Figure S1 Multiple alignments of Txnip homologs. (A) Alignment of the three most closely related
mouse homologs of Txnip demonstrated that the Txnip cysteine 267 isthe only conserved cysteine. (B)
Alignment of predicted C. elegans and D. melanogaster sequences in the arrestin-domain-containing
family proteins demonstrated that Txnip cysteine 267 is conserved through evolution. All alignments
were generated with the Clustal W a gorithm.

19



Figure S1

A Multiple alignment of mouse Txnip homologs
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B Multiple aignment of D. melanogaster and C. elegans Txnip homologs
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