
P i S K2 1 -MAEKMIVLKSSDGETFQVEESVAVESQTIKHMIED-----DCADSSIPLPNVTSQILAK
MSTSKMIVLKSSDGETFQVEESVALESQTIKHMIED-----DCADTSIPLPNVTSKILAK
MSTSKMIVLKSSDGETFEVEESVALESQTIKHMIED-----DCADSSIPLPNVTSKILAK
-MSAKKIVLKSSDGESFEVEEAVALESQTIAHMVED-----DCVDNGVPLPNVTSKILAK
MSTVRKITLKSSDGENFEIDEAVALESQTIKHMIED-----DCTDNGIPLPNVTSKILSK
---MPSIKLQSSDGEIFEVDVEIAKQSVTIKTMLEDLGMDDEGDDDPVPLPNVNAAILKK

VIEYCKRHVEAS-KTEDKAT---------------EDDLKSFDADFVKVDQSMLFDLILA
VIEYCKRHVEAN-KSEDKAS---------------EDELKSFDSDFVKVDQGTLFDLILA
VIEYCKRHVEAAAKTDDKVS---------------EEDLKNFDAEFVKVDQGTLFDLILA
VIEYCKRHVEAAASKAEAVEGAAT----------SDDDLKAWDADFMKIDQATLFELILA
VIEYCKRHVEAAEKSETTADAAAATTTTTVASGSSDEDLKTWDSEFIKVDQGTLFDLILA
VIQWCTHHKDDPPPPEDDENKEKR-----------TDDIPVWDQEFLKVDQGTLFELILA

ANYLNIKSLLDLTCQTVADMIKGKTPEEIRKTFNIKNDFTPEEEEEVRRENAWAFE-
ANYLNIKSLLDLTCQTVADMIKGKTPEEIRKTFNIKNDFTPEEEEEVRRENAWAFE-
ANYLNIKSLLDLTCQTVADMIKGKTPEEIRKTFNIKNDFTPEEEEEVRRENAWAFE-
ANYLNIKNLLDLTCQTVADMIKGKTPEEIRTTFNIKNDFTPEEEEEVRRENQWAFE-
ANYLNIKGLLDLTCQTVADMIKGKTPEEIRKTFNIKNDFTPEEEEEVRRENQWAFE-
ANYLDIKGLLDVTCKTVANMIKGKTPEEIRKTFNIKNDFTEEEEAQVRKENQWCEEK

• • • •

• • • • • • • • • • • • • • • • • • • • • •

P i S K3 1
P i S K1 1
AS K1 1
AS K2 1
Hu ma n - S k p 1 1

P i S K2 5 5
P i S K3 5 6
P i S K1 5 6
AS K1 5 5
AS K2 5 6
Hu ma n - S k p 1 5 8

P i S K2 9 9
P i S K3 1 0 0
P i S K1 1 0 1
AS K1 1 0 5
AS K2 1 1 6
Hu ma n - S k p 1 1 0 7

Hua and Kao, Supplemental Figure 1

Supplemental Figure 1. Alignment of Amino Acid Sequences of Pi SK1, Pi SK2 and Pi SK3 of P. inflata,
ASK1 and ASK2 of Arabidopsis, and a Skp1 of human. For a given site, the amino acid that is present in at
least three of the sequences is highlighted in dark shading, and the amino acid(s) that is (are) similar to the resi-
due in dark shading is (are) highlighted in gray shading. The black dots show the amino acid residues important
for the interactions between the human Skp1 and an F-box protein, Skp2 (Schulman et al., 2000; Zheng et al.,
2002).


