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esp3-5 (Cto T; R462C) e5p3-3 (G to A; G424D)
esp3-1 (Gto A; A520T) esp3-6 (G to A; splice site)
esp3-7(Cto T; S349F) esp3-4 (G to A; splice site)
esp3-2 (C to T; Q903stop)

ESP3/EMB2733 (At1932490)




C

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680

C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

At1g32490
At2g35340
At4g16680
C.elegansMOG4
H.sapiensCDC28-1
S.cerevisaePRP2
S.pombeCDC28

501 600
(411) VEEHQVLYIVGBTGSGKTTONPQYLHEAGYTKRG--KUGCTQPRRVAANMSVAARVAQEMGVKLGHEVGYS I RFEDCTS-DKTVLKYMTDGMLLRELLGEP
(460) MKDHQVLI1VGETGSGKTTQNPQYLHEAGYTKLG--KVGCTQPRRVAAMSVAARVAQEMGGKLGHEVGYS I RFEDCTS-EKTIILKYMTDGMLLRELLGER
(235) NEENQVLY1VGETGSGKTTQNPQYLQEAGYTKRG--KIGCTQPRRVAAMSVASRVAQEMGVKLGHEVGYS I RFEDCTS-EKTVIIKYMTDGMLLRELL I ER
(377) WKEHQVLIIEGETGSGKTTQEPQYLYEAGECEGGK-RIGCTQPRRVAAMSVAARVADENGCKLGTQVGYS IRFEDCTS-EKTVLKYMTDGMLLREFLNER
(412) NANHQVLIIEGETGSGKTTQEPQYLFEEGYTNKGM-KIACTQPRRVAAMSVAARVAREMGVKLGNEVGYS I RFEDCTS-ERTVLRYMTDGMLLREFLSER
(236) IKKNQVLIIMGETGSGKTTQEPQYLVEDGETDQGKLQNAI TQPRRVAATSVAARVADEMNVVLGKEVGYQIRFEDKTIPNKTVEKYMTDGMLLREFLTRS
(384) INEYQVLEIVAETGSGKTTOEPQELHEAGYTKGNK-KICETQPRRVAAMSVAARVAKEMDVRLGQEVGYS I RFENATS-EKTVIIKYETDGMLLREFLTER

la

G424D Bra62C

601 700
(508) DLASYSVMIVDEAHERTLSTDILEGLVKDIARERPDLKLLISSATMDAEKFSDYFDTAPIESFPGRRYPVEINYTSAPEADYMDAAIVT ILT I HYREPL-
(557) DLBSYS! EAHERTLRTD I LFGLVKDIARARPDL KLLISSATMDAEKFSDFFDQAPIFRFPGRRYPVD ICETTAPEAD
(332) KLDSYSVINIDEAHERTLSTD I LFALVKDVAKVRPDLRLINISSATEEAKKFSEYFDSARINLEPGRRYPVEKLERKCPEPDYEETVIRTWWQ I HQTEAN-
(475) DLASYSVMMIDEAHERTLHTD I LFGLVKDIARFRKDLKLLISSATEDAEKFSSFFDDAPIFREPGRREPVDIYYTQAPEADYVDAAIVT IMQ 1 HETQPLP
(510) DLASYSVWMVDEAHERTLHTD I LFGLIKDYARFRPELKVLVASATMDTARFSTEFDDAPYFREPGRREPVDIFYTKAPEADYEEACYVSYLQ I HYTQPP-
(336) KLSKYSCIMIDEAHERTLATDIL IGLEKDILPQRPTLKLLISSATMNAKKFSEFFDNCPIENVPGRRYPVDIHYTLQPEANYNHAANTTIFQIHTTQSEP
(482) DLASYSVIFIDEAHERTLHTDILFGLVKDIARFRPDLKVLISSATDAEKFSAYFDEAPYEYMPGRRYPVDIYYTPQPEANYQAAITTILQ IHTTQRA-

S54

A520T
701 800
(607) GDILVFFTGQEE IETAEE I LKHRERGLGEKIRELTICPTYANLPSELQAKIFEPTPEGARKVVLATN IAETSLT I DGIKYVVDPGESKMKSYNPRTGMES
(656) GDVLVFLPGQEE I EAVEENLKHKERGLGTKIRELIICPIYANLPSELQAKIFEPTPEGARKVVLATNIAETSLT IDGIKYVMDPGESKMKSYNPRTGMES
(431) GDELVFLTGQEEI ETIETNLKR.S:RLGIKGSEII ICPIYSNLPEPLQAKVFEPAPKGTRKVVLEATN IAETSLT I DGVKYVIDPGYCK INSYNPRTGMES
K

(575) EL1PLPMYANLPSBLQAKIFEPTPKDARKVVLATN IAETSWUT IDGENYVIDPGESKQNSEDARSGVEH
(609) ELEVL PIYANLPSBMQARIFQPTPPGARKVVMATN IAETSPT IEGH 1YVEDPGECKQKSYNPRTGMES
(436) MEITPEYANLPQEQQLKIFQPTPENCRKVVLATNIAETSET IDGIRYVIDPGFVKENSYVPSTGMTQ
(581) LECPIYANLPSELQAKIFDPTPPGARKVVLATN I AETSIT I DGUNEVIDSGEVKQNMYNPRTGMES
d
801 900

(707) LLNTPISKASATQRAGRAGRTSPGKCYRLYTAENYNNDL EENTVPEVQRTNLASYVLALKSL GIHDLINFDEMOPPPAEALVKSL ELLEAL GALNKEGEL
(756) LLVTPISKASATQRTGRAGRTSPGKCYRLYTAENYYNDLEDNTVPEIQRTNLASVVL SLKSLGIHNLENFDFMOPPPSEALNKSLELL FAL GALNQEGEL
(531) LLVTPISKASAAQRAGRSGRTGPGKCFRLYN I K----DLEPTTPEIQRANLASYVL TLKSLGIQDVFNFDEMDPPPENAL EKAL ELL YAL GALDENGEN
(675) LHVVTISKARANQRAGRAGRTGPGKCFRLYTAWAYKHEL EEQPEPEIQRTNLGNVVLMLKSLGIHDLYHFDFEDPPPQETLY I ALEQLYAL GALNHRGEL
(709) LTVTPCSKASANQRAGRAGRVAAGKCFRLYTAWAYQHEL EETIMPEIQRTSL GNVVLELKSLGIHDLNHFDFEOPPPYETL ELTLEQLYAL GALNHEGEL
(536) LETVPCSRASVDQRAGRAGRVGPGKCFREETKWSYLHELELMPKPENTRTNLSNTVLELLSLGYTDLEKFPLMDKPS I PTLRKSLENLY 1 LGALNSKGTH
(681) LYSVPCSRASADQRAGRAGRVGPGKCERLYTRWTYNNELDMVISPEIQRTNL TNAVLELKSLGENNLEDFDEMDAPPPETLMRSL ELL YAL GALNNRGEL
|| |

901 1000
(807) TKAGRRVAEFPEDPMLESKMIVVSDK- - - -YKCSDENNSIAAN L SEGGSHFYRPKDKQVHADNARNINEHTG- ~NVEDHIALEKVYSSWRETNESTIQUCYEN
(856) JSIAANLSIGPSHFYRPKDKQVHADNAMKNEHVG- -NVGDHIAFLKIYNSWKETINYSTQUCYEN
(627) YKCSKE IIT IAANL SYGNSVFYRPKNQQVFADKARMDF Y EDTENVEDHIALLRVYNSWKEENY STQWECEK
775) K- - - - YECSEE IVTIAANL SCNARVFYRPKAQVEHADSARKGRWSP - -~ AGDHI TLMNVYNKWQESSFSQRWEVEN
SSQUCCEN

(636) TREGKM\CEFPCEPEFAKVEY TRATHEQCQGVLEECETIVSMLHETPSEF I GQKR---D, ——DHILYLE.NQWIN.K!S&SWCQ.H
(781) TKEGRQMAEFPTDPMLESKSENASSK- - --YGCVEEVESIVEMLGEASSEFYRRKDK I MEADKARANETQP - - ~GGDHETLLHIMNEWBTDFS YNWAREN

1001
(901) ¥IQVRSMKRARDIRDQLEGLLERVEIDNSSNLN- ELDSVRKSIVAGFFPHIAKL QKNGS - YRTVKHPQ- - -TVHIHPNSGESQ--
(950) ¥IQVRSMKRARDIRDQLEGLLERVE IDVSSNAN- LDSIRKS IVAGFFPHTAKL QKNGS - YRTVKHPQ- -~ TVHIHPASGLSQ-

(723) FIQSKSMKRARDIRDQLLGLLNKIGVELTSNPN- LDAIKKAIEAGFFPHSAKL QKNGS -YRRVKEPQ- - - TVYNHPNSGLEG-~
(868) YMQHRTMKRARDVRDOLVGLLERVEIETKSST-~ T IKIRKAT TAGYFYNVSKLDNTIGH- YKTVKHKH---TTHPHPNSCLFE-~

(902) FVQFRSMRRARDVREQLEGLLERVEVGESSCQG- Y IRURKAI TAGYFYHTARL TRSG - - YRTVKQQQ - -~ TVFIHPNSSLFE------QQ
(728) KIQFKTMLRVRNIRNQLFRCSEKVGEVEKNDQARMK IGN IAGY INARITRCFESGFPMN 1VQLGPEG--YQTMGRSSGGLNVSYHPTS I LFVNHKEKAQR
(874) ELQYKSECRARDVRDQLANLCERVEIEEVINSS K

HQo03stop
1101 1182

(981) P—RWWYHELVLTSKE.MRQ.E.KP—EWLIElAPHYYQLK.EDAASKKMPKGAG.AM ----------------------
(1030) P-RWVVYHQLVLTSKEYMROVIEEKP - EWLIEFAPHYYQLKDVEDAT SKKMPKTSGRAVY -~ -~ -~~~ ===
(803) PSKWLVYHELVLTTKEYVRH TTENKP-EWLIELAPHYYKLKDIEDTRPKKTORR I EEASTSKVDTNKKTRTSKVDTRKKSKR
(947) P-RWVVYFELVFTSKERMREMSENES - GWLEEVAPHYYKGREEEDATNKKMPKNKGKSGKDLER -~
(981) P-RWEEYHELVETTKERNRQULENES - SWLEEVAPHYYKAKEEEDPHAKKMPKK I GKTREEL G-~
(826) PSKYVEYQQLMLTSKEFNRDCLVEPKEEWLIDNVEQ I EKDL 1 DBKTNRGRR
(956) P-KVIIYFELGFDN






