 0.0000
rs2745165 16 1.20CTCTGCCCAGGACGGTCCCTTGGGCCACTGGGGTCACCAAGCACCTGCTTCCCAC[A/G]GCCTGTCATAAAGAGCTATCGTCGTACTTCCTCCTGTGCTCTGGGTTTTGCTCTG A G 0.00 0.12 0.19 0.13 0.13 0.05 0.00 0.16 0.11 0.09 0.11 0.063 0.060 0.001 0.019 0.0051 1

rs8767 16 1.44TCCCGGGCCTCAGAGTCGGCGCCGGAAACCTAGGTCTGGGTTTCCCTCGTGGTGGTT[C/G]TGTACTGAGGACCTGGAAGTGATCATATTTTGGATATATTCGGTTAAATAAAAT C G 0.69 0.52 0.62 0.60 0.57 0.68 0.67 0.56 0.64 0.61 0.51 0.001 0.000 0.001 0.001 0.0073 1 1
rs3178656 16 1.65TAAACAAAACAACAGTCAGGCTGGAAGTGGTCCCTGGGCCATAGTTTTCAACCCTG[A/G]TCTTAGTTTGAACAAAGAACACCTAAGATTTAGCAGGCACTTTCTTCCTAAGACCG A G 0.69 0.96 0.93 0.89 0.82 0.86 0.35 0.92 0.82 0.97 0.94 0.050 0.221 0.000 0.005 0.0009
rs757601 16 2.00CACATGACAGACTGATAGAATCTCCAAATGTCTTTTTCCAAAAAGGGCACAGACTATA[A/T]GCCCACAAATTGCTCAGAGAATTGCAGCATCTCTTCAACTCCTTTGATGTAAACG A T 0.21 0.62 0.65 0.60 0.57 0.73 0.49 0.67 0.69 0.64 0.66 0.096 0.010 0.007 0.005 0.0003 1
rs4786287 16 2.49TTTAAAAATAAATGTTAAACATTTATTCAGCACAAAGTGGTCTATTCAAAAAAAT[A/T]AAAAAATAGGCTAGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGA A T 0.52 0.49 0.43 0.48 0.46 0.83 0.67 0.31 0.29 0.38 0.45 0.004 0.024 0.020 0.083 0.0004
rs879416 16 2.92GTTGCTTATGCTAAGGGGAAGCACCACCTTGAAAGAGTCATTGTAGAGTGGAGGT[C/G]GGGAGGGCAAAGTTGAGATACTGAGGTTTTGGGGTTTGGTTTAAGGCAGGTCCTT C G 0.07 0.15 0.13 0.15 0.13 0.59 0.52 0.18 0.04 0.09 0.10 0.001 0.099 0.005 0.134 0.0000 1
rs1063677 16 2.95 TTACAACCCATCCTTTCTGCTTCTCCAGGCCAGAAGCCAAGGAGTCCTCAGTGAC[C/G]GTGGGATCCACAACATCTCCACATCGCTGTCCCCACCCAGCCAGGGCAGCGCCA C G 0.62 0.51 0.55 0.41 0.43 0.05 0.34 0.16 0.75 0.61 0.59 0.001 0.035 0.130 0.193 0.0008
rs11228 16 3.27 TTTAATTATATATTTGTATAGTCATCTCACTGTTGTTAATTTTCAATAGTTT[C/G]TTGGTTTAGTTCTGTTAACTTTTGGTAAAATGACACCATCTACAAAGAATAGTTTTTGTTTCTT C G 0.40 0.51 0.50 0.50 0.59 0.77 0.86 0.77 0.43 0.49 0.52 0.007 0.064 0.032 0.034 0.0003
rs859302 16 4.78AAACAGGCTGGTCCTGCCCCTGCTACACCACTGCACTAGCAGACTGATAACCCA[A/G]TGCAGTCAACCCCGGGAGTAACTCAGACAAATTTATTTGCTGAAATAATGTATGCTTT A G 0.45 0.65 0.57 0.59 0.68 0.45 0.44 0.50 0.61 0.57 0.58 0.005 0.011 0.001 0.005 0.0000 1
rs1012259 16 5.95ACCCCCAGGATCTGCTGCTCACCTCCAAGCTCTGCCCACATGGACACTTTGAC[A/G]CGTATCGAAGTGACCATGTGCTAACCTTGCCCTTGTCTCTACTACAGTTCTTATCTCAG A G 0.05 0.41 0.38 0.33 0.43 0.50 0.42 0.50 0.36 0.39 0.35 0.083 0.003 0.016 0.014 0.0002 1
rs2043631 16 5.97GAGATTGGGAAAGGAGGTAAAGAAAGAAATAAGAGAGGGAGGAAGGTGAAACCGA[A/G]AATTAATACAAGCTGATAGACAGTAAGACAAAAACAAATAGAAGACAAACTCCAAC A G 0.29 0.36 0.39 0.33 0.43 0.41 0.38 0.52 0.25 0.42 0.39 0.004 0.002 0.016 0.004 0.0000
rs1035564 16 6.11GTTTACAACACCATAGGCAAAGCATGAAGCAAGCATCAAAGTATATGGAACTGCT[A/G]ACGTAGAGGTCGAACCTGAAAATACACTCTGTGAAAGGTCAACCAAAAGCATGACAA A G 0.38 0.69 0.60 0.62 0.41 0.59 0.57 0.52 0.50 0.62 0.70 0.016 0.001 0.000 0.000 0.0056
rs933478 16 6.28AGCATTCATCCCACTCATGAGGGGAGGAGCCTGTATGAACCAGTCACCTCTTAAAG[C/G]CCCCACCTCTTTTCACCATCACAGTGGCATTAAGTCTCATTGCCCTTCACCACGCA C G 0.55 0.33 0.36 0.30 0.30 0.27 0.14 0.32 0.32 0.41 0.26 0.016 0.022 0.000 0.002 0.0074 1 1
rs716508 16 6.34CCTTTAAATATATCCTTCAAGTCAACTCTACCACTATATAGTTGCTGAGCAAATATT[A/G]CCATGTATGGGAAAAATGTAATCCTTGTTCTTACAGATGTTGCATTCTAGTGCAGGG A G 0.33 0.65 0.70 0.68 0.59 0.91 0.84 0.66 0.54 0.66 0.66 0.058 0.041 0.001 0.051 0.0005
rs1019141 16 7.72AACTTTCAGAAGGAGGTCATTTGAGAGAAGAGGTTGTGGCTTGCCAGTTAC[A/G]GGGATCACGCAGGTCTTTCAATGACTATGTGCTTTGGCAGAACTAAAAAATGCCCGAGGG A G 0.74 0.54 0.42 0.37 0.54 0.32 0.24 0.73 0.25 0.48 0.43 0.056 0.023 0.046 0.008 0.0000 1
rs763649 16 7.73GTAAATTAATTAATAAGTAAATGGACAGAAAGCAATCTTTAAAGTTGTATTTCTG[A/C]TGTTTTAAAATGTCTATTAAATGGTGCTACTTCCTTTTATCTGTAATAAGCAGATATTGAG A C 0.52 0.56 0.47 0.40 0.57 0.95 0.41 0.79 0.57 0.42 0.45 0.004 0.001 0.060 0.172 0.0002
rs1507038 16 8.04 AAAGTCCTGCTGTACGGGGAAGCAAACAGGCAGGATGAGCAATGGATATATTTAA[A/C]ATCTCTAGCAGCTTCGAAGCTAGTGTTCTTCAATACAAATCAACCTCAATTTATTTT A C 0.14 0.43 0.35 0.39 0.36 0.36 0.45 0.31 0.39 0.40 0.44 0.020 0.004 0.005 0.001 0.0040 1
rs1532930 16 8.09TTGCCTCAATAACTATCAAATATCTCCCAGCTCAAGTTCAAATTCTTCAGCCTGG[A/G]GGACAAGGTGGTGCAAATAGACAGAATGGGAATAGGCTTTGGAAACAGGATGAATAC A G 0.24 0.49 0.45 0.52 0.43 0.50 0.54 0.44 0.36 0.45 0.39 0.015 0.011 0.000 0.006 0.0006
rs997097 16 8.22ACCATTCTCTAACCTACTTAGATGGAACTGCCATGGGGACTTCTCCTATTGCCT[A/G]CCCTTCACCAGAGATAAAGCCAATCGCTATTCTACAATGACATTTGTAAACTTGTGAG A G 0.24 0.31 0.36 0.51 0.30 0.59 0.67 0.26 0.25 0.39 0.36 0.006 0.054 0.004 0.029 0.0001
rs933488 16 8.66GGCAGTGCCACACTCTGGCTCTCCAGAGTGACATCTATGCATGCGACGTCCCCAAAACACACCAGGCCAGGTTCCCCTGTAATTCCATAATGTCA[A/G]GGCAAAAATAGTAGCT A G 0.52 0.38 0.39 0.37 0.48 0.27 0.33 0.28 0.54 0.46 0.46 0.003 0.007 0.012 0.011 0.0010 1
rs1420040 16 9.82CACCTCTCTTTCTGACTTCTATTCTGACCTCCCTGGAGGAGACCAGGCACTTTGA[A/G]AATATGTCTAACGTTAGGGATTTACTAGCTAATTCTAGTTGCTGACGAGGTTGAGAAA A G 0.71 0.52 0.56 0.56 0.46 0.59 0.71 0.41 0.61 0.51 0.52 0.022 0.019 0.002 0.003 0.0007 1
rs2024495 16 10.38AGGCGAGATGTGAGAAAAATTATGGCTGACATGGGGGCTAAGTCAGATTGATTTGTTTTA[C/G]ACAAAAATGAATTTTATATCTGAATATTTTGGAGAAAATTCATGCAACTCCTAT C G 0.19 0.32 0.40 0.34 0.41 0.09 0.51 0.23 0.21 0.34 0.28 0.016 0.016 0.004 0.050 0.0067 1
rs10221 16 10.54 TGGAAGTGGAGCTGTGACTAGTACAAGCAGCCCAAGAAACTCTGAACGGG[A/G]CCCAATGGAGGCAAACTTGAGCAAATAATTGGGATGATAAGAAACAAAAA A G 0.29 0.62 0.60 0.53 0.46 0.18 0.55 0.47 0.57 0.43 0.45 0.076 0.007 0.022 0.131 0.0119 1 1
rs741175 16 11.13 TGACCCACTCTTGCTACTTGTGTGCCAGCCACCCAAGTTTCTGTGAGGACCCTGG[A/G]ACACAGCACCCTCTCTCCCACCTCAGCCTCACCTCTGCCATCCTTAAAAGGCAGT A G 0.38 0.64 0.54 0.48 0.46 0.82 0.88 0.47 0.61 0.48 0.53 0.018 0.070 0.003 0.039 0.0000 1
rs887864 16 11.13 AAGCAACACTCTGAGAACAGTGTCCTGAGACATTCAGGTCATTGCTC[A/G]GATGATGGCACTGTTTTGAGGGGTAAGAAAGATATAGCTCTGGCTGCTTTGGCCAGAGGAAGG A G 0.50 0.73 0.63 0.57 0.52 1.00 0.97 0.53 0.71 0.60 0.63 0.017 0.090 0.008 0.129 0.0000
rs918738 16 11.41CAGACCCGCCCCGCCCCCGTTCGAGTGTCAACAACAAGATCGAATCTGGCCTC[C/G]GCAACTTCTCGGCGGGCAGCAGGGAAGAGGGCGCCCGGTAAGGCCCGGGCATTAC C G 0.43 0.59 0.55 0.62 0.48 0.32 0.06 0.24 0.50 0.49 0.56 0.009 0.174 0.052 0.031 0.0004
rs1035579 16 12.50 CTTTCACCTGAGTCCTG[A/G]CAAGGTGTCACACACTGTGCTCTCAGCTCAGGATGGAGTGGATGGGCCTGAGGCCCTGCCCACCGCATTCCCTGTCTCATAGCGGGGAGAGT A G 0.62 0.51 0.49 0.50 0.46 0.36 0.53 0.76 0.43 0.49 0.55 0.006 0.001 0.055 0.008 0.0019 1
rs1002970 16 13.40CTAAGGAAAGCACCCTAGGCTATCTATGATGTCTCCTCTTCCTATCTGTACAAT[C/G]TGCTCAGCCTCAACACATACTCTTTTCCAGCCACTTCAAATATCAGCAGATATTTGGCA C G 0.24 0.76 0.68 0.74 0.75 0.91 0.71 0.75 0.64 0.71 0.73 0.073 0.004 0.007 0.060 0.0022 1
rs734826 16 13.46GGTGAGACAGTGTCCTCCACTAGCCAACTCCCCGACCCTCAACCAGAAATCAAT[A/C]TTAAGGGCTCATGGCATAACCTGGTTTCTCTCAGACAGACTAGACCCAAATCCTCTT A C 0.07 0.45 0.39 0.52 0.36 0.36 0.57 0.30 0.46 0.42 0.47 0.059 0.023 0.007 0.000 0.0030
rs1001937 16 13.50GCCATAAACAACTCGGTTACTGTGATTCTACTGAGAAGATCCTGATAGCTTGCAATTCCCTCT[C/G]CTGTGAACTCCCCCACTGAATTCTGGGGGCCCAGAGCATTTCTCAAGTC C G 0.69 0.44 0.39 0.49 0.52 0.18 0.38 0.18 0.39 0.36 0.43 0.049 0.001 0.032 0.032 0.0004
rs1547405 16 13.56 AGGGTCTTTGAAAGGCATTTAAGCCAGAAAGAGGTGTGATATATTCATGGCAAGC[A/G]TGAGCATGTCAGTACATATGACAGCACCCTCTTCACCAATTTTACAGCAATATTCTC A G 0.83 0.63 0.62 0.63 0.71 0.55 0.99 0.68 0.61 0.66 0.64 0.025 0.116 0.006 0.006 0.0002
rs1158123 16 13.68ATCTCAATGAGACGTCATGGTGGTTTGGACAAGGGTGAGCTCAGCAGAGATGGG[A/G]AGAAGGAGACATAGTATAGTCCAAATTTGTTTTGAAAACCCTGGCTGCTGATGGAGA A G 0.26 0.57 0.60 0.52 0.70 0.77 0.85 0.46 0.54 0.54 0.52 0.050 0.028 0.013 0.013 0.0020



rs2384933 16 15.78 CAGGGCCACCCATGCTTACCATTTCCCTACTGAGGCTCTTAGGATACTTTTGT[A/G]AGATATTAATAGCTACTTGTGGCCATGAAACAAACTAATAACTAGCTTCTGGCAGCTTT A G 0.02 0.31 0.35 0.33 0.41 0.18 0.30 0.21 0.32 0.29 0.36 0.081 0.000 0.024 0.012 0.0008 1
rs212090 16 16.20AATTCCCATGAGGCCATCTCCTTAATATTTACCCCACATCAATCATGGTGGGA[A/T]CAGTAATAACAGCATTGATTGTTCTTACAATGTTGAACAAAAGAAAAAAGGGAAAGCCTG A T 0.93 0.57 0.57 0.50 0.59 0.82 0.53 0.66 0.54 0.53 0.58 0.085 0.002 0.003 0.026 0.0000
rs1472426 16 17.16TCCATGATACGGTGTTTGTGGCTTGCTGAGTCGATGCGTTAAGCTTCTAAACAT[A/G]GAGCTGATGAGAATAGCAATGGCTAACCCTGTGTTAGAAAGCACTGGTAACGGACGG A G 0.17 0.42 0.42 0.43 0.36 0.55 0.23 0.31 0.43 0.42 0.37 0.048 0.040 0.009 0.003 0.0018 1
rs936347 16 17.24GTGTGGGACCTTTAGAGCCAGGTTAAGGAGTCCAAGCTTATCCTATAAGCAATGGG[A/C]AGCCTTTGAAAAGTTTTCTATTAGAAAATGCCATGATGAGATTGGTTCAGTTTATA A C 0.07 0.56 0.54 0.61 0.55 0.50 0.32 0.34 0.68 0.47 0.59 0.123 0.024 0.020 0.000 0.0016
rs1457907 16 17.31GGAATTAAACCCCATTGCCCAAGCTGTCCTTGACTTTCAATCTGACCTGGTTC[A/G]TTGCCCTGAAACACTAGGGGTTCCAGTTGAATGACCAGAGACCCTAGGGTGTGTGGCT A G 0.29 0.53 0.39 0.44 0.30 0.64 0.35 0.34 0.50 0.44 0.35 0.005 0.000 0.000 0.045 0.0000
rs1379652 16 17.36TGGAACCTTTTGAAGTTCTGTGGTTTGTTGATTCATCTCTTTACACCCATCCCT[A/C]TTTCAGGAAGGGTTTATGGCAGTCTGCATGGGTGTACTAAACAAAATAAGACTGCAAAA A C 0.81 0.47 0.50 0.43 0.57 0.41 0.71 0.56 0.57 0.50 0.51 0.051 0.021 0.006 0.005 0.0001
rs1389504 16 17.90AAGAGGGTAAAAAAAAAATGCCATCATCCTCCCACCCCCCAGACAAATTAGCAAGA[A/C]AAATGTTAGCAAAAAGCTCTGCAGACGCACCATTATTTACAAAAGGGAGAGAGAAG A C 0.14 0.37 0.42 0.34 0.29 0.32 0.24 0.30 0.36 0.27 0.34 0.069 0.025 0.016 0.013 0.0040 1 1
rs757189 16 17.95ATCTATTTTATGTCTCTAGCCAAGGAAAAATGCAATGCCTCCTTTACAGGTTTGTTCTGCTGGAGAT[A/G]GTGATTATTAAAGCAATTTGTTAGAGGCAGATTTTGCGTACATATTA A G 0.36 0.51 0.44 0.49 0.55 0.45 0.57 0.51 0.54 0.60 0.50 0.000 0.011 0.006 0.002 0.0008
rs904821 16 18.81AAAGACACACTGAAAAAAATCACATCCAGGTGAAAG[A/T]CTTCTTGAGGTAGAACATGGCTAATAAATTTCTTGGATCACTCACATGCACCATTTAAATAGTAATTCTGAAGATGTT A T 0.15 0.46 0.40 0.45 0.45 0.82 0.55 0.47 0.70 0.38 0.42 0.055 0.014 0.004 0.001 0.0001 1
rs1544357 16 19.18TGCTTCATAACGACTAAGTCTGACTGCC[A/C]ACAATAACCCTTTAAATTAAGTACTACTGAGATCAGTGTTGTGGTGGTAAATCTTTAGTTCTCGGGGTGGGGTGGGCAGAGGTT A C 0.12 0.36 0.35 0.24 0.18 0.50 0.42 0.30 0.29 0.28 0.36 0.041 0.001 0.002 0.006 0.0004
rs724307 16 19.23TTCTGCAGGCCTTACCTCATCCCCAAAGCTCATGACGTAGATGAAATATTGTAA[A/C]TAGCTCTGTAGACAGTTTGCAGTGTACATCTTCCCCCAAGCGATGCCAGCTTCTCTGA A C 0.24 0.59 0.66 0.61 0.63 0.77 0.43 0.71 0.61 0.64 0.60 0.081 0.021 0.009 0.013 0.0028
rs2023762 16 19.24TATATTTTTTGTACATTTGGTAACATGCTCAGTATGCATAGGTGGACCTCATTTAC[A/G]TGCAAATTACTTACAAAGAGAAATAATAGGAATGGAAGCTTTGCTTAATAAATGAAATT A G 0.79 0.52 0.50 0.46 0.50 0.05 0.05 0.26 0.39 0.46 0.53 0.040 0.141 0.027 0.147 0.0028
rs2106671 16 19.24GGAAGTATGGGAATTTTGGTAGCAAACACAGTTAAAAAATGTTAAGCCTTGTTTAAA[A/G]CTTATGGGGAAAGGGATCAGTAAGTGGAAACTTTACTCTCACAAAATGCTTTTAGT A G 0.69 0.53 0.46 0.45 0.46 0.27 0.60 0.39 0.50 0.42 0.49 0.017 0.006 0.006 0.025 0.0018
rs179209 16 19.27 ATTTGCTGCTTCTCATCCATGCTAAGGGAGAAACTGCTGAAAAAGTCGTCCCA[A/G]GCAGCGATTCAGTAGAGCCTTTTTGTGTTGTAGGCAGTGCTCAAAAGTCCCTACAAAG A G 0.19 0.53 0.48 0.46 0.50 0.09 0.33 0.33 0.57 0.36 0.42 0.051 0.026 0.025 0.125 0.0020
rs179219 16 19.28TATTATTAGTTATAATAAACTATAATTCTGCCTCAAGGAGGCCAGTGTTTTTTAAC[A/G]TTCCATATCAGTTCATCTTTCTGAGAGTGAGCAAGGCTTGTCTCACTCTTCCACTTTC A G 0.81 0.45 0.49 0.51 0.48 0.82 0.67 0.67 0.43 0.59 0.54 0.058 0.032 0.031 0.080 0.0013
rs875648 16 19.63GGTGATGAAGCAGTAGGCAACACAGGCCTAGGAGAAGGGAAGAAACATTAACGCT[A/G]GCAGTGCAACGGTGGCAGAATCATACTCCTGTTTTCATCCCTCATGTATTTCCAAG A G 0.12 0.59 0.64 0.70 0.68 0.73 0.67 0.61 0.73 0.58 0.62 0.139 0.000 0.001 0.001 0.0004 1
rs227761 16 19.83ATGTTTTGGCAAAGTGTAAAAACAGGGAGAAATGTCAGTGGGAAAATACGGTGC[A/G]GCACATTTCCTATAAATTTCCATTATGCAAATTTGAAATTGTTCAATACCAAGTTAATCA A G 0.07 0.50 0.49 0.45 0.50 0.18 0.47 0.44 0.57 0.45 0.43 0.105 0.000 0.001 0.043 0.0021
rs727590 16 20.01GTAAAAATTCTTATAATACACACACCTGCAAAACCTGGTGTGCTCATCACTCAGATTT[A/G]ATACATTTTAACATTTTGCCATATTTACTTCAGCTCTCTTTAAAGAAAGAAATGACA A G 0.90 0.71 0.77 0.82 0.75 0.68 0.98 0.80 0.69 0.84 0.76 0.013 0.039 0.004 0.011 0.0005
rs2031077 16 21.20GTAAACTCCAAGCATTGTGTTGAAATAAAGCCAGAGTAGAATAATGATTGAGAACAT[A/G]GGGTCTGAAGTCAGAGACTGACAGATATTAAGCCCCAGATTGGATCTTCCCATTAA A G 0.26 0.27 0.32 0.33 0.25 0.32 0.34 0.39 0.21 0.34 0.28 0.000 0.003 0.019 0.002 0.0007 1
rs741720 16 21.21ACTTCCTCTGTCTGTTCCCTAAGCCACAATCACACTACTTCTAGTTTGTAAAAACAT[A/G]CTTTATGGGTTGCAAGAAATTTTATTTCTTCATCTTTACTAAAGTTAGTTGATGCTGA A G 0.38 0.43 0.43 0.34 0.43 0.59 0.65 0.43 0.46 0.34 0.34 0.006 0.021 0.001 0.010 0.0061 1
rs208965 16 22.83GGCTGTCACCTGTGAGCTCAGTTTGGGCTTTCAACCAGAGTGACTACCCATG[A/G]CCTTTCTGTAGGGCCTGGGCTTCCTGCACATGGCAGCTGGGTTCTGGGAAGGAGCATC A G 0.00 0.52 0.61 0.39 0.57 0.00 0.52 0.29 0.43 0.52 0.59 0.262 0.000 0.021 0.237 0.0003 1
rs1858799 16 23.08AAAGGCATGTGACTTGTTCAGGTTTGCAGGGCTGGTTGATGACAGGCCGGACC[A/G]GAACCTGCATGCCCAATCCAGTGCTTTTTCACTAGACAGCGTGGCTGAGCATATAAT A G 0.81 0.74 0.67 0.71 0.68 0.82 0.51 0.72 0.61 0.73 0.73 0.008 0.021 0.001 0.010 0.0015
rs152733 16 23.33GGGTCACTGTATGGGCTCCAGGTTTGAATCCTGGCATGCCACTTAATATCTTGGGC[A/G]ACTTAACCTCCCTGAGGCTCTGTTCTCTCATCTACAAAACAGGGGGATAAAAATAA A G 0.74 0.81 0.80 0.84 0.79 0.32 0.78 0.83 0.86 0.77 0.79 0.001 0.003 0.000 0.146 0.0002 1
rs194790 16 23.76GTAAACCTTTCGTGATGACAAGAGCCAGCCACCAATTATCTCATCCCTGGATTG[A/G]CATTATTGTAAGCCACAAAGTACCAAGCTTTCCTTGTGCTTAAACTGTTGAGGAAAATG A G 0.67 0.54 0.48 0.56 0.48 0.59 0.20 0.67 0.54 0.59 0.61 0.020 0.036 0.037 0.010 0.0107 1 1
rs411103 16 24.20TCAGTGGGTTCCTGATTTTTACCTGACCACATCGCTGCTATGTAGGCCTCATC[A/T]CAGTCTCTCGGACTGGAGGGACAACCCCATGGCTGTTTTATTACAAGACAACCAGGGA A T 0.31 0.53 0.64 0.59 0.64 0.32 0.54 0.71 0.50 0.69 0.57 0.070 0.009 0.000 0.080 0.0054 1
rs991911 16 24.26AGTATGTGCCTTGAGCTCATTCTCTCTTACCTTTACATGCAACAGTCAGGAAATT[A/T]AGTTGATTCCAGCTTTCAAGCATCTACCAAAGTGATGGCCAATGAGTCCATCTCCCTT A T 0.62 0.67 0.63 0.62 0.66 0.64 0.82 0.42 0.73 0.55 0.63 0.003 0.007 0.074 0.003 0.0002
rs1011078 16 24.86ACTGGCTTTGATTCTGGCCTCAGTTCCCTGCCGTTCAC[A/G]CATGCAGTGAGTCAGCCTGAGTGTGGTGAGATCCTGGTGTTGGGTACCACTTAACCCCACCATCCTTTCTATAT A G 0.14 0.44 0.53 0.51 0.52 0.45 0.47 0.39 0.36 0.43 0.55 0.084 0.002 0.023 0.006 0.0014 1
rs874562 16 25.07CGTTTCTTGACATTTAGCGTGAGCTCCATAAATAATGGCCACATTAACCAAGATCTGAGATCCTCAATACCTTGGATGAAGTCC[A/G]TCCTAGGATATGTGGTTTATACCTGGGG A G 0.43 0.53 0.49 0.52 0.54 0.77 0.78 0.51 0.25 0.39 0.42 0.003 0.039 0.000 0.034 0.0023
rs2157857 16 25.48TCCATGGAACTAAGCCAGGTTTCTCTGGGGTCTCAGATGCTTCCATGGGTGTCAACTGGGT[A/G]CCTCAATAAGTCACATTCTTGCCTTCAGTTTTCACATTTGTATTTTCTGGTC A G 0.71 0.58 0.54 0.41 0.54 0.86 0.55 0.56 0.50 0.59 0.59 0.006 0.008 0.007 0.032 0.0016 1
rs1022455 16 25.50CATAAAAGGAACGACTGTACTTTTCAAAAGTGTCAACTCTGCCTACTGTTTTTTGAATCTAGCTCACGGTTGGGAAAGACTTCAATA[A/T]GTTTACATTCCTAAGATTCTCCACCG A T 0.31 0.58 0.53 0.41 0.55 0.86 0.55 0.46 0.50 0.57 0.58 0.032 0.002 0.009 0.050 0.0018
rs205162 16 25.56AGGGGAGGAGCTGGGGGTCTTTGTGGCAATGTATTAGAAATTTTGAGGGATCTGC[A/G]GGTCCTACTCTTATCCCCATTTAAATAGTAATTGTTAGCTACTGTATCTGCTTCTGAA A G 0.47 0.24 0.22 0.28 0.23 0.41 0.50 0.41 0.43 0.20 0.17 0.063 0.091 0.046 0.054 0.0011
rs2078274 16 26.57ATATTATCTGCAAATAATAATTATTGCATTGCTTCCTGTCTAAAAATTTAACTTA[A/T]TCCTTTATCTGTCCTTCTGCACTGGCCATAATGTCCAGACTATAAACTGTTCTTATTTATT A T 0.57 0.59 0.59 0.62 0.66 0.27 0.52 0.60 0.57 0.63 0.55 0.000 0.002 0.001 0.056 0.0015 1
rs739480 16 26.58GGACACCCCCCCTCCACTATGCAGGGCATTACAGCATGGCATTTAACAGCCCCAA[C/G]ACTAGAGCGAGATGGCCTGGGTTGAAGTCCCATCTTTGCTGCTTTTGTTGGCAAA C G 0.60 0.79 0.78 0.88 0.84 0.86 0.85 0.76 0.86 0.79 0.73 0.014 0.017 0.001 0.017 0.0001
rs237131 16 26.61GACTCTTAGGTCAAGAGAAACTAGTTTGGAGATTGAAGGGAAAGGTTTAACCAG[A/G]ACTTCAGATGGGCTACAGATTTTTTTTAAGTCCTTATGCTTTTATTTCTACAAATGGGA A G 0.02 0.39 0.40 0.34 0.46 0.45 0.38 0.09 0.35 0.37 0.38 0.124 0.000 0.055 0.003 0.0000
rs2057768 16 27.29AGTCCCACTGTTCAAGTTCCTGCCCAAGATGCCCAGACTTTATCTGTGACTGCTCC[A/G]TCAGTCCTGGGAGCAGGTCCAAAGGCACCAAGATAGTAAAACCTCTGTTCCCCCA A G 0.24 0.26 0.34 0.29 0.18 0.50 0.19 0.38 0.21 0.30 0.28 0.009 0.017 0.000 0.010 0.0034 1

rs8832 16 27.34CGGCTGTCAAGGGGTGTTCAGTTAAGGGGAGCAACAGAGGACATGAAAAATTGCT[A/G]TGACTAAAGCAGGGACAATTTGCTGCCAAACACCCATGCCCAGCTGTATGGCTGG A G 0.83 0.36 0.46 0.39 0.41 0.45 0.29 0.47 0.25 0.48 0.51 0.065 0.038 0.000 0.001 0.0007
rs3093291 16 27.41GCCTGCTTCCAGGCTTCTTGTGAGAATTCAAGGAGGTGATTTGCATAAAACCCTGC[A/G]GATGGCCCCCATCACATAAACACTCAAACAACAGCTGTAATTGATGGAGAAGGTA A G 0.69 0.65 0.69 0.70 0.61 0.45 0.45 0.45 0.50 0.66 0.76 0.002 0.035 0.027 0.022 0.0034
rs1646129 16 29.18AAGTTGTCTAACCTCTCTGTGCCTTCATTGCCTGACTCGGCTGTTTCCAATGCA[A/G]CTGATTTTAACGGCACCTGTTTCATGAGGCCACAGCCAGGATTCTGGGAGGCAAAGCA A G 0.17 0.40 0.29 0.38 0.36 0.55 0.11 0.38 0.39 0.28 0.31 0.006 0.017 0.010 0.040 0.0000 1
rs11901 16 30.02 CCAGGGTCTGTCAGGGGCCAGGAAGCCCTCCTTTCCCAGTCCAAGGTTGA[C/G]AGGGTCCTGTCATTTCCTGTCCCAAGTAGGTGGTTGGGGCATTTAGGCCC C G 0.26 0.47 0.46 0.55 0.43 0.55 0.14 0.57 0.54 0.41 0.49 0.016 0.055 0.007 0.005 0.0006 1
rs3574 16 30.45CTTTATTTAATGGGCTCAGAGAGCAAGGGAA[C/G]CACACAAAATTTACAGTCTGAGTTTTGCGCGCAGAGACCCCTCTCCACCTTTTTCATGCCTGTGTGTACACACACACTGTC C G 0.62 0.63 0.63 0.56 0.66 0.95 0.93 0.66 0.61 0.61 0.66 0.000 0.095 0.002 0.112 0.0029

rs889551 16 31.30 CTCTTCCTTCTGTTTGTGGCTCCCCCAGGGTGAGAGATTGAGAGGAAAGAATTG[A/G]AGGGATGGCAGGGGTTCCACATGACTGGTACCCATATGTGGTTGGAAATGCCCTGA A G 0.21 0.30 0.28 0.32 0.27 0.36 0.46 0.63 0.32 0.26 0.28 0.004 0.010 0.054 0.001 0.0003 1
rs13143 16 31.53GTGGGCGTGTGGGTTTAGGTCTGGCTGGGCCGTTTCTGAACTTGACCCCTGAG[A/G]ACTCATAGTACCTTAGGGGCGGGGCTCTCCAGTGGGTGGGGCCTCCCGCTCTGAGA A G 0.26 0.27 0.26 0.24 0.18 0.18 0.22 0.11 0.18 0.17 0.26 0.001 0.011 0.024 0.012 0.0002

rs1534507 16 31.70GTGGTCATGTACTGGGTGGACTTTATCTTCTCAACCTCTTTAACCCTGCTATGG[A/C]CGTATGACCCACACGTTGTCCTGAGTGTGCAGAGAGCTGTGCTCAATGCCTATGCCA A C 1.00 0.78 0.70 0.76 0.75 0.80 0.23 0.82 0.71 0.71 0.76 0.108 0.138 0.003 0.002 0.0016
rs189378 16 35.89TGTGACTCTCATATGTGAATCTGAACCCAAGGTAGGATAGTGAATCTCAGACC[A/G]AAATTCAGCACACCTGTGAGGCTGTGACTACACTACTGCCTCACTGTTCACAAAAGCAG A G 0.00 0.13 0.10 0.06 0.07 0.09 0.15 0.10 0.04 0.14 0.10 0.036 0.004 0.002 0.000 0.0000 1
rs700582 16 46.50CTGACTGGGTGGAAGAATTATTCACACTTTGTTTCTGTATATGTTTCCACACTTTTAT[A/G]CATTCTACAATGAAAGAAATATTGCAACAAAATTAAGAAAGAAAATCACTTACTCTG A G 0.48 0.15 0.11 0.26 0.14 0.00 0.00 0.05 0.25 0.17 0.14 0.086 0.050 0.012 0.050 0.0013 1
rs40355 16 46.57ATATTGGTTGCTTATTCTTCCATAGTAAAATGTCTATGACCTGTCTCATCCTGGCC[A/C]TACAGAAAGATGATAAAGCAACAGCCACAGCCCTGCCAGGATGAATCAAGGAGCTG A C 0.48 0.15 0.11 0.26 0.14 0.00 0.00 0.05 0.25 0.16 0.14 0.086 0.050 0.012 0.050 0.0013
rs36471 16 46.57 AAAAGGAAATTTGAGGGGTAACCCTGTGTTCCAGTCCCTCTGGGGATTCACC[A/G]TGCACCTCAGGAGGACCTCATCTGCCACAGAAGACTCCCCCACCCGACCAGGGCAGG A G 0.52 0.85 0.89 0.74 0.86 1.00 1.00 0.95 0.75 0.83 0.86 0.086 0.050 0.012 0.050 0.0013

rs1978320 16 46.67AAGACCAGAATACAGACACTTAGGGGGAACTCTCCTGGTGCAGGAAAGATTGCT[A/G]TGTTTGGGCTCTCCCTGGCTGGATGACCTCCATAATCGCTTTAGCTGGCCTCCCTTA A G 0.19 0.63 0.64 0.57 0.71 0.41 0.33 0.76 0.54 0.57 0.61 0.100 0.026 0.020 0.012 0.0005
rs1566467 16 48.29CATGGTGAAAAGGTCAAACATACATGTAATTGGGATTTCAGGAGAGAAAAAGAAT[A/G]GGAAATGGGCAATGTTTGACGAGCCTACTGCCAAGTGATAAAAGATATCAAGTCAC A G 0.33 0.50 0.53 0.54 0.52 0.14 0.38 0.39 0.54 0.55 0.62 0.029 0.018 0.036 0.122 0.0030 1

rs1224 16 48.35AAGACAGTACACAATCAGTGGCAGCAGCACCAGCCAGAGTGGCAAGTGCTCAAAGC[A/G]AGACACAAAGTGCTGTGCGGTCACAACATCATGGGGATGCTTCTGGCAGAAGCA A G 0.57 0.34 0.32 0.30 0.25 0.36 0.59 0.45 0.43 0.32 0.29 0.035 0.035 0.005 0.001 0.0016
rs1510986 16 48.94 GGACGCAGCAGAGTTTCATCTTCTGCCTGGTTGCCACAGGCTAGCAGTGTGGAAC[A/G]GAGCTCATGCTCAAAATATCAGAAAGAATGTGAGAACAGCCCCCACTCCTGCCCA A G 0.76 0.55 0.56 0.62 0.50 0.59 0.75 0.76 0.68 0.52 0.53 0.025 0.038 0.026 0.003 0.0004 1
rs1861659 16 49.34CAGCACCAGGGACAGCCTGCGGCCTGCGCATCTAGTATCAGGTCAAGTCCTGAGGTCCTGGGGCTCAGACACACACACTGTAAATGGGCGCGGTA[A/C]ATGGTCCTTGGAGA A C 0.29 0.49 0.47 0.46 0.55 0.50 0.80 0.46 0.57 0.52 0.45 0.018 0.059 0.000 0.000 0.0007
rs1064448 16 50.13 GGGCAACTCATCCCAGGACCCCAACAAGTCTGGTCAGTCACCCAATCTGC[A/C]ACCCTGTATAATCATCTTGTAAAGGCTCCTGTATGCAAGACTTTGTGTAG A C 0.90 0.52 0.55 0.48 0.39 0.86 0.49 0.63 0.46 0.46 0.42 0.088 0.004 0.000 0.050 0.0109 1 1 1
rs745230 16 50.45AGGTGTGGAGCTTAGGGAGGCAGAGGAACTGCTCTAAAACCAGTAGTCTCAACTC[C/G]GGGCTGGCCTCCAGGGTTGCAGCAATTCGGGGCCTGGGATGCCATTACTTCCTGT C G 0.48 0.29 0.31 0.26 0.30 0.68 0.90 0.50 0.29 0.29 0.38 0.018 0.237 0.028 0.080 0.0019
rs2063099 16 51.24CAAAATTGACCTGTCTCTAACATGTAATTAGGGGCATGGATAATTCATCTCACTCCT[A/G]TTCTACAGTTTAATATGTAGGGACTTGGAAACTTTGCTCACATGTTCCACAAATCTT A G 0.62 0.48 0.50 0.52 0.52 0.00 0.04 0.21 0.46 0.52 0.45 0.004 0.161 0.056 0.237 0.0038 1
rs1123428 16 52.36 GTTAGCGCTTATCTTTAAATTTATTTACAAACCGTGAATAATAGGGTTTCATTCATT[A/T]CTCTCTTTAACAAATGACCAGAGTCCTTTGTATCAATTATATGCATGTGTATTATCTT A T 0.29 0.59 0.51 0.55 0.61 0.41 0.42 0.58 0.54 0.51 0.44 0.009 0.000 0.011 0.000 0.0027 1
rs1990637 16 52.82CAACTGAATACCTTTCAATCTTTTTTAAAAAAATCATTGTAGAAGGGTAAATGTTG[A/G]AAATATTTACAATATACTGCCAAGTGAAAGGAGGCTACAAAATATGTAGGACATGATT A G 0.52 0.22 0.32 0.26 0.43 0.00 0.19 0.30 0.25 0.30 0.30 0.010 0.025 0.004 0.158 0.0001
rs1946155 16 53.41CTTGCTCTCATCCAACTCTGCAAATCTTCATAACAACTCGTTCCTCTGGAACCTTCT[A/G]GAGACCACAAACATCTGCAGACTAAACCTCTCCAGTCCTAGTAAACAACCACATGT A G 0.50 0.25 0.29 0.18 0.32 0.73 0.01 0.44 0.21 0.26 0.36 0.017 0.110 0.001 0.078 0.0012 1
rs1420558 16 54.54TCTGGCCTCATCTCCCCCACTGCTCCTTCGTGCCCTCTGCTTTAACCACACCAGC[A/C]TCCCCACTGTTCTTCAGACACACCATGGGTATTGCTACCACAGGGCCTTTGCACTT A C 0.52 0.70 0.66 0.56 0.55 0.27 0.75 0.63 0.71 0.55 0.66 0.005 0.013 0.002 0.060 0.0009 1
rs837529 16 55.26ATCTTCCCCTTCATCCGGCATTCTGCAGTTTTGGGTTGCGCACCCAGGCGAC[A/G]TTAACCAATGCCTTAACTTAAGATGCAGAGAAGACTCTGCAGCCCACCTCGCTCCAGTC A G 0.36 0.59 0.60 0.63 0.64 0.64 0.64 0.63 0.68 0.66 0.60 0.019 0.005 0.001 0.003 0.0010 1
rs243836 16 55.31TCTCAGCATTGTAGGAGCCCTGAATCTCCAAGTCTTAGAATTGTGGCTGGTGAGCC[A/G]CACAGACTCACAGAAACGTGAATCTTAGAATCCTAAAGCCCTGAAGTTTTCAAATT A G 0.45 0.42 0.44 0.50 0.52 0.73 0.25 0.60 0.79 0.52 0.48 0.000 0.126 0.013 0.058 0.0001
rs1203490 16 55.97 AAATACTGAATAGCAGGTAGGGAGCTTGGTATGAACTCAAGAAAATAAAGAGAAT[A/G]TAGAATGGTTTTTGAGGTGAGGTTAAAAAAAAATCAGAAGATAGTAGTTGACAAGCA A G 0.36 0.43 0.51 0.41 0.45 0.36 0.24 0.47 0.32 0.49 0.51 0.025 0.078 0.015 0.038 0.0010 1
rs1809348 16 56.06CCTCCCCAGCACTCCTCTCCCCTCCCCAGTGGATATGCCTGGATTGTCTGTC[A/G]ATGCCAGGAAAGTGCGATGGTTTTCATTCTAGATTGGGTTCTGCAGCACTGTGTTGAGAT A G 0.48 0.47 0.55 0.48 0.43 0.45 0.38 0.68 0.46 0.52 0.58 0.004 0.020 0.002 0.009 0.0000
rs735144 16 56.66GAATTTCAAATACTGTGTATTTTAGAAAGAAAGGAAAGAGCCAAAGT[A/G]CAGCCTTTTCTCACTTGATCAGTAACTTGTGTTAGAAACTCAGTGGGGGAGAATTCTTTGCGTTTT A G 0.76 0.66 0.58 0.60 0.63 0.27 0.75 0.41 0.68 0.52 0.46 0.025 0.022 0.014 0.040 0.0062 1 1
rs41383 16 56.89CTTGGCTTCTGTTTAGGATGTTCTCCCCATTGTCTGACCTAAATCCCTCTTGCT[A/G]CAATTGACACTCTTACATCCTGTCTTTGGGTCCCCCAAGCTTCTAGGCCCCAGGTTGTT A G 0.76 0.51 0.54 0.44 0.46 0.41 0.25 0.32 0.32 0.47 0.51 0.032 0.045 0.022 0.007 0.0001
rs247041 16 57.65 TTTTCCTTTAGGCCTTGCAAACATGTCTAAAGGTATTCAATTTAGGTATTTCCA[A/G]TATTTTCTATACCCTCAGAAGCTCCTGCCAACTGCCCAGATCTGACTCACTGAGCACCA A G 0.31 0.55 0.62 0.60 0.48 0.59 0.30 0.40 0.42 0.65 0.59 0.046 0.039 0.026 0.000 0.0005 1
rs37358 16 57.97CTATCCCTGTAGGCAGGGTAGGTGGCTGGGTAGGAGAAGCTATTGAGTGTATGAC[A/G]CAGACCAAGCTTTCCTGGGCCTTCTCACCAACTAGAGAAGCGCTGATGTCGTTCAT A G 0.24 0.45 0.42 0.41 0.46 0.14 0.09 0.32 0.38 0.49 0.47 0.017 0.079 0.009 0.066 0.0019

rs1862802 16 58.25AAGCCTAGAAGAATATTTAAGGTTTAATTTCACAGGCAAAAGAAACAAGCCCAGAATCAG[A/C]GGAGCCACTGTCTCCCACAGCAAGATGAGGGATGCTCTGGGGATGAGAAG A C 0.81 0.47 0.48 0.45 0.45 0.68 0.93 0.57 0.50 0.32 0.44 0.058 0.138 0.010 0.025 0.0012 1
rs6993 16 58.52GAGATAAAGTACAGTTTCCTACTCTCCACTATTCTTTGCTGAAAAGGGTGAGGGTAC[A/G]GCATCAGCAGAAAATTATGTTCTTCATTCTTAAATAAATCTCGATAGGATGGAGTT A G 0.33 0.38 0.31 0.39 0.32 0.77 0.96 0.32 0.32 0.27 0.43 0.001 0.201 0.015 0.069 0.0027

rs990813 16 58.85CTTTCAGATTTGCCAAGGGACAAGACAGGTGACAAGATATACAATTTTTTCTG[A/G]AAATTGAGCAGCAGGAGTATTGCAGGATCTCTTCCCAGTGAGAATAGAGACTCCGAAAG A G 0.74 0.31 0.41 0.49 0.43 0.32 0.38 0.39 0.36 0.38 0.34 0.056 0.002 0.001 0.005 0.0040 1 1
rs1482258 16 59.29CAGAATACAGGAAAGCACTGTGGCCTGATGAAGTCTAGGACCCAATCTAAATGCT[A/C]ATTCCTGCTCAGGGAAGGTAAAATGCGAATATATAATCAGGTACAAATTTAAAGCTTT A C 0.60 0.46 0.56 0.54 0.57 0.36 0.67 0.60 0.61 0.54 0.50 0.011 0.023 0.007 0.005 0.0000
rs715262 16 60.60TAAAATAGTAATTCAATTGTTAGCAACCCCTCACAAATAACTATCCAACCCACTTGT[A/G]TTTAATACCTCAGCGTCCTTGCATGCCTTTCCTTTTTGAAACACAAAGCAGTATTGA A G 0.76 0.58 0.64 0.62 0.55 0.55 0.72 0.74 0.54 0.63 0.69 0.008 0.007 0.002 0.003 0.0001 1
rs716455 16 61.33AAGGCCTTTTACATTTTTGTTTATT[C/G]CTGCTCCCGAAACTACCAACTTTAAATACTTTTTTTATATTTGAATTCTTTAGACATGTTTTTCAGTTATATAATCATTATAATTTCCTGAC C G 0.50 0.37 0.39 0.45 0.48 0.68 0.74 0.59 0.54 0.45 0.44 0.003 0.039 0.019 0.031 0.0014 1
rs1027277 16 62.46TGCAATGAGAAATACATTTGAAAGACTGTGGAAGATTTTTTGGCTCTTTGACTTAGGGAAG[A/C]TACCAGTTTCTCTAATACATTTTTTAACCATTTTTTTCATGTGATATATATTATA A C 0.17 0.46 0.48 0.41 0.46 0.55 0.56 0.35 0.54 0.45 0.43 0.058 0.010 0.003 0.002 0.0022 1
rs1424032 16 62.74AGGAGCACAGATCTTTGTTGGACAGCTGTACATCTGCACAGTTTCTTAAGACTG[A/G]GATCTTACTGCATATTTTATTAGTGTTGTATCATCAGCAGAGACTTACTCTTCTGAAGA A G 0.88 0.82 0.80 0.85 0.89 0.95 0.95 0.88 0.93 0.77 0.83 0.005 0.022 0.020 0.030 0.0005
rs153672 16 62.78 ACACTACAAAAGAGTGTTTCTGCAGGGCTTATTAGAACACACTGATTGTTTT[A/T]CCTCGCAACATGGATGACTAAGAATGATATTTCACTAAAACACCTGGATTGCTAGGGTTT A T 0.24 0.62 0.68 0.67 0.82 0.73 0.94 0.66 0.64 0.64 0.71 0.093 0.048 0.001 0.001 0.0004
rs918703 16 63.31GGGAAGAAATATTATATTGTAACATGGGTTTTGCTAAATAGTCATGCTTGCATC[A/G]TAATTCAATTCTATATTGACTCTGCATCTTTTCTAGAGGCAAGATTCTTCAAAGCCTAAG A G 0.52 0.54 0.53 0.44 0.46 0.59 0.91 0.63 0.62 0.48 0.58 0.005 0.069 0.001 0.001 0.0005 1
rs1423832 16 65.33GGGGTTCAGAGTTGGTTAACTTTGAGGCTCACTTACATCGTCAATGACCTAAGCTCTTTCCACCTTTCC[A/G]CTTCACCATCCCCAGTGGGTTAGCCTGTCCCATAATGGCTGCT A G 0.40 0.36 0.39 0.37 0.34 0.23 0.48 0.31 0.43 0.30 0.32 0.001 0.003 0.002 0.017 0.0026 1
rs1359839 16 65.47TGGAGAGAGGTGGGGATAGTGTGGCAGTCCCAAACTCCAGCTCTGGACCTAGGCC[A/C]CTGGAGCTCAAAGCCTGCAAGCCAGCTTGATGATCAAGCATTCTCGTGACCTGGC A C 0.53 0.26 0.24 0.35 0.21 0.18 0.03 0.28 0.35 0.33 0.27 0.044 0.038 0.003 0.001 0.0004
rs461785 16 65.59CCACGGCCCGCCACACCTGGGGAGGAAGGGAAGAAAACCACACCTGCTCAGTGC[A/G]AATGGAATGGGTTTTGAAGCTTAATGGTGCACGGAATTTCTGTGTCTTTTTGCTGT A G 0.19 0.53 0.50 0.44 0.34 1.00 0.85 0.53 0.50 0.36 0.45 0.048 0.067 0.001 0.216 0.0023
rs149156 16 66.69ACCCCGACACCAGATAATCCCTCCGTCCCTTCTGGTCCTAACATTGTGGCATTCC[A/G]GTGATGACCTGCTTCCTTATAAATTATTTTCACAGAACTCTTGTAACTATGGTAAGTC A G 0.12 0.52 0.53 0.41 0.46 0.36 0.31 0.31 0.57 0.40 0.41 0.129 0.032 0.026 0.031 0.0065 1 1 1
rs9033 16 66.96 GCATATATGTGCTTTAAAAATATTAATCCTTTTGAAAAGAACTGAGAAGA[A/G]AAATGTATAATTTTATCCCATTTTTAATATTTTGGTCTAGCAACTTGTGA A G 0.12 0.51 0.53 0.50 0.52 0.50 0.57 0.39 0.50 0.43 0.50 0.120 0.000 0.006 0.002 0.0000

rs1050356 16 67.47CAATGGAGCCTGGGACTAGTGACCAAGAGTTGGGGCAGACCCAGGCACTCACCTG[A/G]CAGCTTGGACCCGAGCACAGAGGGACGTGCAGGGTGGCTCATACTCATACTGGA A G 0.12 0.47 0.49 0.48 0.54 0.73 0.47 0.38 0.39 0.45 0.41 0.129 0.011 0.018 0.005 0.0039 1
rs1177648 16 68.37CTTACCAAAGCAGTAACTACAGCATAGATTTCAAGCACAGCACATCTCTCACTCA[A/G]GATGAAAGCACTCTTACCGAAGTGAAATCCTACCATTGTAATGACTGTGGGGAAGAC A G 0.74 0.38 0.38 0.46 0.38 0.23 0.41 0.22 0.21 0.40 0.47 0.070 0.000 0.023 0.013 0.0009 1
rs1541979 16 69.10CCCCAGGCCCATCTCTCTAGCAGCCATAGGACTGTGTGTGTTACTCAGAGCA[A/C]CTCAGAAGGGAGTAGGTCTTTCAGGTTAGACCTGGCCTGACAGCCCAGAACTGTCTCA A C 0.48 0.31 0.35 0.20 0.32 0.05 0.07 0.31 0.29 0.23 0.27 0.004 0.078 0.005 0.091 0.0039 1
rs246142 16 69.24TACATTTTAGATAGGCACAATTTACGTATGTACATTACACCTCAATAAAGTTTTAAAT[A/T]TTTAGAAGTCTATCCTGTTTCCTTAAAAAAAAAATTAGTTGCACCATGGTCTCAAAA A T 0.05 0.23 0.18 0.18 0.19 0.41 0.24 0.16 0.14 0.08 0.15 0.018 0.004 0.000 0.034 0.0008
rs244415 16 69.44CCTAATGTAGTATACTCTTCATGAAATTAAACCAGAAACCCACTAACGAGAAAG[A/G]TAATTCACCTACAGATGCTGTGAGCTAAAATGTTGTGAGTTGATCTTGGTTATTCTTTAT A G 0.19 0.43 0.35 0.38 0.48 0.23 0.26 0.29 0.36 0.38 0.35 0.018 0.006 0.002 0.013 0.0001
rs722579 16 70.30GGGAATAAACCCAGTGAATCCAC[A/G]CTTACTAGGGCTGTCAGTACAGGGGAAACTTTGAAATCAATACCATTTGAACTCAAATCCAGAAGTCCTCATGACAGTTATTCTTGGTG A G 0.38 0.38 0.44 0.48 0.38 0.60 0.43 0.65 0.14 0.49 0.42 0.003 0.004 0.016 0.008 0.0016 1
rs235987 16 71.03GATTTCACCCCAAAGTTTTAGCATAAGAGCTTACATCCTTTCAGTAGGAGTGGCA[A/G]TGTGATGATTTTCAAATAGTGCTATCATATTTCTTGTACATTCATTCATCAGCTAGAAT A G 0.05 0.21 0.20 0.27 0.16 0.05 0.01 0.18 0.46 0.28 0.23 0.041 0.085 0.003 0.037 0.0000 1
rs1018910 16 71.05CCACAAAACCCTTAATAAACAGTCTTAACTTACGCTACTGGCAACTGTAACTGCCAG[A/G]GTTATCAAGAGCCATGGAAGACTGAAACCTTCTCTACCATGAATAAATGGGACTC A G 0.71 0.77 0.76 0.78 0.73 0.68 0.21 0.70 0.89 0.81 0.75 0.008 0.230 0.023 0.020 0.0002
rs310334 16 71.35CAGAGGTGGTTGAGTCTACCACTGTCTGTTCCCTCAATGGCCCTCTTCACTCT[A/G]TTCACACTGTCATCTGCTGTTCTGGTCTTATTTTCAATGCTGGGAAATTTTACTCTGACA A G 0.93 0.69 0.70 0.63 0.64 0.14 0.22 0.60 0.61 0.68 0.76 0.081 0.052 0.000 0.105 0.0030
rs719353 16 72.82TCTCTGTGCCTTCTGAAAATTTTATCTTGGGCATAT[A/G]CTGCTTGCTTATTTCAGAAGCAAAGTCACCCCTCAATAAATGGAATAAAACCATCCCAGATACACCATCTAAGTATAT A G 0.60 0.38 0.45 0.37 0.48 0.95 0.78 0.48 0.64 0.42 0.38 0.006 0.034 0.002 0.141 0.0030 1
rs918735 16 74.03GGCAACATAGCAAGGTACCCTTCTCAAAAAAATAAACATGTCAAGGGATGGTTTT[C/G]TGGTAGTTCTTATGATTGTTGATGCTTCGTATTGTAATGACAGCCACATATCTATTGT C G 0.40 0.49 0.55 0.45 0.57 0.59 0.28 0.36 0.57 0.41 0.50 0.015 0.032 0.020 0.001 0.0010 1
rs1019572 16 74.28 GAAGCCATGAGACTTCCGGGAAATCGTCAAGGCATGGCCAAGAATCACTAACTAGTTGA[C/G]GAACACTAATATCATAAGAAAGATGATAAATAAAATGAACCAAGGAGTCAAA C G 0.24 0.29 0.33 0.30 0.23 0.14 0.22 0.17 0.21 0.39 0.22 0.002 0.004 0.008 0.023 0.0045 1
rs877375 16 74.51TCCCTTCCTTCCTCCTGTCCTTTCCACACTCTTCCTGCCTTCCCCAAAGTCACT[C/G]GGTAACTACGCTGTACACGTCAGTACCAAGCCTTCTTTAGGGGCTGGGGATTCAGAA C G 0.83 0.60 0.65 0.52 0.55 0.36 0.08 0.47 0.43 0.53 0.62 0.018 0.191 0.003 0.038 0.0005
rs1046371 16 74.53 TTTTGGTTCCTTTCTTACCCACAAACCATTACTACTTGAAACTTAAAAAA[C/G]TCGCCAAGTGTAAAGGCTAAAGAGAAGCAGTTTGACGGACCTTGTGATTT C G 0.64 0.65 0.67 0.68 0.68 0.95 0.97 0.75 0.79 0.73 0.73 0.000 0.088 0.006 0.081 0.0029

rs3636 16 74.72CCATAAGAACTGCCCCCCGACCCATACACACACAATTTATAGCAGGTAAAACCAACTGAAAGGAACAAAGTAATGACTTTCTTGAACAAA[C/G]TGATTACGAAAGTGAAAGGCTA C G 0.89 0.58 0.59 0.61 0.63 0.50 0.17 0.58 0.54 0.59 0.62 0.075 0.116 0.000 0.004 0.0001 1
rs5842 16 75.04CAGGACCTCGTGCCACCCCGAGGGCTGAGCCTGGTCCCACGAGGGTGCCGTGTCCCCTGACAGGGCCAGTGCAGTTTGGTGTGTCCTCCGCCTT[A/T]CCAGGAGAAGAACCT A T 0.83 0.42 0.42 0.39 0.38 0.32 0.08 0.44 0.36 0.49 0.40 0.095 0.088 0.001 0.006 0.0003

rs1549660 16 76.15AATATTCAGTGAATGTAGAGATAGATTGAGCATATGTATTCAAGAAACAGAAAGC[A/G]TAGTACATACAAGAGACACATCATGGCTATAAGATTAATGATAGCTCTAAGGTCCACT A G 0.67 0.59 0.57 0.49 0.57 0.23 0.74 0.52 0.54 0.48 0.49 0.014 0.022 0.001 0.052 0.0052 1 1
rs1506819 16 76.25CAAGAATTGGCCAAGGATCTGAGGGAATTGTGTCTGCAGGAGCACGGACC[A/C]TTGCTCTCTGATCTTCTTCTAAATATTCCCTACTCAATTTCTAGCCTCTCTGGCAACTTGAA A C 0.26 0.34 0.44 0.44 0.34 0.41 0.24 0.34 0.43 0.55 0.41 0.035 0.024 0.006 0.003 0.0004
rs1002077 16 76.28TGACAGTCGTTCCCCCTGGAAAGTTCTATGTAGATAAGGCTGCTCTCTATCACT[A/G]GGATCTGTGTTGTCTAGGTGGAAAGTGTTTTTTAGATAATTCTTCAGCCAGTTTATGTT A G 0.79 0.60 0.52 0.50 0.55 0.55 0.84 0.53 0.50 0.48 0.59 0.051 0.065 0.000 0.002 0.0019
rs1506842 16 76.29GGTTTGGGTATGTTGATATAAGCATTTGTTCAAGTTCACAAGCAATGGAAAGGATG[A/G]CAATGTCCAAGGAAAAGCTTTCGTGGCTAGAGAAAATGGGTTAATCAATTGTCTTA A G 0.13 0.41 0.49 0.50 0.45 0.50 0.16 0.47 0.63 0.53 0.42 0.103 0.070 0.001 0.000 0.0019
rs1502441 16 76.78CTGTTTAAATCTCAAAAGGTTAGAGTTTGAAAAATTTCTGCTTGTTTTACTATTAAAGACCCTACATCCTTTATT[A/G]TCACAAACCACAAACAAGTCAACAATTTTGAAGCTTAGTA A G 0.55 0.48 0.41 0.49 0.50 0.59 0.47 0.18 0.46 0.41 0.47 0.006 0.001 0.055 0.010 0.0019 1
rs1948719 16 77.18 AAAGCATGGCAAGGGAAATGTCACCACATACATTCTCACAGTAATGAACATGGTA[A/G]GCGGGGGTGTCACAAACCTTCTGGCTCTCCAAAGAAAATAAATGTCATGGAATTCT A G 0.57 0.53 0.53 0.57 0.57 0.91 1.00 0.68 0.64 0.56 0.56 0.000 0.189 0.022 0.087 0.0001
rs1922604 16 77.87 CTGAAAACGTGACACTTCAAAAAGATATTTCAGATACAGTGGGTGAGCTAAGTAA[A/C]TGTTTTGCAATGAAAGGTTTGGCTCTCTTTTGTCCGGCTTGAGAGTGGCTAATGTAT A C 0.17 0.35 0.40 0.31 0.41 0.32 0.45 0.50 0.18 0.41 0.42 0.022 0.005 0.005 0.001 0.0010 1
rs1074963 16 77.95AATAATGATTACTCTTATAATGGAATCTTCTACAAAGCAAGGGATTTCATGATAT[C/G]CCTATGCTTTTAAAAAATTATTGTGATACAGTGAAACAAGGAAGAACGTGTAGCTGGA C G 0.26 0.42 0.38 0.46 0.45 0.32 0.30 0.39 0.32 0.42 0.39 0.007 0.002 0.001 0.003 0.0007
rs1125671 16 78.47TGAGGTGGGGGGAAGGGGACTTTCTTGCTTCCTCATAGTTCTCCCCCATCCTGTAAAGGAGCCT[A/G]TGCTTCCCGACTCCCAGGGCCCATGCAGCATGTCAAGAACAATATT A G 0.24 0.54 0.52 0.48 0.52 0.27 0.62 0.44 0.61 0.58 0.55 0.077 0.001 0.016 0.060 0.0000 1
rs1079635 16 78.64CTGTAGGATCTTGGGATACTCTGAACCTCTGGGTCTCAGTTTCCTTAGGTTGGGGA[A/G]GATAATGACTCCTAGACCTGTTAGGGGAACTGAATGAGACATGACTTTCTAAAATC A G 0.90 0.70 0.73 0.70 0.59 0.59 0.73 0.73 0.57 0.58 0.74 0.032 0.002 0.001 0.005 0.0004
rs1079638 16 78.69 TGCCAACCTGCTCTTTTTGTGCTGAGGAACTCT[A/G]GATATTTCAACTAGTTTACATGACTTTCTTACCTATGCTACCTTATAATCCTTTTATAAA A G 0.74 0.71 0.73 0.75 0.71 0.59 0.49 0.64 0.71 0.61 0.63 0.000 0.034 0.008 0.014 0.0040
rs1125630 16 78.73CAGCCTATATGACAATTTCTTAAACTTTTTTTTGTTTTAAAAAACAAGATCTCACTTA[C/G]GATATCAGTATTTCTGATCTAGATGTATTCCTTGTCAGTATCATTTTCATTCCACAAT C G 0.19 0.72 0.71 0.77 0.63 0.41 0.79 0.78 0.89 0.67 0.69 0.123 0.008 0.007 0.036 0.0008
rs1424110 16 78.95GATCTCATGCTGGACTATCTAAGCAAGCATGTAGGAAGAGTTTGTTTCTTCCTGCT[A/G]TGGCCATAGAGGTTTGGTTGTCACTATGAAGAATGGGCCTGTGTTTTTTTTTAAAAA A G 0.86 0.72 0.73 0.66 0.73 0.55 0.77 0.65 0.75 0.76 0.78 0.011 0.000 0.005 0.018 0.0000
rs424074 16 79.01TTTTTTTTTGGCCATTACAGTTGGGATTAGACTAACCCTCCCTAAGCAGCTATT[A/G]AGCCTCACACTCCCTGGACAAAGACATGAAAAACTCTGGATGATTTGGAAGGGAGATC A G 0.57 0.64 0.74 0.56 0.71 0.27 0.34 0.33 0.71 0.63 0.64 0.014 0.077 0.093 0.106 0.0076 1 1
rs728929 16 79.45 CCTCATCTCTACTATTGCAGCAACCAAATAGCGAGTAGAGCTCCTGCCACCCAGTGTGCTCTTCCACTGCC[A/G]AGAAATCCTTCTGAAATGCTAATCTGGGTATATATTTCCCC A G 0.55 0.37 0.41 0.54 0.54 0.36 0.89 0.52 0.21 0.41 0.44 0.007 0.099 0.009 0.004 0.0003 1
rs1424234 16 79.46CAGGAATAAAGGTTTGAGCTCAACATGCAGTGGAATCTTGTAACAATTGCAGCTTTT[A/G]TGCAGCACTATTCAATAGAAAAATAACATGAGGCATACATAACAATTGTGTAGCAG A G 0.64 0.45 0.47 0.62 0.61 0.68 0.86 0.68 0.29 0.57 0.54 0.012 0.076 0.022 0.022 0.0013
rs1125733 16 80.23CATGCATATCAGAGGGAGTCCAAACTCAAGTCAGTGAGTTTTTTTAAAAGCTTGT[A/G]TTTGTATATTTGATGTGCAACCTAATTAGACCAGAGCATCTTTAATTAAGTGTGTCAGC A G 0.90 0.45 0.52 0.61 0.63 0.50 0.93 0.79 0.64 0.56 0.56 0.118 0.128 0.070 0.001 0.0031 1
rs2059280 16 81.11 GTAAACTTAAGTAGGGTAAG[A/G]CAATGGGGAGTGTGTGTGATGGAGGGGCAAGCTGTGATGTTAAATTAGGGTCAGGAAATCCTTACTGAACAGGAGATTCGAACAAACTTG A G 0.75 0.72 0.79 0.72 0.79 0.95 0.99 0.82 0.75 0.78 0.74 0.000 0.079 0.007 0.049 0.0006 1
rs1037973 16 81.18TATTGTTGTAACCACTGAGCAGTATTCTTATTGCAGTAATATGTTTAAATCCT[A/G]AGGGGAAATTGCTGTGCTAAACGTAATTTTATTAGAGTAGTTCAGTCGTGCTACCAGAAGA A G 0.38 0.39 0.31 0.34 0.32 0.23 0.28 0.25 0.42 0.35 0.35 0.000 0.013 0.010 0.017 0.0018
rs2012502 16 81.51CTGGACTTAGCTAAATGGGTCAAACTGGACCTTAGTCTGGAGGGTGGAG[A/C]ATGGTGTTTGAGAAGGAATCTGAGGACACATGGACACCAAGGTCTTGCCATGTCCAACCATG A C 0.64 0.45 0.39 0.38 0.34 0.09 0.11 0.20 0.32 0.33 0.40 0.041 0.043 0.016 0.047 0.0002
rs11443 16 81.81 CCTGTGGAATGCTGCCTGGATATTTTCAGAAAAGCTCTGAACTTGATGTC[A/G]TAATACCAACACCGTGAATATCGTGTGTGGCCTTAACCAAGGAACAGAAG A G 0.81 0.63 0.58 0.57 0.59 1.00 0.82 0.68 0.39 0.61 0.61 0.040 0.056 0.012 0.216 0.0008 1
rs967955 16 81.93GTCTGTTTCCACAGCCTCCAAG[A/C]ATTTACATTTCAAGAATGCTTTCCACAATATAAATAACAGTTTCCACTATTAGTCTTCAGACAGTAAGAAATAAAGTCAAAGCACTGGCTT A C 0.19 0.48 0.53 0.50 0.50 0.32 0.13 0.29 0.32 0.48 0.42 0.068 0.102 0.018 0.025 0.0056 1
rs2967305 16 82.10GAGTAGTCGTATTTACTGTCTGTGCATTTCCTTCAGCACTGTGTCTTAGAGACTTT[A/C]CGTGTTGGGACCAACAAACCTACCTTACTGGTTTACGTACTGCATAGAATTTCATTAT A C 0.19 0.78 0.78 0.82 0.82 0.64 0.35 0.61 0.88 0.76 0.81 0.167 0.078 0.004 0.008 0.0009
rs725514 16 82.63 AAATAGCCTTATGCCAATATTATAAAGACAATTTCCTCTTGGAAAGAACACTTACTC[A/C]TTTGCCTTAAACAGTCATTAATGTTCCAAATTCCCCCTCAGAATTTCATGTCAATGG A C 0.78 0.53 0.62 0.54 0.64 1.00 0.85 0.66 0.58 0.70 0.59 0.011 0.015 0.001 0.129 0.0019 1
rs7190151 16 82.89AAAAGGCAAAACCTCCTTGACCTTCACCCAGGCCACAAGATTGCTGTCGGGATCCTA[A/G]TAAAATAAATTTGATGAGGCACTTCAGCTTCCTTGAAAAGGGATGAGACAGATAT A G 0.81 0.97 0.96 0.93 0.98 0.95 0.99 0.86 0.96 0.95 0.98 0.030 0.009 0.013 0.002 0.0012
rs1424189 16 83.11ATAGATCCACAGCCTTCCAGAAGTCCCTCTCTCCTTCATTCCATCTTCTTCAGAGC[A/G]ATTTCCCAAACAAATATCTTATCTCATCATTCCTCTATTTAGAAAGTCCCCAATGGC A G 0.36 0.32 0.48 0.40 0.43 0.27 0.41 0.21 0.46 0.38 0.47 0.007 0.001 0.024 0.017 0.0010
rs723919 16 83.12TTTTAAAAGGCTTTATGAAAACATTAGTGCTGAGCCTGGGTGATTTATGGCACA[A/G]ATCCATGGAAAGAACCTTTCCTAAGCCCACATTTCAGCTAGGGCTTTGCCTGGGAGAA A G 0.31 0.42 0.59 0.50 0.52 0.50 0.42 0.35 0.54 0.50 0.55 0.027 0.004 0.010 0.001 0.0009
rs1387370 16 83.31 CTTCATCAAGAGATTTTCCAGTTATTGAACTTAAATAACATTGTTCTAAACCCCAA[A/G]TCCTCTAAATTCCTGTTGTCAGTGAAAGAGGTACCTTCTAATTTGGAAAGAATATCTA A G 0.64 0.44 0.46 0.39 0.45 0.18 0.41 0.50 0.46 0.47 0.49 0.017 0.005 0.000 0.050 0.0004 1
rs41103 16 83.62GACCCACCCCTACCCGCCCCGGGAGCCCCATGGCTCCTGTCCTGTTCTGTCATCT[A/C]CACCCTATGAAGGTGGCCAGCGTCTGGAGTTTAGCCCAGTAGGTTCATTGTGCCC A C 0.40 0.37 0.39 0.36 0.45 0.23 0.07 0.35 0.32 0.40 0.30 0.001 0.057 0.002 0.009 0.0048 1
rs999783 16 83.87TGGTCAGGTCATGGCTGTGTGTGCTTATCTGGCTGGGCTGGGCCACTGAGAATGCAT[A/G]TCTTATGAGAATAGGGGAATCTGGAACATGTTGGATTTACTTTGACCTAAACTC A G 0.14 0.22 0.23 0.29 0.18 0.45 0.48 0.24 0.46 0.29 0.26 0.006 0.025 0.003 0.023 0.0012 1
rs39552 16 84.03TCCAAGGTGTGTCCTGCTGGGAGAAGCCAGGATTTGACAGAATCTTGCAGGATTAA[A/G]CCCGTGAAGGAGGGAGGGCTGTCTTGCCTGAATGGCTCAATGGCTCCTCATCCC A G 0.83 0.53 0.50 0.61 0.46 0.64 0.71 0.56 0.65 0.57 0.56 0.087 0.046 0.014 0.028 0.0017
rs922450 16 84.21TCCTTGTTTTTAAAAAGCCAATAACAAGAAAACTGTACTTGCTGGTAGAGGAAAC[A/G]GGGAGAACAGAATTGATTTCTAGATTCTTTTGAATAGTGAAAGAAAATCTAGCTCATTT A G 0.24 0.52 0.52 0.55 0.50 0.36 0.86 0.65 0.46 0.58 0.55 0.052 0.055 0.005 0.020 0.0004
rs247892 16 84.26ACTCAGGAGGTCTGGCATGGAACCTGAGATTCTGCATTTCTAATAAAGTCTCGCGTG[A/G]TAACAACCGCTGCTACTCCAGGGACCCTGCTTTAAGAACTTCTGTTTTAAACAAA A G 0.75 0.63 0.67 0.65 0.64 0.91 0.84 0.78 0.64 0.71 0.66 0.004 0.013 0.004 0.040 0.0001
rs454087 16 84.31TTAAAATACAGATTTTTTTGTCCTGCCTTTGGTTATATTAGCTTGGGCACTA[A/T]GTTCTCAAACCCAGACTTTGTGACAATTATGGGTGTGTTTCAGTAGGTCATGGGCGTCACG A T 0.24 0.58 0.59 0.67 0.59 0.55 0.52 0.73 0.64 0.50 0.50 0.062 0.001 0.021 0.000 0.0057 1
rs2052904 16 84.42CTGCTGTGTGGCCCATTCTTGGGAACACCACACTCTCTTCCTGGGTGACTTTG[A/G]TCACTCATCCCCCCAACACATATAAACTGAGCACTCACGGTCTGCTGGGCACTCGTGC A G 0.55 0.57 0.56 0.48 0.54 0.94 0.44 0.54 0.50 0.56 0.51 0.000 0.002 0.001 0.125 0.0001 1
rs889613 16 84.48TCCTGCTCAGAGCCAGGTCTGAAGTCCCACTTGATAGCCTCAATAAAATGGCAGAAC[A/G]ATAAAAATACCAATTGCGTGCTAACCACAGTTGATAAAATAATCTCTGTGCATTT A G 0.57 0.66 0.65 0.66 0.64 0.55 0.96 0.54 0.64 0.70 0.74 0.014 0.042 0.019 0.023 0.0011
rs873857 16 84.48ATGAAAGGTTCCGAGAAGTCTCAACCCAGCATTTCCAAACTTCTTTGAGCCTAAAA[C/G]TCGTTTGTCTCATACCTAGTCCCAGACCCCCACAAAACATGTTTTGCAGAACTTCT C G 0.40 0.70 0.71 0.63 0.57 0.64 0.44 0.67 0.54 0.70 0.63 0.059 0.050 0.001 0.003 0.0023
rs1874014 16 84.64TCACTGCCTGCTCTATKAGCTGGGCACTTTTTACAAGGAGTTAGTTGAGGCTCAG[A/C]ATTATTAAGGTGTGTGCCCAACATGACACAGCCAGGGCGGGGTAGAGCTGCCGTCC A C 0.45 0.60 0.60 0.63 0.63 0.86 0.94 0.61 0.50 0.53 0.60 0.014 0.114 0.001 0.050 0.0003
rs751339 16 84.78AGCAACCTCTCTCAGCCTCAGTTTTTCCCCATCTATGAGATGGTGATGATTGC[A/G]AGAGTTAAGGGAAACGGTGCGTGTTAAATCAGCACAGGACAGGCAGGTTTTCCATAAAG A G 0.12 0.48 0.50 0.46 0.55 0.27 0.08 0.31 0.64 0.38 0.47 0.094 0.111 0.025 0.028 0.0004
rs1566463 16 84.91AGATGAAGAAGCTGAGGCTCAAAGAACCATCTGGCTAAGGGCATACAGTCAGCTG[C/G]CGGGAGGTGGAACTGGATCCAGGCCCTTCCAGGTCCTGCCCCGAGCTGCCCAAA C G 0.62 0.66 0.65 0.72 0.71 0.90 0.76 0.74 0.82 0.65 0.69 0.003 0.000 0.003 0.029 0.0009
rs998624 16 85.14CAGACTTCCAGAAACACTCAGACTTCCCAAGCCTGGGGTAAGAAGGGAGGAGGGA[A/G]ATAGAGAAAGACAGGGAAGATGTGTCCCTGGGCCCCAAGGGCTCATGCTTGGCC A G 0.31 0.28 0.29 0.28 0.16 0.18 0.00 0.28 0.32 0.27 0.27 0.000 0.101 0.006 0.005 0.0007 1
rs408126 16 85.56CAACCCAGTTCCTTTGGCTGGAGTTGTAGGAATTCTAATCCTGCTGCAGAAAGAAA[A/G]TGGCTTTCCTAAAGAAGGAAGAAAAGCACCATGTGTGTCGTGAGCCTGCTGGGAG A G 0.33 0.46 0.47 0.50 0.41 0.10 0.10 0.25 0.32 0.46 0.57 0.018 0.151 0.041 0.113 0.0018
rs7197068 16 85.82CTGTGGTAGGCAGAACGTCCTACCTCTCCTCCCTCCGGGATGTTTGTGCTCTTAT[C/G]TCTAGGACCTGTGGATATGTTACATTATATGGCAAAAAGAATTCATATAATTAGGGT C G 0.95 0.72 0.73 0.73 0.64 0.82 0.99 0.88 0.75 0.84 0.75 0.054 0.089 0.055 0.008 0.0001 1
rs889593 16 86.30GACGCACACCCAGGAGTCTTAGCCTCAACCCTGAATTCCTCTTTTGACAAATGGAAA[A/C]CTCATTCCACTCTTGCCGATGCATCTTCTAATCCAGAGCAGAACATAATCCCCATC A C 0.19 0.56 0.52 0.57 0.48 0.41 0.26 0.32 0.58 0.53 0.49 0.037 0.017 0.015 0.001 0.0000
rs299956 16 86.58AATCCTGAGAAGAGAGGGGTGACTTCAGCGAAGGGGCACATGCTGAGCCTCCTCTC[C/G]GGGGAGAATTAGACTTAAGAAGCCACTTGCTGATAAGGGTTAATCCATGGCTAA C G 0.48 0.21 0.32 0.25 0.20 0.18 0.44 0.36 0.36 0.21 0.27 0.007 0.004 0.000 0.018 0.0033 1
rs2076962 16 86.94 AAAGACTGACAGGCCGGCGCAGAGGGCCACCTACAAGGACCAGGGGCAGGCA[A/C]GTTAGAAGCTCCCATCTTCTGAGTCCTCACTACCTGCCAGCACTTTCTTTTTTCTTGA A C 0.14 0.35 0.30 0.32 0.29 0.32 0.50 0.31 0.43 0.30 0.30 0.016 0.016 0.001 0.001 0.0001
rs750740 16 88.55GCTACAAGACTTGGAGGTCCGGCCCCGGGAATCTCTGAGCTATGGCCCCCTC[A/G]CACGGACAGGGCATGAGCTGGGGCCTGCGACACCCAACGTTGACTGCTCAGACCCT A G 0.64 0.47 0.48 0.45 0.41 0.78 0.66 0.43 0.57 0.42 0.38 0.008 0.008 0.001 0.036 0.0076 1 1 1
rs463701 16 89.34GTGGCCAGGGGCCCCCGCGAGCAGCTGCCGTGTGTCTGTTTGTAGGGAATGG[A/G]GCTGGTAGCTTTAGTTGTCCTTGGTGTAGAACTTTGTCTGGCCCGGGTACAGGAAGA A G 0.60 0.62 0.55 0.56 0.55 0.41 0.74 0.46 0.54 0.47 0.44 0.003 0.026 0.002 0.005 0.0059 1
rs452176 16 89.40CCCTCTGCCGTCGCTATTGGGGATGGTCTTGGGTAGGGTCTCCCTGGTAGGT[A/G]TTCAGAGCCACCACTCTGGGGGGCCTCTGCTTGTTCCTGCCCCAGGCCCAGTGGGAC A G 0.21 0.52 0.59 0.62 0.57 0.30 0.75 0.28 0.61 0.58 0.63 0.076 0.020 0.058 0.036 0.0010
rs1006547 16 89.59 ATCATTCTTCAGTGAAAGAAAATGTTTCAGTACATAATGATTGTGCAGAGAGGAGA[A/G]CTGAAGGAAAATGAAAGAGCTCTGGGAAAGCCTCATGCTGCAGAACTTGAGAGTA A G 0.64 0.63 0.68 0.65 0.73 0.18 0.09 0.57 0.61 0.74 0.72 0.003 0.202 0.017 0.151 0.0020
rs1800330 16 89.60CACCCAGCATAACTCACGTCATGTTCCTGCTGGCTGCCCTTGCCTTGCTGTGACT[A/G]TGTCATGGTTCTTAACTAGACTGGGTGGCGCGTTTGATGGCCCAGGCATTCGAGAG A G 0.55 0.62 0.67 0.63 0.73 0.18 0.09 0.46 0.57 0.70 0.69 0.014 0.202 0.040 0.151 0.0006
rs870856 16 89.83TGCAAAGCCTCGTGAGCTGAAACCCTAGGTCCCAGGGATCCAACAGACCGAGTCT[C/G]CCATTCCAGGATGAGAGTCCCCTTGACGCATGTTCACTCTTCTGGGGACCGTGCG C G 0.26 0.26 0.30 0.35 0.29 0.14 0.14 0.43 0.32 0.44 0.43 0.000 0.012 0.026 0.013 0.0177 1 1
rs8577 16 89.85AAATATACTTATGCATAGAGAAAATCTGGAAAAATATATGCCAGCTATAAAGTGGTT[A/C]TTGCTCATGGGATAAATTGTGGGAGACTTTTTCCCTTTTTGCTTCTCTGTGTTGTGA A C 0.38 0.33 0.23 0.30 0.25 0.77 0.50 0.40 0.43 0.22 0.20 0.025 0.084 0.050 0.221 0.0014

rs869048 16 89.86GCTTGCTACCTCAGTCTTCCCATGTGTAGAAGGGTGAATTATGGTGCTGGCCCAC[A/G]GGGTGTATGGAGAATGAAAAGAGTGGAAATAATGTCCAGCGTACTGCCTGGCACA A G 0.63 0.40 0.28 0.38 0.32 0.50 0.81 0.42 0.35 0.22 0.23 0.076 0.185 0.025 0.042 0.0042
rs1609550 17 0.09CACCTGTGTCATTTTAAAACATCTTTTATACCGTATTTTTACTGTACCCTTTCTAT[A/G]ATTAGCTACACACATAATTCCACGGTGTCGCAGTTGCTACATGCTGCACAGGTTTGTA A G 0.26 0.52 0.51 0.55 0.57 0.68 0.60 0.56 0.39 0.48 0.49 0.030 0.008 0.007 0.025 0.0002 1
rs741677 17 0.45GTCAGTCCTCCACTGCTGGTTGTGGTTCTGAAGAAAAGGAACAGGAACAAGTCAGC[A/G]TGGAATTTCTAATTTGCTTCCTGAACTGGAAACTACATTATTTTAAGATACAGAAA A G 0.24 0.58 0.58 0.62 0.55 0.86 0.33 0.47 0.79 0.53 0.60 0.062 0.038 0.019 0.039 0.0000
rs7813 17 0.63AGGGTTTGGCGCCGTTCTTCAGGGCCGATGCCCTCAGCAATGGACTTTAAGAAGC[A/G]CTGCTCGTGTGCCCTCTGGAGCAAGGAGCTGACAGAAGGGTTGGTCTTGCTCAAA A G 0.90 0.59 0.58 0.65 0.52 0.73 0.73 0.65 0.64 0.68 0.55 0.069 0.014 0.002 0.015 0.0008

rs1045491 17 0.63GTGCGGGAGCGAAAAAGCTGGGCTTCAACATGGCAGGTCTGTAGGGGTCAGACCC[A/G]AGCAGCCTGGACTTTACAGTTATGTGAAACTGTCCACAAAAAGTCATGGCAATAA A G 0.07 0.29 0.26 0.24 0.30 0.09 0.06 0.22 0.14 0.24 0.30 0.034 0.062 0.005 0.033 0.0012
rs910924 17 0.64ACGCGCTCCTGCCGCGCCGCCCCCTCCAGACAGCAGCGTTCCGGATCCTAGAC[A/G]CTTTTTGACGGCTGGTCCTCCCCAGAAAATGCGCCGTGTGAGCCCAAACATGGTGG A G 0.07 0.29 0.28 0.28 0.32 0.09 0.04 0.24 0.14 0.24 0.31 0.046 0.090 0.010 0.044 0.0005
rs592294 17 0.69AGCTTGGCCGATGCCAACACAGCACTCGCTCCCTGCGTTCTGGTAAGTGATGGCC[A/G]TTGATTTCAAGGACGTACCAAGGGGCGAAAAGCAAGAGCAGGAAGTCACCTCGCT A G 0.48 0.45 0.46 0.51 0.43 0.23 0.10 0.45 0.39 0.49 0.41 0.002 0.062 0.019 0.013 0.0009
rs11062 17 1.89 CTGGAGGAAACTGCTCAATAAAACGGCTCCATATTTACTTCTCTGGTCAC[A/G]GTTCATACTCCACGATTTTAACAAAGGAGTCGAGGAAGCTAGATACTGTA A G 0.36 0.37 0.31 0.35 0.52 0.45 0.83 0.42 0.25 0.23 0.28 0.007 0.203 0.021 0.030 0.0000 1
rs216219 17 2.35GAGTTTTGAGTATTCCTTTATTCCTTGGATGGATCCGAGTTCTTCCTCTCTGC[A/G]TAAAACTAGTGATCCTAAGCCCAACGTAATGCCTACACGCCAGAGCAGATGGATGCCTG A G 0.50 0.34 0.33 0.30 0.36 0.27 0.23 0.33 0.29 0.38 0.40 0.023 0.008 0.006 0.002 0.0078
rs216223 17 2.36TGAGGAATCTGTATTTTTTATAAAAGCTGTTCAGGTGATAGACATACACTCAGG[A/G]TTGTGGAATTAGCAGTACTGATCTCACTCATTTAACTGTTGAAGAAACAGCCCTAGAAG A G 0.50 0.66 0.67 0.70 0.64 0.73 0.77 0.69 0.73 0.62 0.59 0.023 0.008 0.003 0.002 0.0084
rs1984749 17 2.46GCCAGCGAAAACTTCCACACAAGGAAAGTTTCTACTCGCAGGGGCCTACTGCAT[A/G]TCCAGCTTCTGGACAGACAGGTTTAGGAACAACCACAGCAAACACTCAACAAAGCA A G 0.74 0.63 0.66 0.57 0.73 0.64 0.81 0.56 0.71 0.57 0.51 0.003 0.011 0.015 0.002 0.0125 1 1
rs405923 17 3.45ATATATTTATAAAATGTATCAAAAGAAAGGCTAGATTAATATTCCAGGCATACAAG[A/C]AAAGGAAGAAGGCACAAAGAAATATCAACAGATTTGACTGCATAAACATTTTTTAAAA A C 0.21 0.45 0.50 0.48 0.55 0.50 0.04 0.33 0.32 0.44 0.48 0.051 0.175 0.010 0.001 0.0007 1
rs1068692 17 3.48 TGGCCCTGAGACAAATTATAAGCCAGGGAGTGAGATTACCTTGAGACTGGTGT[A/G]GGCTAATCAGCCTCTGCAACTGGTCCTGAACATTAGTGGGCCACATGATTCTTCCAC A G 0.10 0.39 0.43 0.44 0.39 0.00 0.03 0.18 0.32 0.39 0.39 0.092 0.158 0.028 0.202 0.0016
rs395357 17 3.64CGAGGCAACAACATCCTTCACGCCCTGGTGACCGTGGCCGAGGACTTCAAGAC[A/G]CAGAATGACTTTGTGAAGCGCATGTACGACATGATCCTACTGCGGAGTGGCAACTGG A G 0.40 0.50 0.52 0.55 0.43 0.27 0.01 0.46 0.50 0.53 0.51 0.004 0.216 0.002 0.040 0.0002
rs222775 17 3.79AAGAGGAGTTTATACAAGACAAAGAGGCGGAAGGACATTACGGAGGGAGGAA[C/G]AAGCCTGTCACATCTGGGAAATGCCGCAGGGCCTGTGCGGGAAGAGGGAGATGCGC C G 0.81 0.46 0.47 0.51 0.43 0.41 0.60 0.47 0.54 0.42 0.45 0.051 0.003 0.002 0.005 0.0001
rs1319344 17 6.37CAGAAGAGTCAAACTTTGAACCCCTACTGTATCCTATGATGAAAATGTTCTCTT[A/T]CATGGATGTGATTTAATTCTTTATTGGTTATATGAACCAGCTCAGAGACTAGAATCCTTAG A T 0.40 0.38 0.38 0.38 0.27 0.55 0.69 0.43 0.54 0.32 0.30 0.000 0.035 0.005 0.013 0.0019 1
rs1443417 17 6.69CCCCTCTTTGTCCCACCGGGTATGC[A/G]GCACAGCATCGGTGACTACTGTAGTCGTTTTGAGCAGTACCTTCGGATCATATCTCATGAGGCTGTAGGCTCCTTCAACCCGTGGC A G 0.29 0.46 0.46 0.41 0.45 0.14 0.09 0.33 0.46 0.43 0.53 0.022 0.113 0.019 0.090 0.0015
rs1848550 17 6.95TGGTGTCTTGTCTTTTGCCATTTGTCAAGCACAGCAGCTGAGGTTGCTGAAGC[A/G]GGTGACTTTCAAGAGCCGAACCCACTGCAAGAAGCTCTCCTGGAAAGGGGCATCAAGG A G 0.53 0.55 0.52 0.56 0.55 0.23 0.40 0.40 0.57 0.49 0.52 0.000 0.008 0.011 0.044 0.0001
rs222850 17 7.34CCGTCACGTGATCCCCTCCCAATCACGTGACCGTCTGACTCCGCCTAGTGCC[C/G]CCGCCACATGATCGCTGCCTTCAGCAACGGTCTCCCAGCCCCCAAACGTGTACCCCA C G 0.93 0.64 0.63 0.67 0.64 0.73 0.59 0.67 0.85 0.73 0.66 0.077 0.001 0.025 0.020 0.0000 1
rs4562 17 7.36TCCCAGGTCACACATACTCCTTGGAAGAGTTGGACTTAGGGTAAGAGCGGGGT[A/G]CACGGTACCCAGCCTTGCTCTCATTCCCAGGACAGGAACAGGAGAGCAGTGCACCT A G 0.10 0.38 0.37 0.35 0.36 0.23 0.40 0.32 0.14 0.29 0.35 0.066 0.001 0.029 0.031 0.0000
rs9217 17 7.56 GACATTTTTTTTTGGGAGAATTGAGATTGTAGACATTTTTTTTTTCTTAA[A/G]TATGATCAAGGAAAATAGCTTCCAGAATGTGGTGGTTCTGGGCAACAAAT A G 0.40 0.58 0.65 0.60 0.64 0.50 0.69 0.50 0.75 0.71 0.69 0.030 0.003 0.007 0.012 0.0003

rs858526 17 7.70ACTGTAGGAATCATGGTGGTAGAATCTCACAGTCCCAGGCACACGACCCTTTGC[A/G]TAACTTAAATAAGGAAAACTGTGTGATATTAATAGAAAGCTAGAACCACTCTGGAGTC A G 0.76 0.38 0.41 0.50 0.45 0.50 0.70 0.34 0.64 0.37 0.44 0.069 0.056 0.008 0.003 0.0001
rs1565816 17 7.97AATCTTTGGCTTCCAGGATAAAGATCAGTCAGGTTTCTAATTCTGTGTGCATTCTT[A/C]CAGCCAAACCGTGTACTCTACTGACCCATGATCAAGTGGCTGTTCTCCCAACAGCAG A C 0.62 0.76 0.81 0.83 0.79 0.23 0.48 0.66 0.64 0.78 0.81 0.028 0.061 0.011 0.192 0.0002 1
rs1391766 17 8.56ATCTAAAGCAGATATGGGAGGCCAAGACACAGGTCCTATGTTTGCCTGTTTCA[C/G]CTCATCATAGGGGTTATTTTCTAACCATCAGATTAAACCTGCATTTTTAAGGTTAAAATA C G 0.40 0.43 0.38 0.40 0.45 0.41 0.41 0.52 0.46 0.36 0.35 0.000 0.000 0.009 0.000 0.0003 1
rs422173 17 8.67CCCCCTAAAAGACATTACACACACACAAATAAAAGCAGATGTACGTTAATCTAAT[A/G]TCTTTACTCAAGTCATCAGGGGAAAAATTTCTAAAAAAGAAACTGCATCTTTTCCTCAG A G 0.48 0.43 0.38 0.40 0.45 0.45 0.43 0.52 0.50 0.36 0.36 0.004 0.000 0.007 0.001 0.0002
rs2043155 17 8.83 CTGCTTTGGGGACAAAAGCACAGGGCCTCTGCTTTCTGGGAGGCAGACTGACGA[C/G]GGGGAGAGACCAGGCTCAGGAAGAGCAGACCCAGGGGTGAATCCTGACCCTGTC C G 0.14 0.18 0.19 0.26 0.13 0.05 0.01 0.10 0.14 0.25 0.27 0.003 0.045 0.006 0.023 0.0060 1
rs1997095 17 9.18TTCACCTCTGTCAGCGGTCATGAGGGAGCCTGCTCTCT[C/G]TGGGGACAGATCTATTTTTGGTGTAACACGGATCGTGTGAACACTGATAACCTCAGACAGAGTGATTTTCTTCC C G 0.71 0.55 0.58 0.54 0.68 0.55 0.49 0.55 0.68 0.51 0.59 0.007 0.004 0.000 0.001 0.0003 1
rs726598 17 9.26 CCCAACCTGCCCATGTGGCCTGGACATGTGGAAATGTGTCAACAATCATGACAGATCTGAGAGCAGT[A/G]CCTGTCCCAGTGCGCAGGCAGCCAATGGCTGGGGCCTGCAGC A G 0.31 0.38 0.45 0.40 0.38 0.45 0.47 0.50 0.46 0.47 0.53 0.012 0.001 0.000 0.000 0.0056
rs1047365 17 10.02 GTGAGGGCAGAATTCAACAAGCACAACTCACTGGTCTTTCAGTCAACGTGCTAGAA[A/T]CCGATGACTTATTAATCTCTAATTTTTTGGCGCCTCTTTCATTGAATGAGAATTGCT A T 0.60 0.55 0.50 0.49 0.54 0.41 0.56 0.60 0.71 0.51 0.52 0.002 0.003 0.002 0.004 0.0000 1
rs758140 17 10.57TCTGTAATTGATCAGAGTTTTAACTATTATGTAAAGAGTCCTCACTATCTGTAAT[A/C]CTATAACTCATCTATGTATCTTGGTCTCATTCATATTTTCTTCTTTCATCTTTCAACTTCA A C 0.24 0.51 0.53 0.46 0.45 0.14 0.17 0.40 0.36 0.52 0.45 0.046 0.103 0.013 0.111 0.0011 1
rs1266160 17 10.66AAGATCTTACCAAAGCAAACGATTCTAACTTGGCATTCAGGAAAATCAATAAGTG[A/G]AATAAAGAAACTGAATTTCTGGAAATTATCTTCAATTGAATCGCGTGATGTTGGCTGA A G 0.33 0.42 0.39 0.49 0.54 0.91 0.83 0.52 0.50 0.41 0.44 0.000 0.138 0.009 0.183 0.0017
rs995362 17 10.68CTGTTCTGCCAGAAGCTTTGAATGTTCTTCCTGCTTTGCAGGCAGTTTCTCCCTAAAGAACTACTGAATATTATGTCATACTCCCA[A/G]CAGGGTAATATATGTGATGTGCACTGT A G 0.24 0.43 0.39 0.49 0.50 0.77 0.81 0.48 0.62 0.39 0.43 0.012 0.122 0.007 0.094 0.0014
rs1860300 17 11.34CAGAACTGCTTTATATATGTCAGGAAGGGAAAAGAAAACCCCACAAAACTTTCAAT[A/C]ATTTGATGATGTAATACAATCTTACTCTTAAGATAGTCAGTTGATAACCAGATCAGTT A C 0.38 0.57 0.57 0.52 0.45 0.23 0.90 0.44 0.43 0.61 0.61 0.014 0.077 0.008 0.048 0.0025 1
rs205060 17 11.49CGCCTGCCACCTACATGGGCCAATGGTAGCAGGCCCACAAACAAGCATTAAACAG[A/G]GATATGAGTGAGTCTCCTGAGGGCAAATGTGGTGGTGCTACCTTAGAGGTGGACT A G 0.24 0.48 0.41 0.34 0.29 0.68 0.51 0.43 0.64 0.36 0.37 0.019 0.004 0.000 0.037 0.0001
rs2193112 17 11.64GTTTTCCACAGTCTTGGAATTAGTACTGATAAACAAAGAAACAGCTCAGATAC[A/G]GTTAGTGAGGGTTAGGATGGCAGCTCTTCTGTTGGTCTGTCTGGTTCATCATTACGCAC A G 0.62 0.39 0.44 0.45 0.34 0.55 0.67 0.54 0.46 0.48 0.40 0.020 0.018 0.000 0.003 0.0012
rs1984661 17 12.85TGACAAGACAGCCTGGCTAATTCTTACTGATGGAAATGGATGACTTTTCTCTC[A/G]GTTGTCCTGCTGGTACCCGCGACTTGACTTTCCCAAACTGAATGAACTTGCCACTGTCC A G 0.52 0.48 0.56 0.60 0.57 0.86 0.77 0.65 0.75 0.47 0.52 0.001 0.033 0.003 0.058 0.0000 1
rs2215054 17 13.04 GGGAACTGAATGAGATTAGGAAATATTTTTTAAGTAG[A/G]AAAATAATGCAGGTATGGAATCGATTTTAGTAAACAACAGAATTGACACTGCAGAAAGGT A G 0.74 0.74 0.68 0.71 0.77 0.73 0.95 0.73 0.82 0.71 0.69 0.007 0.082 0.011 0.007 0.0000
rs1468191 17 13.34GAAGGGTTTACAGAACAACTTAAAAATTAGACTGGTCCCAAGTTATGGAATAAACA[A/G]AATTTTCTCTGTAAGGAAGTGGGATAATTATATTTCCAATTTAGGAAATTACTTTGGC A G 0.50 0.34 0.41 0.37 0.41 0.77 0.89 0.43 0.39 0.43 0.30 0.006 0.165 0.001 0.078 0.0058 1
rs1558120 17 14.01 GAAAAATTGATATTTTGTTTCTCCCCTGGCCTCTCCATGTTCTCATTAGAAAAA[A/G]GAAAAAAAAAAAAGAAATGAACTCTCTCTTTTCTTAGTTTTGGACTTCCTTGACCAAAGG A G 0.74 0.62 0.55 0.55 0.70 0.91 0.92 0.69 0.64 0.52 0.58 0.011 0.066 0.006 0.064 0.0003 1
rs983424 17 14.35 ATGAACTTGATGAAGAATTGTAGTATCAAGTTGGGAATTAGGG[A/G]CAGTTAGAAAATGTCCAGACTCAAATCTGCTATTGAGGGAAGCGCCGTTTGATTCTGGTC A G 0.50 0.46 0.53 0.52 0.55 0.50 0.14 0.65 0.61 0.49 0.48 0.001 0.107 0.001 0.001 0.0024
rs917310 17 14.45TAACCTCAGTTTTTTAAACCAGAATGCTTCTACCATAAAAGAATTGTGATTTCAGTT[A/G]TACTTCCATCAAGGAATATGTGGGAAGATATACATATTGTCAAAATGGTTGGGATGG A G 0.86 0.43 0.39 0.41 0.41 0.45 0.65 0.43 0.32 0.45 0.45 0.128 0.035 0.001 0.003 0.0021
rs612066 17 14.61TTTTCAAGACCCCTTAAGAAAGAAGGGTCCATTGTAAACCTTTGAAACAGAAC[C/G]CAGACATGCTGAGAGCCTTGGTGATTGTTTCAAGTAATATGAAACTGCTTTTCATCACGC C G 0.62 0.54 0.48 0.59 0.43 0.27 0.66 0.39 0.68 0.48 0.54 0.008 0.008 0.014 0.031 0.0007 1
rs2058237 17 14.68GTTGAAAACATCCATGCACCAAGAAATGCATGGAAGAAGTAC[A/G]TGTTGTTCTTATTCCTTTTTCTGTTGGATTTATTCTTCCTTCTATCTTTCATTTTATTTGGTGTTATAAGTTG A G 0.31 0.43 0.48 0.40 0.50 0.68 0.78 0.57 0.46 0.58 0.48 0.019 0.050 0.003 0.020 0.0004
rs917541 17 15.12GAGAAAGCGCTCAAAGAGACATAGGTGTTCATGGTTGGAAGCTGTCAGATTGAT[A/G]TGTGCAGAAATGGTGACAGCTAAGATGATACAAGGGGGAAGAGTACCAACAGCGTT A G 0.52 0.51 0.49 0.40 0.55 0.50 0.30 0.54 0.58 0.52 0.54 0.003 0.009 0.014 0.001 0.0016 1
rs231018 17 15.37GCCCTGTAAGGTCTTATAGACCATAAAGGCTCTCCTCGTTGTATTACTCCAAG[A/C]CCCATTGGAGGGAAACAGGACACACAGGGGACCCTGTGCCCCTAAACAGAAGCCCCAG A C 0.36 0.51 0.52 0.48 0.46 0.32 0.35 0.53 0.64 0.44 0.45 0.021 0.018 0.004 0.034 0.0013
rs1045599 17 16.08 TGTTGCAATGTTCTGTGGTTGGCAGATGCTTTTTGTTTTGTTAAAAAGTGCAACA[A/G]ATAAAATTTATCAATACTTTTCTGCTACTCAGGAAACTTGGACTCAGCATAACTTACTT A G 0.69 0.59 0.59 0.62 0.52 0.45 0.39 0.54 0.57 0.60 0.51 0.004 0.028 0.000 0.015 0.0045 1 1
rs178815 17 16.29GTTTTTTCTAATTTCAGAGAAATGCTGTTCTATTATTTTTCAGAATCCTGTCTCTT[A/G]CCTGTGGATATGGGATGTTGGAACTTCTTGCTGTAGCTCCCATTTTTAACTTTTTTCCT A G 0.40 0.58 0.58 0.63 0.52 0.41 0.36 0.46 0.61 0.59 0.52 0.017 0.032 0.001 0.021 0.0020
rs1869771 17 17.76CTGGCCTCTGCTCTTTCCTTGGGGCA[A/C]CCTCTTCCTTTCAACCCTCTACCCAGTCTGAGCCTGCTCACCCCTCCTGGTATCCTTCCCATGTCTCATGCTCTGCCTCTTCTCAT A C 0.43 0.50 0.44 0.48 0.43 0.00 0.04 0.11 0.32 0.45 0.44 0.000 0.108 0.063 0.176 0.0008 1
rs1037037 17 18.97 AGAACGTCAGAGACCACATGCAGGGTGTTGCAGGCCATTTTAAACCATGAGAG[A/G]TAAGGAAAGACTTCAGGAAATATCCTGGAAAAAATATACAAAGGCAGGAGAGCTATC A G 0.40 0.46 0.44 0.52 0.45 0.68 0.50 0.71 0.54 0.36 0.44 0.000 0.001 0.037 0.028 0.0017 1
rs1860302 17 20.08AGCCTGATCCTTGTTATGAACACAGATAAAAATGGGGTAAACTATATGCCAA[A/T]CTCAGATACCAAAACCCTAAATAAGATGCTAGCTTATTGATGTGAACAATCCAAAAGTGCA A T 0.48 0.51 0.44 0.46 0.45 0.82 0.53 0.70 0.61 0.52 0.42 0.007 0.012 0.108 0.118 0.0001 1
rs1478999 17 21.85CCAGGAAATAAACCTAATTAATGAACTTTAATTATACATCACATATTCAATAGGAGA[A/G]TGGAAGAAAATTTGATTGACAAAACCCATTGATTGTGGGAGGGGTGGATATTTGAA A G 0.24 0.38 0.42 0.52 0.50 0.05 0.14 0.21 0.35 0.40 0.41 0.006 0.026 0.013 0.076 0.0000 1
rs1564296 17 21.88AACAGCGATTCCGTCGCGTTTACTTGGGAGGAAGGCGGAAAAGAGGTAGTTTGT[A/G]TGGCTTCTGGAAACCCTAAATTTGGAATCCCAGTATGAGAATGGTGTCCCTTCTTGT A G 0.02 0.32 0.40 0.49 0.50 0.00 0.13 0.15 0.54 0.36 0.37 0.081 0.021 0.014 0.112 0.0000
rs1877497 17 22.09CTCACCTTGAGTGA[A/G]TGAGGACCATGCTGCTTGGAAGCGTAATAACTTAAACACCTTGCCTATGTCTAGTGATTAAAAACTAAGCTCTACTCAGCTCATGTAATGCCCCTGAC A G 0.38 0.32 0.24 0.23 0.30 0.60 0.66 0.27 0.25 0.24 0.25 0.010 0.063 0.000 0.055 0.0000
rs1521563 17 25.52 AGATTATAGGGGTAAGTCACCGAACCTGGCCAGAATTTTTTTTCTTTACACAGGTG[A/C]ATAATATTCCATGTTTGTGTGTACAATTTTGCTTCTCCATTTACCTGTTGATAGGCA A C 0.71 0.74 0.77 0.73 0.70 0.45 0.38 0.80 0.71 0.78 0.82 0.001 0.052 0.001 0.038 0.0020 1
rs1402726 17 25.54CTTATCTCCACCATCACTGACTTCTTTTTATGTTTAGAGGATCCAGATGCTCAGTGTCATCTTC[A/G]AAGATGCCAGGTCACATTGGCAAAGGCCGCAAGAACTGATATGAAAAAC A G 0.50 0.30 0.28 0.29 0.29 0.55 0.63 0.31 0.32 0.30 0.22 0.023 0.042 0.000 0.031 0.0030
rs1060618 17 25.79 CACTCCAACCTGGACAACAGAGCGAGACTCCATCTCAAAAAAAAAAAAAA[A/G]TTGTGTTGCCTCATACGAAATGTATTTGGTTTTGTTGGAGAGTGTCAGAC A G 0.55 0.62 0.58 0.55 0.57 0.50 0.67 0.56 0.64 0.62 0.67 0.001 0.030 0.003 0.001 0.0064 1 1
rs727999 17 27.69 AAGGGTACTCTGGAAACGGACGTATGCCCCCTGGTGGTCAGAAATTAGAGGCTAGGCGCT[A/G]CAGCCAGCAGGGTCCCGTCAACCGCACAAATT A G 0.50 0.40 0.40 0.32 0.39 0.05 0.58 0.31 0.46 0.38 0.40 0.000 0.000 0.013 0.159 0.0008 1
rs1060636 17 28.02 TGTGAAATGCAAAGAAGGACAGCAGCACATTTGGAATGGGAACCAAAAGA[C/G]AGCTGTCTGGCAATACACCAGGACAGCCAACATCTTGGTAAGTTATATAT C G 0.10 0.16 0.16 0.24 0.04 0.56 0.16 0.18 0.38 0.19 0.24 0.000 0.005 0.002 0.127 0.0063 1 1
rs1057993 17 28.92 GGAGGATTATTACTAGAACGTTCTAGAGAGCCTGTTAAGCAACTTTGAAT[A/G]GATTGCTGCGAAGTTTAGGGCTGGTTATACCTTTGACTCTCCTTTAGTGG A G 0.67 0.46 0.42 0.45 0.50 0.82 0.64 0.64 0.46 0.45 0.50 0.024 0.018 0.042 0.090 0.0022 1
rs739632 17 30.02 CAGAGGAACTGCCAGCCTACC[A/G]CAGAATCAGGAAGGTAATAAATCATTGTATGCCTTAGGATTTGAGGGTGGTTTGTTACATAGAAGCAATAGTTCATTGATACAGGAGGCC A G 0.48 0.34 0.44 0.39 0.41 0.32 0.51 0.51 0.29 0.35 0.35 0.003 0.005 0.006 0.002 0.0058 1 1
rs757288 17 30.27AGCAACAACCACAATACAAGGCCAAAGAGGGGAAGGGAGTGGATGCCAGGGAAGCA[A/G]AAACAAGGCATCCCCTAAAGGGCACATAACTCTGGTTATTAATCAGGGGCTGC A G 0.79 0.82 0.80 0.78 0.73 0.64 0.66 0.76 0.75 0.77 0.72 0.001 0.014 0.001 0.023 0.0047
rs894723 17 30.73ACATGCCGGTATCTGTTCTCTGAATGAAAATCAGCGAAGCAGACTGAAACTG[A/G]GGGGCTGGCTCAAAGGGTCTGAAGGTGACCCATAACTCTTCAGCCTCGCCCACCATCA A G 0.07 0.52 0.44 0.54 0.46 0.41 0.54 0.35 0.50 0.42 0.44 0.114 0.001 0.010 0.002 0.0001 1
rs1990823 17 31.23 CTGGTACATTCACTTTTAAAAGCTTTCGATGCTGTAGTTTGCAAATCATTTTA[A/T]CTATTGAGAACTTGATACTCAAGCACAAAGCTGTTTTATCTGGAGTGGGTATGAAAGGCC A T 0.76 0.57 0.55 0.59 0.54 0.32 0.56 0.43 0.36 0.52 0.57 0.015 0.001 0.014 0.041 0.0002 1
rs2052412 17 31.26 GATGTGCGTTCTACAGATATACATACACATATGCACAAAGAAATAGCTACCATT[A/G]TATTTATACTTGCATTGTTCATAGTAACAAAACTAAATGTCCAATAGGGACTGATTAAAT A G 0.38 0.44 0.45 0.41 0.46 0.68 0.42 0.57 0.64 0.48 0.44 0.000 0.000 0.012 0.037 0.0001
rs28955 17 31.47 GTGCCATGTCAGAGCCAGAGCACCTCCGTTTTCCCTCACCTCACCTGTCC[A/G]CTTGGGCTGGGTTTCCAGTGGACTCCAGAAAGCCCAGCACCAGAGGCTTA A G 0.05 0.27 0.20 0.17 0.18 0.23 0.09 0.25 0.39 0.19 0.22 0.031 0.009 0.005 0.000 0.0012
rs870589 17 31.76 CTCTGTTGGTTTCTGTTCCAACCCCCTGGTTCTTCTTCCAAAGCCCCAGTGCTCAGATAGCTC[A/T]GCCTCACTGTTTTGCATCCCACCCAATTACTGGGAAGGCTCCCTTCTTC A T 0.38 0.46 0.45 0.46 0.39 0.91 0.54 0.31 0.42 0.52 0.53 0.002 0.008 0.021 0.143 0.0013 1
rs758408 17 33.08CTGCCCGTAAAACAGTACAAGGGCCCTCCTCTCCCCACTCACTCGCTCTCTCTCT[C/G]CTCCTTTCCTGGCCTCCTTCCTTTCCTCCTCCGCCTTCCACACAGCAGGCAGCAGC C G 0.79 0.63 0.60 0.61 0.55 0.86 0.86 0.73 0.79 0.66 0.70 0.032 0.057 0.004 0.046 0.0057 1 1
rs758299 17 33.28ATTAGTACCTGATCAGGCCATACCTAGCCCCCTATTTTTTCAAATGTCTGAGCATC[A/T]CCCTTAAATGGGATATGAACAAGCTGCAGCATTTTGGAGAAGGATGACCTAAGGAT A T 0.43 0.54 0.54 0.54 0.55 0.82 0.97 0.75 0.57 0.56 0.57 0.004 0.149 0.036 0.054 0.0010
rs225284 17 34.08CTAGGAATGTTCATGTTTTAAGCATTCTGTATACCAGTGTGTGTCATCCAGGG[A/C]AATTCAAACCATGTGCTGAGCTTTCTGTTAGTGGGGCTTGGTGCATCCTTGCCAGATGG A C 0.57 0.45 0.52 0.54 0.48 0.50 0.29 0.57 0.54 0.55 0.48 0.000 0.043 0.001 0.002 0.0011 1
rs226426 17 34.20 TGTTTTATACTTTTGTACATATGAGAAATCAAGGGATTAGTGCAACCAGTAGAA[A/G]GCATTGAAATGACTGTCATTAACCACACAGTCCTGGAGGCAGAGATGCAGTTACCTAC A G 0.50 0.74 0.65 0.56 0.70 0.55 0.76 0.73 0.54 0.69 0.67 0.007 0.018 0.024 0.002 0.0008
rs1005552 17 35.15GGCTAGCTTGCGGTAGGGGAGTAGGTGAGAAGGCAAGAGTGGCTTCAGAATTAC[A/G]GAATCCAGTTGTTTAATCCCTGGCCTGATCCTCTGGGCTCCAAGGCTGGGGCTGG A G 0.81 0.55 0.54 0.61 0.45 0.82 0.86 0.70 0.54 0.51 0.55 0.061 0.099 0.037 0.076 0.0001 1
rs1859212 17 36.23GACTGATATCTCTGAGAACCTGTGGGAAGAAGGACAACCAGTTGATCTCTTG[A/G]GGACTGAGAGTCAGCCCACATGATATGAGAGGCTGTTGCATCCCAATGCCATTGTCTC A G 0.10 0.50 0.41 0.49 0.43 0.27 0.51 0.26 0.43 0.48 0.47 0.077 0.004 0.011 0.015 0.0011 1
rs1008723 17 38.44TGCGATGGGGTGCTGTGTTCCTTGGTTTTCCAGTCTCAGAAGCGATTAATCTT[A/C]AATAGGAGCTGGCTCACAGAGAGGGAAAAGAGTCAGTGGGAGGTAAGGCCCTGAGAT A C 0.24 0.51 0.54 0.59 0.45 0.55 0.40 0.36 0.68 0.47 0.49 0.062 0.011 0.029 0.000 0.0013 1
rs1526601 17 39.21TCTATTCTCACCCTGACAACAGTTTTCTTTTTCATATAGGCTGGACTAAATTTCGC[A/G]AAGTTCATTAATTTTCAAATGTAATTGTTTGCAATTTAAGCCAAAAGACATCTTAAAAT A G 0.55 0.59 0.56 0.46 0.52 0.50 0.10 0.42 0.64 0.55 0.52 0.001 0.107 0.011 0.000 0.0012 1
rs1468259 17 39.43ATTGACACCTAGTAAGTCCCCAGCAAGGTGTAAAGCCCCGGATTTATAAGGCTA[C/G]GAAACATATTACAGGAATAAAACCCTAAACCACAAAAAGGTGTACTGTCTACAACGGT C G 0.12 0.48 0.54 0.56 0.55 0.00 0.03 0.21 0.39 0.44 0.55 0.094 0.155 0.045 0.216 0.0004
rs1008753 17 40.10AACAGAAAGATTCATGTTTGGGTCCTGACTCTGTCCAGGTCCATCCTCATATATGTGT[A/G]TGGGGGCCGCTCATTTTAACTCTCTTGTTTTCTTTCTTTCTTAGTGAATCCTCCGG A G 0.48 0.44 0.39 0.45 0.46 0.05 0.01 0.30 0.43 0.42 0.44 0.008 0.129 0.000 0.071 0.0004 1
rs13851 17 41.85 TCAGACAGAACGATGAACACAGGTGAGCAGGGAAAGCTAATTTTGAAGTAGG[A/G]TGCATGGAGAGGGAGAAGTGGTGACAGAACTTGGTAACTAGCTGGCTGGGGGAACGA A G 0.86 0.70 0.65 0.65 0.66 0.55 0.74 0.57 0.64 0.67 0.72 0.037 0.007 0.000 0.001 0.0056 1
rs739769 17 42.21ATGGTGGAATTGAATATTTCAATTATGCTGTCTCAGAAATTCCTGAGTCTAG[A/G]GAACTTCTGGCAATCATTTTGTTCCAGTTGTCATCAGGAGCATGGAGCTCAGAGACCTGC A G 0.29 0.30 0.32 0.34 0.23 0.09 0.05 0.34 0.21 0.27 0.21 0.001 0.073 0.001 0.056 0.0121 1 1
rs744281 17 43.49TCTTACGGGCTGGGGTGCCATTTACTCATTGGACACAGCACTCTAGGTGACA[A/G]TCAGTTGCTGGGCAGGCACTGGGTGCAAACCCTTAACCCTAGGGATTGGAGCAGAAGC A G 0.52 0.35 0.44 0.38 0.30 0.32 0.41 0.49 0.46 0.46 0.31 0.000 0.007 0.000 0.025 0.0122 1 1 1
rs736604 17 45.50CCTGACAGCTTCTCCAGCTCTCATCAGTATCTCAGCAGCATGAACGTAAGTTGTA[A/G]GGAGCTCTGAAGGTGTGTGGCAGTGACAGCCTCTGCCCTGCCTCCGCCTGGTTGG A G 0.43 0.46 0.49 0.44 0.41 0.55 0.52 0.53 0.50 0.50 0.53 0.003 0.002 0.001 0.001 0.0015 1
rs2013383 17 46.27TGTGGCGATGCGCCCGAGGGTGGCTTGTTCCCTGTGAAGTTGTCTTCCCCCA[A/C]CCCTGCATGTCTGGCTTTGGGAGAGTGAGTGGGTCCCCCACGTGTGTCTTTCCAGCCT A C 0.26 0.46 0.45 0.34 0.34 0.45 0.74 0.40 0.54 0.41 0.44 0.012 0.052 0.000 0.000 0.0001 1
rs2051821 17 46.62ATGCCAACTCCTTGGTCTATTCTCCACCTCTCCCCAGGTGAACTAGATTTTTTGTTTCCTTAGTTGAAGAGCATCT[A/G]GAATTAAGTAAAAAATACTGTGCAACCTATCTCCATTC A G 0.67 0.80 0.83 0.83 0.79 0.73 0.93 0.81 0.79 0.76 0.80 0.026 0.002 0.000 0.025 0.0036
rs733920 17 47.11GACCCCCTCCCTGCCCATACACCTACCAGCCTTCCCAGTTGCCTCCCCCTCAGTTGGAGAC[A/C]AGCATTCCCCCAGATGGCCAGCAGGGTCCACAGGGCCAGACTGTGTCCC A C 0.38 0.20 0.14 0.18 0.09 0.18 0.17 0.27 0.18 0.17 0.16 0.066 0.011 0.044 0.013 0.0010 1



rs962272 17 47.45 CTCTTTAGTGTAAGGTTTATGAC[A/G]TGGTGGGAATTCTTTTTCATTTATCCCTGGCATTTAACCAAGACAAAAGGCTGGGCCCTGGAGGTCTACCCCAGAGGGCCATAGGACC A G 0.90 0.48 0.48 0.38 0.41 0.36 0.53 0.57 0.46 0.49 0.41 0.097 0.000 0.006 0.013 0.0026
rs1063647 17 48.66 TCAGTCCCCAGGTCTGGAGGGCACCCACCCTCTTCCTAACACTTCAGCAG[A/G]CCAAGGCCAGGGTGCCTTTGTGGGCTGGGGGAATAAGGCAACGGGACATC A G 0.69 0.52 0.52 0.62 0.59 0.55 0.36 0.48 0.64 0.67 0.48 0.040 0.001 0.001 0.011 0.0000 1
rs1124281 17 50.32 AACCTAGGAAACCATTGTTCCAAGTACAAGTTCAATCAGTGCTTGCTAAGTCA[A/T]CAGGAAAGAGTCAGGGCTGGCTAACATTCACTTTCTCAGATTTAGGAAGAAGTGGCAAG A T 0.83 0.78 0.76 0.74 0.66 0.86 0.72 0.78 0.86 0.66 0.66 0.008 0.000 0.005 0.013 0.0065 1 1 1
rs1526189 17 50.33CTGCAATGATTCACACAGGGTTACGCTGGAAAATTGGGGGAAAATATGCAGGTGTG[A/C]AAATGAGCCTAATCTGAAGGTGCTGCAGCAGGTCTTGAAAAATGCATCCCCTCCA A C 0.24 0.65 0.66 0.68 0.63 0.73 0.93 0.57 0.68 0.66 0.62 0.107 0.051 0.010 0.000 0.0020
rs792786 17 51.56AAGAAAGGTATTAGGAGTTAATCCATGCTTTTGCGTAATACTTAGGTTGTTGATG[A/G]TAATAGTTTTCTTATTAACTTCCTTCTTTTTATTCCTTCATGAGTATTTGGGCTACAACT A G 0.67 0.47 0.49 0.45 0.57 0.73 0.08 0.52 0.46 0.53 0.52 0.010 0.150 0.002 0.015 0.0003 1
rs1508966 17 52.18TGGCAATATGTGTCAGAAGTTTTTAAACTTCTAAGCATTGGACACGATTATACCA[A/C]AAGATGAACTGCATGATTAATTTACATAAAAGATACATGTTACAGGATTATTTGTAATA A C 0.38 0.66 0.68 0.67 0.79 0.73 0.44 0.54 0.68 0.82 0.81 0.071 0.057 0.025 0.002 0.0029 1
rs2045418 17 52.58AGATCTTTCAGTCTTTTACTTTTCTTTCATTGATTCCCATTAGTAACATATCTGA[A/G]GCATGCTTGTCTTACAGGATTAGACGTTGAATCTGAGTGTAGTGCTTTTCTAAATTCAAT A G 0.40 0.53 0.56 0.49 0.50 0.14 0.30 0.46 0.46 0.55 0.47 0.006 0.023 0.000 0.090 0.0021
rs1025905 17 53.18AGAAATTGTGATAAAAATAATCTGGTATTTCATGAGAGCCTTTATTTTCAGAGAATT[A/G]TAGTCCCTTAGGAACTCTGAACTTCATTGCTTCTCTCTCAGCCAGAGAATTTCAGAC A G 0.43 0.69 0.68 0.65 0.75 0.64 0.54 0.88 0.85 0.66 0.69 0.032 0.004 0.039 0.000 0.0003 1
rs244340 17 53.67TTAACACCTAAAGGATACTAGAGTAGAAAGATGAAAAAACCTGAGACCTTCATGCT[A/G]TGTCTAGCAACCTTTAGGCTCCTTAAAAATAAATACCTATTTGTTTTCCCAGCTACTT A G 0.90 0.61 0.61 0.65 0.52 0.59 0.33 0.54 0.69 0.62 0.63 0.060 0.039 0.007 0.000 0.0010
rs2033108 17 54.30ACATGATGCAATAAGTTTATAATATCACCTAAACATTTTTGCCAAAATATCTAACTT[A/G]TAACTAGTCATAAGACCCCAATCAGACAAATCCAGTAAGTGGAAAATTCCTCAGAAT A G 0.40 0.80 0.79 0.83 0.80 0.91 0.70 0.89 0.71 0.75 0.82 0.131 0.023 0.002 0.002 0.0003 1
rs759109 17 54.88AGTTCATGTTTCAGTGGAGCTTGGTTGTGGGACTTTCTCAGCATATTTGTACT[A/G]TGACAAAAGGTCTGAGCCAGTCTGGATGAGAAGCAGTTGTAAGACATAGCATATTCAAA A G 0.50 0.46 0.48 0.44 0.45 0.45 0.61 0.60 0.43 0.40 0.40 0.000 0.011 0.014 0.000 0.0040 1 1
rs929648 17 56.06TGAATAAAGACAGGGCCTTCCATGGTGACTTCTTTGAAGGGGATGATGACCATATG[A/C]CGTCCACTCCGGTGTATTTGTCTATCAAACAACAAGACAGAGGGTGTATTTTTTTC A C 0.10 0.11 0.11 0.10 0.09 0.32 0.07 0.34 0.07 0.09 0.10 0.009 0.014 0.014 0.011 0.0011 1
rs1024819 17 56.08GGATGGCTGCATAACTAAACAGGAGTTCCTAGGCCAGAAGGAAATGGTTTTTCA[A/G]CTATCCAGTACTGGAACTCTTTGTGCTACTGGGACTCTCCGTGAATAAAGATCTTCAA A G 0.21 0.52 0.48 0.48 0.41 0.59 0.74 0.48 0.36 0.49 0.45 0.040 0.037 0.004 0.005 0.0000
rs1974692 17 56.13TCAATGGCTTTAAAGGATGGCCTTCCCACAGTGTCTGTCTTACAAATGATTCCTAAA[A/G]ACTAAATCAGTTCTGACCAGAGGCAGTTAGTCCCAGACCAAGTTTTAAGTAAGAAA A G 0.67 0.83 0.81 0.73 0.82 0.77 0.91 0.76 0.86 0.79 0.78 0.010 0.011 0.000 0.001 0.0002
rs1881441 17 58.17AGTGTTTTTATTGCCAAGGTATATTCCATTACTTCAGATGAGTTATTTGAAAATTATA[A/G]ATGACTGAGGAAAGTGCATTATTTAACTCATTTTATGGGTAAAAATTTATTATTCTTT A G 0.57 0.88 0.84 0.85 0.79 1.00 0.95 0.96 0.79 0.80 0.84 0.045 0.010 0.014 0.055 0.0000 1
rs13137 17 58.39CTGACTTAGAAATTTATGCTGACTCGATCTAAAAAAAATTATGTTGGTTAATGTTAA[A/T]CTATCTAAAATAGAGCATTTTGGGAATGCTTTTCAAAGAAGGTCAAGTAACAGTCATA A T 0.07 0.21 0.22 0.20 0.14 0.50 0.09 0.39 0.14 0.16 0.22 0.031 0.030 0.008 0.027 0.0001

rs1860414 17 60.12TGTTTCTGTGTTAGTTTGCTGAGAATGATGGCTTCCAGCTTCACGTATGTCCCTGC[A/G]AAGGACATGCTGCACATATGCACCATGGAATACCATGCAAACTGTTTTTAACAGTTT A G 0.17 0.60 0.63 0.59 0.63 0.09 0.68 0.48 0.61 0.65 0.55 0.122 0.000 0.014 0.183 0.0024 1
rs725900 17 60.15AGTAGCATTTCTCTTCATTCTCA[A/G]TGCCAGCTATGTCTACCTGGAAGAAGAGATATACACTTAAAGCTGGTGGCAAAGGCTACTGAATTGGTTTATAGGAGAATTCCACTTTGA A G 0.26 0.40 0.43 0.49 0.50 0.23 0.05 0.40 0.61 0.40 0.41 0.012 0.108 0.007 0.028 0.0003
rs1557720 17 60.26TAACCTCCATCTTTAATACGTCCTCAGCTGTGCCTGGTGTTGAAGAATACAGAG[A/T]CTCTGTTGTTCAACCTTTCCAGAAGTAAACCTGGGTGAGGGAGGAGGCTAATTGTTTC A T 0.67 0.58 0.59 0.57 0.46 0.77 0.92 0.36 0.43 0.60 0.61 0.000 0.055 0.026 0.013 0.0000

rs4353 17 62.04 AATCGCCCACTCTCACCCCTGACAGAAACAGTTGTTTCCTTCAGGGAGCCTCC[A/G]TCTTGGGAGATAAAGCATGTGTACATGGGAACCCACTGGCCACACATTCTCTAGAAAG A G 0.60 0.54 0.53 0.52 0.57 0.45 0.17 0.39 0.61 0.58 0.62 0.002 0.085 0.014 0.005 0.0058 1 1
rs1043127 17 62.26TAGTTAGGAGGATTCATGGGCACAGACTTGCTTCTGTGGGTCTTCTCTGTTTTTTT[A/C]TGCCAAGTATGGGAAGAGATCAAACTTCCAGGAAAGAAGCTCTTTTGCCATCTTTCC A C 0.07 0.31 0.37 0.37 0.48 0.50 0.19 0.23 0.46 0.43 0.49 0.077 0.036 0.016 0.005 0.0041

rs9207 17 62.30 ATAATACAAATCATCAGTGCTTTTAGTACTTCAGTGTTTAAAGAAATACC[A/G]TGAAATTTATAGGTAGATAACCAGATTGTTGCTTTTTGTTTAAACCAAGC A G 0.90 0.69 0.64 0.65 0.52 0.50 0.81 0.77 0.54 0.57 0.51 0.059 0.036 0.016 0.005 0.0046
rs7591 17 64.08 GCACCTTTCCTCCACACACCTTCATTTTGA[A/T]GTTCGGGTTTTTGTGTTAAGTTAATCTGTA A T 0.26 0.58 0.63 0.68 0.64 0.27 0.53 0.49 0.61 0.55 0.58 0.086 0.008 0.022 0.084 0.0030 1

rs2107654 17 64.18AAAGACTTGTTTTTAGTAAGTAGCATGTCTTTAAGAAGTCACCCCCCTTCTC[A/G]TCCCAGTGCTTAGTCTGTACTATCAAAACAAGATGAGAGAATCTGCCGGGCACAGTGGCT A G 0.71 0.53 0.58 0.54 0.50 0.68 0.43 0.51 0.50 0.38 0.48 0.002 0.026 0.019 0.000 0.0098 1 1
rs908150 17 65.09AGACAGTCAGGGCTCCAG[A/G]CTCTCCGCTGGGCTCTGTGCTGAATGTTACCCTTTGTCTCAGAACCCTGGGCTGGCTCTGACGGCTGGAAAGCCTGAACAACAATGATGAAT A G 0.38 0.67 0.58 0.54 0.59 0.23 0.64 0.40 0.43 0.58 0.51 0.022 0.000 0.026 0.078 0.0045 1
rs721429 17 65.24AACTTGTAGCAGAACAAAGATAGCTAAGAGGCAGCACACCTGGGGCTTTGTCTGC[A/G]ATGGGATATTTCTGTTGTCAGAATGTAATGAAAAATGATGTCCCATTAGAAAGCTGA A G 0.50 0.46 0.51 0.43 0.43 0.55 0.46 0.36 0.62 0.40 0.35 0.000 0.001 0.012 0.001 0.0132 1 1
rs740558 17 65.57GGAGGTGTGGCTGGGCCGAGAGGGATGCTCGTGACCCACAGTGTCCACAGAACCA[A/C]CTTTGTAGCCCTGACACCAGGGCTCTGCCACTGACTAACCTCGCTCTGCCACTG A C 0.70 0.68 0.66 0.66 0.55 0.82 0.78 0.78 0.57 0.68 0.68 0.000 0.152 0.004 0.071 0.0000
rs755424 17 67.38 TTTATGCAGAGGGTAAAAAAGAGTCCCTGGCTCTTCATTCCTTTGTCACCTTTCTATCCA[A/G]TGTTTAAAGCCACTGTGTTCTCAGAATGGCCGCAGAACTGGGCA A G 0.74 0.75 0.74 0.73 0.75 0.77 0.52 0.51 0.75 0.62 0.74 0.000 0.031 0.047 0.000 0.0000 1
rs764426 17 67.57ATTTTCAAGACGGCACGGGCCTCAGTGATGTCACATAATAATCTGTAGATTATTTCT[C/G]TGAGGGAAAATAAAGACCTCAACAAACTGTAGTATATACTGAATCAGCAAAACTTC C G 0.69 0.42 0.41 0.39 0.39 0.73 0.71 0.47 0.32 0.34 0.37 0.025 0.025 0.000 0.031 0.0018
rs411602 17 69.14AAACGATTTTAGGTACATGGTACCCTGTACTCGGGAAAAACAAATGAGACTGAGCAA[A/G]TCTCATTGCAAGATCCATCCCAAGGGCTGAGCGAATCAACATCTCAGCATATTTG A G 0.24 0.36 0.42 0.33 0.25 0.14 0.14 0.29 0.29 0.30 0.40 0.027 0.063 0.004 0.058 0.0012 1
rs1431454 17 69.18AAAAGAAAAGAAATCCAGCACAGTGACCTGACTTGAAGCATTGGTAGGAGAAGCATC[A/G]ATACCAGTGAGAAGCCTAGCAGAGTGTGCGGTAAAAAATAAAGGCTCAATTACT A G 0.60 0.50 0.51 0.52 0.52 0.32 0.26 0.41 0.43 0.45 0.56 0.000 0.060 0.006 0.034 0.0003
rs1981647 17 69.22TAGACATTGTTCATGCATCATATCAGATCC[A/G]CTAAACCCCTTTGTTCTCTGATTTTGGCCACAGCTTCAGTGATGGGCCTGTGCATGGACCCCAAATGGCTTCCTGCAGGTGC A G 0.36 0.50 0.49 0.48 0.48 0.68 0.74 0.56 0.57 0.55 0.44 0.003 0.056 0.003 0.031 0.0004
rs759563 17 70.97 GGTGAGGAGAGGCCACCTCCGCATTATTAATGGGTGGACTTGGGTGTGACTG[A/G]TGGTGTACTGATCGATCTTTGAGTGAGGCACACCTGGGTTTGCATCCCAGCTATGCCA A G 0.62 0.50 0.47 0.56 0.41 0.41 0.67 0.46 0.57 0.59 0.56 0.011 0.014 0.001 0.005 0.0065 1 1 1
rs903107 17 71.66GCTGGCTTTCTAAGTGTCTATTCAGTTTACTAACTTAAACATTGGTGGAAAAA[A/G]TTTGAAGCCCCAGTTAAGCCTAATGTGTTCTCTGTTTGTAAGCGGCAGAGAAGTAAAACC A G 0.60 0.53 0.48 0.59 0.63 0.91 0.89 0.58 0.57 0.57 0.56 0.012 0.121 0.023 0.137 0.0028 1
rs1466114 17 71.82AGATTTTATCGCGATGCACTCGCTACCTTCCCGAGGGAGCCTGGCCTCGGGAC[C/G]CGGGTCTTAAATTAGGGGTTCTGTGCTTGACATGTACTACTAGAGTCCGGACTAAGT C G 0.50 0.57 0.52 0.57 0.61 0.55 0.40 0.47 0.43 0.55 0.56 0.000 0.003 0.000 0.003 0.0014
rs1872076 17 72.09ACAGTGACCCCCATCAGGATGTGGAGTCCATTTCCCCACTCCCGAAATCTGGGCC[A/G]GCTTCATGCCTCGCTTTCATTGACAGAATGTGGTCCTTGTAGCTTCTACATTCACC A G 0.60 0.67 0.67 0.59 0.63 0.45 0.21 0.64 0.50 0.67 0.55 0.006 0.141 0.001 0.028 0.0138 1 1
rs1872087 17 72.13CACCAGGGTCACGCACGAAGTGTTTTGCTTAAGTGGGAGCAATAAATAAATAAAC[A/C]TTATCCTCAGTTATAAAATGGGTATATTATATATATATTATGTTATGGGTTTAATAGCA A C 0.36 0.36 0.40 0.37 0.50 0.27 0.77 0.31 0.54 0.42 0.37 0.000 0.089 0.001 0.003 0.0000
rs1872085 17 72.13TGATGCCTGCGCCTGGCCCACCCACCAGCTTCTCCTGGACACTGCCAGTCTAGCCCT[A/G]GAGTGGCTGAGGTGCCTGTACCTATCGGCGCCTTCTAATCTCCATCGTGGTGC A G 0.81 0.55 0.54 0.52 0.50 0.86 0.99 0.47 0.57 0.55 0.58 0.045 0.189 0.002 0.080 0.0038
rs690046 17 73.45GGTTTGGTCTTGTTACACATGAGCTGGTGAGCTGGCCTCTCGGGCCATCACTGGC[A/G]TGCAGGATCTTTTGAACCCAACCCAGGGGCCTGACACGTATCCTTGCTAAATGTC A G 0.64 0.76 0.75 0.77 0.86 0.73 0.97 0.71 0.79 0.68 0.70 0.008 0.038 0.005 0.002 0.0023 1
rs1000821 17 75.03CCTGGAGGCATCCAGGCAACGAGAGACACCTCCCTTCGAAGCGTGTATTTAGCCT[A/G]TCCCCCATCTTCCTTTAATTCTTATTGCTGTCCTATTTCATAACCTCATAATTGCAG A G 0.07 0.48 0.43 0.48 0.52 0.32 0.45 0.24 0.61 0.39 0.44 0.105 0.001 0.019 0.005 0.0002 1
rs717571 17 75.22 CATGGAAAGGCAAATAAATTTTCTACAGTGAAGATGCAACTAGTTGTTACTCC[A/C]TGGATAGGGACCAGTTTTGCACATGGTCCCTTTCATTCTTCTATTCTCCCCATTAACCTG A C 0.88 0.48 0.49 0.51 0.55 0.77 0.83 0.68 0.57 0.43 0.47 0.086 0.061 0.021 0.041 0.0015
rs2410994 17 75.24CACATCATAGTCAAAATACTGAAAGCCAAAGATAGAGAAAAATCTTGAAAGAAGCAAA[A/T]GAAAAACAATCTAAATTACTTTGTGCTCATGCACTTCTCTTTTGAACTGGTTATTA A T 0.33 0.40 0.42 0.40 0.50 0.68 0.82 0.57 0.57 0.36 0.34 0.004 0.082 0.022 0.034 0.0049
rs116719 17 75.35 ACACCTGGGCAGGTGGGCAGTCATACCATCATCCATCCCTCACAACCCCCATGTTA[A/G]AGAGATGTTGATAAGGAAGATCAATATATTTCAGAGCAGCATACCTGGAAAAATG A G 0.71 1.00 1.00 1.00 1.00 1.00 1.00 0.99 1.00 0.98 0.98 0.111 0.000 0.006 0.000 0.0061 1
rs894956 17 75.52CACGCTCCAATTCCATGGCCGTGTGTGGAGTGCAGTGACTGCTAAAGCTCTGTCC[C/G]CCACGGAGGGGTTAAGAGGAACATGAGACCTACGAATCTGCAGGCACACGAGCC C G 0.45 0.67 0.73 0.70 0.73 0.59 0.92 0.75 0.75 0.71 0.69 0.047 0.024 0.000 0.014 0.0027
rs387601 17 75.94CTGCAGGGTCCTCAGGCTTCATGAAACAAAATTGAATTTTGGAAGTTTGATAAAAG[A/G]TCTGTCTGGAGCATTCTGGTCATCTCCACCAGCCCTTCTAGTTGTGGAAGGCATGC A G 0.38 0.32 0.31 0.34 0.48 0.59 0.46 0.33 0.27 0.34 0.31 0.002 0.012 0.000 0.036 0.0000 1
rs2870775 17 76.26CTCATTCATTCATGCATTCGTTTGCTTAAAGATATGTTTTCTGAGTTTCTGCAC[A/G]CACTGGGTGCTGTTCTAAGCATGGAGATCCAGCAGGGAACCGGACAGGTGTTTAGATTT A G 0.24 0.18 0.20 0.17 0.21 0.35 0.44 0.31 0.21 0.26 0.24 0.000 0.025 0.006 0.008 0.0001
rs938350 17 77.00 GGCTTGGGGTCCTGGGCCCACTCAGCGAGTGTTCAGTGAACATCCAGTTGTAGC[A/G]TCTGCACTTGCCTATCACATGCCCTGTCCCCTGAGCTGGGCAGAGTCCAGACCCT A G 0.43 0.64 0.62 0.62 0.66 0.50 0.88 0.53 0.64 0.58 0.66 0.013 0.051 0.000 0.005 0.0002 1
rs894976 17 77.08TGGGAACTCTTCTGTCCTTGGCTTGACTCTGGGTGCCATCCTACTGAGGTGA[A/G]TGCTCCCTCCTGAAGCTTTTGTTGCTGGGTGTCTGGGATGACGCGTCCTGGGTTCCCTT A G 0.64 0.60 0.73 0.70 0.68 0.73 0.83 0.74 0.71 0.72 0.69 0.010 0.000 0.001 0.004 0.0010
rs1552173 17 77.32AGTAGTCCTCTTTCCATCAATACACATAGAAAAGGAGTTGGAATTGTACGTCGC[A/G]TTTAATGCTAGGGGTCCTTTCCAGCTGTCAGACTGAGGGAGAATATTTCAATGTACAG A G 0.52 0.55 0.55 0.56 0.41 0.59 0.53 0.51 0.46 0.45 0.50 0.000 0.000 0.000 0.003 0.0011
rs938283 17 78.07CATATGGCCTGGTAAGGGTCCTATCTCCAAAT[A/G]CGGTCACATCTAACGTACTAGGGGTTAGGACTTCAATGTATGAATTTTGAGAGGGCATGATTCAGTCCATAATAGAAGG A G 0.88 0.84 0.81 0.80 0.80 0.82 0.84 0.89 0.71 0.77 0.76 0.009 0.003 0.005 0.001 0.0024 1
rs211788 17 78.08TCCCCAGCCTGTCCTTGCATGCTGAAGTCCAAGTGTGGCCTTCTATTTGGAGAT[C/G]TGCGGAAAAAAATCCAGGATGTATGCTTGGCTGTTTGTCCTCTCTCTGCACAGGAGG C G 0.33 0.23 0.23 0.22 0.41 0.50 0.17 0.29 0.14 0.34 0.28 0.003 0.003 0.004 0.034 0.0022
rs296140 17 78.08CTCAGAAAAAAAAAAAAAAAAAATTCCTGGGTGACCTGAACACCAACAAATGGGAT[A/C]AAGAAGTTGTCACTGATTTGCATCTGACGACGGGATGGTCTTCAGGCTCCTAGAG A C 0.17 0.17 0.19 0.13 0.38 0.09 0.01 0.17 0.14 0.22 0.21 0.000 0.046 0.003 0.008 0.0015
rs4479277 17 78.40GTCAGCTGAAATTTCCCCCATCCACTTCATGCTGAGCATGTGGAGTCTGGCCAC[A/G]ATGCACATTCTTCTGAATTTATACTTTTGGAATATATATATATATATTTTTTTTTTAGACA A G 0.90 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 0.034 0.000 0.000 0.000 0.0000
rs1696754 17 78.65CAGCAGCTCACAGTCCAAGTGGTGTCCAAATTATCCACATCCTCAGCTCACCTCCT[A/G]TGAGGTCCATGTCTCCTGGTGGGTCGGGCACCAGCTTCCTCAGGTCTTCCTTGAG A G 0.31 0.21 0.16 0.18 0.14 0.00 0.21 0.28 0.25 0.26 0.17 0.018 0.001 0.013 0.060 0.0009 1
rs3829611 17 78.86GCTGAGCAGCCGGCAGTGATGGCCAGCATGCTCCCTGGCTTCCCTGCTTGTCCAT[A/G]TTCTGCTAAATACATCAAGAAAGGGAATTTGGAGTCATGGAAATCAGTAAGAAGTA A G 0.45 0.34 0.30 0.30 0.20 0.09 0.10 0.45 0.39 0.49 0.35 0.014 0.029 0.009 0.033 0.0014
rs10931 17 79.14TTCTCTTCAATGACTTGTTCCCTTTCAACAAATTGCACTTCAGTCCACTGTTTAC[A/G]GAAGTAATACATTTCCCATCGTTAGTTGAATAAATTTACACACTGTGTTTAAGAGATGAA A G 0.86 0.77 0.75 0.72 0.70 1.00 1.00 0.91 0.64 0.71 0.78 0.009 0.106 0.020 0.106 0.0002

rs1564868 17 79.39 CCATCCTCGTTCTTAGTGTCAGGATGTCTGCATCTTTCAAATGGTTCAGGGGACAA[A/G]AAAAAAAGTGTCAAATTGGCAACAGGGGAACAGTATAAAGGTATTCATCCTACTGT A G 0.79 0.49 0.55 0.59 0.68 0.55 0.08 0.48 0.75 0.55 0.65 0.037 0.128 0.001 0.000 0.0026 1
rs734338 17 79.48TATTTGTTTGAAAATGCCATCATTTCTCCTTTGTTTTCACGTTTTCAAATCAGC[A/G]TTCTTGAGGTGCATTCAATAAAATATACCCACTTGAGCTGTACAACTGATGAGTTTGACAG A G 0.30 0.49 0.48 0.54 0.66 0.32 0.01 0.46 0.61 0.46 0.47 0.032 0.202 0.002 0.022 0.0015
rs868432 17 79.58TTTGGAAGGAAAAGGCTTCACAACCCAGAAACTGGAGTTACTCTTGTCAGAAGAC[A/G]GTGGTGAGAAAATGAACAACAGTTTTCCAATGCTACAGGATTATGTTTTTAGGGCAA A G 0.48 0.40 0.41 0.33 0.38 0.55 0.64 0.36 0.21 0.30 0.44 0.013 0.035 0.000 0.022 0.0028
rs1062935 17 79.64GACCCCTCTGGAGCCACCTGCCTTTTGACAGGTGGTGATTTTGTCTCAAAACAAAC[A/G]GAAACGCGTGTTGGGTAAGAATTGAGTTGAAGGACTGGATGGGAAGCTGCGTGT A G 0.79 0.51 0.58 0.53 0.52 0.59 0.18 0.63 0.61 0.57 0.53 0.037 0.056 0.004 0.004 0.0017
rs7504083 17 79.79 CTCAGAGCCACCCAGTGTGGATGGTTCAGCACGCTCCACCTGGTCCCACTGTTCT[C/G]GGAGACAAGAAGAGAAAAATGCAGGTTAGAGAACAGGCCTGCACCAGTGGAGGG C G 0.12 0.29 0.35 0.43 0.34 0.41 0.33 0.35 0.36 0.39 0.39 0.036 0.000 0.000 0.004 0.0003
rs6565575 17 80.16CTGTCTCTCCATCCTTTCTTTGTGCCTTGACTGTAGAGGTGTGTGTGGTATATGGA[A/G]TTCCAGCAGCTGCCCTACAAACAACATACAAAAGCCCACCTGCCAAGGATGTTGGA A G 0.24 0.22 0.27 0.27 0.20 0.00 0.07 0.15 0.18 0.27 0.23 0.000 0.023 0.005 0.085 0.0002 1
rs4969481 17 80.67 ATTTTATCATCTGAAGTCTAGACAAGTAACCATAAGTCAAGCCTCCTCCCACCAC[A/G]GCTGATTTCAAGCTACCAGTTAGATGTCATTTAACGTGGAGCTGGAGGAGATGCCC A G 0.60 0.21 0.12 0.11 0.18 0.18 0.40 0.09 0.18 0.09 0.10 0.138 0.057 0.001 0.005 0.0001 1
rs6416862 17 80.91 GGGAAGTCAGAGTGCTTGGTCAATGGAAGTCGTTTGGCTTATTTATAGAACAAT[A/G]GATTTTGGCGAAAGTTTTAACCCCAGGATCTGAGTTACACTGCAAAGCCAGTCCATTA A G 0.43 0.00 0.01 0.00 0.00 0.00 0.00 0.02 0.00 0.01 0.02 0.157 0.006 0.024 0.092 0.0014
rs1387545 17 81.22CATTAATATTACTGGAAAGCAAATAAAAATCTTGCCAGTTTAAAACATAATAACCAGAT[A/G]GCTATCACACCTGCTAGAAAATGTCTCTAAAACAAACAGCAAATTAGAAAAAGAT A G 0.40 0.45 0.41 0.39 0.43 0.50 0.36 0.47 0.62 0.36 0.32 0.000 0.000 0.008 0.006 0.0025 1
rs1046896 17 81.36 GCAGGAAGAAAACGGAATACGCTTGATTCTGGAATTGGTCATTTTAAGAC[A/G]CTTTTAGTAAGATGGTTTCATGTCTACACCCAAGTCTTGCCAACCAAGAA A G 0.24 0.30 0.32 0.28 0.38 0.59 0.41 0.30 0.39 0.39 0.45 0.005 0.001 0.002 0.033 0.0046
rs1046875 17 81.36TGCGCAGGGAGGTGGCCAGCGCCCCCGGGCACTGCTGCTCATAGGTACCTTTCC[A/G]CTGCCTCCTCCCTGCTCTCCTGTGCAGGAATGTCTCTGAGCTGTTCACGTTGATG A G 0.24 0.30 0.32 0.28 0.38 0.59 0.39 0.29 0.39 0.39 0.45 0.005 0.001 0.004 0.033 0.0046 1
rs599314 17 81.41GTTCTGAGTCCTTTTTACCCTCAGCAACACGTTCTTAGTGTCTTACGATGTCAGAA[A/G]GTGTCCCCCTCATAATCGTTAAGGGAAAAGGTACTCCATTGTAATCTAATTTAAAAT A G 0.29 0.60 0.55 0.66 0.68 0.55 0.53 0.69 0.75 0.54 0.55 0.045 0.001 0.009 0.001 0.0003
rs733342 17 81.50GGGACTTTCTTAGAGAGTGGGTAAAAGATGAGTCATCTCTTGTGTGATTTATC[A/G]GCTTCACTTGTGCTTCCAGGGCTCTTTGAAGCGTCTCACTTTTTAATTTCATGAAGAAAC A G 0.71 0.72 0.69 0.83 0.91 0.68 0.70 0.77 0.79 0.66 0.67 0.002 0.001 0.007 0.000 0.0000
rs3785513 17 81.57ACCCTAAGACCTCATCAGCACGCATGTAACACGTAGCACATGTGTAACAAGTAC[A/G]TAGCATGTATTTGCTGCGCACCTGTAGGGTTGGGCTCCTGGGATGTGAAGGTAACGG A G 0.50 0.22 0.29 0.31 0.29 0.40 0.20 0.31 0.31 0.33 0.34 0.028 0.008 0.000 0.011 0.0009
rs545684 18 0.15GTAGATGAATACACATATCCCCGGGGTGTCATTTCTTGATTGGCGTTTGACA[A/G]GGGCTTGTATTGTTTGCTTGCTGACAGTCCAGGGTACTGGCCAGGGATCACTTTTACTTA A G 0.81 0.76 0.72 0.77 0.84 1.00 1.00 0.89 0.73 0.73 0.72 0.003 0.112 0.018 0.112 0.0002 1
rs948263 18 0.16CCTAATCTATGCTGAACACTGTACTAGTGTATGCTGTCGAGAATTATAGAAGTATGC[A/G]AATTAAATGAAACTGTGACTGCTAATGGTTACCATTTATTGAGTACTTATTTTATGT A G 0.29 0.36 0.37 0.44 0.41 0.32 0.83 0.52 0.32 0.48 0.41 0.007 0.106 0.009 0.004 0.0004
rs527283 18 0.29 ATGACTTGATGTGCTACTTTTATAAAATGCCTCTGCTTCTAGGATGATGTAA[A/G]TATTGCTTTTGTGACACAGGGCACATGCCACGTGACGTGACTTCAGGCTCGCTGCTAACC A G 0.79 0.51 0.49 0.49 0.54 0.59 0.47 0.49 0.57 0.57 0.59 0.065 0.000 0.000 0.007 0.0069 1 1
rs1557299 18 0.92ATAAGGCTGTTCTAATTAGAGATGGTTTTGAGCCCAGCCTCCTTATCATGACTTT[A/G]GCTATATAGCCTTAGATACGAAATTTCTGATATTAGGGTCATAGCACTCAGAGCTTAAA A G 0.50 0.42 0.42 0.39 0.41 0.64 0.30 0.50 0.43 0.46 0.37 0.005 0.010 0.002 0.023 0.0009 1
rs969241 18 1.40ATAGATGATACAGAATGAGTCTGATGGAAAGTAATGATTAAGTTTTCAAGATGATT[A/G]ATTTGAAGTGCCTTTGGGCCTTCCAAATTGAAACATTTATTAGGTCATAGGAAATATA A G 0.60 0.51 0.54 0.52 0.54 0.32 0.54 0.59 0.64 0.53 0.49 0.002 0.003 0.000 0.037 0.0005
rs1371264 18 1.77 CTTATATGTAGATTATTGAAATGATACATTTACTCTAAATAAATTTCAAATTCATCCTCC[A/G]TATTTGACAAGCTATTTAGCTAAAATATCTCTCCCATATTTAAC A G 0.50 0.31 0.25 0.21 0.25 0.20 0.36 0.28 0.25 0.29 0.28 0.028 0.007 0.008 0.003 0.0010 1
rs770238 18 2.52AATCCAGTCTATCTCAAGGAATTATAAGGAAAAATGCATAATTTATAGAATAGTT[A/C]TTTTAACCAGTAAGGGCATCAATATTTCCACAACCGAAAAATACTCAGCGAATACATTG A C 0.60 0.46 0.40 0.49 0.41 0.77 0.27 0.45 0.36 0.40 0.45 0.017 0.002 0.002 0.099 0.0000 1
rs627538 18 2.93GGGGGTTACACTACTGCTGATAAGATTTTAATCAATTTACTTGTTGGTTTCTCA[A/G]ATTTTCAGTTACTATAACTACCTTGCCATATAACCTTGAAAACATCCCTCAGAAGCACTG A G 0.50 0.59 0.63 0.62 0.55 0.23 0.42 0.41 0.50 0.59 0.53 0.021 0.051 0.039 0.137 0.0048 1
rs643015 18 2.94TGAATACAACATGCCTCTGTTCCTCTAGGGGTTCGTCATTTAGAGTAGGATAAA[A/G]ATGACCAAAAACCCAGTTTGTTGCCATTTATTTGATTTTTTTCTCTCAGATTTTTCTCAT A G 0.57 0.60 0.64 0.61 0.57 0.36 0.42 0.43 0.50 0.60 0.53 0.009 0.055 0.030 0.072 0.0048
rs168206 18 3.68GATCATGACACTGAGATGCTGAGACTAAATGCTCCTCTAGCAGCTTCCTAGCCCAAT[A/C]TGGATTCCCTTTTGTCCTTTTCAATAAACAGATTTTCAGCAGAGAATAATACTTCCA A C 0.81 0.48 0.44 0.48 0.45 0.59 0.82 0.46 0.46 0.48 0.48 0.064 0.068 0.000 0.008 0.0002 1
rs1539935 18 5.24TCTGAAGGCTTGACTGGGGCTTGAGGATCTTCTTCCAAAATGATGTCCTCAC[A/G]TGGCAAGTATATGCAGCCTGTTGAAGGTCTCAGTTTCTCACCACATAGACTTCTTCCTAG A G 0.74 0.60 0.53 0.54 0.61 0.82 0.79 0.68 0.54 0.54 0.49 0.028 0.054 0.026 0.067 0.0000 1
rs948309 18 5.52GTGAGGCAGAGCCAGTGAGGGGTGTTACCTTGTTGGAAGAC[A/G]TGGTCAGATGTACTTTTAATATGGCTTTTTTAGTAATCTAGGGAGTTTACTTTTTTGAAGGACAATATATCA A G 0.48 0.16 0.26 0.15 0.29 0.22 0.16 0.20 0.07 0.16 0.25 0.023 0.013 0.002 0.003 0.0002
rs948311 18 5.61CAACTGTTCTACATCTCAAGCCCACTACGTGT[A/G]TGCCTGCTGCACTCTTTCTCCATTTTCCAGCACTCAACATTGCCTGACCCCCACAACCCTACTTTTCCTTCAAGTCCAGG A G 0.79 0.78 0.70 0.76 0.63 0.68 0.97 0.43 0.54 0.66 0.67 0.004 0.055 0.059 0.002 0.0020
rs1917917 18 5.74TATAAACATTGAGAATTTCATCAAAAACTAAATGAATCACATTGTGAGGAATGGGGT[A/G]AAAGATATGAGTGTATGGGAAGGTGGTGGAGAAGGAGGAGAGCTGCTTTTAAAAT A G 0.81 0.54 0.52 0.51 0.46 0.73 0.78 0.53 0.64 0.47 0.52 0.068 0.061 0.000 0.044 0.0002
rs499074 18 5.93GTGAGAGGGAAAAGGCAGGAGCATAGAGGCCACTGAAGTTGTTCTCAAAAGCCCCA[A/G]GATACCTTTGGTCTCAGTGGAGGCATCCAGGACACAGCTGTCTTCACTTCTTCA A G 0.12 0.22 0.25 0.22 0.27 0.18 0.14 0.15 0.21 0.25 0.30 0.016 0.015 0.013 0.005 0.0010
rs948225 18 6.02ACTCTCAGTCACTATTATAAGTCCTCACTAAACAGCCCATGGTGTTGATAGT[A/G]TTACTCAGTGTGGTTATTCTGATCCTCACGTGACATTTTAGATGTTGAAATTGAATAGGTG A G 0.36 0.15 0.16 0.16 0.14 0.50 0.15 0.14 0.25 0.16 0.22 0.018 0.001 0.000 0.056 0.0028
rs1941487 18 6.65CCAGATGCTCAGAGCCAAATCTGACTCGACCATAGCAGCCATTATGAAGTCATTGT[A/G]CTTATCTTATGGAAACTCTCTTTCTTTGGTCTTGATTATTTATTTCTCTTTTATTAACC A G 0.17 0.54 0.47 0.61 0.46 0.23 0.91 0.43 0.50 0.53 0.45 0.048 0.115 0.001 0.028 0.0001 1
rs1431385 18 6.83GCACTGGGATACCCTTCTGTTCTGGTGGCTTCTTTCTTCCTTTCTTGTATCCCCC[A/G]AAGTGGATCCCAAAGATACACAGTACCTAGTAGACTCCAGCTGGTGGGAGACTAGAA A G 0.88 0.49 0.51 0.48 0.30 0.55 0.83 0.74 0.39 0.57 0.56 0.111 0.098 0.062 0.013 0.0006
rs1241983 18 6.87TTTTTAACACCTATCACCATCCTGAGAACTCACGAAAGCTATTAATCTTTACCCC[A/G]TCTAAACTCCTTGATCAGACATCTAGAATTCCTATAGTTTCTTAGTCAGAGTGATTGCA A G 0.55 0.46 0.54 0.63 0.54 0.30 0.27 0.24 0.58 0.50 0.44 0.003 0.063 0.086 0.058 0.0098 1 1
rs364418 18 7.80 GTCCTAACACACTAACGTTAATCTACTGCACTGAGATCACAACACACTAATGT[A/G]CATCTACTGTACCCTTACATTCACATTTTCTTTCCCTCTGCCATTCCCCTCACTCATTTAT A G 0.14 0.38 0.39 0.44 0.48 0.14 0.03 0.28 0.64 0.42 0.50 0.035 0.069 0.000 0.020 0.0088 1 1 1
rs635269 18 8.40GTGTGAGTCTAATGACACCGCCACTTCCCAGTCATTCCCTGCGTCGTCATACCCC[A/G]GTCTCACATGGGAGCCAGTTGTTTTCAATCTCTTGGATTTTTATCTTTCTTTCACTTA A G 0.43 0.60 0.60 0.62 0.59 0.45 0.27 0.43 0.75 0.51 0.55 0.009 0.033 0.004 0.002 0.0015 1
rs420905 18 9.53 CTCAGAGGTTCCTGCGGGATCAAAATTGCTGCATCTGGGAGGGAAAGCAGGC[A/G]TGATCTGTGTCTGATATGGAGGTGCCAGCGGGGCCCCTGCCTGTGGGGCCAGAGCC A G 0.50 0.61 0.54 0.65 0.55 0.50 0.59 0.43 0.82 0.62 0.60 0.000 0.002 0.010 0.001 0.0028 1
rs1378528 18 9.70ACAATTCAGTCCTCACCGAAATCATTTCCTCTTTCTACAGTTCTTGTACCCCCAT[A/C]TTGACAGATCAGTTCGCACAAGAATGCGACCCTTTCGCTGCCCTTTTTTAGGAAATGG A C 0.31 0.58 0.56 0.60 0.63 0.36 0.70 0.40 0.71 0.56 0.66 0.027 0.014 0.020 0.018 0.0049 1
rs1893211 18 10.14GAATCTCAAAA[C/G]TCCCAGGTAATTTAGGGGCAATTAACAGAATCTTCCCTCTGATTCTAGTCCAAATCTCAAAGCTTGTCTCATCCAATGTGGAAAATCGAACTTCCAAAATCC C G 0.31 0.49 0.51 0.43 0.46 0.32 0.27 0.22 0.57 0.42 0.52 0.021 0.030 0.052 0.022 0.0000 1
rs1013785 18 10.70ATGGCCAAGGCATTCCCATCAATGCCAGGTGTCAGCATACTGCAGGGATGCACC[A/G]AGATACACGGCTGCCAGTGAAAAGAAGATGCCCTCTGACTTGCCACCATGAGCAGT A G 0.31 0.24 0.28 0.29 0.29 0.41 0.56 0.28 0.32 0.24 0.24 0.002 0.085 0.003 0.023 0.0005 1
rs906283 18 10.92GATGCTCCAAGGAAGATGGCCACAAATCTCTCTAGGTCACTAATAAATAAGGGGAACTTTTG[A/G]CTATTATAATGTTAGATCCAGAAAAATCTGAATTTAATGCGTACTTGTGGA A G 0.60 0.51 0.51 0.52 0.61 0.82 0.70 0.69 0.57 0.58 0.54 0.006 0.024 0.012 0.058 0.0003
rs1395610 18 10.94 TCCCTTCCCCTTCCTCCTCTTCCCTCTTCTGTACCAAATCCGAGCTTCCTCGT[A/C]CCGGCCTTACACTGTTTAAACGGTATCTTCATCCACTGAGTTAGCTTCTGTCTCCCATTC A C 0.69 0.43 0.50 0.54 0.48 0.82 0.54 0.72 0.39 0.52 0.52 0.035 0.006 0.041 0.080 0.0004
rs264234 18 10.96TTTTCAAAGGGCTAAAATTAGCGTTTCTGATACTTAGTCCATGATTTTCCCTTGCTTGGATATTTGTCCTTATAATTAACTGA[A/G]TATTTTCTTTGCTTCCTTCAATGGCAGCATTC A G 0.60 0.47 0.53 0.49 0.50 0.68 0.55 0.60 0.46 0.52 0.57 0.004 0.000 0.006 0.013 0.0008
rs753639 18 11.52 CTGCATTGCCTGTGGCGGGG[A/G]TCGGGTTTGTTGCGCTATTGGGACTACACTGCTGACAGTGGGATACTGCTTAGGGGCGCT A G 0.21 0.33 0.34 0.41 0.38 0.05 0.22 0.45 0.50 0.38 0.38 0.002 0.000 0.023 0.049 0.0036 1
rs1471408 18 11.53GTCAGATTGTCACCACCTTCCTCCTCTGTAACTGAAGAGGCATAGCCCATCTGC[A/G]TGCCACCTCCTGATATAGAAAACAGCTGTTTAACTGAACTGATCTAGTTTCAGAACTA A G 0.55 0.40 0.36 0.48 0.46 0.60 0.78 0.47 0.61 0.43 0.35 0.027 0.125 0.015 0.046 0.0001
rs693301 18 13.09GAAAGGGCAAGATTGTCTTCCCCTGCTAAACCCATGGGGCTACAGAAAAAGC[A/G]GGCTGTGAGGAACCTGTTCTACCATTAGCTGAAAGGGTGTGTGGCACATGAGAAACAC A G 0.30 0.51 0.44 0.40 0.45 0.23 0.48 0.36 0.29 0.53 0.48 0.004 0.002 0.001 0.009 0.0009 1
rs879588 18 13.17AGTGCATCAATGCGTTATCTGGCTGTGGTAGCAGATGAGTTATGCAAAATATTTCC[A/G]CTGGGGAAAGTGGGTGAGGGCATATGGAATTCTGTTTGTGTTAATTCTTGCAACAG A G 0.10 0.24 0.18 0.24 0.25 0.18 0.28 0.19 0.11 0.23 0.26 0.015 0.004 0.001 0.000 0.0053 1
rs872906 18 13.37AAAGTGGGACTTCCCCTACCTTTTGTCATAATGGACATACTCAGGCAGTGAG[A/G]AGTCATCATTCCGCCAGAGCACAAACTGCTGGCCAGTCCCAAGAGCTTCGCGAGCGTG A G 0.17 0.41 0.34 0.38 0.32 0.05 0.42 0.41 0.39 0.34 0.37 0.018 0.000 0.001 0.091 0.0010
rs1043925 18 13.75TAGATTTGCTACAGGTTGGGCTGCTAAAGAAGG[A/T]GGTCTACCAAACTGAAATTCAAGTCTTATCTCTGCTTCCTGCCAGTGCACTCAAGTGCTGTCTTGCTCTCTCTAACCCC A T 0.69 0.53 0.47 0.59 0.50 0.91 0.95 0.58 0.61 0.59 0.42 0.023 0.155 0.009 0.131 0.0005 1
rs1481280 18 16.91CATGAATAACTAGATGGCAG[A/C]TGAATATAAGTTTGGGTTTAACAGAGAGATTGGGACTACAATACAGATTTGGGAGTCATGAGAGCACACTTAAATCCATGAGAACATATGCAA A C 0.12 0.45 0.42 0.35 0.43 0.36 0.55 0.49 0.61 0.38 0.39 0.067 0.004 0.003 0.003 0.0002 1
rs2164062 18 17.23CTGAACAAAGCAGACAAAGTCCCTGCCTTTGTGGAAACTACATTCTGGTCTGATTAT[C/G]GCATCTTCATGGAAAACTGCCTGACCTGTGAAGTAGATATGCCACACCCAAAACA C G 0.71 0.17 0.16 0.20 0.11 0.41 0.76 0.36 0.14 0.22 0.26 0.173 0.204 0.036 0.043 0.0093
rs291781 18 17.25TTACACTATGCATTACTGTCAACAGAGGCCAATAAGAGAAAAACATTGTAGTAAGC[A/G]GATGCTTTGTTGCCCTACATCACATCCCTTTGGTCTACCTTTGATTTCAGGAGAGG A G 0.83 0.47 0.44 0.38 0.43 0.41 0.77 0.54 0.57 0.41 0.49 0.087 0.061 0.011 0.000 0.0018
rs1019977 18 17.26CTCCAAGGCCACAAAGCTCTCTCAGCCCTCTGTATAGTCCAGAAGTGCAAGAA[A/C]GTATAATGCTTGTAGGGCAATCCTAAATTAATAAGGGATGTAAGAATAAATGTCCCAGC A C 0.67 0.17 0.15 0.20 0.07 0.41 0.77 0.36 0.11 0.21 0.26 0.147 0.212 0.036 0.043 0.0103 1 1
rs291785 18 17.27 CGAGACGACTGAAATGACCTCCAACTAGTTTTCCTATCTCGTCTTCTTCTTAC[A/G]CATTACAGCCAAAATGATCTAGCTCAAGTTCAAATCAAACCATGCCATTCCTCTGCTCTA A G 0.83 0.40 0.35 0.30 0.32 0.41 0.77 0.48 0.54 0.34 0.44 0.132 0.112 0.015 0.005 0.0062
rs948384 18 18.26TGAAGACAGGGACTAAATCGTGAATGGTTTCTAGGTCAGGCTAAGGAATTTAAAT[C/G]TTATTCAAAGTCATTGGAGAGTTTTAAGCAGAGAAGTGGCATGATCTGATTTATCTTT C G 0.24 0.56 0.52 0.48 0.66 0.73 0.83 0.30 0.57 0.43 0.41 0.049 0.045 0.028 0.017 0.0069 1 1 1
rs1010800 18 18.86GAGAACCATCTATGTGAAGAGTATAAAACAGTTCTTGACACACAGGAAGTGGCCA[A/G]TCAATGATAACTATTATTTTTGGGAGATTATCTGACTACCAGCAGAGAACAAAAATC A G 0.83 0.77 0.74 0.80 0.86 0.45 0.48 0.77 0.62 0.88 0.74 0.025 0.006 0.011 0.013 0.0006 1
rs1972602 18 20.37ATTCCAACAATACACTAATCTTTTCCATAAATGATAATAACTGTAGTTCTACGT[A/G]CTAGGAGCCAACCCCATCCAATCACTTCAGCACTCTTTTTTTTTTTTTTTTTTTTTTTTTTG A G 0.05 0.23 0.28 0.20 0.21 0.00 0.00 0.22 0.25 0.23 0.27 0.075 0.129 0.003 0.129 0.0003 1
rs736209 18 20.82 GGTGAGGAGAGGACATTCCTACATTAGACACTAGTTTTCGATATAGACCTGGGCT[A/G]TGGACCTTTGGTCATGGTAACAGACTGTGTGTGATGGATACACCACAGGGGAAAA A G 0.14 0.32 0.40 0.35 0.45 0.05 0.04 0.11 0.25 0.43 0.45 0.049 0.109 0.055 0.101 0.0028
rs1459098 18 21.78GGTCTCACCATGTTGCCCAGGCTGCACTGGTAACTTCTTAATTGCTAAGCCACTAGCTTTGGCTCTATTCTTCTCAACTTGGAAAATTCTAT[A/G]GCATTTGGTACCCTTGGTCTC A G 0.83 0.45 0.45 0.41 0.50 0.36 0.87 0.27 0.43 0.46 0.44 0.087 0.110 0.020 0.003 0.0000 1
rs1185007 18 22.84TTTCCCTCCTTAATCCTCGCCTGAGGAAATTCTCCTTCCCTCTGTTGCTCGC[A/G]GTAATTTGCTCTTCCTTTTTACAAGCCTATCTTTCATTGTGTTCTTCCTCCCATTATGCCTG A G 0.86 0.55 0.58 0.62 0.63 0.32 0.45 0.78 0.71 0.60 0.54 0.062 0.013 0.038 0.037 0.0008 1
rs665781 18 23.83CCTCTACAGGTTGCTTCATAATCTACAAACCTGCTGGGTCTCCACTGTGGTA[A/G]CATAGCTCTCCATGCCCTATAGGATGAAGTTAGAGCTTTTTAATAGTGCATTCCAGACCC A G 0.48 0.45 0.53 0.49 0.54 0.18 0.78 0.57 0.46 0.51 0.52 0.004 0.018 0.000 0.090 0.0001 1
rs1548755 18 24.12AATATGATTGGGTTGCATGAGCAAAGGAATATGAAGCTACTTA[A/G]TTTGAGGTACAAAGGAAGCTATGATATTATTTTTATATTTTTTGACACTTGCCATAGACAGTCAATTTCAA A G 0.14 0.39 0.36 0.39 0.43 0.32 0.24 0.57 0.21 0.44 0.44 0.023 0.005 0.035 0.000 0.0040 1
rs1941207 18 24.82CAGATGGAGGCCCAGAGGTGGAGGCTTCCTCCTGATTATATAGTACTATGCCAGGGGTAAGGATTGTGATGAGAGAGTATTTCTAATTTTTT[A/C]ATTGAATTTGATGTGGCTGG A C 0.63 0.65 0.73 0.62 0.57 0.73 0.78 0.45 0.79 0.76 0.71 0.008 0.000 0.068 0.002 0.0007 1
rs1972603 18 24.98TAAGACTCACTCAGAAATTTTTAATTTTTTATCAGGAAGACAATAAATATATCACTTT[A/T]CTTTTCCTTTCCTCTATGTTTTTACTCTAGAGAATGAAAAACAAACAAACCAAAAAAA A T 0.14 0.63 0.60 0.62 0.48 0.64 0.56 0.42 0.39 0.62 0.66 0.128 0.005 0.012 0.000 0.0032
rs2011596 18 27.03 GCCAGAGCCCAAAAGCTTGGTCCCCAAGGACATTTATTAGTCATAGTGGACAACT[A/G]GAGTGTTCTCTCCTTAATGCTCTTCTGTTCTCCTGGAGGCAGCACAGACCTTCCTC A G 0.33 0.37 0.40 0.44 0.29 0.14 0.04 0.45 0.43 0.38 0.34 0.000 0.087 0.000 0.039 0.0024 1
rs1426311 18 27.15 TCAACTCATTGTATTACATCTCTGACACTGAAGTCATTGCTAAGTCATGCTGG[A/G]AAAAGACTGAATTTAGGAAATTCCTATCGCTAGTTAGTAGCACTTTGTCGTTCAAAATCT A G 0.14 0.53 0.49 0.53 0.48 0.00 0.01 0.50 0.57 0.48 0.38 0.073 0.189 0.000 0.216 0.0096 1 1
rs454768 18 27.88TCCCTGGGGAGCTAGAGGAAGTTAGAAGAAAGCATAAGGATGGAATGATAGTGACT[A/G]CTATCACTGAGTTTACTGAGTTATAAGTATTTTCTTGTCTCCTAGCAACTCTGTGA A G 0.55 0.66 0.59 0.65 0.55 0.68 0.71 0.59 0.64 0.64 0.63 0.004 0.009 0.000 0.004 0.0000 1
rs2015877 18 28.34GAACAGAAGAACAAAAAACAGCTCATGATGGTTTGAGCTG[A/C]AGTTTTAAAGATGAAGGATCCCAAACAGATGATCCGAGACATGGAGAAATTGGATGAAATGGAGTTTAACC A C 0.35 0.20 0.30 0.22 0.20 0.09 0.70 0.13 0.11 0.29 0.31 0.002 0.082 0.015 0.040 0.0001
rs1389532 18 29.64CAGGAATGGACTTGTTTTATGACTTTATGACCTACCCACAAGAACAGGTAGTT[A/G]TAAGGCAGGTCCGCCTCCTTGTTCCCTGGCTCTTTGCACATACCTGTTCACCTTTCTGCT A G 0.83 0.57 0.45 0.39 0.39 0.91 0.94 0.47 0.57 0.49 0.46 0.095 0.162 0.005 0.137 0.0005 1
rs1617318 18 30.70GAGCTAATGGTCCAGTTGGAGGGTCTCATGAAGCTACTAAAGGTAAGACCTGCCA[A/G]ATAAATTTTCCTGAGCTTATTTTCCATGTCATCTGTGAAAATTTTTGCACATAATGTG A G 0.52 0.30 0.39 0.38 0.32 0.00 0.00 0.33 0.18 0.35 0.30 0.008 0.170 0.005 0.170 0.0051 1 1
rs680798 18 30.77GGAATCACACAATGCACACATAAAATTGAGTCTTGTGTTTTTGCTTTATCACT[A/G]AAATTTTTCCCATTTGGTTCTCAGGAGTAGTTGATCAGAGACTTGCTTTGTAACATCAAGT A G 0.86 0.66 0.60 0.57 0.68 0.86 0.54 0.69 0.61 0.65 0.66 0.020 0.007 0.002 0.026 0.0009
rs1131709 18 31.14 GTATGAAAAAGGTTTTAATCAGTGTTCAACTCTTATGCTACATTAAAACC[A/G]CACTGGATCCGGATACGTGTGGTGGCTCACGCCTGTAATCCCAACACTTT A G 0.50 0.49 0.45 0.43 0.50 0.73 0.81 0.45 0.57 0.45 0.41 0.005 0.103 0.004 0.064 0.0005
rs1789501 18 31.87 TATATTCATGGGGAGAAGAAATAAGGAAAAAAAAAGTAACATTTTAGTGATGTG[A/T]CCTATCATCTGCCAATTTGTATGGAACTTGCAAACTCCTGATTGAACAGGAAACGTTAA A T 0.86 0.33 0.38 0.39 0.43 0.45 0.50 0.32 0.39 0.30 0.35 0.143 0.005 0.002 0.003 0.0001 1
rs607856 18 32.02TTCCCCCTGGCCGGAGACCCAGGGGTCTGTGGACTGCAGCGCTAGGGTCCATG[C/G]CCAGGTACCCATATTCCTCAGTGGCCTCTGCCCACTGACCACCCCCGCTCTCTCCC C G 0.60 0.47 0.54 0.61 0.57 0.55 0.56 0.56 0.43 0.48 0.48 0.006 0.000 0.004 0.001 0.0004
rs873201 18 32.57TTGTATCAAACACAGACAAAATGATTTGCCTGAAGCTAAGCTGGATCCACCAAGGC[A/G]GAGCTAGAGAAGAACCCAGGGGCTACCTCTAGTTTCTAGCACTAGCTCCATAGTT A G 0.45 0.30 0.32 0.29 0.30 0.27 0.46 0.43 0.11 0.32 0.32 0.006 0.008 0.008 0.001 0.0001 1
rs948438 18 33.10TCTTCACCTCTGATCCCCAACTTCAAGGGATACACATGAGCCCAGGCAGTGGCCA[A/G]CCTCAGGTCCACATTCTCAGAGGGACCCTGCTTCCTACATGAGAGGAAGGCCCTT A G 0.64 0.53 0.51 0.50 0.52 0.77 0.60 0.67 0.46 0.55 0.55 0.005 0.000 0.012 0.028 0.0005 1
rs1662910 18 33.10TTTTCCTTAATCCCATTCCCCATTCCAGAGCTTGCCCCATAATATATCCCTCA[A/G]TCCACCAAGAAGAGGCCAGAGGAGTCTAGAGAGTGAAGTGATGAGGCTCTAATGATCTG A G 0.64 0.52 0.51 0.53 0.52 0.77 0.60 0.67 0.46 0.55 0.55 0.005 0.000 0.012 0.028 0.0004
rs894772 18 33.13TGACAGTTCAACAGCTTCCTTTAGGAAACAGGAGGACATAGAATGATGCTGGACC[A/G]TCAATGGGGCCCACAGTTAGGGCACTGGTGTGGGCTGGAGCAACAGGCAGGGCT A G 0.67 0.42 0.43 0.33 0.43 0.36 0.64 0.70 0.32 0.52 0.48 0.022 0.016 0.031 0.006 0.0007
rs650680 18 33.21TATTAACTGCCAGTTTACAAACAATGTTGACAAGCTGCTCACCTGCCCCCCTCCACAGAAATGTAAGCGCCCTGACCCTGACCCTGGATAGAGT[A/G]TGGCCCACTCCTACTCC A G 0.50 0.34 0.43 0.28 0.34 0.68 0.49 0.55 0.46 0.43 0.53 0.004 0.004 0.010 0.034 0.0073
rs972900 18 33.59 AGAGCCAAAGGCTCTCACACAGGCTGTGTTAGGTTGGACACAAGAACTGGGAATGGAGGAAAGCTGGGTGGCCTCTGATAGCA[A/G]AAAGTAGAGCAAATGGGAAATAAAGT A G 0.71 0.63 0.71 0.72 0.77 0.77 0.27 0.56 0.64 0.68 0.80 0.002 0.073 0.004 0.009 0.0074 1 1
rs1943410 18 34.47CATAACAGCAACACTAATCAATTGCAGAGCCAATGTGATCAAAAATGTAAATGT[A/G]AAAGAGGGGGCTGAAATCACTCAGATCTCTACTAATCATACATAATTACTGTTGAAGAT A G 0.57 0.51 0.47 0.46 0.55 0.82 0.40 0.56 0.54 0.53 0.42 0.007 0.003 0.002 0.076 0.0009 1
rs1943413 18 34.49 AAGCAATTATGCCATCCAAACATTACTTTTGCACTTAGTGATATTCTCCTTG[A/C]AGTGTTGTGCTAGAGAAATGAGTTCTCCCACTAGCAGCTCCTGGTCTTGCTCTACAGGAG A C 0.45 0.57 0.64 0.62 0.57 0.18 0.65 0.50 0.57 0.59 0.68 0.014 0.000 0.003 0.107 0.0013
rs307144 18 35.77CGATGGGTCATTCAGGAGGAAAATAAATGTGAGAACCTATGACCTGCTTTTTCT[A/G]CTGACACTTTTTGTACTTTCAATTCTAGGTGTTTACTATGAATCTGACTGTTCAAGTTTC A G 0.81 0.52 0.60 0.57 0.59 0.70 0.82 0.62 0.50 0.58 0.54 0.016 0.018 0.002 0.002 0.0022 1
rs2017595 18 36.01 GTGCCCCAGCAGCTTGCACAGGCAGGGAAGTTTGATCTTTTTCGGATTTTGC[A/G]GTTATATTAGATGAGATGTCCCTGTAAGCTAATTACTTTGGCAACCAAGAGGGCACCAA A G 0.95 0.61 0.53 0.50 0.66 0.91 0.88 0.68 0.54 0.59 0.60 0.150 0.102 0.009 0.108 0.0092 1 1
rs203151 18 36.29 AGTCTTTTCCTGTGTAACAGAGTATCTTCAGCATTTTCTGGTCTCATGGAGGCAAG[A/G]GAAGTCAATCTACCAGCACTCAGTAATTCTATTCCAGCATACGTTGATAATAGACC A G 0.69 0.59 0.52 0.54 0.55 0.95 0.92 0.69 0.32 0.48 0.44 0.027 0.150 0.036 0.179 0.0012 1
rs52911 18 37.81CTTTTCATTTTAGCAGCTCTGCTTGATGCCTTTGGAATGTGCTTTAGTTTCTGTCA[A/G]TTTGATTAAGAGGAGGCAAAGAGAAAGTAACAACTAGATGAAAAATGCTTTGTACTC A G 0.71 0.38 0.35 0.33 0.32 0.77 0.51 0.55 0.50 0.32 0.40 0.080 0.014 0.027 0.099 0.0004 1

rs1941531 18 38.02GAAGGGCACTTTGACCCTGAGGGGTATAGCAGAAGAGTGTACACATTTTCATTAT[A/G]CAGCTTCATAAACAGGGTGTCTTTCCTATAGGTATGTGGTAATCAGTTGTGAGCTGT A G 0.88 0.71 0.75 0.66 0.82 0.77 0.53 0.56 0.75 0.71 0.68 0.019 0.017 0.027 0.002 0.0005
rs1878677 18 38.98AGCTAACCTTGGGACAAACTGTTGCAAAGTGGCAACCCCTACTCTGGTTGAACTTA[A/G]TGGTTATCTTCATGTGTATTTGTCTTATTTTAGATTTCAAATTGCTGAGGGGTAGAA A G 0.50 0.36 0.40 0.41 0.41 0.50 0.81 0.29 0.54 0.37 0.28 0.003 0.089 0.035 0.003 0.0116 1 1 1
rs1460508 18 39.73CCTACTTTAATTAGATCCCTGCATCTAAGGAAAAAGTGGTCTCTTTTTGCTTCTGT[C/G]CCAACATCTGTAGCTGCAACAAAGATCAATTACAATGCCCTTAACAGGACTTCAGTT C G 0.29 0.35 0.36 0.33 0.38 0.59 0.47 0.48 0.25 0.40 0.39 0.001 0.010 0.005 0.040 0.0005 1
rs1054986 18 41.27 TGGAGCCAGCTTGTGGTTGCAATAGGAATAGAAGAGACTTCCTTACTCCA[A/G]TCCCACCCTACCCCCTCATCCTGCCTCAACCAGTCATGCAGAGAGATGCT A G 0.90 0.45 0.51 0.55 0.59 0.64 0.52 0.73 0.61 0.58 0.59 0.073 0.000 0.025 0.002 0.0011 1
rs1345493 18 41.38AAGCTGGCACCAGGCTGGGCCCTTGGAATGTTTTGAGTAATTGATTTCTTGG[A/G]AAAGACTCCAAGTCCTGGGCTACAAAGTCCTATTTGAACCCATTCTCCTAGCCGACGCT A G 0.21 0.26 0.23 0.15 0.09 0.32 0.16 0.11 0.11 0.16 0.15 0.003 0.000 0.000 0.024 0.0050 1
rs920783 18 42.15GAAGGAAGATGTTGGTTCTGCTGAGCTCCTCCTACTGAGAGATGGGAACTTGGA[A/G]CCCAGCAGGCTTATGTCTAGGCAACCCAGAACAGGCTCAAGGGTCTTTTTAATAATT A G 0.12 0.57 0.54 0.51 0.52 0.60 0.57 0.40 0.64 0.53 0.59 0.098 0.000 0.006 0.003 0.0019 1
rs545344 18 42.62ACTTTCCCTCCTTCTATCCATGGTGTTGGATTTGTCTGAGCTAAAATAAAATGC[A/G]CTCACTGTAACTTTGTGTTCCTTTCTAAATTCAGGTAATTTGGGGCAGCTGGACAGCAG A G 0.57 0.54 0.48 0.40 0.61 0.86 0.80 0.64 0.81 0.51 0.42 0.002 0.041 0.001 0.062 0.0016
rs2010834 18 42.81 GCACTTGCCCAGGAGGGCATCCTTGGGGTTTCCTCTCTTAAGCAGGCCCCG[A/C]ATGATTTCTCCCTGATCAAAGTAGGGGAGTGCCAATCTCCCTGGGCACACAAGGGGCG A C 0.38 0.51 0.40 0.34 0.54 0.82 0.80 0.64 0.68 0.47 0.38 0.003 0.060 0.006 0.062 0.0003
rs2137289 18 43.00 GGCAAAACTTTAGCTGTGCTCCAGATAAGAAGGAGGACTTGGATGAGGGGAGGC[A/G]CTCTGGACTAGAGGAACACGGTGTGCAGAGGTGGAGGGAGAGGGGTGAGAGTGG A G 0.93 0.53 0.64 0.70 0.50 0.23 0.57 0.54 0.50 0.57 0.67 0.085 0.000 0.001 0.074 0.0013
rs1434511 18 43.08TAGGAACTGACATGAACATTTACTACCATCAGGCATAATTTATATGATTACAG[A/G]TGATTAAATAAAATGTACTTGAGTGAACAGGCAATTTGTTAAGCACATCTAGACGCAGCC A G 0.64 0.49 0.51 0.52 0.36 0.68 0.55 0.28 0.39 0.48 0.51 0.015 0.006 0.007 0.028 0.0000
rs1502609 18 43.57 AATTACTGTAAGCAGAGGCAGGCTCCATCTCTGAATGAATGCTAACATTAACAGGTA[A/G]AAGTTTAAGAAAAAACATGACGTATGTTCAAAATATCTTCCTCAAAATACTTATTA A G 0.76 0.70 0.82 0.74 0.66 0.50 0.25 0.75 0.71 0.82 0.78 0.005 0.146 0.001 0.051 0.0034 1

rs1981 18 43.61TCAGTCCCCAAAATATTTTTACATCACTAGCTAATGGCTAGTTCCTCTAAGCTTGCT[A/G]AAAGGCTAGGAAGTCCAGAAATACCTTAAACGTGTTAACTTTAAGAAGAGTTGGTA A G 0.43 0.46 0.44 0.52 0.55 0.05 0.07 0.33 0.46 0.43 0.42 0.001 0.085 0.002 0.113 0.0001
rs1787190 18 43.61AGAATCAAAATTACAAAAGGGAGAGATACCTAAGAATCTGGCTTGTTTATATT[C/G]TTTAAAAGATCGCATTTGATTGAAGGTGGGTGCATATTTTTTATATCCACTCTTTCCCCAT C G 0.43 0.46 0.44 0.52 0.55 0.09 0.07 0.33 0.46 0.43 0.42 0.001 0.085 0.002 0.082 0.0001
rs1319951 18 44.66CACAGCCTTTGACAGGGAGTCAGGGGCCAGACCCTCCTTGTCACCCAACCCCAGTT[C/G]AGTTCAATAATTCTGTCTCAGAACTTAGAGGAGTTTAAGAGGGAGAAAATGTTTA C G 0.43 0.27 0.24 0.26 0.16 0.00 0.00 0.11 0.43 0.26 0.28 0.018 0.101 0.018 0.101 0.0007 1
rs1873191 18 44.72CACCAGGGTGGGAGCACTGCCAACAGTAGGAGCTGTAATTGTTCCCTAGCGGGGCAGGTTTTCCTC[A/G]GGGCTCACAGGTATGCGTGAAGGCCTGGAATGCCAGTGCTGGG A G 0.86 0.68 0.69 0.66 0.71 0.55 0.77 0.78 0.75 0.71 0.63 0.016 0.002 0.002 0.015 0.0013
rs521861 18 45.62ATTCTAACTAGAGCCAATGGCCAATCCACAGCCATCTGCTGGACCTATAAAATG[C/G]CCAAATGTCAACCATGTACTCAAGAGTATTATGGCCTACAGTTATCATTTAACTAGAAG C G 0.60 0.54 0.58 0.44 0.54 0.41 0.69 0.42 0.46 0.60 0.59 0.000 0.004 0.019 0.021 0.0002 1
rs2045531 18 46.34TTCCATTCATGGATCTGTGCCTGGGGGTTGATTAATGTCACCCCTGCCTGGGTT[A/G]AGGAGTGTCCACAACTGCTCAGTAGCCATTTACTGGGAGGTTACTGTGTGCAAGGCA A G 0.24 0.48 0.50 0.52 0.45 0.23 0.65 0.41 0.54 0.45 0.51 0.035 0.006 0.001 0.044 0.0008 1
rs1470325 18 46.53TCTGGGTAGTGTGGTTGCATGTGATCTCAATGGTGTGGCTGTTAAGGGCTAGAG[A/G]TTGGCATCTGGGAACAGATTAGAGTGGGAAAGAGGGTCTGGGGGTCTTCTCTGCAG A G 0.24 0.56 0.56 0.60 0.57 0.50 0.64 0.58 0.68 0.60 0.53 0.065 0.000 0.000 0.003 0.0002
rs1811455 18 46.54GGGAGATTTAGAACTGAGAACAGAGATTATGAAGCAAATCAAACCCCTAGTATGACT[A/G]TTGTGTAAAATCTGGGAATAATTTGTGTGCATTAGCATTTGTCTTAGCCAGCATTC A G 0.95 0.89 0.83 0.90 0.86 1.00 0.95 0.88 0.82 0.88 0.85 0.018 0.020 0.000 0.055 0.0000
rs1822459 18 46.63ACAAAAGCAAAACATCTGTACCACTCATTACATTACATCAGTAATTATAATGCAATGGGAGATGTCACCTACTCCATGGGCTTCA[A/G]TGTTTCTCCATGCATTTGGCTGTAATTT A G 0.79 0.42 0.41 0.54 0.50 0.68 0.00 0.27 0.39 0.43 0.37 0.083 0.170 0.044 0.037 0.0006
rs869224 18 49.23GTAACTGGCCAGTTAGTCTGTGTCAGCCAGTGCTGGGAGTCAGCAATAATCTC[A/G]CAGCCATTCTCTGCCTCTTTGACTTTCTAGTCCTTTTAAAATTCAGCCTGATGTGTCTTT A G 0.64 0.42 0.48 0.38 0.41 0.68 0.89 0.56 0.21 0.48 0.49 0.005 0.105 0.003 0.015 0.0001 1
rs1145315 18 49.94GCCAGGTCCTTATATGTGTTGACGGAGGTTCTCTGAGTTATATCACAGGAATGTTG[A/G]TGGCTTCAACACCAGTTCTTTTGATAGTTGAGGAAACTATCTCAAAGCCAATTCTGG A G 0.26 0.28 0.37 0.34 0.36 0.59 0.57 0.49 0.54 0.38 0.39 0.007 0.005 0.006 0.035 0.0000 1
rs1942569 18 51.00CAGAATTTGGCATTTCAGAACATGGCGTCTTGCATCGCTTTTAAATTGTTTCATGTGTACATA[A/C]AAGTTATGTCTTGCCAACTGGACTTTTAAACTCTTCACAGTCACTCTCCAT A C 0.83 0.53 0.44 0.56 0.50 0.45 0.68 0.47 0.46 0.43 0.37 0.068 0.018 0.000 0.000 0.0021 1
rs1792737 18 52.00TGCTTCATGGGAAAAGTCCCATGCAGAGTTAGTGAATTTGACCTTTGCCCAT[C/G]ATGGGGGCAGTCAGAGAACTTTATCTCATTTGTGCCTTTAGAGCTTACAGTTTTGGGACC C G 0.24 0.36 0.36 0.37 0.27 0.77 0.40 0.44 0.23 0.34 0.39 0.017 0.000 0.006 0.060 0.0001 1
rs917711 18 52.01AGCTGTCTGGGTTGACGGATCACTTCACTGGATGATCTACTGCTCTGCCCTCAA[A/C]CACTCAGATGGTCAGAAACAATTGATTCCATTCAGAGGAGCCTAACCAATGCCTTCTC A C 0.38 0.55 0.48 0.49 0.43 0.77 0.42 0.59 0.75 0.51 0.56 0.005 0.002 0.001 0.041 0.0054
rs1792723 18 52.02 GAGCAGAAAGAACACAATTAATGGTGAAGGACTTGTCCA[A/C]ATGATGAGAAAAAATTCACAATGTGGGCCCACTCTACATCTCTGAAAGGAAGAAGTCAGCAAACATCCCTAA A C 0.48 0.45 0.51 0.48 0.57 0.23 0.58 0.41 0.27 0.47 0.42 0.001 0.003 0.001 0.038 0.0064 1 1
rs2010962 18 52.10 TTATAGTTCTTAGAAAGGTATACATCCACCCTGGCATCATGCAGAAAAACTC[A/C]AATATTTTGGAAGACTGCTCAGTCTATCTGTTTCATCCAAACTGGCTTGAAGTAATGAGTT A C 0.71 0.47 0.50 0.39 0.64 0.73 0.25 0.53 0.43 0.55 0.48 0.018 0.033 0.001 0.022 0.0012
rs652437 18 52.34CAATCATATCAAAGGAAGGCAAGTTTGGGGGCAAGAAATCACTCAGAGATGCAT[A/G]TTACACTCCACATGAATTACCGGCAAAATGAAGGATGAAAGCTATGTGAAATAAACAA A G 0.88 0.54 0.56 0.59 0.38 0.68 0.19 0.61 0.68 0.55 0.51 0.060 0.079 0.015 0.009 0.0000
rs625628 18 52.35 GACTATAGCAATCATCTCATTCTGGCCACCTCCCACTTTAAAAGAATCTTTA[A/G]AGCCAATATCTAATTTCAAGGAATGAATCTCTTGCATTTGAATTTCAGGCATCAGGCTGGT A G 0.14 0.57 0.50 0.55 0.79 0.50 0.81 0.48 0.42 0.60 0.57 0.069 0.053 0.008 0.000 0.0004
rs663220 18 52.35ACAATTTGTTTAGAAATTTGAAATAGTTCCTTGTAACAAAGACACTCGATGGGAACA[A/G]TGAAATGGTTTAAGTATACAAGTGCTCAGAAACCTACAGCATTTGGGCAAAAAGTA A G 0.95 0.58 0.58 0.61 0.39 0.68 0.20 0.68 0.71 0.57 0.54 0.104 0.071 0.022 0.008 0.0001
rs732982 18 52.88TTATCCATAATAAAAAATCGATGTAATGCCCTACCTGTAATATAGGGAGAAATAAAAC[A/G]AAAGTCATTTATAATAAAGTAGTTCAATAAGTAAATACGCAGGCACAACTGTACTC A G 0.14 0.34 0.39 0.40 0.29 0.00 0.01 0.32 0.32 0.28 0.40 0.055 0.151 0.014 0.176 0.0000 1
rs13732 18 53.36AGCCTGCTCCTGAAATGGGAACAGACAGGCCAACTTCCCCTCTCCAGTCTCCCCTG[A/C]GGGTCAAAGCTTTACTTTCCTGTCATGTTAAGAAAGAATAGATTTAACCTTGATAA A C 0.10 0.47 0.48 0.54 0.50 0.18 0.05 0.19 0.54 0.42 0.45 0.101 0.149 0.053 0.054 0.0014

rs4941043 18 53.57CTTCTCTCTCTCTCTCTCTCTTTTTAAAACTGAACCTCCCACTTTTGGGCTTTCT[A/C]TGTCATTTCCTCGTGATTTAATTCAAGGTCTCTGTTCTTGCTGGAACATCACATAGGTGA A C 0.57 0.60 0.61 0.63 0.66 0.45 0.53 0.76 0.61 0.58 0.52 0.004 0.007 0.016 0.022 0.0045 1 1
rs1547869 18 53.74CTTATTATGCAACGTGTGAACAGTAATTTAACAATTCTCCCATTCAGAGATGTGTA[A/C]ATTTGTTTCTGTTTTTTCAATTTATCAATAATTTACTGGCACAGCCTTGCACCCCTGC A C 0.75 0.84 0.80 0.85 0.84 0.91 0.52 0.93 0.82 0.73 0.85 0.012 0.049 0.012 0.003 0.0016
rs734779 18 53.98CACTATTTCCCAGCTCAGATACCATCTTTTTAGGAGAGTACCTGCCATTGTGGAAAAT[A/C]AGGATAAAGGATAACAAGTTACCTCCTTAAGACAAAGTCATAGGAGAAATGGTA A C 0.57 0.50 0.50 0.40 0.48 0.68 0.28 0.55 0.57 0.50 0.45 0.000 0.044 0.000 0.011 0.0027
rs1864921 18 54.19GGGAGGAGGCCGGGAAAGGGGGGCAGTGGGGAGGGGGCACAAAAGGAGATTTTTA[A/C]AGGACTTGATCATTTACATTAAGCCACAAGGTCTCTTGCCTCTGGTGCCTGAAG A C 0.36 0.63 0.60 0.59 0.70 0.55 0.66 0.51 0.54 0.57 0.60 0.035 0.003 0.001 0.001 0.0007 1
rs3809976 18 54.35CCTGCAAAGTAGCTCTTTTGTAGATTTGATGGTAGCACCACTTAAAATATGATCCA[A/C]CTGCACTTGGGAAGGAAATTGGGAAACCTTTTCATGGGATGCACGAGGGAACCTC A C 0.48 0.23 0.19 0.28 0.27 0.32 0.16 0.27 0.14 0.22 0.28 0.055 0.002 0.009 0.011 0.0083 1 1
rs937816 18 54.61ATCCAAGCAATCTTGGGACAAAAGTAACAAGCTTTAAGAGTTCAGTAAATGCAAACT[A/G]TTGAGCATCTCTTCTACTAGACAAGGCTGCAGAAACCCTAAGGTGGGGACTTATC A G 0.06 0.40 0.30 0.30 0.32 0.27 0.51 0.49 0.36 0.29 0.38 0.053 0.027 0.030 0.000 0.0032
rs4643439 18 54.84TAAAACAGTACCGACAGATCACAACCCACCCAGGTACCTTGGATGTCCATACTCACA[A/G]ACATACGGCAGCAAATGTGTCCAGGGGGATCTTTCCAGCAGCACATCTGGTCAC A G 0.12 0.28 0.34 0.37 0.30 0.14 0.11 0.24 0.25 0.35 0.27 0.028 0.022 0.004 0.023 0.0048 1
rs721405 18 54.92CACAAACAGAATATTACCAACAATTCCTTCCAGGAACTTCTTAAAAATGTTCTCTGG[A/G]TGGGAGGAAAATTATTGATCCTGGAAAGAAGAAATTAGATTGAAGAATGAGTGGTG A G 0.60 0.84 0.85 0.85 0.71 0.41 0.99 0.82 0.79 0.85 0.77 0.046 0.037 0.000 0.110 0.0078 1 1
rs1943418 18 55.63CAGAGCTACATGAGAAAAACCCAGAAAAGGCAAAGCTGAGCATGCTCAGTTCCTC[A/G]TCCCAATGCTGGCAATCCGATCAGTCAGTGCTCTTCCCATTTGAAGAAGTTGGGCA A G 0.10 0.24 0.26 0.33 0.20 0.36 0.25 0.19 0.18 0.19 0.23 0.026 0.000 0.005 0.006 0.0021 1
rs1943422 18 55.64GCTTCATGTGCAATTCATGTGAATTACGATTAGATGTTTACTCACAAGAGGCTCTCCT[C/G]CCCCAGGCATATTTTAACTATAATCCTAATTTCCACCTTCACCCTCTTACCCCAGA C G 0.86 0.70 0.68 0.68 0.75 0.36 0.34 0.56 0.46 0.66 0.74 0.020 0.072 0.010 0.058 0.0023
rs1457486 18 56.11CCACTAAATTTATGGCCTTGACCTTCTTAAAATCCCTTTATCTTCCCACCTCCTCAT[A/G]TCTATAGTTATGACTTTGCTTCCTCATTTCTCACCCTACAAAAGCCATCTCAGCTTCT A G 0.62 0.67 0.64 0.76 0.79 0.82 0.70 0.52 0.79 0.72 0.70 0.000 0.006 0.009 0.029 0.0025
rs582970 18 56.31TTACAAGTCCAAGACACTGGTACATTATTATGTATCATTCTGACTCTCATGAACCA[A/G]GAATGGGCATTACCACACACAGAAACATCTGTGATTCTATTTGAGTTGAGAAGCATC A G 0.52 0.60 0.66 0.66 0.50 0.68 0.75 0.43 0.57 0.64 0.62 0.025 0.001 0.065 0.002 0.0016 1
rs931078 18 56.53AAAGACATTGGAGTGCCAGGAAGGATGGAATAATGAACCTGTTGTGAACTGTATTGATA[C/G]ATTGTCCTTGCTACAAGACAGGTAATACTAACATTTATCAATATCTAAGTCTGC C G 0.24 0.48 0.47 0.45 0.50 0.73 0.40 0.66 0.46 0.54 0.54 0.027 0.003 0.018 0.037 0.0019
rs1948617 18 56.82AATTCCTTACTGTGGTACCGACATTCTCCCTTAATATATTTCATTTGGCTCTTCTATA[A/C]AAACTAAATCTGACCTAAACCATATATTCAAACTCTCTCATTTGTCTCCTTAAAGCC A C 0.40 0.48 0.54 0.51 0.57 0.59 0.49 0.68 0.46 0.57 0.63 0.007 0.001 0.025 0.004 0.0031
rs955427 18 57.04AATGTCCTTGCCAGATGCCAGACCCTTGATCTTGGACTTCCCAACCTCCCAAACTGT[A/G]AGAAATAAGTCCCTGCTCTTTATAAATTAGCCAGTCTTCGATATTTCATTCTTGTA A G 0.60 0.24 0.25 0.29 0.32 0.14 0.66 0.29 0.36 0.32 0.33 0.067 0.096 0.002 0.005 0.0033 1
rs929525 18 57.25TATGTTGTTCAAGTACAGAGCAAGCCAACTCAACTTCTCCCATGACTTCAGCTCC[A/G]AAGAGAAATCGTGTTTTTCTACTGTAGCCACAACTTAATTTTCTTTTAGCTTTTGTCAA A G 0.69 0.73 0.75 0.79 0.68 0.50 0.48 0.76 0.68 0.76 0.78 0.005 0.031 0.002 0.038 0.0000
rs1943329 18 57.32TCTCACATATGTAAGAAGCTCAGAGTTGGTCATCTCCTTTTGGACATGATATCCTGA[A/G]CTCACAATTAAATTTAGTTCACTTTCATCTCCATGAATTCGTATTTTTACCAACTTAC A G 0.69 0.68 0.66 0.67 0.71 0.82 0.49 0.71 0.54 0.65 0.67 0.000 0.023 0.002 0.014 0.0000
rs1984372 18 57.56GCCACCGCGCCTGGCCACACCTCTGTTTCTAATAACTGCCCGATCCACACCTCTGC[A/G]CTGTTGTGAGAATCAAATAAACTATGTGAAATACTTTGTATGCTTATTTATCTCTTC A G 0.38 0.54 0.54 0.54 0.41 0.59 0.76 0.50 0.54 0.53 0.56 0.007 0.031 0.000 0.003 0.0006 1
rs1506330 18 57.97GGAAAGTCAAAAGAATC[A/G]TAAGTTAAACCATTGTTAAGCTGGGGACTGTCTGCAAACACTTAAAATGCTTAAGACAGTAAATTCTGTATTTTGCATATATATATATATATATTTTT A G 0.48 0.63 0.63 0.68 0.46 0.73 0.80 0.59 0.64 0.62 0.61 0.008 0.018 0.004 0.005 0.0004
rs884205 18 58.20TAGGGACAGAAAATACTTGCTTTAATAATATATATGCTGTTGATTTCACAAAAATTT[A/C]TTAAAATACAGCCTGGGTACCCAGTGAAAGAGCTGAAATGGAAATGGAGTATCATG A C 0.02 0.24 0.25 0.17 0.41 0.23 0.19 0.26 0.36 0.21 0.19 0.062 0.003 0.001 0.000 0.0009 1
rs624821 18 58.71GGGCATTGCAGGACACGTTCAGCTCTGCCAGGGTTGGAATACTGCAGACTGCCAG[A/T]GGGAAGTCCCCTAAATGATTATTGGAAAGGTTAAGACTCTTCAACTTGGTGAACCT A T 0.48 0.59 0.64 0.57 0.75 0.36 0.51 0.46 0.61 0.66 0.60 0.014 0.010 0.019 0.035 0.0004 1
rs1472948 18 59.24CAGAATCAATTATCATGGGTTAAGGAGTTCTTCCATTACCTTTGATGCCTCT[A/G]TCAGGCACTCCAATAACTGCTTGTTCAACAAACTACCGGAAGTCCACGACGGGGACTCAA A G 0.38 0.48 0.43 0.52 0.38 0.82 0.82 0.72 0.46 0.48 0.47 0.000 0.109 0.041 0.101 0.0006 1
rs715351 18 59.40CCCATGATAAGGCAGGGGGGTAGGCACAAGAATCTCCACGGGCCTCAAGTTCAA[A/G]CAGTGCTCTCAGATCCAACCTTAGCAATAATTAAGCCGAGACTTGAATCCTTATCTG A G 0.57 0.27 0.28 0.32 0.27 0.77 0.53 0.38 0.29 0.30 0.26 0.035 0.036 0.001 0.117 0.0003
rs1015416 18 59.72CTTATTTCAAAGGGCTGTAAATATTGAGACATGGCACGGTTCCTGGCCCATAGTA[A/C]GAACTAAACAAGTGTTTTAGAATTATGGTTGTCATTACCATTGTTGTCCATCTTACTAA A C 0.36 0.79 0.78 0.70 0.73 0.64 0.45 0.66 0.64 0.78 0.66 0.090 0.024 0.004 0.005 0.0061
rs1944268 18 59.80CCCTGAGTGACCACATCATTCAACACGCTGTACAGAGCTCCTCCCCAGTCCCA[A/T]GTGTGGTTATTCGGCTGCCTCCTGCTGAGGTAGCCTCTCAAATTCTCTTAAATTTGCCC A T 0.18 0.22 0.29 0.37 0.32 0.55 0.55 0.48 0.14 0.42 0.40 0.014 0.030 0.020 0.035 0.0117
rs1529340 18 59.82 ATTTCTCAAGTTCTCTAGGGCTTTTTTCCTCTTCTCTATACCGCTTTTATTTT[A/C]TATCAATTCAACTTACTGAGAGGAATTTTCAAGGCTTTTTTTCTTTTCAGCAAGCCTGTTAG A C 0.40 0.35 0.35 0.37 0.36 0.50 0.00 0.27 0.39 0.49 0.49 0.003 0.123 0.002 0.018 0.0143
rs1460967 18 59.83GTCACTTTATTTGAGATAAGCTAACTGAAAACCACATTTGGCAAAACACTGCTGTTC[A/G]TTTCCAATCTAAAAGATTTTTGTCTTTTAGTAGGGAAATTACACTTAGTTTGATTATA A G 0.38 0.35 0.35 0.37 0.36 0.50 0.00 0.26 0.39 0.49 0.49 0.001 0.123 0.006 0.018 0.0143 1 1
rs1517162 18 59.95 TACAATTTCTGTGTGTTTTAAATCTCTTATTTTAAGTTCTGCCATTCTGCCAATCAAAAGAATAATCATTATCATCC[A/T]CCTGTTCTACCTTTTCAGTTACCCAATCAATCAATAAT A T 1.00 0.75 0.72 0.63 0.66 0.82 0.89 0.63 0.50 0.70 0.74 0.135 0.028 0.001 0.016 0.0016 1
rs565973 18 61.23CATAAAGCTGGTGACACTCTAAGCCTAAGCTATAATGCCTCAGGGCCAACCTGG[A/C]AAACAAAAGTACAAGCTCACACTGAGAACCATGTTCTGCATTCCTTACTTCTGAACTG A C 0.38 0.59 0.55 0.59 0.39 0.82 0.55 0.63 0.46 0.51 0.54 0.016 0.000 0.002 0.039 0.0006 1
rs978418 18 61.91TTCCCCTTTCTTTTTACATATTGTTAAGAACACAATATCATTCAGCATTATCAGA[A/G]TGATTCCTTCAGGGTTTCTCCTTGAATTATAACTGCAGGTGACTCAGCTGACTCATTCTA A G 0.23 0.60 0.63 0.59 0.64 0.59 0.55 0.56 0.54 0.57 0.53 0.087 0.005 0.007 0.001 0.0034 1
rs923641 18 62.08 TGAAACAAAAGAGGGGAATTTTTATGCAAAAGAAGGCAATAGGTATGTCAAAACA[A/G]TTTTACAGCTATTAACATACATAATGATATATGATAGTACATAAAAACAACAAGTAAA A G 0.10 0.35 0.36 0.35 0.39 0.00 0.52 0.31 0.27 0.38 0.33 0.056 0.014 0.000 0.140 0.0006
rs531162 18 62.33ATGCTTCAAATAGAGATATAATTCCTGAGTCCCAAAATTTGCCTAAGGGTATGCTGA[A/G]CTCCAGAAGATGTCACCAAAGTAATGTTTTTTCACCATTTTCAAGAGGGCCATATA A G 0.19 0.29 0.26 0.29 0.20 0.45 0.44 0.13 0.39 0.17 0.23 0.010 0.004 0.013 0.013 0.0014
rs1157329 18 62.79 GAGCAAGGGCTAATACTGAGAGTATTGTAATTAGCTGAATGAATGGGTCATCGTAGACAGGAGTGTCCAAGCTGGAGCATACACAGGGGGCTGGGTCTTA[A/C]AGCTCATCTT A C 0.48 0.70 0.65 0.62 0.63 0.36 0.54 0.49 0.50 0.67 0.61 0.008 0.001 0.009 0.025 0.0002 1
rs664144 18 64.08ATAAAATAAATTAGATCAGCCAATCAGTTCATTTGGAAAAGGTTTGATAATGGTGCT[A/G]TGGAATGGCTTATTTGATAGATACCCATATCCTAAGTTAACTAAGAATATATTCTAC A G 0.67 0.34 0.35 0.37 0.39 0.45 0.38 0.53 0.21 0.38 0.34 0.054 0.002 0.020 0.007 0.0000 1
rs593418 18 64.08AAAGGGGGTGATTACACAGTCATCACTGGTCTCCAACTGTCCCAGAGAACTCT[A/G]CTGAGGTTACTTAAATTAACCTTTGCTGGAATAAGTTTGGTTAATATGCTACCTCCAGAG A G 0.45 0.38 0.38 0.37 0.50 0.45 0.14 0.21 0.46 0.37 0.33 0.007 0.034 0.010 0.009 0.0000
rs2032245 18 65.01 GTGAAACTTAAAGAATTTTCATTGAGTAAAGACACTCATAAACATAGCAAGGGAATA[A/C]AAAATGATATCATTGGTAAAGCCTTTTAAACCTTTCTCTCTGCCCCTTTCTAGTCAT A C 0.76 0.79 0.81 0.82 0.77 1.00 0.99 0.84 0.86 0.70 0.79 0.002 0.059 0.000 0.080 0.0000 1
rs1539964 18 65.77GAGCTGAGACCTGCTGGATGGGAGAGG[A/G]ATAAGAGGTGAGGAAACTCCACGTGCAAAGGCCCTGCCCCATTAGAGCATTGTCCTCAAATTACACAATGTAAGTTGGATGAG A G 0.17 0.60 0.56 0.59 0.55 0.86 0.71 0.63 0.54 0.43 0.57 0.095 0.127 0.013 0.094 0.0000 1
rs1942399 18 67.49TTAAGTGATGGAAAGAGGCAATTGGGTATGAGTGAAGTATTAAAGTGCTTTTGT[A/G]TGAACCTATTGATTACACATAATAAATGTGTAGATGGGCTATTTACTAATGTTAGCTGC A G 0.50 0.51 0.47 0.39 0.36 0.55 0.46 0.54 0.50 0.45 0.45 0.000 0.002 0.000 0.001 0.0002 1
rs1394984 18 67.63ACCAGACGAACTAGTTGTGGCCATAATGGGACGTGAGGAGTCAGAGATGTCTCACT[A/G]TAACTTCCTCCTTTGAAAATTTAGGCACAACTAATCAGCACTAACATAAAAATAAA A G 0.69 0.68 0.65 0.61 0.63 0.86 1.00 0.54 0.81 0.64 0.70 0.004 0.170 0.003 0.050 0.0037
rs1943664 18 68.69TACTATGTGCATTTGAATTAGAAGGGCTTGTACCCTACGCCAATTCTTTTTAGG[A/G]TTTTGGAAGTCCATATGATCTTTCATTGTTAGGAAGCTGCAAGCTGAGAAATAAAACCA A G 0.40 0.65 0.61 0.66 0.64 0.36 0.41 0.65 0.75 0.70 0.77 0.017 0.032 0.000 0.031 0.0174 1 1 1
rs1430553 18 69.60CGACTGCCTGATCAAATGCTGAGGTCCTATACCTGTGTGGAATCTGAGGGCAGA[A/C]TGAGTGACTTCAGAGTCATTGGCGCACATTGAACAATAATGTTCAAGAAAAATACAA A C 0.67 0.64 0.63 0.68 0.54 0.75 0.86 0.61 0.65 0.66 0.72 0.002 0.044 0.000 0.015 0.0032 1
rs1943919 18 69.80TGTGCCCTACTCCTAAGAAAAAATTATCTCACAGTATAATGTCAGGATTGCAGGCACTGGGTTGTAGCTTCCTGGCACTCCACAAAACACCCTACA[A/G]AAAACATTTGTCTTCT A G 0.74 0.34 0.35 0.49 0.39 0.23 0.76 0.53 0.36 0.38 0.41 0.104 0.125 0.020 0.002 0.0047 1
rs2850510 18 69.81TGTCCCACACTGGTTGTCAGAGTAGGGGGTGGGCACAGGAGGGGAGGAGTATGCTC[A/G]GGTGACTATTTTCTGTCTTGTGAAAATAAATGAGGATCACCCAAATGAGAACAA A G 0.52 0.93 0.93 0.95 0.96 0.91 1.00 0.85 0.96 0.89 0.92 0.092 0.031 0.007 0.000 0.0000
rs1539978 18 70.00GCTCATGTTTTTTAATGAAGGGAAACGGCTTTAAGTTTTTGTAAGTCTTTGGTAAC[A/G]ATGGGCTAAATTTCCCCAGCAGTATTTCGGAAGACCTTCTTAACTTGCCTCATTACTC A G 0.38 0.52 0.47 0.40 0.54 0.00 0.45 0.24 0.35 0.51 0.42 0.007 0.001 0.050 0.237 0.0016
rs734559 18 70.33TTTTAATTTGGGAAATGCCTTGCTTTGCTCCCTGAGGGAGCAAATTTTGATTTGG[A/G]AAATTGTCAGGCCTTGTAAATGCTCTTTGTTGAATTTACTGTCACATGATAAAAATAAG A G 0.14 0.20 0.28 0.23 0.23 0.32 0.46 0.23 0.14 0.21 0.13 0.023 0.008 0.011 0.000 0.0237 1 1 1
rs8090565 18 70.51TGTCAAGACGACCTTAGATGGGGAGACCTATGGGCTTTACAATTGGAGTAGAATCC[A/C]GGCCTCAATGAGCTACAAGCACACTTGGTCATGTCGCTTATCCTAAGTCTGAGTTT A C 0.43 0.59 0.58 0.65 0.48 0.73 0.85 0.69 0.71 0.62 0.51 0.012 0.054 0.009 0.020 0.0050
rs999647 18 70.70 TTTGTAGGAAAGTAGAAAGATAATTAAGGAGGAAGCAAATCTTTTCATGAGAAAGT[A/G]TAGGATAGGTTTCACAGCGTTGTCCTGAGAAGGAGAATTGCTTGATATTGGAATAG A G 0.76 0.38 0.40 0.44 0.38 0.50 0.72 0.68 0.32 0.49 0.52 0.069 0.050 0.028 0.005 0.0055
rs906507 18 70.89AGATATGAGGGCCTGCTATTTGCA[A/G]GCATATATTTGCAAATAACATATTTTGCTTGTGAACAGTTATGATTCCTAAAAACTGAAAAAATTAAATTGGAGGGTGGGAAGGGGCAG A G 0.93 0.90 0.82 0.88 0.89 0.82 0.74 0.78 0.89 0.90 0.87 0.014 0.003 0.001 0.000 0.0019
rs1866730 18 71.05GACGGTGGGGAGCGCGGGGAATGGAAAAGCCAGAAGGTCTCGCAACAACCCGGT[A/G]TCACCTGAATGTCTGCAAAACGTGCCGGCAAAGGCAGCCATGCCCCCACCCCGA A G 0.48 0.51 0.53 0.51 0.52 0.45 0.32 0.42 0.64 0.54 0.53 0.000 0.020 0.020 0.005 0.0003
rs872994 18 71.30GGTCTGATCATACAATCTTCTGCACTTTCCATGGCATGTCTGGAGAGTGTTTGGCC[A/C]GCCCAGTGTGGTAATCCCTGCCTGCTGGGACGGCCTTTCCTTCAACTATTCATGTT A C 0.29 0.43 0.38 0.23 0.41 0.00 0.18 0.41 0.32 0.31 0.35 0.002 0.021 0.005 0.134 0.0001 1
rs1943193 18 71.61AAGGGCTGAAGTCGGGCTGAAGTCAGGCAGAAGTCTTAGCTCCAACCATCCATCC[A/G]CAACCGTGGGACTGGTGACTCCCCAGGATGGTCCCAACTTCCTCCCCTGTCCCA A G 0.45 0.68 0.60 0.57 0.50 0.91 0.70 0.66 0.46 0.58 0.64 0.004 0.004 0.004 0.078 0.0051 1
rs744148 18 71.72GTTTAATGAGTAAAAAACAAACTTTGCTGT[A/G]TTTTGTGGCTGTTCGTCTTTCTCTCTACTCCCTGTAACCTAGCCTATCCAGCTACTCAACAGAACCATTGTAAAGCCAGATTTA A G 0.90 0.55 0.62 0.48 0.61 0.68 0.60 0.48 0.61 0.52 0.54 0.043 0.007 0.037 0.000 0.0025
rs2042717 18 72.32 GTCGCGATGAAGGGAAAAGCTGGATCACATATGTACGTCTTAGGATTCCCTCCC[A/G]TTGGTAGATGTGAACCAAAACTTAGGATGTGAGCTTTCTGGCACCTAAAACAAAAAG A G 0.55 0.53 0.62 0.56 0.82 0.77 0.85 0.41 0.50 0.61 0.59 0.001 0.034 0.019 0.013 0.0003 1
rs953830 18 72.49TTTTATTACTTCAAGTGAAGTGTGGATATCTCCCTCCCATTAGTTTGTGTTACCTTC[A/G]TCACTTAAAAAATAATCAACATGATTTATACAACACAGGAGGGGAAGGATAATCTTT A G 0.12 0.34 0.31 0.28 0.34 0.14 0.14 0.11 0.36 0.24 0.32 0.015 0.011 0.023 0.008 0.0004
rs552139 18 72.73TTCAGCGAGATTAACTCCTAGCCCTCGATAATGTCAGTGATCCTGGGAATTCCA[A/G]GCTTTCCCATAACTGATCATGCGTGCAGCTTTCTGTGGGGACCACAGGGGGTCCTGG A G 0.81 0.65 0.66 0.57 0.57 0.55 0.48 0.58 0.77 0.71 0.66 0.008 0.026 0.006 0.013 0.0001
rs470473 18 72.89 ACAGGATTTCCCTCTGAAGATTAATAGATCTAATTCCTTGATTGCATAATACATAC[A/C]TTATTCACTGGCCTGTTCTGGTAAATAATCAGTTCATTTGCTAGCATTTGGAATTAAA A C 0.69 0.27 0.24 0.29 0.29 0.73 0.67 0.32 0.07 0.30 0.38 0.078 0.072 0.000 0.100 0.0100 1 1
rs1893828 18 73.08GCCCCTCCACCCCATGAGTAGGGGGACATCTGGGGATGAATCTGCTTTACCATAGA[A/G]TGGTGAAACAATGTTTCTCGAAGGTAGGGATGCTGGACAGATAAATATGTACTTG A G 0.88 0.76 0.75 0.79 0.80 0.68 0.32 0.69 0.64 0.84 0.83 0.015 0.088 0.000 0.002 0.0035
rs1944566 18 73.20CTAAGGACGTTCTTAGAATAAGCAACTTTGAAG[A/G]AAACCAGAAGTTGGGCTAAAGTAGGTAGTTACCAGGTGGTGGGAACGGGGCCTTTACCAGGCACTTAAGATGCAGAG A G 0.79 0.82 0.87 0.83 0.88 0.55 0.57 0.53 0.68 0.85 0.78 0.008 0.081 0.056 0.083 0.0090
rs1472672 18 73.57TTGTGATCTTAGCAAGTGAATCTAATTATCTTTCTTTGTCTCAAACACCTCATCTCT[A/G]AAACAGGAACATAGCACCACCTAATTCACAGGTTTGGGGAGTACTAAATGAATTAAT A G 0.48 0.76 0.75 0.72 0.84 0.77 1.00 0.82 0.79 0.76 0.77 0.043 0.090 0.001 0.000 0.0005 1
rs1866338 18 74.40AAGGCTTTCCAATTTTGATAAACTGTACTGTGCATTCATGCCTGTTCATTTGAGTGACTGCAGATCTTAAAAGAATC[A/G]TTTTCGGAAGACAAAAATGCATGTAAAATAAGGCTG A G 0.19 0.52 0.43 0.44 0.52 0.50 0.60 0.34 0.54 0.35 0.40 0.018 0.054 0.001 0.016 0.0004 1
rs1075470 18 74.77TGCACTGTCATCGCTTGTCAGAGCAGCTCGTCCATGGGTTGGACACCCTCATGTCC[A/G]AGAATTCCGGAACATGCACACACATCGCCAAGAGGCTGAGCCAAGTATCATTTTA A G 0.38 0.66 0.68 0.72 0.63 0.45 0.42 0.47 0.71 0.71 0.58 0.056 0.063 0.061 0.035 0.0030



rs1616169 18 74.96AATGAAATAGTGGTGGTGACTGTGACTTCTATTCTCAATTGGGAACATCAGGTCAATT[A/G]AGTAAGGATATGATTAGGATTCAGACGAGGGCTGAAAAAAATGGGAAAATTTGG A G 0.55 0.68 0.67 0.66 0.66 0.36 0.76 0.53 0.68 0.67 0.66 0.009 0.002 0.037 0.058 0.0001
rs503347 18 75.59ACCCTTCCTCTACCACTGGAGCAGCCAATGCCCACCTAACACACTGACGCGCC[A/G]GAAATGGCCAGAGATCTCGACACCCCTCACTCAAAGGCCCCCTGACGGGCTGCACTT A G 0.55 0.53 0.54 0.61 0.59 0.23 0.53 0.55 0.68 0.63 0.66 0.000 0.000 0.001 0.056 0.0121 1 1 1
rs1805272 18 75.89AAATTTCCATCCTCTCCTCTTAAATAAGACCCATCTGTATACCATTCTATTTTAGC[A/G]TGATCCAGTGGCATCTCTTGTAGGTCTGTCCTGGAGGTGAGAAGTCAGTCAGTCATC A G 0.74 0.47 0.57 0.60 0.59 0.30 0.13 0.32 0.46 0.59 0.52 0.019 0.095 0.041 0.029 0.0014
rs1020382 19 0.22GGGACCGGCCGGCGCTGCGGAGTCGCCAGCGCTTTCATTCGTGTTGTAATAGCTCATTTGTCTCACAGCACTGAAGTAGTTGAATCA[A/G]TATGGAAATATTTAGCAATAGGCA A G 0.81 0.52 0.64 0.58 0.61 0.18 0.38 0.41 0.46 0.68 0.56 0.040 0.032 0.013 0.080 0.0040 1 1
rs7256434 19 0.27TTTCATGGCATGTTTTTCCAGGTTTGCAGGGTGTTTTCTTTCAACACTTGAAAA[A/G]TTTCACTCCATTGCGTTTTGGCTGTCATCGTTTCTGTTGAGAAGTCAGAGGACGGTCTT A G 0.79 0.91 0.93 0.91 0.86 1.00 0.74 0.95 0.96 0.89 0.92 0.019 0.036 0.004 0.027 0.0000
rs2012035 19 0.35GGTGTTACTCCTCCTCCTCGGATGGGAGAGACCCACTGGATCAGTGTTCTGTCA[C/G]CTTAAAAAATGAATCAGCCGGACGTGGTGGCTGACGCCTGTAATCCCAGCACTTTGG C G 0.12 0.52 0.58 0.62 0.59 0.19 0.11 0.41 0.50 0.65 0.55 0.120 0.112 0.008 0.078 0.0002
rs731714 19 0.35GGAGTGTGCGCAGGCCCCTTTGCCTTCTGTGCCTCGGTGTTTCCATCTGTG[A/G]ATGGCAGTAGGCAGCGTCTTGCTGAGGATTCAGCGGGTCCTCCCGCCCACCCACCCACG A G 0.87 0.42 0.37 0.30 0.38 0.38 0.34 0.41 0.40 0.32 0.38 0.135 0.004 0.002 0.000 0.0001
rs351111 19 0.80CTCGGTGGCTCAGGTGTTTCTGAACAACTACGACGCGGAGAACAAACTGAACGAC[A/G]TTCTCCTCATCCAGGTGGGCGGGCAGGGCCGCGAGGGCTCGGAGGGGCACGGC A G 0.64 0.38 0.47 0.55 0.39 0.41 0.72 0.43 0.32 0.46 0.42 0.015 0.043 0.000 0.000 0.0002 1
rs757228 19 1.05 TGACTCCAAGAACTCAGCCTCTAGGGGCTGGGCGGGAGCAAAGCCATGTGAACAG[A/G]CTTATGCAAGACCAGGATTCGGCCAGCCCTGCTCAGGGATCCTTGCTTCACTGC A G 0.48 0.46 0.52 0.63 0.45 0.36 0.45 0.56 0.32 0.51 0.53 0.001 0.005 0.000 0.015 0.0008
rs266805 19 1.33CACGTTTGCGTTTGGACCTGTCTGTGCGTTCTCCTGCGTGGCAGTCCTGATTTCCAT[A/G]CTTCTGGAGAATCCATTTCGTTAACACTGAAAGCCAGTTCTCTTTTCCTGGCAGT A G 1.00 0.63 0.78 0.70 0.66 0.61 0.71 0.67 0.61 0.83 0.83 0.104 0.001 0.002 0.007 0.0027 1
rs197198 19 1.46GCTTCCAGGCAGCTCTGAAATACGTCCCACCTGTGCAGCTATGTGACTCCCTCCC[A/G]CACACGCTTAAGACACCTCTGCATGCAGTCAAAGCCACTGTCACAAGCCGGCAGG A G 0.40 0.58 0.55 0.50 0.64 0.55 0.94 0.43 0.50 0.57 0.45 0.006 0.142 0.004 0.001 0.0016
rs1875960 19 1.49AGCCACTTCTCCCTCTTTTATGATGAGTTTCTGGGGTTGATAACCGGAACTTGGAAGT[A/G]GAACTTCATGCAGAATCATGCTGCTGGCAGGGATTCCAGAGAATACATGCCCC A G 0.43 0.32 0.28 0.33 0.32 0.05 0.39 0.26 0.29 0.24 0.31 0.036 0.036 0.008 0.019 0.0019
rs887270 19 2.50GAACTAAAGGAATTGGAGCAGTGGACCTGGCCTGCAGGGGGCACGGGAGAG[A/G]TATCTGCTGAGTCGCTGAGTAGGGGGAGCTGAGGATCAGGGAGGCGTCAGTGGTGGG A G 0.86 0.52 0.55 0.56 0.59 0.82 0.79 0.71 0.61 0.57 0.53 0.049 0.015 0.006 0.029 0.0003 1
rs1688128 19 2.98TCTGAGAGGGGAGACAGCCCAGTCCACTGGTGATGGCAGTAGGAACACAATTCCC[A/G]TCTGTGGAAGTTTGCTCTGTGTAGGGAGAGGCTGACAGCGTTCATGCACCATCTC A G 0.36 0.55 0.54 0.60 0.61 0.77 0.47 0.57 0.64 0.49 0.42 0.019 0.009 0.001 0.028 0.0087 1 1
rs306048 19 2.99TCTGGTCATTGCAGCAACCCCATCACCCACACCACGTGTAACCCCTCTGTACC[A/C]AGTTGGGGGTTCACCCTCCTAGGATCGCCGTGGACTCCCGTCTCTATCTCCACCCTCC A C 0.67 0.45 0.51 0.37 0.52 0.32 0.15 0.47 0.39 0.53 0.58 0.016 0.068 0.000 0.015 0.0029
rs4900 19 3.07GTTGAGGAAGAGGATGACGGAGGAGTTCTGGAACCAGGGGTAGGTGATGAT[A/G]GTCCGGAACAGGGCTTTGCTCTCCTCCATCCGGTTCTGGCGGGAGCGAAGGCAGAGG A G 0.29 0.46 0.45 0.43 0.46 0.45 0.33 0.45 0.36 0.41 0.46 0.009 0.007 0.000 0.000 0.0005

rs1715093 19 3.51AGGGTCGTCTCGGGATTGTGGGGGAGCTCCCCAGGACTTGTTAAAGGGCAA[A/G]GTGAGTCCTTAGCCACCAGCCCCAGACTTGGGGGTGAAATACAGAAGTGGGTGCCATT A G 0.48 0.47 0.59 0.60 0.50 0.18 0.09 0.48 0.29 0.50 0.48 0.009 0.152 0.007 0.090 0.0066 1 1 1
rs2108389 19 3.54CAGCCGTGTGGACCTGGGTTTCTGAGCTGGTCTGAGTTCTTGAATAGGATTTG[A/G]TTTGGGAGCTGTCTCTGAATCCTGAGCTGACTGGGGTTCCAGAGCTGGGCTGCTTCAT A G 0.14 0.42 0.48 0.34 0.41 0.82 0.88 0.63 0.61 0.46 0.45 0.062 0.087 0.018 0.071 0.0005
rs2052059 19 3.75GTGTTTTCCTCCTACTCTCCTGGGTAATTAGAGGTTTGGCTGACAGTATTGT[A/G]GGTGGATACTTTTCTTTTGCCCAATGTTTTCCAGCTTCTAGTCTTGGGCAGCTGAATGATC A G 0.50 0.41 0.43 0.44 0.52 0.27 0.06 0.38 0.32 0.45 0.52 0.005 0.108 0.002 0.013 0.0044
rs352500 19 4.14 TTTTTTCCCCAAGCATTCCTCAGAAGTAGTAGCCACTGGTAAACCAAGCCATAT[A/G]ATTGCTTAATTTCCAAAGCATAGTTATATTTAATATTTAAGTAAATCTTTCAAGAAGTGT A G 0.60 0.52 0.50 0.50 0.61 0.45 0.06 0.51 0.46 0.49 0.48 0.006 0.132 0.002 0.002 0.0001 1
rs243404 19 4.34ATGCCACAGGGGACCGCTCACTGCCAGGCTGTGTGAAAATGCAGAAACTTGGA[A/G]ACTCTAAATGTCCACTGGCTGGAGAACGGATAGACACACTGTGGAATAACCACGAGG A G 0.17 0.21 0.27 0.28 0.38 0.55 0.74 0.29 0.29 0.27 0.28 0.008 0.099 0.000 0.035 0.0002
rs741923 19 4.40CCCCATCCCTCCTGCTCTCGCAGCCCCATGATGGACGTTCTGGAACCACTCCC[A/G]GGCCTCATGTTTACAAAGAGACCGAGAGGCCCATCGTCCAGGGTCACAGGGATGGC A G 0.29 0.51 0.40 0.43 0.39 0.36 0.09 0.46 0.61 0.42 0.40 0.007 0.065 0.001 0.000 0.0006
rs8887 19 4.45ACCAGCAATGCTAGAAAACCAAGCCAATAAAAGTGATTTCTTTTTTCATTAAAAAACC[A/G]TTTATAGTCATTTCATGTTGGTTGGAAATCACAGAAATTAGGCAGGAAAAAAAAAC A G 0.71 0.39 0.45 0.48 0.54 0.77 0.29 0.59 0.39 0.49 0.47 0.048 0.010 0.019 0.060 0.0009

rs753842 19 4.93CCCAGACATGCTGCAGTCCTGAGTCCCGGCTGAGGGCACAGCCCATTTCCATCCC[A/G]CCATGATCAAGGGGTCCACAGCACCCGTGGGTAGTTTCAGGCTGGCTCTGTGGTC A G 0.02 0.28 0.31 0.35 0.30 0.50 0.31 0.36 0.39 0.24 0.21 0.073 0.000 0.004 0.027 0.0052 1 1
rs1862508 19 6.58GAAGAAAAACGGGAATAAGACAAAAATCCGAAACAAGGCAAGGAAGGAGAGAAAC[A/G]GAAATACGGAAGAGGCAAATAATTCCTCCAAAAAATTCAAAATGTATGAAGAATTGC A G 0.38 0.51 0.46 0.48 0.39 0.39 0.79 0.68 0.57 0.45 0.41 0.005 0.068 0.012 0.003 0.0004 1
rs966591 19 7.03TGGAGAGAAATCCTATGAGTGCAGTGATTGTGGAAAATCCTTTAATGTTCTCTC[A/G]TCCGTTAAGAAACACATGAGAACTCACACTGGAAAAAAACCCTATGAATGTAATTATTG A G 0.38 0.59 0.64 0.63 0.64 0.50 0.44 0.61 0.50 0.68 0.62 0.019 0.005 0.003 0.001 0.0005
rs1035941 19 7.15TACAGCATCCCAGAGCCATACACACAGTAGGTGCATAATAAATCTTGTAGGAAA[A/G]AAAAAATGCAACGGAGGGGCGGGGATTAGGTGACTGTCCCTTTATCACAGCAGGAG A G 0.19 0.26 0.33 0.27 0.20 0.32 0.31 0.32 0.29 0.29 0.25 0.013 0.001 0.000 0.000 0.0031
rs1015956 19 7.35GGTTTAGAAAGCAGTGCTATAGGTAGGAAGGAGAGACTTGCCAGGGCTGGTGGCGCTTACCCACCATGGC[A/G]GGGTGGAGGCTGCTTATCTGTGGTGTGGCCCGTGCCTCA A G 0.76 0.75 0.71 0.65 0.84 0.86 0.72 0.69 0.64 0.72 0.68 0.002 0.000 0.000 0.015 0.0006 1
rs542419 19 7.54CAGAGCCAGACCCTATCTCAAAATAAAACAAAACAAAATCAGAGAGAAAGAGAGAGA[A/G]TGGGAGTTATCTCAGGGATCTTTGCTTCGTCTTTGGAGCTTGATGTCATTCGACA A G 0.64 0.38 0.36 0.43 0.41 0.41 0.25 0.44 0.29 0.46 0.33 0.050 0.005 0.015 0.007 0.0001
rs1044250 19 8.34GCGTTGCCATCCCAGTCCCGCAGCTGCACGGCCAGGCGGCTGTTGCGGTCCCCC[A/G]TGATGCTATGCACCTTCTCCAGACCCAGCCAGAACTCGCCTGGAGTGGGAGAGG A G 0.24 0.32 0.31 0.36 0.38 0.00 0.26 0.21 0.43 0.22 0.30 0.002 0.001 0.006 0.123 0.0000 1
rs13535 19 9.32 TGGATATAAATGCACGTCCTCTGGCTGTAAGGAATGTGTTGAAACCTTTC[A/G]CTCTGCCTTATACCTTAATATTCAGCTGTGATCTCACAAGTGTGAAAAAT A G 0.24 0.41 0.40 0.37 0.43 0.50 0.48 0.42 0.46 0.35 0.44 0.012 0.005 0.006 0.010 0.0024 1
rs280521 19 10.33GAAGGTGGTCCAGGGGGACTATCAGGCCACCTGGGGCCACTCTGGACCCATACCC[A/G]GGAACAATGACACTCATTACCTACTTAGAGGGCACACACACAGCTAGGACAAGT A G 0.31 0.12 0.15 0.13 0.30 0.00 0.00 0.14 0.18 0.18 0.17 0.011 0.070 0.004 0.070 0.0003 1
rs714307 19 10.70AAAACTGAGTTGAAGCTGGAAATCAAAGGAGAGAGCCCTCAGCTTGGCCAGGTCCAGAGGGACAGCA[A/G]TAGCGCCACCAGCTTTACTTCCCTCTGCTCAGACAGCCTCCCT A G 0.88 0.65 0.58 0.63 0.66 0.91 0.98 0.68 0.64 0.59 0.62 0.078 0.191 0.012 0.125 0.0007
rs892011 19 10.88GAGCTTCTGGGTGGACTTGGGCTTATTTGCCAGAGCTTTGACTCCTGGGCC[A/G]GTGGGCGTGTGCTTGAGAGAGCTTCACCAAGCTGCCCTTTGGTGAGGAATCCCCAGGC A G 0.26 0.30 0.31 0.28 0.29 0.50 0.29 0.30 0.27 0.29 0.35 0.005 0.006 0.004 0.006 0.0005
rs1529729 19 11.02TGCGAGGCGGGGACTGGCCTTTTACACGACGAAATGAGAGCACTGTGACAAA[A/G]GGTGTTATACATGGCACCACCCAGAGCATTTCCCAGTGCCAGGGGAAGATGAAAAGG A G 0.76 0.62 0.51 0.59 0.50 0.70 0.42 0.52 0.57 0.52 0.59 0.021 0.013 0.000 0.007 0.0014

rs6887 19 11.33GGTGGGAAGGAGCGGCCGCTCTTGCTGAAAGGTGGCTGGGAGAGGTCCTGGTCA[C/G]AGTCGGAGTCAGAGTCCCAGGAGGGGAGTGGAGGGCTCAGGCACTGGTGCCCC C G 0.50 0.56 0.48 0.49 0.43 0.59 0.71 0.63 0.68 0.53 0.55 0.000 0.022 0.017 0.005 0.0017 1
rs313624 19 11.41TTCCAGGCTGAAGGAACAGCATGTTTGAAGAACCGGAGGCAGAAGAGCGTTT[A/G]GGGGTCTGAATGTTGTCAGGGCGACTGGATCCTAGTAAGATAGGGATGGGGCAAATGG A G 0.15 0.44 0.48 0.37 0.43 0.50 0.45 0.42 0.36 0.47 0.45 0.080 0.004 0.014 0.000 0.0005
rs1864081 19 12.57GGTCTCGGGACTCCCGGCCCCGCACACTCACCATTTCTCGGCTTAC[A/G]GAGGCTCCAGGAGTCCTCCCTACGGATCCCTCACTACCTGCAGGTCCCAGTGAGACAAAGCATA A G 0.38 0.67 0.63 0.63 0.79 0.23 0.25 0.46 0.61 0.69 0.68 0.026 0.070 0.005 0.069 0.0031 1

rs9384 19 12.87GGGCGCACTGTGAACTCAGTGTGAGGGGGTCAGCTGCAGCAGACGGAGTTGCTTC[A/C]ATGTCACTCTCCTCTCAAGAGAAGCTGCTATTTCAGGGTAAATGGAGTCTGCTCT A C 0.19 0.34 0.40 0.39 0.39 0.09 0.46 0.24 0.21 0.32 0.38 0.022 0.001 0.016 0.068 0.0001
rs1531212 19 13.81 TGGCCTAAAACACATCCAACGTGGAAAACAGAGGTTACAGGAAGGAGTTTTCTCAAGATC[A/G]CCCAAGGTTCCTGGCGCCGTTATTCATGGAGGACAG A G 0.74 0.23 0.23 0.26 0.14 0.41 0.23 0.26 0.32 0.16 0.16 0.141 0.000 0.000 0.023 0.0049 1 1
rs1056143 19 13.93 TGGTGGGAGTTCAACGTTCACAGCAAGCTCAAGCTGGTAGGGAGGCTTCA[A/G]CACCAGGCTGGCCCTTCAGATGGTGTGGTTCAGCAGGTCACAGCAACCTC A G 0.64 0.55 0.54 0.54 0.46 0.68 0.95 0.63 0.64 0.43 0.58 0.004 0.128 0.000 0.005 0.0001
rs1015902 19 14.88 CTGACCCTCCCCAGGCAAGTCATTGCTCAATGTCAGTTGGCAGACAAAGCCACC[A/C]CAGTGAGAACCACAGACTTAACATAAATGTTTGAAAGTACTTTTAGAAGATTTGTATA A C 0.69 0.58 0.60 0.63 0.54 0.64 0.60 0.65 0.39 0.51 0.51 0.007 0.001 0.004 0.002 0.0018 1
rs1122713 19 14.89GCTGAACCCCTTCATCTGCAGTCTGAGGAATAAAGACATAAAGAGAGCTCTGAATC[A/G]ATTCATCAGGGTAGTGCCATTCTTCAGGAAGTGACAGTGATCCCAGAGCTCTAAG A G 0.79 0.55 0.57 0.61 0.61 0.60 0.45 0.47 0.54 0.57 0.60 0.025 0.004 0.008 0.000 0.0000
rs1273522 19 15.50TAGGCAGTTGTTCCTTATGGTTTTGTTAAGTAAGTGTTACTCAATCCCTGGCC[A/G]TGGCACGCCCATCATTTGGTTCTGACATTCCCATTATGGCCAGGACTCTTGGTGACTCAG A G 0.64 0.57 0.55 0.60 0.64 0.14 0.25 0.35 0.75 0.68 0.57 0.004 0.038 0.018 0.080 0.0000 1
rs2060260 19 15.57GCCTCTGGCAAGGTGCTAGCCAGTCAGTCTAGCTCTGGACATGCCTTGGGA[A/G]GCTGGCTATGATTCATGACCTTTATTGTGGTAAATGGCACTCAGGAAGCACTTTGGCTTG A G 0.62 0.53 0.50 0.60 0.57 0.86 0.79 0.54 0.54 0.51 0.52 0.014 0.067 0.005 0.100 0.0001
rs731617 19 16.53AGGAAGTCAGAAAAGGAAGGGCCTCCCGGGCGCTCAAGGCTGGGGTTGTATGTCA[A/G]AGCTTTGCCACTGACTGGTTTATGATCTTGGCGTAGCCCCATCCCACTCTGGCTT A G 0.90 0.31 0.38 0.28 0.30 0.18 0.21 0.30 0.39 0.21 0.35 0.157 0.026 0.000 0.026 0.0000 1
rs754292 19 16.56GGTGAGAGCCTCAGTGGTGGCATTTTATCTGTTGCTTCTGTTCTTGACCTTGGCT[A/G]TCTCTGTCTACTCCTCCGGGTCAGTACACAGGGATCCTAACGCCCCCTCCCAGCAT A G 0.10 0.63 0.51 0.61 0.64 0.41 0.67 0.57 0.46 0.70 0.57 0.101 0.027 0.001 0.003 0.0012
rs273265 19 18.15GCCTCAAGTCCCCTAGCCGCCCCTAGAAGGTCTAGGGGTGCGTGGAGACACCACC[A/G]TTCCTCTCAGCCTGTGTCTGTCTCAAAGGCCCCACCTCACCTCCCCTAAAGGTAG A G 0.86 0.77 0.80 0.75 0.66 0.82 0.64 0.96 0.71 0.71 0.75 0.005 0.003 0.035 0.001 0.0009 1
rs271828 19 18.20 AGGCTTGCTGATGGAGTCAGAAGCCAGTGGCCCCTAGGGGGTCCATGCACCAGGACGCAAGAAAGCCAAGCTCCAGAGCAGGGAAGTAACCCATCCAAGG[A/C]CACTCAGC A C 0.57 0.40 0.42 0.40 0.48 0.77 0.55 0.71 0.39 0.36 0.38 0.010 0.010 0.039 0.052 0.0011
rs1035363 19 18.23 AGGTTCATCGATCTATGCCCAGTGAGGTGTCCCCAAGCCTTGCCCAGCTATCTCA[A/G]GCCACCACTGCAGTGCCCTTAAGACCAGCTCATCAACCTATGGCCTGTGGTGTAT A G 0.29 0.32 0.21 0.22 0.21 0.27 0.41 0.16 0.25 0.30 0.24 0.003 0.016 0.003 0.002 0.0007
rs1075403 19 18.25TAGGGACCTCTAAAGCCTTGATGGTGGATTTGTTCACCTGTGATGGGGGACATC[A/C]TGGAGAGCCTGTTATGTCTCTTTATTATTATTTTTTTAAATAAATAGAGACATGTTGCC A C 0.33 0.26 0.38 0.34 0.23 0.27 0.22 0.19 0.39 0.39 0.41 0.000 0.007 0.015 0.005 0.0025
rs1862645 19 18.59CAGAGGAGGGGGTTTTGGTCACACGCAGATCAGGCTTGAATCCTGGGGAGTGGT[C/G]GTATGAGTAGGGGCTGGTAGCTCTGAGTGGGGAGGGAACACGATGTGGAGGAGG C G 0.62 0.56 0.41 0.48 0.54 0.77 0.46 0.45 0.43 0.42 0.42 0.022 0.002 0.003 0.065 0.0001
rs959419 19 20.62TAATTTCCCACCTGAATGAGGGCCTGCCTTCTGAATAGAACACGTCTCGAACTT[A/C]AGCTTTAATAGGGTTTCACAACTGCATCCCTGGATCTCACATCTCTCTTAGAGGCACTT A C 0.76 0.44 0.36 0.37 0.30 0.45 0.60 0.53 0.25 0.31 0.45 0.127 0.058 0.013 0.011 0.0063 1 1 1
rs1828454 19 21.85AAGTTAGACCCATCAGTCAATTATCAAAATATCAACAGTGAATTTCTCAAGGCAGA[A/G]TTACAATGGTTGATGGGAGTAGTGCATGCATAGATTGAAAATAAAAGCAGGGCCATA A G 0.93 0.51 0.59 0.54 0.50 0.45 0.34 0.70 0.57 0.57 0.53 0.114 0.016 0.029 0.001 0.0019 1
rs295357 19 23.23CCATAACTTCAATGCACTTTGCTAAACAATGCATTATTTCTGAGGACATCTGAA[A/T]CTGTTTCTGTACCAATGGTCTTAATCAGAACATCACATAAATTGCCACATCTGTGTGAGA A T 0.33 0.63 0.57 0.61 0.66 0.60 0.88 0.60 0.50 0.49 0.56 0.039 0.037 0.005 0.001 0.0004 1
rs295418 19 23.30 CAGGTGCCCAATGCCTGTTCTCTGCAGCAACCTTTGTGGTCCCATACCTGGG[A/C]GTGAGTTCTGTTCCTGCAGAGTGCCCTGTGCATTCTGGTGCTTTTGTGCCCTCTCCTCT A C 0.88 0.40 0.35 0.51 0.34 0.86 0.64 0.48 0.29 0.47 0.36 0.171 0.042 0.004 0.141 0.0004
rs40561 19 23.33AAAAGTGAACAAATATAGACAAAAAGCCATTAATACCTGCTCACATCGTACTCAAA[A/T]TCAGAGCGTTCATACTAAATAAGAAGTGTAATTACTGTCAAACGACTGATCAGAAAA A T 0.88 0.40 0.35 0.51 0.34 0.86 0.63 0.48 0.29 0.47 0.36 0.171 0.039 0.004 0.141 0.0004

rs1973371 19 23.52GTGACTCTCATACCTAGAACTGGGACCTGTGCAGGATTGTTAATTCATTACTGGAATTTCCTGCGGGT[A/G]TGATTGTTACATATGCCTATGTTCAGCACCTGAGTGGTTTGATG A G 0.45 0.64 0.70 0.55 0.61 0.50 0.30 0.59 0.75 0.57 0.69 0.038 0.099 0.007 0.027 0.0002
rs450542 19 23.83AGCAGGGCTGTAATATGAGCAGCTCTGTGTTTTCAGAGAGAACACTGGTAACCTTTC[A/C]AAAAGTTTAAGCTTGAAAAAAGACAATGTGTTCAGCAAAGTGCAATGCAAACTTG A C 0.76 0.64 0.60 0.61 0.61 0.77 0.88 0.77 0.61 0.64 0.63 0.023 0.060 0.025 0.031 0.0000 1
rs251746 19 23.84TAAAATCTCAGCACTCCGTTGAACACTTTGAGCTGCTCCTACTCCCACTAGGGATG[A/T]GGAGATTAGTCTGAGGGGCCAGGATGGGGGTCAATCCTTACTGGATATTACTGAC A T 0.24 0.36 0.40 0.39 0.39 0.23 0.13 0.23 0.39 0.36 0.37 0.023 0.060 0.025 0.031 0.0000
rs251743 19 23.85 GGCTGTCCTATGCATTGTAATATGTGGAGCAGCATTTCTAGTGTCTGTACACTAAA[A/G]GCCAGTAGCACCCTTTCCCAAAGCAAGACACTAAAAATTTCAAAATTCTGGAAAGG A G 0.24 0.36 0.40 0.39 0.39 0.23 0.13 0.23 0.39 0.36 0.37 0.023 0.060 0.025 0.031 0.0000
rs919812 19 24.14AGAACCAGCTACAGAATCTGCCAGATGTAGGATGAGGCTTAAGATGGCCACTT[A/C]AGGATACATTATGGGATCAGCCAGTTAGTTAGAAGGCAGTTTTCCAGCTTCTTCTCCC A C 0.57 0.21 0.22 0.28 0.27 0.35 0.33 0.27 0.14 0.25 0.19 0.075 0.010 0.003 0.014 0.0002
rs2009234 19 32.84 GGTTAAAGTACGAAGACATAGAATGTACTTATTCCCTCATGTCCAACAGCTACATA[A/G]GATAGGGTTTAATAAAGAGTTCTTAGTATTAAAGCAAGGAGGCTTGAAGGAAGTTA A G 0.19 0.28 0.22 0.22 0.27 0.05 0.11 0.46 0.29 0.20 0.16 0.000 0.013 0.056 0.027 0.0018 1
rs1548802 19 32.90CATTCTAATGAGATAGACTCCTGCCGAACCCAAGCAGTCTAATTATAAAGACATTTC[A/G]GTGACCCAAGGCATTCTAAGGAAAGAGACTCCTGGTGGATCCCAGGCAGTCTAAT A G 0.81 0.72 0.78 0.78 0.73 0.95 0.89 0.54 0.71 0.80 0.83 0.000 0.013 0.056 0.030 0.0015
rs759048 19 32.98TTGATAAGTGTGTGCTGTATCCAATAGAAGCGAATTCTTCTTTACACTCAGATC[A/G]ACCTATGTGACTTCATGGGTTTTTGTTCTATTTCACTCGGGTATGCCCAGGTTTTCAGA A G 0.38 0.27 0.32 0.26 0.23 0.32 0.32 0.14 0.18 0.36 0.43 0.001 0.000 0.047 0.002 0.0067 1 1
rs929476 19 33.50CTTATCTAAAGACTGTGAAAAAAGAAATGGTTCGGGTACAAAGCTTACTGCCAA[A/G]GAGTGCTCTGCCACCTCTGCCTGACAGGGACAGAAGGGATCTTGTTGGCAACACATT A G 0.05 0.11 0.12 0.16 0.07 0.09 0.21 0.30 0.07 0.10 0.15 0.011 0.005 0.046 0.002 0.0009 1
rs10756 19 35.20 CAACGTAACACCTAAATAATTTAAAAAGCCACCTTCTTCTACCTTGCCCC[A/G]CCACTGAAACAAAAACAAAGAAAGCCATCTCTCTCCTACATTATTTTTGG A G 0.69 0.25 0.32 0.21 0.38 0.64 0.57 0.40 0.29 0.37 0.30 0.066 0.039 0.006 0.054 0.0006 1

rs1347168 19 35.51TTTCTTGCACACTGGGTTATGTGTCACTGGCATTTTAGGGCATTTTCACTTT[A/G]CATCTGCCTTTGTTTGGTGAGAAACTTTGCAGTTTTCTGGGCTGCAGGGGGCATTGGAGG A G 0.07 0.36 0.42 0.48 0.57 0.27 0.20 0.45 0.54 0.39 0.39 0.077 0.033 0.001 0.001 0.0000
rs1019937 19 35.53TCCCCAGCCCTGTGAGAAGACTCCAGGTTTGACAGAGCTGAGCATTTTCCTCTTTG[A/G]ACCAGCTATGTCTCTGTTTTATGTACATAGATGGGCAAGAAGTACTGGCTTTTATTT A G 0.24 0.44 0.46 0.49 0.57 0.27 0.18 0.46 0.64 0.40 0.46 0.017 0.020 0.012 0.003 0.0006
rs2017628 19 37.28 CTCCGTCTACCTGCTCATTTTGTGAGAATGCCTTTGCCACTCATGTGTCTGTTAA[A/G]CCCCAAGTCTCAAAGTGCTGCCTCCTCCAGGAAGCCTTCCTCACTTGCTCTTCTACT A G 0.95 0.70 0.61 0.63 0.64 0.45 0.73 0.56 0.57 0.65 0.62 0.095 0.012 0.007 0.011 0.0002 1
rs977708 19 37.92TTGTTGCTGGTGTATTCTAACGAACACAATCACGTGTGGTCCCAGAAGCAGTGAAG[A/G]CTGCACAGCACCATCTTGGCAACAGCTCATTCTGAGCCATCTCCCAACCTCATTGA A G 0.28 0.50 0.45 0.41 0.52 0.09 0.63 0.57 0.57 0.47 0.51 0.011 0.018 0.020 0.068 0.0016 1
rs1007160 19 38.04GAATTTTGATAATTCTTTCGAGGGCGCCCAGCTGTCTGTGGGAGCCATCAGC[A/C]TGGCGTTTTACAATGGACTTTGGGCCTATGATGGATGGTGAGGTGTCCTGAGATGTCCC A C 0.26 0.30 0.37 0.39 0.30 0.50 0.02 0.17 0.32 0.28 0.33 0.014 0.145 0.044 0.004 0.0012
rs736239 19 38.98ACTTGCCCGGGCACTCAGGGAGAGCAACCTTGCTTACATTTGCAGGATTTGATTCT[C/G]GTTGGATTAAAATTGGATATTGAATTTCAAGGCACAAATTTTGATCCCAGAGTTTT C G 0.45 0.45 0.43 0.49 0.38 0.23 0.31 0.36 0.39 0.40 0.40 0.003 0.001 0.000 0.009 0.0001 1
rs479036 19 39.41 CCTCCTGTGTGTAAATAAAATACTTCTGAGATCAGATCCGTGACATGAGGAGATT[A/G]AGCCACCCAGGCACAGGCCAGGCTGGAAACAGCAGCCAGAACACACTCCCTGTGG A G 0.31 0.36 0.34 0.32 0.45 0.00 0.02 0.23 0.25 0.42 0.33 0.000 0.099 0.007 0.123 0.0006
rs1270290 19 39.98CAAATCCTGCCCCTGCTCACTAGACTGAGATACTCTGGACAACTTCCTCAGATC[A/G]CTGACTGTGATATGGAGAAGGTGCTCATGTTTACCACACAGAGGTGGAAGGACTGAT A G 0.38 0.40 0.44 0.39 0.38 0.95 0.56 0.51 0.38 0.42 0.45 0.006 0.001 0.000 0.141 0.0001 1
rs1055163 19 40.05CATACTCTTTATTGTAAAGCTGATTTTAAATCAGGGTAGCATTTCAGGAGGAAGAT[A/T]CGGGCTGACTGGCAATCACCCCCTCTCTGGTCTCTTTCTGGAAGCTTCCCTCATCAG A T 0.86 0.57 0.58 0.54 0.50 0.55 0.24 0.66 0.71 0.58 0.54 0.055 0.072 0.000 0.000 0.0008
rs870379 19 40.24CTCCAGGAAGGCAGGGACCTTTTGTGGTCAGACGGTGCCTGGCACATAGTAGGTTCTCAGGAAATCCTTGAGTTATGAGTGCACCCAAAGCCAAAACACTG[A/G]GATGAACTA A G 0.60 0.63 0.67 0.70 0.66 0.77 0.94 0.70 0.68 0.73 0.71 0.009 0.040 0.000 0.002 0.0008
rs1687989 19 40.39AGAAAATGGAAAAGTATTTATAATATAATTAGTTCAACCAGCTACAATATAGA[C/G]AGGGGTTTCCTGGCAGACCATGTGACTTCAATGTTGGCCTGGGTCTGGCTTCGCCTTTA C G 0.55 0.49 0.53 0.56 0.48 0.41 0.16 0.43 0.64 0.51 0.49 0.001 0.094 0.003 0.008 0.0005
rs1548506 19 41.28TCTTTTTCCTCTGCAAAGTCTCTCATCTACCTGTATGTTGGTGAATACAAAGCAGA[C/G]GCCTGCGAAATTTTAAGTTATTCCCCTCCAGGTGGCCATTTAGGTTTTTCCTGATTG C G 0.38 0.43 0.43 0.44 0.39 0.41 0.23 0.50 0.43 0.38 0.40 0.000 0.006 0.000 0.076 0.0003 1
rs1878926 19 41.62 TCATTGAGAGAATGCTGAGGTTTTTATTACATTTTATGGTCTGGATATTACAAGGGGAGCAAGAAAAACAGTAACACCCTTGCA[A/G]GGTAACTACCTCAGACAAGATCATTATA A G 0.55 0.44 0.44 0.54 0.38 0.73 0.93 0.38 0.39 0.39 0.35 0.010 0.186 0.001 0.051 0.0025
rs538649 19 42.10 CACTAATCTTCCTTATTTGTAATTCATACACTCTGGACACACTGACCAGAGGC[A/G]TAAACCAAGTGATGTTTACCTATCTGTTCTTCAGATATCTTCTGTGTCTAAAGGTGTATG A G 0.17 0.49 0.44 0.50 0.39 0.70 0.38 0.49 0.46 0.52 0.42 0.025 0.000 0.026 0.072 0.0001 1
rs1402468 19 42.31ATCTTAAAATGATTAAACCAAGGTAGAGGTTAAGTATCATGATACATATAACAAAA[A/T]GATCAACTAGTAGAGCTAAGATAACGTTGAAAAAGATATTTGTTTTCAATATGGCTAAA A T 0.52 0.59 0.49 0.57 0.39 0.77 0.48 0.68 0.61 0.53 0.45 0.004 0.000 0.050 0.065 0.0005
rs320881 19 42.43 TTTCTAATATTTCCCCCCAAAATGCAGAAAACATACTGGCAACATTATTTGACCAGA[A/G]GAAGCAGTACAATAGGATAACCATCAAATATCTGATTATTAATTCAATATTCCCTCT A G 0.88 0.68 0.56 0.61 0.63 0.50 0.50 0.81 0.71 0.74 0.59 0.082 0.000 0.060 0.000 0.0017
rs256733 19 42.57AAGATGCTCAATAATATCACTAGTAAATTAAAACCATAACAGCATTTCCCTTCCTC[A/G]TATCAGCAGAAATTTCACTTAGACAATATTAAGGACAATATCAAAAGCTTAAGTTGAA A G 0.14 0.43 0.52 0.46 0.46 0.45 0.51 0.21 0.36 0.35 0.51 0.100 0.001 0.059 0.002 0.0006
rs1545755 19 42.67 TGTCTGAAAGTAGTTAAGGAAATAAAAACTGCCTATGTCATATCGTGTGACTGTGCTGTATAAATCCTATGCTCATGAACAGCTCTGAGGTG[A/T]GCTGTATTCACCAGGCAGCC A T 0.86 0.58 0.48 0.56 0.54 0.55 0.48 0.79 0.64 0.65 0.49 0.092 0.000 0.051 0.001 0.0002
rs241942 19 43.00 TTGCAGCCTGGGCTAGGAGTGCGCATGCGCAGAGCGGCCAACCCGTGAGGGA[A/G]CGTTTCTGACGCTAGGTCAAGGGCGGTGTTCCTGTGTTCTTAGGGCCCCAGGAGGC A G 0.10 0.34 0.26 0.27 0.21 0.09 0.03 0.08 0.04 0.24 0.20 0.012 0.034 0.006 0.008 0.0012 1

rs575 19 44.12GTAGGGCTCCCAGGTGGCTGGTTCTCAGCACACCTTCCATGAATCTGCTTGCTGCTGCTTCAGTGTGGTGGCCATC[A/G]TGCTGTGTGACAAACCAGGCTGTTCACAGCTTCCT A G 0.05 0.32 0.41 0.35 0.34 0.05 0.06 0.27 0.46 0.36 0.33 0.091 0.088 0.008 0.081 0.0038 1
rs879689 19 44.34AGTCTCTGAAGACCCATTTTCTCCCCAGGCGTCAAGGTCAGACTTCCAGGGA[A/G]TGAGTGTACGAGGCCCAGGGACTTGTGTCTGTCTCGGCCCCATCCCCGTGCCCTGCG A G 0.10 0.36 0.34 0.33 0.29 0.41 0.24 0.23 0.32 0.49 0.40 0.040 0.012 0.006 0.002 0.0017
rs566130 19 44.62GGTGGCCTATTACCAGAAATGTGAGTGAGCATGGGTCCTTCCCATGAGGTAG[A/G]TGGGTGTGTGGGGATCAAGTCAAGGACTCTGTGTGATTATCTAAATCCTCGTCCCTGCT A G 0.14 0.35 0.50 0.55 0.45 0.50 0.66 0.44 0.46 0.50 0.49 0.084 0.007 0.002 0.001 0.0000 1
rs993983 19 44.84 ATGGAATGTCTGATAAGACATTAGGAACAGCATCCTTCTATAGTACGTAGTTGAC[A/G]TCAGACAGTCTGAACCAAAATACTTACCCAATCTCAGATGACTCACGGCACTTAAAT A G 0.21 0.40 0.36 0.32 0.38 0.45 0.94 0.34 0.29 0.38 0.31 0.025 0.224 0.002 0.003 0.0017
rs440334 19 44.91TCACCTGGCAAAGGCAAGGGGCCTGGATGGAGTCAGGATGACACAGAGACTCTCT[A/C]TACCTCTCTCCCCAGGTCCTGTTGAGGATCAAGGTCTATGGTCTCCCAGAACCTC A C 0.19 0.35 0.31 0.39 0.34 0.91 0.89 0.34 0.21 0.37 0.38 0.014 0.165 0.001 0.183 0.0008
rs718066 19 45.01CAGATCCAGATCCAAGAGCCTTGGGGTGAAAGAACTGTGCAAAGAGTTGGTGGG[A/G]GTATGGGTTGAGGCCCAAGGGATGAGGGTAAATTGAGATAGAGGTACTTCAGAGG A G 0.36 0.51 0.48 0.58 0.54 0.73 0.70 0.57 0.43 0.48 0.55 0.009 0.014 0.001 0.025 0.0020
rs268666 19 45.61ACTAACCGAGGCAGCCAGAGGCCACTGCCTTAACTCCCCCTGACCCCCTAGGT[A/G]GCCTCAGATAATGTTTAGAGGTCTGGATGAGTCAGCCCAACCCCTGACCCCCATTGC A G 0.81 0.49 0.52 0.49 0.50 0.05 0.45 0.50 0.39 0.53 0.45 0.054 0.003 0.000 0.153 0.0001 1
rs7937 19 45.99ATGGGGAGTTGGGGACAAATGACCCTGGTCTCAGGCTTTGGGAGCTCTTGGG[A/G]TATGGTTAGGGGTTCAGGGGGACAGACGTTAGCCAAGACAGAGGAAGCAGCAGCAG A G 0.38 0.55 0.52 0.57 0.52 0.59 0.82 0.48 0.57 0.61 0.47 0.010 0.048 0.000 0.002 0.0025

rs758643 19 46.68 CTACTAATTAGGGATATTTTATTACACAGCAATAGCCTCCAGCAAAGGGAACCATC[A/G]TACATGATTCCTACAAGTTGACAGGGCTGGAATTATCACTGAAAAACTAAGGTGGC A G 0.31 0.30 0.15 0.23 0.13 0.32 0.08 0.43 0.21 0.14 0.16 0.014 0.005 0.036 0.020 0.0001 1
rs887392 19 46.68CTGTTCCAATATAGCGTGGTTCATCACCCACCCCTGTTTTCTTTGTTCTCCTG[A/G]GTCAAGTTGTTTGCCTAGTCAGTCCCAATGTGAGAACCTGAATATTTCAGTTCACGTGCT A G 0.55 0.32 0.16 0.21 0.16 0.23 0.07 0.44 0.29 0.17 0.15 0.076 0.016 0.036 0.002 0.0018
rs1055099 19 48.67 GTGGCTCCGAGCCCCGAAGCCATGCGCATTTGGATGGACGTCATCGTGAC[A/C]GCCGCTGACGAAAACCACGCCCCCTGAGTGGCCCCGCCCTCTTGGGGGGA A C 0.50 0.46 0.44 0.36 0.50 0.68 0.56 0.46 0.32 0.36 0.44 0.002 0.011 0.002 0.034 0.0000 1

rs1603 19 50.68 GGTCTGACCATCTCCTTCCAGAACCGGGGTCCCATTGACAGATGTCC[C/G]GGCCAGACACAGGTGTCCTGGCTGCAGCACCTTCCCAATACAACCAGAGTCTAAGTAACA C G 0.81 0.80 0.81 0.72 0.75 0.73 0.83 0.92 0.64 0.81 0.78 0.000 0.000 0.017 0.005 0.0000 1
rs2041975 19 50.93AGTGACCTCTGGGATTGCAGGAAGGATGGGCAGGAACCCTGATGGGCACCCTTC[A/G]TCTTCCCTATGATGCTCCTTTGAGCACCCAGAGATCCCAAAATAAGAGTCCCTAGC A G 0.60 0.49 0.55 0.41 0.57 0.27 0.09 0.42 0.54 0.58 0.49 0.002 0.132 0.016 0.034 0.0013
rs725660 19 50.95AGTACCTGA[A/C]CCAAGGTGAGGCCCAGGCCTGGCCCTGATGCTTAGTTCATTCGGGAAACATACGGTGCCCAGGCCTGCGCTGGGCCATCCTGGGTGCCCGGGGTGAATC A C 0.24 0.27 0.39 0.30 0.41 0.27 0.06 0.33 0.32 0.42 0.29 0.008 0.068 0.003 0.003 0.0065 1 1
rs759623 19 51.20GGGAATGCGGTGAGAACAAGGGAATGAATGAAGTGAAAGAAGCAAAGGCCTTTGGC[A/G]TATATATTCATGCCTGCCTTGTGCTTGGTTCTGTTGGGGAGACGAATCTGGGGC A G 0.60 0.59 0.52 0.55 0.41 0.82 0.99 0.68 0.57 0.45 0.50 0.008 0.216 0.028 0.076 0.0000 1
rs968483 19 51.35GCTCATCAAGAATATCCAGATTCTTGATCTTCTTAGGCTTTGTAAAGGAGGCCA[A/G]TACCCTTCAACGTGCATGGGAGGCTAAGAATGGAGCTTGGGAGAGAAGAGCCCTCCC A G 0.83 0.46 0.48 0.45 0.39 0.77 0.97 0.66 0.57 0.45 0.38 0.091 0.211 0.026 0.065 0.0047
rs741233 19 51.59TGAAGCCATGTGTACTTGGCTTCTGGACCGTGGCGCACCTGACCCCAGAAGGCG[A/G]TGCACTTACTGTAAGRCTGATGGGCCTTAGAGAACACCTCCCCAGCGCCTACGCGC A G 0.17 0.25 0.35 0.34 0.28 0.09 0.02 0.08 0.23 0.29 0.35 0.027 0.116 0.066 0.051 0.0000
rs745831 19 51.72GTACTTTGTCTACAGGTCTCCACAGGCCCAGTGGGGAGGAACAGTTATTTCTTAAGCA[A/C]CTTCCAAAAATTTTTGAACCAGAAAAAAAGTATCAGTTTCAAAATACAGAAGAAA A C 0.55 0.35 0.29 0.35 0.38 0.82 0.32 0.28 0.38 0.29 0.39 0.024 0.001 0.004 0.118 0.0040 1
rs312181 19 52.03 CACATGGGAACAGATGCATTTTCCCAGGCAATTAAATACCAAGGACTTCCTGAAG[A/G]CACTGAGTGTCCAGGCCACCGAGTTTGTCCTTGAGTAGCTGTAAACACCCTCACCC A G 0.48 0.59 0.62 0.65 0.44 0.82 0.73 0.46 0.61 0.64 0.64 0.010 0.007 0.006 0.036 0.0008 1
rs1477340 19 52.22 GTCACCTGTGTTCCACCACCCATGGCCCCAGCCCAGTCTAGCTGCCCTGGCTGG[A/G]CCACCACGTCCTCATCCTCACTGGGCTCCTACTTCCGCCCTCACCACCTCTGTGG A G 0.90 0.68 0.60 0.57 0.61 0.41 0.57 0.49 0.54 0.68 0.71 0.059 0.004 0.007 0.026 0.0059 1
rs2341000 19 52.77TGCTAGGCTATACCATCTGGGTTTGTACAGCTTACGACGTTCACGCAACAAGGAAAA[A/C]ATCACCTGAAGATACATCTCTCAGACAGATCTCCGTTGTTAAGTGACACAACTAT A C 0.86 0.47 0.47 0.46 0.52 0.41 0.61 0.52 0.54 0.47 0.41 0.065 0.001 0.001 0.007 0.0021 1
rs1012003 19 52.85GGACACAGGGACTCACACGTCATCAGGCAACGAAGCAGGCTTCGAATTCAGGGG[A/G]AAAAAATGCAGCTAAGGGAAGCAAAGGGGAAAACAAACGTTCCCCAAGACGTGCG A G 0.58 0.79 0.69 0.73 0.79 0.95 0.82 0.86 0.75 0.75 0.78 0.006 0.015 0.030 0.076 0.0035
rs1968238 19 53.01AGTTGCCTCAGAAGACCTAGCTCAGAGAAGAAGTGCTTGGATTTGATTTCAGCTTA[A/C]TTGATCCCAGGGCCATGTGCAGGACCAGCTGAAACCCACCTCTCTGTACCCCCAC A C 0.84 0.68 0.69 0.63 0.78 0.82 0.93 0.73 0.82 0.74 0.68 0.007 0.024 0.000 0.003 0.0013
rs251692 19 53.31CCCATGACAGCTTTGCCCCCAGAGCCCAGCACAGACCCTGTCACAAAGTAGCTATCC[A/G]ATAATTATTTATTGAAAGAAATGACGGGATGAATCCCAGACTCCCGAGTAAGCC A G 0.24 0.45 0.54 0.39 0.55 0.05 0.41 0.49 0.43 0.49 0.46 0.073 0.026 0.010 0.215 0.0074 1 1 1
rs1236093 19 53.80GAGCCCAAGCCAAATCTGCTGGCCCACCCAAGGAGCAGTGCCGGACAACTGTC[A/G]GCTCAGAGCCCTCTGCCTCAATGCCCTGCCTTGGACAAGGCTTCTGGCCTCGGCGT A G 0.14 0.35 0.40 0.43 0.32 0.00 0.01 0.25 0.29 0.45 0.36 0.062 0.169 0.025 0.196 0.0021
rs919364 19 54.56 GCGGCATCTGCTGGTCCTGCTGCTGCTCCTCTCTACCCTGGTGATCCCCTCC[A/G]CTGCAGCTCCTATCCATGATGCTGACGCCCAAGAGAGCTCCTTGGGTCTCACAGGCC A G 0.36 0.28 0.32 0.34 0.38 0.14 0.00 0.22 0.32 0.30 0.28 0.000 0.140 0.010 0.032 0.0028 1
rs648691 19 55.38 GAAATAAAACAGTCTATGGCACAATTTAAAAGATAGCATTTATCCTTTGTGTCA[A/G]TTTAGAAGATATAATTACACGAAGCAATGCTGTCTGGTCTGTAAGCATTTCTACATACC A G 0.64 0.57 0.55 0.62 0.57 0.59 0.68 0.75 0.54 0.63 0.60 0.014 0.026 0.054 0.010 0.0032 1
rs1673028 19 55.64CCTACATCCCACCAAGA[A/G]CTATTGCCAGGAAGCCCTGAACGGCACGATGTTCTCCAGGCATCATGCTGGCTGCTCTGCATTCTGCAGATAACCAGGTGTTTGTCTTAGGTGT A G 0.62 0.65 0.66 0.70 0.66 0.82 0.53 0.60 0.64 0.72 0.73 0.000 0.003 0.002 0.026 0.0021
rs897783 19 56.72AGCCCTAAGCCTTTCAGCCTGGTTATTTGGAGCCTCTTTCCCCAAAAGAAAACCATCTCCCCACTCCCT[A/G]TGGAGAGTACAGAAGTAATTAAGAGGTCCAGGTGCTCACATGA A G 0.33 0.43 0.41 0.37 0.36 0.73 0.24 0.46 0.54 0.50 0.40 0.001 0.014 0.004 0.064 0.0000 1
rs1017379 19 57.15TGGTCCCTTAGGCCCCTTTTGTGATGCCAACCAAGACATAATTGTAGAATTATAGAA[A/G]ATGCTATTAGTTACATGACAAGGGATCAGTGTATTAGGGACAATGAAATGGGAAAA A G 0.19 0.16 0.12 0.07 0.18 0.32 0.18 0.39 0.21 0.17 0.12 0.002 0.001 0.056 0.024 0.0006
rs723864 19 58.11CATAGTAACACCACTGTCTCCATGAGCGTAATATGCTAAGAATGGTTGAATGAAT[A/C]TCCTGCTATTATTTATGTTGATTCCATATTCTTAACATAATGATGGAATCATTCATGTAT A C 0.52 0.48 0.48 0.37 0.30 0.23 0.15 0.35 0.29 0.52 0.48 0.000 0.107 0.028 0.056 0.0000 1
rs1661965 19 58.21CATTCCTTAGACATGGCCTGTTAAAGTCTGTAACTCTCCCTGCAACACAGGAAATCT[A/G]TTCTGCTGGTAGAAAACATTTAAAGGGTTCTCCACTACTGAACCCTGATTAAGTCT A G 0.83 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 0.062 0.000 0.000 0.000 0.0000
rs4801954 19 58.29ATACACAAACACCCCAGGAACTCACTGACCCAGGGCAACGTATTTCCACTCATAGTGA[A/C]TCCACCCCACAGGGGAATACCACTGAAACCTACCAATAAAACAGAGATGTCTCT A C 0.55 0.67 0.69 0.66 0.64 0.77 0.98 0.64 0.68 0.71 0.67 0.014 0.085 0.001 0.005 0.0017
rs1045764 19 58.30AGTCACAATTCACTCCTACACAGCATCAGAGAATTTCATTCTTGAGAGAATCCTTAC[A/G]AGTACAGCAAACCCTTCATCACAAGTTCAAGCATTCATTGACATCAGAGTCCATGC A G 0.60 0.48 0.47 0.38 0.43 0.68 0.98 0.61 0.43 0.54 0.51 0.008 0.216 0.017 0.028 0.0000
rs1136206 19 58.41 GCCTCAAAAAAAAACCAAACCAAACCAAAGAACCAGAATAGCATGTGCAC[A/G]TATACACAGACGTTTCACAACTGGCATTATGTTTTGCTACTGTTTTATTT A G 0.19 0.38 0.36 0.37 0.25 0.18 0.41 0.19 0.50 0.42 0.47 0.013 0.004 0.013 0.010 0.0106 1 1
rs628604 19 59.22TTTTTTATGAAAATGAATTCCTACCATCCATTCTCCTTCCAAACTGCTCATAC[C/G]CAGTATTCCCAAGGTTTTTGCACATGTATATAACAGAATGTCAAAGTAGATTCATTGCAAT C G 0.24 0.53 0.59 0.46 0.52 0.55 0.72 0.44 0.46 0.53 0.60 0.107 0.000 0.037 0.013 0.0003 1
rs36633 19 59.34GACAGTCATGCTGCACACAGCTGATGACTGGGATGGAGGCATTAGCCCTGGA[A/G]ATCACACTTCCTACTCAGAGGGGCTGGGCAGAGGTGGCTAGGAGAGGTCATCCCTCA A G 0.43 0.64 0.57 0.55 0.57 0.82 0.75 0.32 0.71 0.59 0.58 0.009 0.020 0.023 0.039 0.0000

rs1671160 19 60.12TCAGAAAACGAGTAGCAAGAAGTGTCCGAGAAAGCCAGAGAAGTGAGTCCTTCGAG[A/G]AGGAAGTGGTCAACGTGTCAAATACAACTGTGGGGGAGCAATAATGAGAAGGG A G 0.14 0.15 0.24 0.32 0.29 0.09 0.16 0.28 0.18 0.21 0.22 0.011 0.012 0.002 0.026 0.0005 1
rs634742 19 60.13AAATAGAAGAATCAACTGAATCATCCCTGAACTTCTTAGCAATACTTCCTCCTAGAC[A/G]AAGCACAGAGTACCATGTTTATTGCAGGTTTGCTCCTGAGCATGTCAATAAACGCA A G 0.24 0.46 0.51 0.48 0.43 0.18 0.05 0.27 0.43 0.40 0.42 0.043 0.155 0.035 0.067 0.0068 1 1
rs1654431 19 60.24TCCCTTCCTCCACCAGCCCCGGCCTTTCCTAATTGAGACTCATCGAGCCGTAGCC[A/G]GCTCCTCAGTACAGTGACTTGCACACAAGCTCCAAGGAGCCGCGCTTATCTCCTC A G 0.29 0.45 0.53 0.57 0.55 0.55 0.35 0.38 0.68 0.49 0.53 0.034 0.020 0.014 0.000 0.0005
rs1058511 19 60.55ATTGGGGTGGGGAGCTCCCTCCCCTCCCCCACACCAGAAAGGGGTATGTTGGGGG[A/C]TTGGAAGCACTTGAACTTTTTATTTTATTAAAACCTTGTTATAAGCAGCACCCTTG A C 0.60 0.43 0.43 0.44 0.39 0.64 0.62 0.60 0.46 0.37 0.42 0.002 0.003 0.001 0.003 0.0001

rs7478 19 60.69CTGCCGAGGGGAGGAGCCTGGCCTCTGTCCACCCGTCAGCAGTGTGAAGTCTGT[A/T]GTGTTTGAGCTTCTCAGAGTGGAATGACTCCTTTTCCTTCCTGGCCCTCGGGGGCC A T 0.14 0.34 0.42 0.38 0.43 0.23 0.18 0.50 0.39 0.42 0.42 0.049 0.040 0.003 0.025 0.0001
rs2194 19 60.95CTTCTGCCCTTTACATCCAAAGCCAGTTACTCGAGCATATTCATTGATTTCCTTACAT[A/G]CAAATGCTCCTTTTTAAGTGCTCAACTTTTAAAGCGGAAGTTGAGACATGCACAAA A G 0.17 0.24 0.27 0.35 0.30 0.18 0.02 0.18 0.32 0.31 0.27 0.022 0.100 0.018 0.018 0.0004 1

rs306450 19 61.19TCTCTTCCCTATTTTCTGCTCATCACCCAAAGACATTCTGCGCACGTGTATGGC[A/G]TTAAGAGCCTTACAGATGGGGCAACTTTCTGTGCTGATTGTTGTGCATTTTTAAGGATG A G 0.48 0.67 0.56 0.52 0.68 0.41 0.78 0.67 0.89 0.55 0.55 0.001 0.036 0.009 0.008 0.0005
rs1035116 19 61.82ACTTGAGCCCACAATAATCACATGACTTGGGGTCTCACAATTGCTTCTGTTGCTAC[A/G]TCACACGCTGCCTAGTTCTTGGGTGGCAGGCATTCCGTGGAGCTTGGGTTCAGAC A G 0.64 0.72 0.66 0.66 0.57 1.00 0.95 0.80 0.68 0.69 0.65 0.002 0.059 0.013 0.129 0.0001 1
rs382592 19 62.05ATTTTTTATGAAAAATAACAATTTTCAAAACCAAAGGTTATTGAGAAGAGGCGCATT[A/G]TTTTACATCTTTGTAAATCTCCTTGGCATTTGACTTAATAGAAAACAGCTGGATTCGC A G 0.45 0.50 0.60 0.51 0.64 0.65 0.77 0.68 0.46 0.54 0.49 0.013 0.010 0.001 0.000 0.0042 1
rs1016438 19 62.28CCCAAATTACATTACTTTTGAGCTCAGCAGAGTGGGGAAAGGTGGCCAGTGGAGACC[A/G]TTAAGGGAGACACATTCAGAAATTAACTGCTGTTGATTGCAAGATGCTGCGATG A G 0.02 0.10 0.11 0.09 0.05 0.73 0.61 0.08 0.18 0.06 0.10 0.019 0.136 0.015 0.201 0.0001
rs886265 19 62.78GTCATCACCAAGTCACCTGGCTCCAGGGCTGCGCAGGGAAACAAGGAGGCATCAG[C/G]CCATGGAGCTTCCACCATAGTTACCTGCCTCTCATAGCCTTCCTCTTCCCGCAGG C G 0.57 0.55 0.60 0.58 0.59 0.45 0.84 0.65 0.64 0.47 0.65 0.000 0.023 0.000 0.019 0.0033 1
rs964795 19 63.03 CATCTCTCAACTTGGACAATAATTAATCCCTCAACAGCACCTCATATCTGCTATG[A/G]CTTTGCAGCGCAGCAGAAAGAATGTTTAGTATCTAATAGATAAAAATTTCATCGAAAA A G 0.38 0.41 0.54 0.43 0.38 0.23 0.27 0.66 0.32 0.36 0.45 0.020 0.059 0.000 0.078 0.0034
rs260462 19 63.47TCTGGAGAGAAACCCTATGAATGTAGTGACTGTGGGAAATCCTTCCGGCAGC[A/G]ATCTCAACTTGTAGTGCATCGGCGGACACATACTGGAGAGAAACCTTAGGAGTGCAGT A G 0.50 0.45 0.43 0.43 0.41 0.45 0.61 0.53 0.50 0.32 0.43 0.002 0.018 0.007 0.001 0.0002 1
rs1268538 19 63.55TGAAGATGCTCAGAGCATCAAGGGGATGGAGATCCAGTTCTTGTGACAGAGACT[A/G]AGCAAGTAGGAGGCAAAGAGAGGTGCTGATGATTGCTGTGAGTCAGAGACAGTGTG A G 0.18 0.03 0.03 0.06 0.07 0.14 0.28 0.09 0.00 0.09 0.06 0.031 0.073 0.008 0.016 0.0050 1
rs734379 19 63.59 GCCAAAGAAACAGTCCGAGACGGAACGTTGACTTGGGTCAAAGACCATGTAAATCGCGAG[A/G]TTGTGGTTTGAATTACAGCCCATGCAGTGTGAGGACG A G 0.50 0.62 0.61 0.66 0.50 0.50 0.44 0.55 0.61 0.58 0.59 0.005 0.006 0.001 0.005 0.0000
rs1529958 19 63.59GATGGCGGCTAGCCTCAGAGTTGGGAATGAGTGCGCCTTTGCTCCATGCTAGCTG[A/G]GCTCTGACGTTTTTTTCCTGTCATCACCCTGTCCCAGGATGACCGAGTGGGAGACA A G 0.33 0.63 0.61 0.66 0.50 0.50 0.44 0.52 0.61 0.58 0.59 0.036 0.006 0.002 0.005 0.0000
rs7252333 19 63.59 AGCAGGTTTGGTGGCATGCATCTTTGGTCCCAGCTAGTTGGAGTCTAAGACAGGA[A/G]GATCCCCTGAGCCCAGGTGTATTGAGGCTGCAGTGAACTGTGATCACACCACTGC A G 0.45 0.63 0.61 0.66 0.50 0.50 0.44 0.54 0.61 0.58 0.59 0.011 0.006 0.001 0.005 0.0000
rs893179 19 63.59 GACCGTTATATGACATCAAGGACCACGGTAGGTACCGTGTGGCACAATCAACCCA[A/G]AGGTTTCGATTCTTGACCGACAGTATGAAGGCTCTAGGGGCTGCTATTACGGGGG A G 0.32 0.63 0.61 0.66 0.50 0.40 0.44 0.56 0.61 0.59 0.58 0.041 0.006 0.001 0.020 0.0000
rs1465789 19 63.64TCCACCTGTTGGGCATGTAAATGGTATCTCTTCAGAGTGAGTTCTCAGATGGTTG[A/G]GGAGAGTGGAGCTCTTCAGGAAGGCTTTTCCACAGTTGCTGCACTCGAAGAGTTTC A G 0.83 0.51 0.52 0.51 0.38 0.27 0.13 0.45 0.57 0.47 0.53 0.065 0.094 0.004 0.028 0.0013
rs1051500 19 63.64 GCCCCTCAACCAGCATCGGTTCAGCTGAGCACAGTCCTGAATCCCTAGAG[A/G]ACACAGGAAGGAAGGCTCAGGGTACTGTTTTCCCCATGCATGAGGACAGG A G 0.17 0.49 0.48 0.49 0.63 0.73 0.85 0.54 0.43 0.53 0.47 0.065 0.080 0.002 0.028 0.0013
rs893186 19 63.66TCCAAGAAATTAATGGTCTTTTCAATGGAGAAAAAAAAAGACTAGTATTTGCAACTT[A/C]AAATAGATGTAGTTTCCTTTACAGCCGTGTGGACCTCCACAGCACAGCCTCCTGTC A C 0.79 0.50 0.48 0.48 0.36 0.27 0.14 0.41 0.54 0.42 0.48 0.055 0.077 0.004 0.022 0.0004
rs3794968 19 63.68 GTCTTCAGATGTCAGTCCTACAAAGTCGGGGGTGGAGGTTTCCCTCCAGGCTGAT[C/G]GGACATGCTCAACCGTTTATTTACCTTTGAATTTGGGGAGCAGAACTAGCCAGGG C G 0.30 0.49 0.51 0.49 0.64 0.73 0.86 0.60 0.50 0.55 0.52 0.028 0.077 0.006 0.022 0.0001
rs895374 19 63.76GCCTACGCTTCTCATCCTAGAGTAGGCTTCATCCCAACCAACCCCAGGCACAGTC[A/C]TGGTATCCCCACCAACTTTAGAGCTGCCCCAGGCACTGGGCAGCCTGTTGTAGGG A C 0.10 0.40 0.41 0.39 0.41 0.14 0.18 0.41 0.39 0.45 0.44 0.066 0.025 0.001 0.042 0.0000
rs1550812 19 63.78ATTCCATTTAATGAAATGTCCAGAATAAGCAAATCCATAGAGACACAAAGCAGATTA[C/G]TGATTGCCGGGAGCTTAGAGGAGGGGGCTGATGGGTGACTACTAATGGGCATGG C G 0.19 0.04 0.05 0.04 0.07 0.32 0.09 0.10 0.00 0.04 0.03 0.020 0.000 0.005 0.057 0.0015

rs3499 19 63.79 CTGTACCCAGGCTTTCTTGTGCGAGCACCACACCAAGGGCAGGTTGGGCTTGAAGGAGCCCTTGAGGAAACACGGGTTCTCCGAGGGGTAC[A/C]CCAGCAGGGCCTTCAGC A C 0.50 0.57 0.55 0.55 0.54 0.77 0.79 0.54 0.65 0.50 0.52 0.003 0.020 0.003 0.020 0.0001
rs1342137 20 0.12AGGGAATAAAACAATGAACAGAAAGACATGATTTGAGGACCTTACATTGGAGAGGG[A/G]GAGAAAGAAAATAAACAAGTAAATGAATAAACAAAATAACTACAGATTGTGATAAG A G 0.26 0.47 0.42 0.40 0.43 0.14 0.45 0.43 0.46 0.46 0.37 0.006 0.005 0.000 0.039 0.0012 1
rs735669 20 0.12AAATGATTTCCCATCTTCGAGCCTGTTACTGAATTTGAAGAACAGAGAAAATACTCA[C/G]TCCCACTCAAGGTACTTTGAGGGTTGCCAGAGTAATCTATTAAAATGTTAATCATA C G 0.55 0.51 0.50 0.46 0.55 0.86 0.50 0.61 0.54 0.48 0.46 0.002 0.001 0.014 0.080 0.0006
rs1434789 20 0.13ATGCCGCTGTGTAGGCTGTAGACTGCTGGGAAGAATCTGTG[A/C]TTTTCCTGCTTTGACTCTCTGCGCAGCCGGACCAAGATCGAAATGTACTCACCTCCAAGAATGAATGTGG A C 0.79 0.59 0.62 0.71 0.54 0.18 0.52 0.52 0.57 0.66 0.65 0.011 0.011 0.007 0.112 0.0000
rs1858597 20 0.14TTGCATATATTTATGGTGTACAACATGATGTTTTGATACATGTTGTGAAATGGTTA[A/C]TATAGTCAGGCAAATCAACACGTTCATCATCTCACATAGTTTCCCTTTGTGTGTGTGT A C 0.64 0.57 0.62 0.68 0.48 0.18 0.53 0.50 0.54 0.64 0.63 0.000 0.006 0.008 0.101 0.0000
rs751596 20 0.15AAGTCTTGTGCAATATACAAATTCAAATAATAAAGTCATAAAAAGAGAGAATATGGC[A/G]CAAATGAAATTGTGCTATTTCCAAGCCTATGCCTCAAAAGGCCTGTGTGCCTTTGC A G 0.36 0.47 0.41 0.35 0.54 0.82 0.48 0.50 0.50 0.37 0.41 0.002 0.004 0.004 0.085 0.0000
rs1469781 20 0.17CCTTGGGTTGTGTGGGATAATCCTGTCTTATTCCTATTGTTCCAATGTTCCATCC[A/G]GCTACTGCTGCCTCTAACAAAACTAACCCAGTTTGGAAGATAAATTAAGTCATTAGTCG A G 0.55 0.50 0.56 0.63 0.43 0.18 0.50 0.53 0.46 0.62 0.55 0.000 0.001 0.000 0.062 0.0000
rs1978761 20 0.22AGATTTTTGGGATTGCCATTTAAGTTTCGATATTCTTGTATTAGATAAAATAT[A/G]TAGATGATTCCAAAGTCAAACCTTCAAAGCAGAGTATATTCAGAGAAGTCCAGTTTTTATA A G 0.79 0.61 0.54 0.56 0.68 0.59 0.79 0.71 0.58 0.52 0.52 0.037 0.036 0.015 0.001 0.0003
rs371791 20 0.22 CAAAAGGTTAGCTGAAGCTTGTTTTCCTGGCAACAGAGCAGAGTTCTGAGAGAGC[A/G]TGAGTATGCAAGGCCTCTTGAGGCCCAAGCCTAGGTTCAGAACAGGAATCACTTC A G 0.70 0.52 0.59 0.57 0.46 0.64 0.24 0.55 0.57 0.63 0.62 0.004 0.079 0.002 0.000 0.0001
rs1774116 20 0.23CACCCCTGGGTGACTGGGGCCTCATGGGAGTGTCTGGGGATTAACCCCCCACAATG[A/T]GCAACAGCTCTGCGGGGAAATTTCCAACAAAAATTAATTTAACAAATGGCTCATC A T 0.19 0.38 0.45 0.40 0.34 0.41 0.21 0.31 0.46 0.49 0.48 0.042 0.033 0.016 0.000 0.0000
rs434609 20 0.23 TGGTAAACCTATAACCACAGAAGCAAAGGCTTTTGTGTTTCTGTGCGTAGTCTTCA[A/G]TGAGTTAATTGTCTTTTTACCCTTCACTTGTTAAGCAATGATGACATTTATTTTCTCC A G 0.75 0.57 0.61 0.56 0.48 0.68 0.22 0.57 0.54 0.64 0.62 0.007 0.101 0.004 0.001 0.0009
rs742605 20 0.35AGAAAGAGAGAACCCTTCACCCTTGAGGAGG[A/G]CACGGGACTTCCCCAGGAACCTCCCGTCAATCCTGTTGAGGCTCCTGAAATGGTGGAATGACGTGGACTTTGGAACCAC A G 0.81 0.63 0.56 0.49 0.59 0.55 0.86 0.64 0.61 0.58 0.61 0.051 0.089 0.006 0.001 0.0025
rs1884391 20 1.41TATGTCAGTATAACTGATACAGAATAGGTGAGCCCCAAAATTGGTGCTTATCCCAG[A/G]AGGGTCCTTAGCTTTTAAGGACAAGCCAGTGGAATTGGCAATCTTTTGTTGAACAG A G 0.48 0.49 0.42 0.40 0.41 0.18 0.31 0.46 0.64 0.47 0.49 0.007 0.001 0.009 0.016 0.0036 1
rs976192 20 1.49 CATGATTTTCTCACACCTCTCCTTAGAGTCTACCTCAAGGGTGCTGTCTTCATACCAGCT[A/C]TCTCTGTTTCTTCCTCCTTAAGTGCCCCCTCTCCTGCCCTGACCA A C 0.69 0.67 0.57 0.62 0.64 0.68 0.36 0.70 0.75 0.61 0.71 0.008 0.023 0.021 0.006 0.0153 1 1
rs600832 20 2.87 CCTCAGATAGCATAGCTGGCAGATGGAGTTATGCACATCAACTGGACATTTAAGA[C/G]AGCTGGAGATTTCTTACATTTAGATGACAGTTTAGATTAGAAATATTTAATCTTAGCT C G 0.14 0.39 0.44 0.38 0.52 0.09 0.06 0.20 0.50 0.45 0.41 0.046 0.083 0.019 0.073 0.0004 1
rs1034063 20 3.03AGTGCAGGTAGGCGCATAAACAATATATGTGATGTTTTTATAAAGGGAACACT[A/G]CCAGAGTCAGCCTCATGGTTCAGTTTACAGGACCTCAAAGTCAAGAACTTGAAGAATCC A G 0.10 0.49 0.49 0.38 0.52 0.27 0.49 0.46 0.61 0.44 0.42 0.114 0.004 0.000 0.034 0.0037
rs487377 20 3.65CCCCTGCCCCCAGGAAGCCTGCCAAGATGGTACAGAAGAAAGAGTAGAGGCTAGGT[A/G]TCCCCTCCAAAAGGCAGGAAACACTCACATTTCAAGATGAGGGGTATATATCAA A G 0.38 0.19 0.25 0.27 0.27 0.50 0.36 0.05 0.21 0.21 0.19 0.008 0.002 0.054 0.034 0.0028 1
rs241605 20 3.91GAGAGTATCACATACTATCTGTGGCTTCACACGTGGAAGATGGGAGGCTCTGGAA[A/G]GAAGAGGGGATTGCTGACCCCTTGGCCTCTCCCCACTCCTTCTCTCTGTCTCTTCC A G 0.31 0.35 0.24 0.18 0.36 0.23 0.05 0.36 0.32 0.30 0.32 0.004 0.025 0.012 0.000 0.0052 1
rs1535382 20 4.78CAAGGTGCTGGTATAAGAGGTGGGGCCTCTGGGATGTGATTAGATCTAAGT[A/G]CCCTTATAAAAGGCCAAGGGAGATTGTTTTTCCTCCGCGGTGTGAGGACGCAGTGAGAA A G 0.21 0.42 0.38 0.30 0.39 0.36 0.23 0.46 0.54 0.39 0.38 0.029 0.024 0.001 0.001 0.0000 1
rs1131382 20 4.83 ATGGTTTCCCGTTTTCATGGTAACAAATTCGCACAGAGGTTTTGCTTTAT[A/G]CTGTAGAATACCGACTTTCATGATGACAACTTGGTTTATGCATGAATATT A G 0.81 0.51 0.51 0.52 0.41 0.41 0.50 0.52 0.43 0.55 0.55 0.075 0.000 0.000 0.002 0.0009
rs1776964 20 4.88GTCCCAATGAGCTGGCTGGTGGCCCACTGGTCGTACCCCACACACATGGCATC[A/G]GCCAACAGGAAGGGCACTGCGATCGTGCCGCTGAAGCATGTCAGGTAGTGCTGTGG A G 0.52 0.48 0.47 0.49 0.55 0.45 0.43 0.45 0.58 0.45 0.43 0.001 0.001 0.001 0.001 0.0008
rs1040759 20 5.16ATCTCCGCATGTTTATGGATAAAGGTTCCTTTCCTTCCTGGAGAAGGGGTCTGC[A/G]GACATGTTGTGCTACCATCTAGGTCACTGTGAGAGAGATAAAAAGGTGGTCTTGACCC A G 0.36 0.42 0.48 0.50 0.50 0.23 0.27 0.56 0.36 0.54 0.47 0.007 0.034 0.007 0.041 0.0008
rs2038410 20 5.24TTCTTAGCTACTGAAAAGCAGGTTCTGTCAAGTTCAAATCGAAACTACCACCTC[A/G]TATGCAATTTGAAACATCAATTCTCCTTCTAGTTCATGCCTAATCTATGGCTCATGGCTT A G 0.62 0.39 0.49 0.46 0.48 0.68 0.51 0.54 0.50 0.39 0.45 0.007 0.001 0.003 0.015 0.0007
rs910970 20 5.27TTGGTGTGGGGAAAAAGAAAAAAAAGAGAGCCCCGTGGGAAGATAGAAAC[A/G]TACAGACCAGGTCATATTTTGATTAGATAGATTATAGCTGGTTGTAAGAATATTGATTGAAG A G 0.69 0.48 0.55 0.52 0.57 0.59 0.51 0.54 0.50 0.49 0.49 0.011 0.005 0.000 0.000 0.0011
rs1028555 20 5.33CTCAAAGGTAGACTTAGAGTGAAAAGATTCACCTTGTCACCTTTTACTGGTAAA[A/G]GCTTTGGTGGGATGCTAAGGACTGTTTTAAAGAATTTTCCAGGGAAATTGGGGTGGTA A G 0.67 0.55 0.53 0.54 0.54 0.64 0.42 0.51 0.61 0.46 0.60 0.011 0.005 0.007 0.004 0.0015
rs755662 20 5.55ACATAATAAAGTATTTTCAGCAATAGAGACCCTACTCTAGGAAGGCAGTATTCCCA[A/T]CTCATCACTGTCTCAATGTTGCAAGAGCATGAGAGGGAAGGACTGGCAGTAATTCA A T 0.60 0.37 0.47 0.40 0.50 0.36 0.82 0.51 0.36 0.38 0.36 0.015 0.072 0.002 0.003 0.0051 1 1
rs906935 20 5.71ATCCAGTCTCAGTTCATAAAGACTTGTAGAAATTAATTCTTCCCAGCTTTCACAATAA[A/G]CCTCATGCAATATCTAAAACAAACAACCACCAAAAAAAGCTATTTGCATTAGTTTCC A G 0.14 0.43 0.31 0.29 0.45 0.77 0.63 0.30 0.50 0.29 0.25 0.018 0.056 0.000 0.144 0.0036
rs237690 20 6.28 TCGTATTTCTCCCATGCATCTTTTGTGCTGGCTTTACTTTCTATTGGATGAT[A/G]TGCTGATGTGCCGATGTAAAATGACTCCAAATGGGGCTGTCCCAGAAACTACTTTCCTGAT A G 0.55 0.45 0.47 0.49 0.55 0.18 0.41 0.45 0.54 0.40 0.45 0.001 0.003 0.003 0.054 0.0011 1
rs717432 20 7.83ACTGTTACTTTTCACAAAGTGATGGTGGAGCATTGAGTTTTACTCTCCAAGAATCTA[A/G]TCAAGCATTAGTCTTTTTCTTTGGTGGTTGGTACTTGCAAAGCCTCACACATACCAT A G 0.38 0.79 0.73 0.73 0.71 0.73 0.74 0.46 0.71 0.68 0.64 0.071 0.002 0.048 0.000 0.0062 1 1
rs1535067 20 8.60AGAAGAGAAAAAGCATTCTCAGAAATCACCTGAAACTTGTAATTATAAATCACAC[A/G]TTTTAAATCAGTGATTACAGAGTCCATCAATATATTTACTTCCACAGTCTTTAGTGGGA A G 0.29 0.28 0.20 0.23 0.14 0.18 0.55 0.18 0.21 0.16 0.18 0.006 0.084 0.002 0.000 0.0017 1
rs674630 20 10.04TGAAGTCTGGTCAAGGTAAGAATGAAATGTGCTACTGAGGACTTTATAATGTG[A/C]AATGTGCTATTTAAAGCTCGAAATTCCCCTGGAGGCAGCCTGTATTAGCTTGTCTACATT A C 0.40 0.59 0.56 0.49 0.61 0.45 0.48 0.48 0.50 0.52 0.42 0.009 0.003 0.001 0.002 0.0086 1 1 1
rs1889188 20 10.17GTGAAGCTGTGTGCCAGCTTTCTAAGTCAAGTTCTGTCGATCCTATTTG[A/G]TAGAAAATATGATAAATGTTTTAGAAAATCACAAGAGGACTTTTATTTGGCTGAAATTTAAACAT A G 0.33 0.43 0.41 0.43 0.30 0.45 0.90 0.54 0.79 0.33 0.40 0.000 0.155 0.035 0.002 0.0000
rs362987 20 10.27AGCTGAGGCATGGTGGTGGCCAACTGTTTGGGTCTGGATTATGATATATCGGTATT[A/C]TCTAATGCCTCGACTTAAAACTCATTCGCTTGGTTCGATTCTTCGCTTGAAGAAGTG A C 0.48 0.51 0.52 0.52 0.34 0.55 0.43 0.64 0.46 0.43 0.52 0.000 0.005 0.003 0.002 0.0002
rs8636 20 10.28TCAGCCTTATAAAATTTACATCCACACTGTTTCACAGCAAGATTGCTCTCTCCAAAAC[A/G]TAGCCATCAAAAGCAGCAAACAAACCCTATATTACATCCATTTGACATAATTTCAG A G 0.10 0.36 0.32 0.49 0.34 0.14 0.13 0.24 0.39 0.37 0.34 0.034 0.021 0.008 0.017 0.0003

rs2026316 20 10.42AATGCCAAAGTTTACTTATAAAAAAAAAAACAAAAACAAACACGTCAGATTCAACA[A/C]TGGAAAGAGGATAATGCAAGTAACAAAAAAATTAGAACTTTTAAAAATCCTTTGTCAC A C 0.29 0.57 0.60 0.50 0.57 0.18 0.60 0.40 0.68 0.57 0.57 0.051 0.000 0.019 0.101 0.0001
rs742920 20 11.01ATCTCCAAACTGAATGCAGTTGCTCAGTTTGACATAGGTTGTGCCAGAAATGCT[A/C]ATCGATTTCAGATACATTCCCTGGATAGCAATGGAAAGATTCTGTTTCAAATGTATTCG A C 0.83 0.60 0.56 0.54 0.57 0.18 0.30 0.41 0.64 0.51 0.64 0.045 0.046 0.018 0.090 0.0021 1
rs2064525 20 11.15ACTTCCACTGAGGGCATTCTCTACTTTGGGGATTAAGGAAAGTTTTACATTTTACCG[A/G]TTATGGATGGACTCTCAAGTTGAAATCTAAGTGAAGTGGTTCCATTAATCCAATTTA A G 0.29 0.26 0.30 0.38 0.32 0.45 0.86 0.34 0.36 0.27 0.33 0.001 0.197 0.001 0.020 0.0000
rs803880 20 11.85TAACGTAAGTGGTTTTTTTGCCTCAATGAATGTCTGGTGGAATATTTGATTGCC[A/G]TGCTACTGGGGACTTTTTCACTGTGTGAGGATGAAAACATCTACATATTTGTCTCTAGC A G 0.38 0.59 0.64 0.60 0.61 0.82 0.80 0.52 0.68 0.58 0.62 0.042 0.008 0.004 0.018 0.0008 1
rs761319 20 11.97CGGCTCATATTTTTTCCTATCTTCGCTTGAATATGGGTGTGTAAAAAAAACTCAC[A/G]ATTTTTACTTTGCAAAAATAACCAATCCATGTGTGGGTGGTTTTATTTTTTGTTTTTTGTT A G 0.74 0.41 0.32 0.28 0.29 0.64 0.51 0.70 0.39 0.39 0.38 0.067 0.018 0.071 0.038 0.0011
rs1040756 20 13.65AAAATTGCCTGCTCTTAAAAAATTTTCTGGATTGACATATGTCTTACTCCCATA[A/C]CAAAACATTTTTTGCATTCTTCCAAGACCAAGTCAGATCTCCTTAATAAGGCATGAAAAAT A C 0.29 0.57 0.62 0.54 0.63 0.27 0.85 0.35 0.54 0.56 0.53 0.029 0.082 0.016 0.022 0.0016 1
rs204115 20 14.75CATTTACTTGATTACTGGTGTTTTTATCCCAAAGTTACAGTTCTGTTTGTTAT[A/C]ATTTGATATTATCATAGAGGAATAGCCTTTAAAGACCTTGGAAGTAGAGTATTACTGCAAG A C 0.71 0.67 0.69 0.77 0.77 0.32 0.35 0.46 0.86 0.66 0.69 0.000 0.077 0.025 0.075 0.0010 1
rs431587 20 15.08 TCTAACAGTGTTAGAGGCAGAAATGTTGCCATGTTTGGTTTCTAATAATTTGTC[A/G]AGGAAAAATTCTTGTCCTCTAAGATGATAAATCATTCAGGGAGCTTCTCAGTAGTTTGC A G 0.33 0.55 0.56 0.61 0.56 0.18 0.17 0.34 0.57 0.50 0.59 0.034 0.099 0.042 0.076 0.0009
rs747398 20 15.54ACATCATTGTAGGAGCACATATCTCCTGTGAGATATTTATCTTATGTGTGACCTTG[A/C]GTTTCCCAGCCTCTCTTGCAGTTCATTTGGAACTACATGACTAGCTCTGATCAAAGG A C 0.19 0.80 0.78 0.72 0.77 0.55 0.61 0.41 0.75 0.70 0.73 0.199 0.022 0.093 0.042 0.0041 1
rs466243 20 15.64GATCTAATCATTTGCATCTGTTTTGTACTAATTTTCTTTGCAGATGTTTCGGA[A/G]TTTGAGCTATGCAGTTAATAGAATGACACCAGATTCCAACTGGTCTCTTACTATTTGTGAG A G 0.21 0.49 0.44 0.46 0.46 0.32 0.31 0.40 0.29 0.41 0.51 0.020 0.007 0.000 0.006 0.0043 1
rs775133 20 16.01TTGCACATGTGTCAAGAAGTTGAATAGAGCCTGCAGGTGTTTTGTGAGGCTAGG[C/G]GCAGGGAGCAAAACTTGAAGGTTGGGTTCTACCAAGGAGAGGTACCCTGCTAACTAC C G 0.10 0.52 0.48 0.43 0.46 0.14 0.85 0.61 0.61 0.37 0.38 0.077 0.099 0.017 0.062 0.0038
rs1885567 20 16.65ACAGAATGTGTCCGGGGTGATATCAACAGGAAGATGGCTCATTCAGATTACCAGGT[A/G]TTCCACCCTAGTACCACTTTAAGATGGTAATGTTTTCAATCAATTCTAAGCCCAGG A G 0.60 0.54 0.54 0.56 0.52 0.64 0.54 0.49 0.57 0.52 0.58 0.001 0.000 0.003 0.003 0.0011 1
rs727472 20 17.31ATTCTTTACTTGTCAGGTGGATTGCAGCTGAGAATGGAAAAAGCAGTGAGTT[A/T]GTAGACAGAAGGCCTGGGTTTAATAGATGGTTCATGACTCAGGTTCTTCTTGGCTGTGAC A T 0.14 0.64 0.59 0.57 0.45 0.23 0.39 0.52 0.61 0.57 0.50 0.138 0.035 0.011 0.099 0.0025 1
rs2077147 20 17.82ACTTCTGGTCTTTCTAATATCTCTTGATATGAAGAGTGCAAAGACTGCTGGGAAAG[A/G]TGGGAACATTTGCACAGGGGCTGAGAATCATGGGAAGAAAAGGGAAGAGACCCAG A G 0.57 0.65 0.64 0.68 0.79 0.50 0.57 0.76 0.64 0.75 0.70 0.003 0.002 0.011 0.012 0.0018 1
rs761461 20 18.26TGGAAAGAAGAAGGAGTCTGCCCCTGAGAAATGGTTTTATGTCAATATTTGATTTA[A/G]TGTATCTACACTCCCTAGTGAGATCTCAGATGACTTAATTCTTTCTCATCAATGTGC A G 0.21 0.39 0.33 0.37 0.41 0.59 0.48 0.36 0.32 0.33 0.24 0.002 0.019 0.008 0.056 0.0055 1
rs1570344 20 19.11CGGGAGAGGGCAGTGATGCCCAGCAGGGTGACCCTGGGAACATTCTACAGATCT[A/G]CACATGGCTAGAGAGAGAACGGGAGGGTGAATGTTTTGTTCAGTTTTAGTCTTGTG A G 0.05 0.38 0.38 0.39 0.29 0.09 0.00 0.32 0.36 0.42 0.42 0.087 0.164 0.004 0.068 0.0005 1
rs728481 20 19.34AACATCTGAACCTGTGAATGTCTACACATAACAACATGCAAATGTTTTGATGTCTCA[A/G]CATGTGATTGTCAACATCTCAGCAATGTCTAGACATCACAGCACATGTGACAACAC A G 0.45 0.64 0.60 0.57 0.63 0.67 0.28 0.69 0.71 0.47 0.52 0.014 0.073 0.002 0.000 0.0084 1 1
rs1321345 20 19.59GAGCTGGTAGCCACCATGAAGCAAGCCCAGCTACCTGAAGGCACCGTGCTG[A/G]AGAGACCATACATGGAGAGAGATGCTCAGGGAGCCTCAGATGTTCTCTCCCCAACTGT A G 0.43 0.72 0.69 0.72 0.68 0.32 0.90 0.74 0.82 0.64 0.63 0.032 0.039 0.002 0.065 0.0023
rs1007272 20 20.96AACTAAGACGGTATATAAATCTAGCCCTTGTTTTCATGACCATATCATTTCAGACCA[A/C]CTTCCTGTTCCTTGGTAAGATCCAGTTGCCCCAAAGGCACACTTCCTTTACTATATG A C 0.76 0.62 0.58 0.53 0.63 0.32 0.43 0.64 0.50 0.57 0.57 0.012 0.023 0.000 0.048 0.0002 1
rs970177 20 21.60TTTTAGCAAAGTTACAAATACATACAGTTTAAAGAGCGTAACAATTCAAGTTTTGTT[A/G]TAAAATATCATTGCCCCTACTCATCAGCCCCCTTCATGGATCTTAGCTGACTGTTTTG A G 0.60 0.22 0.20 0.27 0.20 0.45 0.64 0.36 0.25 0.29 0.19 0.084 0.101 0.003 0.034 0.0000 1
rs7988 20 23.35 ACTTCAAATTTAGTTATGACAGTGTCACTGTATCCTAGTTATGTTTACAG[A/C]ACAAATAAATAATGACTGTCATACATCCAGAGGAGACCGAACCTGCCCAG A C 0.36 0.35 0.34 0.32 0.30 0.36 0.41 0.32 0.21 0.33 0.37 0.003 0.011 0.000 0.005 0.0002 1

rs958075 20 25.59 TGGTTAGTATAATCATGAGACTGTCTAGCCTAATAGTCTAGAGAAAATTCTCC[A/G]GTTCCAAGACGATGCCTTGCTATGTAGCCATTAATTATTAAGCTCCTGGTAAACCCTGAA A G 0.21 0.44 0.37 0.45 0.41 0.00 0.73 0.31 0.25 0.42 0.42 0.007 0.082 0.000 0.117 0.0019 1
rs1474945 20 30.59AGCCTTTGCCAATCACTCAGTTGTTCTAGAAGCAAAAGAAGGTTATTCTGGGCTAACCCTGAGTTGGCTTGAGCATGCCTTAT[A/G]TTCCAGCGAGGGCAAGTAGAATAGAGGG A G 0.60 0.62 0.61 0.76 0.55 0.68 0.78 0.65 0.39 0.67 0.58 0.000 0.048 0.005 0.009 0.0002 1
rs972546 20 30.60ACTTTGAATCAGTTTGCTTTATGATTGAATTGTAGCAACTAAATTCTACTATATCAG[A/C]CTACCAAGGGAAAGGGTGGACCCTCTCTGGATGAAGATAATATCATTGGAAGCTCT A C 0.24 0.49 0.49 0.63 0.39 0.68 0.77 0.56 0.32 0.53 0.42 0.025 0.089 0.010 0.034 0.0033
rs709045 20 30.71GCAGTGGCCAAGACTACCTTGAGTGCTGGTGATTACCATTCTCAAGCTCTCTGGGC[A/G]CAGAGACCTGCTGTCAACCCCCCTCATTAAAATTCATGTGCCTGCTACCCTTGTCT A G 0.81 0.45 0.48 0.34 0.59 0.32 0.25 0.43 0.68 0.47 0.56 0.051 0.059 0.004 0.022 0.0027
rs2377473 20 31.60 TTTCTTCATCCACAAATGGGCATGACTCCCGCTGGATGACCTCACAGAATTTCTGT[A/G]ACAGTTGATAATCAAGCGCTATAGTGAAATGCTCCAGTATTTAATGACCATATAGG A G 0.07 0.42 0.35 0.41 0.50 0.86 0.51 0.44 0.54 0.34 0.37 0.059 0.023 0.001 0.134 0.0000 1
rs1412998 20 31.69ATTTGGACAGCAGGGTACATAGCAAATTCAAAGAATGGAACTGAGATTAAATGAGAT[A/C]TCTGTAAAGTGCCTAGCACATAGCAGATACTCACTAAATACCAGCCCTCTTTGCC A C 0.10 0.40 0.35 0.40 0.46 0.86 0.49 0.44 0.50 0.29 0.37 0.043 0.020 0.002 0.141 0.0000
rs221972 20 32.30TGCTGAAACCCAGCTCTTCCCCTGTTCTTTGATTTGGAGGAAGGTGCATTTTGC[A/G]AATTCATCTGCCCAGCACAGATAGTTTTTTCCAGTCTGCAAAAAGGCACAATGTGTCC A G 0.19 0.28 0.39 0.30 0.38 0.86 0.60 0.50 0.36 0.24 0.23 0.020 0.042 0.004 0.141 0.0153 1 1 1
rs736264 20 33.20 GCCTGGACAAAAAAGGACCTCATTCCCCCAACTTTCAGGAGTGTTGGCTGCATCA[A/G]TGGCTGGTTCACACCTGGCCTCAATGGAAGACAACTCCAGAGACACCCATAGGAT A G 0.45 0.49 0.47 0.38 0.52 0.27 0.91 0.54 0.46 0.46 0.42 0.000 0.113 0.003 0.022 0.0013 1
rs764597 20 33.88TTCAGTTTCTCCTGCCTTCAATGGCACCTGACCACTTGCAGACAACCCCCTGTGCT[A/G]CTTTAGAGTCCCTTCTCTCAGAAAGGCAGCCACAGAGAAGAAAGCTGTTATCTGGC A G 0.33 0.53 0.50 0.50 0.57 0.27 0.02 0.47 0.50 0.58 0.52 0.008 0.189 0.002 0.028 0.0009 1
rs910869 20 34.01GTCCCTGGGGGCGGAGTCTGGAGCCGGAGGGAGGGGATCCCACCACCATCTGGT[A/G]CTGTCCCAACCACCTGGAGTCCCATGCAGCCCTGAACTCCTGACGACCCCCTCA A G 0.31 0.37 0.40 0.40 0.43 0.14 0.00 0.35 0.46 0.45 0.46 0.003 0.170 0.005 0.050 0.0038
rs663550 20 34.49GACCTTCCTTATTTTTCTACCTATTTCCTACTAATTATCTCTGACATTAAAAAAAAA[A/T]TATTTGTTTAGGGTCTGTCCCTCCCAGTAAACTGTAGCTTCTAAGACAGACTTTGTTT A T 0.17 0.45 0.44 0.46 0.41 0.55 0.74 0.35 0.46 0.44 0.47 0.051 0.039 0.004 0.006 0.0000 1
rs1124692 20 36.33AGGAGTGAGCTGGTGTTTTAATCAGGAAATTCATTCTCCACTCCAACAGTTTCT[C/G]CTAGGCATATCTCAGTCAATGACCAATGCTTTGCTCATTAACATACTCAAGGTCAGAAT C G 0.43 0.20 0.23 0.29 0.21 0.00 0.00 0.15 0.21 0.24 0.24 0.023 0.101 0.010 0.101 0.0000 1
rs1043415 20 36.63CTAATGCTGACAAGCACACCCTCTCCCATTATTTGTGCACTACAGATCTCCT[C/G]CTGATCAGTCACCTTTGTTGCTGCTGTGTAGACAGAGCCAGGCCTCACCTGTTTGTTTAG C G 0.10 0.45 0.35 0.40 0.39 0.82 0.95 0.57 0.38 0.38 0.30 0.059 0.208 0.023 0.107 0.0018
rs1205438 20 37.56GAGGAGTTTGGAGCAGAGACTGATGAGGTCTGGTTTGCATTTGAGAAAGGTC[A/G]CTCTGGGGTCCTGGTGGAAAATGGCTGGGGTGAGGCAGACGAGAATTTGGCAGCCAA A G 0.52 0.38 0.38 0.39 0.23 0.18 0.06 0.38 0.21 0.42 0.45 0.012 0.082 0.000 0.026 0.0041 1 1
rs729429 20 39.28GCCTCTCTTCTGCTTCCATTGGAGCAGGAAAGCATTAACCCTATCAGCACC[A/G]GTGGGCAAAGGCTTGGAAGAGGAGCAGGGTTTCTGGAGGTTAAGTTGCTTGTAATCACA A G 0.74 0.67 0.64 0.62 0.73 0.77 0.74 0.75 0.68 0.70 0.69 0.014 0.026 0.028 0.025 0.0004 1
rs735998 20 39.44CAGCCCATTAGGACCCATGCCAGACTTCTGACCTCCAGAACTGTAAGCTAATTCATTTGTGTTGTTTTGC[A/G]CCACTACATTCCCAGTAATTTATTACAGCAGTGGTAAGAGACA A G 0.14 0.54 0.53 0.56 0.52 0.45 0.44 0.54 0.38 0.54 0.53 0.076 0.011 0.000 0.006 0.0000
rs1406966 20 39.47ACACATCCTGTTTTACATGGATATTGAAGATGTGGGATTATTTTTTAGCCCCAGTTT[A/G]TGGACATCTCTTGCCAGAGTTATTTTCCTAAGAACCTAGAATCATTTGTTTGACTGTA A G 0.29 0.19 0.16 0.15 0.11 0.18 0.02 0.10 0.31 0.13 0.20 0.006 0.042 0.005 0.000 0.0004
rs933240 20 41.67CCAATGAATTAAACTTTATTTTGTAACATGTTTATTGAAGCGTTATTTTGTAAA[A/G]ACACGGAAGCACCAAATATATCCAACCACAGGGGAATGTATAATTAAATTACGTCCATCC A G 0.29 0.35 0.34 0.32 0.39 0.23 0.10 0.22 0.39 0.34 0.30 0.002 0.043 0.007 0.008 0.0013 1
rs988461 20 41.68TGTGTATAAGAGAGCTTGAAAATTCCTAGCACTTGGGAGACTATCGAGTAGGTCAGTCAGA[A/C]CTGAATCTACAACATCAGAGAGGGTGTTTGATGGTATTTTTGGGGAAACCA A C 0.24 0.48 0.50 0.46 0.36 0.18 0.42 0.56 0.39 0.53 0.46 0.046 0.005 0.003 0.062 0.0013
rs765147 20 42.81GTGTAACTCCCTCAACTTTTACATAACAGGATTGGATCTATGAGACCTAATGAC[A/G]TGTACGGAATTAGATTTCATTTGTGGGAGACTGCAGCATTTTGAATAGCACAATGTATA A G 0.52 0.47 0.43 0.48 0.34 0.50 0.92 0.42 0.54 0.45 0.43 0.000 0.144 0.003 0.001 0.0008 1
rs244123 20 43.87GGGTTGGCTTAGTTCAAGTTCCCTCTTATGCCCTTAGGGGTTCCATTCAAACTA[A/G]AAAAGTGGTTTATCTGATTCCCCATCCTTGACGGACAACAAGCTAAGAATTCTGTCCT A G 0.52 0.89 0.83 0.89 0.79 0.82 0.83 0.79 0.89 0.80 0.83 0.055 0.000 0.001 0.000 0.0000 1
rs244099 20 43.91CTTTAAATTTTGCTCTGACTTTGATTTTACCCTTAATATGTGAATGCTTCCCTTCCA[A/T]GACAATATTCAGAGGCTTCTCACTAGTGTAGGGTGAGTGAAGCCCTTCAGACAGTAA A T 0.02 0.17 0.12 0.16 0.14 0.41 0.02 0.34 0.21 0.17 0.13 0.013 0.020 0.020 0.054 0.0013
rs1080026 20 44.10TGTTGGCCTTAGGCAGCACATCCCCTGTTGCTCCAGCTTGGCTCATCCACGTCCCA[A/C]AACTGCTTAAAATCCGTCTCTCTCCAGACTGTTCTGCAGGATAGCAGCTAACCCA A C 0.33 0.71 0.60 0.62 0.54 0.59 0.54 0.41 0.61 0.67 0.69 0.036 0.000 0.019 0.000 0.0054 1
rs1003855 20 44.40CAACGACGAAATCAAGAATGAGAGAGAGAGACAGAGAAACAGATAGACAGACGGAGA[A/G]ATTGGTTTCTGCATCACATGGTAGATAACAGGGTTACCAACATCTCCCAGTTTG A G 0.38 0.48 0.46 0.60 0.57 0.68 0.95 0.80 0.46 0.49 0.49 0.000 0.196 0.137 0.048 0.0012 1
rs1981431 20 44.66TCATCACCTCACTCTGGCCTTGTTTCCTTCCACCTCAGAATTCCTTTGCCTTCCAGC[A/C]TAAAATCTCAACCTATTCTAAACCCGTCTTTAGTTACCAACGATGGGACACCTGGA A C 0.19 0.46 0.41 0.46 0.43 0.91 0.96 0.57 0.25 0.48 0.52 0.027 0.181 0.006 0.143 0.0077 1 1
rs411945 20 45.10CTATCATTTGGGATCCCTGGCCAACAGTAACAGAAAGTGACTAGAGGAGAGGAGAA[C/G]TCATCCCCTGCCTTCTCCCAGAGCAAGGTTGCTTGTAAGTGGAGATGATCATCTC C G 0.36 0.23 0.30 0.24 0.34 0.41 0.02 0.35 0.29 0.37 0.40 0.000 0.110 0.001 0.003 0.0025 1
rs9074 20 45.37GTATGCCGCATCCTGCCTCAGTATTGATCTTGTGTTCTTTGTGCCAATATGAAAA[A/G]GAGAGGGTTGGTTCTTTCCTTTATTGTTGAATGCTCCCATTTAATGCTTTATGGCTTT A G 0.07 0.31 0.20 0.24 0.29 0.45 0.09 0.25 0.36 0.29 0.31 0.040 0.029 0.000 0.015 0.0051

rs1010310 20 45.52CAGTGAGTGCCTGGAAATTATAGGAAAGCAGACAGTACAGAGAGATTTTTTCTTAGC[A/C]TCTGCACTGGAGATAGTAGAAGGTGCCTCATGTTACTACATTTACCCTTCAGAGG A C 0.19 0.27 0.28 0.32 0.29 0.55 0.53 0.39 0.46 0.35 0.30 0.011 0.029 0.000 0.025 0.0003
rs460067 20 45.81GGTAAGAAATGTGTCGGGTGCAGAAGCCTTGCTAAGCATAAAAGCAAGATGATTGCT[C/G]CTCTGCGAGCACCCTCCAGATCTCACGCCAAAATGTCGTCTGTGACCCACCCT C G 0.21 0.18 0.16 0.22 0.23 0.05 0.01 0.24 0.21 0.18 0.26 0.015 0.009 0.031 0.001 0.0093 1 1 1
rs366860 20 45.83 GTAGATGACAAAAGCCCTGACCTGGTACTCAAAGGACCAGAATTCAGTTATTGG[A/C]TCTGTCACTAGCAAACTGCATTACTGAAAAAAATATTTACTAAGTCGTAATTTTAATAT A C 0.31 0.48 0.47 0.36 0.57 0.59 0.69 0.38 0.54 0.55 0.45 0.017 0.021 0.007 0.004 0.0005
rs1046661 20 46.50 GGGATGGGTTTGTCTTGTCTTCTTTTTAATTTATGGACTAGTCTCATTACTCC[A/G]GAATTATGCTCTTGTACCTGTGTGGCTGGGTTTCTTAGTCGTTGGTTTGGTTTGGTTTTT A G 0.74 0.42 0.46 0.30 0.57 0.73 0.16 0.39 0.54 0.47 0.60 0.030 0.089 0.006 0.022 0.0078 1 1 1
rs1537304 20 46.78ACTCTATATCCTAAGGATAACTAGCCGTCTCCGTCACTCAAATATTGCCTGTAGTAATG[A/G]CAAATGCCCACAAGGATGCAGAAATGCCTTGATCGTGTTTAAGCAATTTAAATC A G 0.65 0.73 0.72 0.71 0.79 0.68 0.97 0.68 0.79 0.70 0.69 0.004 0.069 0.000 0.000 0.0003



rs1547429 20 47.23ATTTGAGTGGGGACACAGAGCAAAACCATATCAAGATCCAAACTCACCATCTCAAT[A/G]AGGGAAAGGCTGGGGGCCCCTAAACTTCTGTCCTCAGAAGGGGACCCCTAAACT A G 0.24 0.44 0.44 0.38 0.43 0.77 0.69 0.51 0.50 0.42 0.45 0.023 0.023 0.000 0.048 0.0001 1
rs761272 20 48.00ACCAAACACTACTACAAGGAGGGGCTGATCGTCTCACTTTACAGAAGAGAAAAC[A/G]AAGGCTCAGGGAGGCCCTCTAGAGGAGGAGGACAGTGGGAAGCCCACACACGGGC A G 0.21 0.61 0.54 0.57 0.52 0.45 0.47 0.29 0.65 0.52 0.43 0.058 0.000 0.017 0.002 0.0079 1 1 1
rs968478 20 48.03ATTCTCGCCTCTTCCCTCTTCCTACCCAGGCTCCTCAACATTGTGTGCCCACCCC[A/G]AGTGGGAGTTCAGCTCAAACAAGAGGGCTCAGAGGGCCACGGGGACCCCTGCAAG A G 0.36 0.71 0.63 0.59 0.59 0.55 0.64 0.49 0.61 0.57 0.52 0.032 0.002 0.003 0.000 0.0065
rs911411 20 48.40 ATAGTATTTAGGCACAGTTTTGGGGTGGGGGTCATTGAGGGGAAAGGAAAAGTA[C/G]AGTAGAAAAATGAACTACTTTAGAACAACAAGGCTAACAGGCAAAAGCAATGAATCA C G 0.36 0.41 0.41 0.46 0.63 0.32 0.35 0.34 0.46 0.46 0.45 0.004 0.003 0.001 0.008 0.0004
rs756529 20 48.70AGCCTGCACTGGGGTCTGGCAGGAGCAACCAAAGCCCAGGAGTTGACACATAAAGT[A/G]AACAAGCGGTCAGATGTCAGCATTTGAACAAAATTCCTGAGGATCCCACTCTCT A G 0.48 0.43 0.46 0.38 0.25 0.50 0.50 0.40 0.50 0.39 0.41 0.000 0.001 0.012 0.001 0.0021 1
rs119416 20 48.72CACTAAATCAAAGTGAGAGATGTTGACTTAGTGTAGCCATGGCCTGATCTGAATC[A/G]ACGTTAAAGTTTCCCAACAGCCCATGAGATGGTAGAAAGGATGAAATGATACTATTAA A G 0.26 0.27 0.33 0.37 0.41 0.27 0.61 0.41 0.25 0.35 0.41 0.002 0.032 0.000 0.003 0.0038
rs610412 20 48.76GAATGTGCCTGCCAGAATTCTGATCATGAAGACTGCCGAAGTGTTCTGACCTTG[A/C]ACCTCAGAATTCCAACCCCGTACATTAGTTCCAACCTGGGACATCAGCATTCTGACCT A C 0.79 0.64 0.58 0.57 0.64 0.82 0.78 0.59 0.71 0.62 0.54 0.029 0.031 0.010 0.054 0.0013
rs718630 20 49.80CATCTAGCACCTCCCCCCCCATTACACACCTGCTTTGTGCTAGGCACTTTAC[A/C]TGTGCAACAGGATGATGTTAGGGGTGCTCTGAGTCTCTTGGCCTAAGTTCAAAGGTCATT A C 0.45 0.61 0.54 0.51 0.52 0.50 0.43 0.55 0.68 0.64 0.59 0.010 0.015 0.002 0.005 0.0017 1
rs995480 20 50.46 TGATCATTAGAAATAATAAACCATCATACCAAGA[A/G]CTGATGCTCACTGAGAGCATGCAGTCTACCTGCCGGGTGCTGAGGGCTTCACATGCCCTCTTCGATGAGACTTCGAA A G 0.26 0.51 0.46 0.57 0.55 0.59 0.42 0.57 0.54 0.49 0.49 0.019 0.004 0.003 0.005 0.0008 1
rs926910 20 50.63GTGAGAGCCCCAGAGTCCACTCTGATGGCTTTTCCCAACTTCAGGTCATGGG[A/G]AGCAATGATGGATATCTCAGTTCCTTCCTTCCCTAGAGAACCTGGCTCCACATGCAAAC A G 0.33 0.59 0.53 0.59 0.54 0.64 0.73 0.38 0.71 0.61 0.54 0.013 0.012 0.019 0.002 0.0001
rs228835 20 50.75CCATTTGGATGTTCTCTGAAATTTAAAAAATGTGTAACCCTTCAGGCAAAGTTCAC[A/G]CTGGGAAGTCCAGGCTGTTCCTGACTTCAGTGGGAACCCTGGCCCTTGGCCACAGG A G 0.26 0.63 0.61 0.56 0.61 0.41 0.63 0.61 0.75 0.54 0.52 0.060 0.000 0.001 0.024 0.0024
rs737116 20 50.97ACTCCAAGGAAGAGTTTGCAAGATGACCCACTGGGGTACAGGAAGCG[A/C]CTCTTTACATTTCAGTTCCATCTCCAAAATTAATGCAAAATTAAAATCTTACTAATACTATTGAGG A C 0.71 0.52 0.48 0.44 0.41 0.14 0.22 0.42 0.61 0.45 0.52 0.027 0.043 0.004 0.071 0.0017 1
rs1022689 20 51.51TTGGAGGTCTGGCCAGAACTCCCGCTGAGTTCATTACCAGGTAGTTGTTCTGATTT[A/C]TGTCTTTATATAACCTAGTTACTTCTGTACTTTCTCATCTGTGCCCTTTTAGTGAATC A C 0.26 0.33 0.23 0.26 0.39 0.45 0.30 0.30 0.36 0.34 0.30 0.000 0.001 0.002 0.025 0.0014 1
rs200613 20 52.64TATTTCCAAAGACAAAGAAACTCAGTGGGGATTGCATGGGAGAAACTGTGTTG[C/G]GCACTCCTATGAAGGATCCCCATGTAGCCTTCACAGTTTCACTTAGATTCTGTCTCTTC C G 0.29 0.48 0.56 0.46 0.50 0.55 0.88 0.71 0.68 0.62 0.60 0.051 0.040 0.013 0.004 0.0008 1
rs1476720 20 53.21GCTAGCCCAGGGCAGGGATGTGTGCTGGAGTTGAAGGCCCTCCCTACAAAGGCCACCTGCAAGGGCCACTACCACTTC[A/G]GAATTTGTGAAGGCCTGCATCGCTCCAGTGC A G 0.69 0.68 0.77 0.72 0.84 0.32 0.40 0.72 0.64 0.74 0.74 0.014 0.130 0.018 0.155 0.0002 1
rs394732 20 53.36 ATGAGTGTTCCCCAAAGAGTTGAAGACCAAGAGAATGAACCAGAAGCAGAGACTTAC[A/C]AGGTAGTGTAGTAACCATTACAGGGGCATCAGCAGAAAAAAAAAAAAAAAAAAA A C 0.79 0.43 0.42 0.44 0.43 0.73 0.20 0.54 0.43 0.36 0.45 0.092 0.021 0.016 0.078 0.0021
rs964293 20 53.50TCCAGTCAATATACTGACCATTTCTGTCCTTATATCTTCCTCACGGAGTGTTC[A/C]TGATGGTAGTCACACAGTCTTTTATTATAATTTTATGAGTTCTTGTTGGAGCGATTAATAG A C 0.60 0.35 0.33 0.39 0.30 0.59 0.19 0.35 0.43 0.38 0.36 0.015 0.031 0.001 0.016 0.0004
rs1418927 20 53.51CACTCCCCAGGCCCCCAAAACTTTCTACTCCTAAGCTGTTTTATTTTCATCATCAC[A/G]TTTGTCACCATTGAACATTATCTTGTTCATCTTGTTTTTTGCTCTCTTCCTCCACCAG A G 0.29 0.29 0.22 0.18 0.29 0.14 0.04 0.40 0.32 0.18 0.24 0.000 0.055 0.008 0.013 0.0000
rs767971 20 54.39 GGATAATCACAATTCAGAGGTACAGGTGAGAG[A/G]TCCAAAGAAACTTCAATGTCATAAGCAAGGGAGGAAGTTGTATCTGTGTCTCTTAGAGAAATGTGAGAGGCAACATTCC A G 0.17 0.81 0.77 0.73 0.66 0.82 0.97 0.80 0.82 0.69 0.74 0.217 0.034 0.001 0.000 0.0021 1
rs914433 20 55.20TGTGAGTGCAAAGAATCATAAGGTCTGGAAATGTCTGGGCTGGAAATACTCCAGTT[A/C]AGCTTGGACTGTGGACATTCCTCCCTCCCCCAAAACCTTTGTGAATTTTATAATAT A C 0.10 0.39 0.50 0.44 0.46 0.14 0.00 0.39 0.36 0.53 0.52 0.114 0.230 0.006 0.090 0.0001 1
rs1884910 20 55.71CTCCGCCGCTCCTTCAGTGGCTCCCCATTTCTGTTACCACTCAAGGTCCTTCA[C/G]GATTCTTTTGAGCCTCATTTCTTTCGACTTCCACCACGCTGACCCCACCTGGTCTGCCA C G 0.64 0.38 0.34 0.37 0.59 0.36 0.57 0.33 0.39 0.38 0.31 0.044 0.029 0.001 0.000 0.0004 1
rs1570530 20 55.84GTCTGCTCCAGGAGCCCCTGAGAGCGTCAAAAAGAACAAGGTGGGTGGGTTG[A/G]GGGGAAACATCACTGAGAGGCTACCTAGGCCTGGATCCCCGGCAGATGCAGGTCCAC A G 0.43 0.47 0.45 0.39 0.48 1.00 1.00 0.83 0.32 0.47 0.48 0.000 0.274 0.095 0.274 0.0012
rs186659 20 56.49GCATGTTCATTCATCCTCATTGTCATATGATAGTCCATCGTTGTATTAGACC[A/G]CAATCCATGTATCCATTCTACAGTTCATAGGCGTTCAGGGAGTTTCCAGATTGGGGCTCTG A G 0.93 0.56 0.60 0.57 0.52 0.14 0.56 0.60 0.57 0.73 0.63 0.101 0.000 0.002 0.095 0.0005 1
rs1328757 20 56.82CTCCTGCAGTCCACTGGCCACTGTTCTCTTCCCTGGCAAGTCTTAGAGTTTAGG[A/G]AGTGGAGGGGGCTTGGCAGTTTTGCTAGATTATATGCTTAAGCAATGAAACCTTTATA A G 0.31 0.45 0.48 0.45 0.34 0.55 0.06 0.46 0.39 0.45 0.50 0.015 0.114 0.001 0.004 0.0005
rs511145 20 57.59CTGCTTGGCCTACCTACTAGCAACTCTTGGGCTAAATAATTGTTCAAAAAAAAGA[A/C]CAGGAAGAAAGGAGGAAGAGCAAAAGTAGTTTTATTTTACACACATATTAGCATTACC A C 0.26 0.59 0.53 0.63 0.50 0.59 0.36 0.31 0.54 0.59 0.66 0.021 0.010 0.017 0.008 0.0152 1 1 1
rs910860 20 57.69AAACTCTTTTATAGTCTGCCATGGTAAAAAGTACATAATTTCTGTCACAATTTGCAC[A/G]TATGGAGCTGAAAGAACTAATGATTAGCAACATTCTGTCATGTTTTTATAAAGTTCC A G 0.69 0.67 0.69 0.66 0.70 0.64 0.98 0.65 0.57 0.67 0.74 0.001 0.111 0.005 0.000 0.0024
rs2208087 20 57.77 TACAGCCTTGGTCAGAAGATAAGTGGCACAGCTGGCCACAGTGATTCATCTTC[A/G]AGAAGCACTTCACACAGTAGCAAGAGGAAGTCTCCATTGATAATTTTTTTTGTTTGTTT A G 0.12 0.54 0.53 0.60 0.64 0.18 0.75 0.50 0.79 0.49 0.49 0.124 0.015 0.006 0.085 0.0000
rs259998 20 58.46TGCAGCTGAGGGTACAGGACTCAAAGCCCAGAATGTTCTTCAGTGAGAGGCAC[A/G]TGGAAGACCCAACCTCCTTTCCTGCATAAAGCTGAGACCTCTGAAAGGCATACTCTC A G 0.45 0.79 0.77 0.73 0.79 0.77 0.79 0.73 0.61 0.82 0.79 0.051 0.000 0.002 0.000 0.0002 1
rs259966 20 58.50TTATCAGTTGGAAAGAAAAATAAGAGACACATAATCATATTGGTTCTAAAATTCA[A/G]ACTCAAAATAATGAGGAAAACCCCCAAAGTGTATTATACCTGAATATGCTCAGGCAAAA A G 0.29 0.48 0.50 0.44 0.57 0.14 0.41 0.24 0.57 0.43 0.46 0.031 0.006 0.056 0.095 0.0010
rs1407538 20 58.54TTTCACTCATCCAAAGCCATCAGTCACCATTCACCCACTTTTCTGTTTGGAGTTATTTA[A/G]TTTCTTCTTGAATGCTTCCCATCTTGCTCAAATTTGCACCCTGTCTCTGTCCTTC A G 0.67 0.70 0.72 0.60 0.73 0.23 0.59 0.40 0.68 0.63 0.70 0.002 0.015 0.064 0.144 0.0001
rs155004 20 58.56GTATAATGTGCTGCTTCGGGGTCCAAATGGCCACTCTTTCTCTCTTCCCTGCAT[A/G]GTTTCTACTCCCACCAGAGATGGTTTTGAACGAGCACTTATGTCTTGCCTGCTAGAAC A G 0.62 0.59 0.56 0.74 0.59 0.91 0.78 0.88 0.43 0.64 0.60 0.005 0.031 0.116 0.097 0.0021
rs748543 20 58.67ACTCCTTATGAGCATCTGAGGGAGAGGAGCTGGATCCACACTCTGGACTCTTGA[A/C]TCCAACTTTGAAATAAAATATTTAAACAGCCCATCTCATGATATTCAGAACAATAGTC A C 0.57 0.62 0.58 0.55 0.52 0.27 0.37 0.46 0.57 0.58 0.66 0.001 0.016 0.005 0.044 0.0020
rs1570160 20 59.43TTGACTTTCCCTGGATGTTGGTTATATAAAGACGTTATTGTCATATGTTATGCTG[A/C]TAATGGTATTGTGGCCATTTAAAAAGTCTTGTATTTTAGAGATACGTGTGAATTATTTCC A C 0.76 0.55 0.48 0.54 0.52 0.95 0.89 0.64 0.54 0.69 0.58 0.040 0.114 0.012 0.153 0.0020 1
rs1381100 20 59.53ACACAGTTTCCTCCAGCTGTATTTACTATATGCACAAACTGTTGCTTGGCCTGGGA[A/G]ATACTGAACCTGCAAATGCACCATACAAAGCCTGTGGATGTAATGGTTAAAATGTT A G 0.62 0.24 0.22 0.17 0.16 0.32 0.29 0.25 0.25 0.20 0.21 0.111 0.009 0.000 0.011 0.0000
rs354731 20 59.64GGATGTGAACAGACCATGTTGGAGAATGCCTGGCATCAGCACTCTGACTTGCAG[A/G]TAAAACAGTCTACCCTAAGAGACATTCTAAGTTTTTTAGATCTTCTCCATACATTTTGT A G 0.26 0.63 0.63 0.68 0.57 0.77 0.94 0.66 0.57 0.64 0.49 0.078 0.068 0.000 0.009 0.0064 1 1
rs1001583 20 60.74TTCTTTTATTCATAAGGTAATTCTTATGAAAATAATTGGTCCATTTTAACC[A/G]CACAGATCTTTCTGGCACACACTGCCAGCAATCAGAGTGGCTTCATTTAGTACATTCAGGTGC A G 0.69 0.52 0.56 0.48 0.46 0.86 0.16 0.58 0.29 0.60 0.59 0.015 0.070 0.000 0.071 0.0009 1
rs2026162 20 60.96TCTAGCTGGGGACGCTCGGTTCCCTCGGAATTTGCACCAACCTCCTTCGTCC[A/G]ATCCTTCCCCTCTCTGCAGTTGGACTGCTGAGCTGGGCTTTGCCCCAGTGACTTGGCC A G 0.40 0.49 0.48 0.39 0.52 0.23 0.10 0.33 0.39 0.46 0.51 0.003 0.093 0.012 0.038 0.0013
rs910928 20 62.45 TGGGTGTGGCTCATCGCAGCATATGTGTGAGTGACTAAGTTCCGGGAGGAC[A/G]CAGGCCTGCCTGACAGGTGCTGGTACTTTTCCAGGCCTGGGGGTGGCGTGACTGACA A G 0.48 0.47 0.42 0.40 0.36 0.09 0.33 0.26 0.43 0.41 0.44 0.005 0.008 0.031 0.087 0.0014 1
rs736379 20 62.50 CGGGAGAGGACTTCAGAGGTACGAGCGCTGCTCTGGTCTCCTTTCCTTGCTTCT[A/C]CTTCTCTGCCAAGGCGATCGCAGTTGCTTGCTGTCTTGCTGTGCTGTTACGGCAAT A C 0.21 0.46 0.47 0.51 0.36 0.55 0.69 0.63 0.54 0.45 0.51 0.037 0.033 0.012 0.003 0.0003
rs816943 20 63.40TCTTCACATGTGCCCTCCTTGCCTGCCCCAGCAGGACCTTGCTGGGGTGAA[A/G]TGTGCTCTTCGTCTGGTGTGTGGCTGGGTGTGTATGTGTGTCTGTGCTGGTGCTGGGAG A G 0.31 0.63 0.52 0.48 0.59 0.95 0.61 0.39 0.33 0.53 0.54 0.017 0.010 0.007 0.153 0.0016 1
rs379042 20 63.52ATTATTGGACTGAACCACTGGCAGAGAAAGCAGAGGGGGGTGAATGTGGTGGTTGT[A/G]ATGCTCTCTGCCCTTTTGTGTGTTTTGCTTTTTAAAAAAACTCAATCATGCTGCAC A G 0.17 0.29 0.31 0.21 0.30 0.32 0.44 0.27 0.43 0.26 0.26 0.008 0.002 0.006 0.000 0.0003
rs912239 20 63.57TGTTTGACACCCCTGCCTGGCCTCACACGGGGGCCAAATCTGCGGTTTGACATTTTATC[A/G]GTGATTTAGATCAAAGAGGGAAAGGATTGAATTAGCAACTGACAGGAAGCTG A G 0.31 0.25 0.23 0.23 0.23 0.14 0.13 0.26 0.11 0.23 0.23 0.010 0.003 0.010 0.001 0.0002
rs990141 21 15.01AAACATGTGATATGAACGAGATGGTGCAGATTCTTCTTTCTCTGTTTCTCCCCAACT[A/G]AGTACAATTACAAACCCTGACAATTACATACAGCAACCATAGAATGACACAGAAGA A G 0.52 0.65 0.61 0.57 0.61 0.50 0.75 0.64 0.61 0.57 0.56 0.004 0.025 0.002 0.006 0.0007 1
rs926130 21 15.14GCAAACTAAAAGTCACAATACCCAAATAACTATTTCCCATAAGTGTTTTCTCCAGCT[A/C]ATCTAAATATTGTAAAGAAAAGACAATGATATGGTAGTACTGGGAAGGGAAGACCA A C 0.52 0.54 0.51 0.56 0.70 0.32 0.56 0.46 0.43 0.58 0.48 0.004 0.018 0.000 0.006 0.0000
rs2178895 21 15.26TTCAAGGATGTTTTGCCCTTCTTAGAAAAATAAAGGGGACAAAAAAGAAGGTGGCT[A/G]GCAAGTTAGTGCACTAGAAACAGGGTAATTAAGGCATAACTCAAAGTGACAATCAG A G 0.95 0.66 0.67 0.63 0.68 0.95 0.76 0.49 0.71 0.63 0.60 0.079 0.002 0.014 0.076 0.0014
rs1882959 21 15.47CTGTCTCCAAAATAAAAAAAAGTGTTGATGAAGAATGTTTTAAGTCCACAGAAGACATA[A/G]CCCTACATGCGCTGGAAATCTAATTGACTTTTTGTTATATCTTGTATCAAATTAAT A G 0.95 0.77 0.76 0.71 0.70 0.95 0.70 0.76 0.68 0.82 0.80 0.061 0.000 0.010 0.071 0.0043
rs7275650 21 15.62 TCTTCCAACGTCTCCTGTAGTTTAGCCATCCTCCGTCTTACTACCTCCCTTACTAC[C/G]CCCATGAGAGAAGATCGGATCTCAATCAGTTGTCCTTTTGCTTTATAGTGCTATTTT C G 0.17 0.12 0.11 0.10 0.04 0.05 0.04 0.11 0.14 0.08 0.11 0.002 0.007 0.003 0.008 0.0000
rs8127275 21 15.79TTTCCCTGTAAATAAATTCCTCTGTTCATTCAAGCACTTCACCCAGCTCTCCCTCT[A/G]TATAGTCACCTCTTTAACGTGATTCCTCCTTAAGAGATGAGACTTCCTATTTTGTCCT A G 0.64 0.99 0.96 0.99 0.96 0.86 0.96 0.99 1.00 0.96 0.99 0.080 0.002 0.022 0.008 0.0043 1
rs2823392 21 15.92GAGAGAAAGCATTCTTCAGGAAAAGGGGACTTGATTGTCTTTTCAAATTAAACAGAGA[A/G]TTCATCCATCAATGTTTCGTACCTTCCCAGCTAGCAAATTTCTTTCTTGGTATAAA A G 0.57 0.27 0.30 0.21 0.32 0.09 0.06 0.16 0.18 0.31 0.25 0.025 0.073 0.025 0.056 0.0021
rs983530 21 16.50 TTAACTCTGAATCTCCTTCCAATGAGCTACGCTCCCTGCCCTATTTCAACTACT[A/G]TTCTAAGCTTGCAACTCAACTGCAAAATCTCGACCAAGGAGGGAGATCTCAATTTTGT A G 0.76 0.67 0.63 0.59 0.82 0.95 0.72 0.77 0.68 0.70 0.61 0.009 0.001 0.005 0.071 0.0007 1
rs189457 21 16.59GTTTTAGTCTACATCAAAAAAGATCTAAAGGGTGTTGGCAGATAGGTACCTCCC[A/G]AGAATGTATACAAGATGTGAAAATAATGTTTCCCTACATACTTTCACTCACCCACCTGC A G 0.74 0.67 0.65 0.65 0.57 0.27 0.51 0.32 0.50 0.63 0.55 0.003 0.016 0.084 0.089 0.0069 1 1
rs2824056 21 17.09GAATAGAGATTCTTAGTACCATACAATGGCTCGTGTATAAGTCTGATGCTGGGATAC[A/G]CACTTGCATGCATATCTATATACCAGAGAGAGAAGCCTTGAAGTATAGCTTAAGGC A G 0.36 0.54 0.60 0.73 0.54 0.55 0.72 0.54 0.61 0.58 0.63 0.025 0.014 0.000 0.000 0.0008 1
rs202855 21 17.55 CATGATTTCACTGCTTGCCAGGTTAAACCTGCAAAAGATGGTGTATCCATATTTC[A/G]TGACTTGGCTCTGGCCAGTTAGAAAAAAGACAAGCATATGGTATTACTTTCCATGAC A G 0.71 0.87 0.84 0.87 0.79 0.95 0.97 0.92 0.93 0.84 0.75 0.010 0.035 0.006 0.023 0.0060
rs1389157 21 17.71TGAAGTAAAGCAAACCAGTAGGGCAGGATGGAAGTGTCAAAACTGATTGGCCGGTAT[A/C]AATTTTCAAAATGTGTGGTCAGTATTCCTGGAGGCCAAATCCACTGGGTGGCTT A C 0.36 0.03 0.02 0.02 0.07 0.05 0.00 0.00 0.04 0.03 0.05 0.123 0.004 0.004 0.005 0.0017
rs12034 21 17.86TCACTTATTCTTTTCCCTAATTGTGAATTTTAGTGATAAATACACCTGTACTACTGA[A/G]GAAAATATTCTGACACTTCACGTGTGCAAAGTATAGAACTGACAGTGTCAGTTTCAG A G 0.18 0.67 0.56 0.66 0.63 0.55 0.66 0.56 0.58 0.58 0.66 0.075 0.012 0.003 0.001 0.0072 1 1
rs197523 21 18.26AACTGCTGGTTTCCCCATGTCCTGTTTAGTACTTTCCTTTGTTGCATATAGACAAAT[A/G]AAATAGAAGCCAAGAACATCTGGAAACCATCAGTAAATAACAGTTTGGAAATTTCTG A G 0.50 0.21 0.30 0.40 0.32 0.00 0.23 0.53 0.23 0.33 0.36 0.019 0.001 0.028 0.117 0.0029 1
rs6517799 21 18.45CAGCCTXTAACTATTAGACTCCAAATAAATCTTCTGACAGAAGTTAAGAGAAGGAAT[A/G]GCCACCATCATCAGCAAAGATGTAAAGCCTTGATTTGGGACTATCTCATGGTCTTG A G 0.81 1.00 1.00 1.00 1.00 1.00 0.99 1.00 1.00 1.00 1.00 0.071 0.004 0.000 0.000 0.0000
rs2824776 21 18.66TTATATACCACATAAAATGCAAGCAAATGCCATTTTTGTTTTTATGGTCTTTGAAT[C/G]TAAGGCATTAATTGCCCTGCTTGTTTGGCATGGTTTACAGTGGAAAAGAGCGTTGAA C G 0.26 0.31 0.25 0.30 0.39 0.23 0.21 0.27 0.18 0.35 0.30 0.000 0.000 0.001 0.000 0.0023
rs2825276 21 19.32TCAAGGATGGCATAGAGGTGCCTACTGATAAAAAGAATTACACTCAGAATCCAACT[A/G]TCAGGGACTGCTGACTTCTTACTATCTCAGGTGATGGTAGAAAAAATATTCCTACCA A G 0.33 0.55 0.48 0.34 0.43 0.35 0.59 0.55 0.38 0.36 0.41 0.022 0.004 0.004 0.016 0.0020 1
rs2825360 21 19.41AAAGTTACCATTCATGTCTTCCTATCAGTGTAGAAAGACAGGGAGAGTCTCCAGGA[A/G]CTATAAGAATGTAATCAACTTGAGCAATCAGCCTGTTTTATGGCTTTGCAGCCTGT A G 0.52 0.40 0.40 0.37 0.46 0.18 0.06 0.46 0.33 0.38 0.36 0.012 0.009 0.022 0.022 0.0000
rs2825416 21 19.50AGCATATATGTTTCTCTCCTAGATTAATTGTTTTCTTATTATGTTTTTACAAAATGG[A/G]AAGTCACATATTACAAGTCTATAAACAAATATATATTGAGAGAGAGAAAGATTTATTA A G 0.43 0.32 0.36 0.35 0.30 0.50 0.25 0.16 0.29 0.35 0.30 0.002 0.007 0.025 0.010 0.0039
rs1808093 21 19.68AACTGATAGGTTATATATTTTTGTATTTGTTTATTTTCTGGGTGCACCCACTG[A/G]AACTTTGTGTCCATGGTTCTTCATTATGCTTAATGAATTGAAGTTATTAATGCCATTGTGTC A G 0.38 0.48 0.41 0.39 0.32 0.18 0.26 0.28 0.39 0.42 0.45 0.001 0.032 0.017 0.046 0.0015
rs2825875 21 20.19AGTTAGATAACACCTATCAGTAATACCTTAGATTATTTCTACAATGTAGGCTGCAAA[A/G]CATTAAAGGGTCAAGCAGTTTTCACATTTTAAGCAATTTACTTTTAATTAACAAAAAA A G 0.26 0.65 0.63 0.57 0.55 0.36 0.39 0.47 0.42 0.64 0.63 0.038 0.014 0.010 0.023 0.0012 1
rs1888415 21 21.22 AAATGCCATGCTAGACATTCGACTAGCCTTCTATGGCTAGACTACTCGCCATAAAGAG[A/G]ACCTCACAGAAAAACAAGAGGCTTGGGAAAAGTAGAGGTGACTTGGTAAAGG A G 0.05 0.20 0.19 0.18 0.18 0.00 0.42 0.14 0.29 0.24 0.26 0.020 0.036 0.007 0.075 0.0021 1
rs2258630 21 21.90ACAAAGACCTTGACTGTTCTGCAATCACCACTACCCCACAGAGATGCTACTTCT[A/G]AGTTGGAAACTTGAACTTTACTGCTGTTTGTAACACCAGACACCTCTACTATCCCCGA A G 0.64 0.41 0.38 0.44 0.34 0.32 0.69 0.31 0.38 0.35 0.30 0.041 0.054 0.005 0.000 0.0033 1
rs1783400 21 22.03GAAATGAGTTCTTATGCTATAATTTTGCTGAAAGAAACTATTTTCTTGCCTCC[A/G]TACTCCCCATAAGATGTAGCAACCTAATCTGACTGCCCTGAAGTGAGCTTGGTTTACTGG A G 0.40 0.51 0.47 0.41 0.50 0.41 0.30 0.48 0.62 0.36 0.41 0.002 0.005 0.008 0.000 0.0009
rs1155463 21 22.06TTTGTTTCATACACACTAGTCTCCCTGGATAATTCCAAACTGGAAATATAGAGGAG[A/C]TCCTTGACTGAAAGACCTGTACCTCAATGACTGAAGTCCTCTGTAGTACTGAGCAC A C 0.55 0.38 0.32 0.33 0.23 0.36 0.16 0.54 0.43 0.25 0.27 0.027 0.013 0.025 0.001 0.0021
rs767055 21 23.26TGTTGTACTTTGAAATATCCCATTGGTGCCTAGTGTTTTTTCATCAACCACACGCT[A/G]TTGGCTTTTTCATGGATATTTTTGGCCTAAAAAATAATGAACAGGTGGTGTTGTGGT A G 0.64 0.64 0.61 0.71 0.66 0.68 0.52 0.71 0.77 0.63 0.60 0.002 0.003 0.004 0.003 0.0000 1
rs1892776 21 24.63GCTTAGATACAGGCGAAGAAGGAGGAGTGGGACTTGAAACATTAAAATTTGTCTTT[A/G]TAAGCTATATGCCTGACATTCTATGAGAGCTGTAGCCTAGGCCAGTAAGAAAGTTT A G 0.26 0.59 0.57 0.57 0.55 0.45 0.84 0.65 0.71 0.50 0.51 0.044 0.062 0.010 0.002 0.0004 1
rs2829150 21 24.82ATTGAATTTGGGCTTTGATGAAGGACAATTAGTGACACCCCTGTGTAGATAGATACCC[A/C]TTGCTATATAACAAATTATCATGAATATTTGTATCTCAAAAATAAATATTCATTTTA A C 0.76 0.54 0.53 0.60 0.55 0.64 0.55 0.48 0.59 0.63 0.60 0.037 0.000 0.007 0.005 0.0055 1
rs1041731 21 26.15TTTTCCACGCTTAGTATCAGAACTCTCTACTTTTTGCTTGTTTGAATCATTGC[A/G]TTAGCTTTCTAACTGGCTTCTTTAATTCCTATTTGTATATTTAAAATCTGTCTTCCCAACTG A G 0.62 0.59 0.58 0.51 0.54 0.41 0.24 0.41 0.64 0.60 0.58 0.001 0.051 0.022 0.014 0.0000 1
rs2829966 21 26.18GGGCAAAGGCGTTCTGCTCCAAGATGTCAAAGTGGGGGAGAAAATTATGGGTGTTCT[A/G]CAATCTTGGCAAAAGAAGAGTACTGTACTCCTTATCTTTTTACTGCTTCTCCATG A G 0.64 0.58 0.54 0.48 0.57 0.23 0.60 0.56 0.57 0.46 0.55 0.000 0.002 0.002 0.089 0.0008
rs2830072 21 26.42AATATCTTGAAATTTGCTTCTTAGCTCTGTTTAGAATCATTGTGATTCACGGATAGTA[A/C]ATTGTCAGAGTGGACTTCATGAACCTTATATCAGACATTCTGAAAAGAGCTAAAAT A C 0.88 0.45 0.51 0.41 0.41 0.50 0.92 0.49 0.27 0.46 0.47 0.078 0.086 0.001 0.001 0.0008
rs2830252 21 26.78CCTTGCAAAAATTCCTAGAAATCTTTCCCACATTATCAGTAGCTTTTTCATACTC[A/G]AACATAGTAAAATAGCTTATCAGTTCTGTTCTGCTCCCCTGATGATTTCCTTCTTACAG A G 0.81 0.43 0.54 0.59 0.57 0.86 0.69 0.57 0.46 0.57 0.63 0.058 0.022 0.003 0.085 0.0054 1
rs423048 21 27.16TGTCATCGTATTGTTACTGGGGGGTCCTTGCTCATAGAGCTTCCAAGATGGC[A/G]GCAGCCTCGTGTTCTCTGACCTGGGGTTCTTGGCCTCACGGATTCCAAGGAATGGAATC A G 0.55 0.46 0.46 0.39 0.48 0.60 0.36 0.41 0.46 0.45 0.43 0.000 0.012 0.001 0.003 0.0024 1
rs2831032 21 27.92CTATTTTTGTTAAAGAATGTTCATCCGAGCCATTCCAAACATGCCATAGAAGCAACTG[A/C]CTATTGAAGGAGACACCCTTGCTTTGACATTTTATAACAATGATCTATGTAATACT A C 0.48 0.68 0.69 0.71 0.79 0.55 0.53 0.65 0.68 0.64 0.66 0.024 0.016 0.001 0.009 0.0003 1
rs1964799 21 28.30 AACAGGAGATAGTCAGCTGGAGGAACTGACCCCCAAGAGCGGTGACATTTGACTGCTCCA[A/G]TGTCAATGTACAAGTGAGGTAGGATGTGCCCCTTTCCCTC A G 0.81 0.67 0.68 0.68 0.59 0.64 0.71 0.66 0.54 0.62 0.67 0.032 0.007 0.009 0.001 0.0025
rs2831343 21 28.31 TGTATAAACTGTCACTGGCAGGTCCTAAAAGTACCTTTTCATGTGGGCATTCAGTA[A/T]GATGACATTTTCCAGGTTATGAGCATAGATTAGAAGTTATGAAATTCAGAGCCTATA A T 0.36 0.42 0.47 0.50 0.45 0.50 0.35 0.40 0.29 0.40 0.39 0.001 0.003 0.000 0.002 0.0001
rs2831341 21 28.31 TTGTTTATTGTTTTGATCTGAGGATGGAGGCTTAAAAACGTTTTTGTTTTTTCTT[A/G]GCCTGTATGAAATCCACTGCGATGCAACCCTGGGATAGTGAATTGGATTCCTTTAGCT A G 0.81 0.67 0.69 0.68 0.59 0.73 0.71 0.66 0.58 0.62 0.67 0.029 0.005 0.007 0.009 0.0018
rs2254796 21 29.26CTGCATTATAAAACGTAAGCATTCAAAAAAAGCAGATATTACTGCCGAGGACTCT[A/G]AAGAGCTGGTTTTAGTTCTCTCTGTTGACAGCCTAAGAAATAATTAATAACTGGATTAC A G 0.19 0.44 0.48 0.44 0.30 0.14 0.24 0.53 0.57 0.44 0.43 0.058 0.042 0.001 0.075 0.0018 1
rs2832181 21 29.40TCATAATTTGGAAATGAAATGATGAACAAGGTTTCTCTGATAGGATCCAGGAAGGTTA[A/C]GAATGTCAACCTAGTAGGAAGTAGAATTTTCTGATTCTAGAAAATTATTTGGGTC A C 0.38 0.50 0.45 0.48 0.64 0.59 0.61 0.35 0.43 0.52 0.53 0.005 0.010 0.007 0.004 0.0037
rs2832191 21 29.41ATAAAGGGCCCTGCAGAACACACTTGTCTAATTTGAATTGTTTAGATTAATTTGGCA[A/C]CTGGTGAAATATCACTTTGATTCTAATTATTGTCATGCTCACCTTGAGTAAGGCTTT A C 0.64 0.54 0.58 0.59 0.43 0.41 0.38 0.70 0.57 0.55 0.49 0.002 0.024 0.004 0.014 0.0042 1
rs15092 21 29.64TAATAAACTATTCTTTGAAACTTGTTGGGTAGAATGAAAATTAAAGCCATAATGGTA[A/G]AAGATGGCATACTGATTATAAAAGAAGCAGAAAAACATTGATTTTTTTATATCTTTCA A G 0.90 0.60 0.55 0.59 0.68 0.86 0.92 0.67 0.50 0.64 0.62 0.088 0.085 0.008 0.058 0.0020

rs2832411 21 29.91 TATCTCTTGTGTACACTAATATATCCCAACAAATAAGGACGGTTCGCAGAACTAGTA[A/C]ATCCTAACTAAGTTCTTGTTGAATGAGCGATAGAATCTATCAAGGTCAATTCAAAT A C 0.86 0.40 0.42 0.37 0.36 0.41 0.67 0.54 0.36 0.35 0.40 0.114 0.035 0.011 0.000 0.0001 1
rs145472 21 30.17GTGGAGGATAGAAATGAAACCACAAAACTCATTTTCCAAACAGTAAAACCACCCAAA[A/T]GTCCCATCTCTTCCTAAACGGACAACAAATGCCTGTTATGGCCTTTTTTTGATGTC A T 0.45 0.71 0.69 0.66 0.77 0.45 0.64 0.46 0.75 0.66 0.67 0.032 0.000 0.027 0.023 0.0011
rs1977904 21 31.59GACATGAGATGGGGACCCCAAAAATGTAATCTAAGGCTCAAAAGTTAGGTGCCATAC[A/G]ATAAACTCAGAGGCTATGAAGAGGGAGGCATGCAACTTAATGAAATTCTTTATGA A G 0.18 0.63 0.54 0.67 0.59 0.05 0.41 0.22 0.69 0.47 0.53 0.071 0.010 0.063 0.166 0.0001 1
rs1041756 21 32.16CAAATTCATTGTGGTTGACTAAATTTGTAATTCACAGGGAGTCTCGTTGCAGAAGC[A/G]GACGACCATAATAAATGAGAAGGCAGAAAGGAGAAACGCAACAAAACCGGGTCCT A G 0.45 0.65 0.60 0.70 0.64 0.82 0.98 0.75 0.71 0.59 0.58 0.006 0.152 0.021 0.046 0.0005 1
rs762173 21 32.75GAGAGGCTTTCTCTGTCCAAAAAACAACAACAAAAAACATCTTCCTCTCATCCTGCC[A/G]CCCCTCTCTATCACAGCATCCTATTTTTTCTTCATAGCAGCATCATCGTTTAGATTT A G 0.50 0.64 0.68 0.59 0.57 0.45 0.19 0.55 0.64 0.63 0.66 0.028 0.140 0.004 0.031 0.0002 1
rs1476415 21 33.52 CTTATAACATTGTTATTATACATTTCACTTATTCATAAGCTATAATCA[A/C]CCAATATGTTGCTGCTATTATTATTTGGACAATTATTCTCAACCTGATAAAGAACATCTACAGAATC A C 0.50 0.46 0.44 0.37 0.30 0.09 0.28 0.34 0.46 0.51 0.50 0.002 0.009 0.001 0.068 0.0033 1
rs2250226 21 33.55CTTTTGGAAAATTTCAGCTTTTTGACTGACCATAGTTATTTTCCTGAAGTGCGACC[A/G]GACTGAAAAATCAGTAGTTATATCACTAAGGCTCTCTTGCACTTCCAGAAAGGTCTT A G 0.40 0.65 0.67 0.60 0.61 0.32 0.31 0.46 0.61 0.68 0.72 0.045 0.077 0.019 0.065 0.0009
rs1044195 21 33.74AAACTCCTTTTACTGAGTTTGCAGTACTGTATTTGCACTGTTTGTATTCCTCTGG[A/G]CCCTTATTGCTACTTTTGCTTTCCTTTGTTACACAGATTTTGTGTTGCACTTTTTCTCCA A G 0.05 0.22 0.20 0.21 0.25 0.18 0.30 0.25 0.12 0.26 0.25 0.031 0.005 0.001 0.000 0.0010
rs2834380 21 34.41GCAAAAGAGGTTCTCTACAATGAAGAATATTTGATCAAACAGTTCCTGTGGAATCA[A/G]TTTCATAGTTGGGCTTTGCTTATGTCATTAGGCAAGGCTGGCACTTCACATATTTTT A G 0.74 0.43 0.44 0.48 0.39 0.14 0.09 0.51 0.39 0.48 0.46 0.047 0.090 0.000 0.062 0.0006 1
rs1892687 21 35.23CTAAAAAAACCTTTCCATCCAGGGAGTTGAAACATATCTGTGAAAACAATAGCTTGT[A/G]GAAGCTGTTGTTTTAGGGAAGATGTGTTAGGGAAGATCCCAACCAGCGTCTATAAG A G 0.29 0.45 0.48 0.52 0.43 0.18 0.59 0.46 0.62 0.51 0.50 0.031 0.001 0.003 0.076 0.0000 1
rs2051179 21 35.25 CTTTTCTCCTTTCTCCTCCCACTTCAGTCAAAGACAGCTTTTTAACCCAGGCCTA[A/T]GACTGTAGGACTGAATCTTATAAAAGTCATCTCTACTCAATTATAGCCAAATGTGTAAA A T 0.69 0.55 0.51 0.48 0.55 0.77 0.40 0.51 0.36 0.45 0.48 0.027 0.001 0.003 0.060 0.0000
rs2834949 21 35.80GTTTCCTCTCCCTCCTTGCATTCCCCAGGCCCATCTTTTCTACAAAGTGCTAGA[A/G]TGTCAGTTTTATGGGATGTTGAAACCTTCCCAGTATAAATTCTACCCGCATTATTCTTTT A G 0.12 0.34 0.45 0.49 0.45 0.32 0.44 0.59 0.29 0.48 0.47 0.071 0.000 0.011 0.009 0.0005 1
rs1014803 21 36.01 TTGCTAATTAAAGGCAAAAATGGCCTCTGGGAAGGGAACTCTGAAATGCAC[A/G]GATTGCAAGTGAGATGATGGTGAGGAACTATTAGTATTTAGGAACTCTCTGAAACTTTGA A G 0.60 0.47 0.54 0.51 0.48 0.59 0.71 0.55 0.57 0.54 0.50 0.003 0.023 0.010 0.008 0.0006
rs1012959 21 36.98AAATACTCATGCAAAAAGACTTTTTTGGTCTTAGAAATGATCTCCACTGGACAAATAA[A/C]CAGAAATAGAATTACATACTGTTCAAGAGCTGTGAATGCTTCTAAATCCCTTGAGA A C 0.24 0.44 0.45 0.46 0.43 0.32 0.68 0.34 0.50 0.41 0.38 0.015 0.039 0.006 0.006 0.0076 1 1 1
rs2835582 21 37.38AAAATCCTTATTATTGAAGATTCTTCAGGAAAAAAAACCCTTAGTCTGAAACTTTA[C/G]CACCAATCCCCCTTGCCCCCCATTGAAATACGTATTTTTAAAACATGGCTTTTTGATA C G 0.60 0.51 0.46 0.45 0.48 0.64 0.75 0.67 0.57 0.42 0.55 0.017 0.071 0.026 0.023 0.0030
rs2835584 21 37.38TATTCTTACTAGTTTTTCACTAGAAATCAGAACTTTTCTTTGTTAAAATAGAGTTTT[A/T]GCCAGCACTTAAATATTCTTAACATTTAACAGGCTAGAATACTTCATTCATTCATTTCT A T 0.40 0.49 0.54 0.55 0.52 0.36 0.25 0.33 0.43 0.58 0.44 0.017 0.071 0.026 0.023 0.0035
rs2835574 21 37.38AATAGCAGTACAGATGGCAAATGGATTGCACAATATATCCTCTGGATCCATAGTGA[A/C]CCTGCAGAGATAAACCTGTGATGGTCAAACAATGTGAAAACTGCTGTCAGAGACAT A C 0.40 0.49 0.54 0.55 0.52 0.36 0.26 0.33 0.43 0.58 0.44 0.017 0.068 0.026 0.023 0.0035
rs2835601 21 37.39TTTAACCACTTAAGTATTTCTGCCAAAGAACCAGTCAAGGATTTTCTTGTATACCTG[A/C]AAAACAGAAACGTTTCCCAAAAATGGGTATTTAGCATAATAATTCAGTGGTTGAGAT A C 0.60 0.51 0.46 0.45 0.48 0.64 0.75 0.67 0.54 0.42 0.56 0.017 0.071 0.026 0.023 0.0035
rs2835626 21 37.43TGTTCAGCAGGATTGGTTTGGTTGTGTCTCTGACTATCCATATGATCAGAAATTTAT[A/G]TAATTCCTAAGAAAGTGAAACACAGAGGTATAATTTTGCCACAGGAATTTGGGGAT A G 0.69 0.67 0.71 0.72 0.68 0.41 0.75 0.36 0.57 0.67 0.62 0.001 0.002 0.048 0.036 0.0032
rs2835629 21 37.44GGGGAAAGAATGAGGCAGTTGTACTAGGCATCTGTTAACAATAGCAATTATTAAAGT[A/T]TGGTAGAAATAAATTCTCACATTTTGTACATTTTCACATAATTAATTAACAATATAAT A T 0.43 0.53 0.56 0.57 0.52 0.36 0.16 0.34 0.43 0.58 0.47 0.012 0.097 0.023 0.020 0.0028
rs764175 21 37.44AGAAAACATTCAATAAATGTCAGAGATTCCTCATTAGACAGTAGAGGGGAAATGC[A/G]TGTAAGGGAGGTGGGGATGGAATGCTCCTACCTCTCCGCCTCCTGATACCTGAGTC A G 0.57 0.47 0.44 0.43 0.48 0.64 0.84 0.66 0.57 0.42 0.53 0.012 0.097 0.023 0.020 0.0028
rs2835638 21 37.45TCACCAGTGTCGTGACTTTAACACAGTTTGAATGAATTCTTAATGCCTTCTAGCCAC[A/G]CTATATAAATGTAATCAAGATGGAATTACATCAGGTTGTCAGATGCACAGCTTTAG A G 0.43 0.53 0.56 0.57 0.52 0.36 0.17 0.34 0.43 0.58 0.47 0.012 0.090 0.023 0.020 0.0028
rs2835649 21 37.47TATCAAACAGTGTGTGCTTGGCCCCTGAAAAGCTGCATTTAATGAATTGTGTTTTC[A/G]TGTTCTCTATCAGCCTACATCAGAGGACATCAGGCTCACATTCTGTGAAGTTTGCTG A G 0.43 0.53 0.56 0.57 0.52 0.36 0.16 0.34 0.50 0.58 0.47 0.012 0.097 0.023 0.020 0.0032
rs2040125 21 37.47 CTAGTTCAACTAACTGTTAGGAATGTTTCTCACCACTTTACAGCAGTGTAGGC[A/G]TATCAGTTAATCACTGTCATAATAATGCTGAGTGACTCCCAGCCACAAAACCCCAGTGA A G 0.21 0.49 0.52 0.52 0.50 0.05 0.06 0.31 0.46 0.51 0.44 0.065 0.155 0.032 0.172 0.0027
rs2835653 21 37.48 GCTTTTCTCACTATTGTTTCTTACGCACATTCCCATCCCGGTTTTTGAATAATTTT[A/G]TACAGATTTCTTTTTCCCTTTGGGTTCTGTCCTTGTAATATGCGTCAAAACAGAGTTTC A G 0.57 0.47 0.44 0.43 0.48 0.64 0.84 0.66 0.46 0.42 0.53 0.012 0.097 0.023 0.020 0.0032
rs2835657 21 37.49ATAAAAAGACAAGATTATTCACTGTTATTAACAAGATTCGGCAAATACCTCAAACAA[A/G]TAGTAAAATATGATGTGCCGGACCAACAAAGCCCTGTATGCCTCAGGCATAGCAGC A G 0.43 0.52 0.56 0.57 0.52 0.36 0.16 0.33 0.43 0.56 0.46 0.010 0.092 0.024 0.018 0.0025
rs2835667 21 37.50 GCCCAGAGACAGGCCGAGTCTGTCATTGCATTAGCCTCTTAGTGGTTCCTTGGG[A/G]GCCACTCCCAGCAGAACCTCTGTCCCTGCCACAACAGGTCCTGTGCTACGAAACAC A G 0.57 0.47 0.44 0.43 0.48 0.64 0.84 0.66 0.54 0.42 0.53 0.012 0.097 0.023 0.020 0.0032
rs1016694 21 38.16AGATCACCCAAGTTGACAGATGCTGTGTCTAGGCTTTTTCGTGATATATTAGCTT[A/G]AACTCAGATCATAATTTCCCCTGCAGTTTGAGCTACTTAACAAAGCCTTCGCCTTTTAG A G 0.50 0.49 0.52 0.45 0.50 0.64 0.84 0.66 0.46 0.49 0.57 0.000 0.037 0.003 0.003 0.0004 1
rs2836301 21 38.60 CAGTTAAGTTTGAAGATTTGTCTAATTTCCAAGGCAATTTTGTAATATATGGGGAAA[A/C]AAAGGTTGCATGTAAGACATTTAAGGTATCCTAAAAAAGTCTACACAAATAAAAAAT A C 0.57 0.44 0.41 0.33 0.45 0.64 0.49 0.61 0.61 0.52 0.44 0.020 0.013 0.033 0.038 0.0012
rs2836803 21 39.27CAGTGACACCCTGACCACGCAGTCAGTGAGTGAGCAGGTTTACAAGTTCTTGAAAT[A/G]AATGTAAGCAGCACTATGGTATAATTATCTTTCCAAACTGCATTTCACAACCAGAAG A G 0.45 0.44 0.47 0.44 0.59 0.55 0.43 0.69 0.46 0.47 0.52 0.000 0.042 0.025 0.003 0.0012 1
rs2836956 21 39.54AAAATTTATATGAATATAAATAAAATCTCAGAGGCAGTTAAACCTATTTTTCATATCA[C/G]AGGCAAAAATATTCATTCGTTTTCTGATTGGTACTATCAGGACCAATTCAAACAGAA C G 0.57 0.48 0.43 0.49 0.46 0.50 0.58 0.49 0.46 0.41 0.47 0.012 0.023 0.004 0.005 0.0009
rs13625 21 39.59GAGTTATGAAGAAACTAATTTCTGGCACAGTGTGACTGCTTCAAACCTATGTTCTG[A/C]TGCTATCTCCTATAGAGGAGGGCAGACTTTTTTTTCTTAGTGCATTTGCTGGTAGGT A C 0.36 0.30 0.40 0.38 0.29 0.05 0.04 0.19 0.29 0.43 0.42 0.001 0.128 0.032 0.107 0.0006

rs2837121 21 39.99TTTAGTGGTCACTCTGAAACCACACAGCCATACTTCTTTGATAAGAATCTAGAATTA[A/G]TCAATGCCTTTATCCTCTTCTTGGATAATACAAAGAGTTTAAACATGTTAATTATAAT A G 0.50 0.52 0.52 0.45 0.59 0.80 0.61 0.65 0.54 0.51 0.52 0.000 0.226 0.001 0.028 0.0004 1
rs2837536 21 40.55TGAAAAAAGTTTAAGGATGTGATACTTTGATCCTCAATCTTGAATCATAGAAACAAA[A/G]TCTAGGGCAATAGTAAAAAGTCCCTATCAAAACTCACTTGCATGTACCTGGCCACC A G 0.48 0.46 0.47 0.35 0.52 0.27 0.34 0.56 0.39 0.40 0.49 0.003 0.001 0.015 0.006 0.0025 1
rs2210267 21 40.68GTGTAAAATTTAGCCTCCCTCCAGATTTCTATATGTTTGTGTTTATGCACTCAG[A/C]GATTTTTAAGCGTAAAATTGGCTTCTTATTTAAAGCCAAAGTGAGTGAATAGAATACTCAT A C 0.90 0.64 0.61 0.63 0.66 0.82 0.92 0.77 0.75 0.55 0.59 0.043 0.068 0.014 0.018 0.0003
rs2837622 21 40.72CCGAGTGTTCCATTTCTTTTTTCTGTAACCTTAGACACTAACAAGGCATAAAAGTCC[A/G]GAGGGCATAGAAGGTATCGCCTGGGTAATTTATGTACCCTCTTCTGACTTTGCCAG A G 0.78 0.45 0.54 0.43 0.57 0.55 0.70 0.34 0.42 0.48 0.51 0.029 0.010 0.020 0.000 0.0001
rs2837710 21 40.86CATGGGAATATGTGGGCCCTGCTGCCAAGGGAAGAGGCCTCCTGCTACAGCCCTC[A/G]TGGTAACAGAAAGGAGGACCCCCTTCTTCCAGTTGGCTCATTGTCTAGCCTGCCC A G 0.29 0.48 0.43 0.52 0.48 0.27 0.71 0.48 0.64 0.48 0.47 0.020 0.018 0.004 0.022 0.0002
rs2210273 21 41.26 TGGTCAACCCTCAGCAACACTTGTTGAATAAATGAGCCCAAGATATCTCATTGTAC[A/T]CCTTTAGGCTCATCTACAGGCAGGTTCTATATTCTGAGATGAAAGAGGATATTGTA A T 0.83 0.42 0.40 0.33 0.32 0.27 0.83 0.45 0.46 0.40 0.47 0.113 0.160 0.006 0.002 0.0054 1 1
rs2837888 21 41.26AGCATCCCCATAAATCAACAGGAAGACAAAATAATGCTAAATGTTTTCACTCTTATTT[A/T]TCTTAATCTGGAGCTAATATTCAATGCAATCAGAAGGGAGAGAGAAACAAAAGGA A T 0.83 0.41 0.40 0.33 0.32 0.27 0.61 0.44 0.43 0.40 0.47 0.113 0.042 0.005 0.002 0.0054
rs2837956 21 41.40CTTCACAGACAAGATGCTATCTGCACTAAAGATTCATAGATTTTCACAGATGATGA[A/G]TGTTGATACAGTCCCGAGCATGCAGTATTTCAGCCCCGCTTGACGGCATCGGAACG A G 0.79 0.42 0.40 0.44 0.41 0.09 0.03 0.30 0.46 0.36 0.37 0.065 0.157 0.016 0.082 0.0012
rs914186 21 41.54GCGCTCGCACTCCCGAGCTCATCGTGGCATGCGCTGAGCCGAAAACCACGAGGTAGA[A/G]GGAATGAGATCACAACATTTGTTTGCGTTGTCTAAAATTATCCTCTGATTTCAT A G 0.62 0.60 0.65 0.61 0.52 0.91 1.00 0.86 0.61 0.72 0.69 0.001 0.158 0.037 0.064 0.0012
rs458582 21 41.72GGTTGGACTGATTCCAGGGGCCATGATTGGTTCCCACCAAAAATATGTCTTGATT[A/C]TGGGCAAAAAATTCACCACGTGGCTTCCCTACAAAGATAATATCTTAATGATGCCCC A C 0.90 0.43 0.49 0.41 0.39 1.00 0.95 0.82 0.50 0.63 0.61 0.128 0.036 0.010 0.015 0.0043
rs2248865 21 41.96TGGGGGCTGTTGGATTTAGAGTCTGAATTAATTCTGACATCTAGAGATTCAAAGC[A/G]CCTTCACGGCTCCTTGCTAGGGTGAGGGTGTATGAGGTGAAGTAATACATGAAGTT A G 0.26 0.14 0.25 0.26 0.18 0.50 0.46 0.27 0.11 0.21 0.29 0.001 0.026 0.000 0.046 0.0001 1
rs2838112 21 42.04CAAGGAGGGCTTTTTCCCCTCCCACTTTTGTTTATTTACATCAATATGCAGTCTT[C/G]GATCCCTGTTTAATTGATGGGATATTCTGATTATTTTGATGGTCAGGTTAGCCCTGATT C G 0.21 0.41 0.40 0.43 0.39 0.68 0.52 0.39 0.50 0.51 0.44 0.027 0.001 0.013 0.022 0.0012
rs876498 21 42.74 ACATGGCAAAACTATGAAAATTGTGACGTTTTATTTGAGTAGTCATTAAAAGCT[A/G]CTTAAAAATTGTCAGAGGCTATATGGATAAGCCTCTGTGTGGATAAGACTAGCATTTTA A G 0.57 0.40 0.37 0.29 0.38 0.36 0.20 0.30 0.35 0.41 0.38 0.031 0.009 0.000 0.001 0.0004 1
rs2839524 21 42.77 CCCTGCCCAGGCCCACACCTACGTCCAGGGGCAGTGTCCGCAAAGTTCCAGTTCT[C/G]CTCGGACTTCCTCCGTAGCAGCATCACACAAGTGTTCAGCTCGAGATGTGCACC C G 0.10 0.40 0.38 0.40 0.34 0.18 0.00 0.27 0.43 0.33 0.37 0.073 0.170 0.023 0.032 0.0008
rs875060 21 42.84CTGCCTTTCTTTGTCCTGTGTAGGACGCC[A/G]CCTTAGGTAATTATTGATTCAGGTTGTTGGTGGCGCCATTTGAAGTCTCTTCCCAGGCCACAAGCAGGACAGGTTCTCCAGG A G 0.50 0.42 0.45 0.56 0.39 0.27 0.95 0.43 0.54 0.46 0.46 0.000 0.137 0.003 0.025 0.0001
rs2839576 21 43.03TTTCTCTTGCTACAAATGTTGCTGCTGTGTACAACCTGTTAAAGTCCACAGATGGA[A/G]TAAAAGCTTTGGTTTGCAAAAATGACTCAATCTTTACAAACATTCTGTCATTTGTACC A G 0.05 0.34 0.44 0.37 0.55 0.05 0.63 0.24 0.32 0.30 0.41 0.135 0.010 0.025 0.129 0.0011
rs234705 21 43.38GGAGCTGGGGCTGGGTGCTCGCTCACCGGCCAGTGTCTTGGAGAACCTTCCTGC[A/G]CTGAGTGGGGGGTCGGAGTTCCAACTGGGGGCCTCTGAGGATCAGCCAGGAGCT A G 0.29 0.28 0.34 0.33 0.41 0.05 0.09 0.23 0.31 0.31 0.40 0.003 0.074 0.014 0.096 0.0014 1
rs2838229 21 43.55ACAATCGTCTGACCCACTGCCATAGCTTCCTGGACATTACTGAAGGGCTCAGCTC[A/G]GGGTGGAGGGATGAGCACCTCTGCTGTGCCTACCTCGAGTGTGGAACTGGCAGGA A G 0.10 0.41 0.46 0.45 0.39 0.00 0.19 0.24 0.19 0.46 0.51 0.092 0.057 0.041 0.209 0.0039
rs2838325 21 43.87AGGATCTTAGAATGCTCTAATACTTACATCCTGGATTATATGCATTCATGGACTGTA[A/T]CTTAGCTCTGTTGAAAAGTTTCAAAAATCCCATAGAGTAGACATTTTAATGACTGCTT A T 0.26 0.56 0.52 0.65 0.54 0.77 0.79 0.61 0.68 0.59 0.55 0.026 0.050 0.003 0.044 0.0003
rs1785452 21 44.69 GGTCCGTGTGCTCCTGCACCTGCTGGAAGGTGTAGCTGTCAGGGAGGAGAAAGC[A/G]ACACCTCGAGGTCAGGGTGTTTACCCAGAACAGACCCCTCTCACCGCCTGCGTG A G 0.52 0.23 0.26 0.23 0.25 0.14 0.14 0.39 0.18 0.19 0.21 0.017 0.031 0.001 0.032 0.0034 1
rs2838665 21 45.01GAACGCGCTTGTGTCTTACTCGTGCAGTTTGCTAAACTAACAACCAAAAGGCCATC[A/G]CGCCCTTACAGTTTTATTCCCCGCTGACAGATTTGAGGGGAGCTGTCAGGTGGGA A G 0.12 0.27 0.26 0.30 0.30 0.45 0.84 0.16 0.29 0.24 0.18 0.025 0.213 0.008 0.015 0.0104 1 1
rs235310 21 45.12CAGACATCAGAGAGGAAGTATTTTACTCACCAACCATTCCTTTTAAAGCAGAA[A/G]TCTCAGTGTAATCAGAAAACTTCCAACTTTATAATTTTTTTTTTTGAGACAGTGTTTTTGC A G 0.38 0.58 0.62 0.53 0.64 0.32 0.51 0.65 0.46 0.51 0.51 0.010 0.000 0.009 0.017 0.0033
rs2255761 21 45.54TCCCAGCAGTCTAATGAACAGAGGAGGGCTGGCTGCTGTTGATGACGAGGACTT[A/G]CAGGGCCCCTTGAGCACACCCAGGCCACACTGGGGGCCCAGGGGCTCTGGCAGA A G 0.62 0.66 0.62 0.56 0.77 0.41 0.80 0.33 0.64 0.56 0.63 0.000 0.028 0.046 0.018 0.0000 1
rs10098 21 45.57TTCTTAGGACGCCTGAGTCTCAGATGTGACTTATAGGGTATTTCTTATGGCAAGAC[A/G]GTTAAAACAAACTTCAGCGTCTCGTCTGTCCTTCTATGGCTGTGGCTTCTGATGTTC A G 0.33 0.56 0.58 0.49 0.70 0.55 0.73 0.44 0.62 0.51 0.51 0.045 0.006 0.023 0.002 0.0036

rs2838970 21 45.90CCTGAAGGGCCATCTCATCCATGAAAAAAAGACTAGGTAAGTTTCACCCTCTGCTCTAA[A/G]ATATCAGCAAAGACATTTTCCCTCTGCCTAGAGATATTAATGAAAAAAAAAAAG A G 0.45 0.47 0.50 0.46 0.32 0.09 0.36 0.22 0.38 0.33 0.36 0.001 0.010 0.053 0.103 0.0067 1 1
rs2968 21 46.46GGGAGGAACAGACTCCTCTGCATTGTGATCCAATTGTGAACAAAAAGTCCTCTTC[A/G]TGGAACAGGAAAAATACACTCCCTCTAAACAATGGATTGAACACAGATGTGATTTCT A G 0.62 0.56 0.59 0.52 0.73 0.73 0.28 0.65 0.54 0.62 0.60 0.001 0.039 0.004 0.013 0.0000 1

rs2256207 21 46.92TGTATGTACCTTAATCTTCTTAGGGTAAGTCTCTGAATGTGAACCTGATGGACTG[A/G]GACTATGTGGCTTTTGGTTTTACCACCCAGTGCTCTCCAGAAAGGTGTTCCCTGGAC A G 0.76 0.72 0.73 0.77 0.75 0.91 0.92 0.93 0.75 0.76 0.79 0.002 0.049 0.073 0.047 0.0020
rs2839372 21 46.92CCACCCAGTTAATGAAAAGTAAGGCTACCAAATATATCAAGCTATATCTGCTTGGAC[A/G]TAGCTTTGTTTACTTTGTGACAGGAATTTCTTAGAGTCAGCCTCCAGTAACTCAGTT A G 0.17 0.28 0.27 0.23 0.25 0.09 0.08 0.07 0.25 0.24 0.21 0.013 0.049 0.073 0.047 0.0022
rs2256070 21 46.92TAGAACCCTGATTTACTACCTTCAATGGCTATACGATATTCCATAGCAGGAATTCC[A/G]CTTGATTCTTCAGCCATCCCCCTTTGATAGACTTTGTCTTGGTATCCAGTTTTCTAC A G 0.69 0.72 0.74 0.77 0.75 0.91 0.92 0.93 0.75 0.76 0.79 0.000 0.049 0.073 0.047 0.0020
rs2839377 21 46.93AAAACTTAGAAAAGCTCAAACAAACATAAAAATCACATATTAACCCAGTACCTAGAAG[A/G]AACCACTGTTATCACTCTGCAGTTTACCTTCAAGTATTTTTCTACACACGCACACA A G 0.36 0.55 0.52 0.56 0.61 0.59 0.59 0.74 0.61 0.63 0.53 0.012 0.010 0.056 0.008 0.0000
rs7288876 22 15.46CCGTGTTTAGGAATGTTCAACGCTCCAAGCCCCATAGGCTGATTCAAGAAGATAAA[C/G]TGAGACTCAAGGAATTTCGAAGTGGAACAATACACCAAAGCCTTAAACCTGAAAT C G 0.60 0.42 0.37 0.28 0.23 0.64 0.51 0.60 0.36 0.41 0.37 0.023 0.010 0.029 0.035 0.0001 1
rs2845348 22 15.59TAGGAGCTCAGACTTTTTTTTGTTTTTTGAAAAGGTGAGTACCTTGGACATTTTCA[A/G]AAACAGAGTCTAAAATTCCTTGTGCTTTGACAATTATGGTGGACAAAGCTAAGAGAT A G 0.95 0.53 0.52 0.48 0.46 0.50 0.72 0.55 0.50 0.62 0.56 0.130 0.019 0.000 0.000 0.0015
rs175138 22 15.68TTTCCTTGAATTGCAAAATTAAAACCTCATAAGCTACAGTTTCCACATCTGTACAAT[A/G]ATAACATCATTAGAATCTTCCTGGGGAGATAGCAGTGTAGAGAAAATAATACATCG A G 0.50 0.60 0.58 0.59 0.63 0.77 0.54 0.57 0.50 0.67 0.58 0.006 0.001 0.004 0.017 0.0000
rs175139 22 15.68GTCCTGTCAATTCTGTGTTTCTAAGAAATGATGATGGTGGTCATGATTATAATGAT[A/G]TCAATAGGAACACCTTTCCAAACTTCACTGTGTACCACGAACTCTTCTTCCTGCTGC A G 0.50 0.60 0.58 0.58 0.63 0.77 0.54 0.57 0.50 0.67 0.58 0.005 0.001 0.003 0.020 0.0001
rs1860945 22 15.77AGCAGAGTCTTTGAGTCTGCAGAGGAGAAGGCTGTTGGGGATGTCAGGGCA[A/G]GGTTTGCTGCTGAGGACGCTGGTCCATGACAGCCTCAGTAGCACCTCAGATTTCATATG A G 0.76 0.69 0.67 0.68 0.69 0.82 0.71 0.86 0.65 0.77 0.69 0.006 0.000 0.034 0.014 0.0004
rs5748760 22 15.81TAGAACTAGTGCTTGGTAATATTGCTGCAGGTGCAGCTGTTTAATGTGATAAAG[A/G]GTAATGAGGGGAAAGCTTGCTCGTGACCACACCACAGACCCCCAGCACCCTCCCATT A G 0.12 0.31 0.29 0.27 0.18 0.09 0.01 0.25 0.14 0.22 0.23 0.033 0.129 0.007 0.044 0.0065 1 1
rs2399153 22 15.87GGGTGAGTTCTGATCATGCTGCCTGATCCCTTTCCTCATCCCATACTCTGCTTCT[A/G]ACCTGGATGGGGGCCCACAGGGCCAGCGTGCAGCTGAGCCAGGACTGTGCCAGC A G 0.02 0.17 0.16 0.16 0.13 0.27 0.09 0.19 0.07 0.18 0.20 0.035 0.007 0.000 0.006 0.0003
rs5994180 22 16.01TTATGCTGTTGCACCCAGACCTGTCACTGTCCCAAGCACTCAGCCAGACATGTAACA[A/G]AGGCATTTTTATGTATTCTTTTTGGCAGCCCTTTGAGGAAGTGTCAGCATCTCCA A G 0.88 0.95 0.95 0.98 0.91 0.95 1.00 0.89 0.96 0.98 0.94 0.004 0.022 0.007 0.001 0.0000 1
rs1034859 22 16.01CGCACCCCAGCAGGGCTGACAGCTCCTGGGCTTTGCTGTGTTGTAAGATGTT[A/C]CCAGCATTTGTAACAAAAACCACGGGCACCCGCAGCTGCCCCTGGGAGTTCACCAGC A C 0.45 0.63 0.50 0.60 0.44 0.91 1.00 0.58 0.68 0.59 0.44 0.002 0.182 0.000 0.082 0.0027
rs7290186 22 16.07TTTGTAGGGCCTGTGTGTCCTGGTTGAGGATCAAACCGCATATGCTATTGGGAGAAAC[A/G]ATCTCTGTGGACATACATACTGAAAGAATAACAAAGGCAGAAGAGAAAAACAA A G 0.64 0.83 0.81 0.77 0.89 1.00 1.00 0.97 0.71 0.77 0.78 0.008 0.093 0.067 0.093 0.0002
rs2040692 22 16.21 CCTCATTGGCTTCCCAATCTAATTGACTCCGTTGAC[A/G]TGAAAGGGTGACTCCCAGCTGCTGGCACCCCTGTCAATCCAACCAGGATGTGAAACATCC A G 0.38 0.51 0.51 0.45 0.38 0.68 0.36 0.54 0.54 0.44 0.46 0.011 0.029 0.000 0.006 0.0006
rs2097596 22 16.33GAAAACATTTATCTTACAATTATTTCATCTTCCTCACAATGATAGTTTGTGGAAAAAC[A/T]GCGAAGTGTCCTTTTCAAAATTCGGAGGTTTCTAAACGATAGAAATTCAAATGCTTT A T 0.02 0.11 0.08 0.10 0.11 0.23 0.00 0.05 0.14 0.08 0.13 0.007 0.027 0.002 0.023 0.0022
rs174345 22 16.41ACACTGAATACTTATGGGAGCCGGAGATGAGGGTAGGAAAGGTTTGATCTTGTAAT[A/G]TGTCACTGTGTTTCCTTAGTGGCCAGCCAGCCTTCAGAATAGCTAAAGGCCTTCC A G 0.67 0.57 0.44 0.50 0.55 0.68 0.73 0.38 0.50 0.41 0.48 0.029 0.039 0.010 0.022 0.0010
rs2535694 22 16.53ATACAGTGATCTCCAGAATACATCATGACATTATTAAGTGAAATCAAACACAAGCTC[A/G]GAAATTAATTCACGGCCCATGCTATTTCTTGCAATAAAATTCTCTCTTTCCCTTCCA A G 0.05 0.13 0.13 0.10 0.18 0.18 0.09 0.23 0.18 0.22 0.22 0.006 0.000 0.006 0.006 0.0093 1 1 1
rs3747026 22 16.59GTTAAACATCAAAAGCTTTCTCCTTGAAAAGATGCTTGGTGTATCTGAAAGTCA[C/G]GTGGGACATTTGGTGCATTCAGAAGGTCAAATCATTCCTGACCTCTCCTCTTAGGACC C G 0.58 0.54 0.56 0.56 0.61 0.23 0.23 0.42 0.57 0.50 0.55 0.001 0.041 0.017 0.045 0.0007
rs4269007 22 16.67AGATGGCTCCTGCAGCCTGATCCAGTTCCTCTTTAAATAACTCAGCAAACCAGACG[A/C]TTTATTTCGCATCCCCTCCTTGGTGCATTCGTCTCCCTTGGCCTTTCCGGCTCTTTG A C 0.12 0.40 0.35 0.33 0.27 0.05 0.01 0.26 0.36 0.40 0.40 0.036 0.110 0.003 0.076 0.0010
rs387399 22 16.84 AACCAAGGGTCTTAATTTCACCTGCTGCTGTCACTAGTAACTCCTAAGTCCACAC[A/G]GGACTATGGGCACACTCATCTCTACCTATTATCCTCATGACAGAACCCTGTGCGCC A G 0.43 0.48 0.46 0.35 0.52 0.41 0.22 0.43 0.54 0.40 0.40 0.000 0.039 0.000 0.002 0.0015
rs2252257 22 17.01 TCTTTGGCATCAGAACGGATTACATGAATACACATTCCTCCTTCTCTAATTCTT[A/G]CCTACCCGCATTGTATTTTCACAGAGATTCCATCGTGCCTGGCTCACATAAGCGCTTCC A G 0.29 0.21 0.19 0.12 0.23 0.86 0.65 0.38 0.14 0.15 0.13 0.008 0.128 0.017 0.261 0.0026
rs737923 22 17.51AGCCAGCCCGCGCTCCGTTCTGACGTCACTATAAATGCTAGACTTTATTGGA[A/G]ATGTAGTCCTTGTCCTGCCCCGCGCTATTCATGCTTGTCAATGCTGTGAACACGAGGGG A G 0.55 0.66 0.65 0.72 0.63 0.14 0.63 0.48 0.54 0.57 0.63 0.005 0.000 0.015 0.141 0.0006 1
rs885978 22 17.57TTGTGAAGTATTTGGGATCTAAAAAGAAACAGTATAGCAAAGTCTTGGGAAAGCAC[A/G]GGTAAGAGAATCAGAATGTGCCAATCAAACCACTGGGAGGGCTGCTGTGGCTTTT A G 0.07 0.49 0.43 0.48 0.39 0.27 0.05 0.21 0.32 0.38 0.49 0.128 0.162 0.058 0.044 0.0004
rs712948 22 17.58 CAACCTTGAAAGCTACTTCACCTCTGTCCACGAGGGCTGAGCTGGGCCCAGCATGCAGGC[A/G]TGACACCAGGTACTCTCTTCCTGGGCTGCATATCCCTGCTTT A G 0.02 0.40 0.35 0.35 0.30 0.09 0.01 0.15 0.25 0.21 0.41 0.152 0.189 0.065 0.108 0.0002
rs756658 22 17.83ACTCACTAGCTCCAGGCTTCCCAGGGGCAGAGCATTTTCCTGGAATAGTCACTC[A/G]CTGTACTTCCAAGCTGTCCCACAAGCAAATTATAAGGCCCTGCGTCAAGTAGGGCTG A G 0.88 0.49 0.54 0.54 0.52 0.68 0.66 0.51 0.54 0.51 0.49 0.074 0.005 0.001 0.009 0.0002
rs1476445 22 18.00TGTCGTAACCTACTTGGGCTACTGGACAATGAGGAGATTCATGGCCCTGTGCA[A/G]CACCGTCACCAATTGCCTGGTGCAGCCCAAAGACCACCAATGTAAGGGCAGACCTGT A G 0.76 0.53 0.47 0.50 0.61 0.27 0.34 0.54 0.71 0.54 0.54 0.049 0.008 0.005 0.020 0.0025
rs374225 22 18.40CTGACTTTCAAGTCCCAGCTTGGACATTAGAAGAAAACAAATAAGGACACAGC[A/G]GTGACTGAGTGGAAGGGGTCAGTTCCTGCAATGTCCATTAGACCTGAGGGTCTAAGAA A G 0.64 0.58 0.59 0.61 0.61 0.41 0.14 0.49 0.50 0.61 0.59 0.001 0.110 0.003 0.014 0.0000 1
rs165630 22 19.14 GTAGGATGCGCCTGGCTCCATCAGTCACTTAGGCTGTGATCTCACAAATCCATTT[C/G]TGGGCAGAGCAAGGGACAGTGGTTCAGGCCCACAAGACTCAGCTACCATTAGATT C G 0.64 0.37 0.44 0.37 0.32 0.55 0.05 0.29 0.39 0.33 0.34 0.015 0.136 0.020 0.004 0.0058 1 1
rs743409 22 20.45TCACCCAATTAGATACTGTCTGTGCTAAGAAAAGTCCAGAAGGCCTGGACCACAAT[A/G]AGATTCTAACAGTATTACTTCTAAACCACTGGGGGCAGAAGGGTCCTACTCAAACT A G 0.33 0.48 0.45 0.44 0.38 0.50 0.21 0.47 0.61 0.41 0.35 0.008 0.022 0.005 0.002 0.0075 1 1 1
rs2012607 22 21.61ATGCACAAGTCTGGCAAGATCATTATCTCCTTTCACAGAGAGGGATGTGACCT[A/G]GCCAAGGTCCCTCATCAGGAAAGTGGTACAGCCCTCCCCTCCACCCACCACCAATGGT A G 0.21 0.32 0.24 0.26 0.36 0.14 0.00 0.33 0.18 0.30 0.35 0.008 0.126 0.000 0.025 0.0059 1 1
rs756631 22 21.79CCCCAATTACAGCATCATTTCTATGAGAAATGACAGCTCTGTTACCACAGTCCTCT[A/G]TGATGTGGCTTCCAGGAATCCATTAGAGCTAATTACTCCCTCAGCAGAATGTGACA A G 0.64 0.40 0.41 0.43 0.41 0.77 0.45 0.70 0.75 0.45 0.44 0.015 0.000 0.021 0.052 0.0000
rs1003774 22 23.13 TAAAGCACCATGTATTAAAATGCAACTCATTCTCCATTGGTTGTTGAAGCATGT[A/C]AAAGATCCTCCAAGTCAGGGTGTATCTCAAAGTGCGCCCACACATGAAGATACCTTCT A C 0.60 0.54 0.49 0.55 0.41 0.59 0.58 0.40 0.46 0.40 0.52 0.001 0.001 0.016 0.002 0.0003 1
rs743377 22 23.42TCAAGTTTTCTCCTCTTTCCATTAATTTCTCTTCCAAGGCAGACGACTTCGATC[A/C]TAAACTACCAAGATACCTGGAGCGATCAGATGAGCCTCGGCCTACTCTTGAAGCTAAAG A C 0.79 0.53 0.60 0.55 0.48 0.41 0.27 0.52 0.61 0.59 0.58 0.025 0.040 0.000 0.010 0.0000
rs742163 22 23.80CCTTAACAGGGAGAGGGCAGAGTAAAATGAGGCATGAGGACAGCTTGGTAAATTCA[A/C]TAGAATGTGGAAAAGGTATCCCTAGGATTAAGGTCAAATTAAAGACATAAACTAAC A C 0.57 0.56 0.57 0.56 0.68 0.75 0.79 0.72 0.61 0.60 0.55 0.005 0.067 0.024 0.048 0.0001 1
rs763281 22 23.92 TGACAAGGGGTTGAGTCCTCCTCCTGCCACCCTCTGGCTGTGGGATTTCTTTTAA[A/G]CATTGGTTCTCCTTAGCTATACAATGGGAGTGGTGATCAGGACATTTTTGCAGGTA A G 0.60 0.71 0.65 0.65 0.75 0.73 0.42 0.70 0.71 0.63 0.67 0.007 0.041 0.000 0.000 0.0010
rs713816 22 24.49AGTACCCCTCCAGTAGAGCAATGAGTTTAGTGGGGTTCTTCACTATAACTCCCTCC[A/G]GGGCATCAAGCCAAAATGGTATTGGTAGTCAGGAACAAGGAAATCTCTTGCAGGAC A G 0.74 0.39 0.43 0.50 0.38 0.05 0.43 0.49 0.50 0.48 0.48 0.050 0.000 0.002 0.112 0.0005 1
rs761670 22 24.74GCCCACCCTGTAGTCTGTCCAAAAAGGAATATCCTTCTGGTATACCTGCTATGG[A/G]AAAGAGCCAGAGGATAAGCATCCAGCCACAAAGATGCCGGGGCTGGTTCTATAACTT A G 0.23 0.43 0.51 0.54 0.41 0.23 0.36 0.45 0.29 0.51 0.48 0.042 0.006 0.001 0.041 0.0003
rs738402 22 25.01ATAGTCACATTTATCTGATTCTTCCTTTATCACGTACAGTCGGTGCTCTACTCAAA[A/T]GCGGTCAATCAATCAAAGTGTTGGGTGTTCACTTTCTCCTATGGTTGACACCCGACA A T 0.69 0.46 0.46 0.48 0.43 0.91 0.89 0.78 0.46 0.46 0.41 0.027 0.118 0.056 0.143 0.0007 1
rs738401 22 25.01CTAACTCCTTGAGGGCAGGGGCCAAATCTTAGAATGTTCACTCTCTTGTGTCG[A/G]GTGTCAACCATAGGAGAAAGTGAACACCCAACACTTTGATTGATTGACCGCTTTTGAGT A G 0.33 0.54 0.53 0.52 0.57 0.09 0.11 0.22 0.54 0.54 0.59 0.022 0.113 0.052 0.138 0.0009
rs713751 22 25.51 TGAGATAAAGCACTATGAGGGAAAGGGTGTTTTTCAGAGTATATGAGAAGTGC[A/G]TGTTCTATACTGGGGGTGGGGATTCAGGAAAACTTTTGGAGGGAGAGATACTTAAACT A G 0.31 0.49 0.50 0.45 0.39 0.27 0.22 0.50 0.50 0.34 0.39 0.028 0.041 0.005 0.031 0.0100 1 1 1
rs84312 22 26.04GAGTCATAAATAATAACGCTTTGATATAATGAATTTACAAAGAACAAAAATCTGGTT[A/G]CCATGGTTGGAATGCCATTCAGAAGTCAACTAACCAAATATCTTCGTTTTGCATTCA A G 0.43 0.66 0.76 0.67 0.63 0.45 0.64 0.66 0.82 0.65 0.70 0.069 0.010 0.005 0.053 0.0039 1
rs136926 22 26.11ACTAAATGTGGAGACAAGTGAATAGACTATGTGCCAAAGGGAGATAAATATTACC[A/G]TGCATATGCATGGCCCGAGTGCCATAGGAGGGTGGGGTGCCCATGGTGGGTCTAG A G 0.81 0.64 0.68 0.68 0.55 0.91 0.61 0.84 0.68 0.66 0.62 0.014 0.000 0.033 0.059 0.0021
rs5762174 22 26.19TGTTTGGCTCATGGGTATTATAGGAAAGAATTGGATAGGTTGCTGGACTTAGGTAA[A/C]CTGTTCTTTTGGAGCCCCTTCACCCCCATAGCCAGGATGCTAATCCTTCCACTTCC A C 0.15 0.65 0.60 0.67 0.64 0.23 0.34 0.56 0.82 0.49 0.51 0.134 0.039 0.001 0.090 0.0082 1 1
rs138650 22 26.72 GGCCACAACCGCAAAGCAGAGTGTCTGAAAGTGTCTCAAACTTTGGGAAACAGAGGAACACCAAAAATCCTATTTTCTTA[A/G]CATAAATCCAGTTGACACATCCTGATATTGCT A G 0.79 0.54 0.45 0.49 0.57 0.55 0.60 0.67 0.57 0.51 0.58 0.072 0.029 0.047 0.017 0.0100 1 1 1
rs738995 22 26.97CAGAGAAGGGAGGATCCCATCTTGAATGGTTTTGACTACCTACCATGAGTCATTGAA[C/G]GGTTTAAGTAAGGTAGGCACATGGTCAGATTTGCATTTTTAATACAAAAAAAATCC C G 0.05 0.36 0.39 0.32 0.34 0.14 0.01 0.43 0.25 0.42 0.32 0.079 0.127 0.001 0.039 0.0041
rs737622 22 27.20GCTGTTGAGTGACATGATCTTTCTTCCTAGAGGAATGAAGGAGGAGAACAATACCA[A/C]GAAATTAATCCAAATCCTATCTCAACATTTGAATTTATTCATTTACCTCATCAAGCAG A C 0.52 0.60 0.54 0.53 0.52 0.36 0.06 0.60 0.54 0.57 0.45 0.000 0.155 0.002 0.013 0.0034
rs1997719 22 27.95AGGAGGGGCCGGGCCTGTGGCCTTGGGAGTTCAGGACTCACTTCCTGCCGCC[A/G]GGTCTTTTGCGTCCCAGTGTTCCGAGAACTGGATTCCAGCCAGTTCCAAGGCTTGGG A G 0.10 0.37 0.40 0.43 0.52 0.25 0.34 0.19 0.25 0.49 0.57 0.057 0.002 0.018 0.012 0.0224 1 1 1
rs140062 22 28.00TTCAAGAAATCAAACATTACTGTCTCGGCTTAAGCAATTGACATGACTTCCCTAC[A/G]TTGTATAGAGGCTTAATCTAAATATTATAGGCAAATAAAAATTCTTAACTGGGTACCCT A G 0.93 0.57 0.65 0.60 0.57 0.73 0.28 0.55 0.43 0.55 0.54 0.046 0.083 0.013 0.002 0.0098
rs715494 22 28.11CAGATGATCTTCACACAATCTCTGAGGGATCTGACTCTTTGAGACCTACTGAAG[A/C]TGCTCCTCATGACAGTTTCTAAGAGGTCAGAGGAGACTGGTGGGCTCAACTCAGGACA A C 0.19 0.45 0.41 0.49 0.45 0.27 0.65 0.48 0.54 0.53 0.50 0.022 0.026 0.005 0.011 0.0048
rs714027 22 28.90AGGACATCCCAGGGATGCGGATTTGGCCTCAACCTATTAAAGAATTTTCCCCCA[A/G]TGCTCTAGCAAATTGCCTGGCACATGGAAGGCAATCAACATTTGACTGTTTTTGATAG A G 0.79 0.51 0.43 0.49 0.41 0.36 0.82 0.53 0.71 0.48 0.51 0.042 0.062 0.000 0.011 0.0009 1
rs737805 22 29.02 CCATGACAGGGGAGGGCAGAGGCTCAAAGAGAAAACAGGGAGCAGGGCCAGGGC[A/G]GGATGTAAAGCTATGTCAGGGCTGGAAGTAGGGGCCCCTCACTCAGCAGCTAT A G 0.38 0.43 0.47 0.51 0.46 0.82 0.79 0.78 0.50 0.47 0.46 0.008 0.029 0.018 0.043 0.0002
rs4444 22 29.53GCTTGGTGGAAGGCCCTTCTCAGAGTCTTCATCATACACTTCTCGATTTCTCGC[A/G]GTACTCACCACACTGACTCATAAGGCTCCATTGGAGAGTCTGTCTCCCTGAAAAATAT A G 0.29 0.57 0.54 0.50 0.54 0.68 0.96 0.64 0.75 0.55 0.52 0.054 0.098 0.000 0.002 0.0001 1

rs762883 22 31.46CCATGATCCAAAAACCAAAAGGATAACATCAGGCACAGCAGGGGCTTTTTTACT[C/G]TGCTCCAAAGCTGTAATTGACTAGTTAGTTCCTGAACCATGTCATTTGTTAAATATTTTG C G 0.67 0.40 0.45 0.38 0.34 0.91 0.86 0.50 0.54 0.52 0.38 0.022 0.110 0.003 0.125 0.0030 1
rs9862 22 31.58TGGTACTTGTTGACCTCCAGCTTAAGGCCACAGAGACTCTCGGAAGCTTCCGT[A/G]TGGATGTACTGCACATGGGGCATCTTGGTGAAGCCTCGGTACATCTGTGGGCAAAAG A G 0.24 0.49 0.51 0.48 0.55 0.41 0.04 0.33 0.54 0.53 0.42 0.046 0.188 0.023 0.012 0.0029

rs137410 22 31.91TTGGCATGGCTGTGCTAATTCTTATCAGGATGTTGTCCTGTGAGGCACACCAA[A/C]GGCTACTGTAGAAATGAGAAGAAAGGTTAATATTCCCACTCTTTCCAGCTTTGTGGACC A C 0.62 0.66 0.64 0.68 0.59 0.32 0.55 0.72 0.57 0.63 0.58 0.001 0.001 0.004 0.052 0.0016
rs762058 22 32.28 CCCATCTCTGCATGTCCAAAACCGAACTCGCCGTCCAGTGCTATTCACTCTAC[A/G]TCCCCATTCATCTCTAATCTGCATCCCTTGCTCTGACTCCAAGGCTAACATCCCGCTAC A G 0.33 0.48 0.49 0.46 0.52 0.27 0.57 0.38 0.46 0.48 0.46 0.002 0.021 0.000 0.011 0.0003 1
rs1844461 22 32.96GTAGTAGTTGCGGTCCATAGCAATTCTGAAATCTCGCCAGACAAATATTGCTCTGTCTTGTACTCTGGAGATAGGA[A/G]ATTTTTCTTGATCAAGACCCAGTTTAATTCTTTGAGA A G 0.79 0.74 0.75 0.65 0.75 1.00 0.94 0.93 0.79 0.84 0.82 0.001 0.028 0.026 0.085 0.0039 1
rs1380148 22 33.17CAGGTGGGTTGTAACAACAATAGTAATCACTTTTGTTGCATAGGCTGTTACCTATCCCCTGCCTCAAGCCAAAAAGTGTCA[A/G]TTTCCCTCAATGATGACTTATATGTGCTCATG A G 0.40 0.65 0.65 0.63 0.71 0.45 0.35 0.72 0.64 0.66 0.62 0.033 0.058 0.003 0.019 0.0007
rs2056965 22 33.55AGAAAGTCCTTGCCGTTGGTAATCTGATGGCAGCCACTCTTGGAACCAGTTCA[A/T]GTGTTTCTAATGCTGAGGTGTCCTGGCGTCCCCTGGTTCCTGTCCTTTCTGCCGGCTG A T 0.43 0.34 0.47 0.46 0.45 0.41 0.33 0.23 0.43 0.44 0.56 0.000 0.003 0.031 0.000 0.0060 1
rs2008519 22 33.74GATGAAGGAGATAGAGGTCCCTGACTCCAGACACCACAGTTAATGGGGGAGAT[A/G]GACTCATATGAGCAATTAGACTGCTGGCTCCATGAGGCCATGGCTCCATGGCTGCTG A G 0.68 0.47 0.47 0.53 0.52 0.73 0.29 0.68 0.54 0.49 0.39 0.016 0.024 0.020 0.031 0.0074
rs138777 22 34.04TTTGGGCAGGAAGGACACTGTCATTTTCAGGTTTCAGAAAGTTCCTTCTGG[A/G]CAGTGTGGAGAATGGGTGGGAGGAGGGAGGCAGGAGGAGGGAAGAAGCTGAGGCGGT A G 0.75 0.42 0.38 0.27 0.30 0.41 0.56 0.34 0.46 0.26 0.24 0.077 0.009 0.005 0.000 0.0105 1 1g

rs738510 22 34.36CAGTAACGTGTGGACAGGCCTTTTGCACTACACTGTCATCAAAATTCGAGGT[A/G]CTCAATCATTTGCATTTTTGCCGTCTGAGAGGTGAAACATTTGATGTCATTGCCTGCACT A G 0.52 0.65 0.60 0.57 0.68 0.82 0.60 0.75 0.61 0.61 0.53 0.004 0.000 0.017 0.026 0.0019
rs972153 22 34.37CAGGGCAAGATTTACTTTTGTCTGACATAGAGCTGGGTCTTGGTACTAATGAG[A/C]TTTTTCAGACTTTGACTTGGGAAAGGCAGTGGCTATAAGCAGGATTGGACTTTTGGGTG A C 0.86 0.71 0.67 0.59 0.57 0.82 0.22 0.74 0.61 0.70 0.67 0.012 0.152 0.002 0.002 0.0006
rs1540297 22 34.38AGTGAGAAGGCATGGCTGGGCCAAAAACAAATCTAGGCACTTCTGGAATTCTC[A/G]ACCACACAACCAGATAACAGTGCCTGGACTGACCACAAAACTGGACCCATTAAGAGTT A G 0.48 0.59 0.57 0.60 0.73 0.86 0.81 0.75 0.75 0.56 0.51 0.001 0.051 0.035 0.075 0.0010
rs715550 22 34.75ATCTGCCCCTCCCCAAAACAGAGAGGCCTCATACATCTGTCAGTAATAAAGCC[A/C]ACCCTCTCGTATTTACTGGGTAGATAAGTAACTGAGACTGAAACGCCACTGTATTCCAT A C 0.36 0.76 0.78 0.76 0.82 0.77 0.93 0.81 0.75 0.69 0.80 0.100 0.021 0.000 0.001 0.0001 1
rs878847 22 34.77 TTAGACAGATATTGAAATCTCTGGATCTATCATCCACGTCACTTAACTTTTCTTTC[A/G]TATTTTCCGCATCTTGCTAACTCTTTCTCCATCTGCGTTCATTATGTTTTTCAGTCCAT A G 0.90 0.64 0.63 0.69 0.77 0.50 0.53 0.59 0.64 0.70 0.63 0.062 0.005 0.000 0.006 0.0000
rs735853 22 34.95CAGTATTGTATATGAATTTTCTGCCATGTGGTAGAAAGAGGGTGCCTGTCTTT[C/G]TACTCTGTGTGAACAGGCACACCTGTTTACCTGTCTTGGTTTCACCGGTTTTATAGGAG C G 0.12 0.47 0.51 0.50 0.32 0.09 0.53 0.26 0.43 0.45 0.42 0.078 0.000 0.042 0.114 0.0054
rs739096 22 35.01CTAATTCTGAATTTCAGTGGTTAATACTCCTTAGGGACAGGGGCCTTTAATTT[C/G]GTCCACATGATAATCTTATCAAGCAACAGATGAGACACAATAGGTCTGAAAATCAGGAA C G 0.03 0.60 0.62 0.59 0.52 0.15 0.68 0.41 0.50 0.53 0.52 0.238 0.001 0.042 0.132 0.0060 1
rs933224 22 35.04AAAAATTTCAGTCTATTTTTTATATCACGTTACAAAGGTTAAAGTCACTTTCA[A/G]GTTATTGCAACAAAAGTCTCTCAATCCCATGAAGGTGGCAGTATTAGTGTTCCTATTTTGTA A G 0.40 0.28 0.35 0.27 0.34 0.91 0.27 0.64 0.46 0.30 0.28 0.001 0.004 0.048 0.178 0.0016
rs2413411 22 35.26TGTGATGCTTAGAGAAGTGCCTGATACATACTAAGAACTCTGTAAATGTTACTTATT[A/G]TTGTTGAGTTATTTTAATATTGAATTATTATTAAAATTCTCCCTTGTTAGAATTCTAT A G 0.90 0.30 0.38 0.45 0.32 0.41 0.26 0.39 0.25 0.39 0.37 0.191 0.001 0.000 0.004 0.0001 1
rs760519 22 35.51TTGGAGCATTAAATGAAGACTTGTCAATTCCTAGTGTGGCTCTTTTACCTTCTCC[A/G]TTGCTCCTGCTCCTATCTCTGGAACCCTAAGGACGCATCCTGTTTTACTCCCCAGACC A G 0.90 0.84 0.83 0.82 0.80 0.77 0.94 0.77 0.79 0.78 0.78 0.002 0.027 0.011 0.002 0.0032
rs1534880 22 35.57GAGAGGTAGCCACTGGGACGTGGTGATCACTAGGCTGTGTGGTCAGCAGGTCACT[C/G]TCCTGTCTCTTGGTGAAGTAACTGAGGTTTGGAAAAGTGGCGTGGCTTGGCCAA C G 0.10 0.43 0.46 0.40 0.63 0.86 0.91 0.41 0.54 0.36 0.44 0.101 0.100 0.006 0.071 0.0000
rs5756477 22 35.65TTCAAGACAGGTGTTAGGAGAGGAGTTGCAGGCATCTTAAGTCATGAGAAATGATA[A/G]TAGGTGGGGCTGGGAATAAATTGAGCTCCAAGCAGAGCAAAGATGTTATTTTTATT A G 0.50 0.56 0.56 0.44 0.50 0.45 0.71 0.59 0.50 0.45 0.42 0.004 0.002 0.001 0.014 0.0103 1 1
rs15996 22 35.95GGCCTAGTTCACAGGCTGACAAGAATCTGCGGATGTCCTCAGATGTCCCACAAGGT[C/G]TCCTCCTGCAGACGCCCAACCCAGACCTTGTCTGCTGCAATATCACTACCAGTGC C G 0.31 0.39 0.40 0.40 0.21 0.86 0.27 0.73 0.46 0.40 0.38 0.015 0.024 0.041 0.090 0.0010 1
rs470095 22 37.03GTCACTGCCACATACCACATCTTTCTATTATCTATTTAACGCAGTTGGTTAAACT[A/C]TAGGATGGCCTTTACAGTTCCAATATTCTGTGGTTCTGGGGATAGATCTACACACTGAA A C 0.24 0.48 0.55 0.55 0.39 0.18 0.25 0.32 0.43 0.42 0.46 0.043 0.049 0.030 0.072 0.0023 1
rs138383 22 37.04TTCATTCATGGACCTGCGCGTGGTGACGCATTATAATGATACCACATTATAATAT[A/G]TAACACAGACATTCAAGCAGAAAAGTATGTCTCCCTCCCACCCCCATTCCCAGACAC A G 0.17 0.51 0.55 0.54 0.64 0.18 0.25 0.46 0.39 0.54 0.55 0.083 0.048 0.007 0.071 0.0002
rs760645 22 37.28CTAGGAACCCTAGCCCAACCTCACTGCAAAACCTAGATTCCTTCTACCAGAGCAAC[A/G]GTCTTCAGACTGTTTTGATCACATATCCTACTGGTGTGCAATTTTTATCACAAACCC A G 0.95 0.53 0.54 0.57 0.55 0.50 0.15 0.68 0.46 0.54 0.56 0.155 0.054 0.018 0.001 0.0006
rs760482 22 37.42GCCTCCCTCCCCTGGGGCTTACCCTGACCAGAGGGAAGGTCTGCAGTCGCTTATA[A/G]TCAGCCTCATCTTTCTTCCCTTCTGTTTCTCCCATGATCCTTCCACTGTGACCACTG A G 0.67 0.79 0.68 0.73 0.66 0.27 0.97 0.60 0.93 0.67 0.69 0.000 0.069 0.015 0.094 0.0009
rs139316 22 37.74CTATGAGGCAACTGACATGCCCCAGGGAAAGTCATCTTGAGTTGCTTCTTGATA[A/G]TGAGTGGGATACGGGTCCAAGCTGCAAACTTCTTAAGTCATTCTCTAAAACATCCACA A G 0.26 0.51 0.52 0.57 0.63 0.73 0.69 0.58 0.39 0.56 0.65 0.030 0.014 0.003 0.022 0.0094 1 1 1
rs137636 22 37.97ACCAGTGGCCAGAAGGAGTCTGCTGTTCCTGAAATAAGGCTTGAAAGACATTT[A/C]TCCCCAGGGGTCCTCCTCAAGGGGGCCAGGGTAGTACAGCCGATGATGCCTGGAACA A C 0.24 0.49 0.51 0.34 0.36 0.09 0.46 0.35 0.39 0.46 0.45 0.043 0.004 0.017 0.131 0.0009
rs470084 22 38.56AGCATCTGGCAGGTGAAGGGGAGAGGCGTGTTGTTAGTGAAATTGGCTGGA[A/G]TTTCAGGTTAGGGGTTTGTGCCAGGACTGTGCTGCATGGAGTTGTAGAGAGGGGGGCT A G 0.08 0.47 0.42 0.45 0.43 0.14 0.59 0.32 0.50 0.46 0.50 0.069 0.019 0.003 0.048 0.0026 1
rs139062 22 39.12 GGATGTATTCTCACAGCCCTTGCTCCTCCTCCATCTTAGAGTTTATTTTTACC[A/G]TCATTGCAACCTCCTCTAAGTGATTCTTCCAGACCCATAGTTAGCCTTTGAGATTCCGCA A G 0.93 0.62 0.66 0.67 0.68 0.50 0.23 0.82 0.46 0.55 0.62 0.043 0.094 0.020 0.014 0.0011 1
rs1884276 22 39.39GAAGTAGCTTAGAGCAGTCTGAGCTATGTGAGGTTTGCAAAATGTATCACACCCAG[A/C]GAGTCATGAGTATACTTCAGTCACACATACATACCTGCACCCAGGCAATTGTTTAA A C 0.29 0.23 0.25 0.21 0.23 0.25 0.01 0.23 0.18 0.20 0.16 0.001 0.069 0.001 0.000 0.0068 1 1g

rs139451 22 39.85 TCTCCTGCTCCAGGAGCTACTCCTCCAACTCCAAGAAAGCCAGTATCTTGGCTAG[A/G]TTACAGGTGAGAGGCAATCACTTGGATCCTTCCCGGTGCCTTTGGTGCTGAGACA A G 0.69 0.39 0.40 0.38 0.44 0.14 0.24 0.31 0.29 0.36 0.37 0.028 0.035 0.004 0.070 0.0031 1
rs2024566 22 39.94 GGTTTGAGCAGCATCAGCCCAGAAATGCAGAACTGCCAAAAGAAACCCCCCTAA[A/G]AGGCAGGACACTTTTAAAGAAAATAAAGGTGAATTCCAGGCATGAGCTTTCGACGG A G 0.86 0.70 0.67 0.69 0.74 1.00 0.10 0.60 0.68 0.68 0.69 0.040 0.145 0.000 0.158 0.0004
rs80477 22 40.24CAAAAAGAACTGAATTATGGAAATATCTGCCAGCCTGCCAGATTTCTCACCGTCCTC[A/G]TTTTTCCATTATTACACGGGATATCAAGTATATCATAAGAAAAACTGGCTGCATAC A G 0.60 0.77 0.80 0.82 0.82 1.00 0.10 0.60 0.64 0.79 0.78 0.011 0.218 0.019 0.101 0.0000

rs1052717 22 40.52TGGTTATGTCTCATGGTTCTTTCATTTACTCAGAAGGTATTTATTGGGCATCTTGT[A/G]TTGATCACAGCACTGTGAATCCAGAAATAAAAGCCAGTGCCTTTGCCAAGCTACAGA A G 0.24 0.46 0.48 0.39 0.54 0.36 0.00 0.36 0.39 0.49 0.52 0.035 0.216 0.014 0.010 0.0000
rs738377 22 41.62AATAAGGGCAATGCAGTTTTCATGTGTGTAAGGTTAGCAGCTGCCCTTTCTTGGGAAGGGCTCTTTCTGTATAAAATTTTGACCATT[A/G]TATCTTTTACATTTTAAAATGTCCTAT A G 0.71 0.52 0.54 0.45 0.41 0.50 0.92 0.68 0.54 0.53 0.60 0.042 0.156 0.030 0.003 0.0028 1
rs139027 22 41.88GCATCACGTAAATGGGTGGTGCAGGCGGGGGGAGGAGGGCCTCTGTGCTTGC[A/G]TGCAATAATGAGAGTCAGTGGATAAAGGCCCAGAACCAGACCCCGGAGTGGGGTCA A G 0.90 0.74 0.76 0.68 0.79 0.91 0.90 0.70 0.89 0.81 0.75 0.013 0.015 0.005 0.014 0.0006
rs713912 22 42.30AAAGCAGGTACTAGGGAGAAGAGTACTATGGCTAGAAAATAATATGAAATTTTCA[A/G]AATAGGTCTAATTTGTACTTGAACGGAAAATTCAAACTCTTTTGGCAAATGCTTCCTA A G 0.36 0.58 0.55 0.48 0.59 0.68 0.99 0.42 0.29 0.61 0.55 0.017 0.169 0.010 0.011 0.0001 1
rs929090 22 42.57CATCTCTCCACTCTGGTGAACTCACAGACCCAAGACTTCTGAGCAAAGCTGCT[A/G]AAGTGGGGATAGGGAGGCTCCACATATTCCAGAAAAAGGAGGGGTAAGTTGTCAGGG A G 0.50 0.63 0.52 0.41 0.61 0.41 0.27 0.40 0.54 0.50 0.50 0.001 0.051 0.013 0.014 0.0022
rs763041 22 43.04GATTCGAGCAGGGAACTGTGCAGGACAGAGAACAATGCGGCCCCAATTTTGATCC[A/G]GGGGTAATTAGCTTAGCTAAGGAGTTCCCCAGTCCCTAAGTGGAGAGGGGATCCA A G 0.62 0.61 0.57 0.56 0.63 0.64 0.80 0.55 0.57 0.60 0.61 0.001 0.027 0.002 0.001 0.0008 1



rs136904 22 43.33GACATGACCTTTGTGTGTATTTTCCCCATCGTGTGCTCTGCTTTTCTTTTGC[A/G]TTTTAGCTTCTCAGACATGACCTTTGGTCTCAGATGCTCAGCTTGGTGGCAGCACTTCACA A G 0.36 0.37 0.35 0.45 0.18 0.73 0.83 0.32 0.54 0.34 0.35 0.001 0.135 0.002 0.084 0.0001
rs1540327 22 43.38TCAGAGGGCTTGGTACCCCCACGTGCCCTCATGGCATTTTGGGGCCTGCTCTGG[A/G]TCTGGGGCATCTTTTGGGAGTTTCTCTAGAGCCTATGGGGCTGGGGGAGGCAGAA A G 0.63 0.30 0.41 0.38 0.36 0.68 0.80 0.60 0.36 0.44 0.37 0.008 0.043 0.008 0.013 0.0054 1
rs132817 22 43.81CAGACAAGACAAATTAATCTATATAATACTGAAAGAAACACACCCAAAGCCGAAGT[A/G]TCTAGAAACACTGAAACTGAAAGAAGCAGGGCGTAGGGGGAGAAATAGGTTTACC A G 0.79 0.58 0.63 0.57 0.52 0.32 0.33 0.70 0.46 0.66 0.63 0.015 0.054 0.000 0.061 0.0000 1
rs714022 22 44.45ATTTTTATGTGGTGTTTATGTAGTATCCTTTTTCCTCTAATGCTCTTCCTTTGGTAC[A/C]TAACCTTGTAGGAAAAGTTTAGATCTGAAAGCACAGATGCTGTGAAAGGACCAATTC A C 0.74 0.54 0.63 0.60 0.50 0.68 0.57 0.58 0.39 0.56 0.59 0.003 0.006 0.007 0.000 0.0008 1
rs737822 22 44.52CCTGGTCTTAAAATGATTTTTTTACTGTCCTTTAGTTTCTGTCCTTGAATGAATAA[A/G]CAAAGATGTTAGAACAAAAATTCCAGTCTTTGCAGGAAGAAAACTTTTTAAAAAATCTT A G 0.71 0.52 0.60 0.61 0.52 0.64 0.56 0.57 0.39 0.56 0.55 0.003 0.004 0.006 0.001 0.0004
rs738672 22 45.78CCTCGCTCCTTGCAAGGTGAGAAGCAGTACCCTCCCATTACGGTAACTCACCGACTCTACTGCACACTCAATTTCAGAATCTAATTTAGTCC[C/G]CCAGGTTCACTGGATGGAG C G 0.53 0.60 0.58 0.55 0.68 0.68 0.74 0.44 0.46 0.68 0.55 0.001 0.007 0.035 0.002 0.0001 1
rs738486 22 46.15CAGACAAGGCAGGGGATAGAGGCCTCCACTGCTGTGCAGAGGAAGATAGAGAAGC[A/G]GAGGGGAGCATGCACAACATTAAATTTAAAAATAGATTTTCATTTCTACAAACCAC A G 0.35 0.53 0.53 0.46 0.64 0.18 0.73 0.57 0.39 0.46 0.45 0.019 0.027 0.000 0.067 0.0035
rs728591 22 46.48ACAGAATGTATTATTGTCAAGCTAAGAGAGGGAAATTAATAGCCTTAAATGCATATA[A/T]AGAAAATAAATAAAATCAGTCATCGAAGTTTGGATCTCAAGAATCTTGCAAAAGAAC A T 0.23 0.21 0.21 0.18 0.23 0.55 0.16 0.38 0.18 0.20 0.15 0.000 0.007 0.010 0.048 0.0059 1 1
rs738704 22 46.65AAACCCTGTGAGTATTATTCAGCTGTAAACTACAGACAGGAAAATATCTCAAGC[A/G]AAATAACCATGGCTTGCATTGTTTAGCACTACATAAATTTCAAAGAGCTTTCAAATCTG A G 0.71 0.32 0.34 0.35 0.27 0.36 0.31 0.60 0.21 0.38 0.40 0.061 0.007 0.031 0.000 0.0012
rs4403 22 46.93AACACCTCTGGAGGCCCTCTTGCTGGGCCATGTGTTCTAAGGGCGTTAGGGAT[A/C]ATATGACTTTGACCCATGGTATTCCAGGTCCCAACTCTGGCAGACAGGAGGTGCTCAA A C 0.21 0.54 0.44 0.49 0.41 0.18 0.21 0.35 0.39 0.41 0.52 0.034 0.032 0.015 0.043 0.0023

rs761793 22 47.18TGAGAAGCCTGTTGGGCTACACAGGGTAGAGGTGATTCACACTGACCGGTCACTAC[A/G]CACACTTCAACCTTTATTCCTATACAGACAGGACCTAGCAGGCAGAGATCACTAG A G 0.88 0.71 0.75 0.80 0.77 0.41 0.63 0.88 0.81 0.78 0.72 0.012 0.021 0.009 0.086 0.0028 1
rs131020 22 47.40CAACATGTGGAGGCTAAGACCAGACCGATGTCATATGGAACACAACATGTCTGTCC[A/G]CACAGACACAGACGCACACCCTGTATCACTCAGTGCTTAACTGGCAGCCAGAGA A G 0.69 0.58 0.50 0.67 0.48 0.09 0.43 0.26 0.65 0.43 0.52 0.019 0.005 0.071 0.125 0.0000
rs7410750 22 47.45CAGCTGAGCCCTGTCACCXACGGGAAATCACAAAATGACTGTGGGTGTCTGAAACCAC[A/C]AAGTGCTCAGGTGTTTTGTCACATGACAGTCCATGGCCAGATCATACCAAAAA A C 0.60 0.37 0.46 0.33 0.48 0.23 0.17 0.39 0.57 0.39 0.34 0.007 0.065 0.005 0.044 0.0049 1
rs1474834 22 47.54GAAAACAAGAAACACAGCTTCTTCTCGCACCCTGTGAATTACCTACAGAAAATGACC[A/G]TGGGCTTAGACACAAAACACAGCTCAAGGTGTTCTCAGGAGGTCACCTGAGACT A G 0.93 0.72 0.75 0.74 0.84 0.77 0.77 0.82 0.79 0.85 0.78 0.018 0.002 0.000 0.002 0.0010
rs932497 22 47.62GACCTCACAGCCCATGTCCTAGTTAAGAAAAAGGCCAAAGGTCAATCATAGCCC[A/G]GGTCCTTGAGTTGTGAAAATTCAGTGAACAGATATGAGAAGAGCAGAACACTTGCAG A G 0.74 0.63 0.61 0.58 0.52 0.77 0.51 0.86 0.86 0.63 0.64 0.014 0.000 0.067 0.025 0.0002
rs135223 22 47.73CTTAAGACACCTGAATTTAAAACGTGCATCGAGGTAAGGTCGTTTACAGAAACAC[A/G]TTAGCAAGGGGCAGTCCCGCGGCAGGCAGTGAGAGGAGCGAGAGGAGGCCGGTG A G 0.31 0.46 0.42 0.43 0.52 0.73 0.49 0.41 0.36 0.40 0.44 0.011 0.000 0.001 0.031 0.0000
rs8136406 22 47.92 GATAGAAGAWATGTTAAACAAACTCAGCAACATCTAGAAGGTTGAGGGCAGGAGG[A/G]AGGAAGAAGTAAAAAAGTGTCTGAAAGGTCTCATTAGTGGGAGGAGGAGAGTCG A G 0.55 0.96 0.93 0.90 0.91 1.00 0.99 0.93 0.93 0.92 0.93 0.060 0.028 0.001 0.045 0.0007
rs7286586 22 48.02 TTTGTGAAGCATCCTCACACCTCTCAACAGSTTGGCGGGAAGTAGAGGCATAGGTTG[A/C]ATTTTCACCACCATTTAAAATACTAGAACTACTTTGTCACTTCCTTTGTGAATTCC A C 0.50 0.84 0.86 0.85 0.91 0.41 0.55 0.56 0.86 0.79 0.87 0.095 0.088 0.113 0.165 0.0001
rs6520124 22 48.14ATTTCCATTTCGCTTGTACACCTCAATTCATCTTGTAGACCGAGTTTAAAGACAGAC[A/G]TCACTGGAGGCCTAAACGCTGTGGTCATTCACATAAATAAATCGTTTTGTTTTAGCT A G 0.88 0.95 0.97 0.99 1.00 0.86 1.00 0.95 0.93 0.94 0.97 0.015 0.009 0.005 0.023 0.0004 1
rs739240 22 48.27CCAGCGCTAGCAGAATTCCAGCTGCCAGAGAGTCGGGCATATGGGCAGGCGCTTAT[A/C]AAGGAAGAAAGCAGAGTGTTGAGGCTGTTTTTTTAAGCCACAGGTAAGAAGAAA A C 0.79 0.70 0.69 0.65 0.70 0.59 0.99 0.63 0.57 0.63 0.73 0.007 0.100 0.002 0.005 0.0010
rs4824090 22 48.34CATTAACCCTCAAGTCCACCCCAGTCTGCAGCGTGGAAACTCAGCACTGGGCTTTT[A/G]TGAAGATTTAATGAGTTGGTTCCTGATTAGAATCTGGCCCCAACCACAGGCCTGA A G 0.24 0.20 0.18 0.15 0.20 0.23 0.01 0.30 0.11 0.23 0.20 0.002 0.047 0.008 0.002 0.0007
rs138853 22 48.41TGCTCTGGCCGGGCTGTGGGGATGTTCTCTCCTTACAAACGTATTCTGCACACA[A/G]CAGGACGTGAGGCCTAACAGGCAGCGATGAAGCAGAGGGGGCCCAGCTGGCAGG A G 1.00 0.83 0.87 0.91 0.86 1.00 0.95 0.90 0.93 0.89 0.92 0.047 0.009 0.001 0.045 0.0030
rs2092982 22 48.50TGGTCCATTATCTAGAGCCCATACTTGGGCAGCATTTGAAATTTCACCTTAACC[A/C]CAGACAGGGCTCCAGGGAAGTGGAGATGTAATTCTTACAACAACAGTTCTGATCATGG A C 0.24 0.72 0.75 0.85 0.74 1.00 0.94 0.54 0.93 0.77 0.81 0.116 0.043 0.023 0.106 0.0027
rs137879 22 48.64CATCACTCTCCAAGGGGAGCTGTCAGTTCTATCTGCCAGCTTTTGAGTGTTCA[A/G]TTTGATTTTTACTTATTCAACCTGGAATTTGAATGTCTTTGATGTGTGCGCTGGTGTCAT A G 0.45 0.45 0.49 0.48 0.57 0.41 0.65 0.66 0.64 0.46 0.53 0.000 0.026 0.027 0.000 0.0021
rs137930 22 48.71CAGTATGAACAATATTTCTTTTGTTAAAAAATATTTCTTGGAAACAACTTATTGA[A/G]GTTTCCTCAGAGTGGCCAAAGCCGATGATAATTTTATTCCAGATAAAGAACTGGTGACA A G 0.86 0.62 0.62 0.58 0.70 1.00 0.71 0.66 0.64 0.68 0.70 0.025 0.000 0.000 0.129 0.0029
rs6712 22 48.82GTGGCAGGAAGGACACAGCCGGCTCCTGACGCACACCTGATTTGATTCAACAC[C/G]GAGTCGGCACAGACACAACCAGAGATGGCCTGGGTCCAGGCTGGGGCTGCACGGG C G 0.95 0.82 0.90 0.85 0.91 0.95 0.96 0.75 0.96 0.88 0.91 0.011 0.012 0.020 0.013 0.0004

rs6520165 22 48.99ACACACAATGACTGAGTTCTGGGAGGTTCTGGGAGTGGCTCAAAAGATGATAAAGG[A/G]TGACCACCATCCCTCTGTCCTAATGGTGCGTATGTAAGCTCTGTCTTCAGGACTTC A G 0.67 0.71 0.71 0.71 0.70 0.32 0.41 0.65 0.54 0.65 0.66 0.001 0.054 0.000 0.079 0.0001
rs743616 22 49.20GCATCCACGGGGAGGGGTTACCCTGGGTGAAGAAGTGAGCCTTGTACTTTCCA[C/G]TCCGCACAGCAAAAACCCCACGGACCTCGTCTGGGTAGGACGGGTAGAAGAAGAGA C G 0.42 0.51 0.55 0.54 0.54 0.35 0.21 0.41 0.65 0.46 0.58 0.005 0.050 0.003 0.014 0.0013 1
rs1001469 22 49.27TGTGAGCGTGGGAGCTCCCTGGGCTGGCCTGAAGGAGTCAGAGAGGGCCTCAAA[A/G]CAGAGGCATTGTCTGAGCTGAGTCCTCTAGGTGGTCAGCGGCTGGGGCTGAGGG A G 0.29 0.17 0.23 0.24 0.20 0.32 0.05 0.20 0.14 0.20 0.29 0.000 0.039 0.003 0.002 0.0041 1
rs10451 22 49.29TGGCCATTCTACCTTCTTTAGTTCAGGATTCAAAAGACAGGTAGGAGCTTGGGAA[A/G]CTCATGAGGCCTCTCCTAAGGTCCCGGGATGCTGCCTCCAGCTCCTGTCATCCTGG A G 0.29 0.34 0.33 0.28 0.31 0.15 0.43 0.38 0.39 0.24 0.27 0.003 0.003 0.006 0.030 0.0019
rs749706 X 3.63AAATGTCCTGCCCACTTATTACCTCAGCGCTCGCCTTCTATCAAAAAGAATGCC[A/G]TTCAATGAGCTCTCTCTGAGGACCCCCTGAAAACAGGCTCAGAGACGTCTCTGCTCTG A G 0.86 0.58 0.56 0.62 0.50 0.86 0.92 0.66 0.43 0.55 0.60 0.052 0.078 0.004 0.046 0.0003 1
rs1882409 X 5.60TTCAATGCAGGCAATTTAGTAGACACTGAAGCATATTTTTACCTTTCCAAATTG[A/G]AAGTGGATAACAAGGTAACAATAGCACTGTCCCTGGAGCCATCCTGTCCTGTCTACTCC A G 0.81 0.58 0.56 0.66 0.50 0.36 0.64 0.46 0.75 0.62 0.52 0.045 0.000 0.007 0.025 0.0009 1
rs1158755 X 5.70CCTTGTGTTGCATCGGATTTCTTAATTAAAGACGAGATATTTTAATACAAAAATG[A/G]TACGTTAAAGTGACGACATCGTTTAGCCTTAATACGTGATCAAATGTGGAGCATGTTTT A G 0.05 0.24 0.27 0.21 0.21 0.00 0.02 0.16 0.46 0.27 0.21 0.029 0.056 0.002 0.090 0.0008
rs1852456 X 6.42GAGCTCATCCCCACTCCCCTGTCACTCTGCATAAGATTCCAGGGTGACATTGT[C/G]AGACGTCGTCATTAATCTCCTTTTAAAAATGCAAATCCCCTCAGAACATGACTCTGCTC C G 0.86 0.65 0.58 0.56 0.70 0.59 0.66 0.73 0.57 0.52 0.59 0.055 0.003 0.006 0.000 0.0002 1
rs1869588 X 7.49GTTGTTTGAATGAACTCTAATAGTCTAAAAAGAGGAAACCATGCTTCTGTGGCTG[A/G]AGGAATCAATCCACATGTATTATTTCTTCTAGAAAATATCAACCACTATTGTAGGCAC A G 0.33 0.48 0.43 0.35 0.43 0.64 0.57 0.41 0.39 0.38 0.45 0.005 0.004 0.003 0.015 0.0012 1
rs1921708 X 7.71 ATTCATACCCATGACTAAGTACACACTGTGACATGATGGGATTTGGAAAGCC[A/G]CAGTTATTTAGAAAGAAGGCTGTTCGGCATGAGCTTTGTCCAAAGCAAATGGGCCAGGT A G 0.93 0.42 0.44 0.27 0.39 0.64 0.73 0.54 0.43 0.49 0.50 0.184 0.059 0.016 0.031 0.0029
rs1159561 X 8.02AATAAAGTGTACAAATCCCACAAATTTAAATAGGCAGCTTAATGTAATTTAATGCC[A/G]CTACATGTAACAGTTTAACTGGCCAAGAACACACAGAAGGAAGAGTAATTATTTTCCA A G 0.50 0.54 0.51 0.60 0.50 0.73 0.43 0.42 0.54 0.45 0.40 0.002 0.004 0.012 0.017 0.0146 1 1
rs1656651 X 10.33GAAGAGACATGTTCTTTATTAACAAATTTCTACGGACAAATCTCACAGCTGGATG[A/G]CAATATACCCAGAAGTAATACCATTAATCTTTAGGGAAAGCAATGTCTTTGGAGTTCA A G 0.02 0.42 0.38 0.45 0.27 0.00 0.00 0.08 0.50 0.39 0.35 0.128 0.164 0.084 0.164 0.0000 1
rs2057652 X 10.53GGGTATTGAGGCCAACAGCTACCGCCACTCAATAGGACTCTTTGCTGTTACATTGT[A/G]CTGGTAAAGTTAGATTTCTTGTCTGAAAATTTCCTGAAACCCTTTCTGATATGAAAA A G 0.69 0.82 0.79 0.79 0.71 1.00 0.99 0.85 0.86 0.78 0.68 0.011 0.037 0.000 0.055 0.0060
rs720062 X 10.54GCATAAATAAAACCATTCCAGAAACAGGCAA[A/C]ATATGGTCACTGACAATTTTACTGTAGCACAAAACAGAGCCCTAAAAGCTGCAAGACAGCAGAATGATTTGCTGGTTAAAA A C 0.14 0.18 0.23 0.28 0.34 0.00 0.01 0.15 0.18 0.24 0.30 0.004 0.050 0.001 0.070 0.0029
rs1933730 X 10.57AAGAGTTCAATTCTGGCACTGTTCTTTTTGGTGAAAGCATATTGTATCATGTTTT[C/G]TTTTCCTCACTGTCTAGGTATGTAACTGTATGTGAGCTGTGAAGTAACACTATATACAA C G 0.52 0.82 0.78 0.78 0.66 1.00 0.99 0.84 0.86 0.80 0.75 0.040 0.050 0.000 0.070 0.0002
rs1476468 X 10.66AATCTCTTTCCAGATCTATTATATCT[A/T]CATAAAAATATGCATGAGAATCAGATAAACTAGTGGGCCTCAACCAGGAATGATTGTGCCCTTCAGGGTACATTTTATAATATTTGGA A T 0.43 0.72 0.73 0.73 0.75 1.00 0.98 0.79 0.71 0.67 0.63 0.075 0.034 0.003 0.065 0.0091
rs2238907 X 10.66TGTCTTTTATGGTCTCTTGATTTATTCAGGAATATTGCATTGCAGTTGAGTCTCTC[A/G]CAGAGTCCACTTGAGGCTGCTAACATGTTGATTTAATGAATGGGTGCATTTCATGAA A G 0.40 0.73 0.74 0.76 0.75 1.00 0.98 0.83 0.73 0.68 0.63 0.084 0.035 0.000 0.065 0.0099 1 1
rs946252 X 10.67CATATGAAGACATCTGATCTCATACTGTTTTAAACCCTAATTTCACCAACTATG[A/G]GCAGATTTTTATGTCCAAGTTTGTGAAATTGGACACTGACTTATGCAAGGGGTGTTTTAC A G 0.19 0.32 0.34 0.27 0.32 0.50 0.07 0.42 0.21 0.25 0.32 0.018 0.082 0.010 0.010 0.0000
rs916685 X 10.70 ACAGCTTTACATGAAGGATGGCAAGTAGAATGGCTCATTTTTCCATTTCATAATT[A/G]TTGCTTATACACTGTTGTTATGGAATTATAGAATTTTAGAGCAGGAAGGAATTTTAGG A G 0.67 0.76 0.74 0.78 0.82 1.00 0.98 0.80 0.79 0.71 0.66 0.013 0.031 0.004 0.060 0.0061
rs937260 X 11.84 TATACAAATAATATGTTGGGGATTTTTTTTAAGTAAAGGAGCATATTGGGCCTC[A/G]TAATTCCCTGGTTTTTACTGCTGAATGTAGACCCTCAAAATGAGGATTTACAAAATAAT A G 0.60 0.62 0.56 0.60 0.70 0.64 0.76 0.83 0.54 0.59 0.48 0.000 0.016 0.059 0.000 0.0049 1 1
rs2040618 X 13.23 ACAGCATCCACTATACCTGAGCTGAGAGCCATCACATTCTGGTCTTCTCGACTT[A/T]TCTCTTAATACTTCCTTTCTTGCTGTCTGGGCTCTAGCCACACTGCTTTAAATTTCTTT A T 0.64 0.57 0.56 0.46 0.52 0.95 0.72 0.80 0.54 0.44 0.46 0.010 0.038 0.031 0.141 0.0037 1
rs1859004 X 13.27CATCTCACATAATCTATGGAATGTTATAAACACCAACGGAAAACGTCATGGTTT[A/G]GGAACATTTCTTTATGCAGCCAGGGCTTATTATAAAGCCCACTTTCTTGCAGAAGCCAT A G 0.57 0.37 0.34 0.28 0.36 0.77 0.79 0.38 0.25 0.27 0.27 0.041 0.131 0.011 0.137 0.0010
rs929210 X 13.69GATGTATGTTTTATATCTCTATAATGTTATAAGGTCCTGGGATGGAAATTATCACA[A/G]TATTAATCACACCTTTCTCCTTGATACTTGTTTTCGCTTAGTTTCTAGAACACCACCTT A G 0.62 0.47 0.48 0.49 0.45 0.14 0.16 0.55 0.32 0.30 0.49 0.005 0.064 0.003 0.075 0.0001
rs1373328 X 14.39GGTCTCAGGAATTCCCTGCATCTTGATGAGCCC[A/G]AGTGTGGGCCAGTTAGTCCCTGCAGAGCAATCATTTTAGACTTTAGAACCAAAATCCCAAGACAAAATGGCCCCTCAC A G 0.52 0.51 0.53 0.56 0.50 0.32 0.57 0.47 0.75 0.47 0.52 0.002 0.001 0.009 0.037 0.0005 1
rs1444011 X 14.44CCAAACATATAATAGTGGGGCAACTCATGGATTAACAATGGTAGGAAGCCACCC[A/G]TAGGCTGGAAGCACAGAGGAAGGAGGTGGCTTATGAGTGCTCAGGAGTTGGGATCA A G 0.50 0.53 0.56 0.57 0.55 0.50 0.71 0.54 0.75 0.50 0.52 0.004 0.004 0.004 0.005 0.0012
rs1383051 X 14.60 GCCAGAAATGCAGAAACAGCAAAATATAATCAAATCCCCAGCCACACTCAAATCA[A/G]CCTAGCCAGCTACTTAATTTTTTGGTCAATCTCTGGTTCAAGACCTAATGGTACTTG A G 0.64 0.51 0.52 0.46 0.54 0.86 0.95 0.63 0.50 0.60 0.56 0.027 0.175 0.021 0.116 0.0017
rs234500 X 14.82CTATGGAAAGCTGATAAGAATATGAAGAAATGTTCCTCTCACCAATATGCAGAAA[A/C]ATAGAAATTTGAATAATATGCTGCCACTTGACACCCTTCAAATTAAGAAAAAATACAAA A C 0.98 0.56 0.52 0.56 0.61 0.95 1.00 0.70 0.61 0.53 0.52 0.122 0.152 0.009 0.091 0.0014
rs963447 X 14.91 AATTTGTGTTACTTTATATGACTTGATTGCATGCATGTAGGTGAATTG[A/G]CCTCACTTCTGGCTTTCATTTTGGCTCTTACTGATGTTTTTCCTTTGCCCCAATTTCCTCAATTGT A G 0.52 0.32 0.36 0.37 0.41 0.00 0.14 0.31 0.21 0.47 0.40 0.014 0.057 0.004 0.146 0.0015
rs2001110 X 18.14AGAGCTTGAGT[A/G]AGCCATACAACCTCCATGAACTGCAATTTTTTTTTTCAGCTGCAATATTATCTTGAGCTTCCACCCCATAAGAGGTTGTATTCTGGATAAAATAAGTATCCAA A G 0.33 0.49 0.44 0.46 0.36 0.73 1.00 0.66 0.29 0.55 0.50 0.018 0.196 0.009 0.020 0.0010 1
rs239746 X 18.24TGAGGGGAGTGCACTGCGGTGTCTTAATGAGGGTGACATACCTAATTCATGAGGTT[A/G]GGAGAGTGTCCACATGTGCAGGGTGGAATTCAAGAAGCACAGGCGTAGTAAGGG A G 0.71 0.16 0.14 0.12 0.20 0.23 0.39 0.20 0.31 0.20 0.19 0.197 0.047 0.007 0.009 0.0033
rs897977 X 18.46AGCTGCATTTGCACAGCACTTAGGTCAGAGAGAGAACAAACACTTCCTTGGTCCATT[A/T]CAAAACATGACAAAAGCTGTTAGAGCCAAGGGACACACGTCCAGGGAGCAGGAA A T 0.29 0.83 0.82 0.84 0.73 0.68 0.53 0.63 0.61 0.79 0.84 0.138 0.035 0.011 0.008 0.0002
rs936423 X 18.96 CAAGCACCAGACACAGGCTTAAGTTGAAATGATCTTCGACACAGGACCAGAAGCAA[A/G]CCTATTTTGAAAACACAGTAGGTGAAGTTTAAAAAAGGTTCTGATCCTTCCAAGT A G 0.33 0.73 0.83 0.82 0.73 0.95 0.80 0.89 0.75 0.82 0.73 0.140 0.001 0.008 0.026 0.0053 1
rs7889157 X 19.20GAATCACCTGAACTTTTTAAAAGATTCTAAGGCTTCTATCCCTACTCCTGCCCCCAA[A/C]ACAAAATTCTGATGACGTAGTGCACCTGGAGCAGGACCAGGTTAGAGACACACTG A C 0.19 0.82 0.89 0.94 0.86 0.91 0.81 0.96 0.75 0.85 0.73 0.246 0.003 0.026 0.006 0.0186 1 1
rs1523824 X 19.97TTTGAGGGGAAGTTCTCCCTGCCCCAATTCCACTCCACCAAGACTGGGCCTCTCAT[A/G]CACATTTTTATAACACCCTATTCCTTCCCTTATGGGAACTTTGCAGCCCATTGTTAT A G 0.71 0.11 0.09 0.13 0.11 0.27 0.34 0.13 0.21 0.15 0.18 0.197 0.038 0.001 0.021 0.0066 1 1 1
rs1375089 X 20.08ACTTTTAAAAAGGAATCTGTTCAAAGTGTTTACCTCTAGGGAGAAGGGCTGGGA[A/C]TTGTAGCAGGGGGAAAGGTAATTTTTATTTTTCAATAAGATATTTAATGTGGTTTGGAA A C 0.64 0.15 0.21 0.23 0.18 0.18 0.00 0.15 0.07 0.20 0.21 0.085 0.085 0.000 0.001 0.0000
rs1479239 X 20.38AAATTCTCTTTTAGAACAGGTAATATCAACAAGCAGCCCATGAAATTGGAATGCTT[A/G]TAAGGTATTTTGAAATTACTCAGCAGATTTTCTTGTTACTGTGGCCTTGATTTTTTAAA A G 0.60 0.12 0.09 0.09 0.09 0.00 0.00 0.01 0.00 0.14 0.13 0.131 0.041 0.041 0.041 0.0018
rs743627 X 21.12GTACAGATGGCCCCTGGTTCTTCTTTGTCCAACTGGTACTTTCCTCCACACAAGT[A/G]TCTCAGGGGACTGGGGAAGCACTTTGCTCTCTCTTGCCTTGTATCTAATCTGTTGGT A G 0.14 0.49 0.58 0.48 0.52 0.27 0.45 0.35 0.54 0.52 0.53 0.100 0.001 0.011 0.031 0.0008 1
rs1007321 X 21.33TTATGTCGGTGCTCAAAGTTTCAGATTTTGGAGCATTTCGGATTAGGGATGCTCAA[C/G]CTGTACTCTAAGAAAAAGGATTGAGGAACAGTTCTATATTCACCTCTGCACTGTAAG C G 0.21 0.71 0.81 0.70 0.79 0.55 0.21 0.64 0.57 0.72 0.81 0.176 0.160 0.025 0.030 0.0003
rs1002793 X 21.51GAATGGGATCCATTTTGAATTCCAGAGATTCTGATAGAGCTGGAATTCAAGTGGGT[A/G]GAGCATACCTGCTAGACTCTTGATGGATGCTTCTCTGCAGCTGAGCATTTCTTGTA A G 0.29 0.39 0.30 0.33 0.46 0.36 0.26 0.26 0.21 0.36 0.35 0.000 0.000 0.000 0.002 0.0010
rs4824181 X 21.70CTGACCTGTGTGTTGTGGGATATTTAGCAGTATCCCTGGTCTCTACCTACTAGAA[A/T]CCACTAGAGCACCCCCAGACTCCCACCAGCTGTGACAGCCCAAACTGCTTCCAGACA A T 0.64 0.58 0.52 0.48 0.57 0.82 0.97 0.76 0.64 0.46 0.49 0.003 0.157 0.033 0.039 0.0005
rs952014 X 21.87AAATCTCATATTTTTCCATCTTTCTTTTGCTTCTTTTGTTTTTACCATATTCTTGGA[A/T]CATGGTTCAGTATTTGTTTTCCCTCTTCTCTCTTAAACCTGCCTTACTAAGACATTTCAC A T 0.21 0.62 0.68 0.73 0.46 0.68 0.72 0.47 0.69 0.63 0.59 0.105 0.003 0.015 0.001 0.0054 1
rs1007492 X 22.20TTTCTGCTTTCTGTAGCTGGTATAAAAGATTCTGAAAAATCCTCCCAAAAGTTGGA[A/G]ACAAGGTTTAAAAAAATGTAAGAAGAGGACACAAGAAAGTGTTATAAGACCCACTAC A G 0.62 0.63 0.61 0.59 0.66 1.00 0.73 0.89 0.79 0.72 0.68 0.002 0.032 0.092 0.189 0.0048 1
rs739974 X 22.51CCTCTATCATAACGATATCCCTTTGGATGTAGGAAAAATGGAATAATGTATACGCT[A/G]TTTACACTGATGCCAACTTATCACAATAAGAATTATGCTCTTATGTCTGAAAATGAGT A G 0.26 0.19 0.18 0.15 0.25 0.05 0.15 0.20 0.25 0.22 0.19 0.017 0.004 0.005 0.006 0.0014
rs4408049 X 22.87TGCTCCCCTTGGAGGAAAAGTGTGTGTCCATAAGAAGTAACTTACCTCTTGGAGGC[A/C]AAACACACCCATTTCACTCCCAGAAGAAGATTGTATGCTTTGTCCTGTCAAAATGT A C 0.31 0.48 0.42 0.35 0.38 0.50 0.42 0.67 0.21 0.32 0.41 0.014 0.001 0.016 0.000 0.0003 1
rs480691 X 23.04TTTGGGAAACAAAGACCTATTACACATTGATTTCAGCCCCAGACAGCCCACAGTCTA[A/G]TAGAGGAAAGACAAACTTAGGATGGTTTCTGCAGGATTCAGAAAGATAACAGGTG A G 0.67 0.88 0.91 0.91 0.96 0.86 0.91 0.98 0.96 0.93 0.93 0.037 0.009 0.015 0.000 0.0005
rs795489 X 23.06GGAGAAGGTACCTCTCCCTTCTAACCTTTTGATTTTTTAGTTTGAAAGATAGCATA[A/G]TTAGTTAGGTTTCTTATCGTAAAAGTAATCGATATTTCCAAAGTTTTCTGATTATTTAC A G 0.71 0.54 0.61 0.55 0.52 0.50 0.36 0.66 0.54 0.53 0.56 0.001 0.082 0.003 0.021 0.0037
rs988431 X 25.98TGTCCCTAAATGAGAAGTATGGAAAGTTACATGAAATACTCAGAAGACCAGGCTA[A/T]CGTGACAGCCCTGAGGAAAAGAACAGTAAAATAAAGTTCAACCTATCAACAAAATTAT A T 0.26 0.40 0.34 0.44 0.48 0.82 0.82 0.61 0.18 0.38 0.35 0.011 0.101 0.028 0.118 0.0000 1
rs1479419 X 26.31TAAGCAATCTGTGACTGGGTCAAAATCAAACAAGCCATCATC[A/G]GCAACCTGGAAATAGTTAATAGCTATCTAAAATCAGAATTATATCAGAATTATATCAAAAGGGGGCTTAAA A G 0.60 0.58 0.60 0.59 0.63 0.91 1.00 0.74 0.50 0.61 0.53 0.000 0.202 0.013 0.097 0.0026
rs1037193 X 26.49 GGTATTACATAGTAGGTATGAGACCTAAGTAGATCTAGCTGTGAGTAGCTATGGAAGAAAAATTAAGGTA[A/G]GTAGATATGAGTCAATTACATTCCTTATTTGTCATCTTAATTG A G 0.74 0.53 0.52 0.48 0.59 0.50 0.51 0.38 0.39 0.60 0.48 0.019 0.006 0.029 0.008 0.0017
rs1349846 X 27.96TTCCCTCTGCTTCTTCCCCACATGCTATAATTCAGCCTAAACTGAAGATTAGA[A/G]GTGAAGAGGAAATATATTCCCCTCCTTTCAACGTGAGTGATCTAGATTTTCTATACCTTCC A G 0.19 0.47 0.44 0.44 0.39 0.27 0.28 0.63 0.36 0.45 0.48 0.042 0.025 0.015 0.020 0.0000 1
rs225031 X 28.45TCATGCTTTAGTGGAGAGGAGGAAATATGTTCCATAAATTGTAGGAAATAGGAC[A/G]TTTCTGTTGCCATTTTGAACACTAGCACAAGGCTGCTGTGCAGGGTGACTGTGAAAG A G 0.12 0.45 0.40 0.46 0.55 0.14 0.20 0.27 0.75 0.47 0.44 0.050 0.016 0.002 0.039 0.0009
rs225452 X 28.55TACTTCAATGATCATTTACAAGTTATAAGAGGAAATTGGTTGTGAAGAGATATCCC[A/G]CAAATTCAGAATTAGCATGGCATATGCTACTTCCATAGAGTAAGAGGAAACCTAAAA A G 0.12 0.43 0.40 0.46 0.57 0.14 0.19 0.28 0.68 0.51 0.45 0.054 0.021 0.006 0.042 0.0008

rs619 X 30.08ACATTTGGCTATTGAGCACTTGAA[A/G]CATGATCAAATTGAGGTTTGCTGTAAGCATGGAATATACACCAGATTTCAAAGACTTAGTACAGAAAAAAGAAGGTAAAAAAATGTAAT A G 0.67 0.68 0.70 0.59 0.63 0.77 0.52 0.61 0.50 0.76 0.71 0.000 0.012 0.002 0.003 0.0000 1
rs931240 X 30.10ACAACTTATTTTAGGCAGGGAATGAGCTGTGTTAGAGTCCCTTGTAAGGTATTT[C/G]TTGAATTGTTTTTGTCCCATTTTTAAAGCCTTGTCATATTTGCACAGCTATGCCAGATCT C G 0.21 0.24 0.23 0.20 0.20 0.18 0.23 0.09 0.29 0.27 0.23 0.000 0.000 0.005 0.001 0.0002
rs966446 X 30.20ACACAGCAGATAGGAGAGAA[A/G]CAACGAAGATATAAGAAACATGGGACAGGACGACTGAAAAAATCTTACCTATGAAGGTCAAATAAAGGAACACAACTGTCTGATTTTCACA A G 0.33 0.61 0.61 0.62 0.64 0.50 0.44 0.55 0.57 0.68 0.67 0.031 0.015 0.003 0.003 0.0025
rs3361 X 30.50 TTAAATGCCACAAGACATAATTTAAAATAAATAAACTTTGGGAAAAGGTGTAA[A/G]ACAGTAGCCCCATCACATTTGTGATACTGACAGGTATCAACCCAGAAGCCCATGAACTG A G 0.29 0.71 0.75 0.77 0.77 0.73 0.89 0.72 0.71 0.83 0.70 0.098 0.021 0.000 0.000 0.0031

rs2733460 X 30.75ATCAAAGCTGTGAACTATATGATATGAGTAAGCTCAATAAACACTGTGCAGAAGTT[A/G]GGAGGGGAAAAAGAGAATTGCTGCCAAAGCACTAACCCCTGTGGCTGGCTATGCT A G 0.12 0.18 0.14 0.07 0.13 0.00 0.00 0.03 0.04 0.07 0.05 0.003 0.065 0.029 0.065 0.0138 1 1 1
rs1497440 X 31.12TTATCTGTTAAGGATTCCTGGTGGCTTGCTTTAGTTTCCTACAGTTCTTGAGCTGC[A/C]TGTGTTGAATGGAACTCCACCATTACCATGTAACACATCTGAATACTCTTATTTTCCT A C 0.62 0.61 0.65 0.70 0.66 0.18 0.84 0.48 0.54 0.63 0.61 0.006 0.017 0.056 0.151 0.0028
rs1458371 X 31.36ATTGGCCTTTCCCTGATAAAAAGGCATCTTGTCCACAGCTGTACTTGTTTTCTTATT[A/G]AGTGATCCTGGTTATAGAACATGTGACTTCAGGCATAAAATTCTTTCTACATGATTA A G 0.55 0.62 0.61 0.60 0.45 0.77 0.68 0.53 0.39 0.57 0.67 0.002 0.003 0.010 0.013 0.0022 1
rs1795588 X 31.55 TTTATAATAGAGGATGAAGAGGGTGCTGTGGGATCATAGGTGACAGATATAACTCC[A/C]GTTGTGGGACTTGAGAAAGGCTTCACAGTCTGGAAACATTTAGTTGCTATTGAAC A C 0.95 0.60 0.60 0.73 0.66 0.41 0.91 0.56 0.68 0.65 0.70 0.108 0.125 0.000 0.008 0.0082 1 1
rs1325576 X 31.70TTATCATGTTCTCCTTTTATTTCTAGTAATTTTTACCTTATGTAGAATGCACCCAA[A/T]TGTTTGGGGCATAGCAATTAATGACTACTGTGCTTTGGGAAGAAGTGTGATTTTTGTCA A T 0.69 0.72 0.76 0.78 0.80 0.82 0.98 0.84 0.75 0.76 0.76 0.004 0.069 0.009 0.002 0.0002
rs115571 X 31.92GTGGTGACAGCCTGTGAAATCTGTGAGAAGTATTGAAACAGAGGTCAGACATTGCT[A/C]GAAAGACTTCAGTAAAGACTGCTTGGAGTGGCAAAGGAAAATAATGAGAAACTGT A C 0.14 0.35 0.34 0.43 0.34 0.00 0.00 0.19 0.32 0.35 0.37 0.009 0.112 0.014 0.112 0.0019 1
rs808568 X 31.96AAATGGTAAAAGAAGTTAATTTTTATTTATATTCTCATTTTGTCTCAGCAGTAA[A/G]TGAAGCTAAAGGTCAGCTCACTTCGTCTAACATTTTCATGGACTAAATCACAACTCCATT A G 0.52 0.24 0.23 0.12 0.29 0.68 0.49 0.54 0.29 0.23 0.24 0.067 0.050 0.068 0.116 0.0007
rs1884688 X 36.54AAGGATACTCATCCCTGGGTCCCACGCCCAGAGAGTCTGATGTAATCAGTGT[C/G]GGGTGTGGACAGGGCATTGGGATTTTTAAAAGCTCCCCAGGTGATTGCAGTATGCAGT C G 0.26 0.77 0.77 0.76 0.66 0.91 0.78 0.69 0.73 0.78 0.81 0.147 0.000 0.000 0.020 0.0001 1
rs2024917 X 36.95TTTATCATGTTTTTTATAGAGTTTAAAAACTAGGCTTACAATAGCCAACTTGTT[A/G]GAATCAGAAGGGATTGGAGAAAATGTCAGGGCCTGCTCAGCCCATTATAACAGGTAACC A G 0.40 0.20 0.23 0.17 0.29 0.05 0.22 0.35 0.25 0.25 0.35 0.004 0.008 0.003 0.076 0.0069
rs927074 X 36.97TCCACTCCACGCACACCAGTTTCATCCAGTTATTCCTAATTGCTCTCCAGTGG[A/G]TCTGGGACTGATGGTCACAGTCTCTGTGAAGCTTCACAAGCTGCTTTGCTTTGGCTGTG A G 0.52 0.80 0.77 0.83 0.71 0.95 0.78 0.61 0.75 0.74 0.65 0.015 0.006 0.000 0.071 0.0076 1 1
rs743151 X 37.06TGCATTGCATTATTCAGTTGATGCAAACATCAGTAGGGCTAAGAAT[A/G]AATGTATCCATGCATTGTTGCAAATGATGTTAAATTGTGCTAAATTCTTCCTGGGTTGACAAATACAC A G 0.83 0.56 0.58 0.51 0.57 0.09 0.52 0.50 0.36 0.59 0.50 0.072 0.000 0.001 0.108 0.0029
rs762067 X 37.08AGTAAACTTGACAACAGTTTACTTTTCTGAAAAAGATTGACTGTATGGCTTTTCC[A/T]GGTGGTTATTAAGATGAATACATATACATATGTTTATGAAAGATTTTCTAAATCACAAAT A T 0.17 0.40 0.44 0.41 0.43 0.77 0.70 0.39 0.39 0.37 0.51 0.083 0.019 0.005 0.031 0.0016
rs1885445 X 37.09GTCTCCAAACTTTTGAGTTTTCATTGGGACTCTCTCAGTACTTGAGGCTGGCGT[A/G]TGCATCAGATTGTCTTCCAAGAGTATTTCCAGATCTAAGACTCTCTAATTTTATTGGCA A G 0.29 0.41 0.46 0.43 0.45 0.77 0.73 0.41 0.42 0.39 0.51 0.048 0.018 0.012 0.020 0.0004
rs931434 X 38.27GAGGTTCAATGATCTCAAAGCAAAGAACAATGACAAGACAAG[A/G]AGGGTACTAAAGGGTGGACACTGACCTGTCACCAAGGCACTCTGAGCCACCTCATTATTCACATCAGTT A G 0.43 0.57 0.57 0.56 0.52 0.36 0.04 0.41 0.54 0.52 0.60 0.009 0.209 0.000 0.015 0.0008 1
rs206037 X 38.52TGGTGAATTGGCATTTTGTATCCTCAGGGTTATAGAGTGGACATCAATTCTTTCC[A/G]TATAGAACTACAAATTTAAAAGACAGAGGCTGGATTTATACCAAGTCCAGGATATACC A G 0.67 0.51 0.52 0.55 0.48 0.59 0.93 0.68 0.36 0.41 0.52 0.016 0.155 0.022 0.007 0.0000
rs1866933 X 38.61GGCAAACACCAGGGAAGCATCCTGCCCTTTTCTGGGGCTTCCATCTTTGACAAAGTTTCC[A/G]AAAAGTCTCCAGACCATCTGATAGGCATCCCATGCACATCTTATCAAAAGC A G 0.36 0.39 0.33 0.39 0.30 0.50 0.23 0.17 0.18 0.40 0.48 0.001 0.010 0.027 0.016 0.0116
rs1372262 X 38.63 GAACAAAAGAAGCCAGACCCAAAAGAAGACAAACTGTATGATTCCATTTACATAAG[A/G]TTCAAAGATAGACAAAACTACTCTCTGTGTAAGGTGGGGACACCTCCCTTGAGGA A G 0.38 0.41 0.34 0.40 0.32 0.55 0.23 0.19 0.18 0.40 0.51 0.002 0.012 0.024 0.022 0.0127 1 1
rs4076107 X 38.97GCTCTGCTAGCCTCAACCCTCCATCTGACCCTGTGCATTTGAGAACACTTTGTTCTG[A/G]TGGCTGGTATCATTTATCTGTGCGCCATTAATATGGAAAGCCCCAAAGGAGGAGC A G 0.69 0.09 0.12 0.09 0.09 0.59 0.09 0.38 0.04 0.14 0.09 0.160 0.003 0.040 0.102 0.0010 1
rs2961408 X 39.29TTAAATTCAAGTCAACAGCTGCCAAAGAACTTTCCGTGAGTCGAGGACACTACCA[A/C]GCATGGAAGGATTAGAGAGAAGTCCAACCAAGCCCATGACACTTGCCTGGAGGCC A C 0.62 0.10 0.07 0.15 0.11 0.36 0.14 0.36 0.25 0.22 0.10 0.185 0.007 0.065 0.058 0.0013
rs2968915 X 39.47GCGGGAGGGGAGGAGCCTGGTCTAATTACTATGTCTAGCCTTCATACATCCTCATA[A/G]AACACCTTGCCCAGATTGGAAACTGAGTGAATGGACAAATTAAGTAATTAATTAAC A G 0.86 0.90 0.93 0.88 0.88 0.59 0.95 0.96 0.93 0.95 0.94 0.010 0.000 0.027 0.082 0.0000
rs2123860 X 39.74AATCTTTTGATGGGCTCTAGTGTCAGAAATCTCTGTATTTTTATCTGTGCCTCTT[A/G]TTAGCTCTGGGACTTTGGGCAAATTCAACTTCTCTGAGTTCCTCTTTTTACACCTTAAA A G 0.10 0.03 0.01 0.09 0.00 0.00 0.00 0.03 0.00 0.02 0.03 0.021 0.004 0.000 0.004 0.0011 1
rs1264064 X 40.16GCTGAGATGAATGGGCTTTGGAGAGAATTTGACAGTTCAAAAAAAACACTTCC[A/G]TTTTTAGACATGCATATTTAGCTGTTTGGGAATGCAATTGTTTCCTTCTTGAATGTCAAA A G 0.31 0.46 0.54 0.63 0.50 0.32 0.24 0.44 0.39 0.54 0.52 0.030 0.057 0.009 0.028 0.0007
rs953114 X 40.23ACAAAAGTGAGTATGGGCTATGATGTGTCCTCATTTTTAGGCAAGAACAGCTTCACTGGG[A/C]ACAAAACTTGGTGTTTGCTTTAACTTTCACCTTATTTGTCATGCTAAGAATCTT A C 0.55 0.52 0.57 0.48 0.45 0.00 0.02 0.20 0.43 0.64 0.56 0.001 0.189 0.057 0.216 0.0012
rs205835 X 41.81GTCAAGGATGACTCTTCAATTTTGATTTGTATAGTCCCATACATGAGGAGACAA[A/C]TGAAAGAGGATTAAATTTGGGGTATAGAGTTTGGAGATTATCAGTGCTGTGTTGAACT A C 0.43 0.82 0.79 0.72 0.70 0.82 0.77 0.77 0.86 0.75 0.75 0.095 0.003 0.008 0.000 0.0020 1
rs401335 X 41.84AAAGAGACCCCCAATATCACCCTGGCTCAGGTGATATAGCAGGGTAAGTGGCAA[A/G]CCCTTATCTAGGCATCTATTCCAAGACAGGCTACTGTGAGGTGATTTCAAAATTGCTG A G 0.24 0.54 0.50 0.50 0.43 0.50 0.77 0.50 0.43 0.45 0.53 0.055 0.022 0.000 0.001 0.0001
rs1155699 X 42.28AACATTCTCTCCTATATAATTCATAATCTCTTGAACATTGAAAAGAGCCAACTCTAA[A/G]CTAGTGATAGCCTCTAGAGCAATTAAAATTCTTGAATAACTTAAATCCAGAAATTGTG A G 0.64 0.66 0.58 0.65 0.70 0.64 0.85 0.52 0.68 0.65 0.61 0.001 0.046 0.002 0.003 0.0006
rs1339774 X 42.39ATTCAAAACGATTTTTATTTTCAAATATCACCTTCCAGTGATTTTTCATTATGAAAG[A/C]TCATTGTTGCATGATAGCAGCTGTAATATATAATTTTGTATTATGGTTTTTGGATTTATT A C 0.36 0.28 0.35 0.32 0.30 0.36 0.17 0.48 0.21 0.32 0.36 0.001 0.015 0.014 0.000 0.0000
rs929096 X 42.45GACTCTTGCTACCCATGCAGAGATCATATTGCCCCATGTTTAGTGAAAC[A/C]CAGTGACTGGACAATGGGGGTGAAAAGTGAGGAGTGAGCACTCCGAAGCTTGAAGGCAGGG A C 0.29 0.30 0.28 0.27 0.23 0.36 0.00 0.61 0.36 0.29 0.20 0.000 0.101 0.054 0.006 0.0062 1
rs2064070 X 42.65AAGGCCATTCTTTTCAGAGTTTGAAGGCAAAAGCAGGTCTCAAAGTGACAGT[A/T]GATGTGAACTGGTTGTCTCAGCCTGGAGCCAAGTTTCTGAAAAGCAGCTTTGGAAGCCT A T 0.21 0.37 0.30 0.32 0.25 0.68 0.64 0.68 0.43 0.32 0.23 0.017 0.050 0.040 0.061 0.0046 1
rs979605 X 42.65CACTACGCCAATTAATCCAAGACCTGTGCCAAATTTAAAAGGAAAAGCAGAGTTCA[A/G]TGCAAATTCTAGAAATAGTTGTCAAAATCCCCATTTCTTATGTCCTAGATAATACTTG A G 0.24 0.34 0.29 0.30 0.25 0.59 0.45 0.68 0.39 0.32 0.24 0.010 0.008 0.043 0.036 0.0030
rs766117 X 42.86GGAACAAAGAAATAGGAGCATCTATAAAAACTAGAAAACAATCTGGAAAGACTGGAC[A/G]AAATGATGGAGGAGTACTTTGGCAACAATCACATTAATCTAGCGAAGGTCAAAG A G 0.33 0.49 0.51 0.49 0.46 0.73 0.44 0.40 0.46 0.55 0.48 0.016 0.022 0.001 0.003 0.0009
rs1335101 X 43.13TACTGCAGCATTACTTAGACAATCCTAACTGATACATCAAACATTTTTTCTGTTATGC[A/C]TATGTGGTCTACCTCTTTCTAATGGCTAAAAAATATTGTCTGAAATTAATGCAATAG A C 0.52 0.40 0.43 0.40 0.45 0.45 0.51 0.36 0.43 0.44 0.33 0.004 0.001 0.010 0.000 0.0041
rs1451512 X 43.36TGATCTTCCCCACTGTTGGCCTGCTCATAAGTGTTGATGTTGTATAATGGGTAGC[A/G]CCATGAGCAAGTTTATTTGCTTATTTGTTTTGGTGGAGGAAGGGAAATTTTTTGAGAA A G 0.07 0.18 0.22 0.17 0.29 0.45 0.25 0.33 0.11 0.20 0.16 0.021 0.000 0.024 0.038 0.0057 1 1
rs548996 X 43.70ATTACTTTCAGGTTTTTGCTAATACAAACCACACCCCTCTGATGTCCTTGCTTGC[A/G]TCTACTGGTGTACATGTGTTGAGTTTCATGTATGTAGGAGTGGAAATGTGGACTTATA A G 0.48 0.65 0.62 0.73 0.79 0.25 0.67 0.44 0.71 0.70 0.72 0.024 0.000 0.079 0.118 0.0056
rs1033383 X 44.27 AAGTTTATGAGAGCTTAAGGCTGAGCCCTTTTCACAGTTACTATTATAGAATCCC[A/G]TGTCTGAGCTCTTCATACAGGTTGATCTTTTCTGAGTTCAAGGGGTGCCATTTTTTAT A G 0.21 0.39 0.40 0.38 0.48 0.00 0.00 0.13 0.25 0.45 0.51 0.019 0.176 0.048 0.176 0.0076 1 1 1
rs1004705 X 44.41TTGCTATTTATCCTGATTCTCCCCGTCACCTCCCCACCACCACTGAGAATAAAC[A/C]CAGGCAGTGAGACTGTAAACAGGTTGGTTAACCTTCTGGACCCAAGTTCTGTCTCTAA A C 0.71 0.66 0.58 0.59 0.63 0.68 1.00 0.63 0.68 0.65 0.53 0.020 0.196 0.000 0.011 0.0014
rs742585 X 45.12AGTGTGTTATTTTTTCACTCTTCATTAACCAGTTTCTTCAGAAAGGTACTGGAA[A/G]GCTGAAGTTCTGCCTGGCTCAGGACTTGGTAAAATATTTAGTTTTGAAATCCCCAAATTC A G 0.05 0.35 0.32 0.28 0.36 0.05 0.00 0.14 0.31 0.33 0.42 0.081 0.140 0.022 0.081 0.0030 1
rs1156592 X 45.72CAAAAAAATGCCCCAAGAAAAGTCCACTTTCCTTTGCCAAAAAATCAGGAAAAGCGTG[A/G]CTCAGCAGGACAGAAACATTTTGATTATACCTGCCTTATTCCAGGTGAACACCA A G 0.31 0.19 0.15 0.11 0.16 0.41 0.60 0.16 0.11 0.23 0.16 0.016 0.114 0.005 0.043 0.0010 1
rs1154782 X 45.90CAGTTAAAATGTGCATGGTTTGGCTCCCAAAGACACAGTTCCCAAGCAAGAGCCCCA[A/T]CAAGAACTTTAACTAACGTTCCAAAGGCCACAAGGTAATGTAGAAACTTCACAAA A T 0.07 0.53 0.49 0.56 0.55 0.41 0.35 0.25 0.46 0.48 0.40 0.105 0.010 0.020 0.002 0.0041 1
rs1998837 X 46.55AGTGAGATTCAATAAAGACCAGAAAGGGCCTTGTTTCATTTCAAATCAGGTTTTGCC[A/G]CCAAAAGAGTTAAAAGAAGCTTTCTGCCCTTAGAGCATTTTGGATGTTGGAATGGC A G 0.50 0.62 0.64 0.70 0.66 0.95 0.52 0.70 0.75 0.78 0.67 0.013 0.014 0.002 0.067 0.0000 1
rs1207480 X 46.73TTCATGCTTCTTGATTCTAGTGACTGGAATCATGCTGATGACTTGATTTCATT[A/G]ATTTATTTGAGCTCTACTGAGAAACAACTGAACTATTGAATATTGCCATATTCATCTCCAT A G 0.26 0.55 0.46 0.51 0.50 0.27 0.28 0.58 0.43 0.48 0.48 0.035 0.027 0.003 0.031 0.0003
rs688770 X 46.81TGAGTGTTGGCATAAATGTGGTAAAATAGGCACACTTGTGGATTGCACATATGATCCA[A/G]TGATCAACCAATACCAATTCTATATAAACATACCTGAGGAATAATCTCACAGGCT A G 0.86 0.47 0.58 0.55 0.50 0.91 0.74 0.46 0.69 0.60 0.60 0.069 0.022 0.005 0.092 0.0002
rs4824685 X 47.19CCTGGGTTCAAGGGCTCCTTCTGCCACTGCCTCAGGACTACTGGTATGTGCCAC[A/C]TGGCCCATGCTTTATTTGTTTGTTTGTTTGTTTGTTTGTTTCATTTTTAGTAGAAACCG A C 0.21 0.57 0.50 0.59 0.54 0.36 0.42 0.59 0.54 0.61 0.55 0.037 0.004 0.001 0.008 0.0020 1
rs717193 X 47.81TCACCAATCAAGGGCTCTTCACAGGTATTATTTCTTTTAAGTATCCTAGCATCTCA[A/G]TGAACAGGCATTACTATTTCCACCCCCAATTTTCACAGACGAGAAAAGGGAGGTTG A G 0.17 0.35 0.36 0.45 0.52 0.14 0.64 0.19 0.46 0.52 0.35 0.009 0.064 0.018 0.013 0.0000 1
rs2064034 X 47.87GTGGGAGGTGGGTGGCATGGAGAAAGGCAGGAGGGTTTCAAGGCTCCTCCCT[A/G]TTTTGTCATATGTGGACAGTTTTCAAGGATTCCCCTATAGGGGAATGAAAAGGGGTCC A G 0.12 0.40 0.41 0.48 0.55 0.14 0.61 0.20 0.54 0.58 0.48 0.023 0.055 0.013 0.013 0.0027
rs1934176 X 49.11 CAAACTTGATATCAGAGCTCAGGTCTCTTAATAGTAGCAGATGTTGCAATGTCA[A/G]TGCATAAACAGAATAGCCTTGTTCCCTCCAATTCGTCTTATGGATATAAATCCATGCAT A G 0.45 0.63 0.69 0.76 0.64 0.86 0.52 0.85 0.69 0.59 0.63 0.037 0.039 0.006 0.005 0.0027 1
rs2050843 X 49.48ACTTCTACTTCCTCACCTGTCACTGCCTCTTCAACGCACAGCAGCCTGCGGTGTGCTGCAGCAGGCCACTGAAATGTCTCTCAAAGTC[A/C]CCCCCCTCCATCAATCCTTTTTTC A C 0.71 0.29 0.35 0.32 0.45 0.09 0.29 0.42 0.46 0.44 0.33 0.088 0.001 0.009 0.047 0.0000
rs1264007 X 52.40GGTAAGAGAAGGGAGGTAAAGAAATGAATAAATGAGTTATGTAATGAGGGAAACT[A/C]AGTATTACATTAACACCTCAAAAGAGGTTCAGAGCAAGAGATGATATTGTCTCTTAG A C 0.07 0.53 0.59 0.56 0.68 0.59 0.43 0.45 0.54 0.54 0.55 0.168 0.008 0.004 0.000 0.0012 1
rs1043034 X 53.80CAGGCTGTGACAATGCCTGCCACTGAGACCAAAAAGGTCAGCCATGTGGCTGATAC[A/G]AAGGTCAATACAAAGGCTCAGGAGACTGAGGCTGCACCCTCTCAGGCCCCAGCA A G 0.48 0.55 0.68 0.60 0.68 0.50 0.64 0.61 0.54 0.66 0.65 0.015 0.000 0.000 0.018 0.0005 1
rs763183 X 53.81ACCACGGCTTTATCACTCAGTTCTGAAATAGGCCAAATGCATGG[A/G]ACACATGAACACCAGACAGAGATACTTACTTCTGCTTCACAAACTCATCAGTGATGAGCTTCTTCACGT A G 0.36 0.45 0.32 0.40 0.32 0.50 0.36 0.39 0.46 0.34 0.35 0.000 0.000 0.000 0.018 0.0007
rs2005463 X 53.94TCTTGAGAACAAGAACACCCCAGCACCCAGCACAGGGCCACGAACACTCAATAC[A/G]TGTGTGAATGCCCTTAGAACCTGGGTACCAGGAACCCTGCTTAAGCAATAAGTGTTC A G 0.98 0.54 0.65 0.61 0.66 0.45 0.64 0.68 0.54 0.63 0.64 0.115 0.000 0.007 0.022 0.0003
rs1536163 X 54.86AGGGAAATAATTAGAAAGAAAATTGGAAGTCCTGGGTAATTTTGCTGTCTCTAC[A/G]TTTATAGTCTCACCTAGTGCCCCTTTCCTTATGAGTATTTATGGCATGAGGGGTTAGGT A G 0.81 0.17 0.25 0.30 0.27 0.30 0.60 0.38 0.21 0.39 0.35 0.173 0.079 0.008 0.002 0.0056 1 1
rs204141 X 56.03GAGGAGGAGCTGAGGCATGTCTGTGGGGGCTCCAGTAACATATAGACACAAAG[A/G]CTGAGGTCCACTGGGTAGGACATAGCTCTCAATGTCTGAATCCACAGTATGGTTTCT A G 0.21 0.85 0.78 0.71 0.75 0.73 0.66 0.54 0.89 0.63 0.70 0.183 0.019 0.045 0.005 0.0036 1
rs204165 X 56.06TGGTAGGCTGCAGAATTTCACATGGATAGAAGAAGGGAGATGAGCCCATCACCCA[A/G]TGTAAAGGGACCGTTCTGAATCAGGTGCCTATATATCCCTTTCTTTATCTGGTAAAA A G 0.24 0.85 0.78 0.71 0.75 0.73 0.66 0.54 0.89 0.63 0.70 0.168 0.019 0.045 0.005 0.0036
rs512119 X 56.16TTTGTTTTTCTGAAAAGTTGGTGTCACTGGGCCAAAGCTTGCCCAAGTAGGTA[A/G]ATGCTCCTACCACTATACAATACCTAGTATATATTTTTTTTCTGCTAGAGAATAAATGGAT A G 0.26 0.85 0.78 0.71 0.75 0.68 0.65 0.55 0.89 0.60 0.70 0.154 0.022 0.041 0.011 0.0036
rs957721 X 56.28 TAGGTGTTTAAGAAATTTAGTTGTTTTGCAGTAACAATATTTCCATGTTTAAAAA[A/T]GTCAGAAACTAAGGGATAAATAAAACTTTGTATCCACTCCACTTCTCCCCTTCAGAACA A T 0.79 0.15 0.23 0.29 0.25 0.27 0.36 0.47 0.07 0.40 0.31 0.183 0.025 0.050 0.005 0.0048
rs1560514 X 56.35GCTTGATTATAATTTGTCTTGGTATGAGTCTGCTTGGGTTTATCTTAGAGTTTCATTTTTTAGCTTTTCCCATTTTT[A/G]TGTAACTTTCCTCAAAATTGAGAAGTTTTTGGCCTTCTT A G 0.79 0.21 0.30 0.30 0.32 0.27 0.52 0.50 0.25 0.47 0.38 0.146 0.040 0.034 0.000 0.0057
rs980735 X 56.39AGTCTTGGAGTGGCAGGTGGTCACTGTGGCATTGTTCCACAGAAGCAAGTCAC[A/G]CATCAGGGCCCTGACTATTTTACTGCACCCAACCACCACAGCATGCCTTCTGGCAATC A G 0.45 0.15 0.23 0.29 0.25 0.27 0.36 0.47 0.07 0.39 0.30 0.037 0.025 0.050 0.005 0.0042
rs2015312 X 56.39GCGAAAAGGTGTCCCTACAGGATTCATTCTGCCCATTCGCAACATCCATGCCA[A/G]CATCGGGGCTGGTTTTCTGTACCCTTTAGTAGGAACGATGAGCACAATGGACTCCCCA A G 0.45 0.14 0.23 0.29 0.25 0.27 0.36 0.48 0.07 0.39 0.31 0.037 0.025 0.056 0.005 0.0048
rs1048358 X 56.48TAACTAAATGAGTCAATAAATTCCCCAGTTGTTTCTCTGCTTGTCTGCTGGTGCTTG[A/G]TTTCACCCAATTAATAGAAACACCACCACACGAACACAAACACACACACACATTAA A G 0.79 0.14 0.23 0.29 0.25 0.27 0.36 0.48 0.07 0.40 0.31 0.183 0.025 0.056 0.005 0.0048
rs2043183 X 56.49AAAAACTAACAAACAACTGAGAGGATTTGGAAGATTGGAAGGATACCATAGATATC[A/G]GATTCAAAAATTCTTCCTACAACCTAAACCTTTATATATACTTTTAAAACAAGATAAA A G 0.45 0.14 0.23 0.29 0.25 0.27 0.36 0.48 0.07 0.40 0.31 0.037 0.025 0.056 0.005 0.0048
rs1011526 X 64.28 ATAGCGACATAGGAGATGCGTGCTAATATCATGATGTTTGTATTCTACTTCCAA[A/G]TGATTCAACAAAAGCAAACAAACAAAAACTGTATGTATGTGTGTGTAGATGTATATACA A G 0.83 0.18 0.20 0.28 0.27 0.00 0.07 0.18 0.29 0.18 0.22 0.177 0.023 0.000 0.085 0.0000 1
rs760866 X 64.28AGGCTTAGAGTCTGAACTTGAAGAAGGTATCTAGAAGGGCTAAACCAAGGTTAGA[A/T]GTGGTTTAGTAGCATGATGGAACCAGAAAATAAAATAGGCCAGATGGAAAAAAAAC A T 0.21 0.82 0.80 0.71 0.73 1.00 0.93 0.82 0.71 0.82 0.78 0.146 0.023 0.000 0.085 0.0000
rs1264216 X 64.30ACTTTACATGCACTCTCTTGAGATTGGGAGAAAGTTGAAGATGACCACTACCATC[A/C]CTAGTATTGGTGATCCTGGCAAACATATATGGAAATGGAAAGGAATAAGAGATAGAA A C 0.67 0.83 0.80 0.71 0.73 1.00 0.93 0.82 0.71 0.82 0.80 0.002 0.026 0.001 0.090 0.0001
rs1777646 X 67.06TATCTGACTAATTTTAAAGCAGCCATCATGAAAATCATTCAATAAGGAATTACAAAC[A/G]TGCTTGAAACAAATGAAAAGACAGAAAATCTTGGCAAAGAAATAGAAGATATAAAGA A G 0.48 0.40 0.49 0.56 0.50 0.55 0.30 0.58 0.46 0.46 0.41 0.000 0.027 0.001 0.001 0.0014 1
rs1317201 X 67.36ACCAAGCA[A/G]TTTGAGGTTCTCAGGAAATGGGTGGCGCTGAGAGGGGAAGAGATGTGTTGAGAGCACTGTTCATTTCTAGTTTGAAACCCCACCCTGCCACTGACCCACTACG A G 0.60 0.66 0.65 0.62 0.54 0.64 0.50 0.71 0.64 0.57 0.55 0.002 0.014 0.001 0.001 0.0018
rs1171943 X 67.60TTTCTCCAGTGCACAGATGCATGAAGAAAATGCTAATAATCTCCTCCAACTGT[A/C]AGAGGTAGTGCCCAGCTGGCTACTGAGAGGCTGGGCTGAGAAGCTGGGCCGACTGGA A C 0.48 0.30 0.29 0.26 0.27 0.59 0.95 0.31 0.21 0.33 0.30 0.033 0.268 0.000 0.056 0.0001 1
rs1327476 X 68.14CTATCATGCTTGATTTTTTTTTTGCCTTCCATCACTAATGTCCTGCTTTGGTTT[A/C]TTAGGCAGGCTCTCATCCCCTGATCATTCTTAGTTTGCTAAATGAGAGAAAGCGAGAAC A C 0.31 0.35 0.40 0.39 0.34 0.55 0.83 0.59 0.32 0.35 0.35 0.000 0.133 0.042 0.028 0.0019 1

rs6780 X 69.15 CAATCCTAATCTCTCTGATCAGGGTCAGTCAGAATCAGCAATCCTTTTCC[A/C]CAGTGCCCTGCATAGAAAACTCCAATCTTTCCATGATAGGGAGTCTAAGC A C 0.13 0.59 0.42 0.46 0.45 0.59 0.31 0.57 0.42 0.40 0.45 0.027 0.000 0.027 0.037 0.0034 1
rs174126 X 72.38ATCATGAAAAATTAATGGACTCTAGGAAGACAAAAGGTACTTCTTGTTTTCCAA[A/G]TTGTTTTACATTTTTGTAATGGTAGCTTTTGGAAAGTTAAGGCCAGTCCCATGTCAGATT A G 0.79 0.91 0.88 0.84 0.96 1.00 0.84 0.85 0.79 0.88 0.87 0.005 0.001 0.001 0.060 0.0001 1
rs242461 X 74.11GAATTTTAGGGTTTCCTAAGAGGAAAAACATTTTGAGTTTCTATCATGGATGAAT[A/C]AGCTAAGTATCAAGGTTTTGGACAATTTTTAAAAGTTCATTTCTTCCTATATCTTCCTAC A C 0.24 0.26 0.21 0.18 0.16 0.91 0.58 0.49 0.38 0.27 0.24 0.000 0.076 0.046 0.275 0.0007 1
rs1432041 X 74.89CACTATTGTTTGTGAGGTGTATAAATGCAACATTGACACTGTGAAAGAGCTGCT[A/G]AATAAACCCATGTCTCATCTCCCTGCTGTCTCTCAAGTGTTCTTCCAGCTCCCTGACTC A G 0.24 0.79 0.80 0.83 0.75 0.23 0.51 0.68 0.79 0.86 0.86 0.155 0.042 0.005 0.159 0.0065 1 1 1
rs232963 X 75.00GGTGGATCAGGTGGACTTGGATTTGTTTACTGGACTAGCTATATTCCTGAATACC[A/C]AAATTTCAAGTAAATTTAGGAAAATGAAAGGGGTGATGAGCACTTGGAATTTGTTATT A C 0.76 0.22 0.20 0.17 0.25 0.77 0.49 0.32 0.21 0.14 0.14 0.155 0.042 0.005 0.159 0.0065
rs1868410 X 75.17CCTGGGTGGGCTTGGGATGGAGTTGGTGACTAGCCTAAGAGCTAACCATGCTAC[A/G]GGATCCTTTCCTGAGATATCTGTTCCTAATCTATACCTTCAAGGTTCCTGGTCTATAG A G 0.52 0.63 0.68 0.73 0.68 0.95 0.79 0.80 0.54 0.76 0.72 0.011 0.008 0.016 0.076 0.0014
rs1448986 X 75.21GGACATATTACTACTGCAATGACAGGAGAGTCCTTTAGAAATGCAAACCCTTTTCTTCATCTTTTGATTAGCTTACTATGCAACAG[A/G]CTCGTTTCTTCTAGAAGAAGGTATTCAT A G 0.48 0.38 0.32 0.27 0.32 0.05 0.21 0.20 0.46 0.24 0.28 0.011 0.008 0.016 0.076 0.0014
rs10991 X 76.14 ACTTTTGTAGAATTTGTAAAATAAATGTTC[A/G]TATCATAATTGAGAATTTATAGCCAAGGAT A G 0.26 0.24 0.22 0.18 0.25 0.45 0.56 0.41 0.25 0.21 0.23 0.002 0.041 0.016 0.023 0.0002 1

rs1337127 X 77.19ATGGGAGGTTAGAAAGGGAGTGTTGCTTCCTCTCTAGGAACAGAGCAAAGAAA[A/G]CATTGGTGAGACACTGATAAATAGTCATTCCACATATCCTCCTCTTTGATTTCCCAGCT A G 0.57 0.43 0.44 0.40 0.45 0.64 0.94 0.41 0.54 0.48 0.37 0.007 0.007 0.013 0.043 0.0031 1
rs1935074 X 78.93AAATTATAATTTTGATGCGATTTTCATTCCTCGTAAGAAACAAGTGCAACATGGA[A/G]GGTTTAGTCAAACGACACATAGTTTTGTACAGGATAGTGCATGTGCAATATTATAGTTA A G 0.57 0.62 0.55 0.52 0.55 0.09 0.44 0.23 0.68 0.49 0.53 0.001 0.013 0.065 0.137 0.0019 1
rs1569512 X 80.71CAAGAACATTACAAATCAATTTAGAAAGGTCTGTGGCTACAACTCAGGCAAAAT[A/G]TTAGTTTTTAACTAGCTGTGTCTCTGGGATGATGATGAACGTCAGGCCTGTTTCTATCA A G 0.33 0.55 0.54 0.65 0.68 0.82 0.98 0.74 0.50 0.54 0.51 0.024 0.146 0.018 0.043 0.0001 1
rs1544221 X 82.21 TGATAATATTTTCACAGACAGATGAAAGGAGCATATTTCACGTGGATGGGCACAAT[A/G]TAAGAAAAGGCATGGAAATGTTCTGAAAGAAGGAAGAATCTGATACTGTTGTAAGT A G 0.85 0.57 0.58 0.61 0.50 1.00 0.89 0.84 0.61 0.37 0.51 0.038 0.049 0.034 0.152 0.0041 1
rs1358741 X 82.59 AGTAAAAATAATACTCATCAAAATTTCCGTATAACAGTTTTTTTTAAATTCAAA[A/G]TGCTTTCACGTACATTCAGGCTCAACTGAGCACTTAATTCAATTATGAGCAACTTTTACAT A G 0.60 0.38 0.33 0.20 0.46 0.59 0.29 0.41 0.29 0.43 0.41 0.039 0.000 0.000 0.036 0.0048 1
rs222102 X 85.67CTCACTTGTATGA[A/C]TAGTGTGTATCTTGGTTAAAATAAATGTTATGACTGTGTAGTTACACCATTTACATTCCCTTTCAAGACAGAAAAACTGTATACATACATGAAATAGTTAAA A C 0.86 0.79 0.73 0.78 0.82 0.64 0.20 0.73 0.71 0.77 0.72 0.011 0.171 0.001 0.005 0.0012 1
rs2031120 X 85.84GTCCAAGGCCAGGCTCTGCCATTTCACTTAAAATAGCTTGCCAAAAGTTGTAAGAG[A/G]AGAGAGAGTTACTTGCAACATATTGGCAATGGTAGCCAGTTGTTCCTGGTACATGA A G 0.57 0.31 0.23 0.29 0.25 0.32 0.55 0.30 0.29 0.27 0.22 0.071 0.058 0.015 0.007 0.0000
rs2056969 X 85.89TATATTGATAGCAATGGTTGAATCCATACTGGAAATACTACACAGCGTTGAAAAT[A/G]AGGTGAATCTACATGTTCTGATCTGGAAGCATCTCAAAATTGTAATCAAGTGAAAAAT A G 0.33 0.68 0.78 0.71 0.75 0.36 0.44 0.57 0.69 0.73 0.78 0.110 0.058 0.041 0.095 0.0000
rs2051591 X 87.14CACAAACAAAATGTATAACGGAATTACCAGGTCTAATACATTGAATTTTAATA[A/C]GTAGATGGTGCCTAGAATTTTCTATTGATATGGAAGTGCTGGGAAAGGAAGAGCATAGTC A C 0.33 0.46 0.43 0.45 0.48 0.09 0.51 0.56 0.39 0.45 0.44 0.001 0.004 0.005 0.073 0.0004 1
rs680757 X 89.34 CAAATTACTTTCCAGCAGAGGTAATTCCCATAGAGGCTAATAGTTAAAGGCTTT[A/G]TGCCAAGCCTCACTCCACACAGCTAGAGGAAAGAAGTGCCTCATTTATTTAGGAAAAT A G 0.67 0.43 0.43 0.50 0.34 0.09 0.02 0.46 0.61 0.45 0.40 0.034 0.122 0.005 0.068 0.0008 1
rs525869 X 89.37GAATAGGTGACAACATTGCCATAGGTATCCATTGGGGGTGCAAACCTGTTTGG[A/G]ATGAGAGTTGTCAAGACGGTTGAGTACCTGTAGGAGGGATTAAGGATGTTACTTATCT A G 0.10 0.58 0.57 0.50 0.66 0.91 0.98 0.47 0.36 0.53 0.60 0.152 0.117 0.017 0.064 0.0004
rs1402076 X 91.29ACAATGCCATAGTTCAATAATAGAACCTTGGATAAATATTACTGGCACCTTCCT[A/G]TGAATGACTGTAAATGCAGCAGGTACTCCACATGTAATTACCTGTTGTTTCTCATCAGGA A G 0.19 0.53 0.40 0.43 0.55 0.18 0.15 0.22 0.29 0.48 0.42 0.029 0.065 0.034 0.046 0.0000 1
rs2030392 X 91.33TGATTTATTTCCTAATTCCACTAAGAATGCTTTGGGTGATTAACCTTTTTTTCCT[A/G]GTTGCCCTCCATAAACCGAATGAGTTAAGTAAAACAACGCAATTGGGACAGTTCCTTAA A G 0.26 0.49 0.36 0.44 0.54 0.14 0.11 0.24 0.32 0.40 0.39 0.004 0.063 0.020 0.046 0.0005
rs1409304 X 91.54CAGTGTGTGGTGACTTGGTGGTCAGTTTTGCCAGGGGCACAGCAAAATGACTG[A/G]CATCATCCCCAAGAATTTCCTTAGGAGCAGGCTGGCAGCAGTCACACAGTCATGGCA A G 0.24 0.51 0.47 0.43 0.52 0.14 0.04 0.16 0.43 0.33 0.42 0.037 0.158 0.049 0.071 0.0010
rs1207457 X 91.83TCATGTAGGGGCACTGTGTCTCTTTCTCTTTGTTCAATTTTACTTGTTCCTTC[A/G]TCTGAATCTAAATGAAAACTTAAACTCCACACACCAACTGTCAAACCCTTCCAGACTCAAT A G 0.48 0.45 0.45 0.50 0.39 0.50 0.54 0.51 0.25 0.45 0.53 0.000 0.000 0.002 0.000 0.0010 1
rs980114 X 93.20TCAGAGGAGAAGTCAAGGCCTCAGTTAACAGATACTAAGAAATAATTAAGTGCCCT[A/C]ACTTTTGGATGAAAGAAATAAAGTTCACATTGAGCATAATGTGGTCACTTTAAACTA A C 0.33 0.71 0.71 0.66 0.82 0.64 0.20 0.45 0.77 0.77 0.81 0.081 0.147 0.036 0.003 0.0048 1 1
rs927819 X 93.78TCAGAAAAATACCTCATTTTATATAAAAATTTAGTGATTGATAGACATCTAGCTCTTGGCACACA[A/G]AAATAGTTTACTGAATTATCTGGGCAGTATATTATGACCCAGAGAGGTT A G 0.69 0.30 0.25 0.29 0.20 0.00 0.03 0.16 0.00 0.21 0.28 0.111 0.046 0.006 0.090 0.0012 1
rs829290 X 94.94TAAAACTAAAATTGGCTGTTTTAAGTCATTAATGTTTTCCCCTGTAATTCCTCC[A/G]ATCAAATGAGTTCCTTTTCCTCAAAATCTCCATGTAATATTTATCTCTTACTGCTTGACATA A G 0.17 0.49 0.41 0.51 0.61 0.45 0.11 0.50 0.75 0.40 0.40 0.029 0.049 0.015 0.001 0.0000 1
rs897918 X 95.58AACTTCAGCAGCATCTGCTATAAGCTTTCCCATACCTTATACACTGAATAAATC[A/G]TGAAGGCTGATGGAATCCTGAAATGAACCCATAATCCAATAAAATGAGAAAGGCTAAAG A G 0.52 0.52 0.46 0.45 0.46 0.55 0.56 0.60 0.50 0.51 0.52 0.004 0.013 0.009 0.005 0.0049 1 1
rs241856 X 96.76TTTTGCTATTTTATAAGCAAGACATTGGATCTCTTTGAAGAGGTATACGGTTTC[A/G]CAGATAGTACAGCATATTCCTAAAAAAAGGATGATGTGACTCTTATTCAGCGCAACTTAG A G 0.14 0.54 0.43 0.46 0.54 0.05 0.25 0.28 0.46 0.47 0.43 0.052 0.012 0.005 0.123 0.0000 1
rs1004006 X 98.26 TAAACACACACACATGCAAAACAATGCTTCAGTGAACAATCTTGCACAGATAT[C/G]CTTGTGCTTACCTAATGAAATTTTTTAGAATGAGAACCCATCGGTCAGTTCGAACTTCTA C G 0.40 0.39 0.46 0.41 0.45 0.91 0.48 0.66 0.46 0.42 0.49 0.000 0.001 0.028 0.131 0.0002 1
rs1204395 X 98.65GTAAACTTTGGTTCCTTTGGACTATTCTGTGAGGGTTTTTGTTTGTGTTTGCAGG[A/G]AAAAAAATTAACCTAAGATATTAATGCCATTTCTACTTTTCCTCACAGCATATATAAGAT A G 0.60 0.31 0.38 0.43 0.23 0.82 0.41 0.29 0.43 0.38 0.41 0.023 0.000 0.017 0.090 0.0000
rs761843 X 99.09AGAGGGAGTCTTTTGGGAGAGGGAGGAAATAGTGGAATTGAGTGAAGGTCCAGT[A/G]GGCATGTAGAGAAAAAGTTAACATAACAGGAAAGCTCTTATGTTGTCTGTGGCAGG A G 0.30 0.48 0.46 0.35 0.61 0.95 0.65 0.61 0.42 0.42 0.49 0.017 0.011 0.034 0.166 0.0008 1
rs876151 X 99.29ATATGAGATGGAGCGGGTGGTGGGGGGTGGTTAGAGAAGTGATACAAATGGC[A/G]GCTCCAATATTTGGGTTGAATTACCATGCTGTAGTGGAACTCACACAAGGATGGAACT A G 0.19 0.33 0.37 0.43 0.43 0.09 0.16 0.18 0.29 0.30 0.52 0.029 0.048 0.025 0.078 0.0090 1 1
rs978853 X 101.22GGTAAATCATCTGCCTCATCCATCAGTGGGGGTCAGATCTGCACTGCCTCCCAAACAATGAAACCCAAAGCACAGAA[A/G]AATGTTATTTCCATCTAGAAAGCTGCCTAAGTTAC A G 0.69 0.45 0.40 0.30 0.46 0.55 0.74 0.48 0.50 0.42 0.28 0.059 0.084 0.002 0.017 0.0056 1 1
rs471416 X 101.80CTTTAAAACAACTGGCTGGCATATAATAAGAGGGGCACCTGTTGGAAGACTCC[A/G]GAGAAGGAAGGTATGGTCTCCTGGAACTTTTCCTGTGATTTTGCCTTGGGAGAGGAGA A G 0.71 0.70 0.66 0.74 0.73 0.36 0.86 0.51 0.57 0.67 0.71 0.004 0.049 0.006 0.035 0.0019 1
rs988176 X 103.01CGGCTGAATACATTTTGGTCAACTAGCATTAGGCAATAAAAAAAAATGAATGT[A/G]CAAAATCAGTGTAACTTTTATTTCCTTTCAAGTGACTCTGCTCGATTTACAATGTCAAGGT A G 0.57 0.47 0.39 0.49 0.29 0.64 0.19 0.29 0.36 0.46 0.40 0.027 0.023 0.001 0.042 0.0006 1
rs1757442 X 104.18AAATCCAGGCTCCTCTATCTGATATATTCAATCGCTGTACTAAATCAACCCAAA[C/G]CTGTCAGTCTTGCAACTTTCATTGTGACAGTCACAAAGGCATGTGTCACAAATTACAGA C G 0.93 0.63 0.67 0.62 0.75 1.00 0.97 0.82 0.93 0.66 0.66 0.056 0.088 0.008 0.140 0.0002 1
rs1152324 X 105.07TCTTTATCTCCAATTTTCCTCCTTAATTCAGTTTAGTCAGGCTTTTGGCCCTACC[A/C]GTTTACTGAAATAACTCTTTAAGGCCACCAGTTGCCAAAAGATGTCATGGCCATCTTTT A C 0.79 0.20 0.18 0.26 0.09 0.50 0.61 0.24 0.00 0.20 0.20 0.197 0.116 0.011 0.061 0.0002 1
rs980099 X 105.08TATTTGCATATTAATTAATGCATAGCTTCTAATCCAACTGGAAGAATAATATGC[A/G]AATTTCAGTTTCTATGACAGACCAGATAATATGTTGTTTTGGGGGAAGGCTTTGTAGGAT A G 0.24 0.80 0.83 0.74 0.91 0.55 0.58 0.74 1.00 0.80 0.81 0.181 0.045 0.017 0.046 0.0000
rs1885643 X 105.26TATTATCATTTATTGAATAAAGTATAAAGGAAATCTAAGTCTAGCACAACCTATAT[A/T]GTAAACAGATTTAAAGGATGGACTCTACACGGTTTTTGCACTCACTTTTTTTTTCCTGA A T 0.57 0.80 0.83 0.74 0.91 0.55 0.58 0.74 1.00 0.80 0.81 0.041 0.050 0.020 0.050 0.0001
rs1883411 X 106.17 TCCAGCCAAGCCAGAAGTGACAACCACTGGGGCAGGTAAGCTGTTGTTCAATGGCTCTCAGCTAGCAGACCCACATATAGCA[A/G]TTGTTTTATGAGAAAGAAGAATTGTGGC A G 0.57 0.51 0.47 0.33 0.61 0.23 0.07 0.22 0.54 0.40 0.38 0.001 0.105 0.036 0.038 0.0047 1 1
rs537111 X 107.49 ATTGGAAACATAGACAGGAACTGATACGAGTTCCAACAACATGTAGTAGAATCC[A/G]TGAACATTCTGGTGTTGTAAGTCCATGAGAACACTAAGGTCAATACTTAATCATACAG A G 0.83 0.59 0.48 0.51 0.39 0.23 0.07 0.39 0.46 0.39 0.54 0.061 0.126 0.008 0.044 0.0029 1
rs697829 X 107.63CAAAAATCAGGCGTTACCACTGGGATGAAAACTGGGGAGGCAAGAAAATCATAC[A/G]GTTGGAGTCATAGATCATTTCCCTCCCCGTTGAGCACTCCTCCCCCTTCCGTCCCCC A G 0.81 0.54 0.64 0.67 0.73 0.91 0.85 0.78 0.54 0.72 0.63 0.027 0.043 0.009 0.060 0.0000
rs2016878 X 108.70CTTAATGGTGTTCGGCACTGTTTGGTGTAGGAAGGAAAGTGATAAGTCAAGAT[A/T]GAGAGGGAAAGGACCAAGCCCTCCTGGGTAACTTGTGAAGGGATAGCCTTTTATGCCT A T 0.64 0.23 0.42 0.34 0.41 0.00 0.00 0.22 0.29 0.42 0.52 0.025 0.176 0.048 0.176 0.0059 1 1
rs1890141 X 109.11AGTCACCTCATCATTCTGGGCCTGCTTAGTATCAAGTGAAAAGGCCTGCCTTAGTTG[A/C]CTTGGGTAAGTGTTGGAAGAACTAAATCAAATAGGACAGATGTGAAATATTTACA A C 0.14 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.052 0.000 0.000 0.000 0.0000
rs926412 X 109.26CTGGAGTATTTCTTTAGCATCAAATCTTCCTTTTGCAGCTATTGTGTAATATTCA[A/T]CAACCAGGATCCCTACGGATTGTCTCAGGTGCTTGTAAAACACAGCAGACTATGTCTT A T 0.74 0.99 0.99 1.00 1.00 1.00 1.00 1.00 1.00 0.99 0.99 0.101 0.000 0.000 0.000 0.0000
rs1016231 X 109.50CACTAAGAGCCACTGATAATCCAATGTGGCTTGAGTACAGGGTATATGGAAGAAGT[C/G]GCAGGCAGTGCCTAGCTAAGGAGCTTCAATGCTATCCAGCAGTTAGTCCTCTTCC C G 0.52 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.229 0.000 0.000 0.000 0.0018 1
rs3027802 X 109.77GTCTTGAATCCTGAAAAGAATTAAAATTATAAGGTTGTAGAGAGGCTGTCACATAAG[A/G]TCCGCCCCTTAAAACATCTGGAGTTTTGGGGAAAGCTATAGGATGGAAAATGGGT A G 0.19 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.071 0.000 0.000 0.000 0.0000
rs7049660 X 110.32CATAAAACAATATATTTTGAATAACACATTCAAATCAAAAGATACTCCAAAACACATGA[A/G]GATGGTTGTATATGTTGGGGGGAAAATGGGAAAGGGAGTGGAGGCTAAAGGAG A G 0.67 0.84 0.83 0.82 0.84 0.86 0.38 0.95 0.79 0.79 0.81 0.021 0.106 0.021 0.001 0.0002 1
rs2040497 X 110.52CTAATTACATCTGAATTAAACCTGGAAGGAGGAAAATGACATAGGATTATTTTCT[A/G]CACCCATCACGAATTCACTGCCTGTAGCGTTGATTTTGTCTCTAAAGTGATGGGAGCC A G 0.60 0.77 0.77 0.83 0.86 0.45 0.74 0.77 0.57 0.90 0.81 0.031 0.001 0.001 0.077 0.0007
rs583430 X 110.78GGATACTGCTGCAATCCACCTCTCCCCCGACTGCAGCATAGTACTTTGGGTTTCTCA[A/T]GCTATTCCCTTGGAGGTGATAGTCAAAAATGCCTTTTAAGACATATGCTTAGAAT A T 0.17 0.82 0.88 0.90 0.82 0.91 0.52 0.79 0.57 0.88 0.83 0.232 0.051 0.000 0.004 0.0003
rs1883366 X 111.00TATAGTAAGTATGTTATAGATAGTACAGTTATAAATGGTAGGCTGTCCCAATGA[A/G]CAGGCCTATTTGTTGTGTTTTGAAGAACACTGTGAAGGACTCTAGCCTCCCAGATAGCA A G 0.21 0.53 0.57 0.55 0.52 0.41 0.66 0.50 0.61 0.59 0.54 0.072 0.000 0.015 0.024 0.0022 1
rs968859 X 111.14ATTTCTGGGTCCATTTTCCAATTCTCTGTCCTTTATCCTGCTATTTACAGTATAC[A/C]TACCCTGTACTTCTTGAGAGCTTTGTTTATTCTTTGGCTCTTTTCCCCTCCCCACTCCCT A C 0.12 0.40 0.46 0.45 0.46 0.73 0.18 0.45 0.21 0.36 0.41 0.054 0.017 0.021 0.069 0.0000
rs981780 X 111.20ATATTGGTTCCTTTTAAAAGAGAATTTCATAGCCAGGTTATTAGTTGCTACATATAAT[A/G]TAAATTTCAAACCATGGAGATCTTTAGTAAAGTTTACTCATCTGTCTTCTAATTTTA A G 0.14 0.40 0.44 0.38 0.43 0.73 0.22 0.48 0.21 0.35 0.35 0.032 0.003 0.030 0.084 0.0000
rs761544 X 111.67 AGCCACCTGGAACTGTTAGGTGAACAATAAATAAAATTCCATCTATTGAGCTATCCCA[A/T]GTTTGGGTCTATTTTTATCAGTTAGCCTACTCTTAACTACCATGGGGAGAGAGA A T 0.57 0.33 0.44 0.44 0.43 0.23 0.35 0.32 0.32 0.32 0.38 0.007 0.004 0.011 0.031 0.0002 1
rs1108444 X 112.10CAATTGCTCTGTCACACATCAGCGTATAAAGCAAGGTCTCAGTTTTGTGTTCTCTG[A/C]CTTATCATGATGACACTGTCGATTGTTGTTGAGAATGGGCTGAGGAATTTGGAAGAG A C 0.26 0.53 0.49 0.49 0.43 0.86 0.90 0.61 0.54 0.46 0.47 0.018 0.152 0.034 0.134 0.0003
rs540285 X 112.54GAAGCTAGCAGCATCAGTGGCAGGGGTAGCAGCAAATATTTTGTTACCTGACATCC[A/G]TGCTGTGTGCTGAGACTCTCATTCTTAACATTAGCTACAATTTTTGCCTGGGATAC A G 0.33 0.38 0.31 0.24 0.39 0.18 0.41 0.35 0.07 0.35 0.31 0.016 0.031 0.009 0.000 0.0006 1
rs1577454 X 112.86 ACAAATCCTCACTTAGCTGACTTATAGATTTAATGCAATACCAATTTTAAAACAATA[A/G]CATATTTTGTTTTGGGGGTTGACAAGCTAATTTTAGTTTTATATGAAAATGAAAAGG A G 0.48 0.85 0.84 0.83 0.82 1.00 1.00 0.90 0.93 0.82 0.91 0.105 0.036 0.000 0.036 0.0043
rs7056311 X 113.24CCTCCTCTGTCTAGTAACTTGATCTTCAGTCTCTTCCAAAATCCCTGTTCTTTCATGG[A/G]GCCTTGTAAAGGACTATACATTAATGTGTTTTAGCATAATTTACCACATACTATATA A G 0.52 0.23 0.28 0.32 0.34 0.23 0.04 0.18 0.25 0.30 0.17 0.062 0.030 0.000 0.001 0.0057 1 1

rs2231 X 113.36TCTGAGAAGAACTCAGTTCTAAAGTGTTCAGTCTTTGCAAATGCTTTATGAGTTTTC[A/G]TTTCCTCCTTTACAAAATGCCATCAATTCCTCAAGGAAAAAAAAAAAGCTTTCTTCT A G 0.86 0.89 0.78 0.79 0.89 0.86 1.00 0.97 0.77 0.86 0.76 0.005 0.080 0.030 0.005 0.0000
rs1523192 X 114.05TCCCTGCTTCATCTGGGTTAGGATTTTCCTGGAGACCATTGGCCTGCTTCATAGTC[A/G]ATCAACACCAGCTTACCTAGGACCACTTACACCCAGAAAGTAATATAAAGTAGGAC A G 0.19 0.50 0.61 0.63 0.43 0.82 0.36 0.69 0.39 0.62 0.59 0.109 0.015 0.001 0.032 0.0010 1
rs988457 X 114.44ATTAATGGTGTTTCTGTTCATTCAGCCACCTAAACTTGAATTTCATAATCATCATT[C/G]ATCTTGTCTTCTCCCAAGACTTCTCTTACCTCCAATCAGTTACTACATTTTATCCTTCT C G 0.45 0.59 0.55 0.50 0.57 0.23 0.43 0.48 0.32 0.49 0.59 0.011 0.015 0.010 0.083 0.0016
rs4462068 X 114.88 CTTCCATGCTCTGAGAGGTGAAAAAGTGCTAACCTGCTGTAAACTCAGAGAGTTTC[A/G]CAGCATCTTCATTCTCCAATGCCTGGTAGATATAACAACAGAGCTTTAGTAGTCTG A G 0.48 0.35 0.43 0.43 0.48 0.64 0.67 0.45 0.39 0.39 0.46 0.000 0.026 0.001 0.013 0.0000 1
rs1558022 X 115.26 CTTCTAATGTCCCCTCAACTAAATTTTTCATCAGCAAAACTGATTTGTGAAATCAC[A/G]TCCTATTTATTCCCACTTTCCATGAAATTTTGTAGTGAGTTCCAACCTCTTCTACAGA A G 0.79 0.50 0.50 0.52 0.54 1.00 1.00 0.79 0.58 0.43 0.49 0.048 0.223 0.055 0.223 0.0003
rs2040962 X 115.36GCCTTTGCTAGTAGCTCCATCATTGCCTTACTCTTCCATGCTTACAAACATTTGAA[A/G]TCTTTCTCTCCTTCACTTAGAATATTCTGGAGCACCTACTCTGTTCAAAGACTAGCTA A G 0.31 0.54 0.51 0.52 0.50 0.05 0.04 0.21 0.46 0.58 0.56 0.023 0.155 0.066 0.159 0.0003
rs714597 X 115.75 AGGAAGGAAGCACCATATGAGCTAGGGTCTTTTTTTTAAATTTGGCACTACAAAAAG[A/T]GGTGCTGCCTCAGCAGGAAACATTTCTAAAATTTAATTTAGTTAGGTGGCTGGAG A T 0.60 0.70 0.70 0.71 0.73 0.32 0.41 0.44 0.79 0.73 0.69 0.005 0.032 0.041 0.056 0.0000 1
rs1716758 X 116.21GAAGCATGAAGGGAGGAAGCACATGGGAAAAAGAGGCACGGGAATGTGGAGTTTGTC[A/G]TTTAAGTGACTGGAAGAATAAAAACATCATGGACTGAAATAGAACTCAGAAAG A G 0.81 0.24 0.19 0.26 0.11 0.65 0.92 0.45 0.32 0.26 0.20 0.229 0.318 0.073 0.138 0.0006
rs929590 X 116.70GGACTGAACCCCTGAAAGCAGAATACTTTCAGTCAGCTACAGCATCCTAGCACTG[A/G]ATTGAGATACTCCATGCTGCTGCTGCTACTGTGCTCTAGCAACTGACCAAAGTTCT A G 0.10 0.15 0.16 0.24 0.20 0.64 0.84 0.20 0.21 0.20 0.22 0.004 0.270 0.001 0.131 0.0012 1
rs2018358 X 117.48TGTATCTCAGATAAATCAAGTATAACCTCATAACAGCACAGGTGAATTTACCATTG[A/C]TCACTAGACACCTCTAATGAAATGATGTTCAGGACAATTAGGTGGTTTACAGTGCTT A C 0.79 0.66 0.65 0.77 0.79 0.82 0.89 0.78 0.71 0.62 0.74 0.016 0.060 0.026 0.032 0.0050 1 1

rs2748 X 118.31GTAAACAATTGTTTTTCACCTAAGCTGCTTTGGAAGAACTGATGCTTGCTGCTAACT[A/G]AAGTTTTGGATGTATCGATTTAGAGAACCAATTAATACCTGCAAAATAAAGCATAC A G 0.88 0.61 0.61 0.59 0.54 0.50 0.85 0.68 0.82 0.67 0.59 0.028 0.035 0.005 0.010 0.0022 1
rs1034606 X 118.96AATGTTTGATGACTGACTGATACTACGGTCACATACCACTTTGACGTACTTATAGA[A/C]CTTATATCATTGAACCTCATTTGTTTATTTACATTTTATCAGACCTTGCTTTTATGCAG A C 0.76 0.56 0.69 0.56 0.59 0.41 0.30 0.30 0.68 0.61 0.68 0.005 0.088 0.069 0.043 0.0002 1
rs1522889 X 119.22CTTTGAGAGGAATTTTGGGGAAATAAGGGACCAGCTTGGAGTTCTGCAGAATAGATG[A/C]AGGTAGATCCAGAGAAATGGATAGAATGGTAAAAGTGAGTTTCAGCTAATTGTTT A C 0.36 0.37 0.48 0.56 0.54 0.05 0.02 0.30 0.39 0.53 0.56 0.004 0.140 0.001 0.118 0.0049 1
rs988246 X 119.42ATCTAAGATCCATGCTCCTTCTAGGTTGAGTACTTTTTTTTCTTCAGCTTCCTTCT[A/G]TAATTCCCCAAAGGTAGCTTTATTGTATTATCAAATTCTAGCTAGCTTGCTTCATTGGA A G 0.93 0.81 0.82 0.82 0.79 0.91 1.00 0.72 0.68 0.79 0.83 0.010 0.065 0.020 0.008 0.0000
rs783279 X 119.84AATCTCAGAGGGGATCAGAGGGGTTACAATCTATGCTTTGGCCAAGAGTGGAAGTG[A/G]AGGAATGTAGGGACAGGACATATAGCTTGGAGGGGGCATCATTTAAGACTTAAA A G 0.86 0.81 0.83 0.82 0.86 1.00 0.98 0.94 0.86 0.88 0.81 0.000 0.031 0.012 0.060 0.0000 1
rs1934070 X 120.08ATATACCTTTATTCTTTTCCAAATGGTAGCAACAGTTCAGCATTTCCATGGCCATGT[A/G]TGGAACAGTCTTCAAAAAAATTTCCAGACTTTGTTGTCTAATACAGTAGATACTAGT A G 0.19 0.63 0.65 0.56 0.66 0.86 0.77 0.73 0.54 0.64 0.63 0.100 0.011 0.004 0.035 0.0006
rs7881297 X 120.31 ACTATATGATATAATAGAGGTATACACAGAGGCCAGCAGAGAAAGCATGCGTGGAA[A/C]AAACATGGAAGACTTCACAGAGCAATAAAATGGCATGTGTATTGGAGAATTAATA A C 0.55 0.99 0.98 0.99 1.00 0.82 0.55 0.93 0.96 0.97 0.99 0.130 0.145 0.015 0.048 0.0006
rs716209 X 120.50TCAGGATGGGGGCTAGTAACCAGAAAGACCAAGACAGTCTTAGAGGATTAATTTCTAG[C/G]CCCACTTCCCAATCTTTAGGAAGGGAAGAGAGGCTAAAAGTTAAAATGATCAC C G 0.90 0.38 0.38 0.32 0.38 0.32 0.35 0.35 0.39 0.49 0.37 0.163 0.000 0.001 0.001 0.0006
rs1539225 X 120.70CTGTGACTAATTCTTGACACTACCACTCAAAAAACTGAACATGGACTGAGAGTGGGTA[A/G]TTATCAGTCACCATATGAAAAAGTCATAAATATGGCTGTGTATATACACTGAGGC A G 0.50 0.74 0.83 0.82 0.82 0.36 0.45 0.74 0.68 0.83 0.87 0.055 0.068 0.004 0.109 0.0063 1 1 1
rs1293544 X 120.83CAAGGGAAGAGAAATTTTCAAGGAGGAGGGAGTGATCAACCATTTCAAATGCTAG[A/G]AGCATTCAAATAATCTCAAAGAAAAATGTGGAGCTTCAAAAGTTCATTGGCCTTTGT A G 0.83 0.58 0.61 0.63 0.52 0.23 0.23 0.20 0.50 0.65 0.65 0.043 0.056 0.069 0.065 0.0019
rs1476014 X 121.07 AAGCTGCTCATGTTAAGATCTTCAGAGAAAAAGCACAATAAAAACCTCATAATACAT[A/G]AGCATACAGCAATCCAACCTCCAGAAAAACGGGAGAGTTGGTGCTTGGCAACTG A G 0.86 0.80 0.77 0.77 0.73 1.00 1.00 0.85 0.79 0.80 0.71 0.011 0.129 0.027 0.129 0.0012
rs2227098 X 121.19TTTCTCTCTAAGCAAAATAGGCCCTTCTGTTTTTCAAGTACATTCTGAGATCTGGT[A/G]AGCTGCAGAGTTCACTTCCTCAAGCTTGTTGAAGCTCCTGGCTGCCTGTTTGGGTT A G 0.40 0.54 0.42 0.48 0.43 0.45 0.49 0.35 0.54 0.53 0.46 0.001 0.001 0.001 0.000 0.0010

rs9856 X 121.74TGCTGAGGAAGAAATTCACATTGTGTTAACTGTATGAGTCAAACTGAAAATGATTATT[A/G]AAGTGGGAAAAAGCCAATTGCTTCTCTTAGAAAGCTCAACTAAATTTGAGAAGAA A G 0.62 0.53 0.62 0.59 0.48 0.73 0.43 0.51 0.57 0.50 0.52 0.000 0.008 0.001 0.011 0.0044 1
rs1798138 X 122.02 AGGTGCCAAGTTCCTTCTCAGGAAAGGCAGGCAAATTGACTGGAAGCCAAGGCACC[A/G]GGAGAATCCTGACACCAGAAGAATACAGAATTTCTGACATTCAATCATTCTTTTA A G 0.31 0.49 0.54 0.44 0.41 0.14 0.29 0.17 0.32 0.44 0.40 0.023 0.023 0.078 0.095 0.0049 1
rs726834 X 122.31CTCCACCTCTTCCCACTTTGCAGCTATTCTGCCATATACCTAGCACCACACTTCT[C/G]CATGCTACCTTCAGTGGTTCCCACCTAGGCTTGTCTTTCTCAGGTGATCTTGTCAAT C G 0.65 0.60 0.70 0.66 0.68 0.59 0.56 0.69 0.61 0.67 0.71 0.000 0.004 0.003 0.002 0.0004 1
rs7055104 X 122.77TTCAACAGCATTACCTCTGCCTTCTCCCTCATGTTTCTACTTGACCTATCTTATCA[A/G]TCGAACCTCCAAGAAGTTTTACCTTGGTTTCCACTGTTTCTGCACCTGGACTGATAAG A G 0.26 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.101 0.000 0.000 0.000 0.0018



rs2066918 X 122.89ACTGAAAAGAATGCAGAATTCCTCAGGAGGGAAATGTTTAGATTTTGGTGCATCTGC[A/C]TAATACTCGGACTACTAGACAGCTGTTCAAAGAATGGTAAAGATGTATATATGGG A C 0.57 0.18 0.19 0.15 0.14 0.27 0.41 0.15 0.18 0.27 0.20 0.127 0.059 0.001 0.017 0.0002
rs767216 X 123.16GAAAGTCTCTTTCGCATTGGCCCCAGAACCACAGAAATGGATCTGGATGTTACTTCA[A/G]TTGGTTTTATCCAAGGTCACGCTATATGCAAGGCAAAGAATACATCCCTGATCTA A G 0.57 0.93 0.92 0.91 0.84 1.00 0.96 0.89 0.96 0.89 0.86 0.086 0.003 0.000 0.027 0.0018 1
rs209659 X 123.79ATTTTATGGAGTGTAATGGAAGTGCTTTTTGCGTCTCTGGGGGTGATTTTCTAATAA[A/G]CAAAAGCCAGGTCCATTTTTGACATTTTTTGTTAAAGGAAATAACACAAAAATATTTT A G 0.71 0.77 0.72 0.72 0.75 0.91 1.00 0.93 0.89 0.71 0.72 0.012 0.070 0.017 0.010 0.0018 1
rs1566588 X 124.02GACCTTGGCAATTAACAGTCTTGACAACACTGTGTCATTAAGCAAAACTGGGGCAG[A/G]TGGTGACTCTCAGTATACATTCAATATGCAGCATGAATGAGTGAAAATATTGTAGC A G 0.71 0.32 0.20 0.24 0.25 0.36 0.71 0.29 0.14 0.26 0.24 0.123 0.120 0.005 0.017 0.0013
rs845324 X 124.19GTATGAAACACTGACCAAAATACATAAATTACTGGAATTATTGGCCTTTGAGTTTTAC[A/G]TGAATTTTTATGATATCAAGTGCACAGAAGCCTTATTAAAATATCACTGTAAGTTGA A G 0.33 0.29 0.34 0.23 0.36 0.41 0.11 0.28 0.54 0.42 0.43 0.002 0.059 0.006 0.000 0.0009
rs2235079 X 124.54CAGATATTTGACCACAATTCGGTGTGTCTATAGTGATGTGAATGTGACATCTCTTAAC[A/G]TACTTGCAATTATCTATTACTCTGGAACACATAGCTTCATAAAGCCCTGAATTAAT A G 0.19 0.34 0.36 0.24 0.38 0.82 0.95 0.38 0.23 0.34 0.37 0.025 0.202 0.003 0.090 0.0001 1
rs16309 X 125.07AGAGAAATGCAAACTTAATGTAATAGGAAACAATATAGAACGGAATAACTTGCTAGC[A/G]ATTTCCTGGCTGTGGTATATGGAGATTCAATGCAAGGACATCAAGTATCTTGTAA A G 0.14 0.56 0.54 0.50 0.64 0.27 0.22 0.48 0.54 0.61 0.60 0.114 0.069 0.014 0.056 0.0041 1

rs1883906 X 125.39TAAGGAAAACACACATACTTAACATTTGAAAGTTTTTACTCTTGATACACTGTTTTT[A/G]TTTTCACTGCTTCCCTTTTCTAGAAAATGCAATTTTTCAGCTTTTCACGAGAAGACTA A G 0.12 0.64 0.60 0.66 0.61 0.86 0.30 0.80 0.64 0.74 0.68 0.149 0.050 0.043 0.035 0.0053 1
rs2200290 X 125.69TATTTATGCCAGTTCAGAATACACTTGAATTCTCCAGATTCTTTTCTGAACAGAAT[A/G]TGCAACACCTCCCTTAGAGATCAGACCTAGAGAGTAAATCGGTCCACCTTACCTTCT A G 0.71 0.28 0.28 0.17 0.23 0.09 0.71 0.21 0.29 0.20 0.28 0.128 0.133 0.000 0.012 0.0000 1
rs240170 X 126.17 TGTTTTCTATTGGAAGCCTAATAAATGGCATTGGCATTTGGGAGAAGGATAATGGC[A/G]ATAAATGGCATAGCACTTGTTTCTGCCTCTCTGGAGATCATGAAGTCCTCATGATC A G 0.86 0.15 0.19 0.15 0.18 0.18 0.47 0.27 0.25 0.18 0.16 0.286 0.042 0.024 0.000 0.0004
rs916208 X 126.65CTTACTTCTTTTTCACTGTGCTCTAAACAACCTATGCAAAGGGCAAGACTTCCCTGC[A/G]TCAATAATAATGGAGACTGTGAAGCAAAACAATTCATCTCATAAAGCTCAACTGTC A G 0.14 0.49 0.50 0.40 0.45 0.68 0.72 0.56 0.43 0.48 0.43 0.062 0.056 0.013 0.031 0.0021 1
rs16318 X 127.04GACAGAGGCAAGAGAGAAGAGTAAAAGGCAAGTGAAAGATCTAGTTTCCCATATGT[A/G]TGTCAGGTTTCCATAAATGAGATGGTTTATGAAAGAGTCCCTAGACCTCAGGACC A G 0.17 0.43 0.32 0.45 0.23 0.32 0.83 0.51 0.36 0.37 0.24 0.016 0.140 0.028 0.000 0.0034

rs2281277 X 127.76TAGCACTTGGTGGGTGCTCAACAAATGCTTACCGACCAGACAACGTACAAACCTC[A/C]TTTTCTGACAGTTTTCATTCTTTTTTCCCCCAGATTCTGGCAGCCAGGAGGTGCTGT A C 0.55 0.88 0.85 0.90 0.86 0.55 0.86 0.93 0.79 0.90 0.91 0.037 0.003 0.014 0.038 0.0064 1 1 1
rs209213 X 128.11TTGACAATTTCCTCTCGAATTTCTCCTTAAAAAAGCATTAAAACCTGAGAGAAGTTGA[A/G]AGGAACTCCCTCCATCTCTAGAGCAGGAGTATACCTCAGCATAATTTTTTCCATCT A G 0.19 0.57 0.58 0.46 0.43 0.65 0.68 0.36 0.61 0.56 0.53 0.109 0.001 0.053 0.001 0.0011
rs1034422 X 128.32TATTTTACAACATTTCTTCATATTTTGTGATTGCTGGGTATAATATACTGGTCACTGC[A/T]GCCACAATTCATGTCATTGTATTATGAATTATACTTTTCAGTTCTTCAGAAGTTACCT A T 0.67 0.44 0.49 0.41 0.48 0.91 0.93 0.75 0.50 0.51 0.54 0.005 0.104 0.040 0.092 0.0000 1

rs3788 X 128.93CCAGAGAAGTTTTAACAATCACAAATCTTTGAGCTCAGCAGTTGTTACCCATTAAAT[A/G]ATCAATTTCTATCCCTCAATACAATACAGTCTTCATTTTATGGACCTTAGCAGTTGT A G 0.26 0.14 0.16 0.13 0.14 0.00 0.14 0.14 0.29 0.15 0.14 0.010 0.000 0.000 0.045 0.0010 1
rs717972 X 129.25TAAGATGGAACAGTGAAAATAGAGAGAAGCCTTTGAATACTGAATATCCTTTTAGAGT[A/G]AAGCAGGTAAACTTCGATGGGTTAGATATAGTAGTGGTACACATTCCCGTGCAAT A G 0.62 0.54 0.51 0.57 0.57 0.68 0.83 0.39 0.50 0.40 0.47 0.002 0.044 0.015 0.011 0.0004
rs859852 X 129.46 CCATTTCTCATACACATTTATGAGCTTTAGTATTTCTGCTCTTCCCAAGAGTCTTC[A/C]TGACCAAGATTGTGATTATTTTTCTCCTTTTTCTCCATTTAATAAGATGCTATATGCAC A C 0.48 0.42 0.40 0.40 0.41 0.32 0.28 0.45 0.58 0.51 0.35 0.002 0.009 0.001 0.004 0.0033 1
rs202768 X 129.78GTGAAAGCCTGAAGTGGTTGCAAGGCCCTTCCTAAACTTCAGTTTACATCTCCCC[A/G]GCCATGTAAGTGGGCAAAACATTTTGCTCAGCTTCTCAGTCTCTTTGCTGATACTTAG A G 0.24 0.33 0.27 0.27 0.23 0.41 0.77 0.40 0.29 0.32 0.23 0.000 0.145 0.015 0.017 0.0014
rs1005488 X 130.10GAGTAATCTGGGATCCATGGCCTCCTCCATTGGTCACAAAGTGGAACACGGGGA[A/G]GGATAAGCTATTGGGGAAAAGAAGAAATGCAGCAGGGACATCCCTACTGTTCAGGC A G 0.81 0.31 0.28 0.26 0.27 0.00 0.00 0.09 0.18 0.26 0.30 0.173 0.090 0.013 0.090 0.0004 1
rs2179978 X 130.26 AAATGACCGTAAAGTAGATATATTTTGAGATACTGCAAAGTGGAGGTGAAGATCTGC[A/G]GCCCTAGGCACTAGGGTTTGACTTTTTCAGTGCTTCAAATGTACAAGTCATGTTT A G 0.05 0.18 0.15 0.15 0.14 0.00 0.00 0.01 0.14 0.09 0.16 0.011 0.045 0.025 0.045 0.0000
rs1005580 X 130.65AAAAACAAGAGAGATATACAAAAAGGGAGATATTCCACTCAAACCCCCAACTACTCCCC[A/G]AAAGCCTCTTTTTACATTTCCAAATGTCACACTCCACACTTAAATTAACATGCC A G 0.38 0.48 0.52 0.46 0.52 0.45 0.98 0.48 0.46 0.42 0.41 0.002 0.177 0.001 0.001 0.0014 1
rs980840 X 131.11GGAATTTGAGCAGGTCAATTCTTCCAGCTCTTGATATCCCAATGTCTCAGGTTAAGG[A/G]TATGGGTTAGGAGTTTGTGTGTATTTCTGTGAATAGATTTGGACAAGCTCTCCCTC A G 0.52 0.26 0.30 0.30 0.29 0.68 0.07 0.50 0.29 0.29 0.36 0.021 0.031 0.017 0.085 0.0013
rs1474730 X 131.13AAATGCAGCTAGCCCTCATCCAAGGGCCCAAGTGGCCATTGAGCCTGGTGAGCAA[C/G]GCACTGTAAAATAGCCACTGCTCTGGGCGAAGGCCTGTGATGGAGCACCTCCTG C G 0.52 0.26 0.30 0.30 0.29 0.68 0.07 0.51 0.29 0.29 0.36 0.019 0.034 0.017 0.080 0.0010
rs1003856 X 131.69ATGAGATTGAACTTTTTTTTGGAACAACTCAGTTTTTGACATGTGGCTTTCAACGC[A/G]TACTGAATGCACAACTTCTAGTCAAAACCACATATACATGTATAGGACTCATGGCTCC A G 0.19 0.78 0.75 0.64 0.86 0.73 1.00 0.75 0.93 0.60 0.69 0.133 0.129 0.000 0.002 0.0010 1
rs175327 X 131.95CCTAAGCCTGTCATATAGCAAATGAGCTCTAAACACTTCATTTCTTCAGTTCCTCAT[A/G]TTTTTCTGTTTCCTGTACCATCTTTTGCTAGTCTGCATGTCTGGGATTGTACCTTGAT A G 0.36 0.57 0.56 0.55 0.61 0.50 0.07 0.40 0.81 0.56 0.56 0.023 0.128 0.025 0.001 0.0000
rs757308 X 132.38CCAGGTACGTGACCAAATGGTTCCATCTCTTACCAGAACAAGGATCGCCTAAATTG[A/G]GGTGTCACATGTGTTCTGCAACACCAGAGTTACTATGGAGCTCAGCTGAATTTGC A G 0.60 0.33 0.31 0.34 0.21 0.23 0.80 0.35 0.39 0.18 0.22 0.045 0.127 0.001 0.006 0.0075 1 1 1
rs1982 X 132.41CAAATGTCTGACAAATAAGTGCTCTTGTGACCCTCATGTGAGCACTTTTGAGAAAGAG[A/C]AACCTATAGCAACTTCATGAATTAAGCCTTTTTCTATATTTTTATATTCATGTGTAA A C 0.29 0.61 0.61 0.59 0.71 0.68 0.20 0.59 0.57 0.70 0.65 0.051 0.082 0.004 0.006 0.0047

rs1984391 X 132.74TAGGAAAAAACTCTTGGCTACAGTAAATCAAAGAGGCACTACTCCCTGTTATTGAAAT[A/G]AACATCCTAAAACAAACAAACTGATACGACTGAATGTAACAGCAAGTAGATTTTT A G 0.50 0.42 0.39 0.35 0.46 0.55 0.22 0.20 0.18 0.48 0.41 0.006 0.038 0.021 0.007 0.0008
rs2254857 X 133.54CCCTCACCCTGAATCCTGGTTCCTCTCCCTAAGGCCCTGGATCTAGGTCAGGGAAAG[A/G]CACTTAACATATATGCTGACTCCAAGAACGCCTTCTTTGTGCTTCAACCACATG A G 0.19 0.22 0.28 0.20 0.14 0.20 0.17 0.16 0.23 0.17 0.25 0.008 0.022 0.017 0.010 0.0002 1
rs725584 X 133.93AATTGGAGTTGAAGTAGAGACAGCATAGGGTAGACAACTGTTTTGAGACTTTCCA[A/G]TGTAAATGGGAAGAAAAATGGAGCAGAACTGGAGGAGCGAGTAGGGACAAGCAAAG A G 0.50 0.23 0.21 0.24 0.30 0.45 0.15 0.17 0.21 0.21 0.30 0.051 0.002 0.004 0.038 0.0060 1
rs1016812 X 134.02TGTACTGCAGCCTTATTTCTTTTGTTCTAATTCCTGACTTTTTTATGCCCAATTAT[A/G]TGTATGTCAGGTTATTTTCTGCCAGTCTCCCTTTCCCACCAATCTATGGTGAGATATTT A G 0.45 0.61 0.52 0.52 0.64 0.77 0.65 0.54 0.54 0.49 0.52 0.001 0.006 0.002 0.038 0.0003
rs877761 X 134.14CCTGGCCATATGAGACAGAGTGAGTCACATAGGTGGAGTTTACTATCATTTCCAC[A/G]GTCCTGGGAGTATATGCTGGAAGGGCACTCGTGCTTTCCTTTTCAGGACACAAAAAA A G 0.26 0.53 0.54 0.57 0.61 0.77 0.71 0.51 0.46 0.55 0.48 0.030 0.018 0.002 0.041 0.0012 1
rs975379 X 134.43 AGGATTGTGTCCCCTCGCCACTGCCACACACTCCCCACCCCAAACACAGCAGGAGA[A/G]TCATGCTTTGAAGGGAATTCTGGAAGAAATTTCTAGTCATAAGTGGGCTCTTGG A G 0.43 0.13 0.20 0.12 0.13 0.09 0.73 0.27 0.11 0.16 0.16 0.034 0.147 0.006 0.010 0.0009
rs1190742 X 134.78AATATGCACCAAAAAATGTTAGTGGTACTAAAATTCTAAACCAAATTGTAAGGATAT[C/G]TAGCAGAGTAGCAAAGGAGACGGCAGCTGATGACCCTTCCATCCAGAGAATTTTCA C G 0.83 0.48 0.48 0.51 0.45 0.68 1.00 0.67 0.54 0.52 0.48 0.051 0.183 0.004 0.008 0.0002
rs2064155 X 135.23TCCCTCTTGTGCAGCTTGTACACCTCTGGCCACAGCACTTGTTACTCCACATTTTA[A/G]TTGCCTGTCTATTTGAAGGTCTTCCAATCTGAACTCTGACCAGCTTATAGGCAAGG A G 0.12 0.30 0.32 0.35 0.32 0.36 0.19 0.26 0.38 0.42 0.33 0.033 0.014 0.014 0.000 0.0000 1
rs1206233 X 135.23AACCCCTCTGATGAGTAATTTTATACTGATTTGAACACCTGAAGCAATTGCTTGAATTG[A/G]GGTTTCTTGTTGCTGTCTAAATCACATAACAAACAGACCTGTTTACCATGGAGAG A G 0.12 0.30 0.32 0.35 0.32 0.36 0.19 0.25 0.38 0.42 0.33 0.033 0.014 0.014 0.000 0.0000
rs697831 X 135.60TAAATCAAAGGGTCAGCAGATGAACAGTAGAGTATAATAACGGTGAAACAGAGATGA[A/T]CTGGGAGAGGCTAAAGAGCAGTTTTATCTCAAGATTGCACTGAAGTGGAAGAAA A T 0.26 0.29 0.21 0.18 0.32 0.18 0.26 0.18 0.29 0.18 0.22 0.006 0.004 0.000 0.000 0.0024
rs1539270 X 135.72TGGTGGCTTTGACCAGGATTGTAGCTGCAGAGATAGTGTGAAGTTGTCAAACTCTGA[A/G]TATATTTTGAAGGTAGAGCCGAAAGCATTTACTTACAGATTAGATGTAGGATGCA A G 0.71 0.64 0.59 0.62 0.71 0.73 0.41 0.53 0.64 0.72 0.66 0.005 0.018 0.004 0.009 0.0017
rs1487921 X 136.11CTAGGATATCCCTAAACCAGGCAGGGAGACCTAGTCACAATCACAATTAAGAAGAACAT[A/T]CACTACAATTATCCTTTTTCTACAGCCCATATCCATTTACATTTTTGTCACTTTC A T 0.57 0.49 0.47 0.45 0.41 0.23 0.42 0.40 0.50 0.45 0.50 0.003 0.004 0.001 0.038 0.0001 1
rs2017465 X 136.53ACTTGATGCCTGAACCTTTTAAAGGAGTTAGGGGTATGTGTGTGAGTGTGAATCTT[A/G]TTAGTAGGAAGCCTTGTCCGAGGCATACATAATTTTCTGGCAACGGTGGAGAGTTA A G 0.81 0.79 0.74 0.78 0.71 0.55 0.60 0.68 0.82 0.78 0.84 0.006 0.006 0.000 0.015 0.0044 1
rs728186 X 136.85TAGAAACCTTAGTCATTTGACCCCTCAACTCTCTTTGGCAGAGAGCCACCAGACAGT[A/G]TACCTGAGTCACTGCCACAATAATAGATGGTCTTAACACCAGGCTTTTCTCCAAT A G 0.62 0.42 0.43 0.33 0.52 0.45 0.83 0.68 0.71 0.38 0.37 0.020 0.118 0.073 0.003 0.0031 1
rs2485729 X 137.69CCATCAGCAATAACAACTTGATTGTGTAGCACAATCCTGGAGCCTGAACAGCCAAG[A/G]ATATGCACATTCAAAAATTGCTAATGCTGGCCGGGCGCGGTGGCTCATGCCTGTA A G 0.48 0.02 0.01 0.02 0.00 0.32 0.28 0.03 0.00 0.01 0.01 0.203 0.117 0.018 0.125 0.0003 1
rs367697 X 137.99GGTGAACATATACACCCTGAGACAAGTGCTGATTGTATCATAATTGATAAGACCCA[A/G]TCCTTTCACACAAGGAACTCATACTCTATTGAGGAGAGAGACAAAGTGTCATTCAA A G 0.45 0.49 0.42 0.52 0.34 0.41 0.56 0.50 0.36 0.40 0.45 0.000 0.006 0.000 0.001 0.0002
rs1323334 X 138.34AAACCATTAGTTGAAATGTTGATGGGGAAATTTATAACTGATGGATCAAGCTGCCAGC[A/G]CCTAAACCCAGTGATTAATTTTAACATCACTAAAAGTTGGACAAGCAGATAATAT A G 0.76 0.47 0.42 0.46 0.41 0.18 0.48 0.21 0.50 0.44 0.39 0.073 0.005 0.043 0.026 0.0001 1
rs1884198 X 138.54 TTGGTAGCTAATTGTCAAAGCCTAATTAGTTTCTCTATCAAATACTTAGACTCAGC[A/C]TATCTCCATTCCCCTGGCATTTTCATAAAATAGAGGCTAGACATTGATGGGAAGCTG A C 0.33 0.37 0.36 0.35 0.36 0.05 0.08 0.08 0.39 0.36 0.31 0.000 0.045 0.068 0.071 0.0011
rs1565843 X 138.76TTAGTTTTGCAATGTCTCCAATGAACATAACTGCAACTCACAAGGAGCCAATAAG[A/G]CTCTGCCTTTAAAAAGAGTCAAGAAGAGTGGATCCCAAACAAACCCACCTCAGGATA A G 0.76 0.51 0.56 0.54 0.50 0.82 0.18 0.48 0.68 0.61 0.56 0.027 0.068 0.000 0.062 0.0015
rs910677 X 139.53 GCCAAGGAAGGGAACTGAGGTTGTGTATCAGTGTGTGGTCATGGTGCAGAGCTAT[C/G]CTGGTGCAAAAATAAAGGAGTGAGGCCTTTTCAGCTCATTCTTCTACATTAATTAC C G 0.19 0.15 0.24 0.13 0.22 0.14 0.15 0.27 0.18 0.21 0.18 0.001 0.005 0.005 0.007 0.0025 1
rs17407 X 139.78AGTCCCTATGGTAATAGAATGATGAAAGGAAAGAATCACGGGAATTACAGGAATCC[A/G]TTTTAGGAGTAGAAATCAAATTCTACTTTTTATATGAGGTAGATGAAGCCAGAAAGT A G 0.83 0.63 0.60 0.59 0.61 1.00 1.00 0.92 0.79 0.52 0.51 0.027 0.146 0.082 0.146 0.0015
rs971879 X 140.04TTTCCTGAATCTCCCCTCTCTGGATTACAGACTGGAAACTCTCACAAAACAGGCA[A/G]GTGGGATAACTGTAGGGCTCACTTTGTGCATTCTTCATCTTTGATTGATCCACATCCT A G 0.74 0.43 0.52 0.56 0.36 0.14 0.00 0.34 0.46 0.58 0.58 0.033 0.223 0.020 0.085 0.0008 1
rs1555622 X 140.77CAAATGACCTTCCAGAGGAGGCATAAATTTGGTACCCAAATTTGTTCAGCATTTCAAC[A/C]ATTTTTCTACCGTCAACATATTTTCCATGTATATTTTATTCTTAGATGGTTAGTGTA A C 0.69 0.36 0.33 0.34 0.29 0.59 0.79 0.30 0.46 0.35 0.28 0.111 0.005 0.001 0.012 0.0005 1
rs1997686 X 140.86AACATGCCAGAAGATATTATAAAAGACATACACAGAGGTTTGAG[A/G]TTAGTGACTTCTCTAAGGGTCAGGGTTTTATATCTGGTCCAGATTGATGGAATAGGAGTGAAAGTGATT A G 0.40 0.22 0.22 0.21 0.21 0.40 0.37 0.21 0.21 0.32 0.23 0.020 0.012 0.000 0.011 0.0003
rs1569855 X 141.01 TTTGAATCAATTGAGTCCATAGATAAAATAACAACAACAAAAATCCCACATCACCTCC[A/G]ATAGAAACAAAGTCAATCTATTTTTGTTGCAATGCAGATTAAATAATCAGATAATT A G 0.31 0.67 0.65 0.59 0.71 0.32 0.88 0.41 0.58 0.57 0.66 0.078 0.023 0.021 0.075 0.0002
rs926356 X 141.19AGATTCAAAATCATAGGTGGAAGCATCCTATTGGCCCTTCCTTAATATGTACCCAAA[A/G]CTTCTATTAGAACATGCAAAGTATGACATTGCCCCACTTTTGTTTTCAAATTATAAG A G 0.48 0.64 0.60 0.55 0.59 0.32 0.34 0.34 0.89 0.51 0.49 0.001 0.016 0.029 0.025 0.0030
rs992566 X 141.40TTGTGATTAAAGGGACCAGGAATTGCATGGTAGCCACATTCGCTGGAGCTCTAGTTA[A/G]TGATATGGATGGAATAAAGAAAACCTAGAAATTGCATTTCAGAGTCATCCTGGGT A G 0.79 0.53 0.45 0.46 0.34 0.64 0.68 0.77 0.36 0.57 0.55 0.048 0.029 0.046 0.020 0.0038 1
rs2500128 X 141.80 TGTTCACACAAAGTCACTTAATTTATCAGAACATATCCCAGTGATTAAGCAACACCC[A/G]ATTGTATTAAATTCTGTGTTCCTATGTACTAGTAGAGTGACTGGAGCCTGGTTTGT A G 0.69 0.93 0.96 0.99 0.96 0.95 0.93 0.94 1.00 0.98 0.95 0.079 0.005 0.000 0.000 0.0004
rs644429 X 142.47 CTGAAAAAAATAATACATCAGGTAGAATTTAAAAAGCTGAATGCAAATTTTCATCT[A/G]TATTAACATGACACACATGTCTAAACAAGGTATGTGTATGCACGGGAACTGAAAACG A G 0.81 0.63 0.56 0.51 0.64 0.77 0.86 0.66 0.43 0.53 0.55 0.048 0.072 0.007 0.031 0.0003 1
rs17410 X 142.69GAGCCAAGTCCAGGCACTGTTGCAGCCTGGCCAGGTGTGCACATGCTTGGGAC[A/G]GTGCTGACACACTAGGCCTCTGCCGCCTCAGCCTCCTCCAGACTTGGGCACCGACA A G 0.33 0.55 0.61 0.60 0.45 0.59 0.60 0.50 0.46 0.64 0.55 0.022 0.000 0.002 0.001 0.0008
rs500004 X 142.93CTGCTCAAATCGCCATCATCTAGAATGTTACTGAATGCTGTGGCACAGAGAAACACT[A/G]AGTGTAAAGGCTCTCAAAACTTCCATTGGTGCCCATAAATGAAGTGTTTCACTTTT A G 0.52 0.60 0.56 0.57 0.68 0.50 0.56 0.66 0.50 0.65 0.61 0.000 0.003 0.022 0.000 0.0006
rs1151983 X 143.29CCTCTTAAATATTCAGCAGAGTATTTTGAATGCATGTGAGGAAACTCGCCTAGGTAAA[A/G]GAAAGGACTACTCAAGAAGATTAAGAACAATCCCAAGTTTCAAACAGGGCTGGG A G 0.19 0.46 0.52 0.55 0.57 0.41 0.50 0.60 0.29 0.55 0.45 0.083 0.001 0.005 0.010 0.0042 1
rs2057211 X 143.58CRATATTATAATATTCAGCCGATATGTTCTCGTGTAAGAGTAGAAAAGAGGAAAAAA[C/G]GTATCCATTCAAAACGTTTCTCTGCTTTCCAGAGGTTTCTGAGGGGTTTATTAAAAG C G 0.88 0.89 0.85 0.87 0.77 0.82 0.98 0.67 0.79 0.85 0.79 0.000 0.023 0.050 0.002 0.0047 1
rs871156 X 143.67 TGTTGGGTCTCCGCTGTGTTGGTGATTAGGCCTCTGGGTGGAAGCAATCTCCAGT[A/G]ATCATAGGTTGCCTTATCGGTGCTATTGAACCAGTCACTCCAGTTCTGTTGGAAGA A G 0.57 0.44 0.56 0.59 0.50 0.45 0.67 0.51 0.57 0.55 0.49 0.000 0.004 0.005 0.011 0.0043
rs1033630 X 144.08CCACCTCCTTCAGAAATCAGATCACTTGTTAGGGAAAATATAATGAGGAAGCTGTAA[C/G]GTGTACAAGCAGCCCCTTCTTATTACCACTGGGCAAGGTTTCTTAAAATGAGATCT C G 0.55 0.53 0.49 0.48 0.50 0.45 0.97 0.40 0.50 0.56 0.46 0.002 0.162 0.010 0.001 0.0006 1
rs996435 X 144.31AGAAAATTTTAAAATGGAAAAGAAGCAATATTTACAGAAATTTTAGCAGATAATTTTCCA[A/G]GCCTAGTGGATTGCATCAAACTTTAGTTTCAAGAAGCATTCTGCATCCAAGCAA A G 0.86 0.68 0.70 0.86 0.73 0.91 0.99 0.66 0.82 0.65 0.73 0.018 0.123 0.003 0.040 0.0004
rs1575093 X 144.52 CTGACCTACTCTAATTGGTTATGGTTTTCTAAATAGAAAATGATGAGCAATGTAA[A/G]TCTTGTAACTCAGTTGTCCTCAAGTGGGAAAATATGGAAATGGGTGAAGGCATGGTA A G 0.48 0.48 0.39 0.39 0.39 0.23 0.30 0.41 0.36 0.43 0.61 0.001 0.003 0.000 0.020 0.0156 1 1
rs1336835 X 144.61GCTTTTTTGTAYTTAATGTAGGCATGACTGAAATTAAGAGCAGGAGAAGTACGTCC[A/G]GTTTCAAGTATACAGGAAGGCAACAGGATCAGGCTTTTAGTACATGCTTAAAAGCG A G 0.55 0.30 0.28 0.30 0.34 0.14 0.36 0.14 0.25 0.38 0.38 0.027 0.001 0.021 0.032 0.0017
rs2004410 X 144.72AAGGAATGGGAAGGAAAAGAACAAAAAGACAATCAGGAATGAGTAGTAAGAATAAT[A/C]GGCTGCCATGCTGATCATAGGACTGAGGAGAACACAGGACGTGAAGGGTATCAC A C 0.29 0.26 0.30 0.22 0.23 0.36 0.56 0.39 0.11 0.34 0.41 0.001 0.015 0.003 0.000 0.0082 1
rs560689 X 145.24TATATACTTAAACTAAAACAAGGATAACATCATGATGAATGTTTCATTGTTTGCTGT[A/G]GATTCTAAGAAGCTTAGATCTCAATTTCATAATAGCTGTCCTCAGAAAACATTTCTTA A G 0.21 0.25 0.15 0.22 0.14 0.14 0.21 0.22 0.11 0.21 0.18 0.001 0.000 0.001 0.005 0.0000 1
rs1861581 X 145.46ACAGAATGGGAGAGATGCTTATAAAGCTAGCAGGAACTTCCATTATGGCAGAGGGAA[A/G]TGGAAGTCCCTACAGAACTACGAAATTACAGAGGTGAATGGCAGATCTATGAG A G 0.26 0.18 0.20 0.22 0.21 0.00 0.00 0.17 0.32 0.21 0.21 0.000 0.101 0.010 0.101 0.0001

rs4949 X 145.67GCTTTTTTAAAAAAAAGAGTGCTTTTGTTGGGATGTACATTTTCCAAATGCAAAA[A/G]CATTTATGATTCTGTGTCTCTTATAAAATATGACACTCTCTACTTTTCTCTCATTTATTTA A G 0.29 0.62 0.57 0.50 0.48 0.14 0.49 0.53 0.62 0.51 0.60 0.031 0.001 0.000 0.090 0.0010
rs1024694 X 145.85ACGAAGTCAGTCAGGTAAGAAGGATGGTCTAGGGATCGGCAGGAAAGGGTATACC[A/C]GCATGTGCAACAATGTGGACATGTGACACCATGTGGTCTAGTCAAATAAGGGGCT A C 0.62 0.48 0.51 0.56 0.54 0.18 0.27 0.44 0.68 0.52 0.49 0.010 0.034 0.005 0.058 0.0005
rs1990383 X 145.91CAAGTCAGTGGGTGGGAAGAGGAGGAGGGGGGTGATGAGGGATAGACGCTAACACC[A/C]CAGAAAACCTAAAAATGGTGCTGGCACTTTTGTTAGCACTAATACTAACAATGT A C 0.10 0.28 0.29 0.33 0.23 0.14 0.15 0.36 0.32 0.22 0.24 0.017 0.006 0.006 0.010 0.0013
rs6540401 X 146.02AXTTCTTACCTTAGCTTTTTCAGCCAAACCAATTCCTAACCTCATACCTAAAGGTA[A/C]TGGTTGAGACGATGGCTGCTGCTGTCTTGAAAGGTAATGAGGGAGGCTGGGCTGCC A C 0.31 0.05 0.09 0.07 0.04 0.00 0.03 0.06 0.04 0.08 0.09 0.018 0.027 0.014 0.065 0.0005
rs1547932 X 146.31ATTTGATGTTCTAGAAGCTTTTGTGAATTTTTGAAAATAAACTTTTGCAAACCTTC[A/C]TCACCACTCTCACTGCCGCTTTCCATGAAAAAGTCATATTTAGCTGAGGGTAAACAAA A C 0.14 0.23 0.23 0.32 0.35 0.23 0.00 0.07 0.27 0.27 0.18 0.014 0.101 0.058 0.001 0.0021 1
rs985595 X 146.43 GAAGGTGGGTAATTGATGTGTAAATCAGAGCTCAATCACTTGGTAATAGAAATGGT[C/G]CCACTGAAAATATGCTTGTTGAACACAATCACACAGAAGCCAGAGGGAGGGAGG C G 0.07 0.22 0.25 0.28 0.09 0.00 0.10 0.16 0.25 0.16 0.17 0.014 0.003 0.002 0.050 0.0009
rs1860929 X 146.59GGAGGCTGGAGATGGGACTTAAGTGGATATGACAACAGAGATAAGGGAGAGTGGG[A/G]ATGAGAAGGGTGGAGGAGGGGTGGGTGACATGCTTCATTATGAGGACATCTCTT A G 0.17 0.27 0.22 0.23 0.29 0.00 0.00 0.16 0.36 0.10 0.18 0.004 0.080 0.003 0.080 0.0011
rs758439 X 146.77GGACCTGCTATTAGATCCTGGCTTTTTGGCTCTCTGGGCTCTGTGGCCCTCAGGAC[A/G]GAGCTGAACTTCTCTGAGGCCAGAAACAGTGGCAGCAGAACTTTCCCTGCAGAGT A G 0.26 0.71 0.73 0.74 0.68 0.95 0.78 0.70 0.57 0.79 0.74 0.139 0.001 0.003 0.031 0.0007
rs764908 X 147.08AGTGGCTTTGTGTGCACCAGTTTAACTTTCCACCAAGATTTTAGGAGTGTGACATT[A/G]GAGCCTATGAATTTAGATAGCTCATTGGTTGTGGGACACTAACCACGCACCAGTAT A G 0.29 0.68 0.67 0.66 0.73 0.82 1.00 0.63 0.50 0.64 0.62 0.098 0.106 0.003 0.006 0.0017 1
rs530501 X 147.27TCTTGTACTGTATATTGATTCCTGTTTAAATTTGTCTTGGTTCTGGACCATCATTC[A/G]GGCCTTTCTGGATCTTTCTGAGCTTGCTTTATACTACCCAATTTTATTTTTTGCACTTTG A G 0.36 0.48 0.51 0.57 0.46 0.00 0.02 0.10 0.32 0.49 0.60 0.010 0.204 0.143 0.251 0.0032
rs7064676 X 147.80 TTGGGTCTTTTGTCTCCTTTTTAAAAATTATTTGCTTACTTGTTTTGCTGGAGCAC[A/G]TGCTTTAATAGCTTCCTAAATAAAGGTTTATGACAAATTATATTAGTCAGCTTTTTAGT A G 0.23 0.00 0.00 0.00 0.02 0.00 0.00 0.00 0.00 0.00 0.01 0.085 0.000 0.000 0.000 0.0040 1 1
rs611711 X 148.26CCACTCTCCCTCATCCTGAAAACATCGCTAACAGAGATTTGCTTCAGGCATTCAGCTT[A/G]ACTGGTTCTCTTGTTCTTTCCTAGAAAACAAACAAACAAACAAAAAACATGTTTC A G 0.57 0.67 0.66 0.65 0.70 0.27 0.11 0.54 0.63 0.66 0.70 0.000 0.105 0.001 0.044 0.0022
rs480199 X 148.31GATGTCGCTGTTTCCACCCTGGTCTGCCTTGCCTTTCCCTGTCTTTGGAAGCCACA[A/G]ATGAAAGGATATCAGCTAGCTTGCCTTGAGAATTATTGTCCCTCACCTATTCTCTC A G 0.55 0.54 0.57 0.56 0.46 0.77 0.96 0.76 0.46 0.47 0.43 0.007 0.127 0.005 0.013 0.0165 1 1
rs222398 X 148.52TTAGGATTCACAGGCCTCAGGCACAACAAGAATATTGTTGCTAAAATCAGTGT[C/G]CCTGCTGAATAAAGCTGGGCTTTCCCTCCTCTCCGGGAACAGCCACTTACCTCTTCCC C G 0.86 0.42 0.43 0.46 0.45 0.41 0.63 0.82 0.36 0.66 0.61 0.128 0.035 0.088 0.001 0.0131 1
rs644345 X 148.98CATCAGCTGCTCCTCAGATCAGAGCCTTGCAGGTCAGGCCAGAGGGGAGACTCAG[A/G]AAGTGTTTTTGGTGTTTGTTCCAAATGGGGGCTCATTGTGGGCCCTGTGTCACTG A G 0.79 0.54 0.60 0.56 0.50 0.77 0.98 0.77 0.71 0.53 0.56 0.025 0.157 0.039 0.025 0.0017
rs1202872 X 148.99CGCCCTCTCACTACTTCTTTGGTCTCAGACTAAATTTTACAGGGCTTCCCTGCTTC[C/G]CCTCAGTTTTCACTCTTAGGTTACCTCGGAACGGTAAGTATTTGACTTGGCAAGGTT C G 0.60 0.65 0.70 0.78 0.75 0.95 0.84 0.72 0.79 0.70 0.70 0.014 0.001 0.000 0.030 0.0001
rs760109 X 149.19AATATGAACAGAGGTCATACGTGGTTGTCAGACTCTCATTCGCTCACTCGCTCCTCA[A/G]TGTGTGGTCCTGGAAAAGACACTTTATCTCTTTTGACCTTAATTCCTACATGAGTG A G 0.79 0.60 0.57 0.59 0.45 0.91 0.78 0.67 0.46 0.52 0.52 0.032 0.020 0.008 0.082 0.0001 1
rs1882719 X 149.24 TTGAAGAGGTAGGTCAGGCAGCAATCAAGGGCTGTGGGCACCTAAGACCAGCAGGA[A/G]GGTGCTATGTGCCTAGGGTACTGCAAAAGACAATAAAGAAAGGAAGGTGGGAG A G 0.38 0.47 0.48 0.54 0.57 0.09 0.02 0.31 0.50 0.49 0.52 0.011 0.177 0.020 0.114 0.0000
rs941400 X 149.62 TGACAAGCTGAACTGACTGCTCTTTTCCATTTCCTGTGCTCCAAGAAGAGGTTTTCA[A/G]CCAGGTTTGGGGGCAGAAAGAAGCTATGAAATAAGACTTATGTCAGGGAGTAGT A G 0.64 0.46 0.45 0.48 0.57 0.40 0.77 0.45 0.29 0.57 0.48 0.038 0.069 0.000 0.000 0.0004
rs2032438 X 149.80TCTGCCAATTCTGTAGCAGCTGTAGCACCAAGGGAGGCAGACATCCTAACACTCACATAATGCTAGCCACTCA[A/G]CAACACCTTCTGAGTGGGTGCTAAGTTACCTACAGGAA A G 0.31 0.29 0.21 0.32 0.14 0.32 0.01 0.32 0.46 0.18 0.15 0.004 0.069 0.010 0.004 0.0027
rs980934 XY 0.54 CTCATCCAGATGCCCAACGTGCTCCTGCGCTCCCCACAGCCGGAGGGAGGAG[A/G]GGGTGGTTTGTAGCAGAGGACAGGGCTGGAGAGGGGAGGAGGGAGATAGAAACGG A G 0.12 0.24 0.24 0.24 0.13 0.50 0.51 0.45 0.39 0.26 0.26 0.015 0.044 0.026 0.034 0.0000 1
rs2027987 XY 0.64ATGTGGCAGCAAAGAGATTTGAGCTGTACTTTTCAAAACAGCTGGCTGGCATACTG[A/C]AAGAGAAGGCCGGTGTTGTGTGGGACTGATTGCAAAGTGCATTTTCTGATAATTAG A C 0.45 0.49 0.44 0.48 0.54 0.32 0.04 0.36 0.61 0.41 0.46 0.003 0.082 0.002 0.001 0.0006
rs2045059 XY 1.55TGTCTTAATCCATTTGCTGTTGCTACAACAGAGTAACACCGTCTGGGTAATTCACA[A/G]AAGAAGTTTATTTTGTAAAGTCCTGGAGGCTGGCAAGTCCAAAAGGCATGGTGCCT A G 0.33 0.31 0.24 0.22 0.27 0.64 0.56 0.63 0.36 0.30 0.24 0.002 0.033 0.074 0.063 0.0000 1
rs1044307 XY 2.00 ATGAAGACAGAGCCGGGACAGTTCACATTTCCACGTGAGTGAGGAAAAGC[A/G]AAGGATTGTTAGAGACGTGAAGAGAACGCTGGCAATGCTACAGAATGGAG A G 0.86 0.48 0.52 0.46 0.61 0.91 0.70 0.61 0.61 0.55 0.58 0.069 0.014 0.000 0.097 0.0005
rs311094 XY 2.25GCTTCCCTTTGTGTTGAAAACGTGGGTGTTCCTTCACACCAACACTGGAAATAAAT[A/G]AATACCTATTGATCTGTGCATCTCTTACGCGTTTCCAATTCTGTTGGCTTATGCTGT A G 0.60 0.50 0.51 0.49 0.55 0.59 0.44 0.75 0.64 0.46 0.55 0.003 0.004 0.046 0.007 0.0003 1
rs311093 XY 2.25GTGGGAGTCATTTAGTGGTTAGGGAGAACAGTTGAAACTGTGGAGTTCACGTAGC[A/G]TAAACTGGCGAGGCTGTCTCTGCTGCTGTCATTAAAAGTTACGCTGCTGGCTTGGC A G 0.50 0.47 0.42 0.44 0.43 0.41 0.52 0.25 0.32 0.46 0.39 0.005 0.009 0.021 0.000 0.0001
rs311097 XY 2.26GTATTGAAGCTCAGTAAACACTTGCAGAATAAATCACAGAAAAGCCTCTCTCCTTAA[C/G]AAGTTAAGAGATTGGCTCTGATACCAACAACTACCATACTATTCCAAATACTATTA C G 0.38 0.36 0.42 0.44 0.34 0.32 0.31 0.24 0.21 0.34 0.28 0.002 0.018 0.042 0.017 0.0099
rs311100 XY 2.26TTTGTTTTTATACGGGTGTTGGGTCCTTTTCTCATTGATCTATAGGGACTGTTTAC[A/G]CCTCAGTGAAGTAGGTGGCAGATATTCTTTTTCACTTAATCCTTAGTCTGGTGAATCT A G 0.33 0.21 0.26 0.29 0.27 0.32 0.31 0.18 0.18 0.22 0.21 0.007 0.002 0.005 0.002 0.0010
rs311103 XY 2.26TTGAGGCAAGAGTAGACAAGCTTTTCTGCAGAAGGTCAGATAGTAAAGGCATTTAT[C/G]TTTGCAAACCATATGGATTCTGCTGCAATATGTAACCAATGTCTGTGCGCCAAGTG C G 0.58 0.62 0.68 0.66 0.68 0.68 0.66 0.71 0.75 0.70 0.71 0.013 0.002 0.000 0.001 0.0000
rs312233 XY 2.27TGCACACACATTTTAAGTCATGTTGATACGGACAGGAGGCCTGAAGATACTAGATA[C/G]AAGAGGGCAGTTCCCCAGCAAAGGCCCCGCCCTCAAGCCTGGAAACCTGTAGTC C G 0.43 0.49 0.52 0.59 0.43 0.36 0.44 0.41 0.43 0.54 0.46 0.005 0.004 0.008 0.013 0.0025
rs312231 XY 2.27AATTTTGGAGACGCACAATTCAACCCTTACAGAGGTAACTCATTCATTGGAATACA[A/G]ATGTGTTTGTCCACTGTGGCTGCTGCCATAGCAAAGTCCCACAGACCAGGCTGTTT A G 0.62 0.36 0.33 0.27 0.41 0.27 0.05 0.14 0.46 0.23 0.26 0.059 0.059 0.013 0.000 0.0027
rs2535444 XY 2.28GGGTGGGCAGATGAGACTCTTGGGTGCCTGGCATTACTGCAACAGAACTCAATGC[A/G]TAGTAAGTGCTGACTCAATGTGCTCCTGGCTGCATCCTCTACTTCCTGATAAATTC A G 0.60 0.42 0.57 0.55 0.55 0.50 0.66 0.31 0.68 0.58 0.58 0.000 0.004 0.050 0.003 0.0005
rs2857323 XY 2.28CCTCCTGCAAGCCTAGGGTCGCCCAGAGCACTAAAACTAACCTGACCATGAGCTAC[A/G]TGGGAGATGCAACCACCACCTCCACCTAGTCCCAGAGCATACTCATCACCCAAA A G 0.52 0.39 0.56 0.56 0.55 0.50 0.66 0.31 0.68 0.58 0.58 0.003 0.005 0.041 0.002 0.0002
rs311150 XY 2.28GCTGAAAATATGTGACCTGGGCCCTGCAGAAAGTCCTGCTTGAGGCAGATAGTCT[A/G]ATTGAGATTCAGGTGTATTCAGACCGCGGTGGGTGGGAGAAAGGGAAAGATTTGG A G 0.55 0.58 0.43 0.44 0.45 0.50 0.34 0.69 0.41 0.42 0.42 0.011 0.005 0.046 0.002 0.0003
rs311121 XY 2.28GGATCTCACTTTGCAGGACAGAGACTTGGTAATGGCTTCCCAGAGTTGTTACAATG[A/C]AATCCCAAAGACTGGGCAGCTTAAACAACAACCTTGATTCTCCCACAGTCCTGGAA A C 0.36 0.18 0.16 0.17 0.25 0.00 0.02 0.03 0.14 0.08 0.09 0.026 0.035 0.021 0.065 0.0076
rs311122 XY 2.28TGTCCTGAGGGATCCGTGTGCATGCCACTCTGGGAAGACGGGTTTATAACACACC[A/G]TCAACCAGTGCCTCATTGCATGGTCTGCGGTATTTTCCTCGAGTTTTCCTTGCACC A G 0.33 0.16 0.13 0.16 0.23 0.00 0.02 0.03 0.12 0.08 0.09 0.030 0.027 0.014 0.055 0.0028
rs311123 XY 2.28CTCTATTAGAGCAGACATTGGTAATGAGAATTCAGGCCTCAGTGTCTGTCTGTAAC[A/C]CAACAGACGGTGTCTGCAGAGATCGAAGTATTTTGTCGTCGAAGAGGAAGGAATG A C 0.36 0.24 0.23 0.22 0.27 0.00 0.02 0.11 0.15 0.14 0.13 0.013 0.052 0.007 0.085 0.0102 1 1
rs2535446 XY 2.28GAGGAGAGAGGACAGGGGGCCCTGCCTGGGAGATAGATTTGCTGCCTGGCATGC[A/G]GGACTGGAGACTGTCTCAGTGCCCAGGCCGTCTGATGCTGGCCGGAGTCCGCCT A G 0.26 0.29 0.34 0.29 0.32 0.45 0.34 0.27 0.25 0.34 0.37 0.005 0.000 0.007 0.004 0.0003
rs2630498 XY 2.28TTACCAGCGATCACTACAGGCTCGCCTTTAAGAACAACCCAGCAAATCTTTGCTCC[A/C]TCCAGCTCTCTTCTTATTTTTTCTTTATTGTTGTTTTCTTTTTGTTTGTTTTGTTTTTA A C 0.62 0.42 0.57 0.54 0.54 0.45 0.63 0.30 0.68 0.58 0.58 0.000 0.001 0.056 0.007 0.0002
rs306892 XY 153.42TGAAAGATTTAATATTGTTAAGATAGAAATACTCTCCAAAGTGATCTACAGAAAACAT[A/T]ATCCCTATCAAAGTCCCAGCCAGATTTTTTTGCAAAAATTCATGAATGAACCCTAAA A T 0.76 0.64 0.67 0.65 0.54 0.82 0.47 0.51 0.64 0.54 0.64 0.004 0.024 0.014 0.008 0.0013 1
rs700449 XY 153.44TCTGTCTTTTACCATCAGAGGGATGACTATTACCTGGTATGGTCAAAAGGATTGCC[A/G]GGTTAGTTTGGGAATGACAATGTGTGAGTTAGAATTACCTTCTTCTTTTTCAGGAGA A G 0.60 0.41 0.36 0.44 0.54 0.59 0.61 0.59 0.25 0.36 0.36 0.023 0.023 0.004 0.014 0.0001
rs700447 XY 153.44CTAGTTTAGGCCCATATCCTTATTTTCACTCTCAAAGATAAGATCATGACACTACC[A/C]GTGTTGCTGCTGTTAAAGGCCAGGATGGACAAGATAAGGAAAGGCATTTTGGGAAT A C 0.21 0.42 0.36 0.44 0.54 0.59 0.76 0.57 0.29 0.38 0.41 0.019 0.056 0.002 0.012 0.0015
rs306881 XY 153.46ATTTTGGAAACACATATGATAGAAAATGCAGTTCATTTTTTCCTTAATTTACTTTCA[A/G]TCAGCACTCCTGGTAATCCCTAGGGAAAATTTTCTTGTATCTACTTATTCTTCCACCC A G 0.81 0.88 0.80 0.90 0.82 0.91 0.98 0.90 0.86 0.81 0.85 0.000 0.035 0.005 0.008 0.0024
rs781717 XY 153.46CAGCAAAAGAGTAAGTGTTATCCTGAGTGCTGTGAACCACTCCAGCAAATTACTCA[A/C]ACCCAGAGAGGGTGTCATGAGAACTCCTGATTTATAGCTGATCAGTCATGGGTCA A C 0.79 0.91 0.85 0.93 0.88 0.91 0.99 0.90 0.82 0.87 0.86 0.002 0.028 0.000 0.002 0.0001
rs3093457 XY 153.66ATTAGTTTGTAATCCTTGAGGTCAGGGCTGCAAATTTTGCCATCTCTAAGAGATAC[A/C]CAAGGCCAGGACACCAGAGGAGGTAAAGCTAGGGTGGCGCTCTCAAATGCCACAG A C 0.57 0.66 0.69 0.59 0.59 0.18 0.69 0.41 0.61 0.66 0.77 0.000 0.001 0.029 0.107 0.0057
rs3093505 XY 153.67ACACAGAAGGCACACTCACACTCACAGACACAGCTGCGTTTGCCCACAAATACACAT[A/G]TGCACACACAGGCAAACATGTCTACAGGAACACTTTCACACTCATCACACTTGCA A G 0.67 0.84 0.85 0.82 0.71 0.32 0.77 0.76 0.88 0.81 0.90 0.016 0.004 0.000 0.138 0.0057 1

c. The informativeness for assignment (In) for distinction between two different populations or subpopulations are provided.

f. The 768 selected SNPs for European population structure information (used for Table 3 analyses) are indicated.  These SNPs were chosen based on maximizing In using subsets WEURA and SPN subjects. 
g. Indicates the 19 SNPs from the 768 set that were excluded based on the quality of typing results.  

e. The 400 selected SNPs for European population structure information (used in Figure 1C and Figure 4) are indicated.  These SNPs were chosen based on maximizing In using subsets WEURA and SPN subjects. 

a. Physical position in Megabases (Mb) based on HG Build 34.
b. Allele frequencies determined in 22 African American (AFA), 92 Swedish (SWD), 162 Western European American (WEURA), 41 Central European American (CEURA), 27 Eastern European American (EEURA), 13 East Asian (EAS), 48 Mayan Amerindian (AMI), 48 South Asian (SAS), 13 Finnish (FIN), 91 Italian (ITN) and 82 Spanish (SPN) subjects.

d. The 2657 SNPs used for initial STRUCTURE studies are indicated.


