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Fig. S1. Let div (a, b) represent protein divergence between sequences a and b; SC1, 

SC2, and K represent S. cerevisiae copy1, copy2 and their orthologue in K. waltii 

following Kellis et al. (1). The ratio r is defined as div (SC1, SC2) / (div (K, SC1) + div (K, 

SC2)). Gene pairs showing decelerated evolution (small ratio r) correspond to gene 

pairs with small KS values. Copy 1 and 2 are represented as blue and red circles. The 

circle diameter indicates its CAI value. For gene pairs with KS less than 0.75, 87% 

genes (92/106) show CAI values higher than 0.5. 
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