
EfRac1 1:MAQPGVQSLKCVVTGDGAVGKTCLLISYTTNAFPGEYIPTVFDNYSASVMVDGKPISLGLWDTAGQEDYDRLRPLSYPQT: 80
FG08857.1 1:MAQPGVQSLKCVVTGDGAVGKTCLLISYTTNAFPGEYIPTVFDNYSASVMVDGKPISLGLWDTAGQEDYDRLRPLSYPQT: 80
HsRac1 1:.....MQAIKCVVVGDGAVGKTCLLISYTTNAFPGEYIPTVFDNYSANVMVDGKPVNLGLWDTAGQEDYDRLRPLSYPQT: 75
HsRac2 1:.....MQAIKCVVVGDGAVGKTCLLISYTTNAFPGEYIPTVFDNYSANVMVDSKPVNLGLWDTAGQEDYDRLRPLSYPQT: 75
FG05447.1 1:..MAVVATIKCVVVGDGAVGKTCLLISYTTNKFPSEYVPTVFDNYAVTVMIGDEPYTLGLFDTAGQEDYDRLRPLSYPQT: 78
HsCdc42 1:.....MQTIKCVVVGDGAVGKTCLLISYTTNKFPSEYVPTVFDNYAVTVMIGGEPYTLGLFDTAGQEDYDRLRPLSYPQT: 75
ScCdc42 1:.....MQTLKCVVVGDGAVGKTCLLISYTTNQFPADYVPTVFDNYAVTVMIGDEPYTLGLFDTAGQEDYDRLRPLSYPST: 75

EfRac1 81:DVFLICFSIVSPPSFDNVKAKWYPEIDHHAPNIPIILVGTKLDLREDAATLDSLRQKRMEPVSYEQALACAREIKAYKYL:160
FG08857.1 81:DVFLICFSIVSPPSFDNVKAKWYPEIDHHAPNIPIILVGTKLDLREDASTLESLRQKRMEPVSYEQALTCAKEIKAYKYL:160
HsRac1 76:DVFLICFSLVSPASFENVRAKWYPEVRHHCPNTPIILVGTKLDLRDDKDTIEKLKEKKLTPITYPQGLAMAKEIGAVKYL:155
HsRac2 76:DVFLICFSLVSPASYENVRAKWFPEVRHHCPSTPIILVGTKLDLRDDKDTIEKLKEKKLAPITYPQGLALAKEIDSVKYL:155
FG05447.1 79:DVFLVCFSVTSPASFENVREKWFPEVRHHCPGVPCLIVGTQVDLRDDPSVREKLSKQKMQPVRREDGERMAKDLGAVKYV:158
HsCdc42 76:DVFLVCFSVVSPSSFENVKEKWVPEITHHCPKTPFLLVGTQIDLRDDPSTIEKLAKNKQKPITPETAEKLARDLKAVKYV:155
ScCdc42 76:DVFLVCFSVISPPSFENVKEKWFPEVHHHCPGVPCLVVGTQIDLRDDKVIIEKLQRQRLRPITSEQGSRLARELKAVKYV:155

EfRac1 161:ECSALTQRNLKSVFDEAIRAVLNPRPQPS.KHKKSKCSIL:199
FG08857.1 161:ECSALTQRNLKSVFDEAIRAVLNPRPTPS.KQKKNKCSIL:199
HsRac1 156:ECSALTQRGLKTVFDEAIRAVLCPPPVK...KRKRKCLLL:192
HsRac2 156:ECSALTQRGLKTVFDEAIRAVLCPQPTR...QQKRACSLL:192
FG05447.1 159:ECSALTQYKLKDVFDEAIVAALEPPAPKKK...SHKCLVL:195
HsCdc42 156:ECSALTQRGLKNVFDEAILAALEPPETQP....KRKCCIF:191
ScCdc42 156:ECSALTQRGLKNVFDEAIVAALEPPVIKK....SKKCAIL:191

G1 (P-loop)

R
a
c

C
d
c
4
2

R
a
c

C
d
c
4
2

R
a
c

C
d
c
4
2

A G

G2 (switch I) G3 (switch II)

G4

G5

Supplemental Figure 2. Comparison of Amino Acid Sequences of Human, Fungal
and Yeast Rac and Cdc42 Proteins.


