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Figure 6 (online Supporting Material). 

“Back-glucosylation” of the protein substrate of glucosyltransferase Lgt1 in lysate of A549 cells, 

previously infected with L. pneumophila. A549 cells were infected with L. pneumophila at a 

MOI of 10. The cells were harvested 1, 2, 3, 4, 8, and 24 h after start of the infection and lysed as 

described in the Method section. Cell lysates were glucosylated with Lgt1 (4 μg) in the presence 

of UDP-[14C]glucose. Labeled proteins were analyzed by SDS-PAGE (shown) and by 

phosphorimaging for [14C]glucosylation (see Fig. 3c). The SDS-PAGE shows that the amounts 

and pattern of proteins were the same for all samples. Lane 1, non-infected cells (lane 1); lanes 

2-7, infected cells 1, 2, 3, 4, 8 and 24 h after start of the infection. Lane 8 is purified Lgt1 (4 μg) 

used in glucosylation assay. Molecular mass markers are indicated on the left. Asterix on the left 

of the SDS gel denotes approximate position of substrate eEF1A. 


