
Supplementary Figure 1. 

DNA sequence of the cox 3’UTRs analysed in this study.  

Sequences shown are from the CAT ‘STOP’ codon to the downstream ‘ATG’ of phleomycin.  Sequence in black 
type is COX intergenic region from COX V (A), COX VI (B), or COX IX (C).  The actin 5’UTR of the 
pheomycin gene is shown in blue type.  The major mapped sites of polyadenylation for endogenous cox 
transcripts are denoted by ‘A’ in larger font.  Nucleotides in pink type mark the beginning of COX sequence in 
the deletion series constructs. Type in italics shows BamHI and BbsI restriction sites used for cloning purposes. 

 

cox V 

TAAGGATCCTAGCTTTAGTATCTTCACGGATGGGGTTATTACTTCCATTTTTTATTTTTTTGATTGTTTTAAGGT

AGGACCATAGCCAATACTAGTATAACACCCAATGGGTTGAGTTGATGTAAAGGACTGTATTCCGTCGTTTTGTTAGCCT

GTTTTGTTGACACATACATATATATCTTTTACCCCTTACCGTAGCGGAGGGTTGTGGAACAATACATACGTTTTCT

CTGGGTGGGCGAAACATAATTGTTGCGTTTTGGAATGTGCGCTATGTTTCTTCTCGGTGTATCTGTTTTACTCTAACTT
TTCTATCCTTTTGTCACCAGCTGACCTTTTTTTTTATTGGGTAAAAACATTGTCAAGCATTGTTCAGCAAGGTCTTCTG
AAATTCATGTTTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTG

CTGCCATAAAATAAGCTATCACCATG  

cox VI 

TAAGGATCCTTAGTGACGAAAAGGTTGTCTTAGTAGTAGCGATCGTTTCCTTT TCTTTGTAGCATAATTTCCTCAT

GTATTTCTTTAGCTTATTTAGTATGGGTTGCGTTTTCAAGGGGTTGTCCTGGGTAGCGGAAGTGTTTGTGGAATTGGAAA

AGTTACTATTCCTGTTCCTATTTCTTATTTTTCTATGG CTAATCATACTGAGGGAGTTTTTTTTGCCATTTGCGGATTA

TTGCCTAACCGCTTGGTTTTATAGACTTTTTGATTGCTTTCCCTTCATCATCTTTTATGCTTTTTCTGTTGATTCTTCCTC
CTATCCCATTTATGAAAGAAGAAAGTTTCATCTTTTTTTGTTTGCTTGTGCTTTGTAATACTCGCCTGCC AGCAAGGTCTT
CTGAAATTCATGTTTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTT

GCTGCCATAAAATAAGCTATCACCATG
 

coxIX 

TAAGGATCCTACCCCAGTAGAAGGGAAAAAAGAAACAGGGATTAATGGTATGGTTCGTAGGAGTGTTACA GCAGT

CTATTTATTATTTGCGTTCAAACACAGTCTATTATATATAACATATGTATATATGAAGA ATAGGAGGCGATGTAACGAT
TATTGTTATTATTTTTTCCTCGCAGGCATCTGTGTTATGCTGGTTGGTTTGTGCATCCTCTAAGTATATACATGCTATC
GATTTATTAGGATACCGAGGTGGAATAGGTGCGTAGTGAAGGGTATTGTTTGGGCTAGGTATTTTTATTTCTGTTTTCT

AGGGCGCTAACGTGAATGTTTTTCCTGATTTGCCTTAGCCCATTGTACTTTAATTTGGTGAATATTTTACACATTGCA

CGAGTATATTTTCCCCCCTTACCCTTTATCATCTCTGATTAATTCCCTTCCGTATAGGTGGAC AGCAAGGTCTTCTGAA
ATTCATGTTTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTGCT

GCCATAAAATAAGCTATCACCATG  



 


