Hua and Kao, Supplemental Figure 2

Pi SBP1 IEMA LP HHH LQ LHT QQ QP g0 QQOS KS YRD IY NNMDG QIS TP VAY FNGSN LPEQS QH PPY IP P
Ph SBP1 | R ¥SH 1O LHI QO OP S0 OQQS KS YRD IYNNMDGQISTPVAYFNSNLPEQSQHPPYIPP
Sc¢ SBP1 JEMA LP HHH LQO LHI Q0 Qo3=3:0 QOS KS YRD}*Y NNM DG Q Ti§ TP V\4Y FN GSN LP EQS QH PPY IP P

Pi SBP1 LA FQ VV GLA PG LVD DG GLD LQWNY GLEPKRKRPKEQ DFL ENNNS QI SSI DF LQP RS VST GL
Ph SBP1 QM FFQ VV GLA PG L.VD DG GLD LOWNY GLEPKRKRPKEQ DFL ENNNS QI SSI DF LQP RS VST GL
Sc¢ SBP1 (JWN F'QO VV GLA PGEwD DG GLD LQ WNY GL E PK RPKEQ DFJIEN NNS QI S S\4ADIB30IRS VST GL

Pi SBP1 IS LD NGRLA SSGDSAFL GLVGD DI ERE LQ ROD AE IDR YI KVQ GD RLR QA ILE KV QAN QL Q
Ph SBP1 I YN LS LD NGRLA SSGDSAFLGLVGDDI ERE LQRQD AE IDR YI KVQ GD RLR QA ILE KV QAN QL Q
Sc¢ SBP1 JWARN LS 1D NGR LA SS®DS AFL GL VGD DI ERE LQ RQOD AE IDR YI KVQ GD RLR QA\LE KV QAN QifQ)

Pi SBP1 LB TV TY VEE KV IQK LR EKE TE VED IN KKNME LEL RT EQL AL EAN AW QOR AK YNE NL INT LK
Ph SBP1 JIVf I TV TY VEE KV IQK LR EKE TE VED IN KKNME LEL RT EQL AL EAN AW QQOR AK YNE NL INT LK
Sc SBP1 IR IV TY VEE KVI#FOK LR EZBITE VipD IN KKNME LEL RUEQLIL EAN AW QQOR AK YNE NL INT LK

Pi SBP1 239
Ph SBP1 236
Sc SBP1 241

NL QH VYA QS RDS KE GCGDS EVD DT ASC CN GRA TD LHL LCRDS NE MKE LMTCKVC RVN EV S

NL QH VYA QS RDS KE GCG DS EVD DT ASC CN GRA TD L HL LC RD S}

Pi SBP1 pA' VML, LL. PCKHLCLCKE CESKLSLCPLCQS TKYIGME IYM
Ph SBP1 pA'JIML LL. PCKHLCLCKE CESKLSLCPLCQS TKYIGME IYM

Sc¢ SBP1 REIERML LL PCK HL. CLC KE CES KL SLC PL CQS TK YI G ME \% YM
* K * K * *

Supplemental Figure 2. Alignment of the Deduced Amino Acid Sequences of Pi
SBP1 of P. inflata, Ph SBP1 of P. hybrida and Sc SBP1of S. chacoense. At a given
site, the amino acid that is present in at least two of the three sequences is highlighted in
dark shading, and the amino acid that is similar to the residue in dark shading is high-
lighted in gray shading. The RING-HC finger motif is enclosed in the box region, with
the asterisks indicating the cysteine-histidine signature of the motif. The predicted
coiled-coil region is overlined.



