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Supplementary Figure S1. Flowering time distribution for rdr2-1, ago4-1, and drm1-1
drm2-1 compared to their respective wild-type ecotypes.
Histograms show rosette leaf number on the X axis and number of plants on the Y axis. Late

flowering was defined as 23 or more leaves for rdr2-1/RDR2, 10 or more leaves for ago4-
1/AG0OA4, and 12 or more leaves for drmi-1/DRMI drm2-1/DRM2.
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