
 
Supplemental Figure 1. Unrooted relationship trees of A. thaliana and M. truncatula 

cytokinin signaling genes 

Trees represent the similarity between protein sequences of A. thaliana and M. truncatula 

corresponding to 3 families of genes associated to cytokinin signaling.  

A. Putative cytokinin receptor (histidine kinase proteins) from Arabidopsis (AHKs) and M. 

truncatula (Mt HKs).  

B. Histidine containing phosphotransfer proteins from Arabidopsis (AHPs) and M. truncatula 

(Mt HPs).  

C. Response regulators from Arabidopsis (ARRs) and M. truncatula (Mt RRs). This family is 

divided into 2 subfamilies defined in Arabidopsis (Hwang et al., 2002): A-type and B-type 

response regulators. 

Conserved domains of proteins were aligned using ClustalW software 

(http://www.ebi.ac.uk/clustalw/) and relationship trees were built using TreeView software 

(http://taxonomy.zoology.gla.ac.uk/rod/treeview.html). Shaded area show main branches of 

the different trees, combining closest Arabidopsis and M. truncatula proteins.  
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Florian Frugier
These value are not available, sorry for this.

Beatrice Grabowski
Please show bootstrap values at nodes, if available.

http://www.ebi.ac.uk/clustalw/
http://taxonomy.zoology.gla.ac.uk/rod/treeview.html

