
Figure 8: Estimates of epidemic trajectories in two Old-World (A and B) and two New-World (C

and D) populations. The triangles represent the data from the individual epidemics. The solid line

was constructed using the median value ofR0 from the posterior estimate. The dashed lines were

constructed using the upper and lower 95% CI ofR0. The populations used in constructing the

figure were Boston, Warrington, Santa Clara, and Saint Lawrence (see Table 3), respectively.
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bining disparate information, expert opinion, and multiple datasets when estimating the parameters

of epidemic models.

The Vaccination Model

In order to translate the uncertainty in the posterior distribution of the SEIR parameters into uncer-

tainty regarding the best vaccination strategy, we used a general queuing model proposed by Kaplan

et al. (5). This model is composed of a suite of ordinary differential equations (ODEs) that group

individuals into one of five states. These states comprise untraced individuals, individuals who are

in the queue to receive a vaccination, individuals who are quarantined, individuals who are suc-
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